
Supptbl10_ProteinTable_DiM1lbl_BvsTcells
Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank Median(SoK) #(SoK) CV [%](SoK)

1 true ENSGALP00000000045 NFU1 iron-sulfur cluster scaffold - CGNC Symbol 14 26 4.5 1 110.3 (M:110.3) 2 7.3 7.84 1205 0.71 1
2 true ENSGALP00000000054 G protein subunit alpha i3 - HGNC:4387 39.1 5.6 1 493.1 (M:493.1) 9 15.7 12.66 288 1.17! 4 10.09
3 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 162.9 (M:162.9) 3 12.5 11.34 927 1.33 2 19.13
4 true ENSGALP00000000151 tripartite motif containing 27.1 - CGNC Symbol 58 46.8 7.1 2 213.4 (M:213.4) 6 16.6 5.39 751 0.95! 3 19.81
5 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 554.4 (M:554.4) 10 18.9 6.28 247 0.69! 5 93.02
6 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 82.3 (M:82.3) 2 12 5.2 1347 0.91 1
7 true ENSGALP00000000199 SPT6 homolog histone chaperone - CGNC Symbol 75 199.4 4.8 1 241.6 (M:241.6) 5 2.6 10.17 661 0.94! 1
8 true ENSGALP00000000205 ribosomal protein L9 - CGNC Symbol 52467 21.8 10.1 1 78.3 (M:78.3) 2 3.1 18.52 1362 0.78 1
9 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 550.3 (M:550.3) 12 20.2 8.1 253 0.58 8 24.82

10 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 90.6 (M:90.6) 3 4 3.26 1311 2.04 1
11 true ENSGALP00000000246 YTH domain containing 2 - CGNC Symbol 106 160.9 8.5 1 217.0 (M:217.0) 4 2 18.89 735 2.03! 2 28.52
12 true ENSGALP00000000304 dihydropyrimidinase-like 2 - CGNC Symbol 129 62.3 6 2 732.8 (M:732.8) 8 19.4 5.38 162 1.14! 4 220.4
13 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 1351.6 (M:1351.6) 24 23.8 6.55 51 0.67! 11 34.52
14 true ENSGALP00000000337 HEAT repeat containing 1 - CGNC Symbol 52557 252.9 6.5 1 146.4 (M:146.4) 3 1 0.94 1007 1.01! 1
15 true ENSGALP00000000423 cysteine and glycine-rich protein 1 - CGNC Symbol 188 20.4 8.9 1 175.3 (M:175.3) 4 24.5 8.58 885 0.64! 2 40.47
16 true ENSGALP00000000468 Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq mRNA 46.2 7.1 1 323.8 (M:323.8) 7 17 9.71 479 1.23! 4 27.95
17 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 331.3 (M:331.3) 7 3.6 4.51 467 1.56! 2 12.7
18 true ENSGALP00000000506 arginyl aminopeptidase - CGNC Symbol 219 66.6 5.1 1 107.5 (M:107.5) 2 3.5 8.45 1222 6.30! 1
19 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 2697.7 (M:2697.7) 44 35 6.02 8 1.16! 23 35.01
20 true ENSGALP00000000595 adaptor-related protein complex 2 sigma 1 subunit - CGNC Symbol 266 12 4.9 1 90.8 (M:90.8) 2 7.9 1.87 1309 1.1 1
21 true ENSGALP00000000613 nucleoporin 160kDa - CGNC Symbol 54143 100.1 5.3 1 137.0 (M:137.0) 5 4.1 3.21 1059 1.39! 2 37.55
22 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 908.8 (M:908.8) 17 16.8 6.97 108 0.71! 8 33.25
23 true ENSGALP00000000634 LCK proto-oncogene Src family tyrosine kinase - HGNC:6524 58.2 5.1 1 273.8 (M:273.8) 5 10.8 11.73 576 0.83! 1
24 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 2123.0 (M:2123.0) 45 39.5 10.18 14 1.21! 27 86.18
25 true ENSGALP00000000666 phosphoglucomutase 2 - CGNC Symbol 52790 67.9 6.9 1 334.4 (M:334.4) 11 9.5 10.9 462 2 5 39.32
26 true ENSGALP00000000670 lon peptidase 1 mitochondrial - CGNC Symbol 300 95.1 5.8 1 238.5 (M:238.5) 4 3.6 7.35 677 0.71! 1
27 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 372.4 (M:372.4) 9 21 9 409 1.08! 3 17.89
28 true ENSGALP00000000726 Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA NM 10.5 5.1 1 206.8 (M:206.8) 5 29 7.84 771 1.59 2 32.16
29 true ENSGALP00000000747 zinc finger CCCH-type containing 11A - CGNC Symbol 51431 79 8.4 1 301.2 (M:301.2) 4 5.3 3.72 518 0.76 2 19.26
30 true ENSGALP00000000780 lysosomal protein transmembrane 5 - CGNC Symbol 351 28.9 8.5 1 121.6 (M:121.6) 4 9.4 11.01 1133 0.61! 2 18.37
31 true ENSGALP00000000810 DEAD (Asp-Glu-Ala-Asp) box helicase 42 - CGNC Symbol 360 103 6.3 1 348.6 (M:348.6) 8 7.4 4.91 443 1.45! 3 40.69
32 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 154.2 (M:154.2) 4 18.6 6.38 972 0.76! 3 12.92
33 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 325.3 (M:325.3) 6 9.6 4.21 476 1.21 3 26.09
34 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 471.8 (M:471.8) 8 32.6 9.48 304 1.09 4 18.23
35 true ENSGALP00000000955 CTP synthase 1 - CGNC Symbol 429 69.7 7 1 104.5 (M:104.5) 1 1.9 9.62 1235 1.28! 1
36 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 103.9 (M:103.9) 2 6.6 6.05 1241 1.26 1
37 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 236.7 (M:236.7) 3 18.9 0.6 682 0.77 2 19.49
38 true ENSGALP00000001014 interferon-induced guanylate-binding protein 1-like - CGNC Symbol 51030 79.3 5.7 1 54.7 (M:54.7) 1 1.4 6.82 1452
39 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 694.2 (M:694.2) 13 39.9 6.28 177 1.23! 7 26.4
40 true ENSGALP00000001030 protein phosphatase 1 regulatory subunit 8 - CGNC Symbol 463 38.7 6.3 1 91.3 (M:91.3) 2 6.2 3.85 1306 1.07 1
41 true ENSGALP00000001050 megakaryocyte-associated tyrosine kinase - CGNC Symbol 470 53.5 8.6 1 90.4 (M:90.4) 2 4.6 9.89 1313
42 true ENSGALP00000001096 TBC1 domain family member 22B - CGNC Symbol 481 59.2 7.2 2 69.4 (M:69.4) 3 4.5 5.31 1399
43 true ENSGALP00000001195 bromodomain adjacent to zinc finger domain 1B - CGNC Symbol 533 23.3 4.8 1 127.9 (M:127.9) 3 13.7 5.14 1099 0.90! 2 3.04
44 true ENSGALP00000001201 mitogen-activated protein kinase 14 - CGNC Symbol 13975 41.7 5.3 1 80.3 (M:80.3) 2 6.3 8.3 1353 0.71 1
45 true ENSGALP00000001205 splicing factor 3a subunit 2 - CGNC Symbol 14678 35.1 9.7 1 139.9 (M:139.9) 4 11.7 8.24 1044 1.19! 3 6.13
46 true ENSGALP00000001231 lysine demethylase 1A - CGNC Symbol 547 86.5 5.9 1 206.6 (M:206.6) 2 1.8 3.96 773 1.18! 1
47 true ENSGALP00000001233 Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - RefSe   11.2 9.9 1 131.1 (M:131.1) 2 10.9 5.18 1084 0.9 1
48 true ENSGALP00000001243 adaptor-related protein complex 1 gamma 1 subunit - CGNC Symbol 554 91.3 6.4 1 99.7 (M:99.7) 2 2.4 0.9 1266
49 true ENSGALP00000001306 SFRS protein kinase 1 - CGNC Symbol 586 83.6 6.4 2 162.3 (M:162.3) 3 2.7 3.63 931 0.68! 1
50 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 263.8 (M:263.8) 6 19.9 6.1 608 0.87! 4 42.41
51 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 648.8 (M:648.8) 18 21.2 11.02 192 1.09! 11 28.1
52 true ENSGALP00000001400 multivesicular body subunit 12B - CGNC Symbol 629 31.8 7 1 77.6 (M:77.6) 1 8.3 23.96 1364 1.31 1
53 true ENSGALP00000001446 leucine rich repeat containing 47 - CGNC Symbol 649 61.6 8.6 1 215.1 (M:215.1) 6 9.2 4.83 744 1.66! 2 35.98
54 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 1134.0 (M:1134.0) 23 17.5 5.86 69 1.08! 10 31.32
55 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 2 819.3 (M:819.3) 14 17.2 5.55 136 1.09! 8 25.82
56 true ENSGALP00000001464 GTPase activating protein and VPS9 domains 1 - CGNC Symbol 660 163.9 5 1 206.9 (M:206.9) 2 1.5 5.96 770 1.21! 2 72.97
57 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 2216.8 (M:2216.8) 34 33.7 5.51 11 0.63! 17 65.53
58 true ENSGALP00000001480 myeloperoxidase - CGNC Symbol 50519 82.6 9.4 1 322.8 (M:322.8) 7 11.3 8.59 482 1.59 1
59 true ENSGALP00000001493 protein phosphatase 6 catalytic subunit - CGNC Symbol 57480 35.1 5.4 1 229.2 (M:229.2) 5 10.8 5.09 697 1.49! 2 19.6
60 true ENSGALP00000001510 benzodiazapine receptor (peripheral) associated protein 1 - CGNC Symbol 50520 188.9 5 1 183.3 (M:183.3) 1 0.5 22.66 854
61 true ENSGALP00000001565 discs large (Drosophila) homolog-associated protein 4 - CGNC Symbol 708 107.7 6.6 1 150.1 (M:150.1) 2 2.8 4.64 989
62 true ENSGALP00000001577 SRP receptor alpha subunit - CGNC Symbol 713 71.2 9.1 1 277.7 (M:277.7) 9 10.7 6.87 566 0.97! 5 34.86
63 true ENSGALP00000001578 chromosome 20 open reading frame human C20orf24 - CGNC Symbol 714 15.2 5.5 1 120.2 (M:120.2) 2 14.8 12.93 1140 0.65 1
64 true ENSGALP00000001579 N-ethylmaleimide sensitive factor - CGNC Symbol 715 82.1 6.4 1 76.8 (M:76.8) 1 2.3 0.07 1367
65 true ENSGALP00000001655 proteasome (prosome macropain) subunit beta type 7 - CGNC Symbol 49143 28.1 6 1 135.7 (M:135.7) 3 5.4 1.64 1063 2.33! 1
66 true ENSGALP00000001685 NIMA-related kinase 6 - CGNC Symbol 759 36.3 7.2 2 95.7 (M:95.7) 3 9.6 3.48 1286 1.69! 1
67 true ENSGALP00000001693 chromatin assembly factor 1 subunit A - CGNC Symbol 763 105 5.2 1 220.1 (M:220.1) 4 4.8 9.49 726 0.87! 1
68 true ENSGALP00000001745 Fli-1 proto-oncogene ETS transcription factor - CGNC Symbol 51069 48.8 6.3 1 112.4 (M:112.4) 3 10.2 8.95 1191 1.56! 2 63.18
69 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 453.8 (M:453.8) 12 27.6 10.82 317 1 7 53.56
70 true ENSGALP00000001803 debranching RNA lariats 1 - CGNC Symbol 809 60.7 5.2 1 219.5 (M:219.5) 3 5.2 13.62 728 1.04! 1
71 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 222.4 (M:222.4) 6 20.8 4.27 713 1.37! 1
72 true ENSGALP00000001909 nuclear mitotic apparatus protein 1 - CGNC Symbol 859 238 5.9 2 928.1 (M:928.1) 19 8.9 11.67 96 1.19! 8 24.31
73 true ENSGALP00000001949 PR domain 10 - CGNC Symbol 872 131.3 6.4 1 90.6 (M:90.6) 3 2 1.86 1312 0.89 2 17.44
74 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 147.9 (M:147.9) 3 3.9 14.97 998 1.13! 1
75 true ENSGALP00000001964 ABI family member 3 - CGNC Symbol 878 40.5 5 1 116.1 (M:116.1) 3 7.4 5.18 1168 0.67 1
76 true ENSGALP00000001975 selenocysteine lyase - CGNC Symbol 883 45.5 6.7 1 93.6 (M:93.6) 3 8 8.36 1298 1.03 2 11.5
77 true ENSGALP00000001995 synaptosome associated protein 29kDa - CGNC Symbol 896 28.1 5.3 1 202.2 (M:202.2) 4 15.3 1.45 792 1 2 6.33
78 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 41.6 (M:41.6) 1 6.2 9.52 1485
79 true ENSGALP00000002001 ubiquitin conjugating enzyme E2 Z - CGNC Symbol 899 38.5 5.2 1 65.0 (M:65.0) 2 3.1 4.08 1414
80 true ENSGALP00000002008 c-src tyrosine kinase - CGNC Symbol 902 59.3 8.1 1 480.7 (M:480.7) 10 16.9 11.59 294 0.79! 4 41.15
81 true ENSGALP00000002078 MYB binding protein (P160) 1a - CGNC Symbol 933 114.8 5.7 1 204.7 (M:204.7) 3 2.7 7.58 784 0.66! 1
82 true ENSGALP00000002091 TRAF3 interacting protein 3 - CGNC Symbol 940 61.6 8.6 1 137.3 (M:137.3) 5 7.3 2.97 1056 0.92! 3 4.98
83 true ENSGALP00000002147 serine/arginine-rich splicing factor 4 - CGNC Symbol 968 54.8 11.2 1 430.6 (M:430.6) 8 8.6 6.84 343 1.02! 4 32.35
84 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 157.5 (M:157.5) 3 25 10.94 951 1.19 2 41.95
85 true ENSGALP00000002175 tetratricopeptide repeat domain 1 - CGNC Symbol 983 33.8 4.9 1 76.4 (M:76.4) 2 4.4 3.22 1369 0.51! 1
86 true ENSGALP00000002186 WD repeat domain 77 - CGNC Symbol 991 30.8 5 1 99.8 (M:99.8) 3 9.5 5.87 1265 1.05 2 17.94
87 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 181.2 (M:181.2) 4 5.5 5.19 861 1.14! 1
88 true ENSGALP00000002218 ribosomal protein L38 - CGNC Symbol 1012 8.3 10.1 1 39.2 (M:39.2) 1 13.9 19.46 1494
89 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 278.5 (M:278.5) 5 29.3 7.79 563 1.75! 3 9.53
90 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 3 663.9 (M:663.9) 12 41.9 11.65 187 0.95! 6 82.63
91 true ENSGALP00000002244 GRB10 interacting GYF protein 2 - CGNC Symbol 1024 147 5.6 1 190.9 (M:190.9) 2 1.6 0.56 821 0.91 1
92 true ENSGALP00000002252 zeta-chain (TCR) associated protein kinase 70kDa - CGNC Symbol 1027 69.5 7.2 1 313.4 (M:313.4) 7 12.4 8.27 495 1.01! 1
93 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 1 325.9 (M:325.9) 9 23.4 4.66 473 1.52! 3 11.05
94 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 662.0 (M:662.0) 11 26 5.4 189 0.67! 6 37.48
95 true ENSGALP00000002338 splicing factor 3a subunit 3 - CGNC Symbol 1064 58.9 5.3 1 178.8 (M:178.8) 2 5.4 8.62 871
96 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 881.5 (M:881.5) 14 34.6 5.33 116 1.42 7 13.69
97 true ENSGALP00000002352 RNA binding motif protein 39 - CGNC Symbol 1071 58.5 10.2 2 296.4 (M:296.4) 6 9.4 9.66 525 1.23! 2 4.4
98 true ENSGALP00000002366 Mov10 Moloney leukemia virus 10 homolog (mouse) - CGNC Symbol 51112 109.2 9 1 142.9 (M:142.9) 4 4.1 10.43 1029 1.92! 1
99 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 922.3 (M:922.3) 18 14.4 6.45 101 0.76! 8 19.37

100 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 837.9 (M:837.9) 17 11.1 8.37 126 0.97! 8 18.52
101 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 126.4 (M:126.4) 4 11.7 11.7 1110 0.77 1
102 true ENSGALP00000002426 Gallus gallus nuclear transport factor 2 (NUTF2) transcript variant 2 mRNA. - RefSeq mRNA NM_00130 14.4 5.9 1 75.7 (M:75.7) 2 5.5 5.22 1372
103 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 159.1 (M:159.1) 2 7.4 4.69 944 5.52! 1
104 true ENSGALP00000002482 copine I - CGNC Symbol 50925 59.7 5.5 5 187.0 (M:187.0) 5 11.3 10.03 837 1.59! 1
105 true ENSGALP00000002491 MIS12 kinetochore complex component - CGNC Symbol 1136 24.7 5.6 1 88.9 (M:88.9) 2 6.2 19.71 1321 1.31 1
106 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 241.6 (M:241.6) 4 25 5.81 660 1.10! 2 2
107 true ENSGALP00000002508 Gallus gallus SIN3 transcription regulator family member A (SIN3A) mRNA. - RefSeq mRNA NM_00129 145.5 6.9 1 181.5 (M:181.5) 4 3 4.54 860 0.99! 2 4.48
108 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 549.8 (M:549.8) 15 31.8 3.65 254 1.15! 8 26.45
109 true ENSGALP00000002520 septin 2-like - CGNC Symbol 50343 40.2 6.1 1 428.2 (M:428.2) 10 28.1 6.59 346 1.55 5 48.44
110 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 97.5 (M:97.5) 3 14 7.53 1277 0.95 1
111 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 2 552.9 (M:552.9) 12 11.6 4.65 249 1.67! 6 25.58
112 true ENSGALP00000002580 secretory carrier membrane protein 2 - CGNC Symbol 1178 36.7 8.8 1 130.4 (M:130.4) 5 12 5.69 1088 1.37 2 6.6
113 true ENSGALP00000002620 mediator complex subunit 1 - CGNC Symbol 51147 167.9 8.9 1 186.6 (M:186.6) 4 3 11.64 839 1.04! 1
114 true ENSGALP00000002625 Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq  55.8 5.5 1 145.6 (M:145.6) 4 4.9 6.22 1012 0.79 2 1.91
115 true ENSGALP00000002634 nucleoporin 88kDa - CGNC Symbol 1204 81.1 5.8 1 241.5 (M:241.5) 7 6.4 9.31 662 1.04! 4 8.82
116 true ENSGALP00000002754 ADP-dependent glucokinase - CGNC Symbol 1256 53.1 5.5 1 50.3 (M:50.3) 1 2.9 1.33 1466
117 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 311.8 (M:311.8) 5 16.3 2.95 499 0.73 3 58.86
118 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 750.9 (M:750.9) 15 15.6 7.37 155 1.54! 7 39.75



119 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 156.0 (M:156.0) 5 8.2 12.31 963 1.04! 3 33.12
120 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 1853.1 (M:1853.1) 38 24.4 5.19 22 0.95! 20 19.62
121 true ENSGALP00000002831 PRKR interacting protein 1 (IL11 inducible) - CGNC Symbol 1289 22.4 9 1 76.6 (M:76.6) 2 14.8 6.64 1368
122 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 323.1 (M:323.1) 8 7.6 6.89 481 1.25! 2 38.41
123 true ENSGALP00000002866 leucine-rich repeats and WD repeat domain containing 1 - CGNC Symbol 50529 76.3 6.9 1 60.8 (M:60.8) 1 2.7 4.66 1428
124 true ENSGALP00000002944 WAPL cohesin release factor - CGNC Symbol 1347 133.4 5.1 1 182.2 (M:182.2) 5 3.4 11.79 858 1.25! 3 11.61
125 true ENSGALP00000002996 solute carrier family 25 (mitochondrial carrier phosphate carrier) member 24 - CGNC Symbol 1369 51.9 8.7 1 126.8 (M:126.8) 1 4.5 5.85 1107
126 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 345.4 (M:345.4) 7 6.7 3.8 449 1.18 3 16.62
127 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 1038.0 (M:1038.0) 22 55.8 7.68 82 0.97! 12 44.74
128 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 2 777.3 (M:777.3) 11 17.8 7.71 150 1.44! 7 41.25
129 true ENSGALP00000003060 pre-mRNA processing factor 38B - CGNC Symbol 1397 64.9 10.6 1 85.1 (M:85.1) 2 2.7 5.43 1336 1.63 1
130 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 1210.0 (M:1210.0) 25 21.6 6.67 58 1.20! 11 22.25
131 true ENSGALP00000003116 protein tyrosine phosphatase non-receptor type 11-like - CGNC Symbol 50998 68 7.6 2 508.8 (M:508.8) 10 15 8.24 282 0.41! 6 143.45
132 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 305.5 (M:305.5) 8 11.9 8.19 510 0.76! 3 23.07
133 true ENSGALP00000003139 glutamate dehydrogenase 1 - CGNC Symbol 52002 47.6 8.3 1 245.5 (M:245.5) 5 11.5 4.85 649 1.73 2 59.05
134 true ENSGALP00000003149 transmembrane protein 259 - CGNC Symbol 1442 68.9 5.3 1 50.8 (M:50.8) 1 3.7 3.13 1464
135 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 572.0 (M:572.0) 16 19 10.4 236 1.57! 7 44.24
136 true ENSGALP00000003172 WD repeat domain 33 - CGNC Symbol 1450 136.3 9.3 1 384.0 (M:384.0) 8 5.5 2.16 392 1.34! 3 20.13
137 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 313.1 (M:313.1) 7 11.2 5.92 496 2.18 3 82.05
138 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 334.3 (M:334.3) 8 8.9 8.7 463 0.65 3 75.48
139 true ENSGALP00000003199 TAF15 RNA polymerase II TATA box binding protein (TBP)-associated factor 68kDa - CGNC Symbol 505 47.8 8.7 2 272.1 (M:272.1) 3 7.4 13.82 582 1.41 3 10.53
140 true ENSGALP00000003205 signal recognition particle 68kDa - CGNC Symbol 1465 68.8 8.6 1 250.5 (M:250.5) 5 6.3 12.42 639 0.81 3 44.9
141 true ENSGALP00000003234 dedicator of cytokinesis 2 - CGNC Symbol 1476 212.8 7 1 551.2 (M:551.2) 15 8.5 10.1 251 1.21! 4 45.54
142 true ENSGALP00000003250 nuclear cap binding protein subunit 1 - CGNC Symbol 53067 92.5 5.9 1 60.6 (M:60.6) 1 2.8 4.83 1431
143 true ENSGALP00000003263 charged multivesicular body protein 4B - CGNC Symbol 50929 25.1 4.7 1 192.6 (M:192.6) 4 14.5 14.02 818 0.37! 2 34.3
144 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 99.5 (M:99.5) 2 4.3 1.89 1268 1 1
145 true ENSGALP00000003296 lymphocyte cytosolic protein 2 (SH2 domain containing leukocyte protein of 76kDa) - CGNC Symbol 15 59.5 5.9 1 90.3 (M:90.3) 3 6.4 14.69 1314
146 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 1 376.8 (M:376.8) 9 8.7 6.75 405 1.17! 2 11.26
147 true ENSGALP00000003357 thyroid hormone receptor associated protein 3 - CGNC Symbol 51043 109.8 10.2 1 480.4 (M:480.4) 12 8.9 6.32 295 0.89! 5 22.33
148 true ENSGALP00000003418 hydroxysteroid (17-beta) dehydrogenase 4 - CGNC Symbol 1559 80.1 8.6 1 110.0 (M:110.0) 3 2.9 2.57 1206 0.49 2 91.58
149 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 711.7 (M:711.7) 14 6.8 7.29 170 1.82! 6 29.11
150 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 797.6 (M:797.6) 13 25.5 8.99 143 1.02! 6 35.94
151 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 362.1 (M:362.1) 7 33.3 5.99 427 0.66! 2 16.99
152 true ENSGALP00000003538 eukaryotic translation termination factor 1 - CGNC Symbol 1614 49 5.5 1 103.2 (M:103.2) 2 5.5 5.3 1245
153 true ENSGALP00000003564 unkempt family zinc finger - CGNC Symbol 1623 91.8 6.6 1 194.7 (M:194.7) 5 4.2 17.55 811 1.88 2 8.09
154 true ENSGALP00000003584 H3 histone family 3B - CGNC Symbol 49711 15.3 11.3 2 638.8 (M:638.8) 14 36 8.25 199 1.13! 9 53.13
155 true ENSGALP00000003612 CCR4-NOT transcription complex subunit 1 - CGNC Symbol 64685 266.6 6.7 1 749.4 (M:749.4) 20 6.1 9.03 156 1.33! 10 43.72
156 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 760.9 (M:760.9) 14 19.1 9.38 153 0.96! 6 21.6
157 true ENSGALP00000003675 Helicase SRCAP - CGNC Symbol 66016 344 9.3 1 279.4 (M:279.4) 5 1.9 11.29 560 1.20! 1
158 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 1171.3 (M:1171.3) 18 17.8 4.54 62 0.79! 10 89.64
159 true ENSGALP00000003718 SEC16 homolog A (S. cerevisiae) - CGNC Symbol 1688 243.9 5.6 1 213.3 (M:213.3) 7 2.8 9.81 753 1.65 3 37.86
160 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 1483.1 (M:1483.1) 24 42.9 7.31 33 1.16! 12 28.84
161 true ENSGALP00000003740 mitochondrial ribosomal protein S17 - CGNC Symbol 1698 15.5 9.7 1 36.8 (M:36.8) 1 12.4 2.2 1497
162 true ENSGALP00000003770 general transcription factor IIH polypeptide 2 44kDa - CGNC Symbol 64146 45 6.2 1 117.3 (M:117.3) 3 5.8 8.05 1161 0.84! 1
163 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 715.3 (M:715.3) 16 22.4 5.3 167 0.91! 8 27.66
164 true ENSGALP00000003877 SEC11 homolog A (S. cerevisiae) - CGNC Symbol 1762 20.6 9.5 1 82.7 (M:82.7) 2 8.4 13.13 1346 1.07 2 17.16
165 true ENSGALP00000003888 cell division cycle 73 - CGNC Symbol 1766 60.7 9.6 1 183.4 (M:183.4) 5 7 5.44 853 0.83! 1
166 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 1670.0 (M:1670.0) 36 28.6 5.73 26 1.08! 19 16.59
167 true ENSGALP00000003908 Gallus gallus ring finger protein 123 (RNF123) mRNA. - RefSeq mRNA NM_001293314 147.5 6.5 1 93.9 (M:93.9) 3 2.4 5.69 1297
168 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 537.6 (M:537.6) 10 15.1 5.24 262 1.29! 4 49.2
169 true ENSGALP00000003934 mannose-1-phosphate guanyltransferase beta - Refseq NP_001280244 39.4 6.8 1 99.4 (M:99.4) 2 8.9 6.29 1270 1.14! 1
170 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 1250.7 (M:1250.7) 22 26.3 6.04 56 1.15! 9 42.3
171 true ENSGALP00000003964 ubiquitin-like modifier activating enzyme 7 - CGNC Symbol 1807 108.7 5.4 1 45.0 (M:45.0) 1 1.5 4.91 1479
172 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 556.0 (M:556.0) 12 14.7 4.82 246 1.58! 6 74.09
173 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 2 3180.1 (M:3180.1) 55 17.8 6.94 5 1.00! 30 38.06
174 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 729.9 (M:729.9) 16 31.9 5.2 164 1.05! 10 38.63
175 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 535.0 (M:535.0) 8 5.6 6.29 263 0.74! 4 14.35
176 true ENSGALP00000004071 polymerase (RNA) II subunit E - CGNC Symbol 1864 24.6 5.7 1 74.9 (M:74.9) 2 4.3 1.41 1376 1.08 1
177 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 436.4 (M:436.4) 6 5.5 2.69 338 1.22! 3 3.35
178 true ENSGALP00000004108 differentially expressed in FDCP 6 homolog (mouse) - CGNC Symbol 1882 73.2 5.7 1 294.1 (M:294.1) 6 11.5 8.9 533 0.56 1
179 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 175.2 (M:175.2) 5 27.6 6.41 887 1.08! 1
180 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 128.2 (M:128.2) 2 4.8 1.03 1098 1.33 1
181 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 249.7 (M:249.7) 4 5.5 5.71 642 2.94! 1
182 true ENSGALP00000004240 solute carrier family 15 (oligopeptide transporter) member 4 - CGNC Symbol 1942 63.5 8.7 1 128.6 (M:128.6) 2 3.1 2.53 1096 2.26 1
183 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 353.2 (M:353.2) 6 14.2 6.85 436 1.07 3 27.47
184 true ENSGALP00000004251 transcription factor A mitochondrial - CGNC Symbol 1948 29.9 10.3 1 257.6 (M:257.6) 5 14.5 11.01 624 1.23 2 1.87
185 true ENSGALP00000004257 5'-3' exoribonuclease 1 - CGNC Symbol 1951 197 7.8 1 220.5 (M:220.5) 2 1 15.36 720 2.05! 1
186 true ENSGALP00000004327 fatty acid synthase - CGNC Symbol 1983 320 6.1 2 759.2 (M:759.2) 16 4.1 8.05 154 0.83! 6 30.65
187 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 143.9 (M:143.9) 2 9.1 13.2 1019 3.16 1
188 true ENSGALP00000004369 Gallus gallus small nuclear ribonucleoprotein polypeptide C (SNRPC) mRNA. - RefSeq mRNA NM_0012 17.4 9.7 1 191.6 (M:191.6) 2 11.3 0.56 820 1.25 1
189 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 126.6 (M:126.6) 4 6.3 5.54 1109 0.69 2 7.51
190 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 346.6 (M:346.6) 5 10.4 8.04 448 1.40! 2 2.42
191 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 365.5 (M:365.5) 9 9.1 8.71 419 0.99! 4 24.06
192 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 462.0 (M:462.0) 8 25.5 6.24 310 0.69! 4 19.08
193 true ENSGALP00000004461 interferon induced protein 35 - HGNC:5399 33 5.5 1 33.9 (M:33.9) 1 7 2.95 1509
194 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 153.4 (M:153.4) 4 9.7 13.46 978 0.73 2 14.52
195 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 280.3 (M:280.3) 6 22.1 5.63 558 0.64 4 28.69
196 true ENSGALP00000004517 LEM domain containing 2 - CGNC Symbol 2072 55.9 5.9 1 211.7 (M:211.7) 5 11.9 8.98 755 1.07! 2 66.61
197 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 133.6 (M:133.6) 2 2.3 5.9 1070 0.86! 1
198 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 1 310.2 (M:310.2) 2 4.3 8.88 503 1.6 1
199 true ENSGALP00000004589 BRI3 binding protein - CGNC Symbol 2105 20.3 6.1 1 83.1 (M:83.1) 2 5.2 21.8 1345 1.11 1
200 true ENSGALP00000004614 thyroid hormone receptor interactor 12 - CGNC Symbol 2117 225.6 8.9 1 221.7 (M:221.7) 5 2 9.12 716 0.90! 2 26.04
201 true ENSGALP00000004621 electron-transfer-flavoprotein alpha polypeptide - CGNC Symbol 2114 36.6 8.7 1 44.4 (M:44.4) 1 2.9 5.03 1480
202 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 1418.9 (M:1418.9) 28 10.3 7.94 40 1.41! 14 46.13
203 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 282.0 (M:282.0) 3 6.9 20.88 554 0.65 2 1.73
204 true ENSGALP00000004687 MAU2 sister chromatid cohesion factor - CGNC Symbol 2145 72.4 7 1 206.2 (M:206.2) 5 6.6 8.47 774 1.78 2 1.59
205 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 564.0 (M:564.0) 13 12.1 6.01 240 0.73 7 17.94
206 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 223.7 (M:223.7) 7 14.6 4.65 711 1.31! 4 43.8
207 true ENSGALP00000004815 ArfGAP with FG repeats 1 - CGNC Symbol 2213 53.1 8.4 1 88.3 (M:88.3) 1 2.7 4.72 1324 1.26 1
208 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 366.1 (M:366.1) 9 28.1 5.3 418 1.40! 5 44.7
209 true ENSGALP00000004832 ferrochelatase - CGNC Symbol 2220 45.4 9.1 1 66.9 (M:66.9) 1 4.7 14.07 1407
210 true ENSGALP00000004840 replication protein A1 - CGNC Symbol 2225 68 8.1 1 150.4 (M:150.4) 5 7 10.4 987 0.67! 2 54.11
211 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 155.4 (M:155.4) 3 11.8 4.89 965 0.62! 1
212 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 200.3 (M:200.3) 6 6.4 9.35 797 0.94! 3 21.22
213 true ENSGALP00000004889 proline synthetase co-transcribed homolog (bacterial) - CGNC Symbol 2245 30.1 8.4 1 129.7 (M:129.7) 3 13.4 6.18 1090 1.20! 2 5.08
214 true ENSGALP00000004924 nuclear receptor corepressor 2 - CGNC Symbol 2259 274.4 8 1 291.0 (M:291.0) 4 1.1 5.28 541 0.66! 2 11.41
215 true ENSGALP00000004949 IKAROS family zinc finger 2 (Helios) - CGNC Symbol 2272 63.4 6.1 2 211.3 (M:211.3) 4 6.7 9.98 757 0.69! 1
216 true ENSGALP00000004959 zinc finger CCCH-type containing 7A - CGNC Symbol 2278 109.7 6.7 1 199.3 (M:199.3) 2 2.4 6.64 799 0.92! 1
217 true ENSGALP00000004962 tripartite motif containing 25 - CGNC Symbol 2279 75.4 8 1 143.7 (M:143.7) 2 3.6 4.08 1023
218 true ENSGALP00000004982 coatomer protein complex subunit epsilon - CGNC Symbol 2286 34.3 5 1 252.5 (M:252.5) 6 14.9 7.88 637 1.29! 3 32.64
219 true ENSGALP00000004989 coilin - CGNC Symbol 2290 62.5 9.7 1 52.5 (M:52.5) 1 3.8 2.27 1461 0.9 1
220 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 237.2 (M:237.2) 5 28.3 10.36 679 1.88 2 15.69
221 true ENSGALP00000005033 NHP2 ribonucleoprotein - CGNC Symbol 17192 16.6 8.2 1 105.3 (M:105.3) 3 17.6 8.16 1231 1.4 2 46.49
222 true ENSGALP00000005037 TSR1 ribosome maturation factor - HGNC:25542 92.1 6.3 1 111.7 (M:111.7) 2 1.9 3.43 1197 0.95 1
223 true ENSGALP00000005076 surfeit 6 - CGNC Symbol 50455 41.5 10.4 1 165.7 (M:165.7) 3 5.6 8.46 914 1.26 2 70.33
224 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 730.9 (M:730.9) 14 10.5 3.28 163 0.88! 6 14.43
225 true ENSGALP00000005109 ash2 (absent small or homeotic)-like (Drosophila) - CGNC Symbol 2347 67.1 5.5 1 180.2 (M:180.2) 2 1.8 7.79 866 0.89! 1
226 true ENSGALP00000005126 SUB1 homolog (S. cerevisiae) - CGNC Symbol 2359 14.2 9.6 2 148.1 (M:148.1) 3 24.6 8.9 997
227 true ENSGALP00000005129 CWF19-like 1 cell cycle control (S. pombe) - CGNC Symbol 2360 59.9 7.5 1 193.9 (M:193.9) 4 5.8 9.19 812 1.72! 2 5.61
228 true ENSGALP00000005130 inosine triphosphatase - CGNC Symbol 2361 22.2 5.8 1 86.3 (M:86.3) 2 5.5 1.11 1332 1.23 1
229 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 275.7 (M:275.7) 4 6.3 5.61 573 0.74 2 7.75
230 true ENSGALP00000005161 signal transducer and activator of transcription 3 (acute-phase response factor) - CGNC Symbol 2374 88.1 5.9 1 270.7 (M:270.7) 6 7.9 5.13 591 1.72! 2 6.93
231 true ENSGALP00000005182 signal transducer and activator of transcription 5B - CGNC Symbol 49373 90 5.9 1 157.4 (M:157.4) 3 4.6 3.97 952
232 true ENSGALP00000005184 cytokine receptor-like factor 3 - CGNC Symbol 2384 44.6 4.9 1 53.7 (M:53.7) 1 4.5 12.49 1455
233 true ENSGALP00000005194 threonyl-tRNA synthetase - CGNC Symbol 53084 81.8 6.4 3 347.3 (M:347.3) 6 7.6 7.36 447 1.39! 1
234 true ENSGALP00000005212 histone deacetylase 1 - CGNC Symbol 2394 54.9 5.3 2 376.4 (M:376.4) 10 9.2 4.77 406 1.07 6 44.71
235 true ENSGALP00000005224 isocitrate dehydrogenase 3 (NAD+) alpha - CGNC Symbol 2399 39.3 7.7 2 203.0 (M:203.0) 6 14.4 7.52 789 0.75! 2 28.87
236 true ENSGALP00000005231 transmembrane p24 trafficking protein 2 - CGNC Symbol 2402 22.6 5.3 1 131.1 (M:131.1) 5 10 12.38 1085 0.78 3 18.38
237 true ENSGALP00000005262 Fas associated factor family member 2 - CGNC Symbol 2423 52.6 5.5 1 142.4 (M:142.4) 3 9.4 6.08 1033 1.31! 1
238 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 159.0 (M:159.0) 5 11.7 5.7 945 0.78! 2 4.68



239 true ENSGALP00000005281 clathrin light chain B - CGNC Symbol 50199 28.1 4.9 1 91.8 (M:91.8) 2 3.9 3.56 1303 1.8 1
240 true ENSGALP00000005291 pleckstrin homology domain containing A2 - CGNC Symbol 2437 45.8 9.1 1 144.3 (M:144.3) 3 12 2.98 1018 0.83! 1
241 true ENSGALP00000005297 NOP16 nucleolar protein - CGNC Symbol 50201 21.3 9.8 1 95.5 (M:95.5) 2 3.9 3.37 1289 0.79 1
242 true ENSGALP00000005302 RAB5C member RAS oncogene family - CGNC Symbol 2444 23.5 8.6 2 254.8 (M:254.8) 5 17.6 8.71 630 2.21! 1
243 true ENSGALP00000005322 BRX1 biogenesis of ribosomes - CGNC Symbol 2456 40.3 9.9 1 123.9 (M:123.9) 3 4 12.17 1126 1.14! 2 21.5
244 true ENSGALP00000005338 LSM4 homolog U6 small nuclear RNA and mRNA degradation associated - CGNC Symbol 2465 16.5 10.2 1 81.4 (M:81.4) 2 8.1 1.35 1350 0.92 1
245 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 231.8 (M:231.8) 2 5.9 8.6 690 0.79 1
246 true ENSGALP00000005448 microsomal glutathione S-transferase 3 - CGNC Symbol 2512 17.2 9.3 1 52.4 (M:52.4) 1 8.3 2.35 1462
247 true ENSGALP00000005453 DnaJ heat shock protein family (Hsp40) member C7 - CGNC Symbol 2515 55.4 6.6 1 271.0 (M:271.0) 9 14.8 5.06 590 0.72! 5 48.19
248 true ENSGALP00000005468 2' 3'-cyclic nucleotide 3' phosphodiesterase - CGNC Symbol 49552 47.2 9.2 1 88.3 (M:88.3) 1 3.3 0.16 1323
249 true ENSGALP00000005482 bystin like - CGNC Symbol 2527 49.4 7.3 1 341.1 (M:341.1) 8 13.6 5.25 454 1.02! 4 63.74
250 true ENSGALP00000005495 Hsap of 1: small nuclear ribonucleoprotein U5 subunit 200 - HGNC:30859 44.6 5.7 2 154.0 (M:154.0) 4 7.4 16.24 974 1.83 1
251 true ENSGALP00000005505 RAB8B member RAS oncogene family - CGNC Symbol 2544 23.6 9.1 11 379.4 (M:379.4) 7 21.7 6.6 401 1.31! 3 12.3
252 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 175.8 (M:175.8) 4 8.1 9.52 883 2.14 1
253 true ENSGALP00000005550 zinc finger and BTB domain containing 8 opposite strand - CGNC Symbol 51055 20.5 4.5 1 97.1 (M:97.1) 2 5.6 10.83 1280 1.58! 1
254 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 541.8 (M:541.8) 10 11.3 9.11 261 0.81! 5 26.77
255 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 1668.8 (M:1668.8) 31 27.7 6.22 27 0.98! 18 18.72
256 true ENSGALP00000005619 polyamine oxidase (exo-N4-amino) - CGNC Symbol 65340 54.9 5 1 107.2 (M:107.2) 2 5.8 7.52 1223
257 true ENSGALP00000005643 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC Symb  64.4 8.4 1 779.7 (M:779.7) 15 19.2 7.5 149 2.4 7 79.75
258 true ENSGALP00000005662 karyopherin alpha 2 (RAG cohort 1 importin alpha 1) - CGNC Symbol 50505 58 5.3 1 442.5 (M:442.5) 9 13.3 2.69 330 0.34! 4 24.19
259 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 304.2 (M:304.2) 6 14.7 7.5 512 1.06 3 31.74
260 true ENSGALP00000005724 flap structure-specific endonuclease 1 - CGNC Symbol 55445 43 8.3 1 206.0 (M:206.0) 6 13.1 3.78 775 1.04! 2 12.75
261 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 209.8 (M:209.8) 2 17 3.15 761 0.91 1
262 true ENSGALP00000005794 spen family transcriptional repressor - CGNC Symbol 2675 397.1 6.9 1 509.0 (M:509.0) 11 2.7 13.73 281 1.10! 4 16.41
263 true ENSGALP00000005812 dehydrogenase E1 and transketolase domain containing 1 - HGNC:23537 103 6.3 1 34.2 (M:34.2) 1 0.9 20.81 1507
264 true ENSGALP00000005832 nucleoporin 155kDa - CGNC Symbol 2697 154.7 5.8 1 402.1 (M:402.1) 8 5.9 3.77 376 1.06! 4 30.21
265 true ENSGALP00000005854 proteasome (prosome macropain) 26S subunit non-ATPase 12 - CGNC Symbol 2706 53 6.3 1 133.2 (M:133.2) 3 5.3 11.59 1073 3.39! 2 114.59
266 true ENSGALP00000005892 chromodomain helicase DNA binding protein 9 - CGNC Symbol 2719 276.5 6.3 1 153.1 (M:153.1) 4 1.7 4.6 980 0.69! 1
267 true ENSGALP00000005944 phospholipase C gamma 1 - CGNC Symbol 50935 146.9 5.7 1 245.0 (M:245.0) 7 5.5 7.98 653
268 true ENSGALP00000005971 annexin A2 - CGNC Symbol 49740 38.6 6.9 1 220.3 (M:220.3) 7 13.6 4.41 722 0.57! 3 0.49
269 true ENSGALP00000005991 Sad1 and UNC84 domain containing 1 - CGNC Symbol 2766 105.4 6.6 1 144.9 (M:144.9) 2 2.4 1.22 1015 0.9 2 18.87
270 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 650.3 (M:650.3) 9 12 9.31 190 0.79! 4 13.86
271 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 425.5 (M:425.5) 5 5.7 1.57 352 0.76! 2 12.74
272 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 352.8 (M:352.8) 11 6.1 8.22 437 1.1 6 34.09
273 true ENSGALP00000006046 actin related protein 2/3 complex subunit 3 - CGNC Symbol 2797 21.3 8.8 1 75.6 (M:75.6) 3 9.7 6.66 1373 1.17! 1
274 true ENSGALP00000006050 calcium homeostasis endoplasmic reticulum protein - CGNC Symbol 2800 44.5 4.9 1 195.2 (M:195.2) 2 3.3 16.17 809 1.25! 1
275 true ENSGALP00000006060 nucleoporin 214kDa - CGNC Symbol 53184 211.4 7.3 1 94.6 (M:94.6) 3 1.1 4.82 1293 1.15! 1
276 true ENSGALP00000006093 keratin 19 - CGNC Symbol 49516 46 4.9 7 410.4 (M:410.4) 8 12.5 5.23 366 0.77! 4 19.54
277 true ENSGALP00000006141 purinergic receptor P2X 7 - CGNC Symbol 2831 65.7 8.6 1 134.3 (M:134.3) 3 7.2 7.23 1067
278 true ENSGALP00000006213 ubiquitin protein ligase E3 component n-recognin 4 - CGNC Symbol 51004 567.4 5.7 1 397.9 (M:397.9) 8 1.3 9.84 380 0.87! 3 17.21
279 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 986.7 (M:986.7) 17 24.6 8.54 86 1.1 9 41.54
280 true ENSGALP00000006234 mitochondrial ribosomal protein L22 - CGNC Symbol 2871 23.8 10 1 71.4 (M:71.4) 2 9.1 5.99 1391 0.83 2 18.77
281 true ENSGALP00000006240 collagen type VI alpha 3 - CGNC Symbol 2875 339.4 6.3 1 169.2 (M:169.2) 3 1.1 13.49 898 1.25! 1
282 true ENSGALP00000006262 gem nuclear organelle associated protein 5 - CGNC Symbol 2888 170.4 6.1 1 91.3 (M:91.3) 1 0.7 10.16 1307 1.13! 1
283 true ENSGALP00000006264 COP9 signalosome subunit 8 - CGNC Symbol 52112 23 5.3 2 176.0 (M:176.0) 2 10.1 11.07 881 1.25 1
284 true ENSGALP00000006278 protein kinase C alpha - CGNC Symbol 50506 76.8 6.4 1 339.4 (M:339.4) 7 9.1 5.4 457 1.29! 3 9.73
285 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 1160.2 (M:1160.2) 20 35.4 8.22 63 1.00! 9 36.75
286 true ENSGALP00000006299 protein arginine methyltransferase 3 - CGNC Symbol 2905 59.4 4.8 1 79.8 (M:79.8) 2 3.6 0.47 1355 1.05 1
287 true ENSGALP00000006300 adaptor-related protein complex 1 mu 1 subunit - CGNC Symbol 51191 48.5 6.8 1 164.6 (M:164.6) 5 9.7 11.56 920 1.06 4 37.31
288 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 294.0 (M:294.0) 6 14.2 3.1 534 0.77! 4 13.55
289 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 376.0 (M:376.0) 6 12.5 3.17 407 1.27 3 17.34
290 true ENSGALP00000006365 lysophospholipase II - CGNC Symbol 2940 25.1 7.1 1 148.6 (M:148.6) 5 17.2 5.76 993 0.75 3 79.44
291 true ENSGALP00000006366 apoptosis-inducing factor mitochondrion-associated 1 - CGNC Symbol 2941 64.5 9.1 1 206.9 (M:206.9) 4 3.4 14.26 769 1.56! 2 52.61
292 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 156.6 (M:156.6) 3 10.1 4.7 959 1.56! 1
293 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 982.7 (M:982.7) 16 34.9 5.83 87 1.15! 7 17.01
294 true ENSGALP00000006421 mitochondrial inner membrane organizing system 1 - CGNC Symbol 2963 8.5 9.1 1 88.5 (M:88.5) 2 10.4 7.05 1322 0.62 1
295 true ENSGALP00000006494 formin binding protein 1 - CGNC Symbol 2999 71.3 5.5 1 114.6 (M:114.6) 2 4.9 13.87 1181
296 true ENSGALP00000006523 cell division cycle and apoptosis regulator 1 - CGNC Symbol 52027 131.2 5.6 1 193.0 (M:193.0) 3 3 8.09 816 2.21! 2 115.88
297 true ENSGALP00000006527 translocase of outer mitochondrial membrane 34 - CGNC Symbol 3015 33.7 9.1 1 187.1 (M:187.1) 3 9.4 15.1 836 1.56! 1
298 true ENSGALP00000006532 DnaJ heat shock protein family (Hsp40) member A2 - CGNC Symbol 3019 42.9 6.2 1 159.7 (M:159.7) 5 7.5 5.39 938 0.78 3 25.79
299 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 391.7 (M:391.7) 7 7.3 5.94 387 1.26! 4 92.75
300 true ENSGALP00000006565 ubiquitin-like with PHD and ring finger domains 1 - CGNC Symbol 3031 82.8 5.9 1 147.4 (M:147.4) 2 2.4 0.99 1002 0.88! 2 12.36
301 true ENSGALP00000006566 serine/arginine-rich splicing factor 10 - CGNC Symbol 51061 31.3 11.3 1 59.5 (M:59.5) 2 10.7 3.5 1436 1.12 2 5.71
302 true ENSGALP00000006578 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 509 27.9 4.8 1 702.2 (M:702.2) 19 24.6 4.94 174 0.89! 11 19.29
303 true ENSGALP00000006581 DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 - CGNC Symbol 3039 77.1 9.4 1 154.2 (M:154.2) 5 7.6 10.26 971 1.23 3 53.03
304 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 2 428.7 (M:428.7) 10 22.5 8.35 345 0.85! 2 36.42
305 true ENSGALP00000006626 antioxidant 1 copper chaperone - CGNC Symbol 3066 8 6.3 1 41.2 (M:41.2) 1 25.4 1.09 1487
306 true ENSGALP00000006643 TAF9 RNA polymerase II TATA box binding protein (TBP)-associated factor 32kDa - CGNC Symbol 5163 27.9 9.5 1 148.2 (M:148.2) 3 12.5 13.65 995 0.62! 1
307 true ENSGALP00000006652 SAFB like transcription modulator - CGNC Symbol 3078 113.8 8.8 1 190.1 (M:190.1) 4 2.9 9.22 823 1.16! 1
308 true ENSGALP00000006708 hexokinase 1 - CGNC Symbol 3101 102.7 6.3 2 220.0 (M:220.0) 5 5.3 12.39 727
309 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 676.6 (M:676.6) 12 20.9 8.84 180 1.15! 4 33.46
310 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 544.4 (M:544.4) 11 10.8 10.36 260 1.09! 5 23.54
311 true ENSGALP00000006816 vacuolar protein sorting 13 homolog D (S. cerevisiae) - CGNC Symbol 3155 492.2 6 1 327.8 (M:327.8) 3 0.5 16.42 470
312 true ENSGALP00000006939 annexin A6 - CGNC Symbol 49340 86.9 5.9 2 1269.6 (M:1269.6) 28 26.1 7.05 54 1.89! 14 61.48
313 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 149.1 (M:149.1) 5 4.6 11.93 992 0.80! 3 13.49
314 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 292.8 (M:292.8) 5 4.9 10.31 537 0.98! 2 38.09
315 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 511.0 (M:511.0) 11 20.3 9.64 280 1.13! 6 13.17
316 true ENSGALP00000007101 CAP-GLY domain containing linker protein 1 - CGNC Symbol 3295 160.9 5.3 1 411.3 (M:411.3) 7 4.5 7.12 365 0.85! 3 39.23
317 true ENSGALP00000007118 nuclear receptor corepressor 1 - CGNC Symbol 3303 275.3 7 1 220.5 (M:220.5) 3 2.3 5.6 721
318 true ENSGALP00000007133 zinc finger CCHC-type containing 8 - CGNC Symbol 3310 68.7 4.9 1 71.0 (M:71.0) 2 3.3 2.84 1392 1.00! 1
319 true ENSGALP00000007165 coiled-coil domain containing 137 - CGNC Symbol 3327 35.7 11.5 1 125.3 (M:125.3) 3 9.7 13.84 1113 0.96! 2 68.09
320 true ENSGALP00000007174 SH3-domain GRB2-like endophilin B1 - CGNC Symbol 4722 40.8 6 1 188.6 (M:188.6) 5 10.4 12.87 828 0.60! 2 1.61
321 true ENSGALP00000007207 dynactin subunit 4 - CGNC Symbol 3352 53.2 6.9 1 95.0 (M:95.0) 3 7.3 7.84 1291 1.11 1
322 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 233.0 (M:233.0) 3 9 4.03 687 1.24! 1
323 true ENSGALP00000007237 RNA binding motif protein 22 - CGNC Symbol 3366 46.7 8.8 1 444.9 (M:444.9) 8 17.6 9.47 326 1.24! 5 29.88
324 true ENSGALP00000007248 hydrogen voltage gated channel 1 - CGNC Symbol 3373 27.6 6.6 1 79.9 (M:79.9) 2 9.8 14.18 1354
325 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 710.6 (M:710.6) 12 33.1 5.48 171 1.28! 4 11.09
326 true ENSGALP00000007280 NPL4 homolog ubiquitin recognition factor - CGNC Symbol 3388 68.4 5.9 1 185.8 (M:185.8) 4 5.3 9.93 841 1.32! 1
327 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 504.3 (M:504.3) 11 38.4 9.29 285 0.97! 5 32.11
328 true ENSGALP00000007299 CD74 molecule - CGNC Symbol 3398 31.7 8.6 2 255.6 (M:255.6) 4 16.4 8.61 627 0.33! 3 89.08
329 true ENSGALP00000007355 ataxin 2 - CGNC Symbol 3422 118.2 9.3 1 299.0 (M:299.0) 6 5 3.74 523 0.81! 3 6.49
330 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 294.6 (M:294.6) 6 3.6 6.19 530 0.76! 3 10.62
331 true ENSGALP00000007379 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 4 39 5.5 1 532.9 (M:532.9) 8 12.6 8.78 264 1.40! 3 7.71
332 true ENSGALP00000007389 F-box protein 6 - CGNC Symbol 51014 32.4 8.3 1 112.0 (M:112.0) 2 7.7 7.68 1192 0.38! 1
333 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 178.3 (M:178.3) 3 17.5 3.46 872 1.1 1
334 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 271.0 (M:271.0) 7 18.7 2.33 589 3.61! 2 74.22
335 true ENSGALP00000007469 LEO1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 55225 71.6 4.4 1 181.8 (M:181.8) 2 2.1 1.99 859 2.17! 1
336 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 143.9 (M:143.9) 5 24.4 9.15 1020 1.10! 2 18.63
337 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 250.3 (M:250.3) 5 10.8 7.13 640 1.17 3 14.22
338 true ENSGALP00000007481 BUD31 homolog - CGNC Symbol 3487 17 9.1 1 269.1 (M:269.1) 6 21.5 4.15 597 1.22 3 19.39
339 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 714.5 (M:714.5) 14 9.9 4.09 168 1.14! 6 44.91
340 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 1 2017.6 (M:2017.6) 38 28.5 5.65 15 1.42! 19 62.97
341 true ENSGALP00000007492 tropomodulin 3 (ubiquitous) - CGNC Symbol 49978 39.3 5.1 4 136.4 (M:136.4) 4 9.4 10.28 1062 1.11 1
342 true ENSGALP00000007493 pentatricopeptide repeat domain 1 - CGNC Symbol 3492 83.8 8.6 1 104.5 (M:104.5) 3 2.7 8.63 1234 1.01! 2 22.43
343 true ENSGALP00000007511 Uncharacterized protein - UniProtKB/TrEMBL F8VP50 - CGNC Symbol 3502 57.3 8.2 1 380.0 (M:380.0) 8 14.7 7.75 400 0.55! 4 77.35
344 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 1 904.5 (M:904.5) 18 48.4 5.63 110 1.32! 9 39.74
345 true ENSGALP00000007593 prosaposin - CGNC Symbol 49395 57.5 5.1 1 116.0 (M:116.0) 3 7.1 16.12 1170
346 true ENSGALP00000007666 peptidylprolyl isomerase F - CGNC Symbol 52036 21.7 9.2 1 70.4 (M:70.4) 2 12.7 8.83 1395 0.84! 1
347 true ENSGALP00000007667 glyoxalase domain containing 4 - HGNC:14111 51.2 9.1 1 205.8 (M:205.8) 3 4.8 3.9 778 1.14 1
348 true ENSGALP00000007671 family with sequence similarity 129 member A - CGNC Symbol 3572 90.7 5 1 276.7 (M:276.7) 5 6.3 6.23 568 0.52! 2 23.77
349 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 157.4 (M:157.4) 3 2.2 11.39 953 1.03! 1
350 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 546.1 (M:546.1) 12 22.1 7.45 257 0.83! 7 49.08
351 true ENSGALP00000007692 protein tyrosine phosphatase non-receptor type 11 - CGNC Symbol 49495 67.9 6.7 1 293.1 (M:293.1) 4 4.2 4.97 536 0.45! 2 144.09
352 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 954.2 (M:954.2) 18 39.7 8.12 92 0.80! 8 25.31
353 true ENSGALP00000007709 COP9 signalosome subunit 3 - CGNC Symbol 3588 47.9 6.3 1 55.7 (M:55.7) 1 2.8 2.44 1450
354 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 3 897.2 (M:897.2) 15 39.4 9.63 112 0.57! 8 31.21
355 true ENSGALP00000007743 nucleoporin 62kDa - CGNC Symbol 3605 57.4 5.5 1 77.3 (M:77.3) 2 3 6.94 1365 0.89! 1
356 true ENSGALP00000007750 zinc finger NFX1-type containing 1 - CGNC Symbol 3608 231 7.8 1 108.2 (M:108.2) 1 1 0.13 1219
357 true ENSGALP00000007779 golgi autoantigen golgin subfamily a 2 - CGNC Symbol 3624 117 5.1 1 187.7 (M:187.7) 2 1.7 6.02 833 1.48! 1
358 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 455.9 (M:455.9) 7 21.2 8.32 313 2.24 2 12.84



359 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 5 1323.9 (M:1323.9) 22 26.6 7.46 52 1.44! 11 44.67
360 true ENSGALP00000007833 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.1 2 253.3 (M:253.3) 5 7 7.5 636 1.5 3 34.94
361 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 278.4 (M:278.4) 7 18.7 4.33 564 1.51! 3 101.16
362 true ENSGALP00000007884 LSM14A mRNA processing body assembly factor - CGNC Symbol 50074 50.5 9.6 1 100.6 (M:100.6) 2 1.7 10.32 1262 1.24 1
363 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 239.1 (M:239.1) 6 22.8 10.76 674 0.96! 4 54.96
364 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 196.5 (M:196.5) 4 22.3 12.12 802 0.65! 3 82.36
365 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 825.7 (M:825.7) 16 16.3 4.81 131 0.94! 8 21.96
366 true ENSGALP00000007936 Bruton agammaglobulinemia tyrosine kinase - CGNC Symbol 3685 75.8 8.4 1 124.8 (M:124.8) 3 5.8 3.81 1115 1.02! 2 153.75
367 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 167.4 (M:167.4) 4 20 4.57 906 1.07 2 14.59
368 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 360.3 (M:360.3) 7 14.5 8.23 428 1.36! 5 71.09
369 true ENSGALP00000008003 SUMO-activating enzyme subunit 2 - Refseq NP_001025742 45.2 6.1 1 159.4 (M:159.4) 4 7 8.15 940 0.75! 1
370 true ENSGALP00000008013 ISY1 splicing factor homolog (S. cerevisiae) - CGNC Symbol 3725 37.3 5.4 1 242.5 (M:242.5) 2 5.9 5.79 659 1.44! 1
371 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 264.1 (M:264.1) 8 8.8 9.56 607 1.50! 4 41.24
372 true ENSGALP00000008082 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - C   110.5 5.3 1 592.3 (M:592.3) 13 9.6 6.91 223 1.14! 7 36.49
373 true ENSGALP00000008091 dyskerin pseudouridine synthase 1 - CGNC Symbol 3757 58.1 9.3 1 182.8 (M:182.8) 4 7.4 12.69 856 3.88! 1
374 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 143.2 (M:143.2) 3 7.9 8.96 1026 0.66! 1
375 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 2 301.4 (M:301.4) 5 13.3 10.66 517 0.95! 3 28.82
376 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 791.2 (M:791.2) 16 7.4 4.69 146 0.63! 9 41.5
377 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 893.0 (M:893.0) 18 8.1 8.02 115 1.17! 8 29.17
378 true ENSGALP00000008227 family with sequence similarity 96 member B - CGNC Symbol 3821 17.8 5 1 83.7 (M:83.7) 2 11.2 12.23 1343 0.63 1
379 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 1696.0 (M:1696.0) 35 15.6 8.42 25 1.09! 14 18.38
380 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 237.3 (M:237.3) 5 3.8 9.67 678 1.4 3 32.18
381 true ENSGALP00000008273 PHD finger protein 2 - CGNC Symbol 3843 118.3 9.3 1 242.6 (M:242.6) 5 7.5 9.97 658
382 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 296.2 (M:296.2) 7 18.4 8.57 526 1.18! 2 20.42
383 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 846.2 (M:846.2) 17 13.3 5.62 122 1.26! 8 45.71
384 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 239.7 (M:239.7) 6 3.6 5.36 671 1.14! 2 15.97
385 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 512.6 (M:512.6) 12 7.2 4.33 277 1.43! 6 26.66
386 true ENSGALP00000008341 glutathione S-transferase theta 1-like - CGNC Symbol 55583 29.9 8.6 1 156.8 (M:156.8) 4 15.4 6.74 957 1.04! 1
387 true ENSGALP00000008346 acyl-CoA synthetase long-chain family member 3 - CGNC Symbol 3875 79.8 9.1 1 166.7 (M:166.7) 4 5.1 14.26 910 1.02! 3 34.82
388 true ENSGALP00000008356 NEDD8 activating enzyme E1 subunit 1 - CGNC Symbol 50078 60.4 5.4 1 99.0 (M:99.0) 2 3.2 5.03 1271 1.75 1
389 true ENSGALP00000008398 phenylalanyl-tRNA synthetase beta subunit - CGNC Symbol 3896 65.9 6 1 332.0 (M:332.0) 11 13.8 7.83 464 0.74! 6 29.93
390 true ENSGALP00000008399 FYVE RhoGEF and PH domain containing 3 - CGNC Symbol 50133 83.4 5.6 1 104.0 (M:104.0) 3 4.4 3.35 1239 1.89! 1
391 true ENSGALP00000008442 integrator complex subunit 2 - CGNC Symbol 3921 132.8 5.6 1 147.6 (M:147.6) 2 1.5 2.6 1000 1.33 1
392 true ENSGALP00000008465 ribosomal RNA processing 1 homolog B (S. cerevisiae) - CGNC Symbol 52392 84.4 9.6 1 163.6 (M:163.6) 3 3.2 6.18 924 1.47! 2 100.06
393 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 1457.7 (M:1457.7) 29 31.7 5.4 37 1.64! 13 59.9
394 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 266.0 (M:266.0) 5 8.7 10.87 604 0.92 2 27.52
395 true ENSGALP00000008547 sorting nexin 2 - CGNC Symbol 52887 66.5 5.7 1 121.3 (M:121.3) 3 3.7 17.14 1138 0.49! 2 6.46
396 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 476.4 (M:476.4) 12 10.5 5.58 300 0.85! 5 43.94
397 true ENSGALP00000008600 nuclear prelamin A recognition factor-like - CGNC Symbol 3996 53.1 6.4 1 34.5 (M:34.5) 1 2.7 2.59 1506 1.42 1
398 true ENSGALP00000008699 O-linked N-acetylglucosamine (GlcNAc) transferase - CGNC Symbol 4043 18.5 5.6 1 69.4 (M:69.4) 2 7.2 13.08 1398 1.2 1
399 true ENSGALP00000008730 myosin light chain 3 alkali ventricular skeletal slow - CGNC Symbol 49636 21.9 5.1 3 155.4 (M:155.4) 2 8.2 2.91 966
400 true ENSGALP00000008735 helicase lymphoid-specific - CGNC Symbol 4060 94.7 8.3 1 239.5 (M:239.5) 3 3.2 11.67 673
401 true ENSGALP00000008738 phospholipase C gamma 2 (phosphatidylinositol-specific) - CGNC Symbol 4062 148 6 1 129.5 (M:129.5) 5 4 14.48 1093 0.89! 4 46.43
402 true ENSGALP00000008763 TAF1 RNA polymerase II TATA box binding protein (TBP)-associated factor 250kDa - CGNC Symbol 516 216.1 4.9 1 283.1 (M:283.1) 3 1.7 11.94 553
403 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 140.5 (M:140.5) 4 12.6 5.62 1042 0.83! 2 19.9
404 true ENSGALP00000008798 coiled-coil domain containing 12 - CGNC Symbol 4088 20 5.1 1 167.9 (M:167.9) 3 15.4 12.09 904 0.93 3 64.28
405 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 240.1 (M:240.1) 5 8.7 7.62 669 0.68! 2 4.39
406 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 1560.2 (M:1560.2) 23 38.1 5.58 30 1.06! 12 36.03
407 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 196.1 (M:196.1) 5 6.6 6.55 804 0.86 3 14.66
408 true ENSGALP00000008866 treacle ribosome biogenesis factor 1 - CGNC Symbol 4124 100.9 9 2 110.8 (M:110.8) 5 4.9 2.81 1203 1.24 5 34.68
409 true ENSGALP00000008882 phosphoinositide-3-kinase adaptor protein 1 - CGNC Symbol 4133 90.1 5 1 214.9 (M:214.9) 3 3.6 2.99 747 0.93! 1
410 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 137.2 (M:137.2) 3 12.9 16.59 1057 1.68 2 70.3
411 true ENSGALP00000008922 holocytochrome c synthase - CGNC Symbol 4148 31.4 6.1 1 36.2 (M:36.2) 1 6.2 1.05 1501
412 true ENSGALP00000008955 synaptogyrin 3 - CGNC Symbol 4162 25.2 4.8 1 64.0 (M:64.0) 2 9.6 9.71 1419
413 true ENSGALP00000009002 CTR9 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 4182 132.7 6.4 1 552.7 (M:552.7) 10 5.9 5.36 250 1.17! 5 17.83
414 true ENSGALP00000009004 phosphodiesterase 12 - CGNC Symbol 50135 64.4 6.9 1 93.9 (M:93.9) 3 5.1 10.49 1296 2.06! 1
415 true ENSGALP00000009007 ADP-ribosylation factor 4 - CGNC Symbol 55483 18.1 4.8 1 102.8 (M:102.8) 2 17.6 12.1 1250
416 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 601.2 (M:601.2) 13 10 7.36 216 1.59 6 12.93
417 true ENSGALP00000009066 sorting nexin 12 - CGNC Symbol 53438 18.9 8.6 1 102.8 (M:102.8) 3 12.3 2.68 1251 2.18 1
418 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 277.0 (M:277.0) 3 4.1 9.95 567 0.89! 2 36.19
419 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 251.8 (M:251.8) 5 6 7.42 638 1.43! 2 14.64
420 true ENSGALP00000009122 checkpoint kinase 2 - CGNC Symbol 4245 58.9 6.4 1 56.4 (M:56.4) 1 4.6 6.53 1448
421 true ENSGALP00000009169 Uncharacterized protein - UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 4269 49.9 9.3 1 108.7 (M:108.7) 3 7.6 8.65 1217 1.52! 3 144.58
422 true ENSGALP00000009213 YTH domain family member 1 - CGNC Symbol 4283 61.2 9 2 121.3 (M:121.3) 3 3.9 5.16 1137 0.99! 1
423 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 442.4 (M:442.4) 9 31.6 7.07 331 1.16! 4 17.8
424 true ENSGALP00000009219 SWAP switching B-cell complex 70kDa subunit - CGNC Symbol 51879 67.8 6.2 1 294.2 (M:294.2) 9 12.2 7.6 532 0.86! 6 98.13
425 true ENSGALP00000009276 AD012Z Fragment - CGNC Symbol 62391 118.3 6.3 1 220.9 (M:220.9) 4 6.5 9.83 719 1.83! 1
426 true ENSGALP00000009283 zinc finger protein 143 - CGNC Symbol 4317 70.5 5.7 1 63.2 (M:63.2) 2 5.4 9.98 1421
427 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 674.6 (M:674.6) 9 15.7 7.98 182 1.56! 5 51.93
428 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 1 894.1 (M:894.1) 14 40.6 5.28 113 1.73! 7 33.73
429 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 272.8 (M:272.8) 6 5.2 4.55 578 0.66! 4 22.72
430 true ENSGALP00000009351 protein phosphatase 1 regulatory subunit 7 - CGNC Symbol 4354 34.3 5.1 1 172.3 (M:172.3) 5 11.3 3.42 893 1.50! 2 6.73
431 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 228.0 (M:228.0) 4 13.2 9.75 700 1.18 1
432 true ENSGALP00000009393 clustered mitochondria (cluA/CLU1) homolog - CGNC Symbol 4370 150.4 5.7 1 110.8 (M:110.8) 3 1.6 6.36 1202 0.72! 1
433 true ENSGALP00000009403 down-regulator of transcription 1 TBP-binding (negative cofactor 2) - CGNC Symbol 4374 19.4 4.7 1 67.0 (M:67.0) 2 7.4 8.34 1406 1.31 1
434 true ENSGALP00000009408 acetyl-CoA acyltransferase 1 - CGNC Symbol 4375 44.6 9.3 1 88.0 (M:88.0) 2 8.1 16.27 1327
435 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 2 633.4 (M:633.4) 13 11.4 6.28 203 1.22! 8 20.57
436 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 120.1 (M:120.1) 3 12.1 9.34 1144 1.38 2 12.44
437 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 391.5 (M:391.5) 7 7 5.63 388 1.83! 4 93.16
438 true ENSGALP00000009505 Gallus gallus immunoglobulin lambda-like polypeptide 1 (IGLL1) mRNA. - RefSeq mRNA NM_00127854 24.3 6.3 1 64.0 (M:64.0) 1 8.7 3.72 1417
439 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 738.6 (M:738.6) 15 29.4 5.27 159 1.23! 9 37.03
440 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 577.1 (M:577.1) 8 17.5 6.09 232 1.08! 4 17.72
441 true ENSGALP00000009549 calnexin - CGNC Symbol 4443 68.3 4.4 1 98.9 (M:98.9) 3 4 8.38 1273 0.87! 1
442 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 231.4 (M:231.4) 4 20.3 5.63 691 0.87 3 35.01
443 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 573.2 (M:573.2) 13 19.4 4.54 235 1.17! 5 38.73
444 true ENSGALP00000009608 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily b member 1 - C   44.5 5.8 1 173.4 (M:173.4) 5 10.4 9.82 888 1.76 2 39.98
445 true ENSGALP00000009617 RUN and FYVE domain containing 1 - CGNC Symbol 52814 77.6 5.7 1 295.5 (M:295.5) 4 4.1 4.14 527 0.22! 2 12.51
446 true ENSGALP00000009642 pre-mRNA processing factor 6 - CGNC Symbol 4493 106.7 8.2 1 380.1 (M:380.1) 11 8.8 9.47 399 0.95! 5 21.53
447 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 200.8 (M:200.8) 4 23.3 6.44 795 1.91 2 1.76
448 true ENSGALP00000009662 protein kinase C beta - CGNC Symbol 50286 73.6 6.5 2 420.2 (M:420.2) 11 14.8 6.71 355 1.05! 6 29.65
449 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 633.4 (M:633.4) 13 8.3 7.23 202 1.24 5 15.73
450 true ENSGALP00000009669 dedicator of cytokinesis 11 - CGNC Symbol 51664 232.7 7.8 1 210.3 (M:210.3) 2 1.2 13.13 760
451 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 234.4 (M:234.4) 7 21.8 5.67 685 2.35 3 131.56
452 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 1102.5 (M:1102.5) 22 19.7 6.89 72 0.99! 13 42.37
453 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 164.2 (M:164.2) 2 3.8 3.98 922 0.73! 1
454 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 160.7 (M:160.7) 3 21.2 5.33 935 0.93! 2 11.49
455 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 741.7 (M:741.7) 11 14.8 6.2 158 1.16! 6 34.97
456 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 232.7 (M:232.7) 4 7.3 5.8 688 1.48 2 0.87
457 true ENSGALP00000009939 WDFY family member 4 - CGNC Symbol 22870 358.3 6 1 366.6 (M:366.6) 7 2.1 6.63 416 0.10! 1
458 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 528.6 (M:528.6) 12 23.7 6.84 266 0.69! 6 29.67
459 true ENSGALP00000009964 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 40.6 5 2 581.5 (M:581.5) 13 27.6 4.31 228 1.19! 6 29.6
460 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 268.6 (M:268.6) 7 16.4 6.73 599 0.92! 3 42.58
461 true ENSGALP00000009988 lanosterol synthase (2 3-oxidosqualene-lanosterol cyclase) - CGNC Symbol 4650 76.9 5.8 1 103.7 (M:103.7) 3 3.3 14.3 1242 1.19 1
462 true ENSGALP00000010012 BCL2 like 1 - CGNC Symbol 4663 25.7 5.1 1 40.6 (M:40.6) 1 6.1 7.35 1491
463 true ENSGALP00000010157 SON DNA binding protein - CGNC Symbol 4729 48.2 9.6 1 229.7 (M:229.7) 4 9.9 11.4 694
464 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 437.3 (M:437.3) 7 14.3 5.78 336 9.63 3 10.74
465 true ENSGALP00000010214 Gallus gallus macrophage migration inhibitory factor (glycosylation-inhibiting factor) (MIF) mRNA. - Re   12.5 6.9 1 166.8 (M:166.8) 3 21.7 1.7 909 1.18 2 111.09
466 true ENSGALP00000010267 H2A histone family member Y - CGNC Symbol 4787 39.2 9.8 2 143.0 (M:143.0) 4 8.4 8.39 1028 1.47 2 19.82
467 true ENSGALP00000010282 chromosome 5 open reading frame 24 - HGNC:26746 20.9 10.1 1 45.2 (M:45.2) 1 7.7 3.74 1478
468 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 288.8 (M:288.8) 6 3.8 2.78 544 1.03! 3 38.09
469 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 159.3 (M:159.3) 4 12.5 13.06 941 2.17 3 28.23
470 true ENSGALP00000010325 DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 - CGNC Symbol 4822 119.1 9.3 1 325.5 (M:325.5) 6 5.9 4.68 474 1.28! 2 53.8
471 true ENSGALP00000010345 3-phosphoinositide dependent protein kinase-1 - CGNC Symbol 50287 63 7.6 1 59.4 (M:59.4) 1 3.2 0.61 1438 1.21! 1
472 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 2 514.3 (M:514.3) 10 16.3 6.38 275 1.52! 5 32.31
473 true ENSGALP00000010363 ubiquitin conjugating enzyme E2 I - CGNC Symbol 4844 18 8.9 1 117.6 (M:117.6) 4 27.2 13.44 1155 0.32! 2 759.64
474 true ENSGALP00000010376 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 - CGNC Symbol 4852 86.9 6 1 268.9 (M:268.9) 4 5.7 7.61 598 1.50! 1
475 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 110.6 (M:110.6) 3 6.9 0.91 1204 1.63! 2 28.88
476 true ENSGALP00000010404 SRP receptor beta subunit - HGNC:24085 28.1 8.7 1 58.4 (M:58.4) 1 4.3 2.76 1441
477 true ENSGALP00000010409 sphingomyelin phosphodiesterase 4 - CGNC Symbol 4864 96.2 7.7 1 226.3 (M:226.3) 5 4.4 7.33 703 0.77 3 13.95
478 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 824.1 (M:824.1) 15 22.9 5.92 133 1.49 7 16.65



479 true ENSGALP00000010423 protein phosphatase 2 catalytic subunit alpha isozyme - CGNC Symbol 4870 35.5 5.3 2 484.0 (M:484.0) 10 28.2 10.91 292 1.47 5 31.75
480 true ENSGALP00000010462 transcription factor 7 (T-cell specific HMG-box) - CGNC Symbol 49222 43.3 8.2 1 157.2 (M:157.2) 3 6.7 9.55 954 4.91 1
481 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 4213.9 (M:4213.9) 57 48.1 6.07 2 1.03! 28 80.15
482 true ENSGALP00000010530 non-SMC condensin II complex subunit G2 - CGNC Symbol 4922 129.7 6.4 1 69.1 (M:69.1) 2 1.7 13.8 1400 0.85! 1
483 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 342.6 (M:342.6) 7 16.3 9.01 452 1.79 3 56.14
484 true ENSGALP00000010560 CD81 molecule - CGNC Symbol 4936 26.2 5.6 1 32.1 (M:32.1) 1 9.7 3.97 1512
485 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 532.2 (M:532.2) 7 21.4 6.82 265 1.65 4 15.3
486 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 620.2 (M:620.2) 8 42.1 3.38 207 1.26! 5 14.81
487 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 104.0 (M:104.0) 3 5.8 10.25 1240 1.18 2 16.85
488 true ENSGALP00000010704 DNA (cytosine-5-)-methyltransferase 3 beta - CGNC Symbol 50960 90.9 6.9 1 94.7 (M:94.7) 2 2.2 21.19 1292 1.02 1
489 true ENSGALP00000010718 heat shock protein family A (Hsp70) member 14 - CGNC Symbol 5014 54 5.2 1 122.5 (M:122.5) 3 5 7.7 1132 1.41 2 48.64
490 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 433.1 (M:433.1) 6 24.4 9.61 340 0.98! 4 36.22
491 true ENSGALP00000010760 MOB kinase activator 2 - CGNC Symbol 51888 26.8 6.5 1 67.6 (M:67.6) 2 9.9 5.8 1404 1.05! 1
492 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 437.2 (M:437.2) 10 31 5.73 337 1.07! 5 35.94
493 true ENSGALP00000010803 UPF2 regulator of nonsense transcripts homolog (yeast) - CGNC Symbol 5054 149.7 5.5 1 106.0 (M:106.0) 2 0.9 3.84 1227 1.12! 1
494 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 3 577.0 (M:577.0) 11 17.7 7.4 233 0.80! 5 59.67
495 true ENSGALP00000010888 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 5039 28.3 4.8 2 505.8 (M:505.8) 14 30.8 6.35 284 1.05! 7 18.18
496 true ENSGALP00000010910 cleavage stimulation factor 3' pre-RNA subunit 2 64kDa - CGNC Symbol 51677 49.9 5.9 1 119.2 (M:119.2) 2 2.3 7.81 1150 1.11 1
497 true ENSGALP00000010925 exocyst complex component 6 - CGNC Symbol 52056 87.4 5.7 1 95.2 (M:95.2) 2 1.6 6.09 1290 1.03 1
498 true ENSGALP00000010935 Cbl proto-oncogene E3 ubiquitin protein ligase - CGNC Symbol 49015 95.5 5.6 1 217.3 (M:217.3) 7 8.7 5.99 732 3.65! 3 9.31
499 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 318.1 (M:318.1) 8 30.3 4.54 489 0.96! 5 19.53
500 true ENSGALP00000010984 adaptor-related protein complex 2 alpha 2 subunit - CGNC Symbol 51890 108.9 6.1 1 114.7 (M:114.7) 3 3 6.61 1179 1.25! 1
501 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 127.1 (M:127.1) 3 8 10.32 1105
502 true ENSGALP00000011008 lysine methyltransferase 2A - CGNC Symbol 49942 392.9 9.1 1 217.3 (M:217.3) 4 1.4 8.51 733 0.99! 2 49.2
503 true ENSGALP00000011018 ubiquitin specific peptidase 19 - HGNC:12617 160.2 7.3 1 126.8 (M:126.8) 4 5 6.6 1106
504 true ENSGALP00000011055 diaphanous homolog 1 (Drosophila) - CGNC Symbol 49017 90.7 6.1 2 155.7 (M:155.7) 2 3.1 1.91 964 0.99 1
505 true ENSGALP00000011071 glutaminyl-tRNA synthetase - CGNC Symbol 5185 86.9 6.5 1 276.0 (M:276.0) 9 9.5 12.14 570 0.97! 4 21.06
506 true ENSGALP00000011095 SHC (Src homology 2 domain containing) transforming protein 1 - CGNC Symbol 5182 65.4 6.4 1 88.2 (M:88.2) 2 2.8 0.47 1326 1.02! 1
507 true ENSGALP00000011103 insulin degrading enzyme - HGNC:5381 118.1 6.1 1 260.1 (M:260.1) 4 3 11.82 619 0.78! 2 19.58
508 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 183.9 (M:183.9) 4 9 6.67 849 1.38! 1
509 true ENSGALP00000011170 choroideremia (Rab escort protein 1) - CGNC Symbol 51680 73.1 4.7 1 167.0 (M:167.0) 4 4.9 8.69 907 0.83! 2 13.31
510 true ENSGALP00000011182 ubiquitination factor E4A - CGNC Symbol 51085 120.4 5.2 2 59.8 (M:59.8) 2 2.4 10.04 1434 1.23 1
511 true ENSGALP00000011221 B-TFIID TATA-box binding protein associated factor 1 - CGNC Symbol 5235 195.8 6.2 1 257.2 (M:257.2) 4 1.6 8.11 625 0.83! 2 31.24
512 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 425.0 (M:425.0) 5 16.3 10.8 353 1.64 2 4.03
513 true ENSGALP00000011255 ariadne RBR E3 ubiquitin protein ligase 2 - CGNC Symbol 5249 57.3 5.4 1 46.0 (M:46.0) 1 3.5 0.22 1476
514 true ENSGALP00000011291 apolipoprotein O like - CGNC Symbol 5266 30.1 9.6 1 147.7 (M:147.7) 3 8.1 11.36 999 1.18 2 44.62
515 true ENSGALP00000011338 RNA binding motif protein 7 - CGNC Symbol 5294 31.3 9.4 1 152.1 (M:152.1) 4 7.5 9.91 983 0.59 2 97.32
516 true ENSGALP00000011486 myocyte enhancer factor 2A - CGNC Symbol 49427 52.7 8.8 3 127.2 (M:127.2) 5 9 8.17 1102 0.83 2 19.09
517 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 321.1 (M:321.1) 6 16.4 3.89 486 1.78! 2 42.39
518 true ENSGALP00000011559 integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC Sy  88.6 5.1 1 124.7 (M:124.7) 4 2.1 7.68 1117 1.75 2 24.97
519 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 220.3 (M:220.3) 4 16.9 4.84 723 1.04 2 33.07
520 true ENSGALP00000011635 Gallus gallus syntaxin binding protein 1 (STXBP1) mRNA. - RefSeq mRNA NM_001305648 67.4 6.2 1 90.8 (M:90.8) 2 1.9 3.17 1308 2.82 1
521 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 165.6 (M:165.6) 4 28.7 2.58 916 2.02 2 36.44
522 true ENSGALP00000011666 kinesin family member 5B - CGNC Symbol 5451 110.1 6.1 1 316.6 (M:316.6) 5 4.2 9.81 492 0.73! 4 34.24
523 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 439.4 (M:439.4) 8 31.7 3.93 334 1.97! 3 32.74
524 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 287.7 (M:287.7) 5 7.6 8.68 545 0.86 3 26.91
525 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 503.9 (M:503.9) 6 20.3 8.79 286 1.36 3 29.4
526 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 142.9 (M:142.9) 3 13.3 6.36 1030 0.62 2 22.01
527 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 588.8 (M:588.8) 10 21.4 6.96 224 1.08 6 45.96
528 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 238.9 (M:238.9) 7 4.8 12.94 675 0.84! 3 71.48
529 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 735.0 (M:735.0) 17 16.4 10.55 161 1.25! 10 41.93
530 true ENSGALP00000011775 GCN1 eIF2 alpha kinase activator homolog - CGNC Symbol 5500 293.6 7 1 272.4 (M:272.4) 6 1.5 3.53 580 0.92! 3 6.67
531 true ENSGALP00000011814 RAB35 member RAS oncogene family - CGNC Symbol 5524 23.1 8.2 1 100.9 (M:100.9) 2 12.4 5.26 1260
532 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 268.5 (M:268.5) 8 15.2 8.05 600 1.14! 2 47.61
533 true ENSGALP00000011863 mediator complex subunit 19 - CGNC Symbol 5547 26.3 9.9 1 74.8 (M:74.8) 2 4.5 2.62 1377 0.87 1
534 true ENSGALP00000011876 sperm associated antigen 9 - CGNC Symbol 5554 148.5 5.1 1 109.3 (M:109.3) 2 1.3 3.2 1215 1.29 1
535 true ENSGALP00000011907 cleavage and polyadenylation factor I subunit 1 - CGNC Symbol 5568 47.6 6.1 1 123.4 (M:123.4) 3 3.8 6.04 1128 0.44 1
536 true ENSGALP00000011948 nuclear receptor subfamily 3 group C member 1 - CGNC Symbol 5586 83.9 5.8 2 148.1 (M:148.1) 2 1.7 2.07 996 0.7 1
537 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 300.4 (M:300.4) 6 31.6 4.03 520 1.09! 3 58.97
538 true ENSGALP00000011982 CD3e molecule - CGNC Symbol 5597 19 6.3 1 162.4 (M:162.4) 3 14.9 8.1 930
539 true ENSGALP00000011984 CD3d molecule delta (CD3-TCR complex) - CGNC Symbol 49849 19.5 8.2 1 109.6 (M:109.6) 2 14.2 8.69 1213
540 true ENSGALP00000012007 archain 1 - CGNC Symbol 5606 57 5.8 1 448.5 (M:448.5) 9 11.8 10.26 320 1.38! 3 39.76
541 true ENSGALP00000012053 cathepsin Z - CGNC Symbol 5626 33.8 7.5 1 161.4 (M:161.4) 4 10.2 9 934 1.21 3 693.19
542 true ENSGALP00000012068 Hsap of 1: mitochondrial ribosomal protein L28 - HGNC:14484 25.6 10.1 3 62.6 (M:62.6) 2 5.4 7.65 1423 0.59 1
543 true ENSGALP00000012100 leucyl-tRNA synthetase - CGNC Symbol 5654 134.2 6.5 1 291.4 (M:291.4) 7 4.7 6.64 540 0.82! 3 25.01
544 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 526.7 (M:526.7) 12 12.2 4.28 267 1.22! 7 55.4
545 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 466.2 (M:466.2) 11 16.7 11.17 308 1.02! 6 13.12
546 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 466.3 (M:466.3) 13 8.5 7.42 307 0.97! 8 29.4
547 true ENSGALP00000012170 aminopeptidase-like 1 - CGNC Symbol 5683 56.1 6.4 1 163.1 (M:163.1) 5 8.2 4.89 926 1.25 2 28.06
548 true ENSGALP00000012171 LUC7-like (S. cerevisiae) - CGNC Symbol 5684 43.6 10.2 1 515.5 (M:515.5) 9 18.6 5.52 274 1.03! 5 44.16
549 true ENSGALP00000012199 glutaminase - CGNC Symbol 5698 69.9 8.5 1 114.0 (M:114.0) 3 7.7 4.6 1183
550 true ENSGALP00000012231 MMS19 homolog cytosolic iron-sulfur assembly component - CGNC Symbol 5715 111.8 5.6 1 225.7 (M:225.7) 6 5.8 3.21 705 1.08! 3 11.73
551 true ENSGALP00000012240 amyloid beta (A4) precursor protein-binding family B member 1 interacting protein - CGNC Symbol 57 72.8 5.7 1 275.2 (M:275.2) 7 5.5 3.21 574 1.08 5 20.74
552 true ENSGALP00000012245 forty-two-three domain containing 1 - CGNC Symbol 5721 34.3 11.2 1 65.5 (M:65.5) 2 8.5 14.91 1411
553 true ENSGALP00000012246 dihydropyrimidinase-like 3 - CGNC Symbol 5722 57.9 6 1 322.5 (M:322.5) 7 16.3 10.89 484 0.42! 1
554 true ENSGALP00000012267 leucine rich repeats and calponin homology domain containing 3 - HGNC:28637 88.7 6.2 1 121.6 (M:121.6) 4 4.6 10.4 1134 1.26 1
555 true ENSGALP00000012282 ribosomal RNA processing 12 homolog - CGNC Symbol 5736 143.6 8.5 1 224.0 (M:224.0) 5 4.3 6.95 710 0.68! 3 17.94
556 true ENSGALP00000012293 ribosomal protein L35a - CGNC Symbol 5744 15.7 11.6 1 348.5 (M:348.5) 10 21.8 4.5 444 0.95 7 48.32
557 true ENSGALP00000012348 Gallus gallus LIM domain binding 1 (LDB1) mRNA. - RefSeq mRNA NM_205070 46.6 6.6 1 120.2 (M:120.2) 3 5.6 2.55 1141 1.95 1
558 true ENSGALP00000012349 C-terminal binding protein-like - CGNC Symbol 50231 48 6.3 1 229.6 (M:229.6) 5 7.3 11.47 695 1.4 3 27.59
559 true ENSGALP00000012365 TIMELESS interacting protein - CGNC Symbol 5773 31.8 4.9 1 32.5 (M:32.5) 1 2.5 3.91 1511
560 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 428.0 (M:428.0) 7 16.5 3.46 347 1.15 3 15.05
561 true ENSGALP00000012376 signal transducer and activator of transcription 1 91kDa - CGNC Symbol 52118 86.4 7.8 1 124.4 (M:124.4) 4 6.8 9.79 1119 0.43! 1
562 true ENSGALP00000012383 ribonucleic acid export 1 - CGNC Symbol 5777 47.4 9.2 1 549.5 (M:549.5) 12 19.6 8.08 255 0.84! 7 30.85
563 true ENSGALP00000012405 proteasome 26S subunit non-ATPase 1 - CGNC Symbol 5786 88.2 6.6 1 270.3 (M:270.3) 3 4.9 4.88 596 0.97! 1
564 true ENSGALP00000012408 polymerase (DNA) epsilon catalytic subunit - CGNC Symbol 5787 260.8 6 1 227.0 (M:227.0) 6 2.9 4.07 702 0.59! 2 5.49
565 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 158.9 (M:158.9) 2 8 8.94 947 0.59! 1
566 true ENSGALP00000012471 nucleophosmin/nucleoplasmin 3 - CGNC Symbol 5822 16.4 4.5 1 79.2 (M:79.2) 2 14.2 7.1 1356 1.12 2 29.06
567 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 1356.3 (M:1356.3) 25 25 8.67 49 1.07! 14 22.68
568 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 782.4 (M:782.4) 13 20.9 5.65 148 0.92! 7 33.71
569 true ENSGALP00000012563 cleavage stimulation factor 3' pre-RNA subunit 1 - CGNC Symbol 5864 48.3 6.1 1 281.5 (M:281.5) 4 13.5 11.63 555 1.24! 1
570 true ENSGALP00000012592 forkhead box P1 - CGNC Symbol 50159 76.8 6.3 1 81.8 (M:81.8) 1 1.6 3.15 1349 0.56! 1
571 true ENSGALP00000012605 pescadillo ribosomal biogenesis factor 1 - CGNC Symbol 5881 65 6.3 1 159.1 (M:159.1) 4 3.6 3.15 943 0.90! 2 13.75
572 true ENSGALP00000012615 ATP binding cassette subfamily B member 7 - CGNC Symbol 5888 81.3 9.4 1 85.8 (M:85.8) 2 3.1 17.47 1333
573 true ENSGALP00000012641 no description available 359.3 5.3 1 580.8 (M:580.8) 4 1.4 12.17 229
574 true ENSGALP00000012691 methylthioribulose-1-phosphate dehydratase - Refseq NP_001026718 26.8 6.1 1 124.1 (M:124.1) 4 14.9 6.65 1125 2.02 2 58.78
575 true ENSGALP00000012723 alpha thalassemia/mental retardation syndrome X-linked - CGNC Symbol 51707 276.1 7.1 1 281.4 (M:281.4) 4 1 14.19 556 0.49! 1
576 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 119.1 (M:119.1) 5 7.1 17.92 1151 1.32! 2 3.78
577 true ENSGALP00000012750 B-cell CLL/lymphoma 11A (zinc finger protein) - CGNC Symbol 51435 87.4 6.1 1 118.0 (M:118.0) 3 5.8 10.91 1153
578 true ENSGALP00000012765 SMAD family member 3 - CGNC Symbol 5954 48.2 6.7 4 115.9 (M:115.9) 3 6.1 6.26 1171 0.83! 1
579 true ENSGALP00000012814 COMM domain containing 9 - CGNC Symbol 51912 21.8 5.9 1 130.6 (M:130.6) 2 12.1 6.27 1087 1.84 1
580 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 308.0 (M:308.0) 4 8.2 10.2 507 0.87 2 54.9
581 true ENSGALP00000012854 ATP synthase H+ transporting mitochondrial Fo complex subunit D - CGNC Symbol 5993 18.4 8.7 1 187.8 (M:187.8) 4 29 6.68 831 2.03! 2 13.69
582 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 222.9 (M:222.9) 3 4.1 9.05 712 1.17! 2 6.9
583 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 1063.9 (M:1063.9) 19 31.2 8.17 76 1.23! 9 57.51
584 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 138.8 (M:138.8) 3 3.4 9.4 1051 0.89! 1
585 true ENSGALP00000012883 Gallus gallus recombination activating gene 2 (RAG2) mRNA. - RefSeq mRNA NM_001305057 59.1 5.6 1 120.2 (M:120.2) 4 7.8 10.82 1142
586 true ENSGALP00000012903 Hsap of 4: TBC1 domain family member 10A - HGNC:23609 50.1 9.2 1 96.4 (M:96.4) 2 2.3 1.03 1283 1.62 1
587 true ENSGALP00000012917 nuclear factor of activated T-cells cytoplasmic calcineurin-dependent 2 - CGNC Symbol 6025 101.2 6.7 1 109.9 (M:109.9) 1 2.8 3.3 1210
588 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 382.3 (M:382.3) 5 37.2 5.97 395 0.88! 2 2.56
589 true ENSGALP00000012931 nuclear respiratory factor 1 - CGNC Symbol 6034 53.5 4.9 1 56.4 (M:56.4) 2 2.4 5.55 1447 1.14 1
590 true ENSGALP00000012932 nucleoporin 85kDa - CGNC Symbol 6035 77.3 5.8 1 228.1 (M:228.1) 3 5.2 6.12 699 1.12! 1
591 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 209.6 (M:209.6) 3 5.3 14.71 762 1.27! 1
592 true ENSGALP00000012949 molybdenum cofactor synthesis 3 - CGNC Symbol 6043 50.8 6.1 1 68.8 (M:68.8) 3 4.1 13.73 1401 1.06 2 15.45
593 true ENSGALP00000012967 ankyrin repeat domain 44 - CGNC Symbol 6051 106.5 5.9 1 309.0 (M:309.0) 7 7.2 12.19 504 1.74 3 14.68
594 true ENSGALP00000012977 zinc finger C3HC-type containing 1 - CGNC Symbol 6057 53.5 5.8 1 116.7 (M:116.7) 4 5.1 3.83 1165 1.28! 2 0.57
595 true ENSGALP00000012985 B-cell receptor-associated protein 29 - CGNC Symbol 6061 27.7 9.2 1 163.7 (M:163.7) 3 10.3 11.44 923 1.99! 2 24.67
596 true ENSGALP00000012986 protein tyrosine phosphatase non-receptor type 1 - CGNC Symbol 6062 50.3 5.7 2 450.2 (M:450.2) 11 16.4 7.03 319 1.06! 5 17.53
597 true ENSGALP00000012992 ubiquitin-conjugating enzyme E2 variant 1 - CGNC Symbol 62089 16.3 7.7 1 172.2 (M:172.2) 6 31.7 5.9 894 1.26! 2 8.96
598 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 276.0 (M:276.0) 9 23 8.45 571 1.02! 4 18.13



599 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 804.5 (M:804.5) 15 8.8 5.69 140 1.32! 7 33.54
600 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 2 519.0 (M:519.0) 9 15.7 7.61 272 0.94 4 6.63
601 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 1155.4 (M:1155.4) 16 25.1 8.12 64 0.93! 10 41.26
602 true ENSGALP00000013129 nicotinamide phosphoribosyltransferase - CGNC Symbol 50574 55.6 6.7 1 34.6 (M:34.6) 1 1.4 0.21 1505
603 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 1056.6 (M:1056.6) 19 58.3 5.9 80 0.95! 10 38.03
604 true ENSGALP00000013190 adaptor-related protein complex 1 beta 1 subunit - CGNC Symbol 6168 104.7 5 1 262.0 (M:262.0) 9 9.3 7.67 609 1.04! 1
605 true ENSGALP00000013240 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 272.2 5.4 2 925.0 (M:925.0) 19 9.8 8.67 97 1.65! 6 50.59
606 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 1399.3 (M:1399.3) 25 35.9 9.21 44 1.10! 13 34.58
607 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 329.9 (M:329.9) 9 20 13.15 469 0.51! 3 76.84
608 true ENSGALP00000013294 5'-nucleotidase cytosolic II - CGNC Symbol 6204 65.9 5.3 1 220.2 (M:220.2) 3 4.7 1.78 724 0.60! 2 3.49
609 true ENSGALP00000013337 CTD small phosphatase like 2 - CGNC Symbol 6215 53.1 6.1 1 158.5 (M:158.5) 4 6.6 4.29 949 1.01! 1
610 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 307.9 (M:307.9) 4 27 5.27 508 0.50! 2 75.29
611 true ENSGALP00000013359 annexin A4 - CGNC Symbol 57513 36 5.2 1 108.4 (M:108.4) 3 5.6 2.46 1218 1.14 2 42.83
612 true ENSGALP00000013375 peptidylprolyl isomerase like 3 - CGNC Symbol 6234 18 6.3 1 147.5 (M:147.5) 2 6.8 6.83 1001 1.43! 1
613 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 327.6 (M:327.6) 10 15.7 10.91 471 0.98! 4 17.23
614 true ENSGALP00000013398 TATA-box binding protein associated factor 5 - CGNC Symbol 52068 85.5 5.4 1 61.8 (M:61.8) 1 1.3 3.86 1425 1.38! 1
615 true ENSGALP00000013410 ADP-ribosylation factor GTPase activating protein 2 - CGNC Symbol 51916 57.2 7.1 1 208.4 (M:208.4) 3 4.2 4.26 764 0.91! 2 28.26
616 true ENSGALP00000013420 anaphase promoting complex subunit 1 - CGNC Symbol 51441 216.2 6 1 207.3 (M:207.3) 3 1.5 1.74 768 1.26! 2 20.21
617 true ENSGALP00000013480 V-set and immunoglobulin domain containing 1 - CGNC Symbol 6282 36.5 5.3 1 147.0 (M:147.0) 3 9 15.27 1004 4.33! 1
618 true ENSGALP00000013500 family with sequence similarity 185 member A - CGNC Symbol 50577 36.5 9.1 1 70.7 (M:70.7) 1 3.6 3.04 1394
619 true ENSGALP00000013516 N-ethylmaleimide-sensitive factor attachment protein beta - CGNC Symbol 6300 33.3 5.4 1 156.3 (M:156.3) 4 13.2 10.17 962 1.04 1
620 true ENSGALP00000013540 round spermatid basic protein 1-like - CGNC Symbol 6312 74.6 7.2 1 139.1 (M:139.1) 5 8.9 11.92 1048 0.68! 2 39.87
621 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 1487.7 (M:1487.7) 29 34.9 5.94 32 0.89 18 36.7
622 true ENSGALP00000013622 5'-3' exoribonuclease 2 - CGNC Symbol 6344 108.5 7.5 1 320.1 (M:320.1) 6 7.3 10.73 487 1.74! 2 22.96
623 true ENSGALP00000013640 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 1 - CGNC Symbol 4 40.4 5.7 1 256.2 (M:256.2) 6 13.8 9.14 626 1.04! 3 15.31
624 true ENSGALP00000013659 THUMP domain containing 3 - CGNC Symbol 6359 54 6.6 1 48.2 (M:48.2) 1 3.1 5.28 1474
625 true ENSGALP00000013710 ribosomal protein L32 - CGNC Symbol 50169 15.9 11.4 1 224.3 (M:224.3) 6 31.9 6.52 709 0.81! 2 26.9
626 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 348.2 (M:348.2) 6 8.5 5.87 445 1.42! 2 2.8
627 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 666.0 (M:666.0) 14 33.3 7.45 186 1.15! 6 23.2
628 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 89.2 (M:89.2) 2 10.2 11.79 1320
629 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 131.1 (M:131.1) 4 5.1 8.32 1086 0.93 2 0.11
630 true ENSGALP00000013808 stromal antigen 2 - CGNC Symbol 51718 145.7 5.3 1 583.0 (M:583.0) 12 6.2 4.5 227 1.22 7 30.84
631 true ENSGALP00000013837 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 6450 50.6 9 1 177.5 (M:177.5) 4 11.2 9.68 876 1.15 2 2.1
632 true ENSGALP00000013843 THO complex 2 - CGNC Symbol 6452 170.8 8.3 1 557.9 (M:557.9) 16 6.7 9.64 244 0.81! 8 42.78
633 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 645.0 (M:645.0) 14 5.5 9.98 196 0.73! 6 35.35
634 true ENSGALP00000013870 X-prolyl aminopeptidase (aminopeptidase P) 1 soluble - CGNC Symbol 6466 70 5.8 1 175.2 (M:175.2) 4 7.7 9.15 886
635 true ENSGALP00000013889 negative elongation factor complex member B - CGNC Symbol 50465 65.8 5.9 1 133.2 (M:133.2) 3 3.1 2.19 1072 0.84 2 5.35
636 true ENSGALP00000013949 chloride nucleotide-sensitive channel 1A - CGNC Symbol 6506 26.7 4.1 1 94.0 (M:94.0) 2 5.4 6.41 1295 1.68 1
637 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 1139.9 (M:1139.9) 22 13.1 8.39 67 1.05! 9 31.2
638 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 3 2718.9 (M:2718.9) 41 45.8 5.4 6 0.93! 21 37.31
639 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 650.2 (M:650.2) 13 8.6 7.99 191 1.09! 7 41.49
640 true ENSGALP00000013999 NADH:ubiquinone oxidoreductase core subunit S1 - CGNC Symbol 6532 79.5 6.5 1 216.5 (M:216.5) 5 5.9 5.94 736 0.89 4 33.68
641 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 1 1066.7 (M:1066.7) 22 53 7.39 74 1.88! 12 42.01
642 true ENSGALP00000014105 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC Sym  35 10 2 943.3 (M:943.3) 22 34.2 5.08 94 1.19! 12 80.33
643 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 2 635.1 (M:635.1) 14 19.3 11.45 201 2.39! 6 41.2
644 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 918.8 (M:918.8) 16 25.3 5.48 103 1.07! 7 33.09
645 true ENSGALP00000014146 replication factor C subunit 4 - CGNC Symbol 6607 39.7 8.3 1 265.4 (M:265.4) 7 9.9 7.82 605 0.78! 2 18.33
646 true ENSGALP00000014154 ESF1 nucleolar pre-rRNA processing protein homolog - CGNC Symbol 6612 97.1 5 1 111.8 (M:111.8) 2 1.4 15.54 1196 0.93! 1
647 true ENSGALP00000014189 phosphotriesterase related - CGNC Symbol 6624 39.9 6.2 1 137.2 (M:137.2) 3 10.1 3.68 1058
648 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 851.2 (M:851.2) 15 28.6 8.31 121 1.12! 7 17.87
649 true ENSGALP00000014265 RAB1A member RAS oncogene family - CGNC Symbol 6666 22.7 5.9 1 331.8 (M:331.8) 7 20.5 11.61 465 1.33 2 6.78
650 true ENSGALP00000014280 Sec23 homolog B (S. cerevisiae) - CGNC Symbol 50333 86.2 6.3 1 472.2 (M:472.2) 12 12.5 10.49 303 1.00! 4 18.04
651 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 645.9 (M:645.9) 9 43.6 8.33 195 0.84! 4 22.99
652 true ENSGALP00000014300 DCN1 defective in cullin neddylation 1 domain containing 1 - CGNC Symbol 6684 30 5.2 1 127.8 (M:127.8) 2 6.6 10.6 1100 1.66 1
653 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 1058.5 (M:1058.5) 16 26.9 6.66 79 0.93 10 11.38
654 true ENSGALP00000014317 isocitrate dehydrogenase 1 (NADP+) soluble - CGNC Symbol 6693 46.9 8.3 1 216.2 (M:216.2) 4 6.7 4.07 739 1.73 1
655 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 111.0 (M:111.0) 2 5.2 12.73 1201
656 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 402.8 (M:402.8) 8 19.8 6.7 374 1.47! 3 26.45
657 true ENSGALP00000014379 DnaJ heat shock protein family (Hsp40) member C10 - CGNC Symbol 6729 91.4 6.6 1 151.9 (M:151.9) 4 3.4 10.59 984 0.52 2 12.87
658 true ENSGALP00000014389 COMM domain containing 5 - CGNC Symbol 6733 24.9 6.8 1 127.1 (M:127.1) 3 18.1 2.62 1104 1.26 1
659 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 736.8 (M:736.8) 17 27.7 6.77 160 1.80! 7 72.15
660 true ENSGALP00000014530 NHL repeat containing 2 - CGNC Symbol 6795 79.5 5.6 1 97.0 (M:97.0) 2 1.9 1.41 1281 1.04 1
661 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 305.3 (M:305.3) 4 2.6 6.05 511 0.82 2 27.23
662 true ENSGALP00000014591 integrin alpha 4 (antigen CD49D alpha 4 subunit of VLA-4 receptor) - CGNC Symbol 6820 114.3 6.2 1 64.0 (M:64.0) 2 1.1 2.86 1418 0.96 1
663 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 245.0 (M:245.0) 4 10.9 9.87 652 2.17 1
664 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 99.8 (M:99.8) 3 8.6 5.98 1264 2.21 2 26.89
665 true ENSGALP00000014627 CWC22 homolog spliceosome-associated protein - CGNC Symbol 52133 108.9 7.2 1 111.9 (M:111.9) 3 2.1 8.56 1193 0.60! 2 27.43
666 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 254.5 (M:254.5) 4 20.9 9.06 632 1.23 2 7.52
667 true ENSGALP00000014656 transmembrane protein 87A - CGNC Symbol 6854 63.7 6.6 1 101.0 (M:101.0) 2 3 5.37 1258 0.75 2 12.15
668 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 114.9 (M:114.9) 2 11.8 12.86 1175 1.64 1
669 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 1 407.2 (M:407.2) 9 49.5 6.31 368 1.04! 4 82.76
670 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 487.4 (M:487.4) 11 12.3 9.44 290 1.19! 6 20.17
671 true ENSGALP00000014813 dipeptidyl-peptidase 7 - CGNC Symbol 6929 54.5 5.8 1 42.5 (M:42.5) 1 2.8 1.21 1482
672 true ENSGALP00000014919 tRNA methyltransferase 6 - CGNC Symbol 6973 54.2 6.2 1 49.5 (M:49.5) 1 3.3 0.38 1469
673 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 185.8 (M:185.8) 4 2.6 5.43 842 1.19 2 4.78
674 true ENSGALP00000014939 vaccinia related kinase 3 - CGNC Symbol 14296 50.1 9 1 244.4 (M:244.4) 8 10.8 5.2 654 1.31 4 35.25
675 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 102.7 (M:102.7) 2 13.8 7.21 1252 0.78 1
676 true ENSGALP00000015016 alkylglycerone phosphate synthase - CGNC Symbol 7017 70.7 8.3 1 159.3 (M:159.3) 5 5.3 12.65 942 0.69 4 40.75
677 true ENSGALP00000015027 acyl-CoA binding domain containing 3 - CGNC Symbol 7024 59.5 5.1 1 132.1 (M:132.1) 2 6 2.84 1079 1.42! 1
678 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 337.8 (M:337.8) 5 9.9 8.03 458 0.89 2 0.65
679 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 790.7 (M:790.7) 15 13.4 6.26 147 1.26! 7 43.68
680 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 180.7 (M:180.7) 5 10.4 12.06 863 1.27! 2 40.56
681 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 1108.0 (M:1108.0) 27 13.4 6.17 71 1.22! 14 79.98
682 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 454.5 (M:454.5) 5 6.1 9.15 316 1.23! 2 1.47
683 true ENSGALP00000015204 hematological and neurological expressed 1-like - CGNC Symbol 50339 12.9 9.5 1 74.2 (M:74.2) 1 12.2 5.16 1379 0.99! 1
684 true ENSGALP00000015211 sideroflexin 4 - CGNC Symbol 7108 35.4 8.9 1 36.0 (M:36.0) 1 5 0.32 1503
685 true ENSGALP00000015229 calpain 2 (m/II) large subunit - CGNC Symbol 7115 79.2 5.4 1 153.0 (M:153.0) 3 5.9 5.32 981 1.46 1
686 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 563.8 (M:563.8) 9 20.2 4.77 242 1.08! 4 8.44
687 true ENSGALP00000015257 ribosome binding protein 1 - CGNC Symbol 6587 111.9 5.3 1 73.4 (M:73.4) 2 1.8 4.38 1384 1.55! 1
688 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 770.5 (M:770.5) 13 34.6 5.3 152 1.42 6 16.78
689 true ENSGALP00000015293 testis derived transcript (3 LIM domains) - CGNC Symbol 7146 47.1 7.6 1 330.7 (M:330.7) 7 11.3 5.17 468 0.82! 4 41.84
690 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 341.9 (M:341.9) 4 8.2 7.74 453 1.21 2 13.17
691 true ENSGALP00000015356 electron transfer flavoprotein dehydrogenase - CGNC Symbol 7179 53.1 9 1 116.6 (M:116.6) 4 6.1 12.8 1166 1.47! 1
692 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 244.1 (M:244.1) 6 13 9.22 655 0.64 3 91.01
693 true ENSGALP00000015409 actinin alpha 1 - CGNC Symbol 48956 101.8 5.2 6 1462.0 (M:1462.0) 34 24.6 7.99 35 1.78! 15 57.31
694 true ENSGALP00000015460 pleckstrin homology domain containing family H (with MyTH4 domain) member 1 - CGNC Symbol 723 167.7 6.7 1 84.7 (M:84.7) 1 0.5 1.08 1337
695 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 62.5 (M:62.5) 2 1 6.12 1424 0.93 1
696 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 250.1 (M:250.1) 7 15.2 5.12 641 0.68! 4 35.83
697 true ENSGALP00000015618 retinoic acid receptor responder 1 - CGNC Symbol 7304 30.7 9.1 1 53.3 (M:53.3) 1 3.3 5.55 1459 3.47 1
698 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 393.4 (M:393.4) 11 5.5 8.91 383 1.10! 3 9.68
699 true ENSGALP00000015657 actin beta - CGNC Symbol 49855 41.7 5.3 1 3836.5 (M:3836.5) 55 70.7 6.82 4 1.49! 31 36.83
700 true ENSGALP00000015665 no description available 32.6 5.7 1 402.9 (M:402.9) 8 32.7 10.52 373 2.16! 1
701 true ENSGALP00000015722 histone PARylation factor 1 - HGNC:26051 39.7 8 1 41.2 (M:41.2) 1 4 5.67 1488 0.74 1
702 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 560.2 (M:560.2) 12 18.8 5.33 243 1.56! 4 61.61
703 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 433.2 (M:433.2) 11 22.7 4.42 339 1.28! 7 29.33
704 true ENSGALP00000015781 NADH:ubiquinone oxidoreductase core subunit S7 - CGNC Symbol 56235 24.3 9.8 1 60.0 (M:60.0) 2 4.1 16.86 1433 0.82 1
705 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 242.7 (M:242.7) 7 7.8 4.09 657 0.76! 4 61.57
706 true ENSGALP00000015877 ubiquitin specific peptidase 15 - CGNC Symbol 49421 112 5.1 1 80.7 (M:80.7) 2 2.5 8.93 1351
707 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 893.0 (M:893.0) 14 26.4 7.68 114 1.42! 6 8.9
708 true ENSGALP00000015892 N(alpha)-acetyltransferase 15 NatA auxiliary subunit - CGNC Symbol 7432 95.3 6.3 2 146.3 (M:146.3) 5 4 8.11 1008 0.91! 1
709 true ENSGALP00000015907 SET and MYND domain containing 2 - CGNC Symbol 7436 49.9 6.7 1 40.4 (M:40.4) 1 2.5 21.76 1492 0.85 1
710 true ENSGALP00000015963 protein phosphatase 2 regulatory subunit B' alpha - CGNC Symbol 7467 56.8 8.1 1 79.1 (M:79.1) 3 3.9 9.8 1357 1.41! 1
711 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 371.2 (M:371.2) 8 27.4 4.63 411 0.77 5 48.33
712 true ENSGALP00000015971 exportin for tRNA - CGNC Symbol 7470 109.8 5.1 1 89.8 (M:89.8) 2 1.2 2.78 1317 1.40! 1
713 true ENSGALP00000015978 aquarius intron-binding spliceosomal factor - CGNC Symbol 7473 174.1 6.2 1 156.4 (M:156.4) 4 1.5 6.86 961 1 2 0.35
714 true ENSGALP00000015979 peptidylprolyl isomerase G (cyclophilin G) - CGNC Symbol 7474 88.1 10.6 1 205.8 (M:205.8) 5 5.2 2.98 777 1.42 3 20.88
715 true ENSGALP00000015986 integrator complex subunit 7 - CGNC Symbol 7478 116.7 9.2 1 204.0 (M:204.0) 4 3.8 2.87 786 1.04! 2 0.95
716 true ENSGALP00000015988 actin alpha cardiac muscle 1 - CGNC Symbol 51944 42 5.2 4 1500.5 (M:1500.5) 30 41.1 7.66 31 1.37! 17 29.96
717 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 607.7 (M:607.7) 17 11.1 10.74 212 0.99! 7 34.37
718 true ENSGALP00000016102 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 5 - C   116.6 8.7 3 551.0 (M:551.0) 16 14.1 8.62 252 0.89! 10 31.05



719 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 233.1 (M:233.1) 6 12.5 5.44 686 1.89 3 10.53
720 true ENSGALP00000016124 striatin calmodulin binding protein 3 - CGNC Symbol 7543 88.8 5.1 1 109.9 (M:109.9) 3 4.8 12.19 1208 0.98 2 26.7
721 true ENSGALP00000016173 cleavage and polyadenylation specific factor 6 - CGNC Symbol 13843 59.1 6.9 1 253.4 (M:253.4) 8 8.9 7.09 635 1.02! 4 21.46
722 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 322.4 (M:322.4) 7 11.7 6.18 485 0.77! 3 25.85
723 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 2 824.7 (M:824.7) 15 9.7 8.21 132 0.85! 9 39.47
724 true ENSGALP00000016184 OTU deubiquitinase 4 - CGNC Symbol 51745 125 7.7 1 105.4 (M:105.4) 2 2.7 2.9 1230
725 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 1139.3 (M:1139.3) 17 27.3 5.33 68 0.84! 9 19.36
726 true ENSGALP00000016207 Gallus gallus LSM6 homolog U6 small nuclear RNA associated (S. cerevisiae) (LSM6) transcript variant      9.9 9.9 1 105.7 (M:105.7) 2 8.1 3.17 1229 0.9 1
727 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 602.0 (M:602.0) 9 44.6 5.2 215 1.2 4 16.61
728 true ENSGALP00000016270 bromodomain adjacent to zinc finger domain 1A - CGNC Symbol 7626 165.1 6.6 1 116.2 (M:116.2) 2 1.2 7.58 1167 1.37! 1
729 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 221.6 (M:221.6) 4 8.4 5.61 717 1.34 2 15.89
730 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 426.8 (M:426.8) 10 3.2 9.18 349 1.60! 5 54.32
731 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 1064.2 (M:1064.2) 16 35.6 5.04 75 0.73! 8 69
732 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 595.8 (M:595.8) 12 13.2 5.28 220 1.82! 5 37.47
733 true ENSGALP00000016375 eukaryotic translation initiation factor 4 gamma 3 - CGNC Symbol 7664 176.1 5.1 1 214.0 (M:214.0) 3 1.6 6.83 750 1.01! 1
734 true ENSGALP00000016413 DNA methyltransferase 1 associated protein 1 - CGNC Symbol 7677 53.3 9.3 1 142.3 (M:142.3) 3 6.5 19.18 1034
735 true ENSGALP00000016414 ADP-ribosylation factor interacting protein 1 - CGNC Symbol 7678 44.7 5.6 1 101.0 (M:101.0) 2 6 2.97 1257 0.49! 1
736 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 842.3 (M:842.3) 13 38.5 4.66 125 0.97 7 22.62
737 true ENSGALP00000016481 Sec23 homolog A (S. cerevisiae) - CGNC Symbol 7715 86.1 6.5 1 226.3 (M:226.3) 6 6.9 7.47 704 0.89 3 30.19
738 true ENSGALP00000016490 dedicator of cytokinesis 8 - CGNC Symbol 7720 238.9 6.3 1 644.2 (M:644.2) 16 5.8 6.5 197 1.56! 5 21.4
739 true ENSGALP00000016509 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - C   176.7 8.2 1 667.4 (M:667.4) 15 5.9 4.8 185 1.54! 6 19.84
740 true ENSGALP00000016513 pinin desmosome associated protein - CGNC Symbol 7731 72.7 6.4 1 129.8 (M:129.8) 5 8 6.42 1089 0.9 5 37.67
741 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 1 961.1 (M:961.1) 20 14.6 8.11 90 0.87! 12 46.41
742 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 672.3 (M:672.3) 19 17.3 6.93 183 0.89! 8 32.94
743 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 325.4 (M:325.4) 6 27.7 6.93 475 1.08! 2 35.58
744 true ENSGALP00000016601 GLI pathogenesis-related 1-like - CGNC Symbol 50608 30.1 7.5 1 39.4 (M:39.4) 1 5.3 2.92 1493
745 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 378.8 (M:378.8) 7 13.5 9.8 403 1.61! 4 30.14
746 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 923.1 (M:923.1) 14 47.2 10.66 100 1.08! 8 76.7
747 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 184.4 (M:184.4) 4 12.5 3.84 846 1.30! 1
748 true ENSGALP00000016648 no description available 23.9 5.5 1 106.3 (M:106.3) 3 9 4.84 1226 1 2 4.73
749 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 416.6 (M:416.6) 5 4.9 10.8 359 1.42 3 82.55
750 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 294.8 (M:294.8) 6 2.8 5.75 529 1.46! 2 36.45
751 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 195.9 (M:195.9) 3 5.7 6.35 806
752 true ENSGALP00000016717 mitochondrial ribosomal protein L14 - CGNC Symbol 7826 16.5 11 1 73.4 (M:73.4) 3 22.3 2.23 1385 0.66! 1
753 true ENSGALP00000016773 NIMA related kinase 9 - CGNC Symbol 7847 118.6 6.4 1 120.6 (M:120.6) 2 1.7 5.3 1139 1.24! 1
754 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 132.6 (M:132.6) 3 9.1 9.31 1074 0.55 1
755 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 153.6 (M:153.6) 6 4.4 9.02 975 1.77! 2 18.03
756 true ENSGALP00000016915 selenoprotein T - CGNC Symbol 52323 15.9 6.2 1 51.3 (M:51.3) 1 9.5 7.6 1463 1.37 1
757 true ENSGALP00000016918 eukaryotic translation initiation factor 2A - CGNC Symbol 7921 62.7 9 1 77.0 (M:77.0) 2 4.4 10.08 1366 1.06 1
758 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 3 1912.0 (M:1912.0) 29 44.9 8.12 21 1.02! 15 41.8
759 true ENSGALP00000017014 AHA1 activator of heat shock 90kDa protein ATPase homolog 1 (yeast) - CGNC Symbol 7960 38 5.6 1 99.6 (M:99.6) 2 2.4 12.07 1267 0.81 1
760 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 240.3 (M:240.3) 5 14.2 12.27 666 1.08! 2 18.39
761 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 232.2 (M:232.2) 4 10.7 8.53 689 1.31 2 1.91
762 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 353.7 (M:353.7) 9 17.8 6.02 435 1.09! 3 15.2
763 true ENSGALP00000017123 lymphoid enhancer binding factor 1 - CGNC Symbol 7997 40.8 6.7 4 311.4 (M:311.4) 5 17.9 12.96 501 1.08! 2 57.59
764 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 153.6 (M:153.6) 4 3.8 9 976 1.84! 1
765 true ENSGALP00000017152 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 - CGNC Symbol 8013 35.9 8.9 1 317.3 (M:317.3) 5 8.5 4.18 491 0.93! 2 12.01
766 true ENSGALP00000017157 oxysterol binding protein like 9 - CGNC Symbol 8015 83.2 5.6 1 110.0 (M:110.0) 3 2.3 11.63 1207 1.07! 1
767 true ENSGALP00000017163 eukaryotic translation initiation factor 2 alpha kinase 2 - CGNC Symbol 8018 62.3 8.6 1 56.4 (M:56.4) 2 2.5 7.13 1446 1.32 1
768 true ENSGALP00000017180 basic transcription factor 3-like 4 - CGNC Symbol 8026 17.3 6 2 132.1 (M:132.1) 4 26.6 15.88 1078 2.13! 2 6.59
769 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 1 157.0 (M:157.0) 5 6.1 9.41 955 1.3 4 34.72
770 true ENSGALP00000017248 protein kinase D3 - CGNC Symbol 8057 100.3 6.3 2 127.5 (M:127.5) 4 3.3 3 1101 0.73 2 9.46
771 true ENSGALP00000017250 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 4 - CGNC Sym  32.9 9.7 1 618.5 (M:618.5) 13 20.5 4.62 210 0.85! 7 47.09
772 true ENSGALP00000017260 dpy-30 histone methyltransferase complex regulatory subunit - CGNC Symbol 8065 11.3 4.9 1 75.0 (M:75.0) 2 11.1 4.72 1375 0.66 1
773 true ENSGALP00000017268 mediator of cell motility 1 - CGNC Symbol 8068 33.3 6.5 1 72.8 (M:72.8) 2 7.8 10.17 1388
774 true ENSGALP00000017279 AT-hook containing transcription factor 1 - CGNC Symbol 8073 253.6 5.4 1 64.2 (M:64.2) 2 0.4 4.25 1416 0.82 1
775 true ENSGALP00000017288 caspase 3 apoptosis-related cysteine peptidase - CGNC Symbol 8080 31.7 6.5 1 365.2 (M:365.2) 9 15.2 7.26 420 1.00! 5 47.13
776 true ENSGALP00000017306 sterol carrier protein 2 - CGNC Symbol 49864 58.8 8.6 1 108.2 (M:108.2) 2 4 12.77 1220 1.14! 1
777 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 675.6 (M:675.6) 16 16.5 7.26 181 1.13! 6 32.54
778 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 166.8 (M:166.8) 4 8.5 14.07 908 1.72! 1
779 true ENSGALP00000017367 Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA NM_00130 17.1 6 1 109.6 (M:109.6) 4 8.9 12.44 1212 0.89 2 3.7
780 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 111.2 (M:111.2) 3 33.9 11.49 1200
781 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 1416.3 (M:1416.3) 24 32.4 6.63 43 1.96! 13 47.91
782 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 412.8 (M:412.8) 5 8.4 7.43 363 10.24! 1
783 true ENSGALP00000017502 single stranded DNA binding protein 3 - CGNC Symbol 8192 34.4 5.9 1 146.0 (M:146.0) 2 5.1 18.45 1011 1.73 1
784 true ENSGALP00000017517 cleavage and polyadenylation specific factor 2 - CGNC Symbol 8198 88.6 5 1 258.6 (M:258.6) 7 7.3 8.09 622 0.92! 4 25.38
785 true ENSGALP00000017545 ankyrin repeat and MYND domain containing 2 - CGNC Symbol 8212 51.6 5.9 1 120.0 (M:120.0) 1 1.3 22.62 1145
786 true ENSGALP00000017553 basic leucine zipper and W2 domains 2 - CGNC Symbol 8215 48.3 6.4 1 185.6 (M:185.6) 6 11 10.72 843 1.52! 2 44.45
787 true ENSGALP00000017556 legumain - CGNC Symbol 8216 49.2 5.9 1 325.0 (M:325.0) 5 7.2 13.16 477 0.76! 2 4.64
788 true ENSGALP00000017601 Hsap of 1: chromosome 1 open reading frame 168 - HGNC:27295 60.7 6 1 100.0 (M:100.0) 2 3.7 10.02 1263
789 true ENSGALP00000017661 USO1 vesicle transport factor - CGNC Symbol 8265 106.1 4.9 1 151.4 (M:151.4) 1 1.3 3.43 985
790 true ENSGALP00000017715 Sp4 transcription factor - CGNC Symbol 8286 81.3 6.8 1 123.7 (M:123.7) 3 1.5 8.74 1127 0.94 2 70.1
791 true ENSGALP00000017805 double PHD fingers 2 - HGNC:9964 31.5 8.6 1 99.0 (M:99.0) 2 4.4 4.95 1272 1.33 1
792 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 176.7 (M:176.7) 3 9 4.33 880 0.85 1
793 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 2009.3 (M:2009.3) 23 42.7 7.06 16 0.99! 10 36.09
794 true ENSGALP00000017958 chromobox homolog 3 - CGNC Symbol 8386 19.8 5 2 178.0 (M:178.0) 4 20.7 7.43 873 0.87! 2 5.5
795 true ENSGALP00000018048 nucleoporin 133kDa - CGNC Symbol 8423 131.4 5.1 1 96.5 (M:96.5) 4 3.8 14.91 1282 1.75! 1
796 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 331.8 (M:331.8) 6 10.4 3.08 466 2.35! 2 2.64
797 true ENSGALP00000018120 proteasome 26S subunit non-ATPase 14 - CGNC Symbol 8450 34.5 6 1 139.4 (M:139.4) 3 6.8 5.16 1046 1.74! 1
798 true ENSGALP00000018144 cyclin K - CGNC Symbol 8459 65.5 8.6 1 79.0 (M:79.0) 1 2.9 15.65 1358
799 true ENSGALP00000018179 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 133.2 5.9 2 240.6 (M:240.6) 4 2.9 13.24 665 1.08! 2 11.89
800 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 398.5 (M:398.5) 10 30.8 5.35 379 1.02 6 24.88
801 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 796.5 (M:796.5) 16 24.9 4.39 144 1.37! 7 29.88
802 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 363.0 (M:363.0) 6 14.1 8.78 426 1.12! 4 47.56
803 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 349.3 (M:349.3) 5 9.8 9.72 440 1.42! 4 11.02
804 true ENSGALP00000018326 phospholipase C like 2 - HGNC:9064 125 6.1 1 55.3 (M:55.3) 1 1.3 0.25 1451
805 true ENSGALP00000018335 TBC1 domain family member 5 - CGNC Symbol 8548 91.3 5.8 1 364.0 (M:364.0) 7 7.1 3.3 424 1.32! 2 53
806 true ENSGALP00000018340 SATB homeobox 1 - CGNC Symbol 8550 84.9 6.1 2 567.1 (M:567.1) 11 16.8 6.23 239 0.87! 1
807 true ENSGALP00000018382 early endosome antigen 1 - CGNC Symbol 8572 161.6 5.6 1 483.4 (M:483.4) 7 4.4 7.69 293 0.74! 2 15.26
808 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 923.3 (M:923.3) 21 10.2 8.09 98 1.08! 12 76.79
809 true ENSGALP00000018418 N-glycanase 1 - CGNC Symbol 8593 74 8.1 1 192.9 (M:192.9) 3 3.2 1.41 817 1.53! 1
810 true ENSGALP00000018421 serine/arginine-rich splicing factor 11 - CGNC Symbol 8594 46.9 10.7 1 95.7 (M:95.7) 1 5.1 17.12 1287
811 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 544.8 (M:544.8) 10 15.6 5.31 259 1.41 5 29.73
812 true ENSGALP00000018454 tubulin alpha 4b - CGNC Symbol 65790 52.2 5.1 1 1375.0 (M:1375.0) 22 29.2 9.32 46 0.99! 12 45.44
813 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 106.8 (M:106.8) 3 5.3 3.38 1224 1.41 2 2.59
814 true ENSGALP00000018494 zinc finger RANBP2-type containing 2 - CGNC Symbol 52241 37.8 10 1 114.5 (M:114.5) 4 5.4 1.84 1182 0.92 2 2.83
815 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 2211.8 (M:2211.8) 37 27.4 6.15 12 0.84! 21 37.94
816 true ENSGALP00000018537 methionyl aminopeptidase 2 - CGNC Symbol 8650 53.1 5.6 1 128.5 (M:128.5) 4 6.2 10.3 1097 1.71 1
817 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 189.4 (M:189.4) 5 25.9 10.8 827 1.11 2 5.11
818 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 403.2 (M:403.2) 9 8 4.85 372 0.96! 5 26.88
819 true ENSGALP00000018652 actin related protein 2/3 complex subunit 2 34kDa - CGNC Symbol 8704 42.5 9.1 2 209.2 (M:209.2) 6 16.5 4.86 763 0.92! 2 8.45
820 true ENSGALP00000018671 STT3B subunit of the oligosaccharyltransferase complex (catalytic) - CGNC Symbol 53366 82.8 9 1 102.3 (M:102.3) 2 1.7 10.88 1253 1.11 1
821 true ENSGALP00000018679 ribosomal protein L37a - CGNC Symbol 55686 10.1 10.4 1 119.2 (M:119.2) 3 17.6 4.43 1149 0.85! 1
822 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 2 398.6 (M:398.6) 6 19 2.47 378 5.70! 1
823 true ENSGALP00000018705 dynein cytoplasmic 1 light intermediate chain 1 - CGNC Symbol 8732 55.9 5.8 1 267.8 (M:267.8) 4 5.2 2.1 601 0.87! 2 22.2
824 true ENSGALP00000018708 CCR4-NOT transcription complex subunit 10 - CGNC Symbol 8735 82.1 7.7 1 85.7 (M:85.7) 1 1.9 3.93 1335 0.90! 1
825 true ENSGALP00000018737 nucleoporin 54kDa - CGNC Symbol 8743 58.8 6.3 1 235.7 (M:235.7) 5 10.6 11.69 684 1.54! 2 31.63
826 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 412.4 (M:412.4) 9 11.5 3.29 364 0.81 5 23.35
827 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 446.9 (M:446.9) 10 26.7 5.58 324 0.85 5 11.86
828 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 183.7 (M:183.7) 4 9.7 2.5 852 1.27! 1
829 true ENSGALP00000018856 MOB kinase activator 1B - CGNC Symbol 8797 25.3 6.3 2 69.5 (M:69.5) 3 11.9 4.7 1397 1.31! 1
830 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 1235.2 (M:1235.2) 21 27.4 7.04 57 1.04! 12 35.6
831 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 246.6 (M:246.6) 4 10.1 11.37 645 1.03! 2 6.85
832 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 277.7 (M:277.7) 5 13.1 7.84 565 1.14! 2 81.9
833 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 95.7 (M:95.7) 2 2.1 16.68 1285
834 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 114.7 (M:114.7) 2 6.3 10.2 1180
835 true ENSGALP00000019038 Wilms tumor 1 associated protein - CGNC Symbol 8862 44.5 5.2 1 298.2 (M:298.2) 4 11.3 3.04 524 1.08! 1
836 true ENSGALP00000019039 superoxide dismutase 2 mitochondrial - CGNC Symbol 8863 24.8 8.6 1 187.6 (M:187.6) 5 14.3 5.26 834 1.54! 3 1.51
837 true ENSGALP00000019040 nucleoporin 205kDa - CGNC Symbol 8864 228.2 5.7 1 271.9 (M:271.9) 7 3.5 9.09 584 0.96! 4 27.23
838 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 1977.8 (M:1977.8) 29 26.5 6.35 18 1.00! 14 37.81



839 true ENSGALP00000019161 WW domain binding protein 11 - CGNC Symbol 53212 66.4 5.4 1 171.9 (M:171.9) 3 4.1 6.53 896 0.61 1
840 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 1 830.7 (M:830.7) 10 18.6 6.35 127 1.70! 5 103.32
841 true ENSGALP00000019178 ubiquitin-like modifier activating enzyme 6 - CGNC Symbol 8930 115 5.8 1 154.1 (M:154.1) 3 3.5 5.25 973 1.39! 1
842 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 374.8 (M:374.8) 8 11.1 8.87 408 0.73! 3 34.36
843 true ENSGALP00000019224 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate cyclohyd       100.2 8.7 1 248.2 (M:248.2) 3 2.9 5.84 644 1.33! 1
844 true ENSGALP00000019298 protein phosphatase 2 regulatory subunit B' epsilon isoform - CGNC Symbol 8975 50.7 6.1 3 205.7 (M:205.7) 4 6.2 8.08 779 0.74 2 46.49
845 true ENSGALP00000019299 small nuclear ribonucleoprotein D1 polypeptide - CGNC Symbol 8976 13.5 11.4 1 132.4 (M:132.4) 2 10.7 9.6 1076 1.18 1
846 true ENSGALP00000019306 LIM domains containing 1 - CGNC Symbol 8981 61.6 6 1 193.4 (M:193.4) 5 15.3 8.76 813 1.76! 1
847 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 557.6 (M:557.6) 9 15.1 1.39 245 1.03 6 39.04
848 true ENSGALP00000019330 polymerase (DNA) delta interacting protein 3 - CGNC Symbol 8993 45.9 9.9 1 187.7 (M:187.7) 3 6.7 7.02 832 1.08! 1
849 true ENSGALP00000019333 ribosomal RNA processing 7 homolog A (S. cerevisiae) - CGNC Symbol 50643 31.8 9.9 1 86.9 (M:86.9) 2 2.5 6.79 1330 0.84 1
850 true ENSGALP00000019372 transglutaminase 4 (prostate) - CGNC Symbol 51321 78.9 7.5 1 60.9 (M:60.9) 1 2.8 15.16 1427
851 true ENSGALP00000019398 kinesin family member 15 - CGNC Symbol 9023 162.2 5.5 1 334.6 (M:334.6) 7 4.9 9.43 461 0.58! 4 29.76
852 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 364.8 (M:364.8) 7 46.1 6.06 422 1.75! 4 143.23
853 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 1063.0 (M:1063.0) 17 23.9 6.96 77 1.66! 6 32.24
854 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 682.7 (M:682.7) 10 30.7 3.07 178 0.93! 4 82.67
855 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 394.2 (M:394.2) 7 45.3 9.15 381 1.31 3 39.63
856 true ENSGALP00000019569 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 50650 40.2 5.1 1 283.7 (M:283.7) 5 11.1 12.52 551 1.34 4 60.73
857 true ENSGALP00000019582 dishevelled associated activator of morphogenesis 1 - CGNC Symbol 9108 117.8 6.6 1 150.1 (M:150.1) 2 1.4 1.84 990
858 true ENSGALP00000019629 proteasome subunit alpha 3 - CGNC Symbol 9125 28.5 4.9 1 88.2 (M:88.2) 2 9 7.71 1325 1.19! 2 61.18
859 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 307.4 (M:307.4) 7 7 6.51 509 1.26! 3 5.28
860 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 384.7 (M:384.7) 7 17.6 8.9 391 3.85! 2 116.72
861 true ENSGALP00000019704 NME/NM23 family member 8 - CGNC Symbol 9158 67.7 4.9 1 48.6 (M:48.6) 1 2 15.85 1472 1.28! 1
862 true ENSGALP00000019726 engulfment and cell motility 1 - CGNC Symbol 51330 83.7 5.9 2 391.9 (M:391.9) 5 7.3 11.54 386 1.11! 3 20.42
863 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 172.1 (M:172.1) 3 7.2 3.2 895 2.88 2 7.5
864 true ENSGALP00000019758 Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) m     9.6 7.9 1 162.6 (M:162.6) 3 20.9 11.71 929 1.19 1
865 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 809.4 (M:809.4) 15 24.8 7.34 138 1.71! 6 28.67
866 true ENSGALP00000019816 HERPUD family member 2 - CGNC Symbol 9218 44.7 5.2 1 65.0 (M:65.0) 1 3.9 0.59 1415 1.15 1
867 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 2 917.6 (M:917.6) 20 36.8 9.29 104 1.07! 10 14.65
868 true ENSGALP00000019931 RAP1 GTP-GDP dissociation stimulator 1 - CGNC Symbol 9282 66.1 5.2 1 389.1 (M:389.1) 8 11.4 6.15 390 0.46! 3 26.09
869 true ENSGALP00000019961 methionyl aminopeptidase 1 - CGNC Symbol 9297 39.1 7.4 2 41.7 (M:41.7) 1 4.9 6.22 1484
870 true ENSGALP00000019967 alcohol dehydrogenase 5 (class III) chi polypeptide - CGNC Symbol 9300 39.6 8.1 1 188.0 (M:188.0) 4 11 8.65 830 1.17! 2 43.8
871 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 2218.6 (M:2218.6) 41 35.2 6.56 10 1.29! 22 28.4
872 true ENSGALP00000019994 UBX domain protein 4 - CGNC Symbol 9310 57 5.8 1 138.2 (M:138.2) 3 6.7 11.55 1054 0.93! 1
873 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 348.8 (M:348.8) 8 13.5 8.52 442 1.01! 3 8.34
874 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 138.5 (M:138.5) 2 8.4 7.05 1053 1 1
875 true ENSGALP00000020134 3-hydroxybutyrate dehydrogenase type 2 - CGNC Symbol 9371 26.8 6.8 1 134.2 (M:134.2) 3 15.1 10.97 1068 0.48 1
876 true ENSGALP00000020147 minichromosome maintenance complex component 6 - CGNC Symbol 9378 103.3 5.4 2 959.9 (M:959.9) 21 14.6 6.74 91 1.14! 11 89.15
877 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 813.6 (M:813.6) 17 20.3 6.7 137 1.10! 9 29.09
878 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 270.6 (M:270.6) 4 2.1 3.92 593 1.36! 2 8.97
879 true ENSGALP00000020185 Gallus gallus chromosome 5 open reading frame human C14orf166 (C5H14ORF166) mRNA. - RefSeq m  27.4 5.8 1 126.2 (M:126.2) 2 8.8 9.76 1111
880 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 221.4 (M:221.4) 6 5.2 5.32 718 1.16 4 19.16
881 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 349.3 (M:349.3) 8 8.1 8.32 441 1.34! 4 32.57
882 true ENSGALP00000020278 SH3-domain binding protein 1 - CGNC Symbol 54092 70.2 5.8 2 56.6 (M:56.6) 1 1.7 1.51 1445
883 true ENSGALP00000020310 SET binding factor 1 - CGNC Symbol 9447 200.1 7 1 261.9 (M:261.9) 5 2.1 3.63 610 1.58! 2 0.27
884 true ENSGALP00000020349 pre-mRNA processing factor 39 - HGNC:20314 81 4.9 1 278.7 (M:278.7) 7 8.9 5.94 562 0.91! 2 8.31
885 true ENSGALP00000020435 PRP40 pre-mRNA processing factor 40 homolog A (S. cerevisiae) - CGNC Symbol 48984 95.7 6.7 2 212.7 (M:212.7) 1 1.7 11.33 754
886 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 270.7 (M:270.7) 5 16.6 8.68 592 1.41! 2 31.31
887 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 2 5585.0 (M:5585.0) 98 32.8 6.76 1 1.64! 43 52.92
888 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 845.7 (M:845.7) 18 19.3 6.78 123 0.94! 10 70.78
889 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 2 271.5 (M:271.5) 5 8.4 9.91 588 1.07 3 19.79
890 true ENSGALP00000020530 chromosome 9 open reading frame 64 - HGNC:28144 39 5.8 1 176.9 (M:176.9) 5 7.6 13.03 879 1.15 2 0.75
891 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 70.7 (M:70.7) 1 2.8 6.67 1393
892 true ENSGALP00000020604 RIC8 guanine nucleotide exchange factor B - CGNC Symbol 9595 60.5 5.3 1 102.1 (M:102.1) 1 3.7 0.23 1254
893 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 418.6 (M:418.6) 8 13.6 9.11 357 0.79 5 26.81
894 true ENSGALP00000020737 nucleoporin 153kDa - CGNC Symbol 9650 146.7 8.6 1 370.7 (M:370.7) 7 5.2 8.71 413 1.00! 3 37.46
895 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 1116.3 (M:1116.3) 23 19 6.97 70 0.69! 12 40.11
896 true ENSGALP00000020792 nucleoporin 37kDa - CGNC Symbol 9674 36.9 5.9 1 161.5 (M:161.5) 3 8.3 4.97 933 0.9 2 6.1
897 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 382.5 (M:382.5) 5 9.9 3.03 393 1.1 3 10.91
898 true ENSGALP00000020867 enoyl-CoA delta isomerase 2 - CGNC Symbol 9709 44 8.7 1 125.2 (M:125.2) 2 3.8 5.52 1114 2.29 1
899 true ENSGALP00000020874 pre-mRNA processing factor 4B - CGNC Symbol 9712 126.7 10.3 1 195.9 (M:195.9) 5 4.9 15.03 807 0.75! 1
900 true ENSGALP00000020953 serpin peptidase inhibitor clade B (ovalbumin) member 6 - CGNC Symbol 51364 43.1 5.2 1 186.7 (M:186.7) 5 10 11.62 838 1.79! 2 24.52
901 true ENSGALP00000021028 radixin - CGNC Symbol 49356 68.4 5.9 1 819.8 (M:819.8) 15 14.3 6.13 135 1.18! 9 69.69
902 true ENSGALP00000021030 protein kinase DNA-activated catalytic polypeptide - CGNC Symbol 49288 472.1 7 1 240.2 (M:240.2) 3 0.8 12.4 668 1.36! 2 15.92
903 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 1416.4 (M:1416.4) 26 18.6 7.24 42 0.91! 14 19.27
904 true ENSGALP00000021055 dynamin 1-like - CGNC Symbol 9791 77.6 6.2 1 322.7 (M:322.7) 4 3.6 12.41 483 2.22! 2 28.52
905 true ENSGALP00000021206 small nuclear ribonucleoprotein U11/U12 subunit 48 - CGNC Symbol 9843 37.5 9.5 1 60.7 (M:60.7) 2 3.1 2.69 1429 1.17 1
906 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 109.7 (M:109.7) 3 14 12.43 1211 1.69 1
907 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 1207.4 (M:1207.4) 28 31.4 7.59 61 0.84! 14 48.55
908 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 621.7 (M:621.7) 9 24.4 4.47 206 1.06! 5 17.19
909 true ENSGALP00000021333 IKAROS family zinc finger 1 (Ikaros) - CGNC Symbol 49585 57.6 6.1 1 392.2 (M:392.2) 7 8.9 4.05 385 0.77! 3 16.4
910 true ENSGALP00000021343 serine/threonine kinase receptor associated protein - CGNC Symbol 9899 38.1 5 1 73.5 (M:73.5) 1 6.3 10.64 1382
911 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 146.2 (M:146.2) 2 17.6 13.6 1009
912 true ENSGALP00000021405 Gallus gallus YKT6 v-SNARE homolog (S. cerevisiae) (YKT6) mRNA. - RefSeq mRNA NM_001113744 22.4 5.5 1 165.2 (M:165.2) 4 12.1 4.33 918 1.42 2 9.51
913 true ENSGALP00000021455 zinc finger protein 830 - CGNC Symbol 9934 41.4 5.1 1 118.0 (M:118.0) 2 5.7 0.15 1154 1 1
914 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 406.6 (M:406.6) 5 9.3 5.5 369 1.03! 2 18.74
915 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 524.4 (M:524.4) 8 11.1 7.18 270 0.84 4 32.45
916 true ENSGALP00000021515 aryl hydrocarbon receptor interacting protein - CGNC Symbol 49180 37.5 6.8 1 90.0 (M:90.0) 2 4 6.88 1316 1.36! 1
917 true ENSGALP00000021519 NADH:ubiquinone oxidoreductase subunit S6 - CGNC Symbol 9959 14 9.2 1 109.9 (M:109.9) 3 28.1 6.59 1209 0.99 2 14.52
918 true ENSGALP00000021544 centromere protein E - CGNC Symbol 51810 257.7 5.1 1 169.1 (M:169.1) 1 0.4 24.11 899
919 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 713.0 (M:713.0) 12 19.8 7.07 169 1.42! 7 17.93
920 true ENSGALP00000021661 lysine (K)-specific demethylase 2A - CGNC Symbol 10022 133.5 7.4 1 131.7 (M:131.7) 2 1.2 1.82 1081 1.29! 1
921 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 915.4 (M:915.4) 13 22.4 7.09 105 1 6 26.97
922 true ENSGALP00000021742 Histone H2B 1/2/3/4/6 - UP P0C1H3 13.9 10.3 3 1417.3 (M:1417.3) 26 54.8 5.96 41 1.6 16 82.95
923 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 619.3 (M:619.3) 11 36.1 7.69 208 1.45 8 112.71
924 true ENSGALP00000021752 ATP binding cassette subfamily F member 2 - CGNC Symbol 10054 71.2 6.9 1 124.1 (M:124.1) 2 3.7 17.31 1124 1.78 2 88.16
925 true ENSGALP00000021769 scaffold attachment factor B - CGNC Symbol 52657 103.7 5.5 1 143.2 (M:143.2) 4 2.3 4.43 1027 1.06 2 20.52
926 true ENSGALP00000021770 transducin (beta)-like 1X-linked - CGNC Symbol 52656 56.6 5.4 3 240.3 (M:240.3) 4 7.8 13.25 667 0.28! 2 163.26
927 true ENSGALP00000021785 no description available 27.8 8.8 1 60.3 (M:60.3) 1 7.5 14.97 1432
928 true ENSGALP00000021795 DNA ligase 1 - HGNC:6598 85.5 6.7 1 319.9 (M:319.9) 7 9 11.39 488 0.92! 3 41.65
929 true ENSGALP00000021837 ubiquitin like modifier activating enzyme 3 - CGNC Symbol 52666 51.6 5.3 1 101.4 (M:101.4) 2 6.9 9.69 1255
930 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 568.4 (M:568.4) 9 13.9 7.16 238 0.93! 4 20.89
931 true ENSGALP00000021854 Gallus gallus DSN1 homolog MIS12 kinetochore complex component (DSN1) mRNA. - RefSeq mRNA N 38.7 6.3 1 36.5 (M:36.5) 1 6.6 7.73 1498
932 true ENSGALP00000021877 ATPase 13A1 - HGNC:24215 139.8 9 1 184.2 (M:184.2) 4 3.3 9.81 848 1.43! 1
933 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 245.2 (M:245.2) 3 7.4 3.73 651 1.12 1
934 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 2 1209.1 (M:1209.1) 20 30 5.22 59 0.55! 11 24.63
935 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 406.5 (M:406.5) 8 7.9 8.47 370 1.75 3 17.68
936 true ENSGALP00000021957 spectrin repeat containing nuclear envelope 1 - CGNC Symbol 10146 1012.3 5.4 1 612.3 (M:612.3) 10 1.6 10.29 211 2.11! 2 56.6
937 true ENSGALP00000021996 cell cycle associated protein 1 - CGNC Symbol 10161 77.9 5.1 1 337.1 (M:337.1) 7 4.8 2.83 459 0.77 5 176.43
938 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 8 512.6 (M:512.6) 10 16.9 7.1 278 1.21! 4 37.46
939 true ENSGALP00000022023 nucleoporin 98kDa - CGNC Symbol 10169 195.3 5.7 1 596.2 (M:596.2) 13 6.3 7.67 219 0.94! 7 10.71
940 true ENSGALP00000022208 AT rich interactive domain 1B (SWI1-like) - CGNC Symbol 10249 197.8 6 1 272.3 (M:272.3) 7 3.8 5.41 581 1.09! 4 56.69
941 true ENSGALP00000022243 aminopeptidase puromycin sensitive - CGNC Symbol 10259 97.2 5.3 1 180.0 (M:180.0) 5 4.4 11.79 867 1.85! 2 82.69
942 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 185.3 (M:185.3) 3 24.6 9.91 845 1.41 1
943 true ENSGALP00000022269 phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide synth     48.1 8.5 1 416.5 (M:416.5) 11 15.7 6.99 360 1.02! 6 54.57
944 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 865.2 (M:865.2) 16 13.7 5.04 117 0.95! 9 98.02
945 true ENSGALP00000022311 mitochondrial ribosomal protein L47 - CGNC Symbol 52304 29.4 10.5 1 116.1 (M:116.1) 3 7.2 8.42 1169 0.49 1
946 true ENSGALP00000022375 vesicle (multivesicular body) trafficking 1 - CGNC Symbol 10336 33.9 6.1 1 138.5 (M:138.5) 5 10.1 10.79 1052 1.16! 3 25.02
947 true ENSGALP00000022392 transportin 3 - CGNC Symbol 10345 96.2 5.4 1 207.6 (M:207.6) 4 4.7 2.5 767 1.03! 1
948 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 184.4 (M:184.4) 3 27.2 7.83 847 3.71! 1
949 true ENSGALP00000022433 polymerase (RNA) II subunit I - HGNC:9196 14.4 5 1 40.9 (M:40.9) 1 8.8 4.77 1490
950 true ENSGALP00000022434 AFG3-like AAA ATPase 2 - CGNC Symbol 10366 89.2 8.9 1 293.2 (M:293.2) 7 9.2 14.38 535 0.80! 1
951 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 4 2317.5 (M:2317.5) 38 45 5.28 9 0.93! 20 38.3
952 true ENSGALP00000022449 protein tyrosine phosphatase non-receptor type 2 - CGNC Symbol 10374 48.8 9 1 168.7 (M:168.7) 5 12.6 15.55 901 1.12 4 10.65
953 true ENSGALP00000022479 RNA (guanine-7-) methyltransferase - CGNC Symbol 10392 47.5 5.5 1 142.5 (M:142.5) 3 5.8 3.77 1032 1.45 1
954 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 351.4 (M:351.4) 6 13.5 12.63 438 1.08! 2 1.27
955 true ENSGALP00000022545 BCL2-associated transcription factor 1 - CGNC Symbol 64987 106.1 10 1 190.0 (M:190.0) 5 5.8 9.71 825 0.66! 2 3.73
956 true ENSGALP00000022600 sarcoglycan beta - CGNC Symbol 10442 34.5 9.2 1 68.8 (M:68.8) 1 5.4 7.84 1402
957 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 454.7 (M:454.7) 9 47.7 10.24 315 0.73 4 10.02
958 true ENSGALP00000022646 erythrocyte membrane protein band 4.1-like 2 - CGNC Symbol 10465 107.4 5.3 1 117.5 (M:117.5) 2 2.9 10.31 1157 0.90! 1



959 true ENSGALP00000022724 embryonic ectoderm development - CGNC Symbol 10494 50.3 6.5 1 114.8 (M:114.8) 3 6.5 10.88 1177 0.89! 2 1.45
960 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 272.8 (M:272.8) 6 13.4 7.32 577 1.68 3 35
961 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 1 825.7 (M:825.7) 13 20.6 10.61 130 1.25! 8 41.81
962 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 260.4 (M:260.4) 6 14 7.73 616 0.83! 3 16.96
963 true ENSGALP00000022839 ADP-ribosylation factor GTPase activating protein 3 - CGNC Symbol 50708 48.6 7.7 1 58.0 (M:58.0) 1 3 8.62 1443
964 true ENSGALP00000022849 LIM and senescent cell antigen-like domains 1 - CGNC Symbol 49937 37.2 8.5 1 93.5 (M:93.5) 2 7.7 1.95 1299 0.57 2 17.62
965 true ENSGALP00000022856 NudC domain containing 3 - CGNC Symbol 10553 39.7 5 1 67.6 (M:67.6) 2 3.1 10.24 1405 1.20! 1
966 true ENSGALP00000022871 tubulin tyrosine ligase like 12 - CGNC Symbol 10561 72.8 5.1 1 91.8 (M:91.8) 3 4.8 2.88 1304 1.03 1
967 true ENSGALP00000022952 PHD finger protein 21B - CGNC Symbol 10597 27.7 9.6 1 36.4 (M:36.4) 1 5 3.92 1499
968 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 478.9 (M:478.9) 8 6.2 3.97 297 1.35! 5 45.49
969 true ENSGALP00000023075 replication factor C subunit 1 - CGNC Symbol 51823 128.4 9.4 1 236.3 (M:236.3) 2 2.6 7.44 683 1.01! 1
970 true ENSGALP00000023081 Gallus gallus suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA NM_001031 119.9 5 1 335.7 (M:335.7) 7 5.3 3.57 460 0.70! 4 74.58
971 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 196.0 (M:196.0) 5 20.9 9.5 805 0.52 3 46.78
972 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 490.9 (M:490.9) 13 10.9 8.54 289 1.71! 6 68.6
973 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 406.3 (M:406.3) 10 22.6 4.48 371 1.33! 4 29.57
974 true ENSGALP00000023165 heterogeneous nuclear ribonucleoprotein K - CGNC Symbol 9556 47.3 5.6 2 1458.2 (M:1458.2) 28 45.3 7.43 36 1.07! 12 38.77
975 true ENSGALP00000023172 galectin-8 - Refseq NP_001010843 33.7 8.2 2 86.6 (M:86.6) 3 6.4 7.73 1331 0.89 2 40.76
976 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 364.2 (M:364.2) 5 18.3 9.06 423 1.05! 3 14.56
977 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 2 914.6 (M:914.6) 15 11.4 5.7 106 0.95! 6 10.64
978 true ENSGALP00000023239 cystatin B (stefin B) - CGNC Symbol 10723 11.2 6.2 1 78.7 (M:78.7) 3 42.9 3.07 1360
979 true ENSGALP00000023242 coiled-coil domain containing 58 - CGNC Symbol 10725 16.7 7.7 1 95.7 (M:95.7) 1 13.9 4.43 1288
980 true ENSGALP00000023262 TAP binding protein like - CGNC Symbol 10731 48.1 5.4 1 48.5 (M:48.5) 1 3.2 3.93 1473
981 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 448.0 (M:448.0) 7 28.1 6.47 321 1.19 4 33.85
982 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 671.5 (M:671.5) 17 10.3 7.38 184 1.06! 8 53.14
983 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 1250.9 (M:1250.9) 17 31.4 8.85 55 1.66! 8 27.42
984 true ENSGALP00000023281 NOP2 nucleolar protein - CGNC Symbol 10744 71.5 8.6 1 193.2 (M:193.2) 4 4.2 7.2 815 0.83! 2 14.92
985 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 1059.5 (M:1059.5) 22 26 7 78 0.75! 12 19.41
986 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 2 996.8 (M:996.8) 22 8.6 8.53 85 1.22! 10 19.46
987 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 239.9 (M:239.9) 6 10.1 4.45 670 1.41 4 34.9
988 true ENSGALP00000023352 myosin heavy chain 10 non-muscle - CGNC Symbol 49817 228.9 5.4 1 1425.7 (M:1425.7) 29 9.9 5.32 38 1.55! 12 42.73
989 true ENSGALP00000023364 NOP56 ribonucleoprotein - CGNC Symbol 10777 52.2 9.3 1 248.6 (M:248.6) 7 9 2.37 643 1.32! 2 0.14
990 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 575.7 (M:575.7) 9 10.5 3.92 234 1.69! 3 19.64
991 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 1750.6 (M:1750.6) 24 62.5 6.89 24 2.57! 14 69.41
992 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 623.4 (M:623.4) 10 12.3 5.78 205 1.36 4 39.37
993 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 524.3 (M:524.3) 10 25.6 3.37 271 0.91! 6 65.56
994 true ENSGALP00000023454 N-acetyltransferase 10 - CGNC Symbol 10818 115.3 8.6 1 272.6 (M:272.6) 7 5.1 4.45 579 0.89! 3 29.45
995 true ENSGALP00000023456 selenophosphate synthetase 1 - CGNC Symbol 10819 42.9 5.6 1 82.0 (M:82.0) 2 3.3 7.14 1348 12.82 1
996 true ENSGALP00000023543 SAP domain-containing ribonucleoprotein - Refseq NP_001026495 23.4 6.8 1 143.5 (M:143.5) 4 11 18.82 1024 1.1 2 18.74
997 true ENSGALP00000023574 regulation of nuclear pre-mRNA domain containing 2 - CGNC Symbol 52333 136.5 6.1 1 354.3 (M:354.3) 6 3 4.63 433 1.18! 3 12.26
998 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 402.2 (M:402.2) 7 10.5 4.52 375 1.17! 3 37.37
999 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 804.0 (M:804.0) 19 19.4 4.48 141 1.26! 9 58.88

1000 true ENSGALP00000023673 Ski2 like RNA helicase 2 - CGNC Symbol 10905 133.4 8.4 1 301.7 (M:301.7) 7 4 5.93 515 1.19! 3 22.2
1001 true ENSGALP00000023833 WD repeat domain 3 - CGNC Symbol 10970 105.5 6.3 1 180.3 (M:180.3) 5 4.8 9.2 865 1.32! 4 48.84
1002 true ENSGALP00000023856 Gallus gallus N(alpha)-acetyltransferase 50 NatE catalytic subunit (NAA50) mRNA. - RefSeq mRNA NM 19.5 8.9 1 74.4 (M:74.4) 2 8.8 0.6 1378 1.01 1
1003 true ENSGALP00000023866 structural maintenance of chromosomes flexible hinge domain containing 1 - CGNC Symbol 10985 226.6 7.4 1 438.4 (M:438.4) 11 4.6 8.19 335 0.90! 5 17.37
1004 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 828.3 (M:828.3) 16 19.7 10.44 128 0.96! 9 27.64
1005 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 366.5 (M:366.5) 9 34.9 10.05 417 2.43 4 48.44
1006 true ENSGALP00000023936 3-hydroxy-3-methylglutaryl-CoA synthase 1 (soluble) - CGNC Symbol 49779 57.6 5.5 1 75.7 (M:75.7) 2 1.9 5.41 1371 0.58! 1
1007 true ENSGALP00000023942 poly(A) binding protein interacting protein 1 - CGNC Symbol 53015 52.3 4.6 1 181.0 (M:181.0) 4 6.5 2.7 862 1.54! 1
1008 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 285.4 (M:285.4) 8 9.3 8.85 549 1.64! 2 47.94
1009 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 87.1 (M:87.1) 2 3 10.48 1329 1.89 1
1010 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 201.5 (M:201.5) 5 5.6 13.53 793 1.04 3 16.9
1011 true ENSGALP00000024086 5'-nucleotidase domain containing 1 - CGNC Symbol 11115 52 5.2 1 123.1 (M:123.1) 2 3.7 12.7 1130 1.13 1
1012 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 368.3 (M:368.3) 7 4.5 7.16 415 4.75! 1
1013 true ENSGALP00000024139 phospholipase A1 member A - CGNC Symbol 11145 50 8.8 1 48.1 (M:48.1) 2 3.9 14.35 1475 0.72 1
1014 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 1 526.4 (M:526.4) 8 4.9 4.32 268 0.63! 4 27.28
1015 true ENSGALP00000024213 ribosome production factor 2 homolog - CGNC Symbol 11187 35.1 9.9 1 164.6 (M:164.6) 5 14.7 13.27 919 0.57! 1
1016 true ENSGALP00000024253 cell division cycle 40 - CGNC Symbol 11202 65.7 6.2 1 260.0 (M:260.0) 4 8.1 11.93 620 2.36! 2 96.54
1017 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 270.6 (M:270.6) 6 12.7 11.22 594 0.74! 3 0.16
1018 true ENSGALP00000024296 HAUS augmin like complex subunit 6 - CGNC Symbol 53024 105.2 4.6 1 53.3 (M:53.3) 1 1.3 22.95 1458 0.59! 1
1019 true ENSGALP00000024326 PC4 and SFRS1 interacting protein 1 - CGNC Symbol 54295 62.6 9.3 2 187.2 (M:187.2) 3 4.5 13.42 835 1.18 2 11.01
1020 true ENSGALP00000024417 trafficking protein particle complex 8 - CGNC Symbol 11281 160.8 6.4 1 111.4 (M:111.4) 2 1.7 2.02 1199 1.34! 1
1021 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 121.4 (M:121.4) 2 8.3 8.21 1136 0.67 1
1022 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 271.8 (M:271.8) 4 6.4 2.62 585 1.09 3 28.58
1023 true ENSGALP00000024484 autophagy related 3 - CGNC Symbol 11313 35.6 4.6 1 140.9 (M:140.9) 2 7 7.23 1040 1.21 1
1024 true ENSGALP00000024509 spleen tyrosine kinase - CGNC Symbol 53036 72.4 8.2 2 342.9 (M:342.9) 7 11.2 10.21 451 0.88! 5 119.94
1025 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 99.5 (M:99.5) 2 5.2 4.17 1269 1.39 1
1026 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 2 663.8 (M:663.8) 11 28.2 7.9 188 0.99! 5 13.17
1027 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 311.4 (M:311.4) 8 7.8 6.65 500 0.98 4 19.92
1028 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 261.0 (M:261.0) 5 11.4 3.92 614 1.25 3 52.53
1029 true ENSGALP00000024698 PEST proteolytic signal containing nuclear protein - CGNC Symbol 11416 19.1 7.9 1 115.4 (M:115.4) 2 9.6 6.42 1173 1.15! 1
1030 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 486.2 (M:486.2) 8 18.5 10.16 291 0.60! 5 60.18
1031 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 80.4 (M:80.4) 2 4.7 11.43 1352 0.60! 1
1032 true ENSGALP00000024757 ATP synthase H+ transporting mitochondrial Fo complex subunit E - CGNC Symbol 11448 8.3 7.9 1 124.2 (M:124.2) 3 35.2 5.65 1122 1.20! 2 12.4
1033 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 260.4 (M:260.4) 4 5.2 6.25 615 1.04 3 19.83
1034 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 94.5 (M:94.5) 1 3.7 6.81 1294
1035 true ENSGALP00000024858 RCSD domain containing 1 - CGNC Symbol 50771 40.1 5 1 203.9 (M:203.9) 5 10.5 7.7 787 0.82! 2 67.08
1036 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 160.3 (M:160.3) 4 9.4 10.18 937 1.38 3 14.29
1037 true ENSGALP00000025005 RAD23 homolog B (S. cerevisiae) - CGNC Symbol 11587 43.1 4.7 1 146.5 (M:146.5) 4 4.2 3.04 1006 1.03 2 27.94
1038 true ENSGALP00000025019 ring finger protein 20 E3 ubiquitin protein ligase - CGNC Symbol 53045 114.7 5.7 1 292.5 (M:292.5) 4 2.8 6.22 538 1.45! 2 0.09
1039 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 368.9 (M:368.9) 8 25.2 10.05 414 0.84 6 13.67
1040 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 748.8 (M:748.8) 17 36.3 6.67 157 0.96! 11 48.41
1041 true ENSGALP00000025273 negative elongation factor complex member A - CGNC Symbol 11709 58.7 9.1 1 49.2 (M:49.2) 1 2.8 1.33 1470
1042 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 103.5 (M:103.5) 3 11.6 11.36 1244 0.65! 1
1043 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 289.7 (M:289.7) 7 41 9.11 543 0.68! 4 39.62
1044 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 2 280.3 (M:280.3) 6 6.7 7.89 557 1.49 3 27.01
1045 true ENSGALP00000025356 ATP synthase H+ transporting mitochondrial Fo complex subunit F6 - CGNC Symbol 11749 12.5 9.4 1 68.6 (M:68.6) 1 12.8 7.04 1403
1046 true ENSGALP00000025396 ubiquitin conjugating enzyme E2 J1 - CGNC Symbol 11765 34.7 8.5 1 63.5 (M:63.5) 1 4.7 3.51 1420
1047 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 513.5 (M:513.5) 10 9.8 6.89 276 1.05! 4 9.75
1048 true ENSGALP00000025448 ubiquitin specific peptidase 16 - CGNC Symbol 11798 93.4 5.6 1 58.4 (M:58.4) 1 1.2 22.79 1442
1049 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 910.0 (M:910.0) 17 21.9 6.33 107 0.75! 9 46.59
1050 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 480.0 (M:480.0) 11 8.9 6.93 296 1.26 6 18.22
1051 true ENSGALP00000025476 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 73 9 2 1010.3 (M:1010.3) 21 19 6.35 83 1.38! 11 21.87
1052 true ENSGALP00000025508 SR-related CTD-associated factor 4 - CGNC Symbol 11826 120.8 9.6 2 317.9 (M:317.9) 6 6.7 10.46 490 1.21! 3 18.98
1053 true ENSGALP00000025512 phosphoglucomutase 3 - CGNC Symbol 11829 59.9 6.2 1 189.9 (M:189.9) 6 8.3 5.81 826 1.94! 4 28.82
1054 true ENSGALP00000025525 carbonic anhydrase II - CGNC Symbol 11834 29 6.6 1 208.2 (M:208.2) 5 15.4 11.5 765 0.90! 2 5.41
1055 true ENSGALP00000025563 pleckstrin homology domain interacting protein - CGNC Symbol 11851 186.6 9.1 1 246.5 (M:246.5) 2 1.1 9.33 647 1.02! 1
1056 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 154.8 (M:154.8) 5 11.3 11.35 968 0.92! 3 20.85
1057 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 2 1304.0 (M:1304.0) 22 41.3 7.75 53 0.84! 9 21.41
1058 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 314.5 (M:314.5) 8 10.3 12.33 494 0.85 5 12.01
1059 true ENSGALP00000025669 small ArfGAP 1 - HGNC:19651 48.1 8.7 1 98.0 (M:98.0) 3 7.4 14.21 1276
1060 true ENSGALP00000025680 KIAA1429 - CGNC Symbol 11918 202.8 4.8 1 108.9 (M:108.9) 2 0.8 7.09 1216 1.28! 1
1061 true ENSGALP00000025727 protein tyrosine phosphatase receptor type A - CGNC Symbol 49633 90.5 6.6 2 213.3 (M:213.3) 7 10 3.97 752 1.83! 2 6.77
1062 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 264.7 (M:264.7) 4 13.8 6.89 606 0.94! 2 10.19
1063 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 275.8 (M:275.8) 3 7.4 11.02 572 7.81! 1
1064 true ENSGALP00000025794 MORC family CW-type zinc finger 3 - CGNC Symbol 11977 105.2 5.4 1 137.0 (M:137.0) 2 1.6 13.67 1060 0.94 1
1065 true ENSGALP00000025797 chromatin assembly factor 1 subunit B - CGNC Symbol 11983 62.6 7.6 1 44.0 (M:44.0) 1 1.4 4.11 1481
1066 true ENSGALP00000025803 ubiquitin protein ligase E3 component n-recognin 5 - CGNC Symbol 51215 308 5.6 1 255.3 (M:255.3) 6 1.9 4.4 628 0.89! 2 1.45
1067 true ENSGALP00000025808 ribonucleotide reductase M2 B (TP53 inducible) - CGNC Symbol 11989 40.4 5 1 103.0 (M:103.0) 2 5.7 1.88 1248
1068 true ENSGALP00000025846 solute carrier family 25 member 32 - CGNC Symbol 12008 35.6 9.7 1 107.8 (M:107.8) 1 6.5 23.9 1221
1069 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 207.9 (M:207.9) 6 13 5.92 766 1.22! 2 6.29
1070 true ENSGALP00000025921 RAD21 cohesin complex component - CGNC Symbol 12049 72 4.6 1 205.9 (M:205.9) 5 7.1 11.58 776 1.50! 2 11.13
1071 true ENSGALP00000025924 eukaryotic translation initiation factor 3 subunit H - CGNC Symbol 12051 39.5 6 1 53.5 (M:53.5) 1 5.7 1.62 1457
1072 true ENSGALP00000025935 tissue specific transplantation antigen P35B - CGNC Symbol 12057 36.4 6.9 1 37.8 (M:37.8) 1 2.8 1.17 1496
1073 true ENSGALP00000025937 eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC Symbo  76.1 4.9 1 394.2 (M:394.2) 6 8.3 2.36 382 0.72! 4 12.27
1074 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 120.0 (M:120.0) 2 14 1.44 1146 1.42! 1
1075 true ENSGALP00000026067 U2 small nuclear RNA auxiliary factor 1 - CGNC Symbol 49287 27.7 9.1 1 210.5 (M:210.5) 7 19.4 9.62 759 1.64 5 22.91
1076 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 132.2 (M:132.2) 3 7.5 5.69 1077 1.1 2 2.11
1077 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 1 1001.2 (M:1001.2) 21 20.1 7.82 84 1.16! 13 55.73
1078 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 463.5 (M:463.5) 8 25.7 10.01 309 0.81 4 24.65



1079 true ENSGALP00000026127 thyroglobulin - CGNC Symbol 65221 299.7 4.9 1 167.7 (M:167.7) 3 1 14.21 905 0.79! 1
1080 true ENSGALP00000026130 ubiquitin specific peptidase 9 X-linked - CGNC Symbol 50795 290 5.6 1 443.7 (M:443.7) 12 2.7 9.17 329 1.07! 7 16.03
1081 true ENSGALP00000026180 PHD finger protein 3 - CGNC Symbol 12162 222.1 6.4 1 229.2 (M:229.2) 2 0.8 3.01 696 1.05! 1
1082 true ENSGALP00000026194 primase (DNA) subunit 2 - CGNC Symbol 12170 58.7 8.5 1 191.9 (M:191.9) 3 5.3 7.92 819 0.60! 1
1083 true ENSGALP00000026288 zinc finger protein X-linked - CGNC Symbol 50801 89.7 5.7 1 214.9 (M:214.9) 5 5.7 18.42 746 1.79! 2 17.38
1084 true ENSGALP00000026301 NADH:ubiquinone oxidoreductase subunit B9 - CGNC Symbol 12221 21.9 8.9 1 137.8 (M:137.8) 2 6.7 7.51 1055 0.93 1
1085 true ENSGALP00000026307 Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 50 51.1 8.5 1 443.7 (M:443.7) 8 12.5 7.04 328 0.85! 4 12.1
1086 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 261.3 (M:261.3) 4 9.7 11.39 613 0.82! 1
1087 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 266.4 (M:266.4) 7 29.7 3.81 603 0.93 3 41.81
1088 true ENSGALP00000026380 tumor suppressing subtransferable candidate 1 - CGNC Symbol 12263 43.7 4.9 1 112.9 (M:112.9) 2 8 5.82 1188 1.73 1
1089 true ENSGALP00000026392 ribosomal protein S7 - CGNC Symbol 51562 22.3 10.1 1 176.0 (M:176.0) 6 17.3 3.58 882 1.25! 3 23.14
1090 true ENSGALP00000026443 cleavage and polyadenylation specific factor 3 - CGNC Symbol 12295 64.4 5.6 1 36.0 (M:36.0) 1 1.9 9.39 1502
1091 true ENSGALP00000026444 isoamyl acetate-hydrolyzing esterase 1 homolog - CGNC Symbol 12296 27.6 5.7 1 115.2 (M:115.2) 4 18.5 8.43 1174
1092 true ENSGALP00000026458 paired box 5 - CGNC Symbol 49160 42 8.9 1 78.9 (M:78.9) 2 6.4 3.21 1359
1093 true ENSGALP00000026474 ribonucleotide reductase M2 - CGNC Symbol 12309 44.4 5.7 1 146.8 (M:146.8) 5 13.3 6.07 1005 0.89! 2 51.24
1094 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 807.8 (M:807.8) 13 19 9.09 139 0.45! 7 83.39
1095 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 563.8 (M:563.8) 13 15.8 6.02 241 1.31! 6 25.46
1096 true ENSGALP00000026558 ATPase family AAA domain containing 2B - HGNC:29230 155.3 6.9 1 151.0 (M:151.0) 4 2.8 5.63 986 0.85! 2 17.86
1097 true ENSGALP00000026567 splicing factor 3b subunit 6 - CGNC Symbol 51580 14.6 9.4 1 132.0 (M:132.0) 4 16.8 11.81 1080 1.06 2 67.98
1098 true ENSGALP00000026573 intersectin 2 - CGNC Symbol 51582 193.4 7.8 1 131.2 (M:131.2) 4 2.7 12.55 1083 1.35 3 15.39
1099 true ENSGALP00000026579 zinc finger protein 512 - CGNC Symbol 12362 64.6 10 1 230.0 (M:230.0) 5 11.2 6.55 693
1100 true ENSGALP00000026615 carbamoyl-phosphate synthetase 2 aspartate transcarbamylase and dihydroorotase - HGNC:1424 200.7 5.9 1 215.4 (M:215.4) 5 2.5 12.82 743 1.13! 1
1101 true ENSGALP00000026633 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      85.7 9.3 1 723.7 (M:723.7) 17 18.6 4.96 165 0.91! 10 50.03
1102 true ENSGALP00000026663 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      50.8 9.4 1 286.1 (M:286.1) 4 8 9.49 547 1.24! 3 29.6
1103 true ENSGALP00000026824 myotubularin related protein 9 - CGNC Symbol 12476 63.5 5.8 1 97.1 (M:97.1) 1 2 4.44 1279 0.98! 1
1104 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 947.3 (M:947.3) 22 18.3 8.64 93 0.69! 8 22.67
1105 true ENSGALP00000026932 CD2-associated protein - CGNC Symbol 12535 71.2 5.8 1 124.3 (M:124.3) 4 5.8 11.04 1121 0.65! 2 24.22
1106 true ENSGALP00000026989 ubiquitin protein ligase E3A - CGNC Symbol 12558 100.9 5.2 1 103.5 (M:103.5) 3 1.9 10.87 1243 1.12 1
1107 true ENSGALP00000027015 eukaryotic translation initiation factor 5B - CGNC Symbol 12572 136.4 5.4 1 287.5 (M:287.5) 7 7 13.95 546 1.62! 1
1108 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 258.5 (M:258.5) 6 24.2 3.36 623 0.9 4 22.07
1109 true ENSGALP00000027063 mitochondrial ribosomal protein S9 - CGNC Symbol 12597 42.9 9.5 1 119.9 (M:119.9) 2 2.7 0.45 1147 0.58 1
1110 true ENSGALP00000027070 NCK adaptor protein 2 - CGNC Symbol 50836 43 6.4 1 75.9 (M:75.9) 2 2.6 4.43 1370 0.91 1
1111 true ENSGALP00000027078 GRIP and coiled-coil domain containing 2 - CGNC Symbol 12608 196 5 1 301.6 (M:301.6) 6 4.3 8.54 516 1.43! 4 70.2
1112 true ENSGALP00000027121 Gallus gallus PCI domain containing 2 (PCID2) mRNA. - RefSeq mRNA NM_001006266 53.5 8.7 1 104.3 (M:104.3) 2 1.5 1.05 1236 1.21! 1
1113 true ENSGALP00000027161 carbohydrate kinase domain containing - CGNC Symbol 50844 32.2 7.1 1 78.4 (M:78.4) 2 7 9.1 1361
1114 true ENSGALP00000027194 tripeptidyl peptidase II - CGNC Symbol 12657 144.1 6.1 1 259.2 (M:259.2) 7 4.7 13.83 621 1.18! 3 9.87
1115 true ENSGALP00000027209 propionyl-CoA carboxylase alpha subunit - CGNC Symbol 12663 78.5 7.8 1 144.8 (M:144.8) 2 2.9 10.5 1017
1116 true ENSGALP00000027216 transmembrane 9 superfamily member 2 - CGNC Symbol 12665 75.3 7 1 230.4 (M:230.4) 4 5 1.63 692 0.87 2 39.7
1117 true ENSGALP00000027238 importin 5 - CGNC Symbol 50851 125.1 4.9 1 204.8 (M:204.8) 5 3.7 9.01 783 0.92! 3 25.14
1118 true ENSGALP00000027299 ES1 protein homolog mitochondrial-like - CGNC Symbol 50857 26.4 6.5 2 237.1 (M:237.1) 6 17.6 5.04 681 3.11! 2 36.73
1119 true ENSGALP00000027304 LIM domain 7 - CGNC Symbol 12702 193.3 7 1 145.0 (M:145.0) 2 1.2 17.73 1014 2.80! 1
1120 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 377.8 (M:377.8) 9 27.4 7.44 404 1.85! 4 41.19
1121 true ENSGALP00000027317 DIS3 homolog exosome endoribonuclease and 3'-5' exoribonuclease - CGNC Symbol 12709 112.7 6.9 1 365.0 (M:365.0) 10 7 7.38 421 1.43 4 24.81
1122 true ENSGALP00000027339 E74-like factor 1 (ets domain transcription factor) - CGNC Symbol 50862 68.2 5 2 284.6 (M:284.6) 10 8.5 7.11 550 1.19! 5 26.39
1123 true ENSGALP00000027373 GPALPP motifs containing 1 - CGNC Symbol 12739 39.2 5 1 100.8 (M:100.8) 3 7.7 9.2 1261 0.8 2 1.82
1124 true ENSGALP00000027374 general transcription factor IIF subunit 2 - CGNC Symbol 12740 28.5 9.2 1 57.4 (M:57.4) 2 13.3 1.07 1444
1125 true ENSGALP00000027387 zinc finger CCCH-type containing 13 - CGNC Symbol 12747 187.5 9.5 1 177.8 (M:177.8) 3 2 15.15 875 0.79! 3 32.98
1126 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 2138.5 (M:2138.5) 35 36.1 8.2 13 1.07! 19 28.52
1127 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 324.4 (M:324.4) 5 14.3 14.89 478 1.96 2 26.82
1128 true ENSGALP00000027401 succinate-CoA ligase ADP-forming beta subunit - CGNC Symbol 12755 50 6.9 1 117.1 (M:117.1) 2 2.8 4.7 1162 0.99 1
1129 true ENSGALP00000027504 neurobeachin - CGNC Symbol 12814 330.2 5.8 1 142.1 (M:142.1) 1 0.3 4.44 1037
1130 true ENSGALP00000027512 replication factor C subunit 3 - CGNC Symbol 12816 40.4 8.4 1 183.8 (M:183.8) 7 20.2 7.53 850 0.65! 4 36.79
1131 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 446.5 (M:446.5) 9 5 7.24 325 1.27! 6 34.39
1132 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 390.2 (M:390.2) 9 7.9 4.9 389 0.78! 4 24.84
1133 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 1145.6 (M:1145.6) 19 35.3 4.29 66 1.38! 11 100.62
1134 true ENSGALP00000027595 nucleoporin 58kDa - CGNC Symbol 12853 60.5 9.4 1 98.6 (M:98.6) 2 4.2 2.04 1274
1135 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 595.6 (M:595.6) 10 29.7 4.95 222 1.20! 4 11.58
1136 true ENSGALP00000027760 CWC15 spliceosome-associated protein - CGNC Symbol 12929 26.6 5.4 1 153.3 (M:153.3) 3 18.7 8.17 979
1137 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 127.2 (M:127.2) 2 3.5 4.35 1103 0.43! 1
1138 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 359.0 (M:359.0) 4 6.9 5.29 430 0.44! 2 18.81
1139 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 827.1 (M:827.1) 17 46.5 7.4 129 0.88! 8 18.24
1140 true ENSGALP00000027964 integrin-linked kinase - CGNC Symbol 13025 45.7 9.2 1 100.9 (M:100.9) 2 5.5 2.25 1259 0.65! 1
1141 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 303.2 (M:303.2) 8 5.1 4.15 513 1.21 4 8.01
1142 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 245.4 (M:245.4) 5 5.8 8.69 650 2.61! 2 10.65
1143 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 253.5 (M:253.5) 6 14 8.3 634 1.20! 3 6.7
1144 true ENSGALP00000027997 dolichyl-phosphate mannosyltransferase polypeptide 1 catalytic subunit - CGNC Symbol 13045 27.2 9.4 1 188.2 (M:188.2) 4 9.5 7.37 829 0.88 2 27.63
1145 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 363.7 (M:363.7) 7 34.6 4.07 425 1 4 10.19
1146 true ENSGALP00000028055 leucine aminopeptidase 3 - CGNC Symbol 4763 56.3 8.5 1 119.5 (M:119.5) 2 2.3 18.04 1148 0.93! 1
1147 true ENSGALP00000028073 ADP ribosylation factor like GTPase 6 interacting protein 5 - CGNC Symbol 13078 21.6 9.5 1 72.0 (M:72.0) 2 8.5 12.57 1390 4.64 1
1148 true ENSGALP00000028084 osteoclast stimulating factor 1 - CGNC Symbol 13080 23.6 5.3 1 190.0 (M:190.0) 3 15.9 0.47 824 3.79! 1
1149 true ENSGALP00000028167 deoxyhypusine hydroxylase/monooxygenase - CGNC Symbol 13093 32.9 4.7 1 59.1 (M:59.1) 1 4.3 9.65 1439
1150 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 143.8 (M:143.8) 4 24.6 18.17 1021 1.00! 2 32.28
1151 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 160.3 (M:160.3) 3 15.2 4.82 936 1.3 2 0.15
1152 true ENSGALP00000028424 O-6-methylguanine-DNA methyltransferase - HGNC:7059 28.1 9.4 1 117.5 (M:117.5) 3 9.7 7.46 1158 1.76 1
1153 true ENSGALP00000028462 aryl hydrocarbon receptor nuclear translocator - CGNC Symbol 49009 87.6 6.1 1 84.1 (M:84.1) 1 2.2 14.74 1341
1154 true ENSGALP00000028488 proteasome subunit beta 4 - CGNC Symbol 600 28.1 5.7 1 73.2 (M:73.2) 1 5.8 0.3 1386
1155 true ENSGALP00000028635 phosphoseryl-tRNA kinase - CGNC Symbol 7317 39.1 8 1 36.2 (M:36.2) 1 2.8 24.76 1500 0.96 1
1156 true ENSGALP00000028664 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 54.2 8.4 2 96.2 (M:96.2) 2 6.5 1.56 1284
1157 true ENSGALP00000028746 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 525 27.8 4.7 1 1364.9 (M:1364.9) 29 57.6 4.69 48 0.99! 14 29.87
1158 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 161.6 (M:161.6) 3 18 14.47 932 1.54! 1
1159 true ENSGALP00000028782 thymosin beta 10 - CGNC Symbol 13616 5.2 5 1 48.7 (M:48.7) 1 28.9 12.46 1471
1160 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 283.2 (M:283.2) 6 4.7 8.14 552 1.33 3 31.31
1161 true ENSGALP00000028982 DNA-damage inducible 1 homolog 2 (S. cerevisiae) - CGNC Symbol 52491 50.3 4.9 1 172.9 (M:172.9) 3 10.4 15.11 891 1.05! 1
1162 true ENSGALP00000028993 Hsap of 1: ADP-ribosyltransferase 1 - HGNC:723 31.9 8.7 1 121.4 (M:121.4) 5 15.7 7.01 1135 0.96! 2 0.27
1163 true ENSGALP00000029109 proteasome 26S subunit non-ATPase 3 - CGNC Symbol 15224 53.2 9.1 1 359.0 (M:359.0) 9 10.4 8.8 429 1.41 5 34.4
1164 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 301.1 (M:301.1) 5 47.7 7.57 519 1.72 1
1165 true ENSGALP00000029288 v-yes-1 Yamaguchi sarcoma viral related oncogene homolog - CGNC Symbol 51418 56.2 6.4 1 343.5 (M:343.5) 7 13.2 5.87 450 0.74! 3 36.22
1166 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 473.3 (M:473.3) 6 24.7 8.07 302 0.74 4 111.44
1167 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 2 511.2 (M:511.2) 9 18.1 5.26 279 1.31! 4 37.31
1168 true ENSGALP00000029700 ES1 protein homolog mitochondrial - Refseq NP_001025969 28.2 8.6 1 169.5 (M:169.5) 5 22 6.99 897 1.87! 2 15.42
1169 true ENSGALP00000029965 translocase of outer mitochondrial membrane 22 homolog (yeast) - CGNC Symbol 13830 24.7 4.7 1 237.1 (M:237.1) 3 10.7 3.37 680 0.79 1
1170 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 409.5 (M:409.5) 11 14.6 8.53 367 0.80! 7 34.31
1171 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 477.3 (M:477.3) 8 37.9 8.28 298 0.64! 3 212.52
1172 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 224.6 (M:224.6) 5 26.8 3.48 707 1.21! 2 6.55
1173 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 3 820.8 (M:820.8) 13 30.9 8.62 134 1.21 6 63.19
1174 true ENSGALP00000030175 mal T-cell differentiation protein 2 - CGNC Symbol 13863 19.9 8.7 1 215.5 (M:215.5) 3 19.1 2.9 741 1.43 1
1175 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 341.0 (M:341.0) 8 48.1 6.82 455 1.37 4 17.07
1176 true ENSGALP00000030436 nucleolar protein 7 - CGNC Symbol 9631 25.4 10.2 1 156.6 (M:156.6) 4 13.7 3.49 960 1.06 2 19.04
1177 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 152.7 (M:152.7) 4 13.7 13.27 982 2.03 3 58.93
1178 true ENSGALP00000030639 Ras-related protein Rab-6A - UP Q1KME6 23.5 5.4 2 180.5 (M:180.5) 5 18.3 9.93 864 0.68! 1
1179 true ENSGALP00000030678 no description available 68.2 6.5 1 134.1 (M:134.1) 3 4.3 10.7 1069 4.26! 1
1180 true ENSGALP00000030734 microtubule associated monooxygenase calponin and LIM domain containing 1 - CGNC Symbol 25636 127.9 5.1 1 173.1 (M:173.1) 5 5.8 8.37 889
1181 true ENSGALP00000030998 Hsap of 16: glutathione S-transferase alpha 1 - HGNC:4626 25.2 7.8 2 274.5 (M:274.5) 7 25.8 5.81 575 1.35! 4 29.5
1182 true ENSGALP00000031142 RALBP1 associated Eps domain containing 1 - CGNC Symbol 10351 81.9 5.7 1 183.8 (M:183.8) 3 4.7 16.65 851 1.02! 1
1183 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 701.4 (M:701.4) 13 34.6 5.25 175 1.17! 4 15.13
1184 true ENSGALP00000031473 pericentriolar material 1 - CGNC Symbol 10199 222.4 5 2 172.6 (M:172.6) 4 3.2 8.54 892 1.26! 2 19.89
1185 true ENSGALP00000031579 centromere protein U - CGNC Symbol 14122 39.6 9.3 1 116.9 (M:116.9) 2 4.6 8.28 1164 0.83 1
1186 true ENSGALP00000031725 Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA NM 12.9 4.8 1 278.8 (M:278.8) 5 42.1 3.57 561 1.82! 2 3.32
1187 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 392.6 (M:392.6) 5 12.5 10.17 384 1.1 2 6.15
1188 true ENSGALP00000032097 CD5 molecule - CGNC Symbol 3864 51 8.8 1 138.8 (M:138.8) 2 6.3 6.64 1050
1189 true ENSGALP00000032358 structural maintenance of chromosomes 4 - CGNC Symbol 7271 145.6 6 1 420.5 (M:420.5) 8 5.6 3.14 354 0.92! 3 38.49
1190 true ENSGALP00000032645 DNA nucleotidylexotransferase - CGNC Symbol 5270 58.3 8.3 1 124.3 (M:124.3) 3 6.7 14.74 1120
1191 true ENSGALP00000032822 NADH dehydrogenase [ubiquinone 1 beta subcomplex subunit 8 mitochondrial Uncharacterized prote        21.9 7.9 1 92.0 (M:92.0) 3 12.6 14.2 1302 0.69! 1
1192 true ENSGALP00000032851 solute carrier family 30 (zinc transporter) member 7 - CGNC Symbol 14346 42 6.6 1 63.2 (M:63.2) 2 6.9 18.04 1422 1.01 2 3.29
1193 true ENSGALP00000032933 adaptor-related protein complex 3 sigma 2 subunit - CGNC Symbol 6283 20.7 8.8 1 34.1 (M:34.1) 1 6.4 13.04 1508
1194 true ENSGALP00000033089 NADH:ubiquinone oxidoreductase subunit A10 - CGNC Symbol 3165 41.4 5.9 1 124.2 (M:124.2) 2 3.3 1.09 1123 0.96 1
1195 true ENSGALP00000033366 leukocyte ribonuclease A-2 - CGNC Symbol 52020 15.9 10 1 113.8 (M:113.8) 3 24.5 1.94 1185
1196 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 418.6 (M:418.6) 7 41 9.62 356 0.82 2 2.04
1197 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 193.3 (M:193.3) 5 17.6 4.64 814 1.57! 2 29.86
1198 true ENSGALP00000033594 phosphohistidine phosphatase 1 - CGNC Symbol 14487 13.9 5.7 1 214.8 (M:214.8) 4 25.4 7.93 748 1.15 2 4.06



1199 true ENSGALP00000033650 FYN binding protein - CGNC Symbol 2773 92 7.2 2 254.5 (M:254.5) 5 10.1 10.81 631 1.05! 2 14.85
1200 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 290.2 (M:290.2) 6 12.2 6.07 542 1.88 2 91.55
1201 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 1 196.5 (M:196.5) 5 6.3 11.08 803 1.46! 2 46.13
1202 true ENSGALP00000033974 RGD motif leucine rich repeats tropomodulin domain and proline-rich containing - CGNC Symbol 1280 155.5 7.1 1 270.5 (M:270.5) 5 4.2 4.35 595 1.45! 1
1203 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 979.5 (M:979.5) 16 51.6 3.28 88 1.03! 10 27.29
1204 true ENSGALP00000034083 sorting nexin 1 - CGNC Symbol 1560 58.1 5.3 1 123.2 (M:123.2) 4 4.7 10.09 1129 1.04 2 6.37
1205 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 1207.6 (M:1207.6) 21 29.8 7.01 60 1.11! 10 25.42
1206 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 382.3 (M:382.3) 7 25.7 5.46 394 1.25! 3 3.72
1207 true ENSGALP00000034255 NADH:ubiquinone oxidoreductase subunit A8 - CGNC Symbol 929 20.1 8.4 1 90.7 (M:90.7) 2 6.4 6.33 1310 1.18 1
1208 true ENSGALP00000034419 GATA zinc finger domain containing 2A - CGNC Symbol 2116 61.8 9.8 2 195.6 (M:195.6) 3 7.2 8.53 808 2.01! 1
1209 true ENSGALP00000034555 pumilio RNA-binding family member 1 - CGNC Symbol 369 116.3 6.4 2 128.9 (M:128.9) 3 2.8 8.05 1095 0.93 2 6.01
1210 true ENSGALP00000034557 no description available 14.2 8.5 1 78.2 (M:78.2) 2 22.6 12.89 1363 1.76! 1
1211 true ENSGALP00000034600 vesicle-associated membrane protein 3 - CGNC Symbol 359 13.9 10.1 1 65.3 (M:65.3) 1 12.8 4.9 1412
1212 true ENSGALP00000034612 NADH-ubiquinone oxidoreductase chain 1 - UP P18936 36.1 6.7 1 73.1 (M:73.1) 2 8.6 0.76 1387
1213 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 238.8 (M:238.8) 6 7.5 8.27 676 1.13 3 31.46
1214 true ENSGALP00000034917 cell division cycle associated 8 - HGNC:14629 24.6 10.5 1 311.4 (M:311.4) 5 15.7 7.05 502 0.41! 3 40.21
1215 true ENSGALP00000035122 bromodomain-containing protein 4-like - CGNC Symbol 64065 118.7 9 1 215.4 (M:215.4) 4 2.8 14.35 742 0.92! 2 8.97
1216 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 227.7 (M:227.7) 7 13.2 9.94 701 0.92 3 18.89
1217 true ENSGALP00000035339 Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) mRNA     52.9 5.1 1 2705.5 (M:2705.5) 37 40.7 6.95 7 0.98! 18 39.08
1218 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 515.9 (M:515.9) 13 24.1 5.47 273 2.25! 3 56.88
1219 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 260.2 (M:260.2) 7 22.8 7.22 618 1.41! 3 14.55
1220 true ENSGALP00000035460 IMP (inosine 5'-monophosphate) dehydrogenase 2 - CGNC Symbol 50150 20.7 4.9 1 55.8 (M:55.8) 1 9.4 9.18 1449
1221 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 1148.8 (M:1148.8) 25 10.8 8.79 65 3.82! 7 118.56
1222 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 638.0 (M:638.0) 9 41.3 6.32 200 1.12 4 37.79
1223 true ENSGALP00000035502 WD repeat domain 82 - CGNC Symbol 50122 35.1 7.6 1 218.1 (M:218.1) 5 14.7 4.87 731 0.77! 3 75.42
1224 true ENSGALP00000035504 RNA binding motif protein 6 - CGNC Symbol 2124 135.8 6.1 1 84.4 (M:84.4) 2 2.1 2.98 1339 1.03 1
1225 true ENSGALP00000035514 protein kinase C delta - CGNC Symbol 50113 78.4 8.4 2 156.8 (M:156.8) 5 3.5 7.61 956 0.45! 2 9.06
1226 true ENSGALP00000035557 Hsap of 1: histidine triad nucleotide binding protein 1 - HGNC:4912 9.8 10.2 2 135.3 (M:135.3) 2 13.3 4.04 1064 1.08 1
1227 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 600.8 (M:600.8) 11 47.6 5.91 217 0.75! 7 20.88
1228 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 380.5 (M:380.5) 7 22.3 6.36 397 1.29! 3 60.97
1229 true ENSGALP00000035601 tripeptidyl peptidase I - CGNC Symbol 15637 30 5.9 1 73.4 (M:73.4) 1 5.2 3.68 1383 1.25 1
1230 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 701.0 (M:701.0) 13 26.8 7.15 176 1.28! 5 43.27
1231 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 427.7 (M:427.7) 8 22.3 3.73 348 1.45 3 36.04
1232 true ENSGALP00000035723 tudor domain containing 3 - CGNC Symbol 12714 80.8 8.8 2 126.7 (M:126.7) 3 3.6 6.08 1108 1.29 2 21.56
1233 true ENSGALP00000035738 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 38.9 8.5 1 580.1 (M:580.1) 8 19.7 9.63 230 1.20! 5 40.1
1234 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 1 703.3 (M:703.3) 20 5.7 5.3 173 0.86! 9 23.34
1235 true ENSGALP00000035864 BCL6 corepressor - HGNC:20893 188.6 6.6 1 129.6 (M:129.6) 2 1.9 5.79 1091
1236 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 425.8 (M:425.8) 8 9.4 5.52 351 1.32 4 59.71
1237 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 507.2 (M:507.2) 9 16.8 5.9 283 0.94! 5 50.3
1238 true ENSGALP00000035973 phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase phosphoribosyl      106.5 7.5 1 183.0 (M:183.0) 5 5.3 5.48 855 1.33! 1
1239 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 647.5 (M:647.5) 9 51.3 4.82 193 1.38! 3 38.09
1240 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 311.9 (M:311.9) 7 31.7 2.67 498 1.61! 3 73.53
1241 true ENSGALP00000036056 Rho-associated coiled-coil containing protein kinase 1 - CGNC Symbol 11078 158.6 5.7 1 195.1 (M:195.1) 6 3.1 7.4 810 0.72! 3 4.04
1242 true ENSGALP00000036122 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 12 27.8 4.7 2 1046.0 (M:1046.0) 24 38 6.49 81 1.00! 14 34.08
1243 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 923.2 (M:923.2) 20 28.1 7.29 99 0.89! 10 29.73
1244 true ENSGALP00000036405 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 44.1 6.7 2 468.7 (M:468.7) 14 25.4 11.25 306 1.24! 7 40.45
1245 true ENSGALP00000036413 interferon regulatory factor 4 - CGNC Symbol 9722 47.5 6.4 2 70.4 (M:70.4) 1 5.6 5.05 1396
1246 true ENSGALP00000036655 syntaxin 7 - CGNC Symbol 2118 29.3 5.3 1 211.6 (M:211.6) 5 20.2 11.05 756 0.16! 2 15.69
1247 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 1372.4 (M:1372.4) 36 6.5 10.81 47 1.03! 17 29.77
1248 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 168.8 (M:168.8) 3 6.8 9.43 900 1.14 2 55.53
1249 true ENSGALP00000036816 structural maintenance of chromosomes 2 - CGNC Symbol 11704 134.8 8.7 1 348.1 (M:348.1) 5 3.3 10.62 446 0.56! 3 20.79
1250 true ENSGALP00000036822 CDV3 homolog - HGNC:26928 19.1 4.7 1 215.0 (M:215.0) 3 32.5 10.91 745 1.45! 1
1251 true ENSGALP00000036845 zinc finger CCCH-type containing 14 - CGNC Symbol 8066 81.6 7.2 1 105.1 (M:105.1) 2 1.8 8.1 1232 0.71 1
1252 true ENSGALP00000036932 acylphosphatase 1 erythrocyte (common) type - CGNC Symbol 7842 11.1 9.9 1 197.9 (M:197.9) 2 17.2 3.94 801 1.26 1
1253 true ENSGALP00000036948 dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate complex) - CGNC Symbol 5 49.5 9.2 1 60.7 (M:60.7) 2 5 22.68 1430 1.04! 1
1254 true ENSGALP00000037001 ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC Symbo  21.4 8.1 4 722.0 (M:722.0) 12 32.8 4.83 166 2.23 8 38.68
1255 true ENSGALP00000037032 Rho GTPase activating protein 15 - CGNC Symbol 9435 54.6 9.4 1 177.9 (M:177.9) 2 4.8 2.01 874 1.75! 1
1256 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 380.4 (M:380.4) 7 4.1 4.86 398 0.83! 3 23.69
1257 true ENSGALP00000037185 X-ray repair complementing defective repair in Chinese hamster cells 6 - CGNC Symbol 9044 71.2 5.8 1 118.7 (M:118.7) 4 5.8 13.31 1152 1.14! 2 19.19
1258 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 222.2 (M:222.2) 4 11 3.46 714 1.22! 1
1259 true ENSGALP00000037230 tumor protein p53 binding protein 1 - CGNC Symbol 6464 213.8 5 1 104.2 (M:104.2) 2 1.1 1.68 1237 0.83! 1
1260 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 299.3 (M:299.3) 5 8 9.59 522 1.69 3 12.05
1261 true ENSGALP00000037252 polymerase (DNA) eta - CGNC Symbol 7850 74.6 9.2 1 143.7 (M:143.7) 2 3.3 10.2 1022 1.38! 1
1262 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 2 853.8 (M:853.8) 10 22.2 5.68 119 1.79! 5 100.6
1263 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 1424.0 (M:1424.0) 20 30.9 6.83 39 0.95! 11 32.98
1264 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 276.7 (M:276.7) 6 8.3 13.27 569 1.05! 3 94.03
1265 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 3 1844.4 (M:1844.4) 28 37.8 7.65 23 1.07! 15 49.3
1266 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 177.2 (M:177.2) 3 3.3 18.3 878 0.84! 1
1267 true ENSGALP00000037584 developmentally regulated GTP binding protein 1 - CGNC Symbol 5225 40.4 9 1 173.0 (M:173.0) 3 6.3 12.74 890 0.7 2 4.52
1268 true ENSGALP00000037708 proteasome 26S subunit ATPase 3 - CGNC Symbol 6143 47.2 5.1 1 545.1 (M:545.1) 12 22.7 8.41 258 1.09! 6 21.44
1269 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 242.7 (M:242.7) 4 10.1 4.45 656 0.81 2 2.37
1270 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 111.9 (M:111.9) 3 9.8 7.35 1195
1271 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 439.7 (M:439.7) 9 18.2 5.67 333 1.00! 4 19.19
1272 true ENSGALP00000037877 elongation factor like GTPase 1 - CGNC Symbol 49990 80.7 5.6 1 215.7 (M:215.7) 4 4.8 3.65 740 1.11 2 11.95
1273 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 220.2 (M:220.2) 5 25.7 9.37 725 1.09! 1
1274 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 1467.4 (M:1467.4) 21 26 7.23 34 1.57! 11 59.2
1275 true ENSGALP00000038037 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 113.3 8.9 2 627.6 (M:627.6) 10 8.2 2.04 204 0.78! 5 31.01
1276 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 159.0 (M:159.0) 4 30.2 11.99 946 0.82 2 14.82
1277 true ENSGALP00000038155 Hsap of 1: serine and arginine rich splicing factor 7 - HGNC:10789 28.7 11.9 3 456.0 (M:456.0) 10 29.2 9.96 312 1.41! 4 116.19
1278 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 802.4 (M:802.4) 16 26.9 5.85 142 1.06! 7 16.72
1279 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 253.8 (M:253.8) 4 12.6 6.25 633 0.74! 2 17.93
1280 true ENSGALP00000038234 canopy FGF signaling regulator 3 - CGNC Symbol 64129 27.7 5.6 1 150.2 (M:150.2) 3 9.3 5.92 988 1.31! 1
1281 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 414.1 (M:414.1) 9 30.4 6.46 361 1.42 5 41.3
1282 true ENSGALP00000038272 DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 - CGNC Symbol 5262 85.6 9.4 1 217.0 (M:217.0) 4 4.7 5.62 734 1.11! 2 1.45
1283 true ENSGALP00000038283 UPF3 regulator of nonsense transcripts homolog B (yeast) - CGNC Symbol 64847 56.9 9.3 1 103.2 (M:103.2) 3 7.1 4.56 1246 1.06! 1
1284 true ENSGALP00000038287 calponin 3 acidic - CGNC Symbol 4166 28.4 9.1 1 165.7 (M:165.7) 3 10.1 10.07 915 0.62! 1
1285 true ENSGALP00000038292 cAMP-regulated phosphoprotein 19kDa - CGNC Symbol 54805 12.3 9.1 1 140.7 (M:140.7) 2 36.6 10.56 1041
1286 true ENSGALP00000038313 dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 7 48.7 5.4 1 356.0 (M:356.0) 9 11.6 10.26 432 1.35 4 60.28
1287 true ENSGALP00000038350 centromere protein N - CGNC Symbol 54347 40.3 9 1 92.4 (M:92.4) 3 9.9 10.4 1301 1.43 2 33.89
1288 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 2 205.0 (M:205.0) 4 15.5 14 781 2.19! 1
1289 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 680.1 (M:680.1) 15 32.8 8.14 179 1.26! 8 59.5
1290 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 153.5 (M:153.5) 4 2.6 3.92 977 0.90! 2 2.32
1291 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 267.6 (M:267.6) 4 33.3 7.51 602 0.72! 1
1292 true ENSGALP00000038576 GTPase IMAP family member 7-like - CGNC Symbol 53739 25.3 7.8 2 104.0 (M:104.0) 2 7.5 8.5 1238 1.05! 1
1293 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 604.0 (M:604.0) 12 50.5 6.83 214 1.35! 6 16.24
1294 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 585.9 (M:585.9) 12 11.5 3.32 225 1.37 5 45.27
1295 true ENSGALP00000038764 far upstream element (FUSE) binding protein 3 - CGNC Symbol 2892 57.9 7.7 1 354.2 (M:354.2) 8 11.1 5.95 434 0.38! 4 916.57
1296 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 447.3 (M:447.3) 8 13.1 6.12 323 1.17 4 15.4
1297 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 185.5 (M:185.5) 5 13.4 6.3 844 0.85! 1
1298 true ENSGALP00000038795 Hsap of 1: ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - H 60 9 2 1389.1 (M:1389.1) 23 31.1 7.02 45 0.90! 11 21.5
1299 true ENSGALP00000038829 Hsap of 9: DEAD-box helicase 19A - HGNC:25628 53.9 5.8 1 124.8 (M:124.8) 3 4.2 7.03 1116 0.76 2 3.62
1300 true ENSGALP00000038835 mutS homolog 6 - CGNC Symbol 6804 149.8 5.9 1 186.3 (M:186.3) 6 3.4 5.15 840 0.78! 2 4.16
1301 true ENSGALP00000038877 Hsap of 4: nucleoporin 188 - HGNC:17859 194.9 6.3 1 190.4 (M:190.4) 4 2 9.21 822 1.24! 2 35.48
1302 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 1 770.8 (M:770.8) 13 51.4 7.94 151 0.75! 9 37.53
1303 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 647.0 (M:647.0) 9 48.2 4.86 194 0.75! 5 39.17
1304 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 175.3 (M:175.3) 3 5.4 6.1 884 0.36 2 66.03
1305 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 246.6 (M:246.6) 5 32.4 4.56 646 0.73! 2 12.36
1306 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 1 928.8 (M:928.8) 20 7.9 7.03 95 1.42! 8 62.07
1307 true ENSGALP00000039011 ubiquitin specific peptidase 7 (herpes virus-associated) - CGNC Symbol 5523 125.4 5.4 1 595.7 (M:595.7) 15 9.2 5.33 221 0.93! 7 28.8
1308 true ENSGALP00000039050 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 94 5.3 2 379.4 (M:379.4) 7 7.2 3.75 402 1.18! 3 22.29
1309 true ENSGALP00000039068 eukaryotic translation initiation factor 4 gamma 2 - CGNC Symbol 4160 101.7 6.7 2 432.7 (M:432.7) 9 8.4 12.18 342 0.86 4 43.21
1310 true ENSGALP00000039133 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 5 26.6 4.7 1 907.5 (M:907.5) 19 45.3 4.77 109 1.14! 11 38.91
1311 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 429.3 (M:429.3) 11 7.1 5.14 344 0.95! 5 12.45
1312 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 526.1 (M:526.1) 12 9.3 5.94 269 0.99! 6 23.96
1313 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 853.7 (M:853.7) 16 10.7 5.95 120 0.98! 8 26.72
1314 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 903.5 (M:903.5) 21 10.9 7.84 111 0.71! 14 99.16
1315 true ENSGALP00000039316 protein kinase C theta - CGNC Symbol 57974 81.8 6.9 1 112.5 (M:112.5) 2 4.3 8.89 1190
1316 true ENSGALP00000039326 ribosomal protein L19 - CGNC Symbol 1159 23.2 11.4 1 129.6 (M:129.6) 5 17 8.61 1092 1.10! 3 42.4
1317 true ENSGALP00000039343 SEC31 homolog B (S. cerevisiae) - CGNC Symbol 4268 80.7 5.5 1 165.9 (M:165.9) 2 1.9 10.91 913 1.7 1
1318 true ENSGALP00000039434 reticulon 4 - CGNC Symbol 6163 36.1 4.8 1 66.1 (M:66.1) 2 4.9 0.31 1409 0.9 1



1319 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 261.8 (M:261.8) 6 37 5.11 611 1.03! 2 31.78
1320 true ENSGALP00000039504 v-rel avian reticuloendotheliosis viral oncogene homolog - CGNC Symbol 5934 66.9 6 1 225.7 (M:225.7) 5 8.9 12.09 706 0.52! 3 46.59
1321 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 1661.6 (M:1661.6) 21 26 6.81 28 1.24! 10 18.49
1322 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 90.2 (M:90.2) 2 2.7 9.46 1315 1.04 1
1323 true ENSGALP00000039553 polymerase (DNA directed) epsilon 3 accessory subunit - CGNC Symbol 6738 16.3 4.6 1 49.9 (M:49.9) 1 11.2 5.77 1467
1324 true ENSGALP00000039575 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 37.3 5.6 2 549.3 (M:549.3) 10 20.3 5.61 256 1.01! 3 55.47
1325 true ENSGALP00000039623 retention in endoplasmic reticulum sorting receptor 1 - CGNC Symbol 14680 23 9.5 1 135.0 (M:135.0) 3 9.2 4.82 1065 0.99! 1
1326 true ENSGALP00000039649 ubiquitin conjugating enzyme E2 G1 - CGNC Symbol 56402 17.8 5 1 54.0 (M:54.0) 2 9.7 8.87 1453
1327 true ENSGALP00000039699 LIM domain containing 2 - CGNC Symbol 327 14.3 9.1 1 154.3 (M:154.3) 4 14.1 15 970 1.16 3 5.42
1328 true ENSGALP00000039722 no description available 19.6 6.2 1 66.0 (M:66.0) 2 8.6 8.68 1410
1329 true ENSGALP00000039728 Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA NM_001 8.5 9 1 308.6 (M:308.6) 7 35.5 5.87 506 1.08! 3 25.75
1330 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 2 370.8 (M:370.8) 9 6.3 8.87 412 0.85! 6 41.9
1331 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 476.9 (M:476.9) 11 7.7 9.69 299 0.80! 5 30.59
1332 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 432.8 (M:432.8) 6 17.3 10.32 341 1.45! 2 6.67
1333 true ENSGALP00000039765 UTP14 U3 small nucleolar ribonucleoprotein homolog A (yeast) - CGNC Symbol 51631 84.5 6.1 1 204.3 (M:204.3) 7 5.8 6.37 785 1.2 5 56.9
1334 true ENSGALP00000039796 Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq mRNA 54.4 8.9 1 440.4 (M:440.4) 11 12 7.21 332 1.24 5 25.71
1335 true ENSGALP00000039818 pre-mRNA processing factor 3 - CGNC Symbol 52857 77.3 9.5 1 105.9 (M:105.9) 3 5.6 12.45 1228
1336 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 254.9 (M:254.9) 4 2.5 7.17 629 1.16! 2 13.26
1337 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 845.3 (M:845.3) 19 24.4 6.96 124 2.74! 6 62.04
1338 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 474.9 (M:474.9) 9 6.9 5.88 301 0.96! 5 41.59
1339 true ENSGALP00000039924 adenosine deaminase RNA-specific - CGNC Symbol 14589 117.9 8.1 1 202.7 (M:202.7) 4 3.3 4.25 791 0.81! 3 17.25
1340 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 204.8 (M:204.8) 5 10.7 13.6 782 0.84! 2 11.91
1341 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 179.8 (M:179.8) 2 7 6.63 868 0.53! 1
1342 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 795.1 (M:795.1) 18 13.6 5.77 145 1.03! 9 30.2
1343 true ENSGALP00000039979 small ArfGAP2 - CGNC Symbol 51046 43.7 8.8 1 145.3 (M:145.3) 4 6 11.91 1013 0.86 2 1.81
1344 true ENSGALP00000040011 Hsap of 1: DEAD-box helicase 21 - HGNC:2744 54.1 9.1 1 471.0 (M:471.0) 8 14.7 6.38 305 0.97! 3 30.02
1345 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 312.3 (M:312.3) 3 11.3 11.61 497 2.19! 1
1346 true ENSGALP00000040190 pyroglutamyl-peptidase I - CGNC Symbol 17204 22.7 5.4 1 111.5 (M:111.5) 2 9.6 7.88 1198 9.72! 1
1347 true ENSGALP00000040388 transcription factor 3 - CGNC Symbol 739 70.3 6.3 2 239.5 (M:239.5) 6 10.4 12.18 672 1.67! 2 66.22
1348 true ENSGALP00000040418 no description available 26 6 1 163.3 (M:163.3) 3 9.4 7.64 925 1.05 2 23.79
1349 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 426.1 (M:426.1) 10 23.4 5.01 350 1.25 5 15
1350 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 143.3 (M:143.3) 4 30.4 10.09 1025 0.78 2 9.38
1351 true ENSGALP00000040486 histidyl-tRNA synthetase - CGNC Symbol 50172 60.5 6.1 2 139.4 (M:139.4) 2 1.7 6.88 1047 0.77 1
1352 true ENSGALP00000040628 NADH:ubiquinone oxidoreductase core subunit V1 - CGNC Symbol 123 47.5 8.5 2 113.0 (M:113.0) 3 5.5 8.1 1187 1.26! 2 29.39
1353 true ENSGALP00000040638 no description available 164.1 6.1 1 861.0 (M:861.0) 14 7.3 5.83 118 1.28! 8 49.93
1354 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 4 920.7 (M:920.7) 16 45.7 4.84 102 1.51! 7 48.67
1355 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 412.9 (M:412.9) 8 75 5.72 362 1.77! 4 16.71
1356 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 241.1 (M:241.1) 3 10.5 3.44 664 0.70! 2 8.61
1357 true ENSGALP00000040689 ubiquitin-conjugating enzyme E2M - CGNC Symbol 64454 19.7 4.8 1 35.5 (M:35.5) 1 6.4 1.22 1504 1.23! 1
1358 true ENSGALP00000040722 nicotinamide nucleotide adenylyltransferase 1 - HGNC:17877 32.2 8.8 1 59.5 (M:59.5) 1 2.8 9.35 1437
1359 true ENSGALP00000040730 replication factor C subunit 5 - CGNC Symbol 63430 37 8.8 1 103.0 (M:103.0) 2 3.6 11.36 1249 0.44 1
1360 true ENSGALP00000040734 polybromo 1 - CGNC Symbol 1102 194.3 6.7 2 309.0 (M:309.0) 7 2.9 5.69 505 1.38! 4 67.46
1361 true ENSGALP00000040758 Hsap of 1: DEAD-box helicase 41 - HGNC:18674 55.3 8.7 2 142.3 (M:142.3) 3 5.8 6.18 1035 1.12 1
1362 true ENSGALP00000040761 chromobox homolog 5 - CGNC Symbol 58306 6.5 4.8 1 50.7 (M:50.7) 2 27.3 11.4 1465 1.03 1
1363 true ENSGALP00000040773 no description available 22.3 4.6 1 84.1 (M:84.1) 2 9.9 3.48 1342 0.86 1
1364 true ENSGALP00000040802 no description available 18.2 10.3 2 224.5 (M:224.5) 5 20.9 9.31 708 0.99 3 57.4
1365 true ENSGALP00000040813 transcription factor Sp1 - Refseq NP_989935 76.9 6.3 2 158.5 (M:158.5) 3 2.7 9.33 948 1.47! 2 60.94
1366 true ENSGALP00000040821 microtubule associated protein RP/EB family member 3 - HGNC:6892 29.2 9.6 1 89.3 (M:89.3) 1 7.6 3.68 1319
1367 true ENSGALP00000040832 GTP-binding protein SAR1b - Refseq NP_001025792 22.4 5.7 2 72.2 (M:72.2) 2 4 9.39 1389 1.1 1
1368 true ENSGALP00000040836 acidic residue methyltransferase 1 - CGNC Symbol 9819 49.1 5.7 1 89.7 (M:89.7) 2 6.8 17.14 1318 1.09! 1
1369 true ENSGALP00000040874 Hsap of 1: ORMDL sphingolipid biosynthesis regulator 1 - HGNC:16036 15.3 9.7 2 39.0 (M:39.0) 1 11 10.51 1495
1370 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 640.0 (M:640.0) 17 21.9 5.52 198 2.15! 7 30.15
1371 true ENSGALP00000040891 spermatogenesis associated serine rich 2 - HGNC:18650 57.5 9.4 1 106.8 (M:106.8) 2 3.2 9.71 1225 0.77 1
1372 true ENSGALP00000040894 WD repeat domain 74 - CGNC Symbol 64472 13.2 8.7 1 142.6 (M:142.6) 3 21.7 10.17 1031 1.71 2 39.7
1373 true ENSGALP00000040960 ketosamine-3-kinase - Refseq NP_001108110 35.5 6.6 1 112.7 (M:112.7) 2 6.9 8.51 1189 1.65! 1
1374 true ENSGALP00000040974 Gallus gallus NCK-associated protein 1-like (NCKAP1L) mRNA. - RefSeq mRNA NM_001031339 126.7 6.1 1 371.3 (M:371.3) 8 7 7.95 410 1.11! 5 42.6
1375 true ENSGALP00000040976 Hsap of 1: ATPase H+ transporting V0 subunit d1 - HGNC:13724 14.5 4.8 3 61.2 (M:61.2) 2 8.7 13.62 1426 0.72 1
1376 true ENSGALP00000040985 aldo-keto reductase family 1 member B1-like (aldose reductase) - CGNC Symbol 50692 35.8 7.1 6 455.8 (M:455.8) 13 29.1 8.69 314 1.19! 7 32.06
1377 true ENSGALP00000040991 MYC associated factor X - CGNC Symbol 64420 15.8 9.2 1 84.3 (M:84.3) 2 12.2 11.31 1340
1378 true ENSGALP00000041022 DNA polymerase alpha subunit B-like - CGNC Symbol 63391 26.7 10 1 241.4 (M:241.4) 4 14.3 6.27 663 0.63 2 13.19
1379 true ENSGALP00000041057 lectin mannose binding 2 - CGNC Symbol 63471 38.3 6.4 1 166.4 (M:166.4) 3 6.4 7.7 911 1.14 1
1380 true ENSGALP00000041073 mitochondrial ribosomal protein S35 - HGNC:16635 37.1 8.9 1 84.7 (M:84.7) 2 4.9 6.85 1338 0.43 2 0.96
1381 true ENSGALP00000041100 no description available 16.8 12.3 1 271.8 (M:271.8) 6 13.8 6.42 586 1.93 3 26.28
1382 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 294.8 (M:294.8) 7 9.6 4.59 528 1.06 2 41.28
1383 true ENSGALP00000041123 syndecan binding protein (syntenin) 2 - CGNC Symbol 63703 32.6 9.3 1 109.5 (M:109.5) 2 14.4 6.57 1214 0.42! 1
1384 true ENSGALP00000041134 microfibrillar associated protein 1 - CGNC Symbol 6322 51.9 4.9 1 200.7 (M:200.7) 2 3.2 1.45 796 0.66! 1
1385 true ENSGALP00000041153 no description available 70 6.8 8 228.6 (M:228.6) 4 3 9.49 698 0.84! 2 13.04
1386 true ENSGALP00000041156 E3 ubiquitin-protein ligase Hakai - Refseq NP_001007849 67 9.8 1 154.7 (M:154.7) 4 6.2 3.47 969 1.07! 2 4.48
1387 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 399.6 (M:399.6) 9 32.9 7.14 377 0.78! 6 47.13
1388 true ENSGALP00000041184 eukaryotic translation initiation factor 4E - HGNC:3287 25.6 6.1 1 115.6 (M:115.6) 4 14.9 7.39 1172 1 2 22.12
1389 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 177.3 (M:177.3) 4 9.5 7.16 877 1.13 2 32.24
1390 true ENSGALP00000041221 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 68848 20.7 6.7 1 73.8 (M:73.8) 3 19 6.11 1381
1391 true ENSGALP00000041224 Gallus gallus translocase of inner mitochondrial membrane 13 homolog (yeast) (TIMM13) mRNA. - Re   11 8.4 1 32.7 (M:32.7) 1 7.9 13.42 1510 1.14 1
1392 true ENSGALP00000041243 histidine triad nucleotide binding protein 2 - CGNC Symbol 64012 17.1 9.8 1 120.1 (M:120.1) 1 9.4 0.28 1143 1.06 1
1393 true ENSGALP00000041318 NADH dehydrogenase - Refseq NP_001289036 9.5 9.6 1 41.6 (M:41.6) 1 12.2 3.7 1486 0.64 1
1394 true ENSGALP00000041323 heterogeneous nuclear ribonucleoprotein U-like 1 - CGNC Symbol 58103 36 8.4 1 124.4 (M:124.4) 3 7.3 4.49 1118 0.85! 1
1395 true ENSGALP00000041361 ribosomal protein L17 - HGNC:10307 17.1 10.1 3 199.4 (M:199.4) 6 31.5 7.5 798 1.17! 2 22.87
1396 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 245.9 (M:245.9) 7 20.4 9.63 648 1.09! 3 18.37
1397 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 323.3 (M:323.3) 4 28.6 5.77 480 3.71! 1
1398 true ENSGALP00000041442 no description available 49.2 5.7 1 58.8 (M:58.8) 1 1.9 4.7 1440
1399 true ENSGALP00000041444 saccharopine dehydrogenase (putative) - CGNC Symbol 8083 41 9.2 2 315.9 (M:315.9) 7 14.6 5.72 493 0.48! 3 40.06
1400 true ENSGALP00000041481 docking protein 3 - CGNC Symbol 26023 47.1 6.8 1 135.0 (M:135.0) 3 8.5 3.55 1066 0.36! 1
1401 true ENSGALP00000041511 HSPA (heat shock 70kDa) binding protein cytoplasmic cochaperone 1 - CGNC Symbol 64131 26 5.6 1 52.5 (M:52.5) 1 6.1 5.41 1460 1.03 1
1402 true ENSGALP00000041514 tRNA methyltransferase 1 like - CGNC Symbol 3801 83.6 5.9 1 219.3 (M:219.3) 6 7.9 6.62 729 1.38! 3 16.38
1403 true ENSGALP00000041526 Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) (H      11.4 11.4 1 1982.9 (M:1982.9) 35 65 6.21 17 1.37! 18 47.22
1404 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 140.1 (M:140.1) 3 11.7 9.71 1043 0.8 1
1405 true ENSGALP00000041533 Hsap of 4: heterogeneous nuclear ribonucleoprotein L - HGNC:5045 23 7.6 1 93.1 (M:93.1) 2 9.8 11.54 1300 1.18 2 1.06
1406 true ENSGALP00000041554 GEM interacting protein - HGNC:24852 111.9 5.7 1 162.8 (M:162.8) 4 4.5 11.52 928 0.79! 2 1.68
1407 true ENSGALP00000041639 ribosomal protein S26 - HGNC:10414 18 10.9 1 201.2 (M:201.2) 4 22 15.67 794 1.26! 2 14.19
1408 true ENSGALP00000041656 succinate dehydrogenase complex subunit C - CGNC Symbol 63505 11.9 10 1 49.6 (M:49.6) 1 12.1 2.54 1468
1409 true ENSGALP00000041673 Surfeit locus protein 4 - UP Q800K9 30.6 7.6 1 158.4 (M:158.4) 4 6.7 10.37 950 1.21 2 16.75
1410 true ENSGALP00000041687 erythrocyte membrane protein band 4.1 (elliptocytosis 1 RH-linked) - CGNC Symbol 49834 96.8 5.7 2 261.6 (M:261.6) 8 11.4 8.45 612 2.35! 3 15.16
1411 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 1922.1 (M:1922.1) 31 65.3 6.11 20 1.31! 13 36.53
1412 true ENSGALP00000041725 Hsap of 1: secretory carrier membrane protein 3 - HGNC:10565 19.2 9.9 1 103.1 (M:103.1) 2 9.1 1.19 1247 1.23 1
1413 true ENSGALP00000041733 Gallus gallus methionyl-tRNA synthetase (MARS) mRNA. - RefSeq mRNA NM_001257372 36 8.2 1 87.2 (M:87.2) 2 5.1 17.52 1328 0.79 1
1414 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 203.5 (M:203.5) 5 14.9 11.2 788 0.47 4 63.33
1415 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 447.5 (M:447.5) 8 23.3 2.66 322 1.6 4 18.22
1416 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 292.2 (M:292.2) 7 8.9 9.3 539 1.94 3 27.16
1417 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 976.5 (M:976.5) 18 37.2 4.09 89 1.10! 8 26.43
1418 true ENSGALP00000041777 RNA polymerase II associated protein 3 - CGNC Symbol 7406 72.6 5.5 2 216.4 (M:216.4) 4 6.6 11.65 737 1.09! 2 30.78
1419 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 271.8 (M:271.8) 5 10 8.55 587 0.74 3 21.63
1420 true ENSGALP00000041808 no description available 93.7 8.7 1 113.8 (M:113.8) 1 2.1 1.6 1184
1421 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 618.7 (M:618.7) 9 29.7 10.46 209 1.95 6 27.75
1422 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 97.4 (M:97.4) 2 4.7 2.43 1278 1.28 1
1423 true ENSGALP00000041817 marginal zone B and B1 cell specific protein - CGNC Symbol 63940 20.9 6.4 1 577.6 (M:577.6) 10 43.7 5.86 231 0.17! 4 236.52
1424 true ENSGALP00000041870 Hsap of 4: HAUS augmin like complex subunit 4 - HGNC:20163 36.2 8.9 1 65.2 (M:65.2) 1 3.4 24.44 1413 1.37! 1
1425 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 301.8 (M:301.8) 7 29.8 1.54 514 1.06 4 40.53
1426 true ENSGALP00000041877 Alstrom syndrome 1 - CGNC Symbol 51865 314.1 5.8 1 165.5 (M:165.5) 1 0.6 8.57 917 1.58 1
1427 true ENSGALP00000041906 no description available 13.8 9.9 1 53.6 (M:53.6) 2 10.6 6.37 1456 0.5 1
1428 true ENSGALP00000041944 Hsap of 1: phenylalanyl-tRNA synthetase alpha subunit - HGNC:3592 22.8 8.1 1 122.6 (M:122.6) 2 6.6 3.11 1131 0.69 2 5.32
1429 true ENSGALP00000041962 ribosomal protein L34 - CGNC Symbol 51767 13.4 11.5 2 113.3 (M:113.3) 3 14.4 4.67 1186 0.74 2 24.51
1430 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 553.6 (M:553.6) 9 19.3 5.27 248 1.16 4 15.19
1431 true ENSGALP00000041979 protein kinase cAMP-dependent catalytic beta - CGNC Symbol 66476 39.1 8.7 1 45.6 (M:45.6) 2 5.7 14.92 1477 0.49 2 9.92
1432 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 210.7 (M:210.7) 5 21.9 8.02 758 0.92! 2 6.1
1433 true ENSGALP00000042023 NADH:ubiquinone oxidoreductase core subunit S2 - CGNC Symbol 66024 14.1 7.8 1 164.5 (M:164.5) 2 9.4 2.78 921 1.12 1
1434 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 101.2 (M:101.2) 3 6.6 3.43 1256 1.5 2 1.54
1435 true ENSGALP00000042061 phosphatidylinositol-5-phosphate 4-kinase type II alpha - CGNC Symbol 5959 38.4 5.8 3 144.9 (M:144.9) 3 12 8.65 1016 0.35! 1
1436 true ENSGALP00000042074 upstream binding transcription factor RNA polymerase I - CGNC Symbol 63361 26.9 9.1 1 111.9 (M:111.9) 2 3.1 12.28 1194 0.74! 1
1437 true ENSGALP00000042094 adenylate kinase 1 - CGNC Symbol 49598 21.7 8.7 1 166.4 (M:166.4) 2 6.7 14.2 912 2.71! 1
1438 true ENSGALP00000042136 cytoskeleton associated protein 5 - CGNC Symbol 6310 212.5 6.9 2 503.1 (M:503.1) 13 4.4 7.71 287 0.68! 7 47.97



1439 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 75.5 (M:75.5) 2 11.8 9.14 1374 0.7 2 23.03
1440 true ENSGALP00000042157 docking protein 2 56kDa - CGNC Symbol 65680 50.7 5.6 1 206.7 (M:206.7) 5 10.9 7.59 772 1.46! 2 10.01
1441 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 300.1 (M:300.1) 6 13.9 7.76 521 1.53! 2 0.86
1442 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 583.5 (M:583.5) 11 26.5 9.19 226 3.21! 4 103.68
1443 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 326.2 (M:326.2) 5 44.1 8.05 472 0.95 2 58.5
1444 true ENSGALP00000042251 endosulfine alpha - CGNC Symbol 23246 12.7 9.5 1 138.9 (M:138.9) 3 23.1 12.69 1049 1.18! 2 7.34
1445 true ENSGALP00000042265 cathelicidin-B1-like - CGNC Symbol 64671 27 8.9 1 141.0 (M:141.0) 3 19.5 12.38 1039 1.21! 1
1446 true ENSGALP00000042281 minichromosome maintenance complex component 3 associated protein - CGNC Symbol 3212 133.4 8.2 1 114.8 (M:114.8) 4 2.9 9.91 1178 1.21! 2 11.37
1447 true ENSGALP00000042287 NADH dehydrogenase (ubiquinone) 1 beta subcomplex 4 15kDa - CGNC Symbol 55666 14.9 9.7 1 41.0 (M:41.0) 2 24.1 9.7 1489 0.58! 1
1448 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 450.8 (M:450.8) 7 14.1 5.37 318 1.33! 4 20.97
1449 true ENSGALP00000042329 Hsap of 4: nipsnap homolog 3A - HGNC:23619 28.1 9.5 1 339.6 (M:339.6) 7 18.8 11.04 456 1.13! 3 9.66
1450 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 604.2 (M:604.2) 14 16.8 8.09 213 2.68! 5 59.47
1451 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 132.5 (M:132.5) 2 2.8 3.04 1075 1.27! 1
1452 true ENSGALP00000042428 ankyrin repeat and KH domain containing 1 - CGNC Symbol 745 277.8 5.5 2 156.8 (M:156.8) 4 1.3 11.94 958
1453 true ENSGALP00000042430 signal transducer and activator of transcription 6 - CGNC Symbol 63933 26.9 7.8 1 83.5 (M:83.5) 2 9.8 14.81 1344 4.23! 1
1454 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 216.2 (M:216.2) 5 16.6 11 738 1.07! 3 8.99
1455 true ENSGALP00000042469 ubiquitin conjugating enzyme E2 C - CGNC Symbol 63729 15.1 9.3 1 139.9 (M:139.9) 2 13 7.41 1045 1.93 1
1456 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 168.1 (M:168.1) 4 14.1 4.26 902 1.05! 2 41.26
1457 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 568.8 (M:568.8) 8 25.5 5.52 237 0.76! 3 31.8
1458 true ENSGALP00000042497 RAR-related orphan receptor C - CGNC Symbol 58847 55.6 9.7 1 260.4 (M:260.4) 7 13.7 6.76 617
1459 true ENSGALP00000042528 cold inducible RNA binding protein - CGNC Symbol 9285 18.6 9.5 1 91.6 (M:91.6) 2 6.4 7.05 1305 2.52 1
1460 true ENSGALP00000042547 ADAM metallopeptidase domain 33 - CGNC Symbol 11979 103.5 8.9 2 179.0 (M:179.0) 3 2.5 11.01 870 1.11! 2 63.5
1461 true ENSGALP00000042563 RNA binding motif protein 24 - CGNC Symbol 9644 23.9 8.5 2 66.2 (M:66.2) 2 12.4 4.99 1408
1462 true ENSGALP00000042598 cyclin-dependent kinase 1 - CGNC Symbol 2236 34.6 8.8 2 159.4 (M:159.4) 3 12.2 6.11 939 0.54! 1
1463 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 85.8 (M:85.8) 2 20.3 12.58 1334 0.7 1
1464 true ENSGALP00000042618 Translationally-controlled tumor protein homolog - UP P43347 19.5 4.9 1 129.1 (M:129.1) 5 8.7 10.38 1094 0.93 3 11.92
1465 true ENSGALP00000042627 Gallus gallus granulysin (GNLY) mRNA. - RefSeq mRNA NM_001044680 15.2 5.9 1 168.1 (M:168.1) 4 34.3 11.6 903 1.68! 1
1466 true ENSGALP00000042635 FK506 binding protein 1A 12kDa - CGNC Symbol 20061 8.9 6.8 1 154.9 (M:154.9) 3 23.8 4.66 967 1.59 1
1467 true ENSGALP00000042639 muscleblind-like splicing regulator 1 - CGNC Symbol 52321 35.7 9 12 214.4 (M:214.4) 4 8.5 7.48 749 0.78! 3 17.49
1468 true ENSGALP00000042645 coiled-coil-helix-coiled-coil-helix domain containing 10 - CGNC Symbol 50384 15.3 9.8 1 117.4 (M:117.4) 3 18.7 8.59 1159 0.64 1
1469 true ENSGALP00000042659 B-cell lymphoma/leukemia 11B-like - CGNC Symbol 63941 73.9 6.7 2 294.5 (M:294.5) 5 11.7 7.59 531
1470 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 3 3918.3 (M:3918.3) 56 70.7 6.4 3 1.51! 31 37.64
1471 true ENSGALP00000042736 integrator complex subunit 9 - CGNC Symbol 12464 73.7 5.9 2 117.3 (M:117.3) 3 4.9 7.16 1160 1.31 2 13.02
1472 true ENSGALP00000042737 centromere protein T - Refseq NP_001263242 69.4 6 1 104.8 (M:104.8) 2 2.5 4.35 1233 0.73 1
1473 true ENSGALP00000042813 Hsap of 1: DEAD-box helicase 23 - HGNC:17347 45.3 7.7 1 142.3 (M:142.3) 5 8.5 6.38 1036 1.04 2 2.54
1474 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 707.3 (M:707.3) 11 32.1 6.98 172 1.51! 5 69.94
1475 true ENSGALP00000042855 Hsap of 1: ribosomal protein L10 like - HGNC:17976 12.1 9.6 1 443.8 (M:443.8) 6 37.1 11.81 327 1.02! 2 10.52
1476 true ENSGALP00000042867 myocyte enhancer factor 2D - CGNC Symbol 54130 60.6 8.9 1 114.8 (M:114.8) 4 4.5 6.38 1176 0.61 2 12.31
1477 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 131.5 (M:131.5) 4 7.6 2.88 1082 6.48! 1
1478 true ENSGALP00000042900 PAF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 64966 58.9 4.7 1 141.9 (M:141.9) 4 7 9.07 1038 1.03! 2 11.3
1479 true ENSGALP00000042912 SREK1 interacting protein 1 - CGNC Symbol 53000 17.9 10 1 98.4 (M:98.4) 1 7.7 0.34 1275 1.22 1
1480 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 136.9 (M:136.9) 2 5.8 14.06 1061 0.42 2 61.47
1481 true ENSGALP00000042930 clathrin interactor 1 - CGNC Symbol 2708 66 6.3 2 74.2 (M:74.2) 1 2.8 4.71 1380
1482 true ENSGALP00000042962 zinc finger protein 740 - CGNC Symbol 63794 21.3 9.5 1 125.6 (M:125.6) 3 12.9 3.19 1112 1.54 1
1483 true ENSGALP00000042983 zinc finger protein 687 - HGNC:29277 136.3 8.5 1 149.8 (M:149.8) 3 2.1 3.44 991 1.09! 1
1484 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 222.0 (M:222.0) 4 10.9 9.62 715 1.81 2 37.45
1485 true ENSGALP00000042993 ceramide synthase 2-like 2 - CGNC Symbol 63701 44.6 8.9 1 133.2 (M:133.2) 2 2.4 3.04 1071 0.84 1
1486 true ENSGALP00000043044 claudin domain-containing protein 1 - Refseq NP_001012838 28 6 1 42.3 (M:42.3) 1 6 17.21 1483
1487 true ENSGALP00000043066 guanosine monophosphate reductase - CGNC Symbol 51349 34 6.9 2 351.0 (M:351.0) 4 22.1 5.26 439 1.40! 1
1488 true ENSGALP00000043088 proteasome (prosome macropain) 26S subunit non-ATPase 4 - CGNC Symbol 59257 39.8 4.7 2 218.2 (M:218.2) 5 8.9 6.92 730 0.96! 2 14.84
1489 true ENSGALP00000043092 toll-like receptor 3 - CGNC Symbol 10123 102.5 6.8 2 59.6 (M:59.6) 1 1.1 18.95 1435
1490 true ENSGALP00000043114 peptidylprolyl isomerase (cyclophilin)-like 1 - CGNC Symbol 63805 16.1 8.9 1 53.7 (M:53.7) 1 9.5 11.01 1454
1491 true ENSGALP00000043126 Major histocompatibility complex class I antigen BF2 - CGNC Symbol 52441 38.9 6.7 4 117.0 (M:117.0) 3 5.1 11.7 1163 1.69 1
1492 true ENSGALP00000043135 titin - CGNC Symbol 52134 3397.7 6 1 1966.2 (M:1966.2) 31 1 12.77 19 1.08! 10 37.21
1493 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 272.0 (M:272.0) 5 7.3 8 583 0.81 3 15.68
1494 true ENSGALP00000043162 CDGSH iron sulfur domain 2 - HGNC:24212 15.2 9.7 1 147.1 (M:147.1) 4 28.4 11.43 1003 1.41 2 28.82
1495 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 1659.8 (M:1659.8) 24 10.3 5.63 29 0.77! 12 32.33
1496 true ENSGALP00000043240 CDK5 regulatory subunit associated protein 3 - CGNC Symbol 15509 57.1 4.8 1 205.6 (M:205.6) 4 6.3 7.43 780 0.99! 1
1497 true ENSGALP00000043242 RAD23 homolog A (S. cerevisiae) - CGNC Symbol 63890 24 4.2 1 146.1 (M:146.1) 3 13.6 16.85 1010 1.29 1
1498 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 1354.9 (M:1354.9) 25 34.6 9.01 50 1.04! 11 44.36
1499 true ENSGALP00000043331 topoisomerase (DNA) I - CGNC Symbol 2691 88.8 9.4 3 597.8 (M:597.8) 14 18 8.17 218 0.74! 5 15.59
1500 true ENSGALP00000043342 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 69.1 8.7 2 380.8 (M:380.8) 6 8.8 3.59 396 0.90! 4 34.82
1501 true ENSGALP00000043362 ras homolog family member G - HGNC:672 22.1 8.4 2 357.8 (M:357.8) 6 25.6 6.18 431 1.29! 4 6.22
1502 true ENSGALP00000043372 farnesyl diphosphate synthase - CGNC Symbol 23240 27.1 5.7 1 203.0 (M:203.0) 7 18.5 4.98 790 0.91! 4 66.69
1503 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 179.6 (M:179.6) 3 4.1 4.49 869 0.97! 1
1504 true ENSGALP00000043396 DNA (cytosine-5-)-methyltransferase 1 - HGNC:2976 131.9 5.7 1 182.5 (M:182.5) 4 2.5 10.01 857 0.79! 3 29.31
1505 true ENSGALP00000043403 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 20.9 11.5 2 418.0 (M:418.0) 11 32.2 11.23 358 1.36 6 41.33
1506 true ENSGALP00000043427 block of proliferation 1 - HGNC:15519 74 8.8 1 148.3 (M:148.3) 5 6 9.12 994 0.87! 1
1507 true ENSGALP00000043461 eukaryotic translation initiation factor 3 subunit K - HGNC:24656 34.2 5.9 1 198.6 (M:198.6) 6 15.2 3.39 800 0.53! 3 88.09
1508 true ENSGALP00000043475 nucleolar protein 9 - CGNC Symbol 55846 36 6.4 1 117.6 (M:117.6) 2 7.5 2.34 1156 1.43 1
1509 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 2 1090.2 (M:1090.2) 9 15.2 6.98 73 1.08 5 46.72
1510 true P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 58.8 5.1 1 279.5 (M:279.5) 9 11.1 6.27 559 0.68! 4 15.99
1511 true P35527 Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3 62 5.1 2 459.4 (M:459.4) 6 7.5 6.5 311 1.73 3 24.6
1512 true P35908 Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 65.4 8.1 1 285.6 (M:285.6) 7 9.2 8.79 548 0.77! 5 39.1



Supptbl11_ProteinTable_DiMinv_BvsTcells
Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank Median(SoK) #(SoK) CV [%](SoK)

1 true ABF72251.1 HSV-1 UL17-like protein 80.9 5.9 1 63.5 (M:63.5) 2 2.3 14.93 1445 0.60! 1
2 true ENSGALP00000000045 NFU1 iron-sulfur cluster scaffold - CGNC Symbol 14 26 4.5 1 113.2 (M:113.2) 2 7.3 4.54 1199 2.14 1
3 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 198.3 (M:198.3) 4 20.7 4.27 796 1.13 3 18.28
4 true ENSGALP00000000114 glutamine--fructose-6-phosphate transaminase 1 - CGNC Symbol 51020 78.7 6 1 150.7 (M:150.7) 4 5.9 8.32 998 1.08! 1
5 true ENSGALP00000000127 integrator complex subunit 4 - CGNC Symbol 50899 108.6 6.4 1 152.7 (M:152.7) 4 3.5 9.58 983 0.82! 1
6 true ENSGALP00000000151 tripartite motif containing 27.1 - CGNC Symbol 58 46.8 7.1 2 171.9 (M:171.9) 3 5.9 12.4 904 6.29! 1
7 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 1037.0 (M:1037.0) 17 38.8 7.07 81 1.38! 8 25.44
8 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 94.5 (M:94.5) 2 12 3.74 1297 0.95 1
9 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 613.3 (M:613.3) 14 30.5 8.79 211 1.04! 6 88.57

10 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 150.8 (M:150.8) 2 2.4 5.05 996 0.63 1
11 true ENSGALP00000000272 Ras association (RalGDS/AF-6) domain family member 2 - CGNC Symbol 51021 37.3 8.7 1 118.6 (M:118.6) 3 8.3 11.84 1162 1.50! 2 11.32
12 true ENSGALP00000000293 Hsap of 4: signal recognition particle 19kDa - HGNC:11300 16.3 9.9 1 148.5 (M:148.5) 3 13.7 4 1014 1.27! 1
13 true ENSGALP00000000304 dihydropyrimidinase-like 2 - CGNC Symbol 129 62.3 6 5 937.3 (M:937.3) 15 22.4 9.19 95 2.85! 4 80.56
14 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 1401.1 (M:1401.1) 23 22 5.56 46 2.14! 10 36.92
15 true ENSGALP00000000333 mannosidase alpha class 2A member 1 - CGNC Symbol 150 131.9 6.9 1 144.4 (M:144.4) 2 1.2 6.1 1028 1.61! 1
16 true ENSGALP00000000423 cysteine and glycine-rich protein 1 - CGNC Symbol 188 20.4 8.9 1 133.1 (M:133.1) 3 16.1 7.95 1084 3.07 1
17 true ENSGALP00000000468 Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq mRNA 46.2 7.1 1 375.8 (M:375.8) 9 13.6 5.85 392 1.12! 5 16.34
18 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 248.9 (M:248.9) 7 3.4 8.11 630 0.80! 3 16.15
19 true ENSGALP00000000494 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily d member 2 - C   57 9.3 1 119.5 (M:119.5) 3 6.9 7.1 1158 1.04 2 0.11
20 true ENSGALP00000000503 high mobility group nucleosomal binding domain 2 - CGNC Symbol 54659 9.4 10 1 434.9 (M:434.9) 6 34.4 4.64 323 0.85 3 45.57
21 true ENSGALP00000000506 arginyl aminopeptidase - CGNC Symbol 219 66.6 5.1 1 98.1 (M:98.1) 4 5.5 16.99 1286
22 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 2418.5 (M:2418.5) 44 38.2 6.07 7 1.08! 21 27.04
23 true ENSGALP00000000558 tousled-like kinase 2 - CGNC Symbol 246 85.4 8.7 1 114.1 (M:114.1) 2 2.3 2.31 1192 0.89 1
24 true ENSGALP00000000583 histidine triad nucleotide binding protein 1 - CGNC Symbol 49312 13.8 6.3 2 199.7 (M:199.7) 4 20.6 5.64 791 1.12 2 27.26
25 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 822.8 (M:822.8) 16 16.2 4.44 119 1.32 8 20.46
26 true ENSGALP00000000634 LCK proto-oncogene Src family tyrosine kinase - HGNC:6524 58.2 5.1 1 196.9 (M:196.9) 5 11.4 7.04 801 1.01! 1
27 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 2059.4 (M:2059.4) 42 39 4.85 13 0.91! 21 24.35
28 true ENSGALP00000000643 ribosomal protein L36 - CGNC Symbol 48965 8.7 11.1 1 174.3 (M:174.3) 2 13.5 0.61 894 1.63! 1
29 true ENSGALP00000000666 phosphoglucomutase 2 - CGNC Symbol 52790 67.9 6.9 1 428.8 (M:428.8) 12 14.1 7.04 331 1.17! 5 44.27
30 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 317.4 (M:317.4) 8 15.9 4.57 488 1.06! 2 2.85
31 true ENSGALP00000000720 serine/threonine kinase 38 - CGNC Symbol 322 54.1 6.4 1 68.4 (M:68.4) 2 6.7 3.98 1427
32 true ENSGALP00000000726 Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA NM 10.5 5.1 1 94.1 (M:94.1) 2 10.8 4.12 1299 0.43 1
33 true ENSGALP00000000734 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 19.3 11.6 2 382.8 (M:382.8) 9 34.8 7.51 386 1.19! 5 29.37
34 true ENSGALP00000000742 ring finger protein 113A - CGNC Symbol 51137 37.8 6.2 1 136.4 (M:136.4) 3 6.4 6.09 1067 1.28! 1
35 true ENSGALP00000000747 zinc finger CCCH-type containing 11A - CGNC Symbol 51431 79 8.4 1 324.8 (M:324.8) 4 5.3 5.12 476 1.26! 2 7.4
36 true ENSGALP00000000805 RAN binding protein 3 - CGNC Symbol 357 59.6 4.7 1 127.5 (M:127.5) 2 2.2 11.52 1125 1.26 1
37 true ENSGALP00000000810 DEAD (Asp-Glu-Ala-Asp) box helicase 42 - CGNC Symbol 360 103 6.3 1 218.0 (M:218.0) 5 5 5.11 726 1.04! 2 24.76
38 true ENSGALP00000000830 cell division cycle 27 - CGNC Symbol 368 92.6 6.5 1 65.4 (M:65.4) 2 2 14.14 1438 2.54 1
39 true ENSGALP00000000864 RAB11B member RAS oncogene family - CGNC Symbol 51171 24.5 5.6 1 197.6 (M:197.6) 6 17 2.76 799 1.54 3 28.46
40 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 87.4 (M:87.4) 1 4.3 0.72 1329
41 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 201.2 (M:201.2) 4 7.6 12.83 785 0.8 2 26.1
42 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 245.3 (M:245.3) 6 20.1 8.43 638 1.09 3 29.58
43 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 131.8 (M:131.8) 3 7 8.35 1094 1.13! 1
44 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 245.1 (M:245.1) 5 19.7 7.22 639 1.19! 2 6.49
45 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 381.4 (M:381.4) 7 14.4 5.94 388 0.94 4 40.86
46 true ENSGALP00000001030 protein phosphatase 1 regulatory subunit 8 - CGNC Symbol 463 38.7 6.3 1 141.5 (M:141.5) 2 6.2 8.63 1044 0.82 1
47 true ENSGALP00000001096 TBC1 domain family member 22B - CGNC Symbol 481 59.2 7.2 2 60.2 (M:60.2) 2 3.6 5.71 1463 1.48 1
48 true ENSGALP00000001145 DnaJ heat shock protein family (Hsp40) member C8 - CGNC Symbol 507 29.8 9.2 1 72.5 (M:72.5) 2 4.3 11.59 1402 0.54! 1
49 true ENSGALP00000001150 histidyl-tRNA synthetase - CGNC Symbol 50172 56.6 5.8 2 143.7 (M:143.7) 3 3.8 8.82 1033 0.65! 2 31.15
50 true ENSGALP00000001195 bromodomain adjacent to zinc finger domain 1B - CGNC Symbol 533 23.3 4.8 1 167.1 (M:167.1) 3 8.8 13.98 924 1.14 1
51 true ENSGALP00000001205 splicing factor 3a subunit 2 - CGNC Symbol 14678 35.1 9.7 1 220.7 (M:220.7) 6 8.9 5.78 711 1.35 3 11.34
52 true ENSGALP00000001227 THAP domain containing 12 - CGNC Symbol 53273 101.3 6.4 1 194.1 (M:194.1) 2 2.2 3.75 811 0.99! 1
53 true ENSGALP00000001233 Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - RefSe   11.2 9.9 1 128.9 (M:128.9) 2 10.9 3.02 1111 0.7 1
54 true ENSGALP00000001254 N-myristoyltransferase 1 - CGNC Symbol 561 56.8 8.7 1 63.9 (M:63.9) 1 3.8 3.1 1442
55 true ENSGALP00000001302 casein kinase 2 alpha prime polypeptide - CGNC Symbol 585 41.2 8.2 1 116.2 (M:116.2) 3 11.1 9.3 1182 1.55! 1
56 true ENSGALP00000001306 SFRS protein kinase 1 - CGNC Symbol 586 83.6 6.4 1 78.4 (M:78.4) 3 2.7 11.58 1374 3 1
57 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 135.8 (M:135.8) 4 11.1 5.74 1072 0.76! 1
58 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 825.7 (M:825.7) 16 19.7 6.78 118 1.30! 7 40.18
59 true ENSGALP00000001396 FK506 binding protein 5 - CGNC Symbol 627 50.4 5.9 1 89.4 (M:89.4) 2 2.4 14.44 1316 0.73 1
60 true ENSGALP00000001400 multivesicular body subunit 12B - CGNC Symbol 629 31.8 7 1 83.7 (M:83.7) 1 8.3 8.54 1346
61 true ENSGALP00000001422 myosin heavy chain 1G skeletal muscle (similar to human myosin heavy chain 1 skeletal muscle adult)    223.3 5.7 1 324.0 (M:324.0) 7 2.7 15.17 478 1.32! 3 29.53
62 true ENSGALP00000001446 leucine rich repeat containing 47 - CGNC Symbol 649 61.6 8.6 1 187.4 (M:187.4) 5 10.1 15.25 837 1.52 3 37.04
63 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 921.8 (M:921.8) 19 13.8 5.78 99 1.09! 9 30.14
64 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 1 616.2 (M:616.2) 14 17.2 6.02 210 0.91 7 54.67
65 true ENSGALP00000001464 GTPase activating protein and VPS9 domains 1 - CGNC Symbol 660 163.9 5 1 201.4 (M:201.4) 2 1.3 2.7 782 1.35! 1
66 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 1527.8 (M:1527.8) 24 27.1 5.06 35 1.91! 10 105.86
67 true ENSGALP00000001475 mitogen-activated protein kinase kinase 4 - CGNC Symbol 668 43.9 8.6 1 79.5 (M:79.5) 2 4.4 1.36 1368 1.41 1
68 true ENSGALP00000001480 myeloperoxidase - CGNC Symbol 50519 82.6 9.4 1 288.9 (M:288.9) 4 4.1 4.12 542 1.20! 2 17.85
69 true ENSGALP00000001483 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A-like - CGNC Symbol 658 80.5 8.1 1 130.8 (M:130.8) 2 1.7 10.76 1100 1.11! 1
70 true ENSGALP00000001493 protein phosphatase 6 catalytic subunit - CGNC Symbol 57480 35.1 5.4 1 177.2 (M:177.2) 5 15.1 6.22 878 0.50! 3 76.84
71 true ENSGALP00000001532 elaC ribonuclease Z 2 - CGNC Symbol 699 94.2 8.1 1 149.3 (M:149.3) 5 4.6 8.76 1009 1.57! 3 60.68
72 true ENSGALP00000001578 chromosome 20 open reading frame human C20orf24 - CGNC Symbol 714 15.2 5.5 1 189.9 (M:189.9) 2 14.8 0.22 826 0.88 1
73 true ENSGALP00000001579 N-ethylmaleimide sensitive factor - CGNC Symbol 715 82.1 6.4 1 201.3 (M:201.3) 5 4.6 7.8 784 0.91! 2 1.29
74 true ENSGALP00000001632 septin 5 - CGNC Symbol 1177 29.6 6 1 68.6 (M:68.6) 1 5.4 2.94 1422
75 true ENSGALP00000001655 proteasome (prosome macropain) subunit beta type 7 - CGNC Symbol 49143 28.1 6 1 167.0 (M:167.0) 4 5.4 12.49 925 1.23! 2 13.26
76 true ENSGALP00000001685 NIMA-related kinase 6 - CGNC Symbol 759 36.3 7.2 2 156.2 (M:156.2) 4 9.6 13.23 957 0.61 2 10.37
77 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 358.4 (M:358.4) 11 25.7 6.71 414 1.10! 5 70.67
78 true ENSGALP00000001803 debranching RNA lariats 1 - CGNC Symbol 809 60.7 5.2 1 124.8 (M:124.8) 3 3.5 12.55 1141 0.88! 1
79 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 203.2 (M:203.2) 4 13.7 6.33 775 0.72 2 6.49
80 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 128.9 (M:128.9) 2 1.5 17.76 1110
81 true ENSGALP00000001964 ABI family member 3 - CGNC Symbol 878 40.5 5 1 171.7 (M:171.7) 4 12.2 3.8 905 2.52! 1
82 true ENSGALP00000001975 selenocysteine lyase - CGNC Symbol 883 45.5 6.7 1 127.8 (M:127.8) 2 4.5 4.4 1122 8.64! 1
83 true ENSGALP00000001978 Gallus gallus replication factor C (activator 1) 2 40kDa (RFC2) mRNA. - RefSeq mRNA NM_205530 39.7 5.7 2 267.8 (M:267.8) 4 12.5 2.81 581 2.39! 2 3.46
84 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 105.8 (M:105.8) 3 12.3 8.06 1242 1.45 1
85 true ENSGALP00000002008 c-src tyrosine kinase - CGNC Symbol 902 59.3 8.1 1 583.8 (M:583.8) 10 14.8 6.21 226 3.82! 3 62.62
86 true ENSGALP00000002038 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 44.5 7.5 2 267.3 (M:267.3) 5 14.1 7.82 584 0.37! 1
87 true ENSGALP00000002041 enhancer of mRNA decapping 3 - CGNC Symbol 917 56 6.7 1 36.0 (M:36.0) 1 1.8 5.32 1525
88 true ENSGALP00000002078 MYB binding protein (P160) 1a - CGNC Symbol 933 114.8 5.7 1 233.0 (M:233.0) 3 2.7 4.6 679 1.22! 1
89 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 154.8 (M:154.8) 3 25 5.43 967 1.11! 2 43.08
90 true ENSGALP00000002172 mitochondrial trans-2-enoyl-CoA reductase - CGNC Symbol 981 39 8.9 1 142.8 (M:142.8) 3 9.6 8.07 1039 0.95 1
91 true ENSGALP00000002186 WD repeat domain 77 - CGNC Symbol 991 30.8 5 1 76.6 (M:76.6) 2 9.5 7.51 1382 1.34 1
92 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 203.5 (M:203.5) 5 4.4 9.05 774 0.73! 1
93 true ENSGALP00000002221 ankyrin repeat and FYVE domain containing 1 - CGNC Symbol 1013 128.6 5.6 1 91.0 (M:91.0) 2 1.7 17.65 1307 0.75 1
94 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 270.8 (M:270.8) 5 30.7 7.11 577 0.75! 4 19.57
95 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 2 637.9 (M:637.9) 12 41.9 7.28 194 1.05! 7 15.04
96 true ENSGALP00000002244 GRB10 interacting GYF protein 2 - CGNC Symbol 1024 147 5.6 1 169.3 (M:169.3) 3 4.1 4.48 919 1.71! 1
97 true ENSGALP00000002252 zeta-chain (TCR) associated protein kinase 70kDa - CGNC Symbol 1027 69.5 7.2 1 325.7 (M:325.7) 7 13.8 4.47 475 1.00! 3 22.23
98 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 1 248.1 (M:248.1) 3 5.9 7.37 631 1.23! 1
99 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 753.1 (M:753.1) 14 29.3 7.86 142 3.06! 6 22.55

100 true ENSGALP00000002338 splicing factor 3a subunit 3 - CGNC Symbol 1064 58.9 5.3 1 132.1 (M:132.1) 4 4 15.36 1090 1.26! 1
101 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 928.5 (M:928.5) 14 36.7 7.03 97 1.21 8 16.06
102 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 336.7 (M:336.7) 8 7.5 4.79 452 1.40! 2 12.18
103 true ENSGALP00000002398 acidic (leucine-rich) nuclear phosphoprotein 32 family member B - CGNC Symbol 51177 29.9 3.8 1 311.4 (M:311.4) 6 14.5 10.55 502 0.76! 4 51.72
104 true ENSGALP00000002406 nei like DNA glycosylase 1 - CGNC Symbol 1099 37.5 9.9 1 66.7 (M:66.7) 2 3.6 7.15 1433 3.38 1
105 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 681.8 (M:681.8) 14 8.3 4.29 168 0.66! 5 84.23
106 true ENSGALP00000002412 polybromo 1 - CGNC Symbol 1102 186.7 6.4 2 160.2 (M:160.2) 4 1.8 11.9 944 1.79! 1
107 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 156.9 (M:156.9) 3 15.6 4.85 951 0.58 1
108 true ENSGALP00000002426 Gallus gallus nuclear transport factor 2 (NUTF2) transcript variant 2 mRNA. - RefSeq mRNA NM_00130 14.4 5.9 1 150.8 (M:150.8) 4 26.8 6.15 997 0.93 2 17.95
109 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 143.4 (M:143.4) 2 7.4 11.16 1034 0.31! 1
110 true ENSGALP00000002482 copine I - CGNC Symbol 50925 59.7 5.5 5 265.1 (M:265.1) 5 8.1 3.48 595 0.97 2 31.5
111 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 97.7 (M:97.7) 3 27.1 11.08 1289
112 true ENSGALP00000002497 proteasome 26S subunit non-ATPase 5 - CGNC Symbol 1140 55.7 5.2 1 265.5 (M:265.5) 7 12.5 7.17 592 0.99! 4 39.58
113 true ENSGALP00000002508 Gallus gallus SIN3 transcription regulator family member A (SIN3A) mRNA. - RefSeq mRNA NM_00129 145.5 6.9 1 236.0 (M:236.0) 6 2.7 4.5 668 0.77 3 29.65
114 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 482.5 (M:482.5) 12 28 3.57 282 1.19 5 7.7
115 true ENSGALP00000002520 septin 2-like - CGNC Symbol 50343 40.2 6.1 1 452.7 (M:452.7) 9 15.2 4.96 306 0.65 5 38.61
116 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 150.1 (M:150.1) 4 14 1.21 1003 1.12 2 7.05
117 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 1 460.7 (M:460.7) 10 11 5.82 303 1.38 6 124.81
118 true ENSGALP00000002580 secretory carrier membrane protein 2 - CGNC Symbol 1178 36.7 8.8 1 164.1 (M:164.1) 5 12 11.69 937 1.05 3 15.2



119 true ENSGALP00000002620 mediator complex subunit 1 - CGNC Symbol 51147 167.9 8.9 1 152.5 (M:152.5) 2 2.1 8.78 986
120 true ENSGALP00000002625 Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq  55.8 5.5 1 185.7 (M:185.7) 5 7.3 11.58 844 1.63! 2 42.51
121 true ENSGALP00000002638 E2F transcription factor 4 p107/p130-binding - CGNC Symbol 1207 44.4 4.8 1 58.0 (M:58.0) 1 2.7 12.04 1469
122 true ENSGALP00000002695 ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - CGNC Symb  59.9 9.2 2 1115.0 (M:1115.0) 21 26.4 6.91 68 1.29! 9 38.03
123 true ENSGALP00000002744 phospholipase A2 activating protein - CGNC Symbol 1252 87.2 5.9 1 263.2 (M:263.2) 4 3 5.68 600 1.48! 2 21.29
124 true ENSGALP00000002754 ADP-dependent glucokinase - CGNC Symbol 1256 53.1 5.5 1 79.4 (M:79.4) 2 2.9 13.32 1370 0.42 1
125 true ENSGALP00000002785 ariadne RBR E3 ubiquitin protein ligase 1 - CGNC Symbol 1344 41.4 7.4 1 144.1 (M:144.1) 3 7.4 11.5 1030 2.00! 1
126 true ENSGALP00000002789 no description available 146.7 5.9 1 215.2 (M:215.2) 4 3.4 9.39 739 0.86! 1
127 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 345.2 (M:345.2) 5 23.3 3.09 437 0.82 3 8.13
128 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 661.6 (M:661.6) 13 14 6.71 184 0.85! 7 9.25
129 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 296.0 (M:296.0) 8 12.3 3.71 529 0.88 6 53.67
130 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 1786.1 (M:1786.1) 39 25.2 6.17 21 1.33! 19 24.98
131 true ENSGALP00000002831 PRKR interacting protein 1 (IL11 inducible) - CGNC Symbol 1289 22.4 9 1 199.4 (M:199.4) 5 19.6 9.15 795 0.92! 2 4.7
132 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 228.2 (M:228.2) 5 8.3 5.47 692 0.95! 1
133 true ENSGALP00000002866 leucine-rich repeats and WD repeat domain containing 1 - CGNC Symbol 50529 76.3 6.9 1 149.1 (M:149.1) 3 5.6 5.43 1010 0.86! 1
134 true ENSGALP00000002914 ST6 (alpha-N-acetyl-neuraminyl-2 3-beta-galactosyl-1 3)-N-acetylgalactosaminide alpha-2 6-sialyltrans      45.9 8.2 1 35.3 (M:35.3) 1 3.5 24.07 1527
135 true ENSGALP00000002944 WAPL cohesin release factor - CGNC Symbol 1347 133.4 5.1 1 161.6 (M:161.6) 2 2.3 6 941 1.54! 1
136 true ENSGALP00000002996 solute carrier family 25 (mitochondrial carrier phosphate carrier) member 24 - CGNC Symbol 1369 51.9 8.7 1 262.4 (M:262.4) 4 7.1 4.16 602 0.85! 2 12.34
137 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 387.7 (M:387.7) 9 7.5 6.46 379 1.1 4 37.74
138 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 1497.9 (M:1497.9) 23 49.6 6.8 38 1.19! 12 44.95
139 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 2 790.7 (M:790.7) 11 17.8 4.99 127 1.02! 5 28.72
140 true ENSGALP00000003043 alanyl-tRNA synthetase - CGNC Symbol 50043 101.3 5.6 1 217.9 (M:217.9) 6 6.4 6.36 727 1.44! 2 1.58
141 true ENSGALP00000003058 ubiquitin conjugating enzyme E2 O - CGNC Symbol 1396 140.8 5.1 1 225.0 (M:225.0) 5 3.8 4.91 698 1.32! 1
142 true ENSGALP00000003060 pre-mRNA processing factor 38B - CGNC Symbol 1397 64.9 10.6 1 127.7 (M:127.7) 2 2.7 6.06 1123 0.66 1
143 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 1762.6 (M:1762.6) 32 25.4 5.85 24 1.14! 18 24.64
144 true ENSGALP00000003092 protein prune homolog - CGNC Symbol 65719 45.8 5.1 1 35.2 (M:35.2) 1 2.6 12.56 1528
145 true ENSGALP00000003113 breast carcinoma amplified sequence 2 - CGNC Symbol 1446 26.9 5.5 1 85.0 (M:85.0) 2 11.1 10.2 1337
146 true ENSGALP00000003116 protein tyrosine phosphatase non-receptor type 11-like - CGNC Symbol 50998 68 7.6 2 510.1 (M:510.1) 11 18.1 7.18 267 3.24! 1
147 true ENSGALP00000003126 Smad nuclear interacting protein 1 - CGNC Symbol 1427 44.1 10.2 1 152.9 (M:152.9) 3 6.1 4.92 982 1.62 1
148 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 338.4 (M:338.4) 8 10.1 6.23 448 2.20! 3 144.63
149 true ENSGALP00000003132 protein kinase C delta - CGNC Symbol 50113 80.1 8.5 2 189.4 (M:189.4) 5 3.9 4.47 828 1.65! 2 93.32
150 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 219.8 (M:219.8) 8 9.1 2.97 715 0.63 5 30.28
151 true ENSGALP00000003157 NADH:ubiquinone oxidoreductase subunit B6 - CGNC Symbol 1444 14.9 9.7 1 69.6 (M:69.6) 2 13.3 3.54 1417 0.81 1
152 true ENSGALP00000003172 WD repeat domain 33 - CGNC Symbol 1450 136.3 9.3 1 205.5 (M:205.5) 4 3.2 11.72 769 1.25! 1
153 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 371.8 (M:371.8) 9 16.7 5.63 393 1.36! 2 24.91
154 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 461.9 (M:461.9) 9 10.5 8.13 301 0.78! 4 18.14
155 true ENSGALP00000003205 signal recognition particle 68kDa - CGNC Symbol 1465 68.8 8.6 1 72.3 (M:72.3) 2 5.5 10.5 1404 1.31 1
156 true ENSGALP00000003207 stomatin like 2 - CGNC Symbol 53074 39.4 7.7 1 106.8 (M:106.8) 3 5.6 2.53 1234 1.49 1
157 true ENSGALP00000003234 dedicator of cytokinesis 2 - CGNC Symbol 1476 212.8 7 1 481.2 (M:481.2) 9 4.8 3.66 284 1.35! 5 54.45
158 true ENSGALP00000003250 nuclear cap binding protein subunit 1 - CGNC Symbol 53067 92.5 5.9 1 100.2 (M:100.2) 2 3.5 13.17 1276 1.23! 1
159 true ENSGALP00000003263 charged multivesicular body protein 4B - CGNC Symbol 50929 25.1 4.7 1 286.5 (M:286.5) 6 23.3 3.44 550 1.61 4 85.74
160 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 61.6 (M:61.6) 2 10.1 15.87 1457 0.95 1
161 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 2 420.7 (M:420.7) 8 6.1 8.24 340 0.93 4 47.58
162 true ENSGALP00000003357 thyroid hormone receptor associated protein 3 - CGNC Symbol 51043 109.8 10.2 1 312.9 (M:312.9) 10 7.6 8.16 498 0.89! 5 39.34
163 true ENSGALP00000003418 hydroxysteroid (17-beta) dehydrogenase 4 - CGNC Symbol 1559 80.1 8.6 1 139.1 (M:139.1) 2 1.5 5.25 1057 1.80! 1
164 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 637.9 (M:637.9) 13 6.8 4.33 195 0.69! 7 47.66
165 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 683.3 (M:683.3) 9 16.4 2.84 167 1.23! 5 20.57
166 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 265.1 (M:265.1) 6 27.2 5.68 596 2.27! 2 30.98
167 true ENSGALP00000003538 eukaryotic translation termination factor 1 - CGNC Symbol 1614 49 5.5 1 60.7 (M:60.7) 2 5.5 6.16 1461
168 true ENSGALP00000003584 H3 histone family 3B - CGNC Symbol 49711 15.3 11.3 2 607.5 (M:607.5) 11 22.1 3.08 214 1.16! 5 151.87
169 true ENSGALP00000003592 ligase III DNA ATP-dependent - CGNC Symbol 1632 101.2 9 1 110.7 (M:110.7) 2 1.3 13.21 1212 0.68! 1
170 true ENSGALP00000003612 CCR4-NOT transcription complex subunit 1 - CGNC Symbol 64685 266.6 6.7 1 552.3 (M:552.3) 11 4.6 9.36 240 0.91! 6 17.62
171 true ENSGALP00000003623 3-hydroxyisobutyryl-CoA hydrolase - CGNC Symbol 1646 42.8 8.6 1 74.7 (M:74.7) 2 2.3 5.9 1389 0.83 1
172 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 644.8 (M:644.8) 15 27 6.71 189 0.92! 8 30.5
173 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 980.0 (M:980.0) 19 22.2 4.64 91 1.37! 9 64.12
174 true ENSGALP00000003718 SEC16 homolog A (S. cerevisiae) - CGNC Symbol 1688 243.9 5.6 1 234.0 (M:234.0) 6 2.6 7.04 676 1.10! 2 13.21
175 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 1535.6 (M:1535.6) 27 41.5 7.85 34 0.86! 13 26.54
176 true ENSGALP00000003813 survival of motor neuron - CGNC Symbol 49008 29.2 8.2 1 68.7 (M:68.7) 2 4.5 6.97 1420 0.81! 1
177 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 567.3 (M:567.3) 11 14.3 6.86 232 1.90! 4 29.68
178 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 1901.0 (M:1901.0) 36 27.7 5.69 16 0.88! 18 30.37
179 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 670.5 (M:670.5) 12 17.7 5.73 177 1.05 6 32.08
180 true ENSGALP00000003934 mannose-1-phosphate guanyltransferase beta - Refseq NP_001280244 39.4 6.8 1 82.2 (M:82.2) 3 5.8 14.23 1356 0.75! 1
181 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 1755.5 (M:1755.5) 29 34.5 5.01 25 0.88! 14 27.46
182 true ENSGALP00000003964 ubiquitin-like modifier activating enzyme 7 - CGNC Symbol 1807 108.7 5.4 1 111.0 (M:111.0) 3 4.7 14.19 1209 0.99! 1
183 true ENSGALP00000003968 ubiquitin C-terminal hydrolase L5 - CGNC Symbol 1810 33.7 5.3 1 66.0 (M:66.0) 1 6.7 1.53 1435
184 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 504.5 (M:504.5) 13 21.1 6.88 272 1.19! 6 35.95
185 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 1 2476.9 (M:2476.9) 48 16.5 5.47 5 1.40! 19 26.3
186 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 690.3 (M:690.3) 16 26.4 9.4 165 0.88 8 31.29
187 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 413.3 (M:413.3) 6 2.8 4.8 344 1.72! 3 15.23
188 true ENSGALP00000004061 phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit delta - CGNC Symbol 1859 120.2 6.9 1 134.3 (M:134.3) 3 2.2 5.56 1079 1.26 2 12.75
189 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 354.7 (M:354.7) 8 6.1 5.74 420 1.00! 5 38.77
190 true ENSGALP00000004108 differentially expressed in FDCP 6 homolog (mouse) - CGNC Symbol 1882 73.2 5.7 1 362.3 (M:362.3) 7 9.4 6.09 409 0.27! 2 68.15
191 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 192.4 (M:192.4) 6 25.3 5.51 817 0.96! 1
192 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 182.6 (M:182.6) 2 4.8 4.97 852 0.81! 1
193 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 105.7 (M:105.7) 3 3.5 8.63 1243 0.64 2 17.37
194 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 330.9 (M:330.9) 9 19.6 9.29 465 1.13 5 11.22
195 true ENSGALP00000004251 transcription factor A mitochondrial - CGNC Symbol 1948 29.9 10.3 1 297.9 (M:297.9) 5 14.1 9.36 526 1.01 3 11.3
196 true ENSGALP00000004317 golgi glycoprotein 1 - CGNC Symbol 1981 119 6.2 1 187.9 (M:187.9) 3 3.3 13.12 834 0.61! 1
197 true ENSGALP00000004355 ATPase Na+/K+ transporting beta 3 polypeptide - CGNC Symbol 1995 31.8 8.1 1 150.5 (M:150.5) 2 5 4.05 1001 1.95! 1
198 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 181.1 (M:181.1) 3 45.5 10.95 862 0.25 2 18.6
199 true ENSGALP00000004369 Gallus gallus small nuclear ribonucleoprotein polypeptide C (SNRPC) mRNA. - RefSeq mRNA NM_0012 17.4 9.7 1 81.0 (M:81.0) 1 11.3 11.59 1360
200 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 351.2 (M:351.2) 7 13.9 6.23 427 0.49! 3 9.39
201 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 124.9 (M:124.9) 2 4.3 4.97 1139
202 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 398.2 (M:398.2) 7 8.1 9.98 364 1.01! 4 24.16
203 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 548.3 (M:548.3) 9 33.3 8.97 241 1.46! 5 153.54
204 true ENSGALP00000004444 vesicle amine transport 1 - CGNC Symbol 2031 41.7 6.2 1 112.3 (M:112.3) 3 9.2 8.33 1201 1.19 1
205 true ENSGALP00000004453 G protein pathway suppressor 1 - CGNC Symbol 2036 55.2 6.2 1 138.5 (M:138.5) 6 8 10.22 1058 1.43 3 27.95
206 true ENSGALP00000004461 interferon induced protein 35 - HGNC:5399 33 5.5 1 57.6 (M:57.6) 1 7 13.49 1470
207 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 234.2 (M:234.2) 5 11.4 8.12 675 1.25 3 47.75
208 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 422.6 (M:422.6) 8 29.7 8.66 338 0.87! 4 24.55
209 true ENSGALP00000004517 LEM domain containing 2 - CGNC Symbol 2072 55.9 5.9 1 116.7 (M:116.7) 3 7.6 6.86 1178
210 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 134.9 (M:134.9) 4 7.4 9.59 1074 1.05! 1
211 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 2 370.4 (M:370.4) 6 12.1 8.26 396 1.03! 2 18.05
212 true ENSGALP00000004578 myosin light chain 1 alkali skeletal fast - CGNC Symbol 49821 20.9 5 3 205.9 (M:205.9) 3 8.3 6.05 768 0.87! 2 5
213 true ENSGALP00000004589 BRI3 binding protein - CGNC Symbol 2105 20.3 6.1 1 83.0 (M:83.0) 1 5.2 0.05 1349
214 true ENSGALP00000004614 thyroid hormone receptor interactor 12 - CGNC Symbol 2117 225.6 8.9 1 438.8 (M:438.8) 8 3.5 8.78 318 1.01! 5 21.82
215 true ENSGALP00000004621 electron-transfer-flavoprotein alpha polypeptide - CGNC Symbol 2114 36.6 8.7 1 177.2 (M:177.2) 3 7.5 9.82 877 2.15! 1
216 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 1038.4 (M:1038.4) 21 7.3 6.78 80 0.80! 12 58.07
217 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 445.8 (M:445.8) 6 24.2 6.24 312 1.43 3 16.25
218 true ENSGALP00000004687 MAU2 sister chromatid cohesion factor - CGNC Symbol 2145 72.4 7 1 128.5 (M:128.5) 3 7.4 9.29 1113
219 true ENSGALP00000004707 excision repair cross-complementation group 4 - CGNC Symbol 2155 104.3 7.8 1 126.0 (M:126.0) 2 4.2 6.31 1132
220 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 230.8 (M:230.8) 7 8.2 7.77 684 0.64! 4 54.83
221 true ENSGALP00000004798 activating transcription factor 7 - CGNC Symbol 2200 51.5 8.5 1 117.5 (M:117.5) 3 8.8 13.29 1171 1.34! 2 14.6
222 true ENSGALP00000004799 spermidine synthase - CGNC Symbol 2201 23.6 5 1 97.0 (M:97.0) 3 8.6 3.85 1292 0.75 1
223 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 232.8 (M:232.8) 5 11.1 5.45 680 0.89! 3 20.01
224 true ENSGALP00000004808 SURP and G-patch domain containing 2 - CGNC Symbol 2208 122.6 6.1 1 78.3 (M:78.3) 3 2.9 12.92 1376 0.78 3 61.57
225 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 345.9 (M:345.9) 8 18.3 1.95 435 0.89! 3 24.3
226 true ENSGALP00000004840 replication protein A1 - CGNC Symbol 2225 68 8.1 1 283.0 (M:283.0) 9 15.8 9.11 556 2.24 7 89.96
227 true ENSGALP00000004864 diphthamide biosynthesis 1 - CGNC Symbol 2233 44.7 8.3 1 37.0 (M:37.0) 1 2.7 10.9 1521
228 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 330.8 (M:330.8) 6 17.9 6.11 466 0.84 4 27.09
229 true ENSGALP00000004867 cyclin-dependent kinase 1 - CGNC Symbol 2236 34.7 7.7 2 207.6 (M:207.6) 7 25.7 6.21 758 0.52! 2 86.66
230 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 292.8 (M:292.8) 8 7.5 6.95 537 0.77! 4 33.28
231 true ENSGALP00000004889 proline synthetase co-transcribed homolog (bacterial) - CGNC Symbol 2245 30.1 8.4 1 184.3 (M:184.3) 5 16.3 9.45 847 1.00! 3 19.33
232 true ENSGALP00000004924 nuclear receptor corepressor 2 - CGNC Symbol 2259 274.4 8 1 284.1 (M:284.1) 7 2.9 7.56 553 1.32! 1
233 true ENSGALP00000004962 tripartite motif containing 25 - CGNC Symbol 2279 75.4 8 1 146.4 (M:146.4) 2 3.7 3.63 1022 87.97! 1
234 true ENSGALP00000004982 coatomer protein complex subunit epsilon - CGNC Symbol 2286 34.3 5 1 435.7 (M:435.7) 8 14.9 2.99 320 1.20! 4 9.62
235 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 154.9 (M:154.9) 3 18.1 5.05 966 1.04 2 41.68
236 true ENSGALP00000005033 NHP2 ribonucleoprotein - CGNC Symbol 17192 16.6 8.2 1 119.0 (M:119.0) 4 22.3 8.14 1159 1.06! 2 23.69
237 true ENSGALP00000005076 surfeit 6 - CGNC Symbol 50455 41.5 10.4 1 254.4 (M:254.4) 4 7.9 6.33 619 0.96 2 1.8
238 true ENSGALP00000005078 Gallus gallus polymerase (DNA-directed) delta interacting protein 2 (POLDIP2) mRNA. - RefSeq mRNA 42.7 8.6 1 33.1 (M:33.1) 1 3.2 9.67 1533



239 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 659.0 (M:659.0) 16 14.8 6.31 186 1.55! 6 24.41
240 true ENSGALP00000005109 ash2 (absent small or homeotic)-like (Drosophila) - CGNC Symbol 2347 67.1 5.5 1 129.4 (M:129.4) 3 3.1 6.13 1106 0.73! 1
241 true ENSGALP00000005126 SUB1 homolog (S. cerevisiae) - CGNC Symbol 2359 14.2 9.6 2 68.4 (M:68.4) 1 11.1 0.16 1426
242 true ENSGALP00000005129 CWF19-like 1 cell cycle control (S. pombe) - CGNC Symbol 2360 59.9 7.5 1 240.8 (M:240.8) 6 11.6 6.18 656 1.10! 3 23.15
243 true ENSGALP00000005130 inosine triphosphatase - CGNC Symbol 2361 22.2 5.8 1 80.6 (M:80.6) 2 5.5 6.2 1364 1.27 1
244 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 172.1 (M:172.1) 3 6.3 9.44 903 1.51 2 22.54
245 true ENSGALP00000005159 protein tyrosine phosphatase type IVA member 2 - CGNC Symbol 2373 19.8 8.8 1 50.6 (M:50.6) 2 10.9 8.78 1493 1.02 1
246 true ENSGALP00000005161 signal transducer and activator of transcription 3 (acute-phase response factor) - CGNC Symbol 2374 88.1 5.9 1 418.6 (M:418.6) 7 7.9 2.83 342 0.56! 4 19.22
247 true ENSGALP00000005180 glutathione synthetase - CGNC Symbol 2381 52.3 5.7 1 342.7 (M:342.7) 9 16.7 7.89 441 0.94! 3 10.22
248 true ENSGALP00000005182 signal transducer and activator of transcription 5B - CGNC Symbol 49373 90 5.9 1 340.5 (M:340.5) 9 11.7 5.67 444 0.56! 4 33.15
249 true ENSGALP00000005194 threonyl-tRNA synthetase - CGNC Symbol 53084 81.8 6.4 2 314.1 (M:314.1) 7 9.4 5.82 496 1.21! 3 32.16
250 true ENSGALP00000005199 Hsap of 1: proline rich coiled-coil 2C - HGNC:24903 59.4 7.7 1 108.4 (M:108.4) 4 10.1 6.13 1226 0.42! 1
251 true ENSGALP00000005212 histone deacetylase 1 - CGNC Symbol 2394 54.9 5.3 2 298.0 (M:298.0) 5 6.7 1.59 525 0.62 3 43.8
252 true ENSGALP00000005224 isocitrate dehydrogenase 3 (NAD+) alpha - CGNC Symbol 2399 39.3 7.7 2 218.6 (M:218.6) 5 11.4 9.57 721 0.87! 1
253 true ENSGALP00000005262 Fas associated factor family member 2 - CGNC Symbol 2423 52.6 5.5 1 196.7 (M:196.7) 3 5.4 7.74 804 0.7 2 36.48
254 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 219.2 (M:219.2) 4 11.7 5.68 717 1.07! 1
255 true ENSGALP00000005302 RAB5C member RAS oncogene family - CGNC Symbol 2444 23.5 8.6 3 243.8 (M:243.8) 5 17.6 4.22 647 0.86! 2 9.05
256 true ENSGALP00000005311 RAD1 checkpoint DNA exonuclease - CGNC Symbol 2449 31.5 4.9 1 32.6 (M:32.6) 1 6.4 10.11 1535
257 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 301.0 (M:301.0) 4 12.1 4.79 523 0.98 2 11.85
258 true ENSGALP00000005357 nuclear factor of activated T-cells cytoplasmic calcineurin-dependent 3 - CGNC Symbol 2472 113.8 6.2 1 201.9 (M:201.9) 3 2.9 6.97 780 2.83! 1
259 true ENSGALP00000005453 DnaJ heat shock protein family (Hsp40) member C7 - CGNC Symbol 2515 55.4 6.6 1 355.7 (M:355.7) 9 13 4.55 417 2.17! 3 22.68
260 true ENSGALP00000005468 2' 3'-cyclic nucleotide 3' phosphodiesterase - CGNC Symbol 49552 47.2 9.2 1 88.3 (M:88.3) 3 7.4 11.88 1323 0.74! 2 54.86
261 true ENSGALP00000005469 CCZ1 vacuolar protein trafficking and biogenesis associated homolog (S. cerevisiae) - CGNC Symbol 50 55.1 5.9 1 112.1 (M:112.1) 3 4.8 12.32 1202 1.30! 2 32.93
262 true ENSGALP00000005495 Hsap of 1: small nuclear ribonucleoprotein U5 subunit 200 - HGNC:30859 44.6 5.7 1 91.6 (M:91.6) 3 4.7 7.58 1306 1.19! 1
263 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 138.2 (M:138.2) 4 6.8 12.13 1060
264 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 755.7 (M:755.7) 15 17.9 5.15 139 0.88! 8 32.07
265 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 1651.3 (M:1651.3) 33 33.4 7.53 27 0.87! 17 76.06
266 true ENSGALP00000005619 polyamine oxidase (exo-N4-amino) - CGNC Symbol 65340 54.9 5 1 49.9 (M:49.9) 1 2.4 3.19 1496 0.84 1
267 true ENSGALP00000005633 tyrosyl-tRNA synthetase - CGNC Symbol 2601 59.3 6.2 1 165.6 (M:165.6) 5 8.3 9.93 931 0.77! 3 56.29
268 true ENSGALP00000005643 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC Symb  64.4 8.4 1 723.3 (M:723.3) 15 23.3 6.93 153 0.81! 7 30.5
269 true ENSGALP00000005645 Rho/Rac guanine nucleotide exchange factor (GEF) 18 - CGNC Symbol 2608 130.6 6.7 1 83.6 (M:83.6) 1 1.2 1.68 1347
270 true ENSGALP00000005649 lysophosphatidylcholine acyltransferase 2 - CGNC Symbol 2610 64.9 6.5 1 133.2 (M:133.2) 3 3.9 9.17 1083 0.48 1
271 true ENSGALP00000005662 karyopherin alpha 2 (RAG cohort 1 importin alpha 1) - CGNC Symbol 50505 58 5.3 1 236.4 (M:236.4) 6 14.8 4.19 666 5.26 1
272 true ENSGALP00000005678 transformation/transcription domain associated protein - CGNC Symbol 2626 433.3 8.5 1 286.9 (M:286.9) 5 0.7 7.82 549 1.48! 2 134.65
273 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 289.0 (M:289.0) 5 14.7 5.28 541 0.85! 2 21.1
274 true ENSGALP00000005711 aspartyl-tRNA synthetase 2 mitochondrial - CGNC Symbol 16680 71.2 6.2 1 98.4 (M:98.4) 3 3.5 12.01 1284 0.68 2 14.02
275 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 197.7 (M:197.7) 2 17 2.41 797 1.07 1
276 true ENSGALP00000005776 5'-nucleotidase cytosolic IIIB - CGNC Symbol 2665 33.1 5.3 1 217.7 (M:217.7) 2 5.9 19.19 729 1.1 1
277 true ENSGALP00000005794 spen family transcriptional repressor - CGNC Symbol 2675 397.1 6.9 1 509.6 (M:509.6) 10 2.5 7.71 268 0.90! 4 97.61
278 true ENSGALP00000005822 topoisomerase (DNA) I - CGNC Symbol 2691 88.6 9.4 3 400.8 (M:400.8) 12 13.8 4.53 360 1.25! 7 47.97
279 true ENSGALP00000005832 nucleoporin 155kDa - CGNC Symbol 2697 154.7 5.8 1 367.1 (M:367.1) 7 3.6 6.62 403 1.07 3 27.52
280 true ENSGALP00000005892 chromodomain helicase DNA binding protein 9 - CGNC Symbol 2719 276.5 6.3 1 131.2 (M:131.2) 4 2 11.52 1098 3.19! 1
281 true ENSGALP00000005896 Fanconi anemia complementation group D2 - CGNC Symbol 2720 160.6 5.8 1 120.7 (M:120.7) 4 4 12.64 1154
282 true ENSGALP00000005944 phospholipase C gamma 1 - CGNC Symbol 50935 146.9 5.7 1 255.2 (M:255.2) 9 6.6 11.38 618 1.06! 4 32.58
283 true ENSGALP00000006016 ubiquitin specific peptidase 4 (proto-oncogene) - CGNC Symbol 50119 107.4 5.6 1 164.2 (M:164.2) 3 3.5 2.76 935 1.61 1
284 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 339.4 (M:339.4) 6 7.9 11.51 446 2.17! 2 9.62
285 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 484.6 (M:484.6) 5 8.1 3.05 281 0.96! 2 13.36
286 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 412.5 (M:412.5) 12 10.1 6.43 345 0.97! 6 19.62
287 true ENSGALP00000006046 actin related protein 2/3 complex subunit 3 - CGNC Symbol 2797 21.3 8.8 1 184.3 (M:184.3) 4 9.7 11.5 848 0.93 2 2.35
288 true ENSGALP00000006050 calcium homeostasis endoplasmic reticulum protein - CGNC Symbol 2800 44.5 4.9 1 75.4 (M:75.4) 1 3.3 23.95 1388
289 true ENSGALP00000006120 IL2-inducible T-cell kinase - CGNC Symbol 2826 72.3 7.5 1 55.2 (M:55.2) 1 1.9 4.68 1475 1.04! 1
290 true ENSGALP00000006213 ubiquitin protein ligase E3 component n-recognin 4 - CGNC Symbol 51004 567.4 5.7 1 397.0 (M:397.0) 7 0.9 6.78 365 1.52! 3 7.3
291 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 999.6 (M:999.6) 18 23.6 5.61 87 0.96 10 27.59
292 true ENSGALP00000006264 COP9 signalosome subunit 8 - CGNC Symbol 52112 23 5.3 2 128.0 (M:128.0) 2 10.1 3.7 1117 1.13 1
293 true ENSGALP00000006278 protein kinase C alpha - CGNC Symbol 50506 76.8 6.4 1 305.8 (M:305.8) 9 10.7 7.65 515 0.86! 3 30.5
294 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 1647.3 (M:1647.3) 22 44.2 3.8 28 1.16! 10 30.78
295 true ENSGALP00000006299 protein arginine methyltransferase 3 - CGNC Symbol 2905 59.4 4.8 1 29.7 (M:29.7) 1 3.6 1 1536
296 true ENSGALP00000006300 adaptor-related protein complex 1 mu 1 subunit - CGNC Symbol 51191 48.5 6.8 1 175.8 (M:175.8) 6 11.1 3.24 886 1.1 3 10.94
297 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 263.3 (M:263.3) 7 18.7 6.02 599 0.94! 4 88
298 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 326.4 (M:326.4) 5 17.5 10.5 471 2.04! 2 20.91
299 true ENSGALP00000006340 TNF receptor associated factor 4 - CGNC Symbol 2927 52.2 8.1 1 62.0 (M:62.0) 2 6.5 14.15 1454
300 true ENSGALP00000006365 lysophospholipase II - CGNC Symbol 2940 25.1 7.1 1 125.4 (M:125.4) 3 11.2 6.32 1136 0.79! 2 1.92
301 true ENSGALP00000006366 apoptosis-inducing factor mitochondrion-associated 1 - CGNC Symbol 2941 64.5 9.1 1 293.2 (M:293.2) 7 9.3 2.55 536 1.47! 2 6.27
302 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 244.3 (M:244.3) 4 11.2 10.81 646 0.92 1
303 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 982.5 (M:982.5) 17 34.2 3.8 90 1.01! 8 17.85
304 true ENSGALP00000006464 neuropilin (NRP) and tolloid (TLL)-like 2 - CGNC Symbol 2988 59.7 6.1 1 41.2 (M:41.2) 1 3.4 11.52 1508
305 true ENSGALP00000006527 translocase of outer mitochondrial membrane 34 - CGNC Symbol 3015 33.7 9.1 1 223.7 (M:223.7) 3 9.4 13.12 703 1.35! 2 5.04
306 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 278.5 (M:278.5) 5 5.1 7.82 564 1.07! 1
307 true ENSGALP00000006565 ubiquitin-like with PHD and ring finger domains 1 - CGNC Symbol 3031 82.8 5.9 1 166.6 (M:166.6) 5 7.4 7.7 928 2.95 1
308 true ENSGALP00000006578 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 509 27.9 4.8 1 894.0 (M:894.0) 20 38.1 4.45 105 0.98! 11 43.65
309 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 2 698.0 (M:698.0) 11 24.4 7.01 163 0.90! 4 80.37
310 true ENSGALP00000006605 cyclin B2 - CGNC Symbol 3052 44.6 8.8 1 88.8 (M:88.8) 2 7 6.81 1319 0.38! 1
311 true ENSGALP00000006620 adenosine deaminase - CGNC Symbol 3060 40.7 5.7 1 104.2 (M:104.2) 2 7 2.49 1251
312 true ENSGALP00000006652 SAFB like transcription modulator - CGNC Symbol 3078 113.8 8.8 1 164.7 (M:164.7) 4 3.5 12.46 934 0.9 3 6.36
313 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 558.6 (M:558.6) 12 13.8 5.47 235 1.05! 6 121.92
314 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 651.3 (M:651.3) 12 11.5 5.45 187 1.29 5 24.61
315 true ENSGALP00000006916 quinone oxidoreductase-like 2 - CGNC Symbol 52192 37.4 8.8 1 72.1 (M:72.1) 1 5.7 8.38 1405
316 true ENSGALP00000006932 Hsap of 4: proteasome 26S subunit non-ATPase 9 - HGNC:9567 22.7 6.5 1 152.5 (M:152.5) 4 11.6 16.22 987 1.4 2 3.89
317 true ENSGALP00000006933 tubulin folding cofactor A - CGNC Symbol 3204 12.7 5.4 1 207.5 (M:207.5) 5 25.9 3.16 759 0.61 3 42.65
318 true ENSGALP00000006938 annexin A6 - CGNC Symbol 49340 75.2 5.7 2 1104.1 (M:1104.1) 24 22.6 4.8 72 0.52! 13 54.47
319 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 218.7 (M:218.7) 5 6.3 9.49 720 0.98! 2 25.53
320 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 212.7 (M:212.7) 5 2.9 8.36 747 0.71 3 13.22
321 true ENSGALP00000007041 component of oligomeric golgi complex 1 - CGNC Symbol 3262 98.3 8.3 2 127.0 (M:127.0) 2 2.4 5.43 1127 1.17 1
322 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 596.4 (M:596.4) 10 18 4.62 220 1.60! 6 18.68
323 true ENSGALP00000007118 nuclear receptor corepressor 1 - CGNC Symbol 3303 275.3 7 1 246.8 (M:246.8) 7 3.1 10.85 634 0.85! 2 16.75
324 true ENSGALP00000007174 SH3-domain GRB2-like endophilin B1 - CGNC Symbol 4722 40.8 6 1 213.0 (M:213.0) 3 7.7 6.49 746 2.49! 1
325 true ENSGALP00000007207 dynactin subunit 4 - CGNC Symbol 3352 53.2 6.9 1 163.5 (M:163.5) 3 6 13.32 938 1.17! 1
326 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 220.5 (M:220.5) 4 13.6 7.13 714 0.84! 2 7.53
327 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 535.5 (M:535.5) 10 23.2 6.72 249 1.13 5 30.54
328 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 267.9 (M:267.9) 6 27.8 5.62 580 1.10! 3 38.35
329 true ENSGALP00000007299 CD74 molecule - CGNC Symbol 3398 31.7 8.6 2 218.4 (M:218.4) 5 11.5 11.22 723 6.21! 1
330 true ENSGALP00000007355 ataxin 2 - CGNC Symbol 3422 118.2 9.3 1 321.5 (M:321.5) 7 5.7 3.5 482 1.06 4 32.23
331 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 232.2 (M:232.2) 6 4.9 3.2 682 1.22! 2 6.96
332 true ENSGALP00000007379 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 4 39 5.5 6 713.5 (M:713.5) 10 20.9 4.5 158 0.89 6 35.15
333 true ENSGALP00000007389 F-box protein 6 - CGNC Symbol 51014 32.4 8.3 1 67.2 (M:67.2) 3 15.7 7.58 1430
334 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 177.1 (M:177.1) 3 17.5 4.4 879 1 1
335 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 814.9 (M:814.9) 13 26 8.97 120 1.06! 6 55.75
336 true ENSGALP00000007469 LEO1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 55225 71.6 4.4 1 146.4 (M:146.4) 2 2.1 0.21 1021 0.93! 1
337 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 155.7 (M:155.7) 5 17.2 13.67 960 1.05! 2 39.14
338 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 110.9 (M:110.9) 3 10.8 6.48 1210 0.77 3 85.67
339 true ENSGALP00000007481 BUD31 homolog - CGNC Symbol 3487 17 9.1 1 330.1 (M:330.1) 7 27.8 9.24 467 1.03! 3 2.54
340 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 517.5 (M:517.5) 10 7.7 7.04 262 1.35! 4 18.59
341 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 1 1867.9 (M:1867.9) 36 30.1 5.98 17 1.08! 18 44
342 true ENSGALP00000007493 pentatricopeptide repeat domain 1 - CGNC Symbol 3492 83.8 8.6 1 65.8 (M:65.8) 1 1.6 2.18 1436 0.64 1
343 true ENSGALP00000007511 Uncharacterized protein - UniProtKB/TrEMBL F8VP50 - CGNC Symbol 3502 57.3 8.2 1 246.5 (M:246.5) 5 12.2 9.14 635 1.17! 1
344 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 1 797.3 (M:797.3) 12 42.6 5.2 123 1.14! 7 33.66
345 true ENSGALP00000007565 obscurin cytoskeletal calmodulin and titin-interacting RhoGEF - CGNC Symbol 3527 992 6 1 671.3 (M:671.3) 13 1.6 10.67 176 1.32! 4 59.48
346 true ENSGALP00000007666 peptidylprolyl isomerase F - CGNC Symbol 52036 21.7 9.2 1 106.0 (M:106.0) 2 17.6 12.64 1239 1.42! 1
347 true ENSGALP00000007667 glyoxalase domain containing 4 - HGNC:14111 51.2 9.1 1 158.9 (M:158.9) 6 12.2 7.99 948 1.03 4 26.04
348 true ENSGALP00000007671 family with sequence similarity 129 member A - CGNC Symbol 3572 90.7 5 1 107.0 (M:107.0) 3 3 8.05 1233 1.43! 1
349 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 153.9 (M:153.9) 4 3.9 9.79 971 1.34! 2 22.54
350 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 521.8 (M:521.8) 13 21.5 6.93 259 0.97 7 62.52
351 true ENSGALP00000007692 protein tyrosine phosphatase non-receptor type 11 - CGNC Symbol 49495 67.9 6.7 1 273.1 (M:273.1) 7 7.1 6.45 573 1.85 3 46.97
352 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 679.3 (M:679.3) 14 34 9.06 171 1.17! 6 25.27
353 true ENSGALP00000007709 COP9 signalosome subunit 3 - CGNC Symbol 3588 47.9 6.3 1 244.4 (M:244.4) 3 7.6 2.85 645 1.49 1
354 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 3 661.3 (M:661.3) 13 45.4 6.74 185 1.70! 5 33.91
355 true ENSGALP00000007750 zinc finger NFX1-type containing 1 - CGNC Symbol 3608 231 7.8 1 174.6 (M:174.6) 2 1.5 1 893 0.85! 1
356 true ENSGALP00000007763 ribosomal protein S24 - CGNC Symbol 3616 15.6 10.8 1 87.2 (M:87.2) 2 14.1 12.04 1330 1.63! 1
357 true ENSGALP00000007779 golgi autoantigen golgin subfamily a 2 - CGNC Symbol 3624 117 5.1 1 266.1 (M:266.1) 5 4.5 5.04 589 1.27 2 11.99
358 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 489.3 (M:489.3) 8 19.7 4.72 278 0.55! 4 7.26



359 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 4 1244.0 (M:1244.0) 23 29.1 6.62 52 0.72! 14 69.25
360 true ENSGALP00000007833 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.1 2 225.3 (M:225.3) 7 10.2 6.9 696 1.06! 2 13.15
361 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 260.6 (M:260.6) 7 17.1 5.2 611 1.27 4 34.95
362 true ENSGALP00000007884 LSM14A mRNA processing body assembly factor - CGNC Symbol 50074 50.5 9.6 1 117.3 (M:117.3) 3 3.7 8.03 1175 1.19 2 0.2
363 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 107.9 (M:107.9) 2 15.8 9.98 1228 2.02 1
364 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 244.8 (M:244.8) 5 19.3 10.69 643 2.76 3 124.94
365 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 736.1 (M:736.1) 14 15.7 6.36 149 1.00! 7 22.65
366 true ENSGALP00000007936 Bruton agammaglobulinemia tyrosine kinase - CGNC Symbol 3685 75.8 8.4 1 155.5 (M:155.5) 3 7.5 5.23 964
367 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 170.9 (M:170.9) 4 20 5.26 909 1.56 2 12.64
368 true ENSGALP00000007995 catechol-O-methyltransferase domain containing 1 - CGNC Symbol 3716 29.5 9 1 175.9 (M:175.9) 5 20.6 9.24 885 0.95! 1
369 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 187.6 (M:187.6) 5 10.6 12.18 835 1.33! 2 32.51
370 true ENSGALP00000008003 SUMO-activating enzyme subunit 2 - Refseq NP_001025742 45.2 6.1 1 213.9 (M:213.9) 5 8.7 5.35 745 1.35! 3 46.33
371 true ENSGALP00000008013 ISY1 splicing factor homolog (S. cerevisiae) - CGNC Symbol 3725 37.3 5.4 1 217.7 (M:217.7) 3 13.9 8.82 728 0.97! 2 6.18
372 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 125.6 (M:125.6) 4 5 3.7 1135 0.65! 2 37.48
373 true ENSGALP00000008078 cyclin-dependent kinase 9 - CGNC Symbol 3750 39.4 9.3 1 117.3 (M:117.3) 4 9.9 10.94 1176 1.20! 1
374 true ENSGALP00000008082 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - C   110.5 5.3 1 440.1 (M:440.1) 13 10.1 6.17 316 1.92! 7 96.38
375 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 176.6 (M:176.6) 3 13.8 6.95 881 0.72! 1
376 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 2 427.2 (M:427.2) 11 24.7 7.16 333 0.88 6 41.79
377 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 1342.6 (M:1342.6) 23 12.3 6.61 48 1.62! 10 35.97
378 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 983.3 (M:983.3) 22 6.9 6.49 89 1.09 12 24.65
379 true ENSGALP00000008211 TATA-box binding protein associated factor 4 - CGNC Symbol 3811 118.1 10 1 151.3 (M:151.3) 2 3.2 5.2 994 0.90! 1
380 true ENSGALP00000008227 family with sequence similarity 96 member B - CGNC Symbol 3821 17.8 5 1 127.6 (M:127.6) 2 11.2 4.72 1124 1.48 1
381 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 1783.5 (M:1783.5) 34 17.4 4.86 22 1.36! 16 43.18
382 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 273.7 (M:273.7) 4 3.8 7.62 572 1.13 2 14.86
383 true ENSGALP00000008273 PHD finger protein 2 - CGNC Symbol 3843 118.3 9.3 1 136.3 (M:136.3) 3 3 12.67 1068 1.22! 1
384 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 264.7 (M:264.7) 6 15.7 10.44 597 1.30! 3 23.31
385 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 800.6 (M:800.6) 19 14.6 3.54 121 1.08! 11 18.38
386 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 286.2 (M:286.2) 7 4.2 5.81 551 1 3 13.02
387 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 395.0 (M:395.0) 13 10.4 10.54 367 0.88! 8 36.6
388 true ENSGALP00000008341 glutathione S-transferase theta 1-like - CGNC Symbol 55583 29.9 8.6 1 261.4 (M:261.4) 7 25.8 3.53 607 3.08! 1
389 true ENSGALP00000008356 NEDD8 activating enzyme E1 subunit 1 - CGNC Symbol 50078 60.4 5.4 1 117.5 (M:117.5) 4 7.1 7.93 1172
390 true ENSGALP00000008398 phenylalanyl-tRNA synthetase beta subunit - CGNC Symbol 3896 65.9 6 1 464.6 (M:464.6) 11 11.4 6.26 297 1.61! 5 41.17
391 true ENSGALP00000008399 FYVE RhoGEF and PH domain containing 3 - CGNC Symbol 50133 83.4 5.6 1 231.0 (M:231.0) 6 9 5.44 683 1.05 4 29.29
392 true ENSGALP00000008442 integrator complex subunit 2 - CGNC Symbol 3921 132.8 5.6 1 190.0 (M:190.0) 2 1.5 3.19 824 0.59! 1
393 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 1106.4 (M:1106.4) 24 26.3 7.5 71 0.55! 10 13.1
394 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 214.7 (M:214.7) 5 16.3 9.73 743 1.33! 2 27.3
395 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 348.6 (M:348.6) 10 9 5.72 429 0.97! 6 54.46
396 true ENSGALP00000008634 BRCA1/BRCA2-containing complex subunit 3 - CGNC Symbol 4010 35.8 6.5 1 89.9 (M:89.9) 3 8.4 7.15 1314 1.06! 1
397 true ENSGALP00000008699 O-linked N-acetylglucosamine (GlcNAc) transferase - CGNC Symbol 4043 18.5 5.6 1 102.3 (M:102.3) 3 13.8 5.61 1265 1.41 1
398 true ENSGALP00000008735 helicase lymphoid-specific - CGNC Symbol 4060 94.7 8.3 1 346.4 (M:346.4) 7 7.5 2 434 4.56! 1
399 true ENSGALP00000008738 phospholipase C gamma 2 (phosphatidylinositol-specific) - CGNC Symbol 4062 148 6 1 185.3 (M:185.3) 4 2.7 14.51 845 1.19 1
400 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 132.0 (M:132.0) 5 17.1 8.74 1093 1.25 3 22.5
401 true ENSGALP00000008781 ras homolog family member G - CGNC Symbol 4080 21.3 8.5 1 297.8 (M:297.8) 6 16.8 4.69 527 0.64 4 20.66
402 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 357.8 (M:357.8) 10 24.1 3.4 415 1.34! 4 45.16
403 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 1736.3 (M:1736.3) 31 36.8 6.77 26 1.01! 15 15
404 true ENSGALP00000008839 adrenergic beta receptor kinase 2 - CGNC Symbol 4110 75.7 7.6 1 201.4 (M:201.4) 5 6.6 11.77 783 1.36 4 11.83
405 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 211.8 (M:211.8) 5 5.4 8.61 751 1.64! 2 31.39
406 true ENSGALP00000008882 phosphoinositide-3-kinase adaptor protein 1 - CGNC Symbol 4133 90.1 5 1 398.4 (M:398.4) 7 7.5 11.94 363 5.35! 3 153.22
407 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 197.7 (M:197.7) 5 16.1 4.37 798 1.52 2 27.92
408 true ENSGALP00000008922 holocytochrome c synthase - CGNC Symbol 4148 31.4 6.1 1 143.1 (M:143.1) 3 11.4 6.71 1036 1.95! 1
409 true ENSGALP00000008953 eukaryotic translation initiation factor 4 gamma 2 - CGNC Symbol 4160 97.5 6.6 2 440.0 (M:440.0) 6 5.1 4.22 317 1.03! 3 36.11
410 true ENSGALP00000008955 synaptogyrin 3 - CGNC Symbol 4162 25.2 4.8 1 48.3 (M:48.3) 1 4.3 4.66 1498
411 true ENSGALP00000009002 CTR9 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 4182 132.7 6.4 1 520.1 (M:520.1) 12 10.5 12.39 260 0.98! 4 19
412 true ENSGALP00000009030 golgi brefeldin A resistant guanine nucleotide exchange factor 1 - CGNC Symbol 4197 207.7 5.6 1 135.8 (M:135.8) 3 1.1 13.24 1070 1.39! 1
413 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 633.8 (M:633.8) 13 11.3 8.41 198 0.87! 6 28.89
414 true ENSGALP00000009045 ATP binding cassette subfamily D member 3 - CGNC Symbol 4204 75.5 9.4 1 37.5 (M:37.5) 1 1.4 19.34 1519 1.75 1
415 true ENSGALP00000009066 sorting nexin 12 - CGNC Symbol 53438 18.9 8.6 1 155.6 (M:155.6) 3 12.3 5.44 962 0.73 1
416 true ENSGALP00000009075 ubiquitin conjugating enzyme E2 G2 - CGNC Symbol 4222 18.5 4.6 1 76.2 (M:76.2) 2 9.1 6.4 1386 1.05 1
417 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 346.5 (M:346.5) 5 6 5.37 433 1.66 2 25.53
418 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 693.5 (M:693.5) 13 13.3 4.05 164 1.08! 6 20.57
419 true ENSGALP00000009122 checkpoint kinase 2 - CGNC Symbol 4245 58.9 6.4 1 235.4 (M:235.4) 2 4.6 0.86 670 0.88! 1
420 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 201.0 (M:201.0) 6 25.1 4.76 786 1.06! 3 24.86
421 true ENSGALP00000009219 SWAP switching B-cell complex 70kDa subunit - CGNC Symbol 51879 67.8 6.2 1 282.4 (M:282.4) 8 11.4 4.75 557 8.43! 2 21.57
422 true ENSGALP00000009283 zinc finger protein 143 - CGNC Symbol 4317 70.5 5.7 1 109.8 (M:109.8) 4 8 8.78 1220 1.00! 2 25.23
423 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 596.0 (M:596.0) 9 19.7 8.06 221 1.18! 3 34.51
424 true ENSGALP00000009307 phospholipase C delta 1 - CGNC Symbol 4331 87.2 5.8 1 51.2 (M:51.2) 1 1.3 23.59 1490
425 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 1 891.5 (M:891.5) 14 31.2 5.08 106 0.80! 7 40.33
426 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 309.7 (M:309.7) 8 6.9 6.94 507 1.85! 4 29.63
427 true ENSGALP00000009351 protein phosphatase 1 regulatory subunit 7 - CGNC Symbol 4354 34.3 5.1 1 360.4 (M:360.4) 8 25.2 6.29 413 1.12! 4 61.03
428 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 128.1 (M:128.1) 3 5.6 3.59 1116 1.35 2 5.64
429 true ENSGALP00000009393 clustered mitochondria (cluA/CLU1) homolog - CGNC Symbol 4370 150.4 5.7 1 126.3 (M:126.3) 4 2.6 17.58 1130 1.25! 1
430 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 2 522.3 (M:522.3) 13 10.6 7.34 258 1.18! 6 27.15
431 true ENSGALP00000009425 BTG3 associated nuclear protein - CGNC Symbol 50096 55.4 5.1 1 213.9 (M:213.9) 4 5.3 10.73 744 0.89 2 23.37
432 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 125.0 (M:125.0) 2 6.8 2.34 1138 1.25 1
433 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 406.4 (M:406.4) 5 9.6 5.55 352 1.06! 2 14.96
434 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 668.0 (M:668.0) 17 31.1 6.56 179 1.34! 8 22.14
435 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 594.3 (M:594.3) 8 14.9 3.45 223 1.03! 4 18.53
436 true ENSGALP00000009549 calnexin - CGNC Symbol 4443 68.3 4.4 1 160.0 (M:160.0) 4 6 6.53 946 1.46 2 3.16
437 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 229.4 (M:229.4) 2 8.8 7.38 688
438 true ENSGALP00000009558 RNA polymerase II associated protein 2 - CGNC Symbol 4449 68.9 6.1 1 60.6 (M:60.6) 2 3.1 13.27 1462
439 true ENSGALP00000009571 deoxyguanosine kinase - Refseq NP_001072968 31.1 5.7 1 61.4 (M:61.4) 1 4.9 6.9 1458
440 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 404.6 (M:404.6) 9 24.4 6.13 355 1.29! 4 19.07
441 true ENSGALP00000009608 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily b member 1 - C   44.5 5.8 1 179.5 (M:179.5) 4 5.4 13.89 871 0.87 2 15.24
442 true ENSGALP00000009617 RUN and FYVE domain containing 1 - CGNC Symbol 52814 77.6 5.7 1 277.1 (M:277.1) 5 4.4 9.96 566 0.55! 3 29.83
443 true ENSGALP00000009642 pre-mRNA processing factor 6 - CGNC Symbol 4493 106.7 8.2 1 169.5 (M:169.5) 6 6.6 7.92 915 0.97! 3 49.26
444 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 222.6 (M:222.6) 3 23.3 0.54 706 0.9 2 22.36
445 true ENSGALP00000009662 protein kinase C beta - CGNC Symbol 50286 73.6 6.5 2 560.0 (M:560.0) 14 11.4 8.38 234 1.57! 6 41.87
446 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 565.5 (M:565.5) 10 7.2 7.81 233 0.67! 5 63.82
447 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 195.5 (M:195.5) 4 10.3 5.3 806 1.24 2 8.33
448 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 1211.2 (M:1211.2) 23 17.8 5.38 57 1.23! 10 21.81
449 true ENSGALP00000009725 DnaJ (Hsp40) homolog subfamily C member 5 - CGNC Symbol 4532 22.1 4.9 1 38.0 (M:38.0) 1 7.6 3.87 1517
450 true ENSGALP00000009752 CDC like kinase 4 - HGNC:13659 59.5 8.9 1 114.6 (M:114.6) 2 3.2 3.68 1188 1.22 1
451 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 206.4 (M:206.4) 4 9.9 12.58 765 1.38 2 20.9
452 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 384.8 (M:384.8) 7 25.2 4.04 382 1.14! 4 16.71
453 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 596.9 (M:596.9) 12 20.7 5.95 219 0.96! 7 19.49
454 true ENSGALP00000009912 cyclin-dependent kinase 10 - CGNC Symbol 4611 41.9 7.1 1 118.0 (M:118.0) 3 10.3 9.9 1167
455 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 309.4 (M:309.4) 5 13.4 4.8 508 0.66! 2 19.5
456 true ENSGALP00000009939 WDFY family member 4 - CGNC Symbol 22870 358.3 6 1 366.5 (M:366.5) 6 2.4 7.46 405 1.17! 1
457 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 573.4 (M:573.4) 12 34.1 4.08 231 1.28 6 12.55
458 true ENSGALP00000009964 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 40.6 5 2 396.2 (M:396.2) 7 20.1 1.96 366 1.45! 3 47.46
459 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 620.5 (M:620.5) 12 15.3 4.41 206 1.41! 6 19.68
460 true ENSGALP00000009988 lanosterol synthase (2 3-oxidosqualene-lanosterol cyclase) - CGNC Symbol 4650 76.9 5.8 1 90.8 (M:90.8) 3 3.3 9.16 1308 0.88 2 29.92
461 true ENSGALP00000010012 BCL2 like 1 - CGNC Symbol 4663 25.7 5.1 1 50.4 (M:50.4) 1 6.1 10.44 1495
462 true ENSGALP00000010092 ILK associated serine/threonine phosphatase - CGNC Symbol 4694 42.9 6.1 1 103.0 (M:103.0) 2 2.6 5.88 1260 1.07 1
463 true ENSGALP00000010110 myeloid/lymphoid or mixed-lineage leukemia 3 - CGNC Symbol 4704 541 6 1 251.0 (M:251.0) 3 0.5 15.04 623 1.02! 1
464 true ENSGALP00000010157 SON DNA binding protein - CGNC Symbol 4729 48.2 9.6 1 173.2 (M:173.2) 2 3.7 3.91 899 0.71! 1
465 true ENSGALP00000010165 autophagy related 4B cysteine peptidase - CGNC Symbol 49878 44.3 5 1 71.0 (M:71.0) 2 2.8 2.08 1410 1.73 1
466 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 288.0 (M:288.0) 5 10.9 4.98 544 0.35 3 85.64
467 true ENSGALP00000010214 Gallus gallus macrophage migration inhibitory factor (glycosylation-inhibiting factor) (MIF) mRNA. - Re   12.5 6.9 1 269.5 (M:269.5) 5 38.3 6.76 579 0.61! 2 28.26
468 true ENSGALP00000010241 Uncharacterized protein - UniProtKB/TrEMBL V9GY05 - CGNC Symbol 4773 44.8 6.9 1 206.9 (M:206.9) 5 12 14.62 763 1.19 2 18.85
469 true ENSGALP00000010258 SPT2 chromatin protein domain containing 1 - CGNC Symbol 4783 72.1 9.9 1 199.5 (M:199.5) 4 4.8 15.91 793 0.73! 1
470 true ENSGALP00000010267 H2A histone family member Y - CGNC Symbol 4787 39.2 9.8 2 278.2 (M:278.2) 5 13 7.72 565 0.57! 1
471 true ENSGALP00000010298 UBX domain protein 7 - CGNC Symbol 4805 51.8 5 1 100.4 (M:100.4) 3 3.9 5.02 1275 0.87 2 4.52
472 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 389.3 (M:389.3) 8 3.9 7.34 377 1.02! 5 28.61
473 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 148.9 (M:148.9) 2 5 11.33 1012 0.73 1
474 true ENSGALP00000010319 oxysterol binding protein-like 5 - CGNC Symbol 4819 100.7 8.3 2 140.4 (M:140.4) 2 1.2 6.32 1052 0.26 1
475 true ENSGALP00000010334 HIV-1 Tat specific factor 1 - CGNC Symbol 51672 51 5 1 42.4 (M:42.4) 1 2.4 24.52 1504
476 true ENSGALP00000010345 3-phosphoinositide dependent protein kinase-1 - CGNC Symbol 50287 63 7.6 1 123.3 (M:123.3) 3 4.9 7.12 1146 0.95! 1
477 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 3 798.8 (M:798.8) 15 21.3 8.64 122 0.92! 7 70.78
478 true ENSGALP00000010376 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 - CGNC Symbol 4852 86.9 6 1 428.2 (M:428.2) 8 7.6 8.16 332 0.85! 4 32.31



479 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 460.6 (M:460.6) 9 14.6 5.05 304 1.07 6 33.26
480 true ENSGALP00000010405 transferrin (ovotransferrin) - CGNC Symbol 49715 77.8 6.8 1 149.5 (M:149.5) 4 7.5 8.12 1007
481 true ENSGALP00000010409 sphingomyelin phosphodiesterase 4 - CGNC Symbol 4864 96.2 7.7 1 154.2 (M:154.2) 4 4.3 5.74 970 1.23! 1
482 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 865.6 (M:865.6) 16 21.3 5.38 109 0.96! 7 18.1
483 true ENSGALP00000010423 protein phosphatase 2 catalytic subunit alpha isozyme - CGNC Symbol 4870 35.5 5.3 2 729.4 (M:729.4) 9 25.9 4.38 151 1.07! 4 14.03
484 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 3842.9 (M:3842.9) 50 50.6 5.22 3 1.24! 24 44.75
485 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 363.0 (M:363.0) 7 17.3 5.65 408 1.33 3 6.74
486 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 700.1 (M:700.1) 10 24.7 6.54 162 0.77! 4 36.43
487 true ENSGALP00000010631 protein O-fucosyltransferase 1 - CGNC Symbol 4973 43.3 8.3 1 142.5 (M:142.5) 3 9.5 3.21 1041 0.86 2 3.36
488 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 557.3 (M:557.3) 7 37.3 2.72 238 0.87! 3 40.99
489 true ENSGALP00000010718 heat shock protein family A (Hsp70) member 14 - CGNC Symbol 5014 54 5.2 1 205.0 (M:205.0) 4 5.7 16.18 770 1.38! 1
490 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 239.2 (M:239.2) 5 14 7.6 659 0.94! 2 20.53
491 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 353.1 (M:353.1) 7 20.8 4.53 423 0.81! 3 25.02
492 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 3 443.2 (M:443.2) 7 11.7 3.82 313 1.02 4 19.05
493 true ENSGALP00000010888 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 5039 28.3 4.8 2 501.2 (M:501.2) 12 19.8 4.69 275 0.91! 6 28.65
494 true ENSGALP00000010910 cleavage stimulation factor 3' pre-RNA subunit 2 64kDa - CGNC Symbol 51677 49.9 5.9 1 103.8 (M:103.8) 2 2.3 5.35 1253 0.96 1
495 true ENSGALP00000010925 exocyst complex component 6 - CGNC Symbol 52056 87.4 5.7 1 117.6 (M:117.6) 3 2.4 4.22 1169 9.08 2 244.49
496 true ENSGALP00000010935 Cbl proto-oncogene E3 ubiquitin protein ligase - CGNC Symbol 49015 95.5 5.6 1 274.5 (M:274.5) 8 11 8.84 569 0.33! 2 74.09
497 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 331.6 (M:331.6) 10 30.3 5.23 463 1.29! 4 22.21
498 true ENSGALP00000010955 Uncharacterized protein - UniProtKB/TrEMBL H3BN98 - CGNC Symbol 5116 23.6 9.1 1 81.5 (M:81.5) 2 4.9 5.39 1358 2.36 1
499 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 140.5 (M:140.5) 2 3.7 4.86 1051
500 true ENSGALP00000011008 lysine methyltransferase 2A - CGNC Symbol 49942 392.9 9.1 1 206.2 (M:206.2) 4 0.9 2.85 766 1.53! 1
501 true ENSGALP00000011055 diaphanous homolog 1 (Drosophila) - CGNC Symbol 49017 90.7 6.1 1 98.0 (M:98.0) 3 3.1 12.9 1287 0.67! 1
502 true ENSGALP00000011060 acyl-CoA thioesterase 8 - CGNC Symbol 5166 41.4 9.1 1 84.9 (M:84.9) 2 5.1 10.79 1338
503 true ENSGALP00000011071 glutaminyl-tRNA synthetase - CGNC Symbol 5185 86.9 6.5 1 461.8 (M:461.8) 12 12.3 6.71 302 1.19! 4 27.39
504 true ENSGALP00000011095 SHC (Src homology 2 domain containing) transforming protein 1 - CGNC Symbol 5182 65.4 6.4 1 175.5 (M:175.5) 3 5.8 3.53 889 0.71! 1
505 true ENSGALP00000011103 insulin degrading enzyme - HGNC:5381 118.1 6.1 1 275.9 (M:275.9) 4 3.7 7.93 568 2.15! 1
506 true ENSGALP00000011124 cathepsin A - CGNC Symbol 5190 53.1 6.1 1 123.3 (M:123.3) 3 8.1 12.33 1147 1.09! 1
507 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 338.0 (M:338.0) 6 9 6.14 449 0.85 3 20.44
508 true ENSGALP00000011170 choroideremia (Rab escort protein 1) - CGNC Symbol 51680 73.1 4.7 1 97.2 (M:97.2) 3 2.7 5.93 1291 1.04! 1
509 true ENSGALP00000011221 B-TFIID TATA-box binding protein associated factor 1 - CGNC Symbol 5235 195.8 6.2 1 326.0 (M:326.0) 6 3.5 6.43 474 1.85! 2 32.26
510 true ENSGALP00000011232 phosphofructokinase platelet - CGNC Symbol 53359 61.2 6.3 1 193.2 (M:193.2) 4 6.9 3.03 814 0.77! 1
511 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 223.0 (M:223.0) 4 7.4 4.62 705 1.07 2 37.57
512 true ENSGALP00000011282 B-cell linker - CGNC Symbol 5261 61.8 7.3 2 132.1 (M:132.1) 2 2.5 5.11 1091
513 true ENSGALP00000011338 RNA binding motif protein 7 - CGNC Symbol 5294 31.3 9.4 1 116.6 (M:116.6) 3 9.3 6.62 1180 0.85! 1
514 true ENSGALP00000011390 ArfGAP with coiled-coil ankyrin repeat and PH domains 2 - CGNC Symbol 52279 88.4 6.3 2 94.3 (M:94.3) 3 2.7 5.54 1298 1.34 2 8.14
515 true ENSGALP00000011441 acyl-CoA dehydrogenase C-2 to C-3 short chain - CGNC Symbol 5341 44.6 8.7 1 112.1 (M:112.1) 2 6 4.47 1203 1.08! 1
516 true ENSGALP00000011453 ectonucleoside triphosphate diphosphohydrolase 1 - CGNC Symbol 52059 57.3 7.9 1 152.7 (M:152.7) 4 8 8.65 985 0.68! 1
517 true ENSGALP00000011475 ubiquinol-cytochrome c reductase complex III subunit VII 9.5kDa - CGNC Symbol 5357 9.6 9.6 1 136.2 (M:136.2) 2 15.9 11.02 1069 1.36 1
518 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 242.4 (M:242.4) 4 8.9 11.26 650 0.56! 1
519 true ENSGALP00000011538 ras-related C3 botulinum toxin substrate 1 (rho family small GTP binding protein Rac1) - CGNC Symbo  20.2 8.8 2 352.5 (M:352.5) 6 25.6 3.52 424 0.86! 2 2.5
520 true ENSGALP00000011539 high mobility group nucleosome binding domain 5 - CGNC Symbol 51685 20.2 9.9 1 148.9 (M:148.9) 2 6.3 7.77 1013 0.76 1
521 true ENSGALP00000011559 integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC Sy  88.6 5.1 1 69.4 (M:69.4) 2 1.4 5.34 1418 2.7 1
522 true ENSGALP00000011564 cytohesin 3 - CGNC Symbol 5402 46.7 5.7 2 105.7 (M:105.7) 4 7.2 12.34 1244 0.6 2 24.56
523 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 126.1 (M:126.1) 3 16.5 8.91 1131 0.71! 1
524 true ENSGALP00000011629 ATPase H+ transporting lysosomal 13kDa V1 subunit G1 - CGNC Symbol 5433 13.5 9.3 1 68.7 (M:68.7) 1 13.6 0.24 1419 1.83 1
525 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 89.4 (M:89.4) 2 11.1 1.95 1315 1.27 1
526 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 447.7 (M:447.7) 9 35.6 5.7 310 0.45! 4 12.32
527 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 369.7 (M:369.7) 7 12.4 5.79 398 1.17! 3 29.26
528 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 466.1 (M:466.1) 6 20.3 11.31 296 1.04 3 4.31
529 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 151.1 (M:151.1) 4 13.3 5.47 995 1.43 2 22.88
530 true ENSGALP00000011711 engulfment and cell motility 2 - CGNC Symbol 5476 82.8 5.7 1 155.9 (M:155.9) 2 2.4 14.23 958
531 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 434.3 (M:434.3) 8 14.6 4.97 324 1.19 4 41.3
532 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 339.9 (M:339.9) 10 7.8 12.97 445 1.01! 5 119.76
533 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 913.4 (M:913.4) 20 16.5 4.11 101 1.10! 10 27.65
534 true ENSGALP00000011803 THO complex 7 - CGNC Symbol 5517 23.9 5.9 1 73.9 (M:73.9) 2 6.4 3.64 1395 0.84 1
535 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 366.5 (M:366.5) 7 18 10.22 406 0.99! 2 9.67
536 true ENSGALP00000011863 mediator complex subunit 19 - CGNC Symbol 5547 26.3 9.9 1 88.6 (M:88.6) 3 8.6 5.32 1321 1 1
537 true ENSGALP00000011948 nuclear receptor subfamily 3 group C member 1 - CGNC Symbol 5586 83.9 5.8 2 100.8 (M:100.8) 2 4.1 7.73 1271
538 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 352.2 (M:352.2) 9 36.4 5.62 425 0.72! 4 26.75
539 true ENSGALP00000011982 CD3e molecule - CGNC Symbol 5597 19 6.3 1 129.5 (M:129.5) 2 9.7 2.49 1105
540 true ENSGALP00000011984 CD3d molecule delta (CD3-TCR complex) - CGNC Symbol 49849 19.5 8.2 1 80.8 (M:80.8) 2 15.9 4.11 1361
541 true ENSGALP00000011990 Hsap of 4: proteoglycan 2 bone marrow (natural killer cell activator eosinophil granule major basic pro   17.3 9.7 1 52.0 (M:52.0) 1 10.5 2.39 1486 1.34 1
542 true ENSGALP00000012007 archain 1 - CGNC Symbol 5606 57 5.8 1 341.9 (M:341.9) 8 12.4 5.87 442 0.97! 3 7.62
543 true ENSGALP00000012053 cathepsin Z - CGNC Symbol 5626 33.8 7.5 1 132.1 (M:132.1) 3 11.5 16.8 1092 2.66 2 24.99
544 true ENSGALP00000012072 negative elongation factor complex member C/D - CGNC Symbol 5638 65.6 5 1 215.6 (M:215.6) 4 5.5 6.31 737 1.05 2 6.28
545 true ENSGALP00000012086 glutamic-oxaloacetic transaminase 1 soluble - CGNC Symbol 5645 45.9 8.2 1 260.7 (M:260.7) 6 8.3 7.63 610 0.67! 2 11.1
546 true ENSGALP00000012087 transferrin receptor (p90 CD71) - CGNC Symbol 49693 99.1 6.1 1 196.8 (M:196.8) 4 3 6.06 803 1.64! 2 86.51
547 true ENSGALP00000012100 leucyl-tRNA synthetase - CGNC Symbol 5654 134.2 6.5 1 309.1 (M:309.1) 8 5.2 7.67 510 1.35! 3 7.38
548 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 401.4 (M:401.4) 7 10 4.4 359 0.64! 4 56.4
549 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 310.0 (M:310.0) 5 8.2 11.96 504 1.20! 3 27.96
550 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 508.9 (M:508.9) 9 4.8 8.74 270 0.85! 4 46.92
551 true ENSGALP00000012171 LUC7-like (S. cerevisiae) - CGNC Symbol 5684 43.6 10.2 1 409.3 (M:409.3) 9 16.2 2.2 348 0.98! 5 20.41
552 true ENSGALP00000012199 glutaminase - CGNC Symbol 5698 69.9 8.5 1 179.5 (M:179.5) 4 10.6 10.74 870
553 true ENSGALP00000012231 MMS19 homolog cytosolic iron-sulfur assembly component - CGNC Symbol 5715 111.8 5.6 1 211.9 (M:211.9) 7 6.8 4.27 750 1.17! 1
554 true ENSGALP00000012240 amyloid beta (A4) precursor protein-binding family B member 1 interacting protein - CGNC Symbol 57 72.8 5.7 1 326.4 (M:326.4) 9 6.8 3.25 472 0.85! 4 37.42
555 true ENSGALP00000012245 forty-two-three domain containing 1 - CGNC Symbol 5721 34.3 11.2 1 131.5 (M:131.5) 1 6.2 0.45 1096
556 true ENSGALP00000012246 dihydropyrimidinase-like 3 - CGNC Symbol 5722 57.9 6 1 272.5 (M:272.5) 7 12 8.26 575 1.69 2 75.63
557 true ENSGALP00000012267 leucine rich repeats and calponin homology domain containing 3 - HGNC:28637 88.7 6.2 1 139.5 (M:139.5) 5 6.1 6.04 1054 0.65 3 86.81
558 true ENSGALP00000012293 ribosomal protein L35a - CGNC Symbol 5744 15.7 11.6 1 234.3 (M:234.3) 9 21.8 9.97 674 1.12 5 44.35
559 true ENSGALP00000012348 Gallus gallus LIM domain binding 1 (LDB1) mRNA. - RefSeq mRNA NM_205070 46.6 6.6 1 123.4 (M:123.4) 3 5.6 5.42 1145 0.59! 2 6.04
560 true ENSGALP00000012349 C-terminal binding protein-like - CGNC Symbol 50231 48 6.3 1 193.7 (M:193.7) 6 6.6 5.94 812 0.96! 2 9.84
561 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 403.8 (M:403.8) 8 17.4 4.28 356 1.26 4 5.3
562 true ENSGALP00000012376 signal transducer and activator of transcription 1 91kDa - CGNC Symbol 52118 86.4 7.8 1 259.9 (M:259.9) 7 11.6 7.03 612 1.48! 2 6.76
563 true ENSGALP00000012380 succinate-CoA ligase GDP-forming beta subunit - CGNC Symbol 5776 46.7 6.5 1 62.0 (M:62.0) 1 2.3 9.45 1453
564 true ENSGALP00000012383 ribonucleic acid export 1 - CGNC Symbol 5777 47.4 9.2 1 349.5 (M:349.5) 7 12.8 5.67 428 0.84 4 33.51
565 true ENSGALP00000012405 proteasome 26S subunit non-ATPase 1 - CGNC Symbol 5786 88.2 6.6 1 312.4 (M:312.4) 4 6.9 8.07 500 1.30! 1
566 true ENSGALP00000012408 polymerase (DNA) epsilon catalytic subunit - CGNC Symbol 5787 260.8 6 1 209.4 (M:209.4) 5 1.6 7.8 755 1.17! 2 57.28
567 true ENSGALP00000012427 leucine rich repeat containing 59 - CGNC Symbol 5794 38.7 9.4 1 153.3 (M:153.3) 3 10.3 3.18 978 1.41! 1
568 true ENSGALP00000012442 2-epi-5-epi-valiolone synthase-like - CGNC Symbol 53142 50.8 5.9 1 52.5 (M:52.5) 1 2.2 0.17 1484
569 true ENSGALP00000012445 TNF receptor-associated protein 1 - CGNC Symbol 5806 78.9 6.4 1 320.3 (M:320.3) 7 10.6 3.54 485 1.82! 2 4.75
570 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 170.0 (M:170.0) 3 13.6 7.93 912 1.53 1
571 true ENSGALP00000012471 nucleophosmin/nucleoplasmin 3 - CGNC Symbol 5822 16.4 4.5 1 103.8 (M:103.8) 2 14.2 6.35 1254 1.05 1
572 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 1121.8 (M:1121.8) 19 16.8 4.31 67 1.01! 10 33.01
573 true ENSGALP00000012474 trafficking protein particle complex 4 - CGNC Symbol 5825 24.2 6.2 1 40.5 (M:40.5) 1 6.4 6.49 1509 0.61 1
574 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 836.7 (M:836.7) 15 27.8 5.74 117 1.35! 9 23.28
575 true ENSGALP00000012563 cleavage stimulation factor 3' pre-RNA subunit 1 - CGNC Symbol 5864 48.3 6.1 1 136.9 (M:136.9) 2 4.4 7.1 1064 1.13 1
576 true ENSGALP00000012605 pescadillo ribosomal biogenesis factor 1 - CGNC Symbol 5881 65 6.3 1 130.2 (M:130.2) 4 3.6 8 1103 1.22 2 0.18
577 true ENSGALP00000012689 NmrA-like family domain containing 1 - CGNC Symbol 5919 32.7 7.8 1 110.0 (M:110.0) 2 8.8 5.37 1219 0.96! 1
578 true ENSGALP00000012691 methylthioribulose-1-phosphate dehydratase - Refseq NP_001026718 26.8 6.1 1 166.7 (M:166.7) 4 19 8.79 927 0.93! 1
579 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 126.6 (M:126.6) 3 4.8 14.05 1129 0.73 2 22.05
580 true ENSGALP00000012744 magnesium transporter 1 - CGNC Symbol 51708 36.8 9.7 1 71.7 (M:71.7) 1 2.7 0.8 1406
581 true ENSGALP00000012750 B-cell CLL/lymphoma 11A (zinc finger protein) - CGNC Symbol 51435 87.4 6.1 1 128.0 (M:128.0) 2 4.1 10.28 1118 0.75! 1
582 true ENSGALP00000012810 COMM domain containing 3 - CGNC Symbol 5974 30.9 9.9 1 108.8 (M:108.8) 3 5.6 11.05 1224 1.14! 1
583 true ENSGALP00000012814 COMM domain containing 9 - CGNC Symbol 51912 21.8 5.9 1 153.3 (M:153.3) 3 16.1 12.53 976 0.97 1
584 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 265.8 (M:265.8) 4 4.4 5.86 591 0.81 2 16.67
585 true ENSGALP00000012854 ATP synthase H+ transporting mitochondrial Fo complex subunit D - CGNC Symbol 5993 18.4 8.7 1 301.0 (M:301.0) 8 48.8 6.04 522 1.14! 3 11.69
586 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 192.3 (M:192.3) 3 4.1 8.58 819 1.57! 2 3.16
587 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 1224.7 (M:1224.7) 20 31.4 5.48 54 1.27! 9 86.56
588 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 384.7 (M:384.7) 11 9.6 7.96 383 1.39! 3 14.91
589 true ENSGALP00000012883 Gallus gallus recombination activating gene 2 (RAG2) mRNA. - RefSeq mRNA NM_001305057 59.1 5.6 1 81.6 (M:81.6) 2 4.2 10.02 1357 7.34! 1
590 true ENSGALP00000012917 nuclear factor of activated T-cells cytoplasmic calcineurin-dependent 2 - CGNC Symbol 6025 101.2 6.7 1 175.4 (M:175.4) 1 2.8 6.07 890
591 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 407.3 (M:407.3) 6 37.2 6.87 351 1.52! 3 16.45
592 true ENSGALP00000012928 SMT3 suppressor of mif two 3 homolog 2 (S. cerevisiae) - CGNC Symbol 55792 10.9 5.3 2 170.6 (M:170.6) 4 23.2 10.63 910 0.63! 2 16.6
593 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 141.7 (M:141.7) 2 2.5 2.56 1042 0.49! 1
594 true ENSGALP00000012967 ankyrin repeat domain 44 - CGNC Symbol 6051 106.5 5.9 1 127.8 (M:127.8) 3 2.5 6.63 1121 1.08! 1
595 true ENSGALP00000012973 mitochondrial ribosomal protein S7 - CGNC Symbol 6054 27.3 9.7 1 113.5 (M:113.5) 2 11.6 6.4 1196 1.58 2 22.97
596 true ENSGALP00000012986 protein tyrosine phosphatase non-receptor type 1 - CGNC Symbol 6062 50.3 5.7 2 320.8 (M:320.8) 8 14.1 8.98 484 1.46! 3 7.62
597 true ENSGALP00000012992 ubiquitin-conjugating enzyme E2 variant 1 - CGNC Symbol 62089 16.3 7.7 1 118.7 (M:118.7) 3 13.1 4.47 1161 1.18! 2 22.1
598 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 253.9 (M:253.9) 8 24.9 7.28 620 1.2 3 21.83



599 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 1062.8 (M:1062.8) 20 11.1 6.21 74 1.01! 10 55.93
600 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 1 674.2 (M:674.2) 11 21 7.95 175 1.49! 5 35.24
601 true ENSGALP00000013080 Gallus gallus ubiquinol-cytochrome c reductase complex III subunit X (UQCR10) mRNA. - RefSeq mRNA 7.4 8.4 1 54.7 (M:54.7) 2 12.3 6.56 1478 0.91 1
602 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 1134.8 (M:1134.8) 16 20.9 6.01 63 1.47! 8 26.46
603 true ENSGALP00000013164 transducin-like enhancer of split 3 (E(sp1) homolog Drosophila) - CGNC Symbol 6155 76.1 6.9 1 89.2 (M:89.2) 1 2.9 8.74 1318
604 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 1081.2 (M:1081.2) 17 54.5 5.93 73 1.14! 9 22.38
605 true ENSGALP00000013177 MOB family member 4 phocein - CGNC Symbol 53535 26 5.6 1 52.1 (M:52.1) 2 10.7 4.04 1485 2.69 1
606 true ENSGALP00000013215 tRNA-yW synthesizing protein 5 - CGNC Symbol 6173 36.9 7.1 1 111.0 (M:111.0) 2 2.9 1.48 1208 0.79! 1
607 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 1488.2 (M:1488.2) 27 44 6.06 39 1.27! 13 32.39
608 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 216.9 (M:216.9) 5 11.1 7.02 734 1.02! 2 4.02
609 true ENSGALP00000013275 origin recognition complex subunit 5 - CGNC Symbol 6200 51.7 8.4 1 77.8 (M:77.8) 2 2.7 3.2 1377 1.21 1
610 true ENSGALP00000013294 5'-nucleotidase cytosolic II - CGNC Symbol 6204 65.9 5.3 1 154.6 (M:154.6) 4 7.7 2.69 968 1.99! 1
611 true ENSGALP00000013337 CTD small phosphatase like 2 - CGNC Symbol 6215 53.1 6.1 1 85.9 (M:85.9) 2 2.6 3.54 1332 0.69! 1
612 true ENSGALP00000013340 F-box protein 21 - CGNC Symbol 6217 70.7 6.6 1 102.8 (M:102.8) 2 2.1 6.42 1263 0.59 1
613 true ENSGALP00000013350 cancer susceptibility candidate 4 - CGNC Symbol 6222 42.5 5.8 1 82.4 (M:82.4) 2 8 4.99 1354
614 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 272.9 (M:272.9) 5 30.3 11.91 574 1.21! 2 23.76
615 true ENSGALP00000013377 aldehyde dehydrogenase 7 family member A1 - CGNC Symbol 6235 58 7 1 95.9 (M:95.9) 3 4.9 5.2 1294 1.1 2 180.27
616 true ENSGALP00000013386 origin recognition complex subunit 2 - CGNC Symbol 6239 64.2 5.8 1 51.7 (M:51.7) 2 2.8 16.24 1488 0.92 1
617 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 228.9 (M:228.9) 7 14.8 3.6 691 1.02! 2 6.64
618 true ENSGALP00000013398 TATA-box binding protein associated factor 5 - CGNC Symbol 52068 85.5 5.4 1 308.8 (M:308.8) 8 10.3 9.07 511 0.67! 4 20.93
619 true ENSGALP00000013410 ADP-ribosylation factor GTPase activating protein 2 - CGNC Symbol 51916 57.2 7.1 1 127.9 (M:127.9) 2 2.9 4.96 1119 1.31 1
620 true ENSGALP00000013413 DnaJ heat shock protein family (Hsp40) member C2 - CGNC Symbol 6249 71.4 8.7 1 244.9 (M:244.9) 4 8.6 6.07 641 0.70! 1
621 true ENSGALP00000013431 programmed cell death 11 - CGNC Symbol 6260 206 8.8 1 179.8 (M:179.8) 4 1.7 3.29 869 1.27 2 2.34
622 true ENSGALP00000013480 V-set and immunoglobulin domain containing 1 - CGNC Symbol 6282 36.5 5.3 1 113.6 (M:113.6) 2 6.9 3.89 1195 0.52! 1
623 true ENSGALP00000013500 family with sequence similarity 185 member A - CGNC Symbol 50577 36.5 9.1 1 103.4 (M:103.4) 2 3.6 11.59 1258 0.67! 1
624 true ENSGALP00000013524 STE20-like kinase - CGNC Symbol 6304 143.9 5 1 220.9 (M:220.9) 4 2.8 3.76 710 1.89! 1
625 true ENSGALP00000013540 round spermatid basic protein 1-like - CGNC Symbol 6312 74.6 7.2 1 189.9 (M:189.9) 4 5.7 12.98 825
626 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 1419.9 (M:1419.9) 29 39.2 5.17 44 1.16! 13 16.47
627 true ENSGALP00000013591 caspase 8 apoptosis-related cysteine peptidase - CGNC Symbol 6332 54.5 5.4 1 110.9 (M:110.9) 4 6.4 3.39 1211 2.06 2 0.77
628 true ENSGALP00000013622 5'-3' exoribonuclease 2 - CGNC Symbol 6344 108.5 7.5 1 207.9 (M:207.9) 2 2 2.63 757 0.69 1
629 true ENSGALP00000013659 THUMP domain containing 3 - CGNC Symbol 6359 54 6.6 1 303.3 (M:303.3) 4 6.9 5.15 519 1.44! 1
630 true ENSGALP00000013682 glutathione S-transferase omega 1 - CGNC Symbol 52072 27.2 7 1 47.6 (M:47.6) 1 5.9 10.26 1499 1.22 1
631 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 343.7 (M:343.7) 6 8.5 7.84 439 1.12! 3 30.65
632 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 664.0 (M:664.0) 12 21.1 6.16 181 1.05! 5 5.54
633 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 66.2 (M:66.2) 1 10.2 3.36 1434
634 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 169.0 (M:169.0) 2 2.7 3.03 920 0.89! 1
635 true ENSGALP00000013792 euchromatic histone-lysine N-methyltransferase 1 - CGNC Symbol 6424 136.8 5.5 2 176.4 (M:176.4) 6 4.5 10.18 882 0.92! 2 7.65
636 true ENSGALP00000013793 plexin D1 - CGNC Symbol 6425 214.3 6.3 1 92.1 (M:92.1) 1 0.8 16.04 1304
637 true ENSGALP00000013808 stromal antigen 2 - CGNC Symbol 51718 145.7 5.3 1 500.3 (M:500.3) 11 6.9 9.85 276 0.99! 5 28.63
638 true ENSGALP00000013837 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 6450 50.6 9 1 259.8 (M:259.8) 6 11.5 10.54 613 0.53! 2 16.89
639 true ENSGALP00000013843 THO complex 2 - CGNC Symbol 6452 170.8 8.3 1 402.4 (M:402.4) 8 4.4 6.27 358 1.00! 4 16.83
640 true ENSGALP00000013852 atlastin GTPase 2 - HGNC:24047 68.9 5.3 1 169.5 (M:169.5) 5 7.2 4.79 917 2.58! 1
641 true ENSGALP00000013855 malignant T-cell amplified sequence 1 - CGNC Symbol 6460 20.6 9 1 98.5 (M:98.5) 4 14.9 3.4 1283 1.41! 2 35.71
642 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 463.1 (M:463.1) 10 5.9 8.33 299 1.07! 3 26.53
643 true ENSGALP00000013870 X-prolyl aminopeptidase (aminopeptidase P) 1 soluble - CGNC Symbol 6466 70 5.8 1 187.9 (M:187.9) 4 7.4 11.99 833 0.72! 1
644 true ENSGALP00000013917 INO80 complex subunit - CGNC Symbol 6490 177.3 9.3 1 186.7 (M:186.7) 4 3.2 9.78 840 0.80! 1
645 true ENSGALP00000013949 chloride nucleotide-sensitive channel 1A - CGNC Symbol 6506 26.7 4.1 1 170.4 (M:170.4) 4 17.1 11.56 911 1.17! 2 3.68
646 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 933.8 (M:933.8) 12 8 8.52 96 1.20! 6 50.17
647 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 2 2440.2 (M:2440.2) 44 54.2 5.37 6 1.26! 19 42.46
648 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 782.4 (M:782.4) 13 7.4 7.31 133 1.24! 5 13.29
649 true ENSGALP00000013999 NADH:ubiquinone oxidoreductase core subunit S1 - CGNC Symbol 6532 79.5 6.5 1 266.4 (M:266.4) 7 7.8 12.25 587 1.12! 3 9.43
650 true ENSGALP00000014036 RNA polymerase II associated protein 1 - CGNC Symbol 6547 160.6 6 1 236.5 (M:236.5) 6 3.4 8.16 665 1.34! 2 12.35
651 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 1 1146.7 (M:1146.7) 21 42.7 7.02 61 0.98! 12 73.43
652 true ENSGALP00000014099 CD28 molecule - CGNC Symbol 6581 25.4 9.3 2 60.8 (M:60.8) 2 7.2 6.02 1460 0.76! 1
653 true ENSGALP00000014104 Ras association (RalGDS/AF-6) and pleckstrin homology domains 1 - CGNC Symbol 6585 135 9.1 1 140.5 (M:140.5) 3 3.7 14.82 1050 1.00! 1
654 true ENSGALP00000014105 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC Sym  35 10 1 754.2 (M:754.2) 18 28.2 6.8 140 0.63! 8 94.04
655 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 1 317.0 (M:317.0) 7 15.2 7.37 491 1.96! 3 1578.04
656 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 895.2 (M:895.2) 14 26.1 4.15 104 1.36! 8 19.49
657 true ENSGALP00000014146 replication factor C subunit 4 - CGNC Symbol 6607 39.7 8.3 1 151.6 (M:151.6) 4 7.2 6.16 993 2.64! 1
658 true ENSGALP00000014189 phosphotriesterase related - CGNC Symbol 6624 39.9 6.2 1 156.5 (M:156.5) 2 2.8 8.7 954 1.19 1
659 true ENSGALP00000014191 cytochrome P450 family 20 subfamily A member 1 - CGNC Symbol 6626 52.4 6.5 1 129.1 (M:129.1) 2 3 3.47 1109 0.84 1
660 true ENSGALP00000014229 pleckstrin - CGNC Symbol 6647 40.3 8.7 1 73.7 (M:73.7) 2 7.9 4.74 1396 1.13! 1
661 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 783.4 (M:783.4) 13 24.9 6.55 132 1.05 7 22.14
662 true ENSGALP00000014265 RAB1A member RAS oncogene family - CGNC Symbol 6666 22.7 5.9 1 147.4 (M:147.4) 4 13.2 9.13 1019 1.26! 1
663 true ENSGALP00000014280 Sec23 homolog B (S. cerevisiae) - CGNC Symbol 50333 86.2 6.3 1 145.2 (M:145.2) 4 5 10.77 1024 0.96 2 6.71
664 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 508.1 (M:508.1) 7 37.6 3.34 271 1.40! 3 4.03
665 true ENSGALP00000014300 DCN1 defective in cullin neddylation 1 domain containing 1 - CGNC Symbol 6684 30 5.2 1 173.7 (M:173.7) 4 10.5 5.37 897 0.99 2 9.45
666 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 1040.8 (M:1040.8) 16 25.7 8.11 79 1.39! 9 40.6
667 true ENSGALP00000014317 isocitrate dehydrogenase 1 (NADP+) soluble - CGNC Symbol 6693 46.9 8.3 1 215.5 (M:215.5) 5 9.1 7.69 738 0.66! 4 71.95
668 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 125.8 (M:125.8) 4 6.9 8.73 1134 0.94 3 5.02
669 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 494.8 (M:494.8) 8 15 5.02 277 0.74! 4 26.46
670 true ENSGALP00000014379 DnaJ heat shock protein family (Hsp40) member C10 - CGNC Symbol 6729 91.4 6.6 1 185.2 (M:185.2) 4 6.8 9.9 846 1.03 1
671 true ENSGALP00000014389 COMM domain containing 5 - CGNC Symbol 6733 24.9 6.8 1 74.7 (M:74.7) 1 9.7 4.5 1390
672 true ENSGALP00000014499 copper metabolism domain containing 1 - CGNC Symbol 6782 21.4 5.2 1 59.8 (M:59.8) 2 6.7 7.59 1465 0.87 1
673 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 897.2 (M:897.2) 18 28.7 4.76 103 0.87! 7 31.82
674 true ENSGALP00000014530 NHL repeat containing 2 - CGNC Symbol 6795 79.5 5.6 1 195.5 (M:195.5) 5 7.7 3.21 807 1.09! 2 21.07
675 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 441.7 (M:441.7) 11 12 8.44 314 1.31! 4 36.78
676 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 266.2 (M:266.2) 4 11.2 7.5 588 0.77! 1
677 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 435.7 (M:435.7) 8 24.2 7.44 319 0.51 4 39.74
678 true ENSGALP00000014627 CWC22 homolog spliceosome-associated protein - CGNC Symbol 52133 108.9 7.2 1 113.3 (M:113.3) 3 2.1 6.18 1197 1.43! 1
679 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 181.4 (M:181.4) 4 20.9 4.15 859 1.23 2 5.45
680 true ENSGALP00000014708 EBNA1 binding protein 2 - CGNC Symbol 6879 34.9 10.1 1 102.8 (M:102.8) 1 3.9 4.42 1264
681 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 93.3 (M:93.3) 2 11.8 10.31 1302 0.57 1
682 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 2 406.0 (M:406.0) 9 49.5 6.33 353 1.62! 4 61.77
683 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 378.9 (M:378.9) 9 8.4 7.67 390 0.81 4 10.64
684 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 173.3 (M:173.3) 5 4.1 7.99 898 1.10! 2 21.34
685 true ENSGALP00000014939 vaccinia related kinase 3 - CGNC Symbol 14296 50.1 9 1 249.5 (M:249.5) 6 7.3 5.23 627 1.15 3 27.36
686 true ENSGALP00000014967 RNA binding motif protein 45 - CGNC Symbol 6993 56.3 8.9 1 76.8 (M:76.8) 2 3 1.43 1379 1.58 1
687 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 70.2 (M:70.2) 2 13.8 6.07 1414 0.55 1
688 true ENSGALP00000015027 acyl-CoA binding domain containing 3 - CGNC Symbol 7024 59.5 5.1 1 153.0 (M:153.0) 2 6 3.98 979 1.17! 1
689 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 216.8 (M:216.8) 3 7.4 6.55 735 1.33 1
690 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 472.8 (M:472.8) 12 11 6.55 289 0.72! 6 99.8
691 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 186.0 (M:186.0) 3 9.3 8.26 842 1.10! 2 19.98
692 true ENSGALP00000015174 Sp3 transcription factor - CGNC Symbol 7089 76.5 5.1 2 130.9 (M:130.9) 2 3.9 17.18 1099 0.74! 1
693 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 749.1 (M:749.1) 17 10 7.03 146 1.25! 8 18.73
694 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 317.1 (M:317.1) 4 6.1 0.84 490 1.2 2 7.94
695 true ENSGALP00000015204 hematological and neurological expressed 1-like - CGNC Symbol 50339 12.9 9.5 1 51.2 (M:51.2) 2 25.2 6.44 1489 1.53 1
696 true ENSGALP00000015211 sideroflexin 4 - CGNC Symbol 7108 35.4 8.9 1 57.3 (M:57.3) 1 5 7.89 1471
697 true ENSGALP00000015229 calpain 2 (m/II) large subunit - CGNC Symbol 7115 79.2 5.4 1 108.7 (M:108.7) 2 2.4 0.54 1225 0.7 1
698 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 686.6 (M:686.6) 14 27.2 5.88 166 1.13 8 25.82
699 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 1041.4 (M:1041.4) 15 43.4 7.63 78 1.18! 8 28.28
700 true ENSGALP00000015293 testis derived transcript (3 LIM domains) - CGNC Symbol 7146 47.1 7.6 1 317.7 (M:317.7) 5 9.6 3.41 487 0.60! 3 152.8
701 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 323.4 (M:323.4) 4 11.3 7.09 479 1.60! 2 24.46
702 true ENSGALP00000015356 electron transfer flavoprotein dehydrogenase - CGNC Symbol 7179 53.1 9 1 83.3 (M:83.3) 1 3.6 14.14 1348 0.67 1
703 true ENSGALP00000015369 mitochondrial amidoxime reducing component 2 - CGNC Symbol 53405 38.7 9.2 1 100.2 (M:100.2) 3 5.2 11.64 1277 0.6 2 41.07
704 true ENSGALP00000015409 actinin alpha 1 - CGNC Symbol 48956 101.8 5.2 5 1404.1 (M:1404.1) 31 25 3.89 45 0.75! 15 26.05
705 true ENSGALP00000015492 histone acetyltransferase 1 - CGNC Symbol 7250 47.9 5.3 1 97.2 (M:97.2) 2 6.1 0.73 1290 1.27 1
706 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 91.8 (M:91.8) 2 1 0.57 1305 1.54 1
707 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 153.5 (M:153.5) 5 12.4 9.65 973 1.23 2 53.82
708 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 788.6 (M:788.6) 18 10 7.93 129 1.08! 7 23.47
709 true ENSGALP00000015665 no description available 32.6 5.7 1 314.3 (M:314.3) 6 23.5 6.94 495
710 true ENSGALP00000015688 apoptosis and caspase activation inhibitor - CGNC Symbol 7338 38.6 5.3 1 57.3 (M:57.3) 2 4.8 3.35 1472 0.97 1
711 true ENSGALP00000015722 histone PARylation factor 1 - HGNC:26051 39.7 8 1 38.4 (M:38.4) 1 5.4 5.18 1514 0.4 1
712 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 427.0 (M:427.0) 9 12.9 7.42 334 0.95 5 22.54
713 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 232.2 (M:232.2) 7 12 5.28 681 0.81 4 30.48
714 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 301.6 (M:301.6) 9 13.4 7.66 521 1.54 3 56.67
715 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 597.3 (M:597.3) 13 27.4 8.87 218 2.04! 6 93.6
716 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 287.8 (M:287.8) 6 19.6 9.73 546 1.11 3 24.96
717 true ENSGALP00000015978 aquarius intron-binding spliceosomal factor - CGNC Symbol 7473 174.1 6.2 1 341.6 (M:341.6) 7 3 9.14 443 0.93! 3 14.38
718 true ENSGALP00000015979 peptidylprolyl isomerase G (cyclophilin G) - CGNC Symbol 7474 88.1 10.6 1 139.4 (M:139.4) 3 3.6 10.69 1056 1.75! 1



719 true ENSGALP00000015986 integrator complex subunit 7 - CGNC Symbol 7478 116.7 9.2 1 205.9 (M:205.9) 5 4 7.63 767 1.14! 2 11.2
720 true ENSGALP00000015988 actin alpha cardiac muscle 1 - CGNC Symbol 51944 42 5.2 3 1617.0 (M:1617.0) 33 37.1 8.21 31 0.91! 14 37.85
721 true ENSGALP00000016008 glucosamine (N-acetyl)-6-sulfatase - CGNC Symbol 7488 60.6 7.2 1 103.6 (M:103.6) 2 4.5 9.11 1256
722 true ENSGALP00000016054 digestive organ expansion factor homolog (zebrafish) - CGNC Symbol 7511 88.9 5.7 1 110.5 (M:110.5) 3 2.7 4.58 1215 0.82! 1
723 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 429.2 (M:429.2) 13 8.3 5.79 330 0.93! 5 21.88
724 true ENSGALP00000016102 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 5 - C   116.6 8.7 3 638.3 (M:638.3) 16 12 6.47 193 1.22! 7 62.93
725 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 155.7 (M:155.7) 4 12 8.96 959 0.72 2 8.78
726 true ENSGALP00000016124 striatin calmodulin binding protein 3 - CGNC Symbol 7543 88.8 5.1 1 85.3 (M:85.3) 2 3.7 8.13 1334
727 true ENSGALP00000016133 Gallus gallus nucleoporin 107kDa (NUP107) mRNA. - RefSeq mRNA NM_001282159 105.5 5.1 1 132.1 (M:132.1) 5 3.7 10.39 1089 0.94! 2 3.72
728 true ENSGALP00000016173 cleavage and polyadenylation specific factor 6 - CGNC Symbol 13843 59.1 6.9 1 233.9 (M:233.9) 6 10.7 3.86 677 0.77! 3 38.54
729 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 204.3 (M:204.3) 5 9.2 8.95 772 1.04! 2 26.04
730 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 2 854.1 (M:854.1) 15 9.1 5.75 111 1.53! 5 69.2
731 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 1423.8 (M:1423.8) 24 32.5 5.31 43 1.13! 12 45.02
732 true ENSGALP00000016218 mediator complex subunit 8 - CGNC Symbol 7596 29 7.1 1 103.9 (M:103.9) 1 5.3 7.08 1252 1.34 1
733 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 433.0 (M:433.0) 7 39.9 3.79 326 0.66! 4 89.71
734 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 266.5 (M:266.5) 6 17.3 4.32 586 1.01 4 18.18
735 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 279.3 (M:279.3) 5 1.3 9.35 562 0.90! 3 17.87
736 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 1018.1 (M:1018.1) 16 33 7.6 84 1.35! 8 29.3
737 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 679.7 (M:679.7) 13 17.5 7.44 170 0.79! 8 125.76
738 true ENSGALP00000016375 eukaryotic translation initiation factor 4 gamma 3 - CGNC Symbol 7664 176.1 5.1 1 250.2 (M:250.2) 7 3.7 8.3 625 1.16! 2 6.92
739 true ENSGALP00000016398 breast cancer metastasis-suppressor 1-like - CGNC Symbol 7670 42.5 5.2 1 83.0 (M:83.0) 1 4.8 0.27 1351
740 true ENSGALP00000016414 ADP-ribosylation factor interacting protein 1 - CGNC Symbol 7678 44.7 5.6 1 129.6 (M:129.6) 2 4.7 11.76 1104
741 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 732.3 (M:732.3) 12 34.1 4.6 150 1.25! 5 23.45
742 true ENSGALP00000016461 zinc finger AN1-type containing 3 - CGNC Symbol 7702 23.3 6.9 1 73.5 (M:73.5) 1 6.7 5.58 1397
743 true ENSGALP00000016481 Sec23 homolog A (S. cerevisiae) - CGNC Symbol 7715 86.1 6.5 1 143.0 (M:143.0) 4 3.8 9.62 1037 0.90! 1
744 true ENSGALP00000016490 dedicator of cytokinesis 8 - CGNC Symbol 7720 238.9 6.3 1 632.4 (M:632.4) 19 6.8 7.33 199 1.07! 8 23.43
745 true ENSGALP00000016496 KN motif and ankyrin repeat domains 1 - CGNC Symbol 7722 146.7 5.7 1 132.5 (M:132.5) 1 0.4 24.45 1088
746 true ENSGALP00000016509 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - C   176.7 8.2 1 581.2 (M:581.2) 13 5.8 11.19 227 1.04! 6 21.08
747 true ENSGALP00000016513 pinin desmosome associated protein - CGNC Symbol 7731 72.7 6.4 1 139.4 (M:139.4) 4 7.1 9.82 1055 1.02! 1
748 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 3 1244.8 (M:1244.8) 21 12.4 9.26 51 1.46! 11 39.09
749 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 1235.3 (M:1235.3) 24 21.9 8.01 53 1.30! 9 37.07
750 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 236.1 (M:236.1) 4 15.9 2.08 667 0.76 2 8.44
751 true ENSGALP00000016585 aldehyde dehydrogenase 6 family member A1 - CGNC Symbol 7766 58.3 8.5 1 120.8 (M:120.8) 3 4.3 3.38 1153 0.75 2 65.98
752 true ENSGALP00000016601 GLI pathogenesis-related 1-like - CGNC Symbol 50608 30.1 7.5 1 114.6 (M:114.6) 2 5.3 9.86 1189 0.74 1
753 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 410.2 (M:410.2) 8 13.5 5.31 347 0.89! 5 29.27
754 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 927.8 (M:927.8) 15 47.2 7.28 98 0.76! 8 54.52
755 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 218.3 (M:218.3) 6 14.4 7.31 725 0.77! 4 26.12
756 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 421.0 (M:421.0) 7 7.9 5.74 339 0.68! 3 118.48
757 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 386.4 (M:386.4) 8 3.7 10.59 380 1.05! 2 21.87
758 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 138.2 (M:138.2) 3 2.9 9.07 1059 0.74 1
759 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 150.3 (M:150.3) 5 13.2 4.34 1002 1.55! 2 14.44
760 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 253.6 (M:253.6) 4 2.4 5.07 621 1.24 2 22.79
761 true ENSGALP00000016851 muscleblind-like splicing regulator 1 - CGNC Symbol 52321 40.8 9.1 12 227.2 (M:227.2) 5 9.4 8.26 694 0.72 2 26.34
762 true ENSGALP00000016915 selenoprotein T - CGNC Symbol 52323 15.9 6.2 1 152.7 (M:152.7) 4 18.2 2.65 984 1 2 5.36
763 true ENSGALP00000016917 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily a containing DE       114.4 7.6 1 56.4 (M:56.4) 2 2.1 10.84 1473
764 true ENSGALP00000016918 eukaryotic translation initiation factor 2A - CGNC Symbol 7921 62.7 9 1 148.0 (M:148.0) 2 5.3 13.3 1015
765 true ENSGALP00000016963 family with sequence similarity 98 member A - CGNC Symbol 7937 58.6 9.1 1 80.3 (M:80.3) 2 2.2 8.92 1365 2.5 1
766 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 2 1999.5 (M:1999.5) 33 36.9 6.96 15 1.24! 17 48.26
767 true ENSGALP00000017014 AHA1 activator of heat shock 90kDa protein ATPase homolog 1 (yeast) - CGNC Symbol 7960 38 5.6 1 191.8 (M:191.8) 6 11.2 2.55 820 1.42 3 27.1
768 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 87.8 (M:87.8) 3 6.8 9.83 1324 1.10! 1
769 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 368.4 (M:368.4) 10 16.5 7.72 399 0.86! 4 34.16
770 true ENSGALP00000017112 aldehyde dehydrogenase 18 family member A1 - CGNC Symbol 7994 87.8 6.7 1 303.9 (M:303.9) 5 5 6.49 517 1.37! 3 10.69
771 true ENSGALP00000017123 lymphoid enhancer binding factor 1 - CGNC Symbol 7997 40.8 6.7 1 229.8 (M:229.8) 4 15.2 9.7 686
772 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 219.1 (M:219.1) 7 6.1 6.97 718 0.89! 4 16.7
773 true ENSGALP00000017152 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 - CGNC Symbol 8013 35.9 8.9 1 218.4 (M:218.4) 4 8.2 7.87 724 0.52! 2 11.52
774 true ENSGALP00000017157 oxysterol binding protein like 9 - CGNC Symbol 8015 83.2 5.6 1 98.8 (M:98.8) 3 2.3 5.02 1280 1.45! 1
775 true ENSGALP00000017179 thioredoxin domain containing 12 (endoplasmic reticulum) - CGNC Symbol 8025 18.6 5.5 1 44.7 (M:44.7) 1 8.8 8.61 1502 1 1
776 true ENSGALP00000017180 basic transcription factor 3-like 4 - CGNC Symbol 8026 17.3 6 2 123.4 (M:123.4) 3 5.1 13.42 1143 0.32! 1
777 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 1 241.0 (M:241.0) 6 5.9 5.46 654 0.83 3 18.82
778 true ENSGALP00000017202 pyrophosphatase (inorganic) 2 - CGNC Symbol 8036 34.5 5.5 1 195.3 (M:195.3) 4 10.1 13.76 809 0.49! 3 30.45
779 true ENSGALP00000017248 protein kinase D3 - CGNC Symbol 8057 100.3 6.3 1 90.7 (M:90.7) 2 2.7 7.47 1309
780 true ENSGALP00000017250 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 4 - CGNC Sym  32.9 9.7 1 529.3 (M:529.3) 12 20.5 8.85 250 0.54! 5 118.44
781 true ENSGALP00000017275 zinc finger CCHC domain containing 11 - CGNC Symbol 8072 187.1 8.6 1 211.3 (M:211.3) 7 3.9 9.35 754 1.50! 1
782 true ENSGALP00000017279 AT-hook containing transcription factor 1 - CGNC Symbol 8073 253.6 5.4 1 155.6 (M:155.6) 3 1.1 9.01 961 0.75! 1
783 true ENSGALP00000017288 caspase 3 apoptosis-related cysteine peptidase - CGNC Symbol 8080 31.7 6.5 1 514.1 (M:514.1) 11 22.3 4.96 264 1.76! 4 30.38
784 true ENSGALP00000017339 tyrosyl-DNA phosphodiesterase 1 - CGNC Symbol 8106 66 6.4 1 106.0 (M:106.0) 2 4.1 10.53 1241
785 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 840.6 (M:840.6) 20 19.1 6.06 116 0.90! 8 72.92
786 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 195.4 (M:195.4) 5 9.7 7.97 808 1.21! 3 2.56
787 true ENSGALP00000017367 Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA NM_00130 17.1 6 1 58.1 (M:58.1) 1 4.8 6.13 1468
788 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 193.0 (M:193.0) 4 33.9 8.48 816 1.48 1
789 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 1192.6 (M:1192.6) 20 32.4 4.88 59 0.59! 9 27.02
790 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 509.0 (M:509.0) 9 14.4 4.03 269 0.24! 2 7.46
791 true ENSGALP00000017502 single stranded DNA binding protein 3 - CGNC Symbol 8192 34.4 5.9 1 90.7 (M:90.7) 2 5.1 0.49 1310 0.96 1
792 true ENSGALP00000017599 signal peptidase complex subunit 3 - CGNC Symbol 8235 15.5 5.8 1 61.7 (M:61.7) 2 6.6 18.64 1455 1.43 1
793 true ENSGALP00000017661 USO1 vesicle transport factor - CGNC Symbol 8265 106.1 4.9 1 180.0 (M:180.0) 3 2.5 2.98 866 0.56! 1
794 true ENSGALP00000017671 DEAD (Asp-Glu-Ala-Asp) box helicase 24 - CGNC Symbol 8271 91.6 9.1 1 119.7 (M:119.7) 3 2.7 18.33 1157 1.21! 1
795 true ENSGALP00000017805 double PHD fingers 2 - HGNC:9964 31.5 8.6 1 142.8 (M:142.8) 3 9.8 4.43 1038 0.42! 1
796 true ENSGALP00000017819 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 64.3 9 2 262.3 (M:262.3) 5 9.4 7.58 603 0.83! 2 4.98
797 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 233.2 (M:233.2) 4 9 1.01 678 0.43 2 112.62
798 true ENSGALP00000017934 cytochrome c somatic - CGNC Symbol 8375 11.7 9.5 1 134.9 (M:134.9) 3 24.8 12.51 1075 1.26! 2 28.79
799 true ENSGALP00000017951 translin-associated factor X - CGNC Symbol 8383 19 7 1 54.5 (M:54.5) 2 9.9 18.82 1479 0.97 1
800 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 2164.2 (M:2164.2) 24 45.8 6.48 11 1.21! 12 35.59
801 true ENSGALP00000018029 glutaredoxin 5 - CGNC Symbol 8413 17.4 7.8 1 63.6 (M:63.6) 2 4.9 3.74 1444 1.65 1
802 true ENSGALP00000018048 nucleoporin 133kDa - CGNC Symbol 8423 131.4 5.1 1 56.1 (M:56.1) 1 1.3 10.52 1474 0.84! 1
803 true ENSGALP00000018078 dipeptidyl-peptidase 4 - CGNC Symbol 8435 86.5 5.4 1 63.1 (M:63.1) 2 1.6 24.02 1446
804 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 501.9 (M:501.9) 12 16 7.41 274 1.05! 6 58.3
805 true ENSGALP00000018090 mesoderm induction early response 1 transcriptional regulator - CGNC Symbol 8442 57.7 4.3 2 33.0 (M:33.0) 1 1.8 24.02 1534 0.72 1
806 true ENSGALP00000018120 proteasome 26S subunit non-ATPase 14 - CGNC Symbol 8450 34.5 6 1 175.2 (M:175.2) 2 4.5 6.12 891 0.19 1
807 true ENSGALP00000018122 COP9 signalosome subunit 4 - CGNC Symbol 8452 46.8 5.7 1 81.3 (M:81.3) 3 6.8 6.12 1359 1.13! 1
808 true ENSGALP00000018144 cyclin K - CGNC Symbol 8459 65.5 8.6 1 98.7 (M:98.7) 1 2.9 12.26 1282
809 true ENSGALP00000018165 lymphocyte antigen 75 - CGNC Symbol 8470 199.5 6.4 1 128.2 (M:128.2) 3 2.7 13.72 1115
810 true ENSGALP00000018179 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 133.2 5.9 2 204.4 (M:204.4) 4 3.7 1.36 771 1.00! 2 1.58
811 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 390.5 (M:390.5) 9 29.5 5.36 375 1.38! 4 7.98
812 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 674.9 (M:674.9) 13 22 5.9 173 0.87! 4 20.47
813 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 527.1 (M:527.1) 8 14.1 2.54 254 1.49! 3 6.82
814 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 312.3 (M:312.3) 6 9.6 6.34 501 1.80! 3 11.18
815 true ENSGALP00000018335 TBC1 domain family member 5 - CGNC Symbol 8548 91.3 5.8 1 366.5 (M:366.5) 6 6.2 9.47 404 1.15! 1
816 true ENSGALP00000018340 SATB homeobox 1 - CGNC Symbol 8550 84.9 6.1 4 628.7 (M:628.7) 15 22.1 8.18 200 0.94! 6 25.91
817 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 604.4 (M:604.4) 12 4.9 7.8 215 1.14! 6 49.08
818 true ENSGALP00000018418 N-glycanase 1 - CGNC Symbol 8593 74 8.1 1 158.5 (M:158.5) 3 4 5.7 949 0.66 1
819 true ENSGALP00000018421 serine/arginine-rich splicing factor 11 - CGNC Symbol 8594 46.9 10.7 1 229.4 (M:229.4) 2 5.1 11.35 687 1.75! 1
820 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 674.6 (M:674.6) 13 22.8 5.4 174 1.07 7 45.14
821 true ENSGALP00000018454 tubulin alpha 4b - CGNC Symbol 65790 52.2 5.1 1 1572.6 (M:1572.6) 27 34.3 7.27 32 1.13! 14 47.22
822 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 155.1 (M:155.1) 2 3.5 2.86 965 1.5 1
823 true ENSGALP00000018494 zinc finger RANBP2-type containing 2 - CGNC Symbol 52241 37.8 10 1 90.6 (M:90.6) 3 6.3 16.61 1311 1.06! 1
824 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 2338.1 (M:2338.1) 41 30.6 5.82 8 1.44! 23 35.57
825 true ENSGALP00000018510 crystallin zeta (quinone reductase) - CGNC Symbol 8638 35.3 7.7 1 160.2 (M:160.2) 6 13.6 10.83 945 1.67 4 106.61
826 true ENSGALP00000018537 methionyl aminopeptidase 2 - CGNC Symbol 8650 53.1 5.6 1 180.6 (M:180.6) 4 7.9 5.85 864 1.01 2 63.55
827 true ENSGALP00000018575 RCD1 required for cell differentiation1 homolog (S. pombe) - CGNC Symbol 8665 26.7 7.2 1 111.3 (M:111.3) 2 7.6 6.32 1207 0.59! 1
828 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 147.4 (M:147.4) 3 18.8 7.1 1018 1 1
829 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 581.0 (M:581.0) 13 11.6 4.64 228 0.95! 5 14.4
830 true ENSGALP00000018652 actin related protein 2/3 complex subunit 2 34kDa - CGNC Symbol 8704 42.5 9.1 2 332.2 (M:332.2) 10 19.9 6.65 459 1.08! 5 38.36
831 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 2 309.2 (M:309.2) 8 16.7 7.39 509 0.55! 5 69.42
832 true ENSGALP00000018705 dynein cytoplasmic 1 light intermediate chain 1 - CGNC Symbol 8732 55.9 5.8 1 169.9 (M:169.9) 3 5.2 8.08 913 1.61 2 3.13
833 true ENSGALP00000018708 CCR4-NOT transcription complex subunit 10 - CGNC Symbol 8735 82.1 7.7 1 117.4 (M:117.4) 2 1.9 1.61 1173 1.21! 1
834 true ENSGALP00000018742 creatine kinase brain - CGNC Symbol 49719 40.2 5.9 1 62.4 (M:62.4) 1 3.6 13.24 1450 1.77 1
835 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 333.8 (M:333.8) 7 11.5 6.61 456 0.86! 3 61.98
836 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 307.1 (M:307.1) 7 28.1 3.92 513 1.1 4 35.55
837 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 161.5 (M:161.5) 4 5.4 9.5 942 0.76 2 58.98
838 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 1123.2 (M:1123.2) 21 24.7 5.96 66 1.18! 11 56.62



839 true ENSGALP00000019012 phospholipase D family member 4 - CGNC Symbol 8848 50.6 6.5 1 62.3 (M:62.3) 1 3.4 10.92 1451
840 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 214.8 (M:214.8) 4 10.1 7.6 741 1.47 2 1.19
841 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 249.0 (M:249.0) 5 12.7 10.95 629 0.55 3 15.58
842 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 527.3 (M:527.3) 10 11.3 5.4 253 1.29 5 17.96
843 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 294.1 (M:294.1) 7 27.7 4.23 535 1.37! 1
844 true ENSGALP00000019038 Wilms tumor 1 associated protein - CGNC Symbol 8862 44.5 5.2 1 333.3 (M:333.3) 5 10.3 12.25 458 1.37 3 14.9
845 true ENSGALP00000019039 superoxide dismutase 2 mitochondrial - CGNC Symbol 8863 24.8 8.6 1 72.4 (M:72.4) 2 10.3 4.03 1403 1.50! 1
846 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 1512.5 (M:1512.5) 22 24.1 4.34 37 1.14! 11 53.02
847 true ENSGALP00000019161 WW domain binding protein 11 - CGNC Symbol 53212 66.4 5.4 1 220.6 (M:220.6) 3 3.8 5.35 713 0.77! 2 4.53
848 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 1 793.4 (M:793.4) 9 18.6 6.48 125 0.71! 6 101.74
849 true ENSGALP00000019178 ubiquitin-like modifier activating enzyme 6 - CGNC Symbol 8930 115 5.8 1 193.3 (M:193.3) 4 4.4 7.83 813 1.27! 2 18.74
850 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 234.7 (M:234.7) 5 9.2 5.49 672 1.3 2 26.09
851 true ENSGALP00000019224 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate cyclohyd       100.2 8.7 1 278.6 (M:278.6) 4 2.9 3.87 563 1.18! 2 12.93
852 true ENSGALP00000019298 protein phosphatase 2 regulatory subunit B' epsilon isoform - CGNC Symbol 8975 50.7 6.1 1 103.2 (M:103.2) 2 5.7 10.85 1259
853 true ENSGALP00000019299 small nuclear ribonucleoprotein D1 polypeptide - CGNC Symbol 8976 13.5 11.4 1 156.3 (M:156.3) 3 10.7 6.95 956 0.83! 1
854 true ENSGALP00000019303 SAC1 suppressor of actin mutations 1-like (yeast) - CGNC Symbol 8979 67.4 7.3 1 51.9 (M:51.9) 1 1.7 6.66 1487 4.91 1
855 true ENSGALP00000019306 LIM domains containing 1 - CGNC Symbol 8981 61.6 6 1 73.1 (M:73.1) 3 6.3 14.68 1400 1.47 2 19.88
856 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 466.3 (M:466.3) 9 15.1 2.93 294 1.08! 5 22.1
857 true ENSGALP00000019330 polymerase (DNA) delta interacting protein 3 - CGNC Symbol 8993 45.9 9.9 1 148.9 (M:148.9) 3 8.9 14.38 1011 1.23! 2 29.91
858 true ENSGALP00000019398 kinesin family member 15 - CGNC Symbol 9023 162.2 5.5 1 172.7 (M:172.7) 4 3.5 6.75 900
859 true ENSGALP00000019408 MNAT CDK-activating kinase assembly factor 1 - CGNC Symbol 9031 33.3 5.2 1 87.7 (M:87.7) 1 6.6 0.27 1326
860 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 333.6 (M:333.6) 4 20.3 12.43 457 0.74! 2 16.69
861 true ENSGALP00000019438 desumoylating isopeptidase 1 - CGNC Symbol 56030 18.7 5.1 1 101.6 (M:101.6) 2 9.5 4.83 1270 1.69 1
862 true ENSGALP00000019452 eukaryotic translation initiation factor 1B - CGNC Symbol 9051 12.8 6.8 2 126.9 (M:126.9) 2 21.2 0.48 1128 1.31 1
863 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 1060.1 (M:1060.1) 16 18.3 7.1 75 0.92! 9 23.54
864 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 667.7 (M:667.7) 11 31.8 8.91 180 1.45 5 37.45
865 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 331.9 (M:331.9) 7 45.3 3.56 462 1.5 4 49.23
866 true ENSGALP00000019492 Ran GTPase activating protein 1 - CGNC Symbol 9072 62.9 4.7 1 102.2 (M:102.2) 2 4.3 3.72 1266 0.38 1
867 true ENSGALP00000019537 E1A binding protein p300 - CGNC Symbol 9087 268 8.8 1 183.7 (M:183.7) 5 2 10.36 850 1.17! 1
868 true ENSGALP00000019563 X-prolyl aminopeptidase (aminopeptidase P) 3 putative - CGNC Symbol 9095 56.6 7.4 1 105.2 (M:105.2) 1 1.4 4.05 1246
869 true ENSGALP00000019569 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 50650 40.2 5.1 1 258.2 (M:258.2) 5 11.6 14.37 614 1.02! 2 13.87
870 true ENSGALP00000019613 adenylosuccinate lyase - CGNC Symbol 9122 54.6 6.7 1 64.9 (M:64.9) 2 5.6 5 1439 0.75! 1
871 true ENSGALP00000019629 proteasome subunit alpha 3 - CGNC Symbol 9125 28.5 4.9 1 392.0 (M:392.0) 11 26.3 8.2 372 1.05! 3 5.65
872 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 306.1 (M:306.1) 9 7.6 5.31 514 1.30! 4 22.75
873 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 211.3 (M:211.3) 5 16.1 9.33 753 1.94! 3 6.01
874 true ENSGALP00000019695 poly (ADP-ribose) polymerase family member 14 - CGNC Symbol 9152 187.2 6.1 1 144.7 (M:144.7) 2 1.2 6.1 1026 0.82! 2 49.07
875 true ENSGALP00000019726 engulfment and cell motility 1 - CGNC Symbol 51330 83.7 5.9 1 295.4 (M:295.4) 5 7.7 11.19 530 0.65! 2 66.32
876 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 153.8 (M:153.8) 3 7.2 7.06 972 1.45 2 19.78
877 true ENSGALP00000019758 Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) m     9.6 7.9 1 117.5 (M:117.5) 2 20.9 1.22 1170 0.97 1
878 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 579.6 (M:579.6) 10 18.1 6.99 229 0.86! 5 12.12
879 true ENSGALP00000019816 HERPUD family member 2 - CGNC Symbol 9218 44.7 5.2 1 34.4 (M:34.4) 1 3.9 3.99 1532
880 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 2 738.1 (M:738.1) 16 29.4 7.16 148 1.15! 7 30.74
881 true ENSGALP00000019893 WD repeat and HMG-box DNA binding protein 1 - CGNC Symbol 9261 124.9 5.2 1 140.9 (M:140.9) 2 2.5 14.33 1049
882 true ENSGALP00000019931 RAP1 GTP-GDP dissociation stimulator 1 - CGNC Symbol 9282 66.1 5.2 1 307.9 (M:307.9) 6 10.2 5.73 512 1.63! 3 35.66
883 true ENSGALP00000019945 ribosomal protein S29 - CGNC Symbol 9289 7 10.2 1 146.2 (M:146.2) 4 25 11.47 1023 1.46! 1
884 true ENSGALP00000019961 methionyl aminopeptidase 1 - CGNC Symbol 9297 39.1 7.4 2 242.0 (M:242.0) 3 9.5 3.83 652 1.94! 1
885 true ENSGALP00000019967 alcohol dehydrogenase 5 (class III) chi polypeptide - CGNC Symbol 9300 39.6 8.1 1 273.8 (M:273.8) 5 10.7 11.77 571 0.74! 2 15.57
886 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 2079.3 (M:2079.3) 40 36.1 5.51 12 0.95! 19 44.91
887 true ENSGALP00000019994 UBX domain protein 4 - CGNC Symbol 9310 57 5.8 1 200.7 (M:200.7) 3 6.7 10.64 788 1.58! 1
888 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 479.8 (M:479.8) 10 14.9 7.03 285 0.95! 5 35.9
889 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 159.9 (M:159.9) 3 11.6 10.16 947 3.59! 1
890 true ENSGALP00000020147 minichromosome maintenance complex component 6 - CGNC Symbol 9378 103.3 5.4 2 1139.0 (M:1139.0) 28 17.9 5.04 62 1.37! 14 40.32
891 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 1033.4 (M:1033.4) 24 28.8 5.98 83 0.92 13 19.51
892 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 249.0 (M:249.0) 7 6.4 7.35 628 1.04! 3 9.98
893 true ENSGALP00000020185 Gallus gallus chromosome 5 open reading frame human C14orf166 (C5H14ORF166) mRNA. - RefSeq m  27.4 5.8 1 150.5 (M:150.5) 3 9.6 10.8 1000 1.05 2 34.07
894 true ENSGALP00000020236 enhancer of zeste homolog 2 (Drosophila) - CGNC Symbol 9422 85.4 7.4 1 175.6 (M:175.6) 4 3.5 6.79 887 2.1 2 12.98
895 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 200.7 (M:200.7) 3 3.4 6.13 789 1.38 1
896 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 473.9 (M:473.9) 10 9.9 9.36 287 0.69! 6 92.77
897 true ENSGALP00000020275 lectin galactoside-binding soluble 1 - CGNC Symbol 49833 15.1 6.6 1 113.9 (M:113.9) 2 8.9 12.34 1194 1.23 1
898 true ENSGALP00000020310 SET binding factor 1 - CGNC Symbol 9447 200.1 7 1 219.2 (M:219.2) 6 3.7 6.24 716 0.86! 2 12.29
899 true ENSGALP00000020330 cytohesin 4 - CGNC Symbol 50660 46.5 5.7 1 64.1 (M:64.1) 1 3.7 3.42 1441
900 true ENSGALP00000020339 kinesin family member 5C - CGNC Symbol 49899 109.4 5.9 1 121.0 (M:121.0) 3 3.1 8.04 1152 0.90! 1
901 true ENSGALP00000020346 FK506 binding protein 3 - CGNC Symbol 9468 25 9.2 1 212.5 (M:212.5) 3 12.8 2.66 748 0.56! 1
902 true ENSGALP00000020349 pre-mRNA processing factor 39 - HGNC:20314 81 4.9 1 309.7 (M:309.7) 9 9.8 7.69 506 0.98! 4 15.46
903 true ENSGALP00000020406 thyroid hormone receptor interactor 13 - CGNC Symbol 9495 49 5.9 1 156.4 (M:156.4) 3 5.3 10.15 955 1.5 1
904 true ENSGALP00000020435 PRP40 pre-mRNA processing factor 40 homolog A (S. cerevisiae) - CGNC Symbol 48984 95.7 6.7 2 176.3 (M:176.3) 3 2.5 3.51 883 0.98! 1
905 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 435.6 (M:435.6) 6 15.6 2.98 321 1.24 3 19.94
906 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 11 4085.9 (M:4085.9) 70 25.4 5.43 2 0.80! 33 29.67
907 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 1041.5 (M:1041.5) 20 19.8 6.05 77 1.24! 6 26.12
908 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 1 544.4 (M:544.4) 10 16.6 6.83 243 1.11 4 11.44
909 true ENSGALP00000020530 chromosome 9 open reading frame 64 - HGNC:28144 39 5.8 1 134.7 (M:134.7) 4 6.7 15.31 1077 1.35 2 73.42
910 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 219.1 (M:219.1) 5 6.5 10.68 719 0.76! 2 16.03
911 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 348.3 (M:348.3) 5 9.5 4.15 430 1.26! 2 8.22
912 true ENSGALP00000020737 nucleoporin 153kDa - CGNC Symbol 9650 146.7 8.6 1 354.7 (M:354.7) 5 3.1 7.42 419 1.08! 2 12.14
913 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 1124.8 (M:1124.8) 23 17.9 7.5 65 1.48 12 53.49
914 true ENSGALP00000020792 nucleoporin 37kDa - CGNC Symbol 9674 36.9 5.9 1 132.5 (M:132.5) 2 4.6 2.99 1087 0.78 1
915 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 449.4 (M:449.4) 8 17.1 10.27 308 1.27 5 33.95
916 true ENSGALP00000020840 desmoplakin - CGNC Symbol 9696 320.9 6.3 1 288.2 (M:288.2) 2 0.6 16.2 543 0.90! 1
917 true ENSGALP00000020867 enoyl-CoA delta isomerase 2 - CGNC Symbol 9709 44 8.7 1 152.3 (M:152.3) 2 9.8 5.29 989 0.31! 1
918 true ENSGALP00000020953 serpin peptidase inhibitor clade B (ovalbumin) member 6 - CGNC Symbol 51364 43.1 5.2 1 228.9 (M:228.9) 5 8.4 11.47 690 0.42! 2 19.4
919 true ENSGALP00000020977 vacuolar protein sorting 4 homolog B (S. cerevisiae) - CGNC Symbol 51369 48.7 6.7 2 252.8 (M:252.8) 6 6.8 4 622 0.96! 3 43.76
920 true ENSGALP00000021028 radixin - CGNC Symbol 49356 68.4 5.9 1 845.4 (M:845.4) 16 14.8 6.11 115 1.14! 8 49.76
921 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 1524.7 (M:1524.7) 29 24.6 5.05 36 1.61! 14 25.27
922 true ENSGALP00000021082 DENN/MADD domain containing 5B - CGNC Symbol 50681 144.1 6.3 1 84.0 (M:84.0) 1 1.3 5.31 1344
923 true ENSGALP00000021206 small nuclear ribonucleoprotein U11/U12 subunit 48 - CGNC Symbol 9843 37.5 9.5 1 75.8 (M:75.8) 2 3.1 5.02 1387 0.98 1
924 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 287.4 (M:287.4) 5 30.6 6.48 548 2 1
925 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 907.5 (M:907.5) 17 20 6.21 102 1.07! 6 49.15
926 true ENSGALP00000021294 NOP2/Sun RNA methyltransferase family member 2 - CGNC Symbol 9878 90.5 6.3 1 235.9 (M:235.9) 3 4 5.1 669 1.67! 1
927 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 382.9 (M:382.9) 8 17.9 8.17 385 0.8 5 59.54
928 true ENSGALP00000021333 IKAROS family zinc finger 1 (Ikaros) - CGNC Symbol 49585 57.6 6.1 1 464.6 (M:464.6) 8 8.9 6.14 298 1.03! 3 2.89
929 true ENSGALP00000021343 serine/threonine kinase receptor associated protein - CGNC Symbol 9899 38.1 5 1 49.8 (M:49.8) 1 6.6 6.98 1497
930 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 70.9 (M:70.9) 1 17.6 2.96 1411
931 true ENSGALP00000021405 Gallus gallus YKT6 v-SNARE homolog (S. cerevisiae) (YKT6) mRNA. - RefSeq mRNA NM_001113744 22.4 5.5 1 85.8 (M:85.8) 2 5.6 4.83 1333 1.42 1
932 true ENSGALP00000021455 zinc finger protein 830 - CGNC Symbol 9934 41.4 5.1 1 74.3 (M:74.3) 1 5.7 3.64 1392
933 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 435.5 (M:435.5) 8 13.8 7.75 322 1.48! 4 15.57
934 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 638.6 (M:638.6) 12 19.2 6.94 192 1.30! 5 22.99
935 true ENSGALP00000021519 NADH:ubiquinone oxidoreductase subunit S6 - CGNC Symbol 9959 14 9.2 1 62.6 (M:62.6) 1 11.7 1.71 1449 1.31 1
936 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 679.7 (M:679.7) 9 18 3.87 169 1.17! 4 5.13
937 true ENSGALP00000021661 lysine (K)-specific demethylase 2A - CGNC Symbol 10022 133.5 7.4 1 71.1 (M:71.1) 2 2.1 10.82 1409
938 true ENSGALP00000021707 Nipped-B homolog-like - Refseq NP_001244277 312.7 7.6 2 292.5 (M:292.5) 7 2.4 10.15 539 0.92! 4 158.33
939 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 795.2 (M:795.2) 11 22.4 4.81 124 0.9 6 54.44
940 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 541.2 (M:541.2) 10 36.1 8.96 245 0.71! 5 38.6
941 true ENSGALP00000021752 ATP binding cassette subfamily F member 2 - CGNC Symbol 10054 71.2 6.9 1 221.4 (M:221.4) 4 6.3 8.52 708 1.75 1
942 true ENSGALP00000021769 scaffold attachment factor B - CGNC Symbol 52657 103.7 5.5 1 245.9 (M:245.9) 6 3.1 8.57 637 1.32! 3 20.66
943 true ENSGALP00000021770 transducin (beta)-like 1X-linked - CGNC Symbol 52656 56.6 5.4 3 283.1 (M:283.1) 5 10.3 8.32 555 1.2 3 15.67
944 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 634.6 (M:634.6) 9 16 8.17 197 0.74 4 38.81
945 true ENSGALP00000021854 Gallus gallus DSN1 homolog MIS12 kinetochore complex component (DSN1) mRNA. - RefSeq mRNA N 38.7 6.3 1 139.8 (M:139.8) 4 10.6 7.84 1053 1.1 2 1.11
946 true ENSGALP00000021877 ATPase 13A1 - HGNC:24215 139.8 9 1 223.8 (M:223.8) 4 3 3.01 702 0.87 2 5.09
947 true ENSGALP00000021892 endoplasmic reticulum protein 44 - CGNC Symbol 10115 46.9 5.2 1 206.6 (M:206.6) 6 9.1 3.31 764 2.29! 2 4.36
948 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 244.8 (M:244.8) 3 10.5 8.38 642 1.00! 1
949 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 1 998.3 (M:998.3) 20 29.6 5.28 88 2.41! 7 40.59
950 true ENSGALP00000021944 gasdermin A - CGNC Symbol 52687 50.1 5.4 1 100.6 (M:100.6) 2 5.3 10.21 1273 0.87! 2 39.34
951 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 456.0 (M:456.0) 7 5.6 4.97 305 0.97 4 18.93
952 true ENSGALP00000022023 nucleoporin 98kDa - CGNC Symbol 10169 195.3 5.7 1 152.3 (M:152.3) 5 2.3 7.96 988 3.15! 3 212.04
953 true ENSGALP00000022159 CCR4-NOT transcription complex subunit 7 - CGNC Symbol 10229 32.7 4.8 1 177.3 (M:177.3) 2 7 2.61 876 0.84 1
954 true ENSGALP00000022208 AT rich interactive domain 1B (SWI1-like) - CGNC Symbol 10249 197.8 6 1 181.6 (M:181.6) 6 2.3 8.07 858 1.19! 3 17.95
955 true ENSGALP00000022235 CNDP dipeptidase 2 (metallopeptidase M20 family) - CGNC Symbol 13892 53 5.7 1 115.4 (M:115.4) 4 9.9 9.53 1185 0.88 1
956 true ENSGALP00000022243 aminopeptidase puromycin sensitive - CGNC Symbol 10259 97.2 5.3 1 177.8 (M:177.8) 5 7 12.62 875 1.62! 2 76.91
957 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 316.7 (M:316.7) 6 37.7 4.82 493 0.8 3 13.02
958 true ENSGALP00000022269 phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide synth     48.1 8.5 1 515.3 (M:515.3) 10 14.7 6.41 263 1.18! 4 6.79



959 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 752.7 (M:752.7) 15 15.9 6.94 143 1.28! 6 70.27
960 true ENSGALP00000022309 thioredoxin related transmembrane protein 3 - CGNC Symbol 10300 51.7 4.9 1 76.6 (M:76.6) 3 5.3 6.87 1383 1.1 1
961 true ENSGALP00000022343 phosducin like 2 - CGNC Symbol 10322 36.9 5.7 1 40.1 (M:40.1) 1 2.7 23.03 1511 1.42 1
962 true ENSGALP00000022347 Hsap of 1: N(alpha)-acetyltransferase 38 NatC auxiliary subunit - HGNC:28212 10.1 7.9 1 43.0 (M:43.0) 1 12.5 1.61 1503
963 true ENSGALP00000022386 serine/arginine-rich splicing factor 7 - CGNC Symbol 52729 26 11.8 3 471.4 (M:471.4) 10 28.7 7.07 290 1.25! 5 21.81
964 true ENSGALP00000022392 transportin 3 - CGNC Symbol 10345 96.2 5.4 1 230.3 (M:230.3) 4 5.3 4.44 685 1.44 2 33.49
965 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 182.1 (M:182.1) 2 16 7.71 854 0.61 1
966 true ENSGALP00000022414 synaptojanin 2 binding protein - Refseq NP_001264717 15.4 9.1 1 68.5 (M:68.5) 2 7.5 20.16 1425 2.01 1
967 true ENSGALP00000022433 polymerase (RNA) II subunit I - HGNC:9196 14.4 5 1 104.2 (M:104.2) 2 8.8 3.1 1250 1.4 1
968 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 5 2327.5 (M:2327.5) 40 54 5.09 9 1.25! 18 42.74
969 true ENSGALP00000022449 protein tyrosine phosphatase non-receptor type 2 - CGNC Symbol 10374 48.8 9 1 175.9 (M:175.9) 4 9 10.18 884 1.31 3 18.05
970 true ENSGALP00000022463 Gallus gallus family with sequence similarity 136 member A (FAM136A) mRNA. - RefSeq mRNA NM_0 15.1 6.2 1 67.3 (M:67.3) 1 13 7.96 1429
971 true ENSGALP00000022472 small nuclear ribonucleoprotein U4/U6.U5 subunit 27 - CGNC Symbol 56666 17.4 11.5 1 52.6 (M:52.6) 2 7.6 3.4 1483 0.99 1
972 true ENSGALP00000022497 microtubule associated protein 7 - CGNC Symbol 10400 80.9 9.3 1 26.2 (M:26.2) 1 1 2.57 1538
973 true ENSGALP00000022512 zinc finger CCCH-type antiviral 1 - CGNC Symbol 10406 80.5 8.6 1 79.4 (M:79.4) 3 4.1 7.62 1372 0.65 1
974 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 294.6 (M:294.6) 4 10.6 9.48 532 1.06! 1
975 true ENSGALP00000022545 BCL2-associated transcription factor 1 - CGNC Symbol 64987 106.1 10 1 138.2 (M:138.2) 3 3.7 16.82 1061 0.56! 2 55.5
976 true ENSGALP00000022566 tubulin folding cofactor E - CGNC Symbol 10430 64.5 8.1 1 240.9 (M:240.9) 2 2.3 8.85 655 1.15! 1
977 true ENSGALP00000022592 HBS1 like translational GTPase - CGNC Symbol 10439 76 6 1 90.3 (M:90.3) 2 4.7 7.07 1313 1.14! 1
978 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 558.4 (M:558.4) 9 55.3 7.9 236 1.61! 3 22.83
979 true ENSGALP00000022646 erythrocyte membrane protein band 4.1-like 2 - CGNC Symbol 10465 107.4 5.3 1 121.6 (M:121.6) 3 4.1 6.23 1150 0.94! 1
980 true ENSGALP00000022674 ubiquilin 4 - CGNC Symbol 52757 59.5 5.1 1 389.9 (M:389.9) 8 10.2 8.85 376 1.12 4 18.69
981 true ENSGALP00000022724 embryonic ectoderm development - CGNC Symbol 10494 50.3 6.5 1 162.8 (M:162.8) 4 6.5 6.92 939 1.64! 1
982 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 343.6 (M:343.6) 6 13.4 8.71 440 0.72! 3 12.25
983 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 1 528.2 (M:528.2) 12 20.6 8.22 252 0.89! 5 2.69
984 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 265.4 (M:265.4) 4 8.3 6.96 593 1.78! 2 6.36
985 true ENSGALP00000022832 nuclear transcription factor X-box binding like 1 - HGNC:18726 100.2 8.8 1 28.9 (M:28.9) 1 2.5 15.56 1537
986 true ENSGALP00000022849 LIM and senescent cell antigen-like domains 1 - CGNC Symbol 49937 37.2 8.5 1 86.4 (M:86.4) 2 7.7 3.98 1331
987 true ENSGALP00000022938 glucosamine-6-phosphate deaminase 2 - CGNC Symbol 10592 31.1 6.1 1 68.5 (M:68.5) 1 6.2 7.82 1424
988 true ENSGALP00000022956 nucleoporin 50kDa - CGNC Symbol 10599 50.1 6.4 1 115.6 (M:115.6) 2 6.6 8.89 1184
989 true ENSGALP00000023048 ras homolog family member H - CGNC Symbol 10637 21.4 9.2 1 76.3 (M:76.3) 2 11.5 8.6 1385 0.81! 1
990 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 328.8 (M:328.8) 7 4.3 4.87 468 1.29! 2 41.62
991 true ENSGALP00000023075 replication factor C subunit 1 - CGNC Symbol 51823 128.4 9.4 1 167.7 (M:167.7) 5 4.5 6.08 922 0.55 1
992 true ENSGALP00000023081 Gallus gallus suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA NM_001031 119.9 5 1 331.1 (M:331.1) 6 4.9 2.94 464 1.24! 3 44.01
993 true ENSGALP00000023085 actinin alpha 4 - CGNC Symbol 49612 71.6 5.7 1 620.2 (M:620.2) 15 17.3 5.39 209 0.68! 7 25.78
994 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 151.9 (M:151.9) 3 11.9 1.5 991 1.57 1
995 true ENSGALP00000023091 NADH:ubiquinone oxidoreductase core subunit V2 - CGNC Symbol 52803 27.1 8.5 1 67.8 (M:67.8) 2 9.8 4.97 1428 1.04 1
996 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 558.3 (M:558.3) 12 10.5 7.73 237 0.72 8 64.84
997 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 670.1 (M:670.1) 12 21.7 5.92 178 1.37! 6 26.07
998 true ENSGALP00000023121 NACHT and WD repeat domain containing 2 - CGNC Symbol 53464 186.3 6 1 70.3 (M:70.3) 2 0.4 20.57 1413
999 true ENSGALP00000023165 heterogeneous nuclear ribonucleoprotein K - CGNC Symbol 9556 47.3 5.6 2 1628.3 (M:1628.3) 30 40.7 6.53 29 0.84! 14 40.69

1000 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 524.0 (M:524.0) 7 18.3 7.5 257 1.12 4 14.36
1001 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 2 702.9 (M:702.9) 16 13.6 5.79 160 0.91! 8 35.24
1002 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 204.2 (M:204.2) 4 3.8 9.52 773 1.56! 1
1003 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 462.7 (M:462.7) 6 18.2 4.6 300 1.55 3 9.79
1004 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 640.5 (M:640.5) 14 10.9 7.34 190 1.21! 3 9.69
1005 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 1549.4 (M:1549.4) 22 40.9 7.28 33 0.93! 11 94.61
1006 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 749.6 (M:749.6) 16 22.5 6.24 145 1.36! 5 55.9
1007 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 2 711.3 (M:711.3) 15 8.1 6.46 159 0.94! 7 27.09
1008 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 510.2 (M:510.2) 10 13.6 5.51 266 1.04! 4 22.55
1009 true ENSGALP00000023352 myosin heavy chain 10 non-muscle - CGNC Symbol 49817 228.9 5.4 1 1053.0 (M:1053.0) 20 5.7 10.39 76 1.11! 10 85.08
1010 true ENSGALP00000023364 NOP56 ribonucleoprotein - CGNC Symbol 10777 52.2 9.3 1 235.2 (M:235.2) 6 10.9 3.96 671 1.14! 2 23.76
1011 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 639.9 (M:639.9) 10 9.2 4.39 191 0.92! 4 23.6
1012 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 1830.4 (M:1830.4) 26 66.5 5.83 19 0.56! 13 43.53
1013 true ENSGALP00000023420 Hsap of 1: zinc finger RNA binding protein - HGNC:17277 112.1 9.2 2 229.1 (M:229.1) 3 2.5 1.84 689 0.91 1
1014 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 590.5 (M:590.5) 11 14.1 3.91 225 0.89! 6 20.22
1015 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 446.6 (M:446.6) 6 16.1 3.2 311 1.30! 3 7.18
1016 true ENSGALP00000023454 N-acetyltransferase 10 - CGNC Symbol 10818 115.3 8.6 1 157.9 (M:157.9) 5 4 6.19 950 1.08 3 8.17
1017 true ENSGALP00000023456 selenophosphate synthetase 1 - CGNC Symbol 10819 42.9 5.6 1 193.2 (M:193.2) 3 7.1 6.35 815 0.81! 1
1018 true ENSGALP00000023523 actin beta-like 2 - CGNC Symbol 52851 42 5.2 1 1221.9 (M:1221.9) 24 27.1 5.64 55 0.92! 12 34.25
1019 true ENSGALP00000023548 death associated protein 3 - CGNC Symbol 13985 45.5 8.7 1 93.8 (M:93.8) 1 5 2.67 1300
1020 true ENSGALP00000023574 regulation of nuclear pre-mRNA domain containing 2 - CGNC Symbol 52333 136.5 6.1 1 344.4 (M:344.4) 7 3.7 9.27 438 1.14 3 37.37
1021 true ENSGALP00000023588 KIAA0825 - CGNC Symbol 52991 144.2 5.5 1 55.0 (M:55.0) 0 0 7.8 1477
1022 true ENSGALP00000023595 tetratricopeptide repeat domain 37 - CGNC Symbol 10874 177.2 6.6 1 192.3 (M:192.3) 4 2.9 5.42 818 0.83! 1
1023 true ENSGALP00000023617 endoplasmic reticulum aminopeptidase 1 - CGNC Symbol 52992 102.4 5.8 1 190.1 (M:190.1) 3 2.7 4.93 823 0.96! 2 10.33
1024 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 369.9 (M:369.9) 7 12 5.87 397 1.10! 4 46.57
1025 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 623.7 (M:623.7) 16 18.9 5.77 205 1.01! 10 31.8
1026 true ENSGALP00000023645 SMAD family member 2 - CGNC Symbol 49229 52.2 6 4 202.7 (M:202.7) 5 8.1 16.1 777 1.02! 2 25.42
1027 true ENSGALP00000023673 Ski2 like RNA helicase 2 - CGNC Symbol 10905 133.4 8.4 1 336.4 (M:336.4) 9 6 14.93 453 1.19! 3 63.18
1028 true ENSGALP00000023734 CWC27 spliceosome associated protein homolog - CGNC Symbol 10937 55.1 5.3 1 93.4 (M:93.4) 2 3.6 6.4 1301 0.90! 1
1029 true ENSGALP00000023753 peptidylprolyl isomerase domain and WD repeat containing 1 - CGNC Symbol 10944 71 6.7 1 118.5 (M:118.5) 3 6.7 13.02 1164
1030 true ENSGALP00000023793 splicing regulatory glutamic acid/lysine-rich protein 1 - CGNC Symbol 10959 77.1 9.9 1 104.9 (M:104.9) 2 2.8 12.6 1247 0.8 1
1031 true ENSGALP00000023822 phosphoinositide-3-kinase regulatory subunit 1 (alpha) - CGNC Symbol 10965 83.7 5.7 1 167.5 (M:167.5) 4 3.7 12.62 923 1.02! 2 15.71
1032 true ENSGALP00000023866 structural maintenance of chromosomes flexible hinge domain containing 1 - CGNC Symbol 10985 226.6 7.4 1 512.7 (M:512.7) 11 4.6 3.55 265 1.08! 5 22.62
1033 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 853.3 (M:853.3) 17 23.8 9.72 113 1.53! 8 29.07
1034 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 429.3 (M:429.3) 9 34.9 9.68 329 0.90! 4 40.31
1035 true ENSGALP00000023942 poly(A) binding protein interacting protein 1 - CGNC Symbol 53015 52.3 4.6 1 266.7 (M:266.7) 6 10.8 2.45 585 0.98! 2 2.75
1036 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 620.5 (M:620.5) 15 9.5 5.27 207 0.76! 6 34.64
1037 true ENSGALP00000023951 28S ribosomal protein S30 mitochondrial - Refseq NP_990270 51.6 8.5 1 85.1 (M:85.1) 4 8.6 13.65 1336 1.66! 1
1038 true ENSGALP00000023990 golgi-associated PDZ and coiled-coil motif containing - CGNC Symbol 11060 43 5.7 1 54.3 (M:54.3) 1 4.9 7.6 1481
1039 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 115.1 (M:115.1) 2 3 6.03 1186 0.41 1
1040 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 367.5 (M:367.5) 7 8 8.48 402 0.84! 4 51.71
1041 true ENSGALP00000024086 5'-nucleotidase domain containing 1 - CGNC Symbol 11115 52 5.2 1 164.2 (M:164.2) 3 5.5 10.94 936 1.31! 1
1042 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 166.8 (M:166.8) 4 2.4 9.78 926 0.96 2 21.04
1043 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 1 524.3 (M:524.3) 10 6.4 5.5 256 1.56 5 18.51
1044 true ENSGALP00000024184 RNA terminal phosphate cyclase like 1 - CGNC Symbol 11170 37 9 1 36.7 (M:36.7) 1 5 1.81 1522
1045 true ENSGALP00000024213 ribosome production factor 2 homolog - CGNC Symbol 11187 35.1 9.9 1 87.6 (M:87.6) 3 6.9 15.36 1328 1.13 1
1046 true ENSGALP00000024227 ubiquitin-like with PHD and ring finger domains 2 E3 ubiquitin protein ligase - CGNC Symbol 11194 91.9 7 1 84.8 (M:84.8) 1 1.8 10.07 1339 1.35! 1
1047 true ENSGALP00000024253 cell division cycle 40 - CGNC Symbol 11202 65.7 6.2 1 211.5 (M:211.5) 5 7.4 10.47 752 1.09! 1
1048 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 417.0 (M:417.0) 7 13.7 6.85 343 1.25 3 5.24
1049 true ENSGALP00000024295 perilipin 2 - CGNC Symbol 11227 48.1 5.7 1 287.9 (M:287.9) 4 12.1 5.84 545 1.75 2 32.95
1050 true ENSGALP00000024326 PC4 and SFRS1 interacting protein 1 - CGNC Symbol 54295 62.6 9.3 2 262.2 (M:262.2) 8 9.1 10.85 604 0.58! 3 38.05
1051 true ENSGALP00000024413 carnosine N-methyltransferase 1 - CGNC Symbol 11279 26.8 6.3 2 133.9 (M:133.9) 2 8.2 0.86 1080 0.72 1
1052 true ENSGALP00000024417 trafficking protein particle complex 8 - CGNC Symbol 11281 160.8 6.4 1 82.9 (M:82.9) 3 3.5 3.26 1352
1053 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 140.9 (M:140.9) 3 9 12.52 1048 1.38 2 12.59
1054 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 481.3 (M:481.3) 9 18.4 4.97 283 1.16 6 32.54
1055 true ENSGALP00000024484 autophagy related 3 - CGNC Symbol 11313 35.6 4.6 1 38.0 (M:38.0) 1 7 9.73 1516
1056 true ENSGALP00000024509 spleen tyrosine kinase - CGNC Symbol 53036 72.4 8.2 2 408.9 (M:408.9) 9 20 6.51 349 0.66! 2 103.85
1057 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 116.4 (M:116.4) 3 10.5 3.08 1181 1.27! 1
1058 true ENSGALP00000024559 protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 1 - CGNC Symbol 11349 40.9 5.6 1 61.0 (M:61.0) 1 4.2 4.84 1459
1059 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 2 663.9 (M:663.9) 12 27.1 8.64 182 1.75! 5 54.5
1060 true ENSGALP00000024617 mitochondrial ribosomal protein L15 - CGNC Symbol 11375 33.6 10.1 1 104.6 (M:104.6) 2 3.4 9.74 1248 1.84 1
1061 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 311.2 (M:311.2) 7 7.2 4.94 503 1.24! 4 17.06
1062 true ENSGALP00000024654 sorting nexin 3 - CGNC Symbol 51543 18.7 8.7 1 41.5 (M:41.5) 1 6.8 23.04 1507 0.58 1
1063 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 290.5 (M:290.5) 4 6.7 2.63 540 0.56 2 7.45
1064 true ENSGALP00000024698 PEST proteolytic signal containing nuclear protein - CGNC Symbol 11416 19.1 7.9 1 178.2 (M:178.2) 4 24.2 3.05 872 0.90! 2 10.58
1065 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 224.2 (M:224.2) 4 18.5 2.66 701 0.90! 3 96.01
1066 true ENSGALP00000024711 trimethylguanosine synthase 1 - CGNC Symbol 11425 99.4 5.1 1 110.6 (M:110.6) 2 1.1 6.6 1214 1.11 1
1067 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 66.9 (M:66.9) 2 4.7 11.69 1431 0.91 1
1068 true ENSGALP00000024757 ATP synthase H+ transporting mitochondrial Fo complex subunit E - CGNC Symbol 11448 8.3 7.9 1 102.0 (M:102.0) 2 35.2 0.91 1267 0.89! 1
1069 true ENSGALP00000024767 abhydrolase domain containing 10 - CGNC Symbol 11454 33.3 9 1 70.9 (M:70.9) 2 3.7 5.38 1412 0.79 1
1070 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 335.9 (M:335.9) 6 5.9 8.12 454 1.41! 2 21.77
1071 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 106.0 (M:106.0) 3 11.6 1.54 1240
1072 true ENSGALP00000024858 RCSD domain containing 1 - CGNC Symbol 50771 40.1 5 1 144.2 (M:144.2) 3 4.9 7.84 1029 1.42 2 4.82
1073 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 181.2 (M:181.2) 4 9.4 3.81 861 0.69! 2 2.39
1074 true ENSGALP00000025005 RAD23 homolog B (S. cerevisiae) - CGNC Symbol 11587 43.1 4.7 1 183.7 (M:183.7) 3 4.2 5.71 851 0.79! 1
1075 true ENSGALP00000025019 ring finger protein 20 E3 ubiquitin protein ligase - CGNC Symbol 53045 114.7 5.7 1 365.9 (M:365.9) 4 1.8 10.05 407 0.85! 3 39.69
1076 true ENSGALP00000025029 ADP-ribosylation factor guanine nucleotide-exchange factor 1 (brefeldin A-inhibited) - CGNC Symbol 1 208.2 5.5 1 200.8 (M:200.8) 3 2 9.93 787 1.11! 1
1077 true ENSGALP00000025077 UFM1 specific ligase 1 - CGNC Symbol 11616 89.2 6.1 1 131.3 (M:131.3) 4 3.5 4.39 1097 2.84 2 100.1
1078 true ENSGALP00000025114 BTB domain and CNC homolog 2 - CGNC Symbol 11632 91.2 5 1 125.1 (M:125.1) 3 4.6 11.87 1137 1.29 1



1079 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 367.9 (M:367.9) 8 29.4 7.85 401 0.56! 5 60.36
1080 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 644.9 (M:644.9) 15 33.5 8.3 188 0.93! 7 62.36
1081 true ENSGALP00000025184 transcription elongation factor B subunit 1 - CGNC Symbol 11667 12.5 4.7 1 207.5 (M:207.5) 3 25.9 8.31 761 1 2 30.8
1082 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 237.6 (M:237.6) 4 8.2 6.15 662 0.77 2 9.55
1083 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 196.9 (M:196.9) 5 21 5.63 800 0.91! 4 17.9
1084 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 2 312.8 (M:312.8) 9 15.6 7.37 499 0.89! 3 20.05
1085 true ENSGALP00000025356 ATP synthase H+ transporting mitochondrial Fo complex subunit F6 - CGNC Symbol 11749 12.5 9.4 1 70.1 (M:70.1) 1 12.8 6.35 1415 1.28 1
1086 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 387.8 (M:387.8) 6 8.3 9.04 378 1.21 3 27.8
1087 true ENSGALP00000025411 RNA guanylyltransferase and 5'-phosphatase - CGNC Symbol 11776 68.8 8.2 1 133.0 (M:133.0) 3 4.2 15.46 1085 0.86 2 22.48
1088 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 722.5 (M:722.5) 14 17.7 8.7 154 1.15! 8 21.54
1089 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 486.9 (M:486.9) 11 14.5 11.53 280 0.99! 5 19.39
1090 true ENSGALP00000025476 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 73 9 2 1190.1 (M:1190.1) 24 21.6 9.26 60 1.04! 12 38.74
1091 true ENSGALP00000025501 synaptosomal-associated protein 91kDa - CGNC Symbol 11823 75.3 5.8 3 143.2 (M:143.2) 2 2.8 13.88 1035 1.03! 1
1092 true ENSGALP00000025508 SR-related CTD-associated factor 4 - CGNC Symbol 11826 120.8 9.6 1 189.9 (M:189.9) 4 3.8 7.83 827 1.39 2 37.31
1093 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 181.4 (M:181.4) 3 4.5 2.14 860 1.47 1
1094 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 2 1212.2 (M:1212.2) 20 27.7 5.16 56 1.43! 7 30.99
1095 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 405.3 (M:405.3) 9 13.6 4.61 354 0.95! 4 24.58
1096 true ENSGALP00000025669 small ArfGAP 1 - HGNC:19651 48.1 8.7 1 94.8 (M:94.8) 3 5.6 3.06 1296 1 1
1097 true ENSGALP00000025672 ribose 5-phosphate isomerase A - CGNC Symbol 11914 25.6 5.8 1 103.0 (M:103.0) 2 6.8 9.22 1261 0.3 1
1098 true ENSGALP00000025718 pleckstrin homology domain containing family F (with FYVE domain) member 2 - CGNC Symbol 11937 27.8 8.4 1 101.7 (M:101.7) 1 8 0.91 1269
1099 true ENSGALP00000025726 mitochondrial antiviral signaling protein - CGNC Symbol 51863 67.6 5 1 130.7 (M:130.7) 4 4.4 8.62 1101 1 2 54.55
1100 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 237.6 (M:237.6) 4 16 6.6 663 0.42! 2 118.76
1101 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 383.4 (M:383.4) 7 15.5 5.16 384 0.83 4 90.71
1102 true ENSGALP00000025794 MORC family CW-type zinc finger 3 - CGNC Symbol 11977 105.2 5.4 1 149.8 (M:149.8) 3 2.9 10.81 1005 0.68! 1
1103 true ENSGALP00000025803 ubiquitin protein ligase E3 component n-recognin 5 - CGNC Symbol 51215 308 5.6 1 370.6 (M:370.6) 10 4.1 11.3 395 1.39! 3 4.94
1104 true ENSGALP00000025808 ribonucleotide reductase M2 B (TP53 inducible) - CGNC Symbol 11989 40.4 5 1 118.8 (M:118.8) 3 10 5.81 1160 0.74! 1
1105 true ENSGALP00000025846 solute carrier family 25 member 32 - CGNC Symbol 12008 35.6 9.7 1 98.8 (M:98.8) 1 6.5 21.4 1281
1106 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 144.0 (M:144.0) 2 2.7 7.35 1031 1.33 1
1107 true ENSGALP00000025900 NudC domain containing 1 - HGNC:24306 77.9 6.2 1 176.9 (M:176.9) 4 4.2 6.98 880 1.77! 3 100.29
1108 true ENSGALP00000025921 RAD21 cohesin complex component - CGNC Symbol 12049 72 4.6 1 133.5 (M:133.5) 5 5.7 2.91 1082 1.23 2 37.24
1109 true ENSGALP00000025924 eukaryotic translation initiation factor 3 subunit H - CGNC Symbol 12051 39.5 6 1 144.6 (M:144.6) 2 5.7 7.47 1027 1.2 1
1110 true ENSGALP00000025929 hydroxyacyl-CoA dehydrogenase - CGNC Symbol 12053 34.4 8.7 1 255.8 (M:255.8) 4 13.7 5.57 617 1.67 2 106.79
1111 true ENSGALP00000025937 eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC Symbo  76.1 4.9 1 452.2 (M:452.2) 4 5.8 7.59 307 1.63 2 44.37
1112 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 187.6 (M:187.6) 2 14 8.69 836 0.79 1
1113 true ENSGALP00000026044 argonaute RISC catalytic component 2 - CGNC Symbol 64972 97.8 9.3 3 294.5 (M:294.5) 9 8.6 8.89 534 0.60! 3 18.99
1114 true ENSGALP00000026067 U2 small nuclear RNA auxiliary factor 1 - CGNC Symbol 49287 27.7 9.1 1 266.1 (M:266.1) 5 18.1 4.62 590 0.71! 2 41.88
1115 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 261.1 (M:261.1) 6 15.8 4.61 609 1.52 3 5.39
1116 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 1 1034.7 (M:1034.7) 22 20.3 6.6 82 1.35 9 23.48
1117 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 391.2 (M:391.2) 9 26.5 12 373 1.17! 4 11.37
1118 true ENSGALP00000026130 ubiquitin specific peptidase 9 X-linked - CGNC Symbol 50795 290 5.6 1 186.5 (M:186.5) 4 1.6 6.33 841 1.68! 1
1119 true ENSGALP00000026194 primase (DNA) subunit 2 - CGNC Symbol 12170 58.7 8.5 1 118.4 (M:118.4) 2 3.5 2.42 1165 1.58 1
1120 true ENSGALP00000026284 pyruvate dehydrogenase kinase isozyme 3 - CGNC Symbol 12210 46.6 7.7 1 106.3 (M:106.3) 3 6.7 8.79 1236 0.78 2 4.02
1121 true ENSGALP00000026301 NADH:ubiquinone oxidoreductase subunit B9 - CGNC Symbol 12221 21.9 8.9 1 76.4 (M:76.4) 2 6.7 3.25 1384 1.37 1
1122 true ENSGALP00000026307 Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 50 51.1 8.5 1 351.4 (M:351.4) 10 16.3 5.24 426 1.11! 5 15.2
1123 true ENSGALP00000026316 apolipoprotein O - CGNC Symbol 12230 24.1 9 1 63.7 (M:63.7) 2 7.3 2.06 1443 1.57 1
1124 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 332.1 (M:332.1) 5 18.8 12.06 460 1.50! 3 25.74
1125 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 362.0 (M:362.0) 6 21.5 4.8 411 1.38 3 12.52
1126 true ENSGALP00000026380 tumor suppressing subtransferable candidate 1 - CGNC Symbol 12263 43.7 4.9 1 137.9 (M:137.9) 4 10.1 9.93 1063 0.77 1
1127 true ENSGALP00000026392 ribosomal protein S7 - CGNC Symbol 51562 22.3 10.1 1 136.7 (M:136.7) 4 17.3 15.28 1065 1.77! 1
1128 true ENSGALP00000026406 ribosomal protein S6 kinase 90kDa polypeptide 3 - CGNC Symbol 12282 80.6 7 3 226.3 (M:226.3) 8 12.4 14.02 695 0.93! 4 30.58
1129 true ENSGALP00000026418 eukaryotic translation initiation factor 1A Y-linked - CGNC Symbol 50803 15.8 4.9 1 100.1 (M:100.1) 2 7.9 1.77 1278 1.12 1
1130 true ENSGALP00000026438 SH3-domain kinase binding protein 1 - CGNC Symbol 12292 81.5 8.9 1 180.8 (M:180.8) 5 3.8 4.86 863 1.25 4 23.69
1131 true ENSGALP00000026443 cleavage and polyadenylation specific factor 3 - CGNC Symbol 12295 64.4 5.6 1 116.7 (M:116.7) 3 4.6 6.73 1179 3.4 3 105.79
1132 true ENSGALP00000026444 isoamyl acetate-hydrolyzing esterase 1 homolog - CGNC Symbol 12296 27.6 5.7 1 245.0 (M:245.0) 4 16.5 6.13 640 1.4 1
1133 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 246.0 (M:246.0) 8 8.8 7.03 636 1.21 3 12.83
1134 true ENSGALP00000026458 paired box 5 - CGNC Symbol 49160 42 8.9 1 114.2 (M:114.2) 3 10 8.48 1191
1135 true ENSGALP00000026474 ribonucleotide reductase M2 - CGNC Symbol 12309 44.4 5.7 1 174.1 (M:174.1) 3 10.9 7.11 896 0.74! 1
1136 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 940.8 (M:940.8) 15 25.5 6.19 93 3.06! 6 24.35
1137 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 714.5 (M:714.5) 16 18 7.25 157 0.92! 7 28.27
1138 true ENSGALP00000026511 family with sequence similarity 49 member A - CGNC Symbol 12326 37.3 5.7 1 104.3 (M:104.3) 3 6.5 8.47 1249 0.97 1
1139 true ENSGALP00000026539 pumilio RNA-binding family member 2 - CGNC Symbol 12341 114.6 6.7 1 106.3 (M:106.3) 3 2.7 7.32 1235 0.94! 1
1140 true ENSGALP00000026573 intersectin 2 - CGNC Symbol 51582 193.4 7.8 1 239.2 (M:239.2) 3 1.5 8.97 660 1.05! 2 9.96
1141 true ENSGALP00000026579 zinc finger protein 512 - CGNC Symbol 12362 64.6 10 1 504.4 (M:504.4) 10 15.8 7.46 273 0.74! 3 9.73
1142 true ENSGALP00000026595 protein phosphatase Mg2+/Mn2+ dependent 1G - CGNC Symbol 12369 60.8 4.3 1 122.6 (M:122.6) 4 3.4 1.84 1149 1.19 2 2.07
1143 true ENSGALP00000026615 carbamoyl-phosphate synthetase 2 aspartate transcarbamylase and dihydroorotase - HGNC:1424 200.7 5.9 1 165.2 (M:165.2) 3 2.5 7.95 933 0.98! 2 19.6
1144 true ENSGALP00000026633 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      85.7 9.3 1 678.1 (M:678.1) 13 12.4 5.26 172 0.88! 5 34.59
1145 true ENSGALP00000026663 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      50.8 9.4 1 335.5 (M:335.5) 7 11.8 10.2 455 1.07! 4 25.21
1146 true ENSGALP00000026711 RAB9A member RAS oncogene family - CGNC Symbol 50812 22.8 5.6 1 83.9 (M:83.9) 2 15.4 14.57 1345
1147 true ENSGALP00000026797 integrator complex subunit 9 - CGNC Symbol 12464 73.7 5.9 2 188.6 (M:188.6) 4 4.9 14.64 829 1.05 2 17.69
1148 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 940.5 (M:940.5) 21 17.6 4.92 94 1.42! 8 30.21
1149 true ENSGALP00000026942 retinitis pigmentosa 2 (X-linked recessive) - CGNC Symbol 12543 39.7 5.1 1 54.5 (M:54.5) 2 2.5 15.35 1480 0.98 1
1150 true ENSGALP00000026989 ubiquitin protein ligase E3A - CGNC Symbol 12558 100.9 5.2 1 82.5 (M:82.5) 2 2.6 2.42 1353 1.17 2 18.49
1151 true ENSGALP00000027015 eukaryotic translation initiation factor 5B - CGNC Symbol 12572 136.4 5.4 1 88.6 (M:88.6) 2 1.9 5.15 1322
1152 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 296.1 (M:296.1) 7 25 5.93 528 0.66! 3 89.8
1153 true ENSGALP00000027063 mitochondrial ribosomal protein S9 - CGNC Symbol 12597 42.9 9.5 1 106.2 (M:106.2) 2 5.3 13.11 1237
1154 true ENSGALP00000027121 Gallus gallus PCI domain containing 2 (PCID2) mRNA. - RefSeq mRNA NM_001006266 53.5 8.7 1 127.4 (M:127.4) 4 6.2 7.54 1126 1.00! 2 31.92
1155 true ENSGALP00000027194 tripeptidyl peptidase II - CGNC Symbol 12657 144.1 6.1 1 543.7 (M:543.7) 15 8.6 6.55 244 1.15! 7 29.59
1156 true ENSGALP00000027209 propionyl-CoA carboxylase alpha subunit - CGNC Symbol 12663 78.5 7.8 1 118.6 (M:118.6) 4 6.9 7.57 1163 1.89 2 17.35
1157 true ENSGALP00000027216 transmembrane 9 superfamily member 2 - CGNC Symbol 12665 75.3 7 1 178.1 (M:178.1) 5 6 2.47 873 1.49 2 41.09
1158 true ENSGALP00000027238 importin 5 - CGNC Symbol 50851 125.1 4.9 1 92.3 (M:92.3) 2 2.3 10.71 1303 1.83 1
1159 true ENSGALP00000027295 MYC binding protein 2 E3 ubiquitin protein ligase - CGNC Symbol 12697 480 6.6 1 242.8 (M:242.8) 6 1.1 7.81 649 1.31 3 51.79
1160 true ENSGALP00000027299 ES1 protein homolog mitochondrial-like - CGNC Symbol 50857 26.4 6.5 2 273.9 (M:273.9) 6 16.4 3.69 570 0.72! 3 11.96
1161 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 188.2 (M:188.2) 7 27.4 6.32 831 0.83! 3 15.37
1162 true ENSGALP00000027317 DIS3 homolog exosome endoribonuclease and 3'-5' exoribonuclease - CGNC Symbol 12709 112.7 6.9 1 220.7 (M:220.7) 7 6.3 9.52 712 0.89! 2 10.57
1163 true ENSGALP00000027339 E74-like factor 1 (ets domain transcription factor) - CGNC Symbol 50862 68.2 5 2 262.0 (M:262.0) 7 10.2 1.58 605 0.82 4 9.37
1164 true ENSGALP00000027349 N(alpha)-acetyltransferase 16 NatA auxiliary subunit - CGNC Symbol 12725 101.2 8.2 1 146.8 (M:146.8) 5 3.7 6.87 1020 1.07! 1
1165 true ENSGALP00000027351 regulator of cell cycle - HGNC:20369 14.5 5.1 1 38.1 (M:38.1) 1 6.6 0.95 1515
1166 true ENSGALP00000027373 GPALPP motifs containing 1 - CGNC Symbol 12739 39.2 5 1 112.0 (M:112.0) 2 3.7 3.27 1204 0.94! 1
1167 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 2045.4 (M:2045.4) 37 38.9 6.13 14 0.98! 18 39.34
1168 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 392.5 (M:392.5) 7 17.9 5.27 370 0.74! 3 15.73
1169 true ENSGALP00000027504 neurobeachin - CGNC Symbol 12814 330.2 5.8 1 199.6 (M:199.6) 1 0.3 3.34 792
1170 true ENSGALP00000027512 replication factor C subunit 3 - CGNC Symbol 12816 40.4 8.4 1 196.7 (M:196.7) 6 20.2 3.33 805 1.71! 2 20.88
1171 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 392.3 (M:392.3) 9 5.6 5.41 371 0.73! 3 44.84
1172 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 620.2 (M:620.2) 13 12.8 5.08 208 1.72! 4 16.82
1173 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 1008.4 (M:1008.4) 13 34.4 4.77 86 0.85! 7 137.55
1174 true ENSGALP00000027606 sacsin molecular chaperone - CGNC Symbol 12860 520.6 6.3 1 172.2 (M:172.2) 3 0.9 16.32 901
1175 true ENSGALP00000027623 exportin 4 - CGNC Symbol 12869 129.7 5 1 102.9 (M:102.9) 2 2.6 4.13 1262
1176 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 434.3 (M:434.3) 9 17.6 4.79 325 1.01! 4 9.86
1177 true ENSGALP00000027760 CWC15 spliceosome-associated protein - CGNC Symbol 12929 26.6 5.4 1 150.6 (M:150.6) 3 15.7 6.12 999 0.99 1
1178 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 385.4 (M:385.4) 4 12.3 8.14 381 1.60! 2 14.08
1179 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 227.9 (M:227.9) 4 8 8.64 693 1.64! 2 15.51
1180 true ENSGALP00000027884 NADH dehydrogenase - Refseq NP_001006281 43.1 9.4 1 44.7 (M:44.7) 1 2.6 2.73 1501
1181 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 721.1 (M:721.1) 12 35.4 3.34 155 1.32! 7 36.55
1182 true ENSGALP00000027964 integrin-linked kinase - CGNC Symbol 13025 45.7 9.2 1 153.4 (M:153.4) 3 5.5 13.44 974 1.2 2 46.55
1183 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 392.9 (M:392.9) 11 11 5.93 368 0.75 7 50.63
1184 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 244.5 (M:244.5) 3 4.9 12.62 644 0.44! 2 20.66
1185 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 371.4 (M:371.4) 9 22.2 6.36 394 0.92 5 27.67
1186 true ENSGALP00000027997 dolichyl-phosphate mannosyltransferase polypeptide 1 catalytic subunit - CGNC Symbol 13045 27.2 9.4 1 62.1 (M:62.1) 2 2.9 14.77 1452 0.79 1
1187 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 202.2 (M:202.2) 4 18.3 10.32 778 0.93! 1
1188 true ENSGALP00000028022 YY1 transcription factor - CGNC Symbol 51971 21.3 9.1 1 175.6 (M:175.6) 5 23.8 9.84 888 0.47 3 27.2
1189 true ENSGALP00000028055 leucine aminopeptidase 3 - CGNC Symbol 4763 56.3 8.5 1 133.5 (M:133.5) 4 5.5 7.98 1081 0.88! 2 7.77
1190 true ENSGALP00000028084 osteoclast stimulating factor 1 - CGNC Symbol 13080 23.6 5.3 1 76.6 (M:76.6) 2 3.7 0.36 1380 0.58 1
1191 true ENSGALP00000028277 H2A histone family member Z - CGNC Symbol 52762 13.6 10.6 1 408.2 (M:408.2) 8 23.4 7.74 350 0.74! 2 45.7
1192 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 171.2 (M:171.2) 5 16.2 8.36 908 0.79 3 14.06
1193 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 103.6 (M:103.6) 2 9.3 1.31 1257 0.52 1
1194 true ENSGALP00000028424 O-6-methylguanine-DNA methyltransferase - HGNC:7059 28.1 9.4 1 130.7 (M:130.7) 3 9.7 13.07 1102 0.78 2 34.99
1195 true ENSGALP00000028428 early B-cell factor 1 - CGNC Symbol 49357 70.6 8.6 1 107.6 (M:107.6) 3 5.5 8.04 1230 1.31! 1
1196 true ENSGALP00000028664 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 54.2 8.4 2 368.2 (M:368.2) 5 8.8 4.87 400 0.20! 2 1.69
1197 true ENSGALP00000028746 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 525 27.8 4.7 1 1316.6 (M:1316.6) 26 51.4 3.45 49 0.94! 14 33.58
1198 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 165.2 (M:165.2) 2 11.5 12.24 932 0.77! 1



1199 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 284.3 (M:284.3) 5 3.9 6.03 552 1.3 3 17.44
1200 true ENSGALP00000028993 Hsap of 1: ADP-ribosyltransferase 1 - HGNC:723 31.9 8.7 1 62.9 (M:62.9) 2 5.7 14.73 1447 1.12! 1
1201 true ENSGALP00000029109 proteasome 26S subunit non-ATPase 3 - CGNC Symbol 15224 53.2 9.1 1 337.8 (M:337.8) 5 6.7 7.23 450 0.59 3 52.42
1202 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 261.7 (M:261.7) 4 36.4 7.58 606 0.59! 1
1203 true ENSGALP00000029248 chromobox homolog 1 - CGNC Symbol 49096 21.5 4.9 1 78.3 (M:78.3) 3 12.4 2.4 1375 0.66 2 54.01
1204 true ENSGALP00000029249 tumor protein D52-like 2 - CGNC Symbol 50951 22.2 5.6 1 114.0 (M:114.0) 2 6.3 3.83 1193 2.96 1
1205 true ENSGALP00000029288 v-yes-1 Yamaguchi sarcoma viral related oncogene homolog - CGNC Symbol 51418 56.2 6.4 1 217.4 (M:217.4) 3 7.1 7.52 730
1206 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 264.7 (M:264.7) 6 18.1 3.16 598 0.85 4 20.78
1207 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 2 424.7 (M:424.7) 8 16.4 6.27 336 0.80! 4 11.62
1208 true ENSGALP00000029700 ES1 protein homolog mitochondrial - Refseq NP_001025969 28.2 8.6 1 153.0 (M:153.0) 3 11.2 3.99 980 0.61! 1
1209 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 426.0 (M:426.0) 12 17.4 6.64 335 0.82! 6 62.05
1210 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 321.9 (M:321.9) 4 35.5 5.17 480 1.41! 1
1211 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 141.4 (M:141.4) 4 23.9 9.83 1046 1.30! 2 42.89
1212 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 2 628.4 (M:628.4) 9 22.8 4.19 202 0.95 4 36.11
1213 true ENSGALP00000030175 mal T-cell differentiation protein 2 - CGNC Symbol 13863 19.9 8.7 1 191.4 (M:191.4) 4 19.1 10.59 821 7.53 1
1214 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 317.0 (M:317.0) 7 48.1 6.35 492 1.19! 3 16.34
1215 true ENSGALP00000030436 nucleolar protein 7 - CGNC Symbol 9631 25.4 10.2 1 107.0 (M:107.0) 3 13.7 2.92 1232 4.23 1
1216 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 355.3 (M:355.3) 6 23.1 6.43 418 0.87 3 36.56
1217 true ENSGALP00000030639 Ras-related protein Rab-6A - UP Q1KME6 23.5 5.4 1 82.3 (M:82.3) 2 9.1 2.42 1355
1218 true ENSGALP00000030904 avian beta-defensin 2 - CGNC Symbol 49507 7.1 9.4 1 107.3 (M:107.3) 3 35.9 6.94 1231 0.76 2 20.37
1219 true ENSGALP00000030998 Hsap of 16: glutathione S-transferase alpha 1 - HGNC:4626 25.2 7.8 2 128.6 (M:128.6) 3 12.2 4.62 1112 0.77! 1
1220 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 600.7 (M:600.7) 12 30 5.68 217 1.47! 6 53.7
1221 true ENSGALP00000031498 GAR1 ribonucleoprotein - HGNC:14264 19.3 10.4 1 96.1 (M:96.1) 3 10.3 18.7 1293 0.77 2 40.15
1222 true ENSGALP00000031725 Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA NM 12.9 4.8 1 390.9 (M:390.9) 8 50.9 3.64 374 1 4 25.45
1223 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 529.1 (M:529.1) 9 23.8 7.91 251 0.98 5 28.83
1224 true ENSGALP00000032097 CD5 molecule - CGNC Symbol 3864 51 8.8 1 117.4 (M:117.4) 4 9.9 9.66 1174
1225 true ENSGALP00000032101 transaldolase - Refseq NP_001026348 37.6 7.1 1 149.4 (M:149.4) 5 12.2 8.24 1008 0.86! 1
1226 true ENSGALP00000032358 structural maintenance of chromosomes 4 - CGNC Symbol 7271 145.6 6 1 332.1 (M:332.1) 8 5.4 8.03 461 1.58! 3 43.6
1227 true ENSGALP00000032623 activating transcription factor 2 - CGNC Symbol 7057 51.4 6.7 2 125.9 (M:125.9) 2 5.3 7.53 1133 1.16! 1
1228 true ENSGALP00000032645 DNA nucleotidylexotransferase - CGNC Symbol 5270 58.3 8.3 1 113.2 (M:113.2) 2 5.3 6.09 1198
1229 true ENSGALP00000032688 protein phosphatase 4 regulatory subunit 2 - CGNC Symbol 5906 40.8 4.5 1 84.3 (M:84.3) 2 4.1 2.79 1342 1.23 1
1230 true ENSGALP00000032822 NADH dehydrogenase [ubiquinone 1 beta subcomplex subunit 8 mitochondrial Uncharacterized prote        21.9 7.9 1 74.6 (M:74.6) 2 4.7 1.25 1391 0.98 1
1231 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 411.3 (M:411.3) 9 62.7 9.04 346 1.65 3 10.74
1232 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 337.7 (M:337.7) 10 29.5 7.59 451 0.88! 6 43.97
1233 true ENSGALP00000033594 phosphohistidine phosphatase 1 - CGNC Symbol 14487 13.9 5.7 1 135.8 (M:135.8) 3 25.4 2.62 1071 1.09 1
1234 true ENSGALP00000033650 FYN binding protein - CGNC Symbol 2773 92 7.2 2 324.6 (M:324.6) 6 10.5 7.51 477 0.70! 3 55.58
1235 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 174.6 (M:174.6) 5 16 10.31 892 0.48! 2 68.62
1236 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 2 214.8 (M:214.8) 4 6.3 12.52 742 0.8 3 1.98
1237 true ENSGALP00000033974 RGD motif leucine rich repeats tropomodulin domain and proline-rich containing - CGNC Symbol 1280 155.5 7.1 1 292.7 (M:292.7) 8 7.8 7.53 538 0.68! 1
1238 true ENSGALP00000033993 MOB kinase activator 3B - HGNC:23825 16.7 8.4 2 36.3 (M:36.3) 1 4.9 5.19 1523
1239 true ENSGALP00000034072 acetyl-CoA carboxylase alpha - CGNC Symbol 4052 262.5 6 1 250.3 (M:250.3) 3 1.6 8.18 624
1240 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 874.2 (M:874.2) 15 51.6 5.62 107 1.03! 8 58.67
1241 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 1194.3 (M:1194.3) 21 34.2 4.61 58 1.34! 8 27.29
1242 true ENSGALP00000034188 ubiquitin fusion degradation 1 like (yeast) - CGNC Symbol 1105 34.5 6.3 1 68.6 (M:68.6) 2 3.9 1.91 1421 1.45 1
1243 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 317.2 (M:317.2) 6 16.8 3.21 489 0.79 4 25.76
1244 true ENSGALP00000034255 NADH:ubiquinone oxidoreductase subunit A8 - CGNC Symbol 929 20.1 8.4 1 156.9 (M:156.9) 4 15.1 1.86 952 0.91 2 8.17
1245 true ENSGALP00000034419 GATA zinc finger domain containing 2A - CGNC Symbol 2116 61.8 9.8 3 309.9 (M:309.9) 5 8.3 6.84 505 1.17! 2 9.24
1246 true ENSGALP00000034433 WD repeat domain 18 - CGNC Symbol 14659 47.4 5.6 1 38.0 (M:38.0) 1 1.9 4.04 1518 1.02 1
1247 true ENSGALP00000034504 neutrophil cytosolic factor 1 - CGNC Symbol 50525 45.3 8.9 1 47.0 (M:47.0) 1 4.4 4.66 1500 0.59 1
1248 true ENSGALP00000034555 pumilio RNA-binding family member 1 - CGNC Symbol 369 116.3 6.4 2 250.1 (M:250.1) 5 4.7 12.53 626 1.46 2 23.45
1249 true ENSGALP00000034600 vesicle-associated membrane protein 3 - CGNC Symbol 359 13.9 10.1 1 133.0 (M:133.0) 2 12.8 14.82 1086 1.01 1
1250 true ENSGALP00000034612 NADH-ubiquinone oxidoreductase chain 1 - UP P18936 36.1 6.7 1 69.8 (M:69.8) 2 6.2 5.1 1416
1251 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 203.1 (M:203.1) 4 4.4 7.96 776 0.94 2 0.54
1252 true ENSGALP00000034956 no description available 21.4 10.2 3 276.0 (M:276.0) 7 23.9 3.6 567 0.97! 3 31.5
1253 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 449.2 (M:449.2) 9 19.7 6.79 309 2.08! 3 30.69
1254 true ENSGALP00000035339 Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) mRNA     52.9 5.1 1 2965.9 (M:2965.9) 40 51.8 4.58 4 1.35! 18 29.36
1255 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 635.0 (M:635.0) 14 19.2 4.85 196 0.63 9 66.15
1256 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 201.9 (M:201.9) 6 19.8 7.49 779 0.59! 3 39.75
1257 true ENSGALP00000035460 IMP (inosine 5'-monophosphate) dehydrogenase 2 - CGNC Symbol 50150 20.7 4.9 1 71.7 (M:71.7) 2 16.7 10.76 1407 0.88! 1
1258 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 770.0 (M:770.0) 17 7 7.46 136 0.91! 6 210.22
1259 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 727.9 (M:727.9) 10 41.3 6.96 152 1.56! 6 83.86
1260 true ENSGALP00000035497 autophagy related 7 - CGNC Symbol 3663 78.7 6.1 1 74.2 (M:74.2) 2 3.4 3.43 1393 0.85 1
1261 true ENSGALP00000035504 RNA binding motif protein 6 - CGNC Symbol 2124 135.8 6.1 1 256.7 (M:256.7) 4 2.2 6 615 1.15 2 8.48
1262 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 221.2 (M:221.2) 5 27.9 10.39 709 1.15! 2 55.16
1263 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 536.1 (M:536.1) 10 36.9 3.35 248 1.27! 5 14.93
1264 true ENSGALP00000035601 tripeptidyl peptidase I - CGNC Symbol 15637 30 5.9 1 174.2 (M:174.2) 2 5.2 15.08 895 0.99! 1
1265 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 785.1 (M:785.1) 14 20.1 4.86 130 0.71! 7 20.26
1266 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 603.3 (M:603.3) 9 20.5 2.94 216 0.58! 4 38.88
1267 true ENSGALP00000035723 tudor domain containing 3 - CGNC Symbol 12714 80.8 8.8 2 224.5 (M:224.5) 5 6.7 4 700 1.35! 2 32.84
1268 true ENSGALP00000035738 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 38.9 8.5 1 378.5 (M:378.5) 6 19.7 8.49 391 0.89! 2 0.02
1269 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 1 238.2 (M:238.2) 9 3.3 5.68 661 0.88! 4 19.16
1270 true ENSGALP00000035815 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 6 - CGNC Sym  29.1 9.7 1 623.7 (M:623.7) 14 26.6 7.54 204 0.48! 7 63.61
1271 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 314.7 (M:314.7) 5 5.8 5.24 494 1.15! 2 3.49
1272 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 313.0 (M:313.0) 5 12.6 4.83 497 0.90! 2 11.71
1273 true ENSGALP00000035959 carbonyl reductase 1 - CGNC Symbol 50782 30.3 8.2 1 143.7 (M:143.7) 6 17.8 8.28 1032 0.61! 4 28.67
1274 true ENSGALP00000035973 phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase phosphoribosyl      106.5 7.5 1 392.8 (M:392.8) 9 10.3 7.9 369 0.44! 2 15.33
1275 true ENSGALP00000035995 microtubule-associated protein RP/EB family member 2 - CGNC Symbol 11322 33.6 5.8 2 218.5 (M:218.5) 3 7.4 6.8 722 1.05! 2 7.34
1276 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 345.6 (M:345.6) 6 29.2 5.31 436 0.82! 3 17.14
1277 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 201.9 (M:201.9) 4 20.1 3.17 781 1.55 3 76.12
1278 true ENSGALP00000036122 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 12 27.8 4.7 2 972.7 (M:972.7) 22 37.1 5.27 92 0.81! 12 27.57
1279 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 1010.2 (M:1010.2) 21 20.5 4.72 85 1.36! 11 40.14
1280 true ENSGALP00000036405 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 44.1 6.7 2 470.4 (M:470.4) 10 13.6 9.43 291 1.31 5 76.67
1281 true ENSGALP00000036413 interferon regulatory factor 4 - CGNC Symbol 9722 47.5 6.4 2 134.4 (M:134.4) 4 11.2 11.18 1078 1.62 1
1282 true ENSGALP00000036655 syntaxin 7 - CGNC Symbol 2118 29.3 5.3 1 466.6 (M:466.6) 8 29.1 6.85 293 6.63! 2 45.49
1283 true ENSGALP00000036688 tubulin alpha 8a - CGNC Symbol 262 50.1 5 1 1436.3 (M:1436.3) 26 26.2 7.95 41 1.14! 13 48.62
1284 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 1349.0 (M:1349.0) 30 5.2 7.08 47 1.16! 15 34.88
1285 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 172.1 (M:172.1) 3 6.8 6.55 902 1.33 2 35.51
1286 true ENSGALP00000036816 structural maintenance of chromosomes 2 - CGNC Symbol 11704 134.8 8.7 1 327.5 (M:327.5) 8 6 5.11 469 1.26! 3 11.41
1287 true ENSGALP00000036822 CDV3 homolog - HGNC:26928 19.1 4.7 1 77.3 (M:77.3) 3 32.5 0.31 1378 1.05! 1
1288 true ENSGALP00000036845 zinc finger CCCH-type containing 14 - CGNC Symbol 8066 81.6 7.2 1 169.5 (M:169.5) 4 5.3 8.73 916 1.37! 1
1289 true ENSGALP00000036932 acylphosphatase 1 erythrocyte (common) type - CGNC Symbol 7842 11.1 9.9 1 212.4 (M:212.4) 2 17.2 1.83 749 1.09 1
1290 true ENSGALP00000036963 60S ribosomal protein L15 - Refseq NP_001292094 24.1 11.6 1 195.0 (M:195.0) 7 16.7 6.88 810 1.38! 3 83.52
1291 true ENSGALP00000036970 heme oxygenase 1 - CGNC Symbol 49737 33.5 8.4 1 58.4 (M:58.4) 1 6.1 5.85 1467
1292 true ENSGALP00000037001 ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC Symbo  21.4 8.1 2 784.7 (M:784.7) 14 37.5 4.66 131 0.6 10 44.09
1293 true ENSGALP00000037032 Rho GTPase activating protein 15 - CGNC Symbol 9435 54.6 9.4 1 36.2 (M:36.2) 1 4.8 4.6 1524
1294 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 217.2 (M:217.2) 5 4.4 6.38 732 1.04! 2 13.29
1295 true ENSGALP00000037185 X-ray repair complementing defective repair in Chinese hamster cells 6 - CGNC Symbol 9044 71.2 5.8 1 149.9 (M:149.9) 5 5.6 13.05 1004 1.00! 2 16.62
1296 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 239.3 (M:239.3) 2 3.1 15.52 658 0.61! 1
1297 true ENSGALP00000037260 histone cluster 1 H2B-V (similar to human histone cluster 1 class H2B) - CGNC Symbol 50635 13.9 10.3 3 1473.7 (M:1473.7) 24 60.3 5.55 40 0.81! 12 34.33
1298 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 2 914.3 (M:914.3) 10 26.2 5.47 100 0.90! 7 138.93
1299 true ENSGALP00000037406 dynein axonemal heavy chain 8 - CGNC Symbol 64962 421.1 5.8 1 169.4 (M:169.4) 4 0.7 10.9 918 1.13! 1
1300 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 1134.7 (M:1134.7) 19 30.9 4.56 64 0.94! 8 18.06
1301 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 327.4 (M:327.4) 6 8.3 5.74 470 0.99! 3 23.15
1302 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 3 2204.2 (M:2204.2) 36 43 7.11 10 1.16! 19 45.72
1303 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 161.3 (M:161.3) 2 3 2.82 943 0.98! 1
1304 true ENSGALP00000037584 developmentally regulated GTP binding protein 1 - CGNC Symbol 5225 40.4 9 1 199.5 (M:199.5) 3 5.2 3.96 794 1.36 2 23.76
1305 true ENSGALP00000037629 ring finger and CHY zinc finger domain containing 1 - CGNC Symbol 57005 22 6.1 1 39.8 (M:39.8) 2 5.8 7.49 1513 2.2 1
1306 true ENSGALP00000037708 proteasome 26S subunit ATPase 3 - CGNC Symbol 6143 47.2 5.1 1 381.1 (M:381.1) 8 17.3 6.99 389 0.88! 5 20.93
1307 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 147.7 (M:147.7) 3 6.8 12.83 1017 0.76 2 90.3
1308 true ENSGALP00000037829 pyruvate dehydrogenase complex component X - CGNC Symbol 51908 53.2 6.1 1 136.6 (M:136.6) 2 3.8 7.49 1066 1.31! 1
1309 true ENSGALP00000037846 LLP homolog long-term synaptic facilitation (Aplysia) - CGNC Symbol 13845 13.4 10.4 1 84.3 (M:84.3) 2 14 14.47 1343 0.84 1
1310 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 270.1 (M:270.1) 6 15.7 5.3 578 3.50! 1
1311 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 661.8 (M:661.8) 14 27.3 4.74 183 1.31 6 22.53
1312 true ENSGALP00000037877 elongation factor like GTPase 1 - CGNC Symbol 49990 80.7 5.6 1 171.4 (M:171.4) 2 3.5 1.5 907 1.10! 1
1313 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 242.1 (M:242.1) 5 29.4 6.08 651 1.45! 1
1314 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 1767.1 (M:1767.1) 24 29.1 5.4 23 0.89! 12 25.88
1315 true ENSGALP00000037931 DEAH (Asp-Glu-Ala-His) box polypeptide 38 - CGNC Symbol 504 140.9 6.2 1 223.4 (M:223.4) 4 2.2 13.48 704 1.18! 1
1316 true ENSGALP00000038037 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 113.3 8.9 2 717.1 (M:717.1) 14 9.3 9.04 156 1.05! 7 46.61
1317 true ENSGALP00000038124 fatty acid synthase - CGNC Symbol 1983 274.6 5.9 2 790.3 (M:790.3) 21 6.4 4.75 128 1.79! 6 36.23
1318 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 240.2 (M:240.2) 4 30.2 4.23 657 1.33! 2 5.29



1319 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 846.9 (M:846.9) 19 27.9 7.96 114 1.01 10 26.39
1320 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 256.5 (M:256.5) 5 12.6 12.68 616 0.84 3 99.55
1321 true ENSGALP00000038259 vascular endothelial zinc finger 1 - CGNC Symbol 4119 59.8 9.5 1 50.7 (M:50.7) 1 3.1 6.49 1492
1322 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 400.3 (M:400.3) 9 31.5 4.48 361 0.99 5 20.3
1323 true ENSGALP00000038283 UPF3 regulator of nonsense transcripts homolog B (yeast) - CGNC Symbol 64847 56.9 9.3 1 74.1 (M:74.1) 1 1.9 1.1 1394
1324 true ENSGALP00000038292 cAMP-regulated phosphoprotein 19kDa - CGNC Symbol 54805 12.3 9.1 1 123.5 (M:123.5) 2 13.4 2.57 1142 0.61 1
1325 true ENSGALP00000038313 dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 7 48.7 5.4 1 398.5 (M:398.5) 9 11.8 5.98 362 1.14! 5 14.88
1326 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 1 321.3 (M:321.3) 6 17.7 4.73 483 1.05! 2 6.63
1327 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 702.0 (M:702.0) 12 24.9 6.39 161 0.99 7 66.91
1328 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 183.8 (M:183.8) 5 2.8 11.73 849 1.23! 2 8.41
1329 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 208.9 (M:208.9) 7 33.3 2.91 756 0.90! 2 18.82
1330 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 757.4 (M:757.4) 12 41.3 8.03 138 0.83! 5 21.17
1331 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 576.2 (M:576.2) 12 11.5 6.53 230 0.74! 6 37.97
1332 true ENSGALP00000038764 far upstream element (FUSE) binding protein 3 - CGNC Symbol 2892 57.9 7.7 1 419.6 (M:419.6) 9 16.3 10.43 341 0.92! 2 48.78
1333 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 611.8 (M:611.8) 12 20.7 7.86 212 0.97 6 21.14
1334 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 281.5 (M:281.5) 6 10.5 3.65 559 1.22! 3 12.51
1335 true ENSGALP00000038829 Hsap of 9: DEAD-box helicase 19A - HGNC:25628 53.9 5.8 1 153.3 (M:153.3) 3 3.3 5.44 977 1.07 2 8.51
1336 true ENSGALP00000038835 mutS homolog 6 - CGNC Symbol 6804 149.8 5.9 1 207.5 (M:207.5) 8 5.9 8.24 760 0.95! 2 24.6
1337 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 1 224.7 (M:224.7) 4 29.6 3.63 699 0.90! 2 44.57
1338 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 624.4 (M:624.4) 6 36.9 4.7 203 1.16 3 11.38
1339 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 302.6 (M:302.6) 4 8.7 11.29 520 1.17 2 28.12
1340 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 267.7 (M:267.7) 6 32.4 3.28 583 1.59 4 68.18
1341 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 1 749.0 (M:749.0) 21 8.5 8.72 147 0.92! 9 36.88
1342 true ENSGALP00000039011 ubiquitin specific peptidase 7 (herpes virus-associated) - CGNC Symbol 5523 125.4 5.4 1 547.2 (M:547.2) 13 7.9 8.26 242 1.27! 6 42.42
1343 true ENSGALP00000039050 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 94 5.3 2 628.4 (M:628.4) 13 14.5 5.3 201 0.96! 6 28.19
1344 true ENSGALP00000039133 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 5 26.6 4.7 1 853.4 (M:853.4) 17 37.6 2.51 112 0.94! 9 29.56
1345 true ENSGALP00000039156 IKAROS family zinc finger 2 (Helios) - CGNC Symbol 2272 59.2 6.2 2 155.6 (M:155.6) 3 5.3 3.53 963
1346 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 305.8 (M:305.8) 8 4.8 10.8 516 1.20! 4 68.8
1347 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 488.9 (M:488.9) 7 10.2 4.06 279 1.64! 2 16.05
1348 true ENSGALP00000039237 no description available 182.2 5.8 1 187.4 (M:187.4) 5 2.9 12.01 838 1.07! 2 18.21
1349 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 524.4 (M:524.4) 13 11.4 5.06 255 1.23! 6 40.68
1350 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 751.2 (M:751.2) 18 8.7 7.89 144 1.67! 7 54.66
1351 true ENSGALP00000039326 ribosomal protein L19 - CGNC Symbol 1159 23.2 11.4 1 234.4 (M:234.4) 6 17 8.88 673 1.14! 2 5
1352 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 280.1 (M:280.1) 5 37 6.37 561 1.02 3 20.71
1353 true ENSGALP00000039481 casein kinase 1 gamma 2 - CGNC Symbol 65198 47 9.3 2 108.0 (M:108.0) 3 4 5.22 1227 0.74 1
1354 true ENSGALP00000039504 v-rel avian reticuloendotheliosis viral oncogene homolog - CGNC Symbol 5934 66.9 6 1 247.9 (M:247.9) 4 6.5 7.7 632 0.57 1
1355 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 1431.6 (M:1431.6) 19 26 6.27 42 1.08! 9 26.03
1356 true ENSGALP00000039544 large 60S subunit nuclear export GTPase 1 - CGNC Symbol 5331 73.8 5.7 1 141.6 (M:141.6) 4 7.5 5.82 1043 3 1
1357 true ENSGALP00000039553 polymerase (DNA directed) epsilon 3 accessory subunit - CGNC Symbol 6738 16.3 4.6 1 59.9 (M:59.9) 1 11.2 13.53 1464
1358 true ENSGALP00000039613 lipase maturation factor 2 - Refseq NP_001026743 68.8 9.7 1 169.8 (M:169.8) 2 3.3 5.45 914 0.76 1
1359 true ENSGALP00000039623 retention in endoplasmic reticulum sorting receptor 1 - CGNC Symbol 14680 23 9.5 1 103.8 (M:103.8) 3 9.2 1.36 1255 1.06! 2 27.11
1360 true ENSGALP00000039699 LIM domain containing 2 - CGNC Symbol 327 14.3 9.1 1 100.4 (M:100.4) 3 20.3 11.35 1274
1361 true ENSGALP00000039728 Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA NM_001 8.5 9 1 321.9 (M:321.9) 7 26.3 0.77 481 1.08 4 37.88
1362 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 2 287.7 (M:287.7) 8 6.9 4.11 547 1.51! 3 9.86
1363 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 326.2 (M:326.2) 8 6.1 5.39 473 1.12! 4 40.17
1364 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 362.1 (M:362.1) 8 16.3 3.17 410 0.98! 3 6.3
1365 true ENSGALP00000039796 Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq mRNA 54.4 8.9 1 609.2 (M:609.2) 12 14.3 7.18 213 1.27 6 20.11
1366 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 215.1 (M:215.1) 6 5.2 6.97 740 1.24! 4 11.86
1367 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 793.4 (M:793.4) 15 22 6.09 126 0.49! 8 74.08
1368 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 538.2 (M:538.2) 9 7 8.39 247 1.77 5 23.99
1369 true ENSGALP00000039924 adenosine deaminase RNA-specific - CGNC Symbol 14589 117.9 8.1 1 200.5 (M:200.5) 5 4.8 7.81 790 1.70! 1
1370 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 261.4 (M:261.4) 6 15.2 6.77 608 1.24! 2 17.64
1371 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 117.1 (M:117.1) 1 7 6.81 1177
1372 true ENSGALP00000039954 Hsap of 1: formin like 1 - HGNC:1212 52.9 6.9 1 225.1 (M:225.1) 6 9 7.62 697 0.98! 3 31.8
1373 true ENSGALP00000039960 non-SMC condensin I complex subunit H - CGNC Symbol 52413 78.4 5.3 1 50.5 (M:50.5) 1 2.4 4.2 1494
1374 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 1114.6 (M:1114.6) 26 15.5 7.19 69 0.98! 14 38.8
1375 true ENSGALP00000039979 small ArfGAP2 - CGNC Symbol 51046 43.7 8.8 1 123.4 (M:123.4) 3 6 5.85 1144 2.35 1
1376 true ENSGALP00000040011 Hsap of 1: DEAD-box helicase 21 - HGNC:2744 54.1 9.1 1 120.4 (M:120.4) 2 5.8 5.36 1156
1377 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 338.9 (M:338.9) 3 9 3.73 447 0.98! 1
1378 true ENSGALP00000040190 pyroglutamyl-peptidase I - CGNC Symbol 17204 22.7 5.4 1 116.1 (M:116.1) 2 9.6 5.1 1183 0.23! 1
1379 true ENSGALP00000040271 SLU7 homolog splicing factor - CGNC Symbol 1036 65.4 6.8 2 106.1 (M:106.1) 2 3.7 4.54 1238
1380 true ENSGALP00000040337 G1 to S phase transition 1 - CGNC Symbol 54531 67.6 5.1 1 168.3 (M:168.3) 6 5.8 5.16 921 1.25 3 11.81
1381 true ENSGALP00000040388 transcription factor 3 - CGNC Symbol 739 70.3 6.3 2 353.4 (M:353.4) 5 7.1 5.7 421 0.57! 2 11.99
1382 true ENSGALP00000040418 no description available 26 6 1 137.9 (M:137.9) 3 9.4 5.41 1062 1.94! 1
1383 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 593.9 (M:593.9) 11 26.5 9.24 224 0.96! 5 24.57
1384 true ENSGALP00000040466 UDP-glucose glycoprotein glucosyltransferase 1 - CGNC Symbol 1529 173.5 5.3 1 182.0 (M:182.0) 5 3.2 10.7 857 7.84! 2 1858.24
1385 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 190.9 (M:190.9) 4 30.4 16.8 822 1.6 1
1386 true ENSGALP00000040628 NADH:ubiquinone oxidoreductase core subunit V1 - CGNC Symbol 123 47.5 8.5 2 40.3 (M:40.3) 1 5.3 1.02 1510
1387 true ENSGALP00000040638 no description available 164.1 6.1 1 780.8 (M:780.8) 18 8.8 3.28 134 1.01 9 61.15
1388 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 4 1107.2 (M:1107.2) 21 63.6 5.31 70 0.66! 8 30.79
1389 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 347.3 (M:347.3) 7 75 3.98 431 0.72! 3 25.39
1390 true ENSGALP00000040658 paracaspase 2 - CGNC Symbol 53659 81.6 5.6 1 122.8 (M:122.8) 3 5 14.43 1148 1.21 1
1391 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 466.1 (M:466.1) 7 19.8 7.19 295 0.27! 3 233.66
1392 true ENSGALP00000040665 Hsap of 1: docking protein 1 - HGNC:2990 44.7 5.6 1 41.7 (M:41.7) 1 3.5 6.11 1505
1393 true ENSGALP00000040677 Hsap of 4: farnesyltransferase CAAX box beta - HGNC:3785 25.6 6.7 1 65.7 (M:65.7) 2 4.7 5.08 1437 0.96 1
1394 true ENSGALP00000040680 uridine diphosphate glucose pyrophosphatase - Refseq NP_001006490 25.8 5.2 1 73.4 (M:73.4) 2 7 14.94 1398 0.75 1
1395 true ENSGALP00000040689 ubiquitin-conjugating enzyme E2M - CGNC Symbol 64454 19.7 4.8 1 90.5 (M:90.5) 3 9.8 6.61 1312 1.02! 1
1396 true ENSGALP00000040730 replication factor C subunit 5 - CGNC Symbol 63430 37 8.8 1 166.4 (M:166.4) 3 3.6 1.69 929 1.56 2 33.75
1397 true ENSGALP00000040758 Hsap of 1: DEAD-box helicase 41 - HGNC:18674 55.3 8.7 2 147.8 (M:147.8) 2 4 8.99 1016 0.62! 1
1398 true ENSGALP00000040773 no description available 22.3 4.6 1 62.8 (M:62.8) 2 9.9 5.24 1448 1.85 1
1399 true ENSGALP00000040792 pseudouridine 5'-phosphatase - HGNC:16818 26.3 6.1 1 68.5 (M:68.5) 2 7.7 5.29 1423
1400 true ENSGALP00000040836 acidic residue methyltransferase 1 - CGNC Symbol 9819 49.1 5.7 1 182.0 (M:182.0) 3 6.6 3.22 856 1.40! 2 18.04
1401 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 432.9 (M:432.9) 10 12.3 4.85 327 0.45! 5 141.92
1402 true ENSGALP00000040894 WD repeat domain 74 - CGNC Symbol 64472 13.2 8.7 1 79.4 (M:79.4) 2 15 12.42 1369 0.96 1
1403 true ENSGALP00000040960 ketosamine-3-kinase - Refseq NP_001108110 35.5 6.6 1 152.9 (M:152.9) 3 17.9 11.49 981 1.75! 2 100.55
1404 true ENSGALP00000040974 Gallus gallus NCK-associated protein 1-like (NCKAP1L) mRNA. - RefSeq mRNA NM_001031339 126.7 6.1 1 440.5 (M:440.5) 6 5.1 4.12 315 1.13! 3 57.14
1405 true ENSGALP00000040976 Hsap of 1: ATPase H+ transporting V0 subunit d1 - HGNC:13724 14.5 4.8 3 109.7 (M:109.7) 2 8.7 9.75 1221 1.11 1
1406 true ENSGALP00000041022 DNA polymerase alpha subunit B-like - CGNC Symbol 63391 26.7 10 1 117.7 (M:117.7) 3 19.2 9.08 1168
1407 true ENSGALP00000041045 histone deacetylase 7 - CGNC Symbol 4743 107.4 7.1 2 187.0 (M:187.0) 4 5.1 11.48 839 1.15! 1
1408 true ENSGALP00000041057 lectin mannose binding 2 - CGNC Symbol 63471 38.3 6.4 1 110.6 (M:110.6) 3 9.3 6.2 1213 0.88 1
1409 true ENSGALP00000041100 no description available 16.8 12.3 1 196.9 (M:196.9) 6 13.8 5.9 802 1.15 3 58.04
1410 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 299.5 (M:299.5) 5 6.7 7.06 524 0.88! 3 24.05
1411 true ENSGALP00000041134 microfibrillar associated protein 1 - CGNC Symbol 6322 51.9 4.9 1 79.4 (M:79.4) 2 3.2 15.14 1371 1.04 1
1412 true ENSGALP00000041153 no description available 70 6.8 8 120.4 (M:120.4) 1 1.3 8.49 1155
1413 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 554.2 (M:554.2) 12 41.1 7.35 239 1.16! 5 26.49
1414 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 236.6 (M:236.6) 4 15.4 6.62 664 1.12 2 46.69
1415 true ENSGALP00000041224 Gallus gallus translocase of inner mitochondrial membrane 13 homolog (yeast) (TIMM13) mRNA. - Re   11 8.4 1 87.7 (M:87.7) 3 36.6 9.27 1327 3.47 2 206.82
1416 true ENSGALP00000041243 histidine triad nucleotide binding protein 2 - CGNC Symbol 64012 17.1 9.8 1 88.7 (M:88.7) 2 9.4 5.18 1320 2.4 1
1417 true ENSGALP00000041318 NADH dehydrogenase - Refseq NP_001289036 9.5 9.6 1 84.8 (M:84.8) 2 12.2 2.34 1340 1.43! 1
1418 true ENSGALP00000041323 heterogeneous nuclear ribonucleoprotein U-like 1 - CGNC Symbol 58103 36 8.4 1 128.3 (M:128.3) 3 7.3 13.63 1114 1.15! 1
1419 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 262.9 (M:262.9) 6 22.1 6.34 601 2.14! 3 309.84
1420 true ENSGALP00000041377 snurportin-1 - Refseq NP_001074347 40.6 5.4 1 110.4 (M:110.4) 2 3.3 2.29 1216 1.82 1
1421 true ENSGALP00000041393 Hsap of 1: SON DNA binding protein - HGNC:11183 30.3 9.5 1 114.5 (M:114.5) 2 5.1 12.74 1190 1.05 1
1422 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 303.8 (M:303.8) 4 21.4 11.23 518 0.52 2 22.56
1423 true ENSGALP00000041444 saccharopine dehydrogenase (putative) - CGNC Symbol 8083 41 9.2 2 346.7 (M:346.7) 8 14 2.84 432 1.95! 5 66.52
1424 true ENSGALP00000041481 docking protein 3 - CGNC Symbol 26023 47.1 6.8 1 53.2 (M:53.2) 1 4 4.1 1482
1425 true ENSGALP00000041511 HSPA (heat shock 70kDa) binding protein cytoplasmic cochaperone 1 - CGNC Symbol 64131 26 5.6 1 89.3 (M:89.3) 2 6.1 3.11 1317 0.91 1
1426 true ENSGALP00000041514 tRNA methyltransferase 1 like - CGNC Symbol 3801 83.6 5.9 1 353.2 (M:353.2) 7 9.6 7.33 422 1.12! 4 62.65
1427 true ENSGALP00000041526 Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) (H      11.4 11.4 1 1846.8 (M:1846.8) 31 65 6.19 18 0.63! 17 87.8
1428 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 135.6 (M:135.6) 2 5.9 6.55 1073 1.67 1
1429 true ENSGALP00000041533 Hsap of 4: heterogeneous nuclear ribonucleoprotein L - HGNC:5045 23 7.6 1 188.0 (M:188.0) 5 23.4 2.43 832 1.33! 2 22.57
1430 true ENSGALP00000041541 sphingomyelin phosphodiesterase 1 - CGNC Symbol 50914 49.6 7 1 73.1 (M:73.1) 2 3 11.27 1401
1431 true ENSGALP00000041545 phosphorylase kinase beta - CGNC Symbol 2942 123 6.8 1 64.7 (M:64.7) 1 0.8 23.86 1440
1432 true ENSGALP00000041554 GEM interacting protein - HGNC:24852 111.9 5.7 1 149.6 (M:149.6) 3 3.5 3.97 1006 1.25 1
1433 true ENSGALP00000041564 TAF15 RNA polymerase II TATA box binding protein (TBP)-associated factor 68kDa - CGNC Symbol 505 48.1 8.8 2 283.3 (M:283.3) 3 6.1 3.94 554 0.93! 2 16.26
1434 true ENSGALP00000041574 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 25.9 7 1 107.9 (M:107.9) 3 9.6 4.52 1229 0.69! 1
1435 true ENSGALP00000041616 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 24.7 6 2 243.5 (M:243.5) 4 9.7 1.64 648 1.04 2 11.17
1436 true ENSGALP00000041639 ribosomal protein S26 - HGNC:10414 18 10.9 1 101.9 (M:101.9) 2 5.5 1.23 1268 1.58 1
1437 true ENSGALP00000041687 erythrocyte membrane protein band 4.1 (elliptocytosis 1 RH-linked) - CGNC Symbol 49834 96.8 5.7 2 182.4 (M:182.4) 3 2.9 8.55 853 0.57! 1
1438 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 1624.1 (M:1624.1) 26 68.7 6.4 30 0.90! 11 21.93



1439 true ENSGALP00000041701 28S ribosomal protein S14 mitochondrial - Refseq NP_001264478 15 11.3 1 109.2 (M:109.2) 2 10.3 3.28 1223 1.39! 1
1440 true ENSGALP00000041733 Gallus gallus methionyl-tRNA synthetase (MARS) mRNA. - RefSeq mRNA NM_001257372 36 8.2 1 179.8 (M:179.8) 5 14.7 11.55 868 1.30! 1
1441 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 180.3 (M:180.3) 4 20.9 7.32 865 1.10! 3 25.66
1442 true ENSGALP00000041749 guanine nucleotide binding protein (G protein) alpha 13 - CGNC Symbol 3014 43.7 7.6 1 129.2 (M:129.2) 3 7.4 4.45 1108 0.55! 1
1443 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 361.5 (M:361.5) 7 27 3.15 412 1.12! 3 16.21
1444 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 267.7 (M:267.7) 6 7.4 4.78 582 1.3 3 82.75
1445 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 871.2 (M:871.2) 15 36.9 5.78 108 0.70! 7 74.59
1446 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 402.4 (M:402.4) 5 17.8 12.34 357 1.27! 2 10.57
1447 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 180.0 (M:180.0) 5 12.7 6.73 867 1.10! 3 16.29
1448 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 124.8 (M:124.8) 3 11.1 3.88 1140
1449 true ENSGALP00000041817 marginal zone B and B1 cell specific protein - CGNC Symbol 63940 20.9 6.4 1 595.3 (M:595.3) 10 36.5 9.09 222 25.41 1
1450 true ENSGALP00000041832 Ubiquitin-conjugating enzyme E2 variant 2 - UP Q5F3Z3 16.3 7.8 1 100.0 (M:100.0) 3 13.2 4.3 1279 1.17 2 20.94
1451 true ENSGALP00000041866 zinc finger and BTB domain-containing protein 7A - Refseq NP_990011 43 4.6 1 97.8 (M:97.8) 2 4.1 0.99 1288 1.54 1
1452 true ENSGALP00000041870 Hsap of 4: HAUS augmin like complex subunit 4 - HGNC:20163 36.2 8.9 1 37.2 (M:37.2) 1 3.4 13.82 1520
1453 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 294.6 (M:294.6) 6 21.9 5.95 533 1.3 3 13.13
1454 true ENSGALP00000041886 ubiquinol-cytochrome c reductase Rieske iron-sulfur polypeptide 1 - CGNC Symbol 3283 29.4 8.7 1 188.6 (M:188.6) 5 11.8 5.11 830 0.6 2 57.95
1455 true ENSGALP00000041937 tropomyosin 2 (beta) - CGNC Symbol 49799 28.7 4.7 8 477.4 (M:477.4) 10 20.2 8.36 286 1.23! 6 21.86
1456 true ENSGALP00000041944 Hsap of 1: phenylalanyl-tRNA synthetase alpha subunit - HGNC:3592 22.8 8.1 1 55.1 (M:55.1) 1 6.6 0.3 1476
1457 true ENSGALP00000041962 ribosomal protein L34 - CGNC Symbol 51767 13.4 11.5 1 66.8 (M:66.8) 2 6.8 6.51 1432 1.11 1
1458 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 518.9 (M:518.9) 8 18.4 2.32 261 1.2 5 32.12
1459 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 295.2 (M:295.2) 5 18.1 4.81 531 1.04! 3 3.03
1460 true ENSGALP00000042023 NADH:ubiquinone oxidoreductase core subunit S2 - CGNC Symbol 66024 14.1 7.8 1 151.9 (M:151.9) 2 9.4 1.56 992 5.50! 1
1461 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 61.7 (M:61.7) 2 3.3 3.79 1456 0.8 1
1462 true ENSGALP00000042059 Hsap of 1: RNA binding motif protein 39 - HGNC:15923 34.1 5.9 2 247.0 (M:247.0) 6 12.3 9.43 633 0.98! 3 9.32
1463 true ENSGALP00000042061 phosphatidylinositol-5-phosphate 4-kinase type II alpha - CGNC Symbol 5959 38.4 5.8 2 71.2 (M:71.2) 2 7.8 8.69 1408 0.7 2 17.05
1464 true ENSGALP00000042074 upstream binding transcription factor RNA polymerase I - CGNC Symbol 63361 26.9 9.1 1 80.7 (M:80.7) 1 5.7 1.77 1362 0.84! 1
1465 true ENSGALP00000042094 adenylate kinase 1 - CGNC Symbol 49598 21.7 8.7 1 131.6 (M:131.6) 3 11.3 9.28 1095 1.6 1
1466 true ENSGALP00000042136 cytoskeleton associated protein 5 - CGNC Symbol 6310 212.5 6.9 2 215.7 (M:215.7) 7 3.5 7.16 736 1.44! 2 57.52
1467 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 186.0 (M:186.0) 5 32.3 10.84 843 0.94 3 24.13
1468 true ENSGALP00000042153 Hsap of 1: translocase of inner mitochondrial membrane 50 - HGNC:23656 27.1 6.5 1 111.6 (M:111.6) 4 10.1 3.52 1205 1.18 2 20.42
1469 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 319.0 (M:319.0) 6 10.9 6.02 486 0.94! 4 25.42
1470 true ENSGALP00000042167 myotrophin - Refseq NP_990217 16.1 5.1 1 110.3 (M:110.3) 1 18.9 5.29 1218
1471 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 466.9 (M:466.9) 6 20.8 4.6 292 0.83! 3 29.62
1472 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 265.1 (M:265.1) 3 44.1 1.49 594 1.68 1
1473 true ENSGALP00000042251 endosulfine alpha - CGNC Symbol 23246 12.7 9.5 1 84.3 (M:84.3) 2 14.5 2.9 1341 0.61! 1
1474 true ENSGALP00000042259 no description available 43.7 11.5 1 79.4 (M:79.4) 2 3.1 15.43 1373 0.96 1
1475 true ENSGALP00000042294 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 273.9 5.4 2 424.2 (M:424.2) 5 2.5 4.42 337 1.74! 2 184.86
1476 true ENSGALP00000042302 isocitrate dehydrogenase 3 (NAD+) gamma - CGNC Symbol 63782 12.2 7.9 1 129.2 (M:129.2) 2 21.4 8.4 1107 1.51 1
1477 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 356.2 (M:356.2) 7 12 8.58 416 0.72! 4 13.6
1478 true ENSGALP00000042329 Hsap of 4: nipsnap homolog 3A - HGNC:23619 28.1 9.5 1 105.4 (M:105.4) 2 7.2 3.04 1245 0.54! 2 16.09
1479 true ENSGALP00000042339 Hsap of 1: SIK family kinase 3 - HGNC:29165 79.7 6.9 2 80.0 (M:80.0) 2 2.9 10.42 1366 1.24 1
1480 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 765.4 (M:765.4) 15 14.6 4.66 137 0.61! 9 32.15
1481 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 114.8 (M:114.8) 3 6.2 15.45 1187 0.98 2 10.04
1482 true ENSGALP00000042430 signal transducer and activator of transcription 6 - CGNC Symbol 63933 26.9 7.8 1 73.2 (M:73.2) 2 9.8 3.2 1399 3.21 2 269.5
1483 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 100.7 (M:100.7) 2 6.5 1.23 1272 0.78 1
1484 true ENSGALP00000042469 ubiquitin conjugating enzyme E2 C - CGNC Symbol 63729 15.1 9.3 1 83.0 (M:83.0) 2 13 5.23 1350 1.66 1
1485 true ENSGALP00000042474 Hsap of 1: phospholipase A2 inhibitor and LY6/PLAUR domain containing - HGNC:44206 19.8 7 1 34.6 (M:34.6) 1 6.4 4.56 1529 0.56 1
1486 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 432.1 (M:432.1) 6 24.2 11.79 328 0.75! 4 40.03
1487 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 754.0 (M:754.0) 13 28.8 4.94 141 1.40! 6 16.91
1488 true ENSGALP00000042497 RAR-related orphan receptor C - CGNC Symbol 58847 55.6 9.7 1 165.8 (M:165.8) 4 11.4 7.4 930
1489 true ENSGALP00000042526 isocitrate dehydrogenase 3 (NAD(+)) beta - HGNC:5385 44.8 8.2 1 35.5 (M:35.5) 1 2.2 0.95 1526
1490 true ENSGALP00000042563 RNA binding motif protein 24 - CGNC Symbol 9644 23.9 8.5 2 141.2 (M:141.2) 3 16.9 6.92 1047
1491 true ENSGALP00000042600 allograft inflammatory factor 1-like - CGNC Symbol 2811 16.5 5.6 1 110.3 (M:110.3) 2 14.3 13.14 1217
1492 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 98.3 (M:98.3) 2 20.3 4.54 1285 1.45 1
1493 true ENSGALP00000042618 Translationally-controlled tumor protein homolog - UP P43347 19.5 4.9 1 87.8 (M:87.8) 3 8.7 8.73 1325 0.77 2 3.72
1494 true ENSGALP00000042627 Gallus gallus granulysin (GNLY) mRNA. - RefSeq mRNA NM_001044680 15.2 5.9 1 41.5 (M:41.5) 1 10 7.85 1506 1.49 1
1495 true ENSGALP00000042635 FK506 binding protein 1A 12kDa - CGNC Symbol 20061 8.9 6.8 1 79.9 (M:79.9) 2 17.5 3.15 1367 0.9 1
1496 true ENSGALP00000042659 B-cell lymphoma/leukemia 11B-like - CGNC Symbol 63941 73.9 6.7 2 241.8 (M:241.8) 5 11 5.82 653 1.15! 1
1497 true ENSGALP00000042666 mediator of RNA polymerase II transcription subunit 30 - Refseq NP_001264365 20.4 8.5 1 51.0 (M:51.0) 2 17.3 6.45 1491
1498 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 4 4175.5 (M:4175.5) 56 68.3 7.24 1 1.01! 26 43.73
1499 true ENSGALP00000042696 no description available 37.8 5.3 1 85.1 (M:85.1) 2 7.6 7.37 1335
1500 true ENSGALP00000042788 guanine nucleotide binding protein (G protein) gamma 7 - CGNC Symbol 64142 7.6 8.7 1 141.5 (M:141.5) 2 20.6 9.42 1045 0.63 1
1501 true ENSGALP00000042813 Hsap of 1: DEAD-box helicase 23 - HGNC:17347 45.3 7.7 1 118.3 (M:118.3) 3 5.4 10.99 1166 0.87! 3 26.88
1502 true ENSGALP00000042821 anaphase promoting complex subunit 15 - CGNC Symbol 65610 14.2 3.5 1 34.6 (M:34.6) 1 8.3 16.18 1530
1503 true ENSGALP00000042834 no description available 35.8 6.6 4 472.8 (M:472.8) 11 22.2 7.84 288 1.39 6 88
1504 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 779.6 (M:779.6) 12 34.6 9.89 135 1.31! 4 33.37
1505 true ENSGALP00000042855 Hsap of 1: ribosomal protein L10 like - HGNC:17976 12.1 9.6 1 221.5 (M:221.5) 7 29.5 10.81 707 1.63! 3 28.57
1506 true ENSGALP00000042867 myocyte enhancer factor 2D - CGNC Symbol 54130 60.6 8.9 4 153.4 (M:153.4) 4 4.5 4.22 975 3.1 2 2.65
1507 true ENSGALP00000042870 aminoacylase 1 - CGNC Symbol 64270 45.9 6 1 217.2 (M:217.2) 6 14 4.62 731 1.05 4 23.69
1508 true ENSGALP00000042891 chromatin target of PRMT1 - HGNC:24511 26.3 12.2 1 272.5 (M:272.5) 5 18.1 6.96 576 0.92 2 3.47
1509 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 152.0 (M:152.0) 4 4.6 5.12 990 1.27 1
1510 true ENSGALP00000042900 PAF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 64966 58.9 4.7 1 121.1 (M:121.1) 2 1.9 10.77 1151 0.94 1
1511 true ENSGALP00000042912 SREK1 interacting protein 1 - CGNC Symbol 53000 17.9 10 1 112.7 (M:112.7) 2 7.7 11.11 1200 0.84 1
1512 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 217.0 (M:217.0) 4 8.5 9.19 733 2.91! 2 78.03
1513 true ENSGALP00000042949 platelet-activating factor acetylhydrolase IB subunit beta - Refseq NP_001026082 26.8 5.8 1 80.7 (M:80.7) 2 4.1 7.44 1363 1.17! 1
1514 true ENSGALP00000042962 zinc finger protein 740 - CGNC Symbol 63794 21.3 9.5 1 95.6 (M:95.6) 3 12.9 3.83 1295 0.58! 1
1515 true ENSGALP00000042970 CDGSH iron sulfur domain 3 - CGNC Symbol 65212 13.1 11.5 1 109.4 (M:109.4) 3 15 8.33 1222 0.75 1
1516 true ENSGALP00000042983 zinc finger protein 687 - HGNC:29277 136.3 8.5 1 178.0 (M:178.0) 4 2.8 9.7 874 0.78 2 13.81
1517 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 207.3 (M:207.3) 4 10.9 6.82 762 1.02! 2 23.09
1518 true ENSGALP00000043018 arsA arsenite transporter ATP-binding homolog 1 (bacterial) - CGNC Symbol 63380 26.1 4.6 1 39.9 (M:39.9) 1 4.2 2.45 1512
1519 true ENSGALP00000043066 guanosine monophosphate reductase - CGNC Symbol 51349 34 6.9 2 382.0 (M:382.0) 5 24.3 4.3 387
1520 true ENSGALP00000043088 proteasome (prosome macropain) 26S subunit non-ATPase 4 - CGNC Symbol 59257 39.8 4.7 2 154.6 (M:154.6) 5 8.9 1.83 969 1.43! 2 16.66
1521 true ENSGALP00000043114 peptidylprolyl isomerase (cyclophilin)-like 1 - CGNC Symbol 63805 16.1 8.9 1 111.5 (M:111.5) 2 6.8 4.15 1206 0.93 1
1522 true ENSGALP00000043126 Major histocompatibility complex class I antigen BF2 - CGNC Symbol 52441 38.9 6.7 4 76.6 (M:76.6) 2 5.1 4.51 1381 0.91 1
1523 true ENSGALP00000043134 Hsap of 1: integrator complex subunit 3 - HGNC:26153 64.1 7.2 1 161.7 (M:161.7) 3 6 8.05 940 0.72! 2 47.09
1524 true ENSGALP00000043135 titin - CGNC Symbol 52134 3397.7 6 1 1826.1 (M:1826.1) 21 0.7 11.68 20 1.33! 7 112.89
1525 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 156.7 (M:156.7) 4 7.3 5.39 953 1.84 2 17.24
1526 true ENSGALP00000043146 BR serine/threonine kinase 2 - CGNC Symbol 5046 87 9.1 1 134.8 (M:134.8) 3 3.1 7.59 1076 1.82 2 45.76
1527 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 854.8 (M:854.8) 18 7 7.64 110 1.92! 6 54.76
1528 true ENSGALP00000043213 nuclear mitotic apparatus protein 1 - CGNC Symbol 859 241.2 5.9 2 538.3 (M:538.3) 10 6.3 7.65 246 0.88! 3 19.85
1529 true ENSGALP00000043246 lysophospholipase I - CGNC Symbol 55944 27.5 7.6 1 34.5 (M:34.5) 1 4.3 6.06 1531
1530 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 1301.6 (M:1301.6) 23 36.5 7.01 50 1.48! 11 31.8
1531 true ENSGALP00000043343 1 2-dihydroxy-3-keto-5-methylthiopentene dioxygenase - UP Q5ZL43 21.7 5.1 1 142.6 (M:142.6) 3 11.7 7.94 1040 0.34! 1
1532 true ENSGALP00000043362 ras homolog family member G - HGNC:672 22.1 8.4 1 280.8 (M:280.8) 6 15.1 2.52 560 0.95 4 35.66
1533 true ENSGALP00000043372 farnesyl diphosphate synthase - CGNC Symbol 23240 27.1 5.7 1 182.0 (M:182.0) 5 14.6 4.64 855 1.1 3 14.57
1534 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 281.6 (M:281.6) 6 7.7 9.8 558 0.96 3 14.93
1535 true ENSGALP00000043396 DNA (cytosine-5-)-methyltransferase 1 - HGNC:2976 131.9 5.7 1 127.9 (M:127.9) 2 1.1 8.95 1120 1.75 1
1536 true ENSGALP00000043425 KAT8 regulatory NSL complex subunit 2 - HGNC:26024 54.8 6.1 1 171.6 (M:171.6) 4 7.9 10.14 906 0.85! 2 9.18
1537 true ENSGALP00000043427 block of proliferation 1 - HGNC:15519 74 8.8 1 144.8 (M:144.8) 4 5.4 12.27 1025 1.45 1
1538 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 1 59.6 (M:59.6) 1 4.8 2.03 1466
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1 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 13 3308.9 (M:3308.9) 54 31 6.87 1
2 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 1876.7 (M:1876.7) 26 42.3 5.48 4
3 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 2 1947.3 (M:1947.3) 25 67.7 7.73 2
4 true ENSGALP00000015657 actin beta - CGNC Symbol 49855 41.7 5.3 1 1935.1 (M:1935.1) 25 67.7 7.73 3
5 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 1 1384.0 (M:1384.0) 25 12.9 6.7 6
6 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 1021.4 (M:1021.4) 23 33.5 11.04 14
7 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 1336.3 (M:1336.3) 22 31.7 5.74 8
8 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 1 1073.6 (M:1073.6) 22 27 7.72 13
9 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 1075.2 (M:1075.2) 21 30.8 7.55 12

10 true ENSGALP00000015409 actinin alpha 1 - CGNC Symbol 48956 101.8 5.2 5 961.5 (M:961.5) 21 24.6 9.07 16
11 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 3 1351.5 (M:1351.5) 20 45.8 4.2 7
12 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 934.5 (M:934.5) 20 10.4 5.95 19
13 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 888.7 (M:888.7) 20 23 5.72 22
14 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 848.0 (M:848.0) 20 14.7 7.9 25
15 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 4 1130.5 (M:1130.5) 19 45 4.52 9
16 true ENSGALP00000035339 Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) mRNA     52.9 5.1 1 1390.4 (M:1390.4) 18 40.1 7.55 5
17 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 785.7 (M:785.7) 18 23.8 4.83 31
18 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 660.7 (M:660.7) 18 9.6 7.33 42
19 true ENSGALP00000006938 annexin A6 - CGNC Symbol 49340 75.2 5.7 3 833.8 (M:833.8) 17 27.7 5.33 28
20 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 1082.5 (M:1082.5) 16 30.6 6.85 11
21 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 959.8 (M:959.8) 16 22.5 6.47 17
22 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 892.1 (M:892.1) 16 28.4 4.59 21
23 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 561.4 (M:561.4) 16 4 10.81 64
24 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 840.7 (M:840.7) 15 28.2 5.45 26
25 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 790.4 (M:790.4) 15 23.5 8.65 30
26 true ENSGALP00000023165 heterogeneous nuclear ribonucleoprotein K - CGNC Symbol 9556 47.3 5.6 2 709.4 (M:709.4) 15 41.4 8.14 36
27 true ENSGALP00000013240 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 272.2 5.4 2 643.3 (M:643.3) 15 8.9 7.33 48
28 true ENSGALP00000041526 Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) (H      11.4 11.4 1 994.2 (M:994.2) 14 65 4.22 15
29 true ENSGALP00000010239 actin alpha 2 smooth muscle aorta - CGNC Symbol 52051 42 5.2 4 797.0 (M:797.0) 14 30.8 8.19 29
30 true ENSGALP00000028746 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 5251 27.8 4.7 1 687.7 (M:687.7) 14 44.1 6.46 38
31 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 1120.4 (M:1120.4) 13 62.5 5.84 10
32 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 951.4 (M:951.4) 13 65.3 4.61 18
33 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 885.7 (M:885.7) 13 40.8 6.09 23
34 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 657.6 (M:657.6) 13 27.7 5.67 44
35 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 575.9 (M:575.9) 13 17.4 5.05 58
36 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 572.1 (M:572.1) 13 11.4 6.77 60
37 true ENSGALP00000025476 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 73 9 2 540.8 (M:540.8) 13 20.2 8.4 68
38 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 506.7 (M:506.7) 13 30.5 8.57 75
39 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 928.9 (M:928.9) 12 43.3 5.38 20
40 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 3 859.8 (M:859.8) 12 37.3 7.88 24
41 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 4 835.7 (M:835.7) 12 30.6 7.21 27
42 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 757.4 (M:757.4) 12 20.2 5.98 33
43 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 744.2 (M:744.2) 12 31 7.03 34
44 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 724.9 (M:724.9) 12 32.4 4.2 35
45 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 706.1 (M:706.1) 12 16.9 9.07 37
46 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 673.4 (M:673.4) 12 19.8 8.3 39
47 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 659.9 (M:659.9) 12 24.6 4.91 43
48 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 628.6 (M:628.6) 12 12.2 8.2 50
49 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 590.7 (M:590.7) 12 24.4 7 54
50 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 2 533.3 (M:533.3) 12 7.6 7.79 69
51 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 1 526.5 (M:526.5) 12 6.6 7.61 70
52 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 482.2 (M:482.2) 12 16.2 4.92 83
53 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 471.7 (M:471.7) 12 18 8.45 88
54 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 466.5 (M:466.5) 12 24.1 5.28 91
55 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 462.4 (M:462.4) 12 14.3 9.64 94
56 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 3 662.7 (M:662.7) 11 25.3 7.69 41
57 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 655.0 (M:655.0) 11 27.7 7.6 45
58 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 637.2 (M:637.2) 11 21.1 7.29 49
59 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 584.2 (M:584.2) 11 31.6 6131.34 56
60 true ENSGALP00000036122 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 123 27.8 4.7 2 490.4 (M:490.4) 11 32.2 5.94 78
61 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 467.4 (M:467.4) 11 27.7 6.85 90
62 true ENSGALP00000002695 ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - CGNC Symbo  59.9 9.2 2 622.0 (M:622.0) 10 25.3 6.57 51
63 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 574.0 (M:574.0) 10 28 6.06 59
64 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 551.4 (M:551.4) 10 13.5 7.56 67
65 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 493.1 (M:493.1) 10 12.3 6.43 76
66 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 2 491.2 (M:491.2) 10 31.1 9.34 77
67 true ENSGALP00000018340 SATB homeobox 1 - CGNC Symbol 8550 84.9 6.1 2 488.3 (M:488.3) 10 15 5.43 79
68 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 483.2 (M:483.2) 10 19.1 5.18 81
69 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 482.8 (M:482.8) 10 13.4 5.82 82
70 true ENSGALP00000032274 minichromosome maintenance complex component 6 - CGNC Symbol 9378 93.2 5.3 2 432.0 (M:432.0) 10 11.9 7.61 109
71 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 389.7 (M:389.7) 10 15.4 6.04 129
72 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 370.9 (M:370.9) 10 17.6 5.48 144
73 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 358.4 (M:358.4) 10 14.5 1.98 152
74 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 764.9 (M:764.9) 9 23.7 6.35 32
75 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 665.5 (M:665.5) 9 24.9 7.86 40
76 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 653.0 (M:653.0) 9 22.7 5.65 46
77 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 595.3 (M:595.3) 9 25.4 5.38 53
78 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 1 588.7 (M:588.7) 9 36.2 5.46 55
79 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 1 577.2 (M:577.2) 9 42.1 6.7 57
80 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 564.9 (M:564.9) 9 24.6 8.73 61
81 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 562.3 (M:562.3) 9 19.2 7884.48 62
82 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 561.7 (M:561.7) 9 33.6 11.38 63
83 true ENSGALP00000005643 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC Symbo  64.4 8.4 1 552.9 (M:552.9) 9 19.2 6.65 66
84 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 525.2 (M:525.2) 9 31.6 3.29 71
85 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 525.1 (M:525.1) 9 34.4 3.55 72
86 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 508.5 (M:508.5) 9 29.7 6.57 74
87 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 2 452.0 (M:452.0) 9 42.6 10.59 98
88 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 448.4 (M:448.4) 9 25.4 5.91 99
89 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 441.2 (M:441.2) 9 36.3 7.11 102
90 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 440.1 (M:440.1) 9 8.8 4.57 103
91 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 427.8 (M:427.8) 9 21.6 5.11 110
92 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 414.9 (M:414.9) 9 13.1 8.14 113
93 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 412.9 (M:412.9) 9 31.8 7.25 116
94 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 405.1 (M:405.1) 9 9.8 5.53 122
95 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 402.0 (M:402.0) 9 24.9 6.31 125
96 true ENSGALP00000026633 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      85.7 9.3 1 386.8 (M:386.8) 9 16.2 4.1 130
97 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 2 386.3 (M:386.3) 9 19.3 9.27 132
98 true ENSGALP00000023085 actinin alpha 4 - CGNC Symbol 49612 71.6 5.7 1 369.6 (M:369.6) 9 16.5 7.78 147
99 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 354.1 (M:354.1) 9 6 6.56 157

100 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 341.1 (M:341.1) 9 9.3 7.51 167
101 true ENSGALP00000006578 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 509 27.9 4.8 1 314.9 (M:314.9) 9 19.3 4.54 194
102 true ENSGALP00000003234 dedicator of cytokinesis 2 - CGNC Symbol 1476 212.8 7 1 307.5 (M:307.5) 9 6.3 3.96 202



103 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 286.7 (M:286.7) 9 6.1 7.87 222
104 true ENSGALP00000037260 histone cluster 1 H2B-V (similar to human histone cluster 1 class H2B) - CGNC Symbol 50635 13.9 10.3 3 613.6 (M:613.6) 8 39.7 3.53 52
105 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 2 561.4 (M:561.4) 8 32.5 6 65
106 true ENSGALP00000010520 myosin heavy chain 11 smooth muscle - CGNC Symbol 4917 210 5.4 1 477.8 (M:477.8) 8 4.5 5.08 84
107 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 475.3 (M:475.3) 8 22.4 8.6 86
108 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 462.7 (M:462.7) 8 15.9 3.49 93
109 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 3 446.4 (M:446.4) 8 13.3 8.18 100
110 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 1 436.4 (M:436.4) 8 21.5 3.69 104
111 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 3 436.1 (M:436.1) 8 30.9 8.71 105
112 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 435.0 (M:435.0) 8 15.6 7.81 107
113 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 433.8 (M:433.8) 8 48.7 3.93 108
114 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 419.5 (M:419.5) 8 20.8 5.21 111
115 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 2 413.6 (M:413.6) 8 9.8 4.83 115
116 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 408.3 (M:408.3) 8 26.5 7.82 120
117 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 405.7 (M:405.7) 8 17.3 3.73 121
118 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 393.4 (M:393.4) 8 6.5 6.89 128
119 true ENSGALP00000001909 nuclear mitotic apparatus protein 1 - CGNC Symbol 859 238 5.9 2 386.7 (M:386.7) 8 4.8 8.86 131
120 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 377.4 (M:377.4) 8 26.4 4.77 139
121 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 359.1 (M:359.1) 8 14 9.36 151
122 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 358.2 (M:358.2) 8 16.3 7.85 153
123 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 349.5 (M:349.5) 8 21.4 5.06 161
124 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 348.9 (M:348.9) 8 10.6 5.94 162
125 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 319.7 (M:319.7) 8 10.9 7.41 185
126 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 319.1 (M:319.1) 8 15.8 5.08 187
127 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 304.2 (M:304.2) 8 4.8 5.92 206
128 true ENSGALP00000014105 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC Symb  35 10 1 290.0 (M:290.0) 8 23.2 4.9 221
129 true ENSGALP00000003612 CCR4-NOT transcription complex subunit 1 - CGNC Symbol 64685 266.6 6.7 1 282.9 (M:282.9) 8 4.3 9.18 227
130 true ENSGALP00000004327 fatty acid synthase - CGNC Symbol 1983 320 6.1 2 273.9 (M:273.9) 8 3.3 7.81 236
131 true ENSGALP00000010888 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 5039 28.3 4.8 2 271.1 (M:271.1) 8 25.5 8.31 241
132 true ENSGALP00000040985 aldo-keto reductase family 1 member B1-like (aldose reductase) - CGNC Symbol 50692 35.8 7.1 5 268.6 (M:268.6) 8 28.2 9.63 244
133 true ENSGALP00000039011 ubiquitin specific peptidase 7 (herpes virus-associated) - CGNC Symbol 5523 125.4 5.4 1 254.7 (M:254.7) 8 8 4.61 268
134 true ENSGALP00000005944 phospholipase C gamma 1 - CGNC Symbol 50935 146.9 5.7 2 245.0 (M:245.0) 8 6.2 8.62 280
135 true ENSGALP00000016490 dedicator of cytokinesis 8 - CGNC Symbol 7720 238.9 6.3 1 212.5 (M:212.5) 8 4.7 5.66 335
136 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 649.1 (M:649.1) 7 28.9 7.74 47
137 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 473.6 (M:473.6) 7 19.5 6966.59 87
138 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 468.7 (M:468.7) 7 26.5 9.33 89
139 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 457.9 (M:457.9) 7 34.6 4.53 96
140 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 442.6 (M:442.6) 7 23.9 3.62 101
141 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 435.3 (M:435.3) 7 45.1 3.15 106
142 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 412.4 (M:412.4) 7 27.6 6.32 117
143 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 411.7 (M:411.7) 7 34.6 4.64 118
144 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 404.4 (M:404.4) 7 14.1 6.04 124
145 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 400.4 (M:400.4) 7 9.9 4.43 127
146 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 385.5 (M:385.5) 7 9.3 8.06 133
147 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 385.4 (M:385.4) 7 26.9 5.13 134
148 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 384.0 (M:384.0) 7 17 9.97 135
149 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 1 380.8 (M:380.8) 7 13.5 5.07 137
150 true ENSGALP00000039133 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 5 26.6 4.7 1 379.0 (M:379.0) 7 26.9 3.82 138
151 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 372.1 (M:372.1) 7 14.8 3.04 143
152 true ENSGALP00000015665 no description available 32.6 5.7 3 367.7 (M:367.7) 7 32.7 10.66 148
153 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 357.9 (M:357.9) 7 12 3.33 154
154 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 357.0 (M:357.0) 7 50.5 8.15 156
155 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 349.5 (M:349.5) 7 22.2 7.98 160
156 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 341.2 (M:341.2) 7 11.5 3.21 166
157 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 340.7 (M:340.7) 7 17.5 9.9 168
158 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 339.2 (M:339.2) 7 8.7 7.66 169
159 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 332.3 (M:332.3) 7 9.9 4.69 175
160 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 331.5 (M:331.5) 7 23.6 1.97 176
161 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 328.6 (M:328.6) 7 8.3 6.66 178
162 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 324.8 (M:324.8) 7 13.2 4.95 183
163 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 319.0 (M:319.0) 7 32.7 5.42 188
164 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 318.7 (M:318.7) 7 6.4 6.98 189
165 true ENSGALP00000002252 zeta-chain (TCR) associated protein kinase 70kDa - CGNC Symbol 1027 69.5 7.2 1 313.4 (M:313.4) 7 12.4 8.27 196
166 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 3 309.3 (M:309.3) 7 32.3 8.09 200
167 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 302.7 (M:302.7) 7 8.2 6.74 208
168 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 296.9 (M:296.9) 7 10.6 6.01 213
169 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 279.9 (M:279.9) 7 7.2 3.07 232
170 true ENSGALP00000014280 Sec23 homolog B (S. cerevisiae) - CGNC Symbol 50333 86.2 6.3 1 274.1 (M:274.1) 7 10.3 6112.9 235
171 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 270.8 (M:270.8) 7 25.8 3.42 242
172 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 266.5 (M:266.5) 7 9.7 6.71 246
173 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 263.3 (M:263.3) 7 15.6 6.22 254
174 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 258.5 (M:258.5) 7 15.9 4.31 262
175 true ENSGALP00000022386 serine/arginine-rich splicing factor 7 - CGNC Symbol 52729 26 11.8 3 246.6 (M:246.6) 7 32.7 10.21 279
176 true ENSGALP00000001480 myeloperoxidase - CGNC Symbol 50519 82.6 9.4 1 215.0 (M:215.0) 7 11.3 8.59 327
177 true ENSGALP00000000666 phosphoglucomutase 2 - CGNC Symbol 52790 67.9 6.9 1 213.6 (M:213.6) 7 9.5 9.62 333
178 true ENSGALP00000016102 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 5 - CG   116.6 8.7 3 203.4 (M:203.4) 7 7.4 6.05 351
179 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 476.3 (M:476.3) 6 23.5 5.02 85
180 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 461.4 (M:461.4) 6 43.7 8.28 95
181 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 410.3 (M:410.3) 6 3.8 4.97 119
182 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 2 401.7 (M:401.7) 6 14.2 7.13 126
183 true ENSGALP00000037001 ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC Symbol 21.4 8.1 4 383.6 (M:383.6) 6 32.8 3.51 136
184 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 375.7 (M:375.7) 6 14.5 4.56 140
185 true ENSGALP00000040638 no description available 164.1 6.1 1 374.8 (M:374.8) 6 5.9 5.87 141
186 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 370.4 (M:370.4) 6 32.1 8.38 145
187 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 2 369.8 (M:369.8) 6 45.8 5.38 146
188 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 361.0 (M:361.0) 6 5.4 4.3 149
189 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 360.8 (M:360.8) 6 12.3 5.98 150
190 true ENSGALP00000039575 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 37.3 5.6 2 357.4 (M:357.4) 6 20.3 7999.16 155
191 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 350.4 (M:350.4) 6 29.8 12.58 158
192 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 349.5 (M:349.5) 6 34.1 2.99 159
193 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 1 345.8 (M:345.8) 6 18.1 4.23 163
194 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 345.0 (M:345.0) 6 19.8 7.18 164
195 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 343.0 (M:343.0) 6 17.3 4.36 165
196 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 335.9 (M:335.9) 6 21.1 7.69 170
197 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 335.5 (M:335.5) 6 19.1 9.2 171
198 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 334.9 (M:334.9) 6 10.5 4.89 172
199 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 333.8 (M:333.8) 6 15.4 6.5 173
200 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 332.8 (M:332.8) 6 42.2 7778.56 174
201 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 328.5 (M:328.5) 6 31.7 4.45 179
202 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 3 327.6 (M:327.6) 6 41.9 10.64 180
203 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 327.2 (M:327.2) 6 3.9 8415.21 181
204 true ENSGALP00000021028 radixin - CGNC Symbol 49356 68.4 5.9 1 320.5 (M:320.5) 6 9.3 4.16 184
205 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 317.1 (M:317.1) 6 11.3 0.94 191
206 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 316.9 (M:316.9) 6 8.9 1.82 192



207 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 315.1 (M:315.1) 6 9.6 5.76 193
208 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 313.3 (M:313.3) 6 7.3 3.23 197
209 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 312.6 (M:312.6) 6 31.7 5.37 198
210 true ENSGALP00000016509 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - CG   176.7 8.2 1 307.3 (M:307.3) 6 5 3.91 203
211 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 300.7 (M:300.7) 6 7.8 5.07 210
212 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 298.3 (M:298.3) 6 26.8 4.22 212
213 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 1 286.0 (M:286.0) 6 8.1 4.54 223
214 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 284.6 (M:284.6) 6 17.1 3.66 224
215 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 283.3 (M:283.3) 6 22.2 6.98 226
216 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 281.9 (M:281.9) 6 8.7 6.09 228
217 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 280.2 (M:280.2) 6 18.9 6.33 231
218 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 279.4 (M:279.4) 6 25.1 3.91 233
219 true ENSGALP00000005822 topoisomerase (DNA) I - CGNC Symbol 2691 88.6 9.4 3 267.4 (M:267.4) 6 9.8 6.32 245
220 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 266.2 (M:266.2) 6 12.1 4.7 248
221 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 265.5 (M:265.5) 6 7.9 2.33 250
222 true ENSGALP00000013808 stromal antigen 2 - CGNC Symbol 51718 145.7 5.3 2 263.5 (M:263.5) 6 5.4 3.73 253
223 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 1 262.8 (M:262.8) 6 8.4 4.34 257
224 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 261.1 (M:261.1) 6 8.9 4.62 260
225 true ENSGALP00000004108 differentially expressed in FDCP 6 homolog (mouse) - CGNC Symbol 1882 73.2 5.7 1 257.4 (M:257.4) 6 11.5 8.9 264
226 true ENSGALP00000027317 DIS3 homolog exosome endoribonuclease and 3'-5' exoribonuclease - CGNC Symbol 12709 112.7 6.9 1 257.1 (M:257.1) 6 7 7.84 265
227 true ENSGALP00000002520 septin 2-like - CGNC Symbol 50343 40.2 6.1 1 256.6 (M:256.6) 6 21.5 6.36 266
228 true ENSGALP00000009964 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 40.6 5 2 254.0 (M:254.0) 6 22.5 4.24 270
229 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 244.5 (M:244.5) 6 9.3 5.8 281
230 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 242.1 (M:242.1) 6 7.9 8.21 284
231 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 236.3 (M:236.3) 6 10.8 5.53 287
232 true ENSGALP00000022023 nucleoporin 98kDa - CGNC Symbol 10169 195.3 5.7 1 235.2 (M:235.2) 6 3.9 5.63 289
233 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 232.5 (M:232.5) 6 12.1 9.47 292
234 true ENSGALP00000022269 phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide synth     48.1 8.5 1 230.6 (M:230.6) 6 13.6 4.69 297
235 true ENSGALP00000012007 archain 1 - CGNC Symbol 5606 57 5.8 1 230.4 (M:230.4) 6 12.6 10.54 299
236 true ENSGALP00000039796 Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq mRNA 54.4 8.9 1 227.8 (M:227.8) 6 12 7.27 302
237 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 8 222.5 (M:222.5) 6 16.9 7.78 317
238 true ENSGALP00000035815 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 6 - CGNC Symb  29.1 9.7 1 218.5 (M:218.5) 6 20.9 7.84 323
239 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 212.1 (M:212.1) 6 24.3 6.58 336
240 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 210.9 (M:210.9) 6 5.3 9.27 339
241 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 205.4 (M:205.4) 6 12.9 8.26 347
242 true ENSGALP00000013843 THO complex 2 - CGNC Symbol 6452 170.8 8.3 1 204.1 (M:204.1) 6 4.2 7.59 349
243 true ENSGALP00000024133 histone deacetylase 2 - CGNC Symbol 11140 55.3 5.6 2 199.3 (M:199.3) 6 9.6 4.59 359
244 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 2 192.9 (M:192.9) 6 2.3 2.15 368
245 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 186.0 (M:186.0) 6 20.2 7.41 387
246 true ENSGALP00000042136 cytoskeleton associated protein 5 - CGNC Symbol 6310 212.5 6.9 2 184.6 (M:184.6) 6 3.8 5.9 390
247 true ENSGALP00000003357 thyroid hormone receptor associated protein 3 - CGNC Symbol 51043 109.8 10.2 1 180.2 (M:180.2) 6 7.5 3.93 402
248 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 177.6 (M:177.6) 6 2.5 6.55 413
249 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 174.5 (M:174.5) 6 12.3 7.45 420
250 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 2 524.9 (M:524.9) 5 14 6.46 73
251 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 485.6 (M:485.6) 5 14 6.13 80
252 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 2 464.2 (M:464.2) 5 22.2 7296.63 92
253 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 1 456.2 (M:456.2) 5 18.6 8801.44 97
254 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 416.9 (M:416.9) 5 16.2 5.87 112
255 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 1 413.8 (M:413.8) 5 15.3 12.05 114
256 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 2 404.6 (M:404.6) 5 40.3 4.28 123
257 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 331.1 (M:331.1) 5 41.3 8.01 177
258 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 317.8 (M:317.8) 5 19.3 5.2 190
259 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 314.3 (M:314.3) 5 17.9 4.3 195
260 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 295.2 (M:295.2) 5 5.3 7.28 214
261 true ENSGALP00000042659 B-cell lymphoma/leukemia 11B-like - CGNC Symbol 63941 73.9 6.7 2 294.5 (M:294.5) 5 11.7 7.59 215
262 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 1 293.6 (M:293.6) 5 7.7 8 216
263 true ENSGALP00000016689 protein phosphatase 2 catalytic subunit beta isozyme - CGNC Symbol 7816 35.5 5.2 2 292.4 (M:292.4) 5 25.6 11.79 218
264 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 2 291.3 (M:291.3) 5 19.3 16697.47 219
265 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 283.6 (M:283.6) 5 21.2 8.92 225
266 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 280.7 (M:280.7) 5 44.6 8808.41 230
267 true ENSGALP00000017123 lymphoid enhancer binding factor 1 - CGNC Symbol 7997 40.8 6.7 4 273.8 (M:273.8) 5 17.9 12.96 237
268 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 273.3 (M:273.3) 5 13.1 8.12 238
269 true ENSGALP00000012383 ribonucleic acid export 1 - CGNC Symbol 5777 47.4 9.2 1 272.9 (M:272.9) 5 12.6 9.15 239
270 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 272.0 (M:272.0) 5 13.6 11.08 240
271 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 270.5 (M:270.5) 5 20 5.81 243
272 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 266.4 (M:266.4) 5 30.4 5.47 247
273 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 2 263.3 (M:263.3) 5 18.6 8.66 255
274 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 262.3 (M:262.3) 5 19.5 10.54 258
275 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 262.3 (M:262.3) 5 7.3 11.2 259
276 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 3 257.8 (M:257.8) 5 14.4 7.99 263
277 true ENSGALP00000009002 CTR9 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 4182 132.7 6.4 1 254.4 (M:254.4) 5 5.9 6.46 269
278 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 2 252.2 (M:252.2) 5 4.9 8.3 273
279 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 251.8 (M:251.8) 5 15.6 4.65 274
280 true ENSGALP00000005505 RAB8B member RAS oncogene family - CGNC Symbol 2544 23.6 9.1 11 250.2 (M:250.2) 5 24.6 4.64 276
281 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 249.3 (M:249.3) 5 4.1 4.11 277
282 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 249.1 (M:249.1) 5 8.6 10.38 278
283 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 243.0 (M:243.0) 5 15.4 6.34 283
284 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 239.6 (M:239.6) 5 14.7 11.1 286
285 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 231.8 (M:231.8) 5 7.8 13.92 294
286 true ENSGALP00000015000 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 103.7 8.8 2 230.6 (M:230.6) 5 6.5 2.04 298
287 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 227.5 (M:227.5) 5 11.1 12.64 303
288 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 227.1 (M:227.1) 5 34.9 13.67 304
289 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 226.6 (M:226.6) 5 27.4 11.07 306
290 true ENSGALP00000042497 RAR-related orphan receptor C - CGNC Symbol 58847 55.6 9.7 1 226.3 (M:226.3) 5 10.6 7.27 308
291 true ENSGALP00000010153 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 100 5.1 2 225.9 (M:225.9) 5 6.6 5.37 309
292 true ENSGALP00000017250 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 4 - CGNC Symb  32.9 9.7 1 224.6 (M:224.6) 5 14.8 7.04 312
293 true ENSGALP00000018689 septin 11 - CGNC Symbol 8720 50.6 6.4 3 222.8 (M:222.8) 5 9.7 12.56 315
294 true ENSGALP00000012986 protein tyrosine phosphatase non-receptor type 1 - CGNC Symbol 6062 50.3 5.7 2 222.6 (M:222.6) 5 14.5 5.74 316
295 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 218.9 (M:218.9) 5 17.7 14.12 322
296 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 217.3 (M:217.3) 5 26.7 7.7 325
297 true ENSGALP00000043403 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 20.9 11.5 2 214.8 (M:214.8) 5 27.1 14.62 328
298 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 214.3 (M:214.3) 5 8.6 10.84 330
299 true ENSGALP00000008082 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - CG   110.5 5.3 1 214.2 (M:214.2) 5 5.4 5.96 331
300 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 214.1 (M:214.1) 5 9.3 4.79 332
301 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 213.0 (M:213.0) 5 4.9 5.79 334
302 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 211.3 (M:211.3) 5 8.9 11.57 338
303 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 210.3 (M:210.3) 5 3.6 4.14 340
304 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 210.3 (M:210.3) 5 57 9.24 341
305 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 202.9 (M:202.9) 5 19.4 8.45 354
306 true ENSGALP00000039068 eukaryotic translation initiation factor 4 gamma 2 - CGNC Symbol 4160 101.7 6.7 2 201.7 (M:201.7) 5 8.4 13.56 355
307 true ENSGALP00000040958 Histone H3.2 - UP P84229 15.4 11.3 2 201.1 (M:201.1) 5 24.3 9.81 356
308 true ENSGALP00000038313 dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 7 48.7 5.4 1 200.5 (M:200.5) 5 11.6 12.13 358
309 true ENSGALP00000026130 ubiquitin specific peptidase 9 X-linked - CGNC Symbol 50795 290 5.6 1 196.2 (M:196.2) 5 2.1 9.08 363
310 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 193.9 (M:193.9) 5 4.9 11.72 366



311 true ENSGALP00000026579 zinc finger protein 512 - CGNC Symbol 12362 64.6 10 1 190.5 (M:190.5) 5 11.2 6.55 378
312 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 1 189.8 (M:189.8) 5 6.6 5.42 380
313 true ENSGALP00000020250 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 41.6 8.8 2 186.4 (M:186.4) 5 13.8 11.95 386
314 true ENSGALP00000033650 FYN binding protein - CGNC Symbol 2773 92 7.2 2 184.2 (M:184.2) 5 9.3 10.15 391
315 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 179.4 (M:179.4) 5 24.5 13.24 405
316 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 179.2 (M:179.2) 5 17.2 14102.9 406
317 true ENSGALP00000041687 erythrocyte membrane protein band 4.1 (elliptocytosis 1 RH-linked) - CGNC Symbol 49834 96.8 5.7 3 175.3 (M:175.3) 5 10.3 9.93 417
318 true ENSGALP00000018652 actin related protein 2/3 complex subunit 2 34kDa - CGNC Symbol 8704 42.5 9.1 2 173.6 (M:173.6) 5 16.5 6.38 424
319 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 173.3 (M:173.3) 5 25 7.33 426
320 true ENSGALP00000021957 spectrin repeat containing nuclear envelope 1 - CGNC Symbol 10146 1012.3 5.4 1 171.4 (M:171.4) 5 1.1 8.35 431
321 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 171.4 (M:171.4) 5 11.3 10.38 432
322 true ENSGALP00000010935 Cbl proto-oncogene E3 ubiquitin protein ligase - CGNC Symbol 49015 95.5 5.6 1 171.0 (M:171.0) 5 8.7 6.53 434
323 true ENSGALP00000023866 structural maintenance of chromosomes flexible hinge domain containing 1 - CGNC Symbol 10985 226.6 7.4 1 168.2 (M:168.2) 5 2.8 7.61 441
324 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 158.6 (M:158.6) 5 5.1 9.56 464
325 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 155.4 (M:155.4) 5 7.9 7.81 468
326 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 150.9 (M:150.9) 5 3.6 3.61 481
327 true ENSGALP00000012293 ribosomal protein L35a - CGNC Symbol 5744 15.7 11.6 1 150.0 (M:150.0) 5 21.1 6.91 486
328 true ENSGALP00000013190 adaptor-related protein complex 1 beta 1 subunit - CGNC Symbol 6168 104.7 5 1 148.5 (M:148.5) 5 6.6 5.25 492
329 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 148.4 (M:148.4) 5 13 9.77 493
330 true ENSGALP00000011071 glutaminyl-tRNA synthetase - CGNC Symbol 5185 86.9 6.5 1 140.7 (M:140.7) 5 6.5 12.28 519
331 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 373.5 (M:373.5) 4 18.6 5336.65 142
332 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 326.5 (M:326.5) 4 13.8 5.09 182
333 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 310.8 (M:310.8) 4 14.9 5.23 199
334 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 309.1 (M:309.1) 4 8.4 7.8 201
335 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 307.1 (M:307.1) 4 13.1 1.27 204
336 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 305.9 (M:305.9) 4 41.8 5.26 205
337 true ENSGALP00000012171 LUC7-like (S. cerevisiae) - CGNC Symbol 5684 43.6 10.2 1 303.6 (M:303.6) 4 14.1 5.12 207
338 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 301.4 (M:301.4) 4 38.3 5.31 209
339 true ENSGALP00000007379 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 4 39 5.5 2 299.3 (M:299.3) 4 12.6 9.23 211
340 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 290.6 (M:290.6) 4 37.6 8.47 220
341 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 281.1 (M:281.1) 4 31.7 5.27 229
342 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 275.0 (M:275.0) 4 19.5 5.41 234
343 true ENSGALP00000037708 proteasome 26S subunit ATPase 3 - CGNC Symbol 6143 47.2 5.1 1 266.0 (M:266.0) 4 13.3 9.27 249
344 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 263.7 (M:263.7) 4 32.6 10.59 252
345 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 253.2 (M:253.2) 4 24.7 9.66 271
346 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 252.3 (M:252.3) 4 18.9 4.06 272
347 true ENSGALP00000040011 Hsap of 1: DEAD-box helicase 21 - HGNC:2744 54.1 9.1 1 250.7 (M:250.7) 4 13.1 12.31 275
348 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 244.3 (M:244.3) 4 10.5 5.71 282
349 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 1 241.8 (M:241.8) 4 15.3 9.95 285
350 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 235.9 (M:235.9) 4 23.3 2.55 288
351 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 233.2 (M:233.2) 4 11.8 6.18 291
352 true ENSGALP00000007237 RNA binding motif protein 22 - CGNC Symbol 3366 46.7 8.8 1 231.8 (M:231.8) 4 14.3 10.47 293
353 true ENSGALP00000008849 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.9 6.5 2 231.1 (M:231.1) 4 21.4 7.33 295
354 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 230.7 (M:230.7) 4 18.7 6.62 296
355 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 228.4 (M:228.4) 4 16.4 4.19 301
356 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 226.4 (M:226.4) 4 25.7 8.32 307
357 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 224.1 (M:224.1) 4 8.6 6.69 313
358 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 223.4 (M:223.4) 4 14.1 5.93 314
359 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 217.0 (M:217.0) 4 13.5 10.3 326
360 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 211.9 (M:211.9) 4 12.2 6.7 337
361 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 209.1 (M:209.1) 4 3.3 12.4 343
362 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 208.1 (M:208.1) 4 23.2 6.11 344
363 true ENSGALP00000002147 serine/arginine-rich splicing factor 4 - CGNC Symbol 968 54.8 11.2 1 205.6 (M:205.6) 4 8.6 7.58 346
364 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 204.2 (M:204.2) 4 14.8 5.88 348
365 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 203.8 (M:203.8) 4 16.5 14817.65 350
366 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 203.1 (M:203.1) 4 45.3 10.86 352
367 true ENSGALP00000026307 Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 50 51.1 8.5 1 203.0 (M:203.0) 4 12.5 9.39 353
368 true ENSGALP00000000634 LCK proto-oncogene Src family tyrosine kinase - HGNC:6524 58.2 5.1 15 195.3 (M:195.3) 4 10.8 12.92 364
369 true ENSGALP00000005302 RAB5C member RAS oncogene family - CGNC Symbol 2444 23.5 8.6 3 194.6 (M:194.6) 4 17.6 9.54 365
370 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 193.4 (M:193.4) 4 13.8 5.32 367
371 true ENSGALP00000012967 ankyrin repeat domain 44 - CGNC Symbol 6051 106.5 5.9 1 192.8 (M:192.8) 4 7.2 14.84 369
372 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 192.7 (M:192.7) 4 14.3 14.07 370
373 true ENSGALP00000025508 SR-related CTD-associated factor 4 - CGNC Symbol 11826 120.8 9.6 2 192.7 (M:192.7) 4 5.8 11.06 371
374 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 192.2 (M:192.2) 4 8.9 7.31 372
375 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 191.9 (M:191.9) 4 10.4 4.47 373
376 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 3 191.8 (M:191.8) 4 13.2 4.68 374
377 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 191.3 (M:191.3) 4 6.7 5522.86 375
378 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 190.8 (M:190.8) 4 39.1 10.7 376
379 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 189.9 (M:189.9) 4 15.8 6.71 379
380 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 189.8 (M:189.8) 4 4.9 9.82 381
381 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 189.3 (M:189.3) 4 10.4 7.88 382
382 true ENSGALP00000008273 PHD finger protein 2 - CGNC Symbol 3843 118.3 9.3 1 188.0 (M:188.0) 4 6.7 12208.46 384
383 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 184.7 (M:184.7) 4 7 10.83 389
384 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 183.6 (M:183.6) 4 31.6 2.35 393
385 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 183.4 (M:183.4) 4 20 13.24 394
386 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 182.7 (M:182.7) 4 27.4 7.53 397
387 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 182.7 (M:182.7) 4 12.4 10658.24 398
388 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 181.7 (M:181.7) 4 7 10307.22 399
389 true ENSGALP00000000054 G protein subunit alpha i3 - HGNC:4387 39.1 5.6 1 181.5 (M:181.5) 4 15.7 11 400
390 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 180.5 (M:180.5) 4 22.3 7.38 401
391 true ENSGALP00000003139 glutamate dehydrogenase 1 - CGNC Symbol 52002 47.6 8.3 1 179.9 (M:179.9) 4 11.5 5.39 403
392 true ENSGALP00000005662 karyopherin alpha 2 (RAG cohort 1 importin alpha 1) - CGNC Symbol 50505 58 5.3 1 179.5 (M:179.5) 4 10 1.71 404
393 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 179.0 (M:179.0) 4 48.1 7.54 408
394 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 1 179.0 (M:179.0) 4 4.9 6.13 409
395 true ENSGALP00000029109 proteasome 26S subunit non-ATPase 3 - CGNC Symbol 15224 53.2 9.1 1 178.7 (M:178.7) 4 8.2 10.12 410
396 true ENSGALP00000002008 c-src tyrosine kinase - CGNC Symbol 902 59.3 8.1 1 177.6 (M:177.6) 4 10.5 13.29 414
397 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 176.2 (M:176.2) 4 22.4 9.07 415
398 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 175.8 (M:175.8) 4 23 11.66 416
399 true ENSGALP00000005832 nucleoporin 155kDa - CGNC Symbol 2697 154.7 5.8 1 174.7 (M:174.7) 4 4.2 7.23 418
400 true ENSGALP00000023454 N-acetyltransferase 10 - CGNC Symbol 10818 115.3 8.6 1 174.5 (M:174.5) 4 4.3 8.19 419
401 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 11 173.3 (M:173.3) 4 15.6 5.02 425
402 true ENSGALP00000006278 protein kinase C alpha - CGNC Symbol 50506 76.8 6.4 3 172.4 (M:172.4) 4 7.1 5.3 428
403 true ENSGALP00000018335 TBC1 domain family member 5 - CGNC Symbol 8548 91.3 5.8 1 171.3 (M:171.3) 4 6.2 4.23 433
404 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 169.3 (M:169.3) 4 10 4.25 437
405 true ENSGALP00000042627 Gallus gallus granulysin (GNLY) mRNA. - RefSeq mRNA NM_001044680 15.2 5.9 1 168.1 (M:168.1) 4 34.3 11.6 442
406 true ENSGALP00000022434 AFG3-like AAA ATPase 2 - CGNC Symbol 10366 89.2 8.9 1 168.1 (M:168.1) 4 6.2 13.02 443
407 true ENSGALP00000019306 LIM domains containing 1 - CGNC Symbol 8981 61.6 6 1 167.4 (M:167.4) 4 12.9 6.65 446
408 true ENSGALP00000021333 IKAROS family zinc finger 1 (Ikaros) - CGNC Symbol 49585 57.6 6.1 1 165.3 (M:165.3) 4 8.9 4.64 448
409 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 164.3 (M:164.3) 4 21.8 8.24 452
410 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 160.2 (M:160.2) 4 19.5 14293.3 459
411 true ENSGALP00000030639 Ras-related protein Rab-6A - UP Q1KME6 23.5 5.4 2 159.6 (M:159.6) 4 14.9 18333.57 460
412 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 159.6 (M:159.6) 4 20.1 4.34 461
413 true ENSGALP00000002352 RNA binding motif protein 39 - CGNC Symbol 1071 58.5 10.2 2 157.0 (M:157.0) 4 9.4 8.97 466
414 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 154.2 (M:154.2) 4 6 9.46 471



415 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 153.9 (M:153.9) 4 5.1 8.06 472
416 true ENSGALP00000000199 SPT6 homolog histone chaperone - CGNC Symbol 75 199.4 4.8 1 152.5 (M:152.5) 4 2.6 11.37 476
417 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 1 151.9 (M:151.9) 4 33.3 6.46 478
418 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 151.9 (M:151.9) 4 12.6 11.5 479
419 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 151.4 (M:151.4) 4 16.3 11.29 480
420 true ENSGALP00000007692 protein tyrosine phosphatase non-receptor type 11 - CGNC Symbol 49495 67.9 6.7 1 149.9 (M:149.9) 4 6.9 5.11 487
421 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 148.7 (M:148.7) 4 5.2 10.74 491
422 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 146.5 (M:146.5) 4 5.8 7.61 498
423 true ENSGALP00000005161 signal transducer and activator of transcription 3 (acute-phase response factor) - CGNC Symbol 2374 88.1 5.9 1 145.5 (M:145.5) 4 7.9 5.73 500
424 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 144.2 (M:144.2) 4 11.2 4.56 506
425 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 143.3 (M:143.3) 4 16.6 5.87 508
426 true ENSGALP00000014265 RAB1A member RAS oncogene family - CGNC Symbol 6666 22.7 5.9 1 143.1 (M:143.1) 4 20.5 9.97 509
427 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 142.5 (M:142.5) 4 4.3 6.14 511
428 true ENSGALP00000005794 spen family transcriptional repressor - CGNC Symbol 2675 397.1 6.9 1 141.6 (M:141.6) 4 1.5 5.27 514
429 true ENSGALP00000035973 phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase phosphoribosyla      106.5 7.5 1 141.1 (M:141.1) 4 4.4 5.53 517
430 true ENSGALP00000016173 cleavage and polyadenylation specific factor 6 - CGNC Symbol 13843 59.1 6.9 1 140.5 (M:140.5) 4 7.7 4.6 522
431 true ENSGALP00000042329 Hsap of 4: nipsnap homolog 3A - HGNC:23619 28.1 9.5 1 140.4 (M:140.4) 4 18 17181.23 523
432 true ENSGALP00000020953 serpin peptidase inhibitor clade B (ovalbumin) member 6 - CGNC Symbol 51364 43.1 5.2 1 139.8 (M:139.8) 4 10 9.69 527
433 true ENSGALP00000006093 keratin 19 - CGNC Symbol 49516 46 4.9 2 137.6 (M:137.6) 4 9 19590.96 532
434 true ENSGALP00000010325 DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 - CGNC Symbol 4822 119.1 9.3 1 136.9 (M:136.9) 4 4.9 6.46 537
435 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 136.8 (M:136.8) 4 13.3 7355.49 538
436 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 135.6 (M:135.6) 4 21 14.41 540
437 true ENSGALP00000029700 ES1 protein homolog mitochondrial - Refseq NP_001025969 28.2 8.6 2 134.8 (M:134.8) 4 22 7.53 547
438 true ENSGALP00000009642 pre-mRNA processing factor 6 - CGNC Symbol 4493 106.7 8.2 1 132.7 (M:132.7) 4 5.4 7.27 554
439 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 132.5 (M:132.5) 4 13 4.31 557
440 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 130.2 (M:130.2) 4 3.6 5.96 568
441 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 128.4 (M:128.4) 4 22.8 10.22 571
442 true ENSGALP00000020349 pre-mRNA processing factor 39 - HGNC:20314 81 4.9 1 128.1 (M:128.1) 4 7.2 5.09 573
443 true ENSGALP00000012170 aminopeptidase-like 1 - CGNC Symbol 5683 56.1 6.4 1 127.4 (M:127.4) 4 8.2 4.05 577
444 true ENSGALP00000022208 AT rich interactive domain 1B (SWI1-like) - CGNC Symbol 10249 197.8 6 1 124.3 (M:124.3) 4 3.2 8.99 589
445 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 123.3 (M:123.3) 4 4.7 4.63 593
446 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 1 122.4 (M:122.4) 4 10 4.7 595
447 true ENSGALP00000027339 E74-like factor 1 (ets domain transcription factor) - CGNC Symbol 50862 68.2 5 2 121.6 (M:121.6) 4 8.5 6.02 598
448 true ENSGALP00000014939 vaccinia related kinase 3 - CGNC Symbol 14296 50.1 9 1 121.0 (M:121.0) 4 9.1 6.3 603
449 true ENSGALP00000012883 Gallus gallus recombination activating gene 2 (RAG2) mRNA. - RefSeq mRNA NM_001305057 59.1 5.6 1 120.2 (M:120.2) 4 7.8 10.82 607
450 true ENSGALP00000023673 Ski2 like RNA helicase 2 - CGNC Symbol 10905 133.4 8.4 1 120.0 (M:120.0) 4 4 10.15 609
451 true ENSGALP00000023364 NOP56 ribonucleoprotein - CGNC Symbol 10777 52.2 9.3 1 118.3 (M:118.3) 4 8.4 4.9 616
452 true ENSGALP00000002482 copine I - CGNC Symbol 50925 59.7 5.5 5 117.6 (M:117.6) 4 11.3 9.02 618
453 true ENSGALP00000040388 transcription factor 3 - CGNC Symbol 739 70.3 6.3 2 117.2 (M:117.2) 4 8.4 11.09 623
454 true P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 58.8 5.1 38 117.1 (M:117.1) 4 4.8 3.14 626
455 true ENSGALP00000003718 SEC16 homolog A (S. cerevisiae) - CGNC Symbol 1688 243.9 5.6 1 116.6 (M:116.6) 4 2.5 16.18 629
456 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 115.5 (M:115.5) 4 5.3 10.94 633
457 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 113.3 (M:113.3) 4 17.2 5.64 644
458 true ENSGALP00000015955 protein tyrosine phosphatase receptor type A - CGNC Symbol 49633 90.6 6.5 2 113.2 (M:113.2) 4 7.7 3.96 645
459 true ENSGALP00000041832 Ubiquitin-conjugating enzyme E2 variant 2 - UP Q5F3Z3 16.3 7.8 1 107.2 (M:107.2) 4 31.2 13927.04 678
460 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 104.2 (M:104.2) 4 20.4 7354.44 692
461 true ENSGALP00000022243 aminopeptidase puromycin sensitive - CGNC Symbol 10259 97.2 5.3 2 101.9 (M:101.9) 4 4.6 12.72 704
462 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 101.6 (M:101.6) 4 13.2 10.82 706
463 true ENSGALP00000004061 phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit delta - CGNC Symbol 1859 120.2 6.9 1 93.1 (M:93.1) 4 3.5 11.43 772
464 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 87.9 (M:87.9) 4 11.9 3.3 809
465 true ENSGALP00000012689 NmrA-like family domain containing 1 - CGNC Symbol 5919 32.7 7.8 1 86.2 (M:86.2) 4 14.5 6.98 818
466 true ENSGALP00000009858 zinc finger CCCH-type containing 18 - CGNC Symbol 50098 110.3 9 1 85.3 (M:85.3) 4 5.7 3.41 826
467 true ENSGALP00000013431 programmed cell death 11 - CGNC Symbol 6260 206 8.8 1 83.4 (M:83.4) 4 2.9 13.77 842
468 true ENSGALP00000026044 argonaute RISC catalytic component 2 - CGNC Symbol 64972 97.8 9.3 2 83.2 (M:83.2) 4 4.9 7.91 845
469 true ENSGALP00000014967 RNA binding motif protein 45 - CGNC Symbol 6993 56.3 8.9 1 77.0 (M:77.0) 4 8.6 13.58 906
470 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 319.6 (M:319.6) 3 17.7 7.42 186
471 true ENSGALP00000035738 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 38.9 8.5 1 293.6 (M:293.6) 3 14.8 6.71 217
472 true P35527 Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3 62 5.1 2 264.5 (M:264.5) 3 7.5 8.13 251
473 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 262.9 (M:262.9) 3 20.3 8.48 256
474 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 260.9 (M:260.9) 3 10.9 5.62 261
475 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 255.4 (M:255.4) 3 16.3 11.98 267
476 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 234.4 (M:234.4) 3 21.3 2.84 290
477 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 230.4 (M:230.4) 3 8 6.66 300
478 true ENSGALP00000042855 Hsap of 1: ribosomal protein L10 like - HGNC:17976 12.1 9.6 1 227.0 (M:227.0) 3 37.1 14.95 305
479 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 225.7 (M:225.7) 3 12.1 11.51 310
480 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 225.7 (M:225.7) 3 18.2 4.92 311
481 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 221.2 (M:221.2) 3 12.5 3.86 318
482 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 220.8 (M:220.8) 3 9.9 3.57 319
483 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 219.4 (M:219.4) 3 6.1 9.09 320
484 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 219.0 (M:219.0) 3 24.7 11987.9 321
485 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 218.3 (M:218.3) 3 75 10155.39 324
486 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 214.6 (M:214.6) 3 18.3 8.96 329
487 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 209.5 (M:209.5) 3 37.2 6.48 342
488 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 206.4 (M:206.4) 3 10.4 8.55 345
489 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 200.9 (M:200.9) 3 10.5 3.44 357
490 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 197.7 (M:197.7) 3 28.8 6762.54 360
491 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 197.5 (M:197.5) 3 28.6 6.38 361
492 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 188.2 (M:188.2) 3 12.5 9.88 383
493 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 187.8 (M:187.8) 3 12.6 3.18 385
494 true ENSGALP00000019726 engulfment and cell motility 1 - CGNC Symbol 51330 83.7 5.9 1 185.4 (M:185.4) 3 5.5 6.32 388
495 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 184.1 (M:184.1) 3 9.7 5.22 392
496 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 182.7 (M:182.7) 3 9.6 4.07 396
497 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 179.0 (M:179.0) 3 9.9 4.2 407
498 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 178.2 (M:178.2) 3 7 5.32 411
499 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 177.7 (M:177.7) 3 9.4 6.13 412
500 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 174.2 (M:174.2) 3 14 4.98 421
501 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 173.6 (M:173.6) 3 13.4 6.85 423
502 true ENSGALP00000013837 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 6450 50.6 9 1 172.4 (M:172.4) 3 9.5 11.16 429
503 true ENSGALP00000043362 ras homolog family member G - HGNC:672 22.1 8.4 1 170.6 (M:170.6) 3 25.6 6.93 435
504 true ENSGALP00000031725 Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA NM_ 12.9 4.8 1 169.4 (M:169.4) 3 42.1 2.69 436
505 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 168.4 (M:168.4) 3 2 7 439
506 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 168.4 (M:168.4) 3 8.4 1.66 440
507 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 168.0 (M:168.0) 3 26.6 9.59 444
508 true ENSGALP00000038764 far upstream element (FUSE) binding protein 3 - CGNC Symbol 2892 57.9 7.7 1 165.1 (M:165.1) 3 6.5 6.27 449
509 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 164.5 (M:164.5) 3 28.6 5.92 450
510 true ENSGALP00000019569 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 50650 40.2 5.1 1 162.9 (M:162.9) 3 9.7 9.29 454
511 true ENSGALP00000011982 CD3e molecule - CGNC Symbol 5597 19 6.3 1 162.4 (M:162.4) 3 14.9 8.1 455
512 true ENSGALP00000003172 WD repeat domain 33 - CGNC Symbol 1450 136.3 9.3 1 162.4 (M:162.4) 3 3.9 1.68 456
513 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 161.5 (M:161.5) 3 10.9 10276.31 457
514 true ENSGALP00000014317 isocitrate dehydrogenase 1 (NADP+) soluble - CGNC Symbol 6693 46.9 8.3 1 159.3 (M:159.3) 3 6.7 4.49 463
515 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 155.3 (M:155.3) 3 7 1.65 469
516 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 154.3 (M:154.3) 3 11.3 7.23 470
517 true ENSGALP00000001493 protein phosphatase 6 catalytic subunit - CGNC Symbol 57480 35.1 5.4 1 153.8 (M:153.8) 3 10.8 4.9 473
518 true ENSGALP00000007481 BUD31 homolog - CGNC Symbol 3487 17 9.1 1 153.3 (M:153.3) 3 21.5 2.89 474



519 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 152.7 (M:152.7) 3 14.1 10.55 475
520 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 152.4 (M:152.4) 3 13.2 8.98 477
521 true ENSGALP00000020737 nucleoporin 153kDa - CGNC Symbol 9650 146.7 8.6 1 150.5 (M:150.5) 3 3.3 8.59 483
522 true ENSGALP00000030175 mal T-cell differentiation protein 2 - CGNC Symbol 13863 19.9 8.7 1 150.2 (M:150.2) 3 19.1 10380.87 484
523 true ENSGALP00000019967 alcohol dehydrogenase 5 (class III) chi polypeptide - CGNC Symbol 9300 39.6 8.1 1 149.7 (M:149.7) 3 11 8.91 488
524 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 149.4 (M:149.4) 3 3.6 9.6 489
525 true ENSGALP00000023574 regulation of nuclear pre-mRNA domain containing 2 - CGNC Symbol 52333 136.5 6.1 1 149.3 (M:149.3) 3 3 4.58 490
526 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 148.2 (M:148.2) 3 12.4 9.34 494
527 true ENSGALP00000041100 no description available 16.8 12.3 1 147.9 (M:147.9) 3 13.8 7.16 496
528 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 147.5 (M:147.5) 3 34.6 13785.68 497
529 true ENSGALP00000042157 docking protein 2 56kDa - CGNC Symbol 65680 50.7 5.6 1 146.1 (M:146.1) 3 10.9 8.95 499
530 true ENSGALP00000039728 Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA NM_00130 8.5 9 1 145.3 (M:145.3) 3 26.3 5.85 501
531 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 145.3 (M:145.3) 3 17.8 7.5 502
532 true ENSGALP00000042061 phosphatidylinositol-5-phosphate 4-kinase type II alpha - CGNC Symbol 5959 38.4 5.8 3 144.9 (M:144.9) 3 12 8.65 503
533 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 144.8 (M:144.8) 3 19.5 3.57 504
534 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 2 144.8 (M:144.8) 3 7.9 10.81 505
535 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 3 143.8 (M:143.8) 3 6.7 9.85 507
536 true ENSGALP00000000726 Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA NM_ 10.5 5.1 1 142.2 (M:142.2) 3 29 9.28 513
537 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 141.5 (M:141.5) 3 37 5.39 515
538 true ENSGALP00000030998 Hsap of 16: glutathione S-transferase alpha 1 - HGNC:4626 25.2 7.8 2 141.0 (M:141.0) 3 18.6 6.47 518
539 true ENSGALP00000004251 transcription factor A mitochondrial - CGNC Symbol 1948 29.9 10.3 1 140.3 (M:140.3) 3 14.5 17441.2 524
540 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 140.1 (M:140.1) 3 7.4 12.71 525
541 true ENSGALP00000030734 microtubule associated monooxygenase calponin and LIM domain containing 1 - CGNC Symbol 25636 127.9 5.1 1 139.8 (M:139.8) 3 3.7 7966.33 526
542 true ENSGALP00000004687 MAU2 sister chromatid cohesion factor - CGNC Symbol 2145 72.4 7 1 138.1 (M:138.1) 3 6.6 7.89 529
543 true ENSGALP00000015293 testis derived transcript (3 LIM domains) - CGNC Symbol 7146 47.1 7.6 1 137.8 (M:137.8) 3 7.7 4 531
544 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 137.1 (M:137.1) 3 11.1 7.11 533
545 true ENSGALP00000010376 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 - CGNC Symbol 4852 86.9 6 1 137.1 (M:137.1) 3 5.7 8.03 534
546 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 137.0 (M:137.0) 3 21.9 1.75 535
547 true ENSGALP00000010462 transcription factor 7 (T-cell specific HMG-box) - CGNC Symbol 49222 43.3 8.2 1 135.3 (M:135.3) 3 6.7 9.55 542
548 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 135.2 (M:135.2) 3 14.7 7.1 544
549 true ENSGALP00000005482 bystin like - CGNC Symbol 2527 49.4 7.3 1 135.1 (M:135.1) 3 11.5 5.28 545
550 true ENSGALP00000017288 caspase 3 apoptosis-related cysteine peptidase - CGNC Symbol 8080 31.7 6.5 1 134.5 (M:134.5) 3 13.4 6.62 549
551 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 134.4 (M:134.4) 3 5.5 6.44 550
552 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 134.0 (M:134.0) 3 7.5 9.3 551
553 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 133.1 (M:133.1) 3 9.2 11.55 553
554 true ENSGALP00000005724 flap structure-specific endonuclease 1 - CGNC Symbol 55445 43 8.3 1 132.7 (M:132.7) 3 11.5 4.22 555
555 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 132.2 (M:132.2) 3 5.4 4 561
556 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 132.1 (M:132.1) 3 18.5 16.27 562
557 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 131.5 (M:131.5) 3 10.7 9.65 564
558 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 131.1 (M:131.1) 3 12.5 4.41 566
559 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 127.7 (M:127.7) 3 24.2 2.32 574
560 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 127.7 (M:127.7) 3 6.4 5.76 575
561 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 127.3 (M:127.3) 3 3.2 8.45 578
562 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 127.1 (M:127.1) 3 8 11604.85 579
563 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 1 126.4 (M:126.4) 3 7.5 11074.32 580
564 true ENSGALP00000039156 IKAROS family zinc finger 2 (Helios) - CGNC Symbol 2272 59.2 6.2 2 126.0 (M:126.0) 3 7.2 11.31 582
565 true ENSGALP00000000810 DEAD (Asp-Glu-Ala-Asp) box helicase 42 - CGNC Symbol 360 103 6.3 1 125.6 (M:125.6) 3 3.6 5.98 583
566 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 125.5 (M:125.5) 3 32.6 9.63 584
567 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 125.1 (M:125.1) 3 5.4 6.54 585
568 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 125.1 (M:125.1) 3 3 2.93 586
569 true ENSGALP00000012240 amyloid beta (A4) precursor protein-binding family B member 1 interacting protein - CGNC Symbol 571 72.8 5.7 2 124.6 (M:124.6) 3 3.8 9.24 588
570 true ENSGALP00000009608 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily b member 1 - CG   44.5 5.8 1 124.0 (M:124.0) 3 10.4 17642.77 591
571 true ENSGALP00000005182 signal transducer and activator of transcription 5B - CGNC Symbol 49373 90 5.9 1 123.6 (M:123.6) 3 4.6 3.97 592
572 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 122.3 (M:122.3) 3 12.2 4.98 596
573 true ENSGALP00000001446 leucine rich repeat containing 47 - CGNC Symbol 649 61.6 8.6 1 121.6 (M:121.6) 3 7.1 5.94 599
574 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 121.0 (M:121.0) 3 8.3 11.42 604
575 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 120.2 (M:120.2) 3 1.9 6.41 608
576 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 120.0 (M:120.0) 3 17.6 3.95 610
577 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 119.7 (M:119.7) 3 9 6.12 611
578 true ENSGALP00000017553 basic leucine zipper and W2 domains 2 - CGNC Symbol 8215 48.3 6.4 1 119.1 (M:119.1) 3 7.4 16.09 612
579 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 119.0 (M:119.0) 3 14.1 3.58 613
580 true ENSGALP00000006141 purinergic receptor P2X 7 - CGNC Symbol 2831 65.7 8.6 1 118.7 (M:118.7) 3 7.2 7.23 614
581 true ENSGALP00000016481 Sec23 homolog A (S. cerevisiae) - CGNC Symbol 7715 86.1 6.5 1 118.6 (M:118.6) 3 5.6 8.63 615
582 true ENSGALP00000043071 SATB homeobox 2 - CGNC Symbol 6166 79.5 6.4 2 117.6 (M:117.6) 3 4.3 10.56 619
583 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 117.3 (M:117.3) 3 3.5 4.88 621
584 true ENSGALP00000027299 ES1 protein homolog mitochondrial-like - CGNC Symbol 50857 26.4 6.5 1 117.2 (M:117.2) 3 13.6 5.4 624
585 true ENSGALP00000004982 coatomer protein complex subunit epsilon - CGNC Symbol 2286 34.3 5 1 117.0 (M:117.0) 3 13 9.41 627
586 true P35908 Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 65.4 8.1 15 115.6 (M:115.6) 3 6.4 6.56 632
587 true ENSGALP00000016375 eukaryotic translation initiation factor 4 gamma 3 - CGNC Symbol 7664 176.1 5.1 1 114.9 (M:114.9) 3 2.1 13.36 636
588 true ENSGALP00000039504 v-rel avian reticuloendotheliosis viral oncogene homolog - CGNC Symbol 5934 66.9 6 1 114.2 (M:114.2) 3 7.2 10152.23 639
589 true ENSGALP00000033366 leukocyte ribonuclease A-2 - CGNC Symbol 52020 15.9 10 1 113.8 (M:113.8) 3 24.5 1.94 641
590 true ENSGALP00000023081 Gallus gallus suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA NM_0010313 119.9 5 1 113.1 (M:113.1) 3 3.9 3.23 646
591 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 112.7 (M:112.7) 3 5.8 8.33 649
592 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 112.6 (M:112.6) 3 28.3 10.29 650
593 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 112.4 (M:112.4) 3 10.8 8.57 651
594 true ENSGALP00000012100 leucyl-tRNA synthetase - CGNC Symbol 5654 134.2 6.5 1 112.2 (M:112.2) 3 3.1 14.66 652
595 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 111.2 (M:111.2) 3 33.9 15322.57 656
596 true ENSGALP00000041057 lectin mannose binding 2 - CGNC Symbol 63471 38.3 6.4 1 110.6 (M:110.6) 3 11 16.21 659
597 true ENSGALP00000001995 synaptosome associated protein 29kDa - CGNC Symbol 896 28.1 5.3 1 110.6 (M:110.6) 3 16.5 8 660
598 true ENSGALP00000019039 superoxide dismutase 2 mitochondrial - CGNC Symbol 8863 24.8 8.6 1 109.6 (M:109.6) 3 14.3 3.47 665
599 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 2 109.3 (M:109.3) 3 3.7 12270.98 669
600 true ENSGALP00000036963 60S ribosomal protein L15 - Refseq NP_001292094 24.1 11.6 1 109.1 (M:109.1) 3 10.3 3.3 670
601 true ENSGALP00000017152 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 - CGNC Symbol 8013 35.9 8.9 1 108.1 (M:108.1) 3 11.2 4.69 672
602 true ENSGALP00000011103 insulin degrading enzyme - HGNC:5381 118.1 6.1 1 108.0 (M:108.0) 3 4 14.38 673
603 true ENSGALP00000005495 Hsap of 1: small nuclear ribonucleoprotein U5 subunit 200 - HGNC:30859 44.6 5.7 2 107.5 (M:107.5) 3 7.4 18.11 675
604 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 107.4 (M:107.4) 3 5.6 12.73 676
605 true ENSGALP00000006708 hexokinase 1 - CGNC Symbol 3101 102.7 6.3 2 107.4 (M:107.4) 3 2.9 5.87 677
606 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 106.9 (M:106.9) 3 3.6 9.54 680
607 true ENSGALP00000028982 DNA-damage inducible 1 homolog 2 (S. cerevisiae) - CGNC Symbol 52491 50.3 4.9 1 106.7 (M:106.7) 3 10.4 8.52 682
608 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 1 106.6 (M:106.6) 3 6.3 12.18 683
609 true ENSGALP00000008003 SUMO-activating enzyme subunit 2 - Refseq NP_001025742 45.2 6.1 1 106.1 (M:106.1) 3 7 8.15 685
610 true ENSGALP00000008341 glutathione S-transferase theta 1-like - CGNC Symbol 55583 29.9 8.6 1 105.5 (M:105.5) 3 12.7 7.75 687
611 true ENSGALP00000009351 protein phosphatase 1 regulatory subunit 7 - CGNC Symbol 4354 34.3 5.1 1 105.5 (M:105.5) 3 11.3 3.18 688
612 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 104.8 (M:104.8) 3 21.5 4 689
613 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 104.4 (M:104.4) 3 3.1 5.94 690
614 true ENSGALP00000006652 SAFB like transcription modulator - CGNC Symbol 3078 113.8 8.8 1 102.8 (M:102.8) 3 2.9 10.49 698
615 true ENSGALP00000017517 cleavage and polyadenylation specific factor 2 - CGNC Symbol 8198 88.6 5 1 101.3 (M:101.3) 3 5.4 6.77 711
616 true ENSGALP00000004799 spermidine synthase - CGNC Symbol 2201 23.6 5 1 100.2 (M:100.2) 3 18.6 8.24 718
617 true ENSGALP00000012992 ubiquitin-conjugating enzyme E2 variant 1 - CGNC Symbol 62089 16.3 7.7 1 99.0 (M:99.0) 3 24.1 6.8 724
618 true ENSGALP00000027760 CWC15 spliceosome-associated protein - CGNC Symbol 12929 26.6 5.4 1 98.8 (M:98.8) 3 18.7 13297.36 726
619 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 97.6 (M:97.6) 3 16.7 8.76 734
620 true ENSGALP00000016538 calpain 11 - CGNC Symbol 54348 80.3 4.9 1 97.5 (M:97.5) 3 5.1 16450.42 735
621 true ENSGALP00000011170 choroideremia (Rab escort protein 1) - CGNC Symbol 51680 73.1 4.7 1 97.5 (M:97.5) 3 4.9 10.03 736
622 true ENSGALP00000017661 USO1 vesicle transport factor - CGNC Symbol 8265 106.1 4.9 1 97.0 (M:97.0) 3 3 24527.55 739



623 true ENSGALP00000039316 protein kinase C theta - CGNC Symbol 57974 81.8 6.9 1 96.7 (M:96.7) 3 5.2 14.66 741
624 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 96.7 (M:96.7) 3 11 4 742
625 true ENSGALP00000007118 nuclear receptor corepressor 1 - CGNC Symbol 3303 275.3 7 1 96.3 (M:96.3) 3 2.3 5.6 743
626 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 95.6 (M:95.6) 3 2.9 9 749
627 true ENSGALP00000019398 kinesin family member 15 - CGNC Symbol 9023 162.2 5.5 1 95.3 (M:95.3) 3 2.3 7.12 752
628 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 95.1 (M:95.1) 3 26.8 3.9 753
629 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 95.0 (M:95.0) 3 3.2 14.61 754
630 true ENSGALP00000002580 secretory carrier membrane protein 2 - CGNC Symbol 1178 36.7 8.8 1 95.0 (M:95.0) 3 12 3.67 755
631 true ENSGALP00000021795 DNA ligase 1 - HGNC:6598 85.5 6.7 1 94.2 (M:94.2) 3 5.2 10.92 759
632 true ENSGALP00000007492 tropomodulin 3 (ubiquitous) - CGNC Symbol 49978 39.3 5.1 4 93.9 (M:93.9) 3 9.4 10.89 764
633 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 93.8 (M:93.8) 3 4.3 16 767
634 true ENSGALP00000008398 phenylalanyl-tRNA synthetase beta subunit - CGNC Symbol 3896 65.9 6 1 93.7 (M:93.7) 3 5.4 4.62 768
635 true ENSGALP00000021996 cell cycle associated protein 1 - CGNC Symbol 10161 77.9 5.1 1 92.9 (M:92.9) 3 3.3 3.29 773
636 true ENSGALP00000042095 muscleblind-like splicing regulator 3 - CGNC Symbol 51668 33.4 8.9 8 92.4 (M:92.4) 3 9.2 19865.05 776
637 true ENSGALP00000016851 muscleblind-like splicing regulator 1 - CGNC Symbol 52321 40.8 9.1 4 92.2 (M:92.2) 3 7.3 20200.1 777
638 true ENSGALP00000001577 SRP receptor alpha subunit - CGNC Symbol 713 71.2 9.1 1 92.0 (M:92.0) 3 5.1 6.26 779
639 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 91.8 (M:91.8) 3 6 5.43 781
640 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 91.7 (M:91.7) 3 2.5 16753.19 783
641 true ENSGALP00000036816 structural maintenance of chromosomes 2 - CGNC Symbol 11704 134.8 8.7 1 89.6 (M:89.6) 3 3.3 8.03 793
642 true ENSGALP00000020530 chromosome 9 open reading frame 64 - HGNC:28144 39 5.8 1 89.4 (M:89.4) 3 7.6 13473.72 795
643 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 89.0 (M:89.0) 3 15.1 1.98 798
644 true ENSGALP00000043162 CDGSH iron sulfur domain 2 - HGNC:24212 15.2 9.7 1 88.6 (M:88.6) 3 28.4 5.79 799
645 true ENSGALP00000026444 isoamyl acetate-hydrolyzing esterase 1 homolog - CGNC Symbol 12296 27.6 5.7 1 88.5 (M:88.5) 3 18.5 19854.42 801
646 true ENSGALP00000010363 ubiquitin conjugating enzyme E2 I - CGNC Symbol 4844 18 8.9 1 88.1 (M:88.1) 3 20.9 23817.28 805
647 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 87.9 (M:87.9) 3 6.5 5.56 807
648 true ENSGALP00000002634 nucleoporin 88kDa - CGNC Symbol 1204 81.1 5.8 1 87.0 (M:87.0) 3 5 8.4 814
649 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 86.9 (M:86.9) 3 24.6 15.25 815
650 true ENSGALP00000007280 NPL4 homolog ubiquitin recognition factor - CGNC Symbol 3388 68.4 5.9 1 86.2 (M:86.2) 3 5.3 20813.09 819
651 true ENSGALP00000035502 WD repeat domain 82 - CGNC Symbol 50122 35.1 7.6 1 85.8 (M:85.8) 3 10.2 8.99 824
652 true ENSGALP00000013337 CTD small phosphatase like 2 - CGNC Symbol 6215 53.1 6.1 1 85.2 (M:85.2) 3 6.6 4.3 827
653 true ENSGALP00000008091 dyskerin pseudouridine synthase 1 - CGNC Symbol 3757 58.1 9.3 1 84.9 (M:84.9) 3 4.8 13.13 830
654 true ENSGALP00000011232 phosphofructokinase platelet - CGNC Symbol 53359 61.2 6.3 1 83.9 (M:83.9) 3 8.8 10.7 838
655 true ENSGALP00000038835 mutS homolog 6 - CGNC Symbol 6804 149.8 5.9 1 83.3 (M:83.3) 3 1.5 7.94 843
656 true ENSGALP00000027763 angiomotin like 1 - CGNC Symbol 12930 87.5 7.4 1 82.7 (M:82.7) 3 2.9 17.14 847
657 true ENSGALP00000020977 vacuolar protein sorting 4 homolog B (S. cerevisiae) - CGNC Symbol 51369 48.7 6.7 1 82.5 (M:82.5) 3 5.7 14.21 849
658 true ENSGALP00000005453 DnaJ heat shock protein family (Hsp40) member C7 - CGNC Symbol 2515 55.4 6.6 1 82.4 (M:82.4) 3 7 1.66 851
659 true ENSGALP00000025921 RAD21 cohesin complex component - CGNC Symbol 12049 72 4.6 1 82.2 (M:82.2) 3 4.3 9.12 853
660 true ENSGALP00000005194 threonyl-tRNA synthetase - CGNC Symbol 53084 81.8 6.4 2 82.0 (M:82.0) 3 4.2 6.19 855
661 true ENSGALP00000019931 RAP1 GTP-GDP dissociation stimulator 1 - CGNC Symbol 9282 66.1 5.2 1 81.1 (M:81.1) 3 6.9 7.34 859
662 true ENSGALP00000023239 cystatin B (stefin B) - CGNC Symbol 10723 11.2 6.2 1 80.2 (M:80.2) 3 42.9 3.07 866
663 true ENSGALP00000012376 signal transducer and activator of transcription 1 91kDa - CGNC Symbol 52118 86.4 7.8 1 79.3 (M:79.3) 3 5.5 9.94 878
664 true ENSGALP00000002078 MYB binding protein (P160) 1a - CGNC Symbol 933 114.8 5.7 1 78.7 (M:78.7) 3 3.3 22968.34 885
665 true ENSGALP00000013883 protein phosphatase 2 regulatory subunit B' delta - CGNC Symbol 6469 70.7 7 2 77.6 (M:77.6) 3 3.9 11.32 897
666 true ENSGALP00000042813 Hsap of 1: DEAD-box helicase 23 - HGNC:17347 45.3 7.7 1 77.3 (M:77.3) 3 8.5 7.94 900
667 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 77.2 (M:77.2) 3 11.7 11849.26 901
668 true ENSGALP00000009669 dedicator of cytokinesis 11 - CGNC Symbol 51664 232.7 7.8 1 77.1 (M:77.1) 3 1.3 16.27 903
669 true ENSGALP00000002583 cleavage and polyadenylation specific factor 3-like - CGNC Symbol 1180 68.1 8.4 1 76.8 (M:76.8) 3 4.2 9.48 907
670 true ENSGALP00000018969 mitochondrial ribosomal protein L18 - CGNC Symbol 8837 20.8 9.8 1 76.6 (M:76.6) 3 18.6 11.68 909
671 true ENSGALP00000012899 angiomotin - CGNC Symbol 6014 102.4 6.9 1 76.5 (M:76.5) 3 2.6 17.39 910
672 true ENSGALP00000012267 leucine rich repeats and calponin homology domain containing 3 - HGNC:28637 88.7 6.2 1 76.4 (M:76.4) 3 4.6 7.77 911
673 true ENSGALP00000018537 methionyl aminopeptidase 2 - CGNC Symbol 8650 53.1 5.6 1 76.4 (M:76.4) 3 6.2 11.88 913
674 true ENSGALP00000019161 WW domain binding protein 11 - CGNC Symbol 53212 66.4 5.4 1 76.3 (M:76.3) 3 4.9 11.1 915
675 true ENSGALP00000006532 DnaJ heat shock protein family (Hsp40) member A2 - CGNC Symbol 3019 42.9 6.2 1 76.0 (M:76.0) 3 7.5 4.29 920
676 true ENSGALP00000026067 U2 small nuclear RNA auxiliary factor 1 - CGNC Symbol 49287 27.7 9.1 1 75.9 (M:75.9) 3 14.3 12.02 921
677 true ENSGALP00000035514 protein kinase C delta - CGNC Symbol 50113 78.4 8.4 2 75.5 (M:75.5) 3 3.5 7.56 923
678 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 74.6 (M:74.6) 3 7.1 17.68 928
679 true ENSGALP00000032358 structural maintenance of chromosomes 4 - CGNC Symbol 7271 145.6 6 1 73.7 (M:73.7) 3 2.7 9.58 931
680 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 73.4 (M:73.4) 3 9.9 7.85 934
681 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 73.3 (M:73.3) 3 2.7 8.26 937
682 true ENSGALP00000003888 cell division cycle 73 - CGNC Symbol 1766 60.7 9.6 1 70.7 (M:70.7) 3 5.1 25862.26 955
683 true ENSGALP00000013524 STE20-like kinase - CGNC Symbol 6304 143.9 5 1 68.9 (M:68.9) 3 2.1 20759.72 968
684 true ENSGALP00000028993 Hsap of 1: ADP-ribosyltransferase 1 - HGNC:723 31.9 8.7 1 68.9 (M:68.9) 3 9.3 4.12 969
685 true ENSGALP00000040991 MYC associated factor X - CGNC Symbol 64420 15.8 9.2 1 68.4 (M:68.4) 3 21.6 9.49 974
686 true ENSGALP00000034188 ubiquitin fusion degradation 1 like (yeast) - CGNC Symbol 1105 34.5 6.3 1 68.4 (M:68.4) 3 13 2.71 975
687 true ENSGALP00000005698 Nipped-B homolog-like - CGNC Symbol 53088 314.7 7.8 1 67.7 (M:67.7) 3 1.6 7.79 982
688 true ENSGALP00000020563 fructose-1 6-bisphosphatase 1 - CGNC Symbol 9572 44.6 8.7 1 65.7 (M:65.7) 3 7.2 16.61 1011
689 true ENSGALP00000006798 LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase - CGNC Symbol 3150 31.4 8.4 1 60.8 (M:60.8) 3 2.9 18959.88 1060
690 true ENSGALP00000000304 dihydropyrimidinase-like 2 - CGNC Symbol 129 62.3 6 2 197.0 (M:197.0) 2 5.2 3.82 362
691 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 190.7 (M:190.7) 2 8.2 8.48 377
692 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 182.8 (M:182.8) 2 3.9 9.73 395
693 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 2 173.9 (M:173.9) 2 5.6 30584.18 422
694 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 172.6 (M:172.6) 2 4.1 2.7 427
695 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 172.4 (M:172.4) 2 14.7 1 430
696 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 169.0 (M:169.0) 2 6.9 4.37 438
697 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 167.5 (M:167.5) 2 15.9 8.24 445
698 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 166.3 (M:166.3) 2 6.3 5.88 447
699 true ENSGALP00000008781 ras homolog family member G - CGNC Symbol 4080 21.3 8.5 1 163.2 (M:163.2) 2 12.6 9.09 453
700 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 160.5 (M:160.5) 2 3.9 4.91 458
701 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 159.3 (M:159.3) 2 13.1 0.9 462
702 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 157.2 (M:157.2) 2 4.6 0.97 465
703 true ENSGALP00000013622 5'-3' exoribonuclease 2 - CGNC Symbol 6344 108.5 7.5 1 155.4 (M:155.4) 2 4.3 11.5 467
704 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 150.5 (M:150.5) 2 8.1 3.44 482
705 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 150.2 (M:150.2) 2 7.2 10911.03 485
706 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 148.1 (M:148.1) 2 6.4 2.88 495
707 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 142.6 (M:142.6) 2 5.6 2.96 510
708 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 142.3 (M:142.3) 2 7.4 13.5 512
709 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 141.4 (M:141.4) 2 10 3.49 516
710 true ENSGALP00000038292 cAMP-regulated phosphoprotein 19kDa - CGNC Symbol 54805 12.3 9.1 1 140.7 (M:140.7) 2 36.6 10.56 520
711 true ENSGALP00000000747 zinc finger CCCH-type containing 11A - CGNC Symbol 51431 79 8.4 1 140.6 (M:140.6) 2 5.3 2.24 521
712 true ENSGALP00000012563 cleavage stimulation factor 3' pre-RNA subunit 1 - CGNC Symbol 5864 48.3 6.1 1 139.0 (M:139.0) 2 10 3.84 528
713 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 137.8 (M:137.8) 2 2.6 5.92 530
714 true ENSGALP00000006213 ubiquitin protein ligase E3 component n-recognin 4 - CGNC Symbol 51004 567.4 5.7 1 136.9 (M:136.9) 2 0.5 12.11 536
715 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 136.7 (M:136.7) 2 20.9 9.29 539
716 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 135.6 (M:135.6) 2 11.5 6.25 541
717 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 135.2 (M:135.2) 2 5.8 5.13 543
718 true ENSGALP00000025937 eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC Symbol 76.1 4.9 1 134.9 (M:134.9) 2 5.8 2.57 546
719 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 133.1 (M:133.1) 2 7.6 9.92 552
720 true ENSGALP00000007667 glyoxalase domain containing 4 - HGNC:14111 51.2 9.1 1 132.6 (M:132.6) 2 4.8 4.29 556
721 true ENSGALP00000039262 myosin light chain 1 alkali skeletal fast - CGNC Symbol 49821 16.6 4.5 3 132.3 (M:132.3) 2 10.7 2.91 558
722 true ENSGALP00000036822 CDV3 homolog - HGNC:26928 19.1 4.7 1 132.2 (M:132.2) 2 32.5 9.69 559
723 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 131.9 (M:131.9) 2 10 1.83 563
724 true ENSGALP00000029965 translocase of outer mitochondrial membrane 22 homolog (yeast) - CGNC Symbol 13830 24.7 4.7 1 131.4 (M:131.4) 2 10.7 3.42 565
725 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 130.5 (M:130.5) 2 7.8 8.86 567
726 true ENSGALP00000017819 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 64.3 9 2 129.4 (M:129.4) 2 6.3 2.93 569



727 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 129.4 (M:129.4) 2 8.2 15.55 570
728 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 127.6 (M:127.6) 2 27.2 7.87 576
729 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 126.4 (M:126.4) 2 24.6 9.63 581
730 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 124.8 (M:124.8) 2 10.1 9.5 587
731 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 124.1 (M:124.1) 2 7.4 4.56 590
732 true ENSGALP00000022412 transducin (beta)-like 1 X-linked receptor 1 - CGNC Symbol 52737 51.5 5.2 2 121.5 (M:121.5) 2 5.9 5.9 600
733 true ENSGALP00000021055 dynamin 1-like - CGNC Symbol 9791 77.6 6.2 1 121.2 (M:121.2) 2 3.6 6.31 601
734 true ENSGALP00000041022 DNA polymerase alpha subunit B-like - CGNC Symbol 63391 26.7 10 1 121.2 (M:121.2) 2 14.3 6.76 602
735 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 117.5 (M:117.5) 2 23.3 6.29 620
736 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 117.2 (M:117.2) 2 17.5 21350.28 622
737 true ENSGALP00000040418 no description available 26 6 1 117.1 (M:117.1) 2 9.4 8.94 625
738 true ENSGALP00000040974 Gallus gallus NCK-associated protein 1-like (NCKAP1L) mRNA. - RefSeq mRNA NM_001031339 126.7 6.1 1 116.8 (M:116.8) 2 2.9 5.82 628
739 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 115.9 (M:115.9) 2 8.7 5.54 630
740 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 115.8 (M:115.8) 2 12.9 7.63 631
741 true ENSGALP00000020134 3-hydroxybutyrate dehydrogenase type 2 - CGNC Symbol 9371 26.8 6.8 1 115.5 (M:115.5) 2 12.2 9.41 634
742 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 115.4 (M:115.4) 2 11.8 5.68 635
743 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 113.8 (M:113.8) 2 21.1 4.61 640
744 true ENSGALP00000013480 V-set and immunoglobulin domain containing 1 - CGNC Symbol 6282 36.5 5.3 1 113.4 (M:113.4) 2 6.9 7.92 642
745 true ENSGALP00000019178 ubiquitin-like modifier activating enzyme 6 - CGNC Symbol 8930 115 5.8 1 113.4 (M:113.4) 2 3.5 6.24 643
746 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 112.9 (M:112.9) 2 8 4.55 647
747 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 112.8 (M:112.8) 2 10.7 8.2 648
748 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 1 111.8 (M:111.8) 2 7 13.56 653
749 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 111.8 (M:111.8) 2 11.1 13.76 654
750 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 111.5 (M:111.5) 2 8.4 5.51 655
751 true ENSGALP00000028084 osteoclast stimulating factor 1 - CGNC Symbol 13080 23.6 5.3 1 111.1 (M:111.1) 2 15.9 0.57 657
752 true ENSGALP00000032645 DNA nucleotidylexotransferase - CGNC Symbol 5270 58.3 8.3 1 110.7 (M:110.7) 2 4.3 5.72 658
753 true ENSGALP00000041817 marginal zone B and B1 cell specific protein - CGNC Symbol 63940 20.9 6.4 1 110.4 (M:110.4) 2 14.7 4.21 661
754 true ENSGALP00000011984 CD3d molecule delta (CD3-TCR complex) - CGNC Symbol 49849 19.5 8.2 1 109.6 (M:109.6) 2 14.2 8.69 664
755 true ENSGALP00000007833 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.1 2 109.5 (M:109.5) 2 5.7 8.36 666
756 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 109.5 (M:109.5) 2 11.7 7.45 667
757 true ENSGALP00000020185 Gallus gallus chromosome 5 open reading frame human C14orf166 (C5H14ORF166) mRNA. - RefSeq m  27.4 5.8 1 109.3 (M:109.3) 2 8.8 9.76 668
758 true ENSGALP00000007355 ataxin 2 - CGNC Symbol 3422 118.2 9.3 1 109.0 (M:109.0) 2 3.2 3.52 671
759 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 107.6 (M:107.6) 2 44.1 3.48 674
760 true ENSGALP00000018705 dynein cytoplasmic 1 light intermediate chain 1 - CGNC Symbol 8732 55.9 5.8 1 107.1 (M:107.1) 2 5.2 1.24 679
761 true ENSGALP00000023942 poly(A) binding protein interacting protein 1 - CGNC Symbol 53015 52.3 4.6 1 106.8 (M:106.8) 2 6.5 2.65 681
762 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 106.4 (M:106.4) 2 7.1 4.41 684
763 true ENSGALP00000040802 no description available 18.2 10.3 2 105.6 (M:105.6) 2 15.1 13.44 686
764 true ENSGALP00000022392 transportin 3 - CGNC Symbol 10345 96.2 5.4 1 104.4 (M:104.4) 2 3.4 2.75 691
765 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 104.0 (M:104.0) 2 10.9 12318.63 693
766 true ENSGALP00000010409 sphingomyelin phosphodiesterase 4 - CGNC Symbol 4864 96.2 7.7 1 103.4 (M:103.4) 2 3.6 2.64 694
767 true ENSGALP00000005129 CWF19-like 1 cell cycle control (S. pombe) - CGNC Symbol 2360 59.9 7.5 1 103.2 (M:103.2) 2 5.8 7.91 695
768 true ENSGALP00000025808 ribonucleotide reductase M2 B (TP53 inducible) - CGNC Symbol 11989 40.4 5 2 103.0 (M:103.0) 2 5.7 1.88 696
769 true ENSGALP00000030436 nucleolar protein 7 - CGNC Symbol 9631 25.4 10.2 1 102.9 (M:102.9) 2 13.7 3.92 697
770 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 102.7 (M:102.7) 2 10.1 4.7 699
771 true ENSGALP00000027216 transmembrane 9 superfamily member 2 - CGNC Symbol 12665 75.3 7 1 102.7 (M:102.7) 2 5 1.88 700
772 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 102.6 (M:102.6) 2 7.3 7.91 701
773 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 102.0 (M:102.0) 2 25 4.73 703
774 true ENSGALP00000026615 carbamoyl-phosphate synthetase 2 aspartate transcarbamylase and dihydroorotase - HGNC:1424 200.7 5.9 1 101.9 (M:101.9) 2 1.4 12.41 705
775 true ENSGALP00000003564 unkempt family zinc finger - CGNC Symbol 1623 91.8 6.6 1 101.6 (M:101.6) 2 3.4 16.77 707
776 true ENSGALP00000003205 signal recognition particle 68kDa - CGNC Symbol 1465 68.8 8.6 1 101.5 (M:101.5) 2 4.2 9.43 708
777 true ENSGALP00000021837 ubiquitin like modifier activating enzyme 3 - CGNC Symbol 52666 51.6 5.3 1 101.4 (M:101.4) 2 6.9 9.69 709
778 true ENSGALP00000013870 X-prolyl aminopeptidase (aminopeptidase P) 1 soluble - CGNC Symbol 6466 70 5.8 1 101.4 (M:101.4) 2 4 9.72 710
779 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 101.3 (M:101.3) 2 2.6 7.34 712
780 true ENSGALP00000003116 protein tyrosine phosphatase non-receptor type 11-like - CGNC Symbol 50998 68 7.6 2 100.7 (M:100.7) 2 3.4 4.05 714
781 true ENSGALP00000043242 RAD23 homolog A (S. cerevisiae) - CGNC Symbol 63890 24 4.2 1 100.6 (M:100.6) 2 13.6 17.07 715
782 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 100.4 (M:100.4) 2 11.9 9.71 716
783 true ENSGALP00000019330 polymerase (DNA) delta interacting protein 3 - CGNC Symbol 8993 45.9 9.9 1 100.4 (M:100.4) 2 6.7 18603.95 717
784 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 100.0 (M:100.0) 2 12.2 4.62 720
785 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 99.5 (M:99.5) 2 25.7 3.15 721
786 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 99.3 (M:99.3) 2 6.9 2.92 722
787 true ENSGALP00000042983 zinc finger protein 687 - HGNC:29277 136.3 8.5 1 99.0 (M:99.0) 2 2.1 4.13 723
788 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 98.9 (M:98.9) 2 3.7 8.8 725
789 true ENSGALP00000033594 phosphohistidine phosphatase 1 - CGNC Symbol 14487 13.9 5.7 1 98.8 (M:98.8) 2 25.4 6.39 727
790 true ENSGALP00000004924 nuclear receptor corepressor 2 - CGNC Symbol 2259 274.4 8 1 98.7 (M:98.7) 2 1.1 5.38 728
791 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 98.3 (M:98.3) 2 8.6 6.13 729
792 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 98.2 (M:98.2) 2 28.7 2.55 731
793 true ENSGALP00000015979 peptidylprolyl isomerase G (cyclophilin G) - CGNC Symbol 7474 88.1 10.6 1 97.8 (M:97.8) 2 3.6 1.97 732
794 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 97.8 (M:97.8) 2 14.2 4.7 733
795 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 97.4 (M:97.4) 2 14.2 2.5 737
796 true ENSGALP00000018737 nucleoporin 54kDa - CGNC Symbol 8743 58.8 6.3 1 97.0 (M:97.0) 2 6.9 7.64 740
797 true ENSGALP00000027997 dolichyl-phosphate mannosyltransferase polypeptide 1 catalytic subunit - CGNC Symbol 13045 27.2 9.4 1 96.3 (M:96.3) 2 9.5 4.8 744
798 true ENSGALP00000028664 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 54.2 8.4 2 96.2 (M:96.2) 2 6.5 1.56 745
799 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 96.1 (M:96.1) 2 6.8 9.1 746
800 true ENSGALP00000041673 Surfeit locus protein 4 - UP Q800K9 30.6 7.6 1 95.8 (M:95.8) 2 6.7 14.46 747
801 true ENSGALP00000042641 GATA zinc finger domain containing 2B - HGNC:30778 62.9 9.8 3 95.7 (M:95.7) 2 3.7 5.81 748
802 true ENSGALP00000037877 elongation factor like GTPase 1 - CGNC Symbol 49990 80.7 5.6 1 95.6 (M:95.6) 2 4.8 3.55 750
803 true ENSGALP00000024253 cell division cycle 40 - CGNC Symbol 11202 65.7 6.2 1 94.3 (M:94.3) 2 4.1 15.16 757
804 true ENSGALP00000015326 serine/arginine-rich splicing factor 5 - CGNC Symbol 7162 30.4 11.5 1 94.2 (M:94.2) 2 6.1 6.28 758
805 true ENSGALP00000018179 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 133.2 5.9 2 94.2 (M:94.2) 2 2.2 8.99 760
806 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 94.1 (M:94.1) 2 9 3.62 761
807 true ENSGALP00000027194 tripeptidyl peptidase II - CGNC Symbol 12657 144.1 6.1 1 94.1 (M:94.1) 2 1.7 11.24 762
808 true ENSGALP00000037032 Rho GTPase activating protein 15 - CGNC Symbol 9435 54.6 9.4 1 94.0 (M:94.0) 2 6.3 1.93 763
809 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 93.8 (M:93.8) 2 7.3 8.66 765
810 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 93.7 (M:93.7) 2 3.8 0.41 769
811 true ENSGALP00000010157 SON DNA binding protein - CGNC Symbol 4729 48.2 9.6 1 93.1 (M:93.1) 2 6.2 2.98 771
812 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 92.6 (M:92.6) 2 5 9 774
813 true ENSGALP00000017667 GTPase activating protein (SH3 domain) binding protein 2 - CGNC Symbol 8269 59.9 5.8 1 92.5 (M:92.5) 2 3 11.99 775
814 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 92.0 (M:92.0) 2 20 4.61 778
815 true ENSGALP00000007671 family with sequence similarity 129 member A - CGNC Symbol 3572 90.7 5 1 91.8 (M:91.8) 2 3 7.44 780
816 true ENSGALP00000013410 ADP-ribosylation factor GTPase activating protein 2 - CGNC Symbol 51916 57.2 7.1 1 91.7 (M:91.7) 2 4.2 5.37 782
817 true ENSGALP00000013213 coatomer protein complex subunit gamma 2 - CGNC Symbol 50322 97.5 5.5 1 91.2 (M:91.2) 2 2.5 2.25 785
818 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 90.6 (M:90.6) 2 12.4 9.01 786
819 true ENSGALP00000002497 proteasome 26S subunit non-ATPase 5 - CGNC Symbol 1140 55.7 5.2 1 90.5 (M:90.5) 2 4 18856.51 787
820 true ENSGALP00000001050 megakaryocyte-associated tyrosine kinase - CGNC Symbol 470 53.5 8.6 1 90.4 (M:90.4) 2 4.6 9.89 789
821 true ENSGALP00000021519 NADH:ubiquinone oxidoreductase subunit S6 - CGNC Symbol 9959 14 9.2 1 90.3 (M:90.3) 2 28.1 6.55 790
822 true ENSGALP00000005619 polyamine oxidase (exo-N4-amino) - CGNC Symbol 65340 54.9 5 1 89.6 (M:89.6) 2 5.8 7.52 794
823 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 89.2 (M:89.2) 2 10.2 20808.28 796
824 true ENSGALP00000001964 ABI family member 3 - CGNC Symbol 878 40.5 5 1 89.2 (M:89.2) 2 7.4 14836.3 797
825 true ENSGALP00000009988 lanosterol synthase (2 3-oxidosqualene-lanosterol cyclase) - CGNC Symbol 4650 76.9 5.8 1 88.4 (M:88.4) 2 3.3 16.49 803
826 true ENSGALP00000009408 acetyl-CoA acyltransferase 1 - CGNC Symbol 4375 44.6 9.3 1 88.0 (M:88.0) 2 8.1 16.27 806
827 true ENSGALP00000012282 ribosomal RNA processing 12 homolog - CGNC Symbol 5736 143.6 8.5 1 87.9 (M:87.9) 2 1.6 3.42 808
828 true ENSGALP00000042635 FK506 binding protein 1A 12kDa - CGNC Symbol 20061 8.9 6.8 1 87.6 (M:87.6) 2 23.8 5.66 810
829 true ENSGALP00000000468 Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq mRNA N 46.2 7.1 1 87.3 (M:87.3) 2 4.6 1.04 812
830 true ENSGALP00000038576 GTPase IMAP family member 7-like - CGNC Symbol 53739 25.3 7.8 2 87.2 (M:87.2) 2 7.5 8.5 813



831 true ENSGALP00000018418 N-glycanase 1 - CGNC Symbol 8593 74 8.1 1 86.1 (M:86.1) 2 3.2 1.06 820
832 true ENSGALP00000021770 transducin (beta)-like 1X-linked - CGNC Symbol 52656 56.6 5.4 1 86.1 (M:86.1) 2 5 14019.21 821
833 true ENSGALP00000011814 RAB35 member RAS oncogene family - CGNC Symbol 5524 23.1 8.2 1 85.9 (M:85.9) 2 12.4 5.26 823
834 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 85.6 (M:85.6) 2 5.7 13.2 825
835 true ENSGALP00000021405 Gallus gallus YKT6 v-SNARE homolog (S. cerevisiae) (YKT6) mRNA. - RefSeq mRNA NM_001113744 22.4 5.5 1 85.0 (M:85.0) 2 12.1 4.23 828
836 true ENSGALP00000015978 aquarius intron-binding spliceosomal factor - CGNC Symbol 7473 174.1 6.2 1 84.8 (M:84.8) 2 1.5 3.33 831
837 true ENSGALP00000015909 RAB33B member RAS oncogene family - CGNC Symbol 7437 25.7 8.2 2 84.5 (M:84.5) 2 9.2 11.47 832
838 true ENSGALP00000005126 SUB1 homolog (S. cerevisiae) - CGNC Symbol 2359 14.2 9.6 2 84.3 (M:84.3) 2 19.8 8.32 833
839 true ENSGALP00000014189 phosphotriesterase related - CGNC Symbol 6624 39.9 6.2 1 84.3 (M:84.3) 2 7.3 1.76 834
840 true ENSGALP00000011221 B-TFIID TATA-box binding protein associated factor 1 - CGNC Symbol 5235 195.8 6.2 1 84.2 (M:84.2) 2 1.6 8.72 836
841 true ENSGALP00000043372 farnesyl diphosphate synthase - CGNC Symbol 23240 27.1 5.7 1 83.9 (M:83.9) 2 5.6 12.82 837
842 true ENSGALP00000016184 OTU deubiquitinase 4 - CGNC Symbol 51745 125 7.7 1 83.9 (M:83.9) 2 2.7 2.9 839
843 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 1 83.4 (M:83.4) 2 12.2 15.35 841
844 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 83.2 (M:83.2) 2 10.3 7 844
845 true ENSGALP00000025803 ubiquitin protein ligase E3 component n-recognin 5 - CGNC Symbol 51215 308 5.6 1 82.8 (M:82.8) 2 1.4 17.45 846
846 true ENSGALP00000017958 chromobox homolog 3 - CGNC Symbol 8386 19.8 5 2 82.5 (M:82.5) 2 17.2 2.11 848
847 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 82.0 (M:82.0) 2 6.9 7.57 854
848 true ENSGALP00000023281 NOP2 nucleolar protein - CGNC Symbol 10744 71.5 8.6 1 82.0 (M:82.0) 2 2.8 7.76 856
849 true ENSGALP00000042962 zinc finger protein 740 - CGNC Symbol 63794 21.3 9.5 1 81.7 (M:81.7) 2 12.9 3.82 857
850 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 80.9 (M:80.9) 2 9.5 8.36 861
851 true ENSGALP00000009066 sorting nexin 12 - CGNC Symbol 53438 18.9 8.6 1 80.8 (M:80.8) 2 12.3 22817.9 862
852 true ENSGALP00000026127 thyroglobulin - CGNC Symbol 65221 299.7 4.9 1 80.8 (M:80.8) 2 1 12.43 863
853 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 80.5 (M:80.5) 2 18.8 12.8 864
854 true ENSGALP00000001201 mitogen-activated protein kinase 14 - CGNC Symbol 13975 41.7 5.3 1 80.3 (M:80.3) 2 6.3 8.3 865
855 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 80.1 (M:80.1) 2 2.3 2.99 867
856 true ENSGALP00000013516 N-ethylmaleimide-sensitive factor attachment protein beta - CGNC Symbol 6300 33.3 5.4 1 79.8 (M:79.8) 2 10.1 12.93 868
857 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 79.7 (M:79.7) 2 6.9 1.07 869
858 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 79.6 (M:79.6) 2 14 12.64 871
859 true ENSGALP00000022375 vesicle (multivesicular body) trafficking 1 - CGNC Symbol 10336 33.9 6.1 1 79.5 (M:79.5) 2 7.2 15555.64 872
860 true ENSGALP00000030678 no description available 68.2 6.5 1 79.5 (M:79.5) 2 4.3 10.83 873
861 true ENSGALP00000039979 small ArfGAP2 - CGNC Symbol 51046 43.7 8.8 1 79.5 (M:79.5) 2 6 11.72 874
862 true ENSGALP00000021877 ATPase 13A1 - HGNC:24215 139.8 9 1 79.5 (M:79.5) 2 2.6 5.39 875
863 true ENSGALP00000026663 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      50.8 9.4 1 79.5 (M:79.5) 2 6.1 11.62 876
864 true ENSGALP00000031579 centromere protein U - CGNC Symbol 14122 39.6 9.3 1 79.1 (M:79.1) 2 6.7 18.19 879
865 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 79.0 (M:79.0) 2 4.9 9.49 880
866 true ENSGALP00000041554 GEM interacting protein - HGNC:24852 111.9 5.7 1 78.8 (M:78.8) 2 3.4 11.15 883
867 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 78.7 (M:78.7) 2 10.9 4.33 884
868 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 78.5 (M:78.5) 2 10.1 9.54 886
869 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 78.5 (M:78.5) 2 30.4 8.41 887
870 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 78.4 (M:78.4) 2 10.6 7.04 888
871 true ENSGALP00000027161 carbohydrate kinase domain containing - CGNC Symbol 50844 32.2 7.1 1 78.4 (M:78.4) 2 7 18530.13 889
872 true ENSGALP00000017715 Sp4 transcription factor - CGNC Symbol 8286 81.3 6.8 1 77.9 (M:77.9) 2 1.5 7.81 892
873 true ENSGALP00000006490 charged multivesicular body protein 1B - CGNC Symbol 51632 22.2 7.8 1 77.9 (M:77.9) 2 8 5.85 893
874 true ENSGALP00000001655 proteasome (prosome macropain) subunit beta type 7 - CGNC Symbol 49143 28.1 6 1 77.7 (M:77.7) 2 5.4 1.71 895
875 true ENSGALP00000006494 formin binding protein 1 - CGNC Symbol 2999 71.3 5.5 1 77.5 (M:77.5) 2 4.9 13.87 898
876 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 77.2 (M:77.2) 2 2.5 25486.1 902
877 true ENSGALP00000018120 proteasome 26S subunit non-ATPase 14 - CGNC Symbol 8450 34.5 6 1 77.1 (M:77.1) 2 6.8 4.89 904
878 true ENSGALP00000036655 syntaxin 7 - CGNC Symbol 2118 29.3 5.3 1 77.0 (M:77.0) 2 9.7 13392.97 905
879 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 76.7 (M:76.7) 2 7.6 3.51 908
880 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 76.4 (M:76.4) 2 9.4 23082.18 912
881 true ENSGALP00000010267 H2A histone family member Y - CGNC Symbol 4787 39.2 9.8 2 76.4 (M:76.4) 2 8.4 5.48 914
882 true ENSGALP00000043461 eukaryotic translation initiation factor 3 subunit K - HGNC:24656 34.2 5.9 1 76.2 (M:76.2) 2 9.1 1.71 916
883 true ENSGALP00000028424 O-6-methylguanine-DNA methyltransferase - HGNC:7059 28.1 9.4 1 76.2 (M:76.2) 2 9.7 7.4 917
884 true ENSGALP00000024858 RCSD domain containing 1 - CGNC Symbol 50771 40.1 5 1 76.2 (M:76.2) 2 7.5 1.1 918
885 true ENSGALP00000005649 lysophosphatidylcholine acyltransferase 2 - CGNC Symbol 2610 64.9 6.5 1 76.0 (M:76.0) 2 5.8 8.24 919
886 true ENSGALP00000027209 propionyl-CoA carboxylase alpha subunit - CGNC Symbol 12663 78.5 7.8 1 75.2 (M:75.2) 2 2.9 10.5 924
887 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 75.2 (M:75.2) 2 6.6 6.76 925
888 true ENSGALP00000016631 keratin 5 - CGNC Symbol 49888 62.4 8.5 7 74.6 (M:74.6) 2 3.7 5.9 926
889 true ENSGALP00000019298 protein phosphatase 2 regulatory subunit B' epsilon isoform - CGNC Symbol 8975 50.7 6.1 1 74.4 (M:74.4) 2 6.2 8.55 929
890 true ENSGALP00000019064 DnaJ heat shock protein family (Hsp40) member C13 - CGNC Symbol 8873 254.8 6.3 1 74.4 (M:74.4) 2 1.2 7.04 930
891 true ENSGALP00000004614 thyroid hormone receptor interactor 12 - CGNC Symbol 2117 225.6 8.9 1 73.7 (M:73.7) 2 1.1 9.35 932
892 true ENSGALP00000017180 basic transcription factor 3-like 4 - CGNC Symbol 8026 17.3 6 2 73.6 (M:73.6) 2 22.2 15.2 933
893 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 73.3 (M:73.3) 2 2.6 6.33 936
894 true ENSGALP00000000338 proteasome inhibitor subunit 1 - CGNC Symbol 152 29.1 5.2 1 73.1 (M:73.1) 2 8.1 17275.04 939
895 true ENSGALP00000017268 mediator of cell motility 1 - CGNC Symbol 8068 33.3 6.5 1 72.8 (M:72.8) 2 7.8 10.17 943
896 true ENSGALP00000004889 proline synthetase co-transcribed homolog (bacterial) - CGNC Symbol 2245 30.1 8.4 1 72.4 (M:72.4) 2 9.1 4.38 944
897 true ENSGALP00000041153 no description available 70 6.8 1 72.0 (M:72.0) 2 3 11.5 947
898 true ENSGALP00000032097 CD5 molecule - CGNC Symbol 3864 51 8.8 1 71.9 (M:71.9) 2 6.3 6.64 948
899 true ENSGALP00000020310 SET binding factor 1 - CGNC Symbol 9447 200.1 7 1 71.4 (M:71.4) 2 1.5 4.08 950
900 true ENSGALP00000003538 eukaryotic translation termination factor 1 - CGNC Symbol 1614 49 5.5 1 71.4 (M:71.4) 2 5.5 5.3 951
901 true ENSGALP00000006365 lysophospholipase II - CGNC Symbol 2940 25.1 7.1 1 71.0 (M:71.0) 2 11.2 0.61 952
902 true ENSGALP00000015986 integrator complex subunit 7 - CGNC Symbol 7478 116.7 9.2 1 71.0 (M:71.0) 2 2.5 1.45 953
903 true ENSGALP00000025525 carbonic anhydrase II - CGNC Symbol 11834 29 6.6 1 70.7 (M:70.7) 2 11.5 11.22 954
904 true ENSGALP00000002338 splicing factor 3a subunit 3 - CGNC Symbol 1064 58.9 5.3 1 70.2 (M:70.2) 2 3 18560.5 957
905 true ENSGALP00000011711 engulfment and cell motility 2 - CGNC Symbol 5476 82.8 5.7 1 70.0 (M:70.0) 2 2.5 5.93 958
906 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 69.9 (M:69.9) 2 13.4 9.29 959
907 true ENSGALP00000010241 Uncharacterized protein - UniProtKB/TrEMBL V9GY05 - CGNC Symbol 4773 44.8 6.9 1 69.5 (M:69.5) 2 7 4.37 962
908 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 69.4 (M:69.4) 2 6.3 7.73 963
909 true ENSGALP00000003296 lymphocyte cytosolic protein 2 (SH2 domain containing leukocyte protein of 76kDa) - CGNC Symbol 15 59.5 5.9 1 69.0 (M:69.0) 2 5.1 8.26 965
910 true ENSGALP00000005971 annexin A2 - CGNC Symbol 49740 38.6 6.9 1 69.0 (M:69.0) 2 5.6 2.51 966
911 true ENSGALP00000006581 DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 - CGNC Symbol 3039 77.1 9.4 1 69.0 (M:69.0) 2 4.9 11.15 967
912 true ENSGALP00000011559 integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC Sym  88.6 5.1 1 68.9 (M:68.9) 2 2.1 9.83 970
913 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 68.7 (M:68.7) 2 2.8 7.23 971
914 true ENSGALP00000011486 myocyte enhancer factor 2A - CGNC Symbol 49427 52.7 8.8 3 68.6 (M:68.6) 2 7.7 3.65 972
915 true ENSGALP00000022235 CNDP dipeptidase 2 (metallopeptidase M20 family) - CGNC Symbol 13892 53 5.7 1 68.5 (M:68.5) 2 4.8 7.41 973
916 true ENSGALP00000026406 ribosomal protein S6 kinase 90kDa polypeptide 3 - CGNC Symbol 12282 80.6 7 1 68.3 (M:68.3) 2 4.1 11.94 976
917 true ENSGALP00000025512 phosphoglucomutase 3 - CGNC Symbol 11829 59.9 6.2 1 68.1 (M:68.1) 2 4.2 4.49 977
918 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 68.1 (M:68.1) 2 2.9 7.28 978
919 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 68.0 (M:68.0) 2 5.1 4.02 979
920 true ENSGALP00000002508 Gallus gallus SIN3 transcription regulator family member A (SIN3A) mRNA. - RefSeq mRNA NM_001293 145.5 6.9 1 68.0 (M:68.0) 2 2.2 3.97 980
921 true ENSGALP00000022479 RNA (guanine-7-) methyltransferase - CGNC Symbol 10392 47.5 5.5 1 67.8 (M:67.8) 2 5.8 4.6 981
922 true ENSGALP00000001302 casein kinase 2 alpha prime polypeptide - CGNC Symbol 585 41.2 8.2 1 67.6 (M:67.6) 2 6.9 11.45 984
923 true ENSGALP00000001243 adaptor-related protein complex 1 gamma 1 subunit - CGNC Symbol 554 91.3 6.4 1 67.4 (M:67.4) 2 2.4 0.9 985
924 true ENSGALP00000014747 high mobility group box 3 - CGNC Symbol 6903 24.8 8.6 1 67.3 (M:67.3) 2 9.7 0.99 986
925 true ENSGALP00000009213 YTH domain family member 1 - CGNC Symbol 4283 61.2 9 3 67.3 (M:67.3) 2 3.9 3.02 987
926 true ENSGALP00000041061 threonyl-tRNA synthetase 2 mitochondrial (putative) - CGNC Symbol 56005 78.8 6.4 1 67.3 (M:67.3) 2 3.2 4.58 988
927 true ENSGALP00000041444 saccharopine dehydrogenase (putative) - CGNC Symbol 8083 41 9.2 2 67.2 (M:67.2) 2 5.3 5.24 990
928 true ENSGALP00000012348 Gallus gallus LIM domain binding 1 (LDB1) mRNA. - RefSeq mRNA NM_205070 46.6 6.6 1 67.1 (M:67.1) 2 5.6 3.04 991
929 true ENSGALP00000019040 nucleoporin 205kDa - CGNC Symbol 8864 228.2 5.7 1 67.0 (M:67.0) 2 1.6 13.92 994
930 true ENSGALP00000021769 scaffold attachment factor B - CGNC Symbol 52657 103.7 5.5 1 66.8 (M:66.8) 2 2.3 5.39 997
931 true ENSGALP00000017805 double PHD fingers 2 - HGNC:9964 31.5 8.6 1 66.8 (M:66.8) 2 7.3 13.62 999
932 true ENSGALP00000004257 5'-3' exoribonuclease 1 - CGNC Symbol 1951 197 7.8 1 66.6 (M:66.6) 2 1.3 5.99 1001
933 true ENSGALP00000026558 ATPase family AAA domain containing 2B - HGNC:29230 155.3 6.9 1 66.6 (M:66.6) 2 2.3 6.88 1002
934 true ENSGALP00000012405 proteasome 26S subunit non-ATPase 1 - CGNC Symbol 5786 88.2 6.6 1 66.6 (M:66.6) 2 3.5 5.29 1003



935 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 66.5 (M:66.5) 2 30.2 13.42 1004
936 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 66.1 (M:66.1) 2 10.7 13.13 1006
937 true ENSGALP00000014379 DnaJ heat shock protein family (Hsp40) member C10 - CGNC Symbol 6729 91.4 6.6 1 66.1 (M:66.1) 2 3.4 10.58 1007
938 true ENSGALP00000039722 no description available 19.6 6.2 1 66.0 (M:66.0) 2 8.6 8.68 1008
939 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 65.9 (M:65.9) 2 5.5 11.67 1009
940 true ENSGALP00000007593 prosaposin - CGNC Symbol 49395 57.5 5.1 1 65.9 (M:65.9) 2 3.9 10.67 1010
941 true ENSGALP00000043126 Major histocompatibility complex class I antigen BF2 - CGNC Symbol 52441 38.9 6.7 4 65.5 (M:65.5) 2 5.1 13.47 1013
942 true ENSGALP00000007511 Uncharacterized protein - UniProtKB/TrEMBL F8VP50 - CGNC Symbol 3502 57.3 8.2 1 65.4 (M:65.4) 2 5.3 15.49 1016
943 true ENSGALP00000005281 clathrin light chain B - CGNC Symbol 50199 28.1 4.9 1 65.4 (M:65.4) 2 7.1 6.8 1017
944 true ENSGALP00000011666 kinesin family member 5B - CGNC Symbol 5451 110.1 6.1 1 65.3 (M:65.3) 2 2.2 14.59 1019
945 true ENSGALP00000026392 ribosomal protein S7 - CGNC Symbol 51562 22.3 10.1 1 65.0 (M:65.0) 2 13.3 3.26 1020
946 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 65.0 (M:65.0) 2 1.8 24719.12 1021
947 true ENSGALP00000002366 Mov10 Moloney leukemia virus 10 homolog (mouse) - CGNC Symbol 51112 109.2 9 1 65.0 (M:65.0) 2 3.2 8.26 1022
948 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 64.5 (M:64.5) 2 8.6 5.07 1025
949 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 63.8 (M:63.8) 2 4 3.05 1031
950 true ENSGALP00000007174 SH3-domain GRB2-like endophilin B1 - CGNC Symbol 4722 40.8 6 1 63.6 (M:63.6) 2 7.7 10.63 1033
951 true ENSGALP00000009283 zinc finger protein 143 - CGNC Symbol 4317 70.5 5.7 1 63.2 (M:63.2) 2 5.4 9.98 1037
952 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 63.2 (M:63.2) 2 4.5 10.7 1038
953 true ENSGALP00000013710 ribosomal protein L32 - CGNC Symbol 50169 15.9 11.4 1 63.2 (M:63.2) 2 15.6 0.97 1039
954 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 63.0 (M:63.0) 2 18.4 7.38 1040
955 true ENSGALP00000001611 actin-related protein T2 - CGNC Symbol 53286 41 5.9 1 62.8 (M:62.8) 2 4.3 14.23 1042
956 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 62.8 (M:62.8) 2 2.1 5.22 1044
957 true ENSGALP00000005037 TSR1 ribosome maturation factor - HGNC:25542 92.1 6.3 1 62.6 (M:62.6) 2 3 7.43 1045
958 true ENSGALP00000014104 Ras association (RalGDS/AF-6) and pleckstrin homology domains 1 - CGNC Symbol 6585 135 9.1 1 62.4 (M:62.4) 2 1.6 2.84 1047
959 true ENSGALP00000020098 cyclin-dependent kinase 13 - CGNC Symbol 51337 145 9.8 1 62.0 (M:62.0) 2 1.3 9.88 1051
960 true ENSGALP00000033698 no description available 61.4 8.4 1 61.7 (M:61.7) 2 3.3 21.37 1053
961 true ENSGALP00000041156 E3 ubiquitin-protein ligase Hakai - Refseq NP_001007849 67 9.8 1 61.4 (M:61.4) 2 6.2 1.52 1055
962 true ENSGALP00000005224 isocitrate dehydrogenase 3 (NAD+) alpha - CGNC Symbol 2399 39.3 7.7 2 61.1 (M:61.1) 2 5.8 6.25 1056
963 true ENSGALP00000006366 apoptosis-inducing factor mitochondrion-associated 1 - CGNC Symbol 2941 64.5 9.1 1 61.0 (M:61.0) 2 3.4 13.32 1057
964 true ENSGALP00000022871 tubulin tyrosine ligase like 12 - CGNC Symbol 10561 72.8 5.1 1 60.9 (M:60.9) 2 4.8 10936.98 1058
965 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 60.8 (M:60.8) 2 9.1 11.37 1059
966 true ENSGALP00000002186 WD repeat domain 77 - CGNC Symbol 991 30.8 5 1 60.5 (M:60.5) 2 7.4 9.56 1063
967 true ENSGALP00000042153 Hsap of 1: translocase of inner mitochondrial membrane 50 - HGNC:23656 27.1 6.5 1 60.3 (M:60.3) 2 10.1 4.6 1066
968 true ENSGALP00000013413 DnaJ heat shock protein family (Hsp40) member C2 - CGNC Symbol 6249 71.4 8.7 1 60.1 (M:60.1) 2 4 4.8 1069
969 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 59.9 (M:59.9) 2 14 9.21 1070
970 true ENSGALP00000034083 sorting nexin 1 - CGNC Symbol 1560 58.1 5.3 1 59.7 (M:59.7) 2 4.7 9.62 1071
971 true ENSGALP00000042867 myocyte enhancer factor 2D - CGNC Symbol 54130 60.6 8.9 1 59.6 (M:59.6) 2 4.5 7.25 1073
972 true ENSGALP00000023543 SAP domain-containing ribonucleoprotein - Refseq NP_001026495 23.4 6.8 1 59.6 (M:59.6) 2 9.5 19.93 1074
973 true ENSGALP00000007207 dynactin subunit 4 - CGNC Symbol 3352 53.2 6.9 1 59.4 (M:59.4) 2 7.3 7.65 1076
974 true ENSGALP00000015892 N(alpha)-acetyltransferase 15 NatA auxiliary subunit - CGNC Symbol 7432 95.3 6.3 2 59.4 (M:59.4) 2 2.2 5.97 1077
975 true ENSGALP00000012691 methylthioribulose-1-phosphate dehydratase - Refseq NP_001026718 26.8 6.1 1 59.0 (M:59.0) 2 9.1 8.65 1078
976 true ENSGALP00000037931 DEAH (Asp-Glu-Ala-His) box polypeptide 38 - CGNC Symbol 504 140.9 6.2 1 59.0 (M:59.0) 2 1.8 15.1 1080
977 true ENSGALP00000025048 phosphatidylinositol-3 4 5-trisphosphate dependent Rac exchange factor 2 - HGNC:22950 193.3 8 1 58.5 (M:58.5) 2 0.8 15.21 1083
978 true ENSGALP00000040813 transcription factor Sp1 - Refseq NP_989935 76.9 6.3 2 58.4 (M:58.4) 2 2.7 10.4 1085
979 true ENSGALP00000039765 UTP14 U3 small nucleolar ribonucleoprotein homolog A (yeast) - CGNC Symbol 51631 84.5 6.1 1 58.2 (M:58.2) 2 2.6 4.95 1086
980 true ENSGALP00000008735 helicase lymphoid-specific - CGNC Symbol 4060 94.7 8.3 1 58.0 (M:58.0) 2 3.2 11.04 1087
981 true ENSGALP00000002625 Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq m  55.8 5.5 1 58.0 (M:58.0) 2 4.9 3.17 1088
982 true ENSGALP00000017367 Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA NM_001308 17.1 6 1 57.8 (M:57.8) 2 8.9 23978.67 1090
983 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 57.8 (M:57.8) 2 8.5 10.62 1092
984 true ENSGALP00000039645 RNA pseudouridylate synthase domain containing 2 - HGNC:24180 54 6.4 1 57.5 (M:57.5) 2 2.8 19.57 1093
985 true ENSGALP00000025005 RAD23 homolog B (S. cerevisiae) - CGNC Symbol 11587 43.1 4.7 1 57.5 (M:57.5) 2 4.2 3.46 1094
986 true ENSGALP00000005231 transmembrane p24 trafficking protein 2 - CGNC Symbol 2402 22.6 5.3 1 57.4 (M:57.4) 2 7 8.25 1095
987 true ENSGALP00000027374 general transcription factor IIF subunit 2 - CGNC Symbol 12740 28.5 9.2 1 57.4 (M:57.4) 2 13.3 1.07 1096
988 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 57.0 (M:57.0) 2 2.4 13063.51 1100
989 true ENSGALP00000038107 squamous cell carcinoma antigen recognized by T-cells 3 - HGNC:16860 107.7 5.3 1 56.7 (M:56.7) 2 2.3 7.44 1102
990 true ENSGALP00000001685 NIMA-related kinase 6 - CGNC Symbol 759 36.3 7.2 2 56.7 (M:56.7) 2 9.6 4.01 1103
991 true ENSGALP00000014146 replication factor C subunit 4 - CGNC Symbol 6607 39.7 8.3 1 56.4 (M:56.4) 2 5.5 15.35 1106
992 true ENSGALP00000041856 MHC BF1 class I - CGNC Symbol 54365 39.5 7.6 4 56.0 (M:56.0) 2 6.1 12.65 1110
993 true ENSGALP00000024767 abhydrolase domain containing 10 - CGNC Symbol 11454 33.3 9 1 55.9 (M:55.9) 2 6.1 14.82 1111
994 true ENSGALP00000002091 TRAF3 interacting protein 3 - CGNC Symbol 940 61.6 8.6 1 55.8 (M:55.8) 2 4.7 2.61 1112
995 true ENSGALP00000000613 nucleoporin 160kDa - CGNC Symbol 54143 100.1 5.3 1 55.7 (M:55.7) 2 2.4 2.56 1114
996 true ENSGALP00000041944 Hsap of 1: phenylalanyl-tRNA synthetase alpha subunit - HGNC:3592 22.8 8.1 1 55.3 (M:55.3) 2 9.6 13.29 1117
997 true ENSGALP00000042645 coiled-coil-helix-coiled-coil-helix domain containing 10 - CGNC Symbol 50384 15.3 9.8 1 55.1 (M:55.1) 2 18.7 10.06 1118
998 true ENSGALP00000009169 Uncharacterized protein - UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 4269 49.9 9.3 1 54.9 (M:54.9) 2 4.9 2.17 1120
999 true ENSGALP00000011338 RNA binding motif protein 7 - CGNC Symbol 5294 31.3 9.4 1 54.8 (M:54.8) 2 7.5 9.85 1123

1000 true ENSGALP00000016413 DNA methyltransferase 1 associated protein 1 - CGNC Symbol 7677 53.3 9.3 1 54.7 (M:54.7) 2 4.7 15.72 1125
1001 true ENSGALP00000000423 cysteine and glycine-rich protein 1 - CGNC Symbol 188 20.4 8.9 1 54.7 (M:54.7) 2 16.1 5.37 1126
1002 true ENSGALP00000018070 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) - C   60.7 6.9 1 54.5 (M:54.5) 2 4.9 12.34 1127
1003 true ENSGALP00000012251 nitrilase 1 - CGNC Symbol 53702 35.7 8.5 1 54.1 (M:54.1) 2 6.4 2.99 1130
1004 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 54.1 (M:54.1) 2 6.6 6.67 1131
1005 true ENSGALP00000041361 ribosomal protein L17 - HGNC:10307 17.1 10.1 3 54.0 (M:54.0) 2 9.6 12.96 1133
1006 true ENSGALP00000001096 TBC1 domain family member 22B - CGNC Symbol 481 59.2 7.2 2 53.9 (M:53.9) 2 3.2 5.06 1134
1007 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 53.9 (M:53.9) 2 12.6 4.9 1136
1008 true ENSGALP00000017248 protein kinase D3 - CGNC Symbol 8057 100.3 6.3 2 53.7 (M:53.7) 2 3.3 2.75 1139
1009 true ENSGALP00000004002 glucuronidase beta - CGNC Symbol 53202 74.5 6.5 1 53.6 (M:53.6) 2 2.3 5.57 1140
1010 true ENSGALP00000038847 ATPase class VI type 11B - CGNC Symbol 6709 132.6 6.8 1 53.1 (M:53.1) 2 2.2 5.6 1143
1011 true ENSGALP00000018382 early endosome antigen 1 - CGNC Symbol 8572 161.6 5.6 1 52.7 (M:52.7) 2 2.3 8.19 1146
1012 true ENSGALP00000005180 glutathione synthetase - CGNC Symbol 2381 52.3 5.7 1 52.6 (M:52.6) 2 3.6 3.69 1148
1013 true ENSGALP00000011018 ubiquitin specific peptidase 19 - HGNC:12617 160.2 7.3 1 52.5 (M:52.5) 2 2.6 1.06 1150
1014 true ENSGALP00000009728 serine/threonine protein kinase MST4 - CGNC Symbol 51666 47 5.9 1 52.0 (M:52.0) 2 4.8 8.26 1156
1015 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 51.7 (M:51.7) 2 3.7 2.03 1161
1016 true ENSGALP00000042618 Translationally-controlled tumor protein homolog - UP P43347 19.5 4.9 1 51.4 (M:51.4) 2 8.7 12.47 1164
1017 true ENSGALP00000023820 phosphoinositide-3-kinase regulatory subunit 3 (gamma) - CGNC Symbol 7864 83.3 5.4 1 51.3 (M:51.3) 2 1.9 11.29 1167
1018 true ENSGALP00000002831 PRKR interacting protein 1 (IL11 inducible) - CGNC Symbol 1289 22.4 9 1 51.3 (M:51.3) 2 14.8 6.64 1168
1019 true ENSGALP00000043088 proteasome (prosome macropain) 26S subunit non-ATPase 4 - CGNC Symbol 59257 39.8 4.7 2 51.2 (M:51.2) 2 4.9 7.55 1170
1020 true ENSGALP00000018494 zinc finger RANBP2-type containing 2 - CGNC Symbol 52241 37.8 10 1 50.8 (M:50.8) 2 5.4 0.82 1173
1021 true ENSGALP00000026567 splicing factor 3b subunit 6 - CGNC Symbol 51580 14.6 9.4 1 50.7 (M:50.7) 2 16.8 15.9 1175
1022 true ENSGALP00000018856 MOB kinase activator 1B - CGNC Symbol 8797 25.3 6.3 2 50.5 (M:50.5) 2 11.9 5.75 1178
1023 true ENSGALP00000027920 signal peptidase complex subunit 2 - CGNC Symbol 13733 21.6 9 1 50.4 (M:50.4) 2 7.9 9.68 1181
1024 true ENSGALP00000019945 ribosomal protein S29 - CGNC Symbol 9289 7 10.2 1 49.7 (M:49.7) 2 25 9.45 1191
1025 true ENSGALP00000041656 succinate dehydrogenase complex subunit C - CGNC Symbol 63505 11.9 10 1 49.6 (M:49.6) 2 22.4 16643.18 1196
1026 true ENSGALP00000029249 tumor protein D52-like 2 - CGNC Symbol 50951 22.2 5.6 1 49.5 (M:49.5) 2 13.2 7.31 1199
1027 true ENSGALP00000018216 pleckstrin homology domain containing family A (phosphoinositide binding specific) member 8 - CGNC  58.7 5 2 49.4 (M:49.4) 2 2.9 17.12 1201
1028 true ENSGALP00000018671 STT3B subunit of the oligosaccharyltransferase complex (catalytic) - CGNC Symbol 53366 82.8 9 1 49.3 (M:49.3) 2 3.2 8.83 1203
1029 true ENSGALP00000006523 cell division cycle and apoptosis regulator 1 - CGNC Symbol 52027 131.2 5.6 1 49.3 (M:49.3) 2 3 6.16 1205
1030 true ENSGALP00000004453 G protein pathway suppressor 1 - CGNC Symbol 2036 55.2 6.2 1 49.3 (M:49.3) 2 4.5 4.11 1206
1031 true ENSGALP00000010704 DNA (cytosine-5-)-methyltransferase 3 beta - CGNC Symbol 50960 90.9 6.9 1 49.2 (M:49.2) 2 1.8 18.88 1207
1032 true ENSGALP00000002412 polybromo 1 - CGNC Symbol 1102 186.7 6.4 2 49.1 (M:49.1) 2 1.2 4.08 1209
1033 true ENSGALP00000011775 GCN1 eIF2 alpha kinase activator homolog - CGNC Symbol 5500 293.6 7 1 49.1 (M:49.1) 2 0.7 7.26 1210
1034 true ENSGALP00000001617 decapping enzyme scavenger - CGNC Symbol 735 38.1 7.9 1 48.6 (M:48.6) 2 4.5 5.18 1215
1035 true ENSGALP00000013184 arsenic (+3 oxidation state) methyltransferase - CGNC Symbol 6165 41.9 5.5 1 48.3 (M:48.3) 2 7.3 3.08 1217
1036 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 48.2 (M:48.2) 2 13.3 12.89 1219
1037 true ENSGALP00000003521 argonaute RISC catalytic component 3 - CGNC Symbol 14656 97.3 9.3 1 48.1 (M:48.1) 2 3 4.04 1222
1038 true ENSGALP00000035186 integrin alpha 1 - CGNC Symbol 49570 43.5 5.7 1 48.0 (M:48.0) 2 4.4 1.94 1224



1039 true ENSGALP00000012954 activity-dependent neuroprotector homeobox - CGNC Symbol 6046 139.2 7.1 1 47.9 (M:47.9) 2 1.6 14.81 1225
1040 true ENSGALP00000002785 ariadne RBR E3 ubiquitin protein ligase 1 - CGNC Symbol 1344 41.4 7.4 1 47.8 (M:47.8) 2 4.9 5.8 1226
1041 true ENSGALP00000040901 chromosome 14 open reading frame 1 - HGNC:1187 12 7.8 1 47.4 (M:47.4) 2 21.3 5.78 1231
1042 true ENSGALP00000000670 lon peptidase 1 mitochondrial - CGNC Symbol 300 95.1 5.8 1 47.1 (M:47.1) 2 2 3.94 1237
1043 true ENSGALP00000033263 synemin - Refseq NP_990140 182.3 5 1 46.7 (M:46.7) 2 1.1 15.02 1242
1044 true ENSGALP00000022646 erythrocyte membrane protein band 4.1-like 2 - CGNC Symbol 10465 107.4 5.3 1 46.7 (M:46.7) 2 2.3 5.32 1243
1045 true ENSGALP00000026438 SH3-domain kinase binding protein 1 - CGNC Symbol 12292 81.5 8.9 1 46.5 (M:46.5) 2 3.1 9.04 1245
1046 true ENSGALP00000012605 pescadillo ribosomal biogenesis factor 1 - CGNC Symbol 5881 65 6.3 1 46.5 (M:46.5) 2 3.6 1.93 1246
1047 true ENSGALP00000001377 roundabout axon guidance receptor homolog 3 (Drosophila) - CGNC Symbol 64515 131.8 6.5 1 46.5 (M:46.5) 2 1.6 21.52 1248
1048 true ENSGALP00000039913 transforming acidic coiled-coil containing protein 1 - CGNC Symbol 17034 86.4 5 1 45.8 (M:45.8) 2 2.4 4.7 1256
1049 true ENSGALP00000008740 phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit beta - CGNC Symbol 4100 121.9 6.5 1 45.7 (M:45.7) 2 2.2 6.38 1257
1050 true ENSGALP00000041979 protein kinase cAMP-dependent catalytic beta - CGNC Symbol 66476 39.1 8.7 1 45.6 (M:45.6) 2 5.7 14.92 1259
1051 true ENSGALP00000013981 RTF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 6521 79.9 8.2 1 45.3 (M:45.3) 2 2.5 7.54 1262
1052 true ENSGALP00000041323 heterogeneous nuclear ribonucleoprotein U-like 1 - CGNC Symbol 58103 36 8.4 1 45.1 (M:45.1) 2 7.3 4.38 1267
1053 true ENSGALP00000002394 forkhead box K2 - CGNC Symbol 1094 58.4 9.4 1 45.1 (M:45.1) 2 5 4.84 1268
1054 true ENSGALP00000042708 solute carrier family 26 (anion exchanger) member 6 - CGNC Symbol 50138 82 9.1 1 45.0 (M:45.0) 2 1.2 20648.62 1270
1055 true ENSGALP00000024854 mitochondrial pyruvate carrier 2 - CGNC Symbol 11506 15.1 10.1 1 44.9 (M:44.9) 2 6.8 27225.68 1273
1056 true ENSGALP00000003043 alanyl-tRNA synthetase - CGNC Symbol 50043 101.3 5.6 1 44.9 (M:44.9) 2 2.4 2.06 1274
1057 true ENSGALP00000002839 exportin 7 - CGNC Symbol 1294 123.8 5.9 1 44.8 (M:44.8) 2 1.4 16.92 1277
1058 true ENSGALP00000019221 YTH domain containing 1 - CGNC Symbol 8942 90 7 1 44.8 (M:44.8) 2 3.3 9.66 1278
1059 true ENSGALP00000025163 huntingtin - CGNC Symbol 11658 342.2 5.7 1 44.7 (M:44.7) 2 0.7 14.94 1279
1060 true ENSGALP00000041184 eukaryotic translation initiation factor 4E - HGNC:3287 25.6 6.1 1 44.6 (M:44.6) 2 8.6 5.4 1281
1061 true ENSGALP00000027015 eukaryotic translation initiation factor 5B - CGNC Symbol 12572 136.4 5.4 1 44.6 (M:44.6) 2 1.9 5.39 1282
1062 true ENSGALP00000025900 NudC domain containing 1 - HGNC:24306 77.9 6.2 1 43.9 (M:43.9) 2 3.5 10.42 1287
1063 true ENSGALP00000018510 crystallin zeta (quinone reductase) - CGNC Symbol 8638 35.3 7.7 1 43.8 (M:43.8) 2 7.6 3.58 1288
1064 true ENSGALP00000022566 tubulin folding cofactor E - CGNC Symbol 10430 64.5 8.1 1 43.5 (M:43.5) 2 4.3 18833.53 1295
1065 true ENSGALP00000000202 tapasin isoform 2 precursor - Refseq NP_001193540 45.5 9 2 43.5 (M:43.5) 2 4.7 7.21 1296
1066 true ENSGALP00000010631 protein O-fucosyltransferase 1 - CGNC Symbol 4973 43.3 8.3 1 43.4 (M:43.4) 2 6.8 8.1 1297
1067 true ENSGALP00000042056 no description available 99.6 5.4 1 43.3 (M:43.3) 2 3.9 10 1300
1068 true ENSGALP00000012746 contactin 3 (plasmacytoma associated) - CGNC Symbol 5947 88.6 5.5 1 43.2 (M:43.2) 2 2.6 12.78 1302
1069 true ENSGALP00000023091 NADH:ubiquinone oxidoreductase core subunit V2 - CGNC Symbol 52803 27.1 8.5 1 42.6 (M:42.6) 2 14.2 15.47 1307
1070 true ENSGALP00000041749 guanine nucleotide binding protein (G protein) alpha 13 - CGNC Symbol 3014 43.7 7.6 1 41.9 (M:41.9) 2 3.7 25773.27 1320
1071 true ENSGALP00000007102 regulator of microtubule dynamics 3 - CGNC Symbol 3296 52.6 5 1 41.9 (M:41.9) 2 3.4 24320.76 1321
1072 true ENSGALP00000002825 SH2B adaptor protein 2 - CGNC Symbol 1286 69.3 6.1 1 41.9 (M:41.9) 2 3 0.46 1322
1073 true ENSGALP00000007763 ribosomal protein S24 - CGNC Symbol 3616 15.6 10.8 1 41.6 (M:41.6) 2 8.9 3.98 1327
1074 true ENSGALP00000019814 DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 - CGNC Symbol 9216 73.8 9.2 1 41.6 (M:41.6) 2 4.1 18981.42 1328
1075 true ENSGALP00000036056 Rho-associated coiled-coil containing protein kinase 1 - CGNC Symbol 11078 158.6 5.7 1 41.5 (M:41.5) 2 1.3 11.32 1330
1076 true ENSGALP00000039621 DnaJ heat shock protein family (Hsp40) member C17 - CGNC Symbol 16913 35.3 8.8 1 41.5 (M:41.5) 2 8.4 8.59 1331
1077 true ENSGALP00000025411 RNA guanylyltransferase and 5'-phosphatase - CGNC Symbol 11776 68.8 8.2 1 41.2 (M:41.2) 2 5.3 3.51 1339
1078 true ENSGALP00000017339 tyrosyl-DNA phosphodiesterase 1 - CGNC Symbol 8106 66 6.4 1 41.0 (M:41.0) 2 4.2 11.07 1340
1079 true ENSGALP00000005756 lysine acetyltransferase 6A - HGNC:13013 222.9 5.6 1 40.8 (M:40.8) 2 1 2.35 1343
1080 true ENSGALP00000015688 apoptosis and caspase activation inhibitor - CGNC Symbol 7338 38.6 5.3 1 40.2 (M:40.2) 2 8 12.86 1349
1081 true ENSGALP00000010097 MAP7 domain containing 3 - CGNC Symbol 4697 81.3 8.9 1 39.7 (M:39.7) 2 2.9 18.53 1355
1082 true ENSGALP00000001105 potassium voltage-gated channel shaker-related subfamily beta member 2 - CGNC Symbol 606 38.6 9 1 38.5 (M:38.5) 2 7 12.36 1375
1083 true ENSGALP00000036322 mitochondrial ribosomal protein S26 - CGNC Symbol 52827 33.2 9.9 1 37.1 (M:37.1) 2 11.7 11952.34 1387
1084 true ENSGALP00000023619 no description available 36 8.6 1 30.6 (M:30.6) 2 4.7 5.53 1474
1085 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 164.5 (M:164.5) 1 7 12.13 451
1086 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 134.6 (M:134.6) 1 2.3 11.35 548
1087 true ENSGALP00000036952 PRP40 pre-mRNA processing factor 40 homolog A (S. cerevisiae) - CGNC Symbol 48984 84.7 5.4 2 132.2 (M:132.2) 1 1.9 11.33 560
1088 true ENSGALP00000011990 Hsap of 4: proteoglycan 2 bone marrow (natural killer cell activator eosinophil granule major basic prot   17.3 9.7 1 128.3 (M:128.3) 1 10.5 4.11 572
1089 true ENSGALP00000003199 TAF15 RNA polymerase II TATA box binding protein (TBP)-associated factor 68kDa - CGNC Symbol 5053 47.8 8.7 2 122.5 (M:122.5) 1 4.7 3.18 594
1090 true ENSGALP00000036932 acylphosphatase 1 erythrocyte (common) type - CGNC Symbol 7842 11.1 9.9 1 121.8 (M:121.8) 1 17.2 3.33 597
1091 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 120.9 (M:120.9) 1 6.6 20 605
1092 true ENSGALP00000012932 nucleoporin 85kDa - CGNC Symbol 6035 77.3 5.8 1 120.5 (M:120.5) 1 4.1 1.36 606
1093 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 118.2 (M:118.2) 1 10.2 0.58 617
1094 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 114.9 (M:114.9) 1 5.9 9.32 637
1095 true ENSGALP00000008442 integrator complex subunit 2 - CGNC Symbol 3921 132.8 5.6 1 114.6 (M:114.6) 1 1.5 2.89 638
1096 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 110.3 (M:110.3) 1 17 2.86 662
1097 true ENSGALP00000017556 legumain - CGNC Symbol 8216 49.2 5.9 1 109.7 (M:109.7) 1 3.2 0.67 663
1098 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 102.2 (M:102.2) 1 11.5 10.48 702
1099 true ENSGALP00000008013 ISY1 splicing factor homolog (S. cerevisiae) - CGNC Symbol 3725 37.3 5.4 1 100.8 (M:100.8) 1 5.9 5.63 713
1100 true ENSGALP00000002244 GRB10 interacting GYF protein 2 - CGNC Symbol 1024 147 5.6 1 100.0 (M:100.0) 1 1.6 0.76 719
1101 true ENSGALP00000006264 COP9 signalosome subunit 8 - CGNC Symbol 52112 23 5.3 2 98.3 (M:98.3) 1 10.1 11.75 730
1102 true ENSGALP00000041808 no description available 93.7 8.7 1 97.2 (M:97.2) 1 2.1 1.6 738
1103 true ENSGALP00000034917 cell division cycle associated 8 - HGNC:14629 24.6 10.5 1 95.4 (M:95.4) 1 7.4 12.06 751
1104 true ENSGALP00000038940 diaphanous homolog 1 (Drosophila) - CGNC Symbol 49017 18.1 9.4 2 94.5 (M:94.5) 1 9.6 2.55 756
1105 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 93.8 (M:93.8) 1 3.8 6.21 766
1106 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 93.3 (M:93.3) 1 7.4 3.25 770
1107 true ENSGALP00000012917 nuclear factor of activated T-cells cytoplasmic calcineurin-dependent 2 - CGNC Symbol 6025 101.2 6.7 1 91.5 (M:91.5) 1 2.8 3.3 784
1108 true ENSGALP00000039343 SEC31 homolog B (S. cerevisiae) - CGNC Symbol 4268 80.7 5.5 1 90.5 (M:90.5) 1 1.9 9.76 788
1109 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 90.0 (M:90.0) 1 5.2 6.34 791
1110 true ENSGALP00000025846 solute carrier family 25 member 32 - CGNC Symbol 12008 35.6 9.7 1 89.9 (M:89.9) 1 6.5 15752.01 792
1111 true ENSGALP00000040190 pyroglutamyl-peptidase I - CGNC Symbol 17204 22.7 5.4 1 88.6 (M:88.6) 1 9.6 4.05 800
1112 true ENSGALP00000004369 Gallus gallus small nuclear ribonucleoprotein polypeptide C (SNRPC) mRNA. - RefSeq mRNA NM_00129 17.4 9.7 1 88.5 (M:88.5) 1 11.3 0.47 802
1113 true ENSGALP00000007469 LEO1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 55225 71.6 4.4 1 88.2 (M:88.2) 1 2.1 2.65 804
1114 true ENSGALP00000006050 calcium homeostasis endoplasmic reticulum protein - CGNC Symbol 2800 44.5 4.9 1 87.6 (M:87.6) 1 3.3 17.68 811
1115 true ENSGALP00000025563 pleckstrin homology domain interacting protein - CGNC Symbol 11851 186.6 9.1 1 86.4 (M:86.4) 1 1.1 8.73 816
1116 true ENSGALP00000038234 canopy FGF signaling regulator 3 - CGNC Symbol 64129 27.7 5.6 1 86.4 (M:86.4) 1 6.1 0.05 817
1117 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 85.9 (M:85.9) 1 15.6 4.56 822
1118 true ENSGALP00000014300 DCN1 defective in cullin neddylation 1 domain containing 1 - CGNC Symbol 6684 30 5.2 1 84.9 (M:84.9) 1 6.6 11.54 829
1119 true ENSGALP00000019758 Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) mR     9.6 7.9 1 84.3 (M:84.3) 1 20.9 2.45 835
1120 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 83.5 (M:83.5) 1 2.5 9.84 840
1121 true ENSGALP00000004959 zinc finger CCCH-type containing 7A - CGNC Symbol 2278 109.7 6.7 1 82.4 (M:82.4) 1 2.4 6.55 850
1122 true ENSGALP00000017502 single stranded DNA binding protein 3 - CGNC Symbol 8192 34.4 5.9 1 82.2 (M:82.2) 1 5.1 18 852
1123 true ENSGALP00000006527 translocase of outer mitochondrial membrane 34 - CGNC Symbol 3015 33.7 9.1 1 81.5 (M:81.5) 1 5.8 13.7 858
1124 true ENSGALP00000042023 NADH:ubiquinone oxidoreductase core subunit S2 - CGNC Symbol 66024 14.1 7.8 1 81.0 (M:81.0) 1 9.4 3.26 860
1125 true ENSGALP00000026194 primase (DNA) subunit 2 - CGNC Symbol 12170 58.7 8.5 1 79.7 (M:79.7) 1 3.5 5.06 870
1126 true ENSGALP00000013294 5'-nucleotidase cytosolic II - CGNC Symbol 6204 65.9 5.3 1 79.3 (M:79.3) 1 3 0.84 877
1127 true ENSGALP00000018144 cyclin K - CGNC Symbol 8459 65.5 8.6 1 79.0 (M:79.0) 1 2.9 15.65 881
1128 true ENSGALP00000008336 adhesion regulating molecule 1 - CGNC Symbol 3870 42.2 5 1 78.9 (M:78.9) 1 3.5 22121.43 882
1129 true ENSGALP00000042528 cold inducible RNA binding protein - CGNC Symbol 9285 18.6 9.5 1 78.3 (M:78.3) 1 6.4 2.95 890
1130 true ENSGALP00000023242 coiled-coil domain containing 58 - CGNC Symbol 10725 16.7 7.7 1 78.2 (M:78.2) 1 13.9 13598.42 891
1131 true ENSGALP00000043475 nucleolar protein 9 - CGNC Symbol 55846 36 6.4 1 77.7 (M:77.7) 1 7.5 2.97 894
1132 true ENSGALP00000025019 ring finger protein 20 E3 ubiquitin protein ligase - CGNC Symbol 53045 114.7 5.7 1 77.7 (M:77.7) 1 1.2 3.4 896
1133 true ENSGALP00000008211 TATA-box binding protein associated factor 4 - CGNC Symbol 3811 118.1 10 1 77.4 (M:77.4) 1 1.1 1.7 899
1134 true ENSGALP00000024326 PC4 and SFRS1 interacting protein 1 - CGNC Symbol 54295 62.6 9.3 2 75.6 (M:75.6) 1 2.7 0.84 922
1135 true ENSGALP00000028488 proteasome subunit beta 4 - CGNC Symbol 600 28.1 5.7 1 74.6 (M:74.6) 1 5.8 0.3 927
1136 true ENSGALP00000004240 solute carrier family 15 (oligopeptide transporter) member 4 - CGNC Symbol 1942 63.5 8.7 1 73.4 (M:73.4) 1 3.1 3.53 935
1137 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 73.1 (M:73.1) 1 17.6 20815.18 938
1138 true ENSGALP00000019224 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate cyclohyd       100.2 8.7 1 73.0 (M:73.0) 1 1.6 6.36 940
1139 true ENSGALP00000001233 Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - RefSeq  11.2 9.9 1 72.9 (M:72.9) 1 10.9 5.78 941
1140 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 72.8 (M:72.8) 1 4.8 1.15 942
1141 true ENSGALP00000031142 RALBP1 associated Eps domain containing 1 - CGNC Symbol 10351 81.9 5.7 1 72.2 (M:72.2) 1 3.3 12.07 945
1142 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 72.0 (M:72.0) 1 6.6 7.7 946



1143 true ENSGALP00000042094 adenylate kinase 1 - CGNC Symbol 49598 21.7 8.7 1 71.5 (M:71.5) 1 6.7 14.28 949
1144 true ENSGALP00000042469 ubiquitin conjugating enzyme E2 C - CGNC Symbol 63729 15.1 9.3 1 70.5 (M:70.5) 1 13 7.7 956
1145 true ENSGALP00000033089 NADH:ubiquinone oxidoreductase subunit A10 - CGNC Symbol 3165 41.4 5.9 1 69.9 (M:69.9) 1 3.3 1.49 960
1146 true ENSGALP00000001231 lysine demethylase 1A - CGNC Symbol 547 86.5 5.9 1 69.7 (M:69.7) 1 1.8 2.56 961
1147 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 69.1 (M:69.1) 1 7 6.29 964
1148 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 67.6 (M:67.6) 1 2.8 20.76 983
1149 true ENSGALP00000038877 Hsap of 4: nucleoporin 188 - HGNC:17859 194.9 6.3 1 67.3 (M:67.3) 1 0.7 0.75 989
1150 true ENSGALP00000001030 protein phosphatase 1 regulatory subunit 8 - CGNC Symbol 463 38.7 6.3 1 67.1 (M:67.1) 1 6.2 4.03 992
1151 true ENSGALP00000024484 autophagy related 3 - CGNC Symbol 11313 35.6 4.6 1 67.0 (M:67.0) 1 7 7.58 993
1152 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 66.9 (M:66.9) 1 6.8 13908.73 995
1153 true ENSGALP00000040815 FERM RhoGEF (ARHGEF) and pleckstrin domain protein 1 (chondrocyte-derived) - CGNC Symbol 12671 119.5 8.3 4 66.8 (M:66.8) 1 0.6 6.87 996
1154 true ENSGALP00000001565 discs large (Drosophila) homolog-associated protein 4 - CGNC Symbol 708 107.7 6.6 1 66.8 (M:66.8) 1 2 4.81 998
1155 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 66.7 (M:66.7) 1 9.3 5.72 1000
1156 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 66.1 (M:66.1) 1 8.4 3.24 1005
1157 true ENSGALP00000026380 tumor suppressing subtransferable candidate 1 - CGNC Symbol 12263 43.7 4.9 1 65.7 (M:65.7) 1 3.6 4.75 1012
1158 true ENSGALP00000041481 docking protein 3 - CGNC Symbol 26023 47.1 6.8 1 65.5 (M:65.5) 1 4 5.16 1014
1159 true ENSGALP00000020867 enoyl-CoA delta isomerase 2 - CGNC Symbol 9709 44 8.7 1 65.4 (M:65.4) 1 3.8 4.21 1015
1160 true ENSGALP00000034600 vesicle-associated membrane protein 3 - CGNC Symbol 359 13.9 10.1 1 65.3 (M:65.3) 1 12.8 4.9 1018
1161 true ENSGALP00000028055 leucine aminopeptidase 3 - CGNC Symbol 4763 56.3 8.5 1 64.8 (M:64.8) 1 2.3 10.77 1023
1162 true ENSGALP00000041134 microfibrillar associated protein 1 - CGNC Symbol 6322 51.9 4.9 1 64.7 (M:64.7) 1 3.2 1.87 1024
1163 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 64.4 (M:64.4) 1 14 0.3 1026
1164 true ENSGALP00000041514 tRNA methyltransferase 1 like - CGNC Symbol 3801 83.6 5.9 1 64.2 (M:64.2) 1 2.4 10.01 1027
1165 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 64.2 (M:64.2) 1 3 24321.09 1028
1166 true ENSGALP00000010910 cleavage stimulation factor 3' pre-RNA subunit 2 64kDa - CGNC Symbol 51677 49.9 5.9 1 64.0 (M:64.0) 1 2.3 5.45 1029
1167 true ENSGALP00000021661 lysine (K)-specific demethylase 2A - CGNC Symbol 10022 133.5 7.4 1 63.9 (M:63.9) 1 1.2 0.43 1030
1168 true ENSGALP00000006643 TAF9 RNA polymerase II TATA box binding protein (TBP)-associated factor 32kDa - CGNC Symbol 51637 27.9 9.5 1 63.7 (M:63.7) 1 8.6 5.85 1032
1169 true ENSGALP00000020604 RIC8 guanine nucleotide exchange factor B - CGNC Symbol 9595 60.5 5.3 1 63.6 (M:63.6) 1 3.7 0.23 1034
1170 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 63.5 (M:63.5) 1 14.9 11.43 1035
1171 true ENSGALP00000034555 pumilio RNA-binding family member 1 - CGNC Symbol 369 116.3 6.4 2 63.3 (M:63.3) 1 1.8 2.41 1036
1172 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 62.9 (M:62.9) 1 8.6 10.39 1041
1173 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 62.8 (M:62.8) 1 3.5 4.2 1043
1174 true ENSGALP00000004839 2-oxoglutarate and iron dependent oxygenase domain containing 1 - CGNC Symbol 2224 55.5 4.8 1 62.5 (M:62.5) 1 3.5 15.86 1046
1175 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 62.2 (M:62.2) 1 5.3 0.39 1048
1176 true ENSGALP00000042736 integrator complex subunit 9 - CGNC Symbol 12464 73.7 5.9 2 62.1 (M:62.1) 1 3.5 2.16 1049
1177 true ENSGALP00000011876 sperm associated antigen 9 - CGNC Symbol 5554 148.5 5.1 1 62.1 (M:62.1) 1 1.3 4.36 1050
1178 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 61.9 (M:61.9) 1 11.8 12.66 1052
1179 true ENSGALP00000024698 PEST proteolytic signal containing nuclear protein - CGNC Symbol 11416 19.1 7.9 1 61.5 (M:61.5) 1 9.6 3.06 1054
1180 true ENSGALP00000003934 mannose-1-phosphate guanyltransferase beta - Refseq NP_001280244 39.4 6.8 1 60.8 (M:60.8) 1 5.6 7.34 1061
1181 true ENSGALP00000003250 nuclear cap binding protein subunit 1 - CGNC Symbol 53067 92.5 5.9 1 60.6 (M:60.6) 1 2.8 4.83 1062
1182 true ENSGALP00000022311 mitochondrial ribosomal protein L47 - CGNC Symbol 52304 29.4 10.5 1 60.4 (M:60.4) 1 4 8.33 1064
1183 true ENSGALP00000011291 apolipoprotein O like - CGNC Symbol 5266 30.1 9.6 1 60.4 (M:60.4) 1 4.8 7.76 1065
1184 true ENSGALP00000021785 no description available 27.8 8.8 1 60.3 (M:60.3) 1 7.5 14.97 1067
1185 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 60.1 (M:60.1) 1 5.9 3.62 1068
1186 true ENSGALP00000001579 N-ethylmaleimide sensitive factor - CGNC Symbol 715 82.1 6.4 1 59.7 (M:59.7) 1 2.3 0.07 1072
1187 true ENSGALP00000040758 Hsap of 1: DEAD-box helicase 41 - HGNC:18674 55.3 8.7 2 59.4 (M:59.4) 1 3.2 6.83 1075
1188 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 59.0 (M:59.0) 1 3.8 5.59 1079
1189 true ENSGALP00000007389 F-box protein 6 - CGNC Symbol 51014 32.4 8.3 1 58.6 (M:58.6) 1 5.1 2.87 1081
1190 true ENSGALP00000039623 retention in endoplasmic reticulum sorting receptor 1 - CGNC Symbol 14680 23 9.5 1 58.5 (M:58.5) 1 5.1 3.64 1082
1191 true ENSGALP00000004962 tripartite motif containing 25 - CGNC Symbol 2279 75.4 8 1 58.5 (M:58.5) 1 2.4 4.39 1084
1192 true ENSGALP00000013420 anaphase promoting complex subunit 1 - CGNC Symbol 51441 216.2 6 1 57.9 (M:57.9) 1 1 0.06 1089
1193 true ENSGALP00000019299 small nuclear ribonucleoprotein D1 polypeptide - CGNC Symbol 8976 13.5 11.4 1 57.8 (M:57.8) 1 10.7 9.34 1091
1194 true ENSGALP00000011948 nuclear receptor subfamily 3 group C member 1 - CGNC Symbol 5586 83.9 5.8 2 57.3 (M:57.3) 1 1.7 2.88 1097
1195 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 57.2 (M:57.2) 1 0.9 1.48 1098
1196 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 57.1 (M:57.1) 1 5.6 9 1099
1197 true ENSGALP00000027238 importin 5 - CGNC Symbol 50851 125.1 4.9 1 56.8 (M:56.8) 1 1.4 5.48 1101
1198 true ENSGALP00000025794 MORC family CW-type zinc finger 3 - CGNC Symbol 11977 105.2 5.4 1 56.5 (M:56.5) 1 1.6 14.39 1104
1199 true ENSGALP00000007299 CD74 molecule - CGNC Symbol 3398 31.7 8.6 1 56.4 (M:56.4) 1 4.9 6.52 1105
1200 true ENSGALP00000009122 checkpoint kinase 2 - CGNC Symbol 4245 58.9 6.4 1 56.4 (M:56.4) 1 4.6 6.53 1107
1201 true ENSGALP00000040894 WD repeat domain 74 - CGNC Symbol 64472 13.2 8.7 1 56.3 (M:56.3) 1 15 6.87 1108
1202 true ENSGALP00000012873 TNF receptor associated factor 6 - CGNC Symbol 5999 61.9 6 1 56.0 (M:56.0) 1 4.2 2.59 1109
1203 true ENSGALP00000007709 COP9 signalosome subunit 3 - CGNC Symbol 3588 47.9 6.3 1 55.7 (M:55.7) 1 2.8 22985.88 1113
1204 true ENSGALP00000013230 SRSF protein kinase 2 - CGNC Symbol 6182 81.4 5 2 55.6 (M:55.6) 1 1.3 4.1 1115
1205 true ENSGALP00000012053 cathepsin Z - CGNC Symbol 5626 33.8 7.5 1 55.4 (M:55.4) 1 3.9 1.21 1116
1206 true ENSGALP00000000045 NFU1 iron-sulfur cluster scaffold - CGNC Symbol 14 26 4.5 1 55.1 (M:55.1) 1 7.3 7.76 1119
1207 true ENSGALP00000035557 Hsap of 1: histidine triad nucleotide binding protein 1 - HGNC:4912 9.8 10.2 2 54.9 (M:54.9) 1 13.3 0.08 1121
1208 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 54.9 (M:54.9) 1 4 6.44 1122
1209 true ENSGALP00000003675 Helicase SRCAP - CGNC Symbol 66016 344 9.3 1 54.7 (M:54.7) 1 0.4 4.76 1124
1210 true ENSGALP00000009007 ADP-ribosylation factor 4 - CGNC Symbol 55483 18.1 4.8 1 54.3 (M:54.3) 1 13.8 1.59 1128
1211 true ENSGALP00000008916 Hsap of 1: musashi RNA binding protein 2 - HGNC:18585 21.6 8.5 2 54.2 (M:54.2) 1 5.8 1.27 1129
1212 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 54.0 (M:54.0) 1 4.3 17274.93 1132
1213 true ENSGALP00000021854 Gallus gallus DSN1 homolog MIS12 kinetochore complex component (DSN1) mRNA. - RefSeq mRNA NM 38.7 6.3 1 53.9 (M:53.9) 1 6.6 7.73 1135
1214 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 53.8 (M:53.8) 1 6.2 21.02 1137
1215 true ENSGALP00000043114 peptidylprolyl isomerase (cyclophilin)-like 1 - CGNC Symbol 63805 16.1 8.9 1 53.7 (M:53.7) 1 9.5 11.01 1138
1216 true ENSGALP00000012086 glutamic-oxaloacetic transaminase 1 soluble - CGNC Symbol 5645 45.9 8.2 1 53.4 (M:53.4) 1 2.4 29770.48 1141
1217 true ENSGALP00000013375 peptidylprolyl isomerase like 3 - CGNC Symbol 6234 18 6.3 1 53.3 (M:53.3) 1 6.8 3.36 1142
1218 true ENSGALP00000010984 adaptor-related protein complex 2 alpha 2 subunit - CGNC Symbol 51890 108.9 6.1 1 53.0 (M:53.0) 1 1.1 5.46 1144
1219 true ENSGALP00000040730 replication factor C subunit 5 - CGNC Symbol 63430 37 8.8 1 52.8 (M:52.8) 1 3.6 11.25 1145
1220 true ENSGALP00000007750 zinc finger NFX1-type containing 1 - CGNC Symbol 3608 231 7.8 1 52.6 (M:52.6) 1 1 0.13 1147
1221 true ENSGALP00000010925 exocyst complex component 6 - CGNC Symbol 52056 87.4 5.7 1 52.5 (M:52.5) 1 1.6 6.43 1149
1222 true ENSGALP00000016124 striatin calmodulin binding protein 3 - CGNC Symbol 7543 88.8 5.1 1 52.5 (M:52.5) 1 2.1 3.25 1151
1223 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 52.4 (M:52.4) 1 9.1 13.64 1152
1224 true ENSGALP00000043396 DNA (cytosine-5-)-methyltransferase 1 - HGNC:2976 131.9 5.7 1 52.4 (M:52.4) 1 1.1 12.09 1153
1225 true ENSGALP00000026288 zinc finger protein X-linked - CGNC Symbol 50801 89.7 5.7 1 52.2 (M:52.2) 1 2 19.64 1154
1226 true ENSGALP00000005262 Fas associated factor family member 2 - CGNC Symbol 2423 52.6 5.5 1 52.2 (M:52.2) 1 3.4 7.47 1155
1227 true ENSGALP00000009403 down-regulator of transcription 1 TBP-binding (negative cofactor 2) - CGNC Symbol 4374 19.4 4.7 1 51.9 (M:51.9) 1 7.4 8.94 1157
1228 true ENSGALP00000014389 COMM domain containing 5 - CGNC Symbol 6733 24.9 6.8 1 51.9 (M:51.9) 1 9.7 0.55 1158
1229 true ENSGALP00000007165 coiled-coil domain containing 137 - CGNC Symbol 3327 35.7 11.5 1 51.8 (M:51.8) 1 6.6 5.52 1159
1230 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 51.8 (M:51.8) 1 4.3 2.62 1160
1231 true ENSGALP00000042737 centromere protein T - Refseq NP_001263242 69.4 6 1 51.6 (M:51.6) 1 2.5 2.83 1162
1232 true ENSGALP00000008798 coiled-coil domain containing 12 - CGNC Symbol 4088 20 5.1 1 51.6 (M:51.6) 1 6.9 8.11 1163
1233 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 51.4 (M:51.4) 1 3.3 0.18 1165
1234 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 51.4 (M:51.4) 1 6.8 8.41 1166
1235 true ENSGALP00000019537 E1A binding protein p300 - CGNC Symbol 9087 268 8.8 2 51.2 (M:51.2) 1 0.5 11.6 1169
1236 true ENSGALP00000040923 teneurin transmembrane protein 3 - CGNC Symbol 51776 282.9 6 3 51.1 (M:51.1) 1 0.3 13.71 1171
1237 true ENSGALP00000003149 transmembrane protein 259 - CGNC Symbol 1442 68.9 5.3 1 50.8 (M:50.8) 1 3.7 13403.79 1172
1238 true ENSGALP00000012814 COMM domain containing 9 - CGNC Symbol 51912 21.8 5.9 1 50.8 (M:50.8) 1 12.1 5.32 1174
1239 true ENSGALP00000013999 NADH:ubiquinone oxidoreductase core subunit S1 - CGNC Symbol 6532 79.5 6.5 1 50.6 (M:50.6) 1 2.5 0.49 1176
1240 true ENSGALP00000025669 small ArfGAP 1 - HGNC:19651 48.1 8.7 1 50.5 (M:50.5) 1 2.7 15.44 1177
1241 true ENSGALP00000001803 debranching RNA lariats 1 - CGNC Symbol 809 60.7 5.2 1 50.5 (M:50.5) 1 2.6 3.4 1179
1242 true ENSGALP00000035504 RNA binding motif protein 6 - CGNC Symbol 2124 135.8 6.1 1 50.4 (M:50.4) 1 1.4 3.41 1180
1243 true ENSGALP00000002754 ADP-dependent glucokinase - CGNC Symbol 1256 53.1 5.5 1 50.3 (M:50.3) 1 2.9 1.33 1182
1244 true ENSGALP00000012765 SMAD family member 3 - CGNC Symbol 5954 48.2 6.7 4 50.2 (M:50.2) 1 3.1 6.91 1183
1245 true ENSGALP00000010718 heat shock protein family A (Hsp70) member 14 - CGNC Symbol 5014 54 5.2 1 50.2 (M:50.2) 1 3.2 6.12 1184
1246 true ENSGALP00000010760 MOB kinase activator 2 - CGNC Symbol 51888 26.8 6.5 1 50.2 (M:50.2) 1 6.9 5.89 1185



1247 true ENSGALP00000003060 pre-mRNA processing factor 38B - CGNC Symbol 1397 64.9 10.6 1 50.1 (M:50.1) 1 2.7 6.13 1186
1248 true ENSGALP00000039924 adenosine deaminase RNA-specific - CGNC Symbol 14589 117.9 8.1 1 50.0 (M:50.0) 1 1.3 4.7 1187
1249 true ENSGALP00000039553 polymerase (DNA directed) epsilon 3 accessory subunit - CGNC Symbol 6738 16.3 4.6 1 49.9 (M:49.9) 1 11.2 17038.53 1188
1250 true ENSGALP00000020792 nucleoporin 37kDa - CGNC Symbol 9674 36.9 5.9 1 49.9 (M:49.9) 1 4.6 7.82 1189
1251 true ENSGALP00000011060 acyl-CoA thioesterase 8 - CGNC Symbol 5166 41.4 9.1 1 49.8 (M:49.8) 1 2.7 1.14 1190
1252 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 49.7 (M:49.7) 1 5.2 3.2 1192
1253 true ENSGALP00000004532 alanyl-tRNA synthetase domain containing 1 - CGNC Symbol 2079 60.2 5.4 1 49.7 (M:49.7) 1 2.1 2.84 1193
1254 true ENSGALP00000033053 SMT3 suppressor of mif two 3 homolog 3 - CGNC Symbol 56110 10.7 5.3 2 49.6 (M:49.6) 1 12.8 14.41 1194
1255 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 49.6 (M:49.6) 1 2.3 3.29 1195
1256 true ENSGALP00000014919 tRNA methyltransferase 6 - CGNC Symbol 6973 54.2 6.2 1 49.5 (M:49.5) 1 3.3 0.38 1197
1257 true ENSGALP00000026301 NADH:ubiquinone oxidoreductase subunit B9 - CGNC Symbol 12221 21.9 8.9 1 49.5 (M:49.5) 1 6.7 4.37 1198
1258 true ENSGALP00000021030 protein kinase DNA-activated catalytic polypeptide - CGNC Symbol 49288 472.1 7 1 49.4 (M:49.4) 1 0.3 1.25 1200
1259 true ENSGALP00000012326 Fas associated via death domain - CGNC Symbol 51906 22.9 6 1 49.4 (M:49.4) 1 6.1 1.96 1202
1260 true ENSGALP00000012985 B-cell receptor-associated protein 29 - CGNC Symbol 6061 27.7 9.2 1 49.3 (M:49.3) 1 6.2 0.52 1204
1261 true ENSGALP00000002944 WAPL cohesin release factor - CGNC Symbol 1347 133.4 5.1 1 49.1 (M:49.1) 1 1.4 9.99 1208
1262 true ENSGALP00000011863 mediator complex subunit 19 - CGNC Symbol 5547 26.3 9.9 1 49.0 (M:49.0) 1 4.5 3.41 1211
1263 true ENSGALP00000013926 cullin 4B - CGNC Symbol 6494 101.3 8 1 48.9 (M:48.9) 1 1.4 1.45 1212
1264 true ENSGALP00000035864 BCL6 corepressor - HGNC:20893 188.6 6.6 1 48.8 (M:48.8) 1 1.3 6.71 1213
1265 true ENSGALP00000000955 CTP synthase 1 - CGNC Symbol 429 69.7 7 1 48.6 (M:48.6) 1 1.9 9.62 1214
1266 true ENSGALP00000023262 TAP binding protein like - CGNC Symbol 10731 48.1 5.4 1 48.5 (M:48.5) 1 3.2 3.93 1216
1267 true ENSGALP00000013659 THUMP domain containing 3 - CGNC Symbol 6359 54 6.6 1 48.2 (M:48.2) 1 3.1 5.28 1218
1268 true ENSGALP00000034612 NADH-ubiquinone oxidoreductase chain 1 - UP P18936 36.1 6.7 1 48.1 (M:48.1) 1 6.2 0.04 1220
1269 true ENSGALP00000008547 sorting nexin 2 - CGNC Symbol 52887 66.5 5.7 1 48.1 (M:48.1) 1 1.8 21.78 1221
1270 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 48.0 (M:48.0) 1 1.4 1.99 1223
1271 true ENSGALP00000005353 strawberry notch homolog 1 (Drosophila) - CGNC Symbol 53166 153.8 7 1 47.8 (M:47.8) 1 1 12.21 1227
1272 true ENSGALP00000040960 ketosamine-3-kinase - Refseq NP_001108110 35.5 6.6 1 47.8 (M:47.8) 1 6.9 7.66 1228
1273 true ENSGALP00000014530 NHL repeat containing 2 - CGNC Symbol 6795 79.5 5.6 1 47.6 (M:47.6) 1 1.9 1.97 1229
1274 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 47.5 (M:47.5) 1 2.8 10.82 1230
1275 true ENSGALP00000041725 Hsap of 1: secretory carrier membrane protein 3 - HGNC:10565 19.2 9.9 1 47.4 (M:47.4) 1 9.1 0.67 1232
1276 true ENSGALP00000024417 trafficking protein particle complex 8 - CGNC Symbol 11281 160.8 6.4 1 47.4 (M:47.4) 1 1.7 1.89 1233
1277 true ENSGALP00000011008 lysine methyltransferase 2A - CGNC Symbol 49942 392.9 9.1 1 47.4 (M:47.4) 1 0.5 0.46 1234
1278 true ENSGALP00000005130 inosine triphosphatase - CGNC Symbol 2361 22.2 5.8 1 47.2 (M:47.2) 1 5.5 1.48 1235
1279 true ENSGALP00000018421 serine/arginine-rich splicing factor 11 - CGNC Symbol 8594 46.9 10.7 1 47.2 (M:47.2) 1 5.1 17.12 1236
1280 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 47.1 (M:47.1) 1 3 11.08 1238
1281 true ENSGALP00000001578 chromosome 20 open reading frame human C20orf24 - CGNC Symbol 714 15.2 5.5 1 47.0 (M:47.0) 1 14.8 12.13 1239
1282 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 47.0 (M:47.0) 1 8 8.62 1240
1283 true ENSGALP00000041880 transcription factor AP-4 (activating enhancer binding protein 4) - HGNC:11745 30 5.5 1 46.7 (M:46.7) 1 6.1 24.21 1241
1284 true ENSGALP00000008346 acyl-CoA synthetase long-chain family member 3 - CGNC Symbol 3875 79.8 9.1 1 46.7 (M:46.7) 1 1.8 7.1 1244
1285 true ENSGALP00000035122 bromodomain-containing protein 4-like - CGNC Symbol 64065 118.7 9 1 46.5 (M:46.5) 1 1.2 16.25 1247
1286 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 46.3 (M:46.3) 1 13.8 6.95 1249
1287 true ENSGALP00000008399 FYVE RhoGEF and PH domain containing 3 - CGNC Symbol 50133 83.4 5.6 1 46.2 (M:46.2) 1 2.3 2.3 1250
1288 true ENSGALP00000008356 NEDD8 activating enzyme E1 subunit 1 - CGNC Symbol 50078 60.4 5.4 1 46.2 (M:46.2) 1 3.2 3.33 1251
1289 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 46.2 (M:46.2) 1 9.9 0.39 1252
1290 true ENSGALP00000004832 ferrochelatase - CGNC Symbol 2220 45.4 9.1 1 46.1 (M:46.1) 1 4.7 14.07 1253
1291 true ENSGALP00000021294 NOP2/Sun RNA methyltransferase family member 2 - CGNC Symbol 9878 90.5 6.3 1 46.0 (M:46.0) 1 2 6.03 1254
1292 true ENSGALP00000011255 ariadne RBR E3 ubiquitin protein ligase 2 - CGNC Symbol 5249 57.3 5.4 1 46.0 (M:46.0) 1 3.5 0.22 1255
1293 true ENSGALP00000014591 integrin alpha 4 (antigen CD49D alpha 4 subunit of VLA-4 receptor) - CGNC Symbol 6820 114.3 6.2 1 45.6 (M:45.6) 1 1.1 2.31 1258
1294 true ENSGALP00000005606 Rho GTPase activating protein 40 - CGNC Symbol 2591 71.2 8.6 1 45.5 (M:45.5) 1 1.6 5.37 1260
1295 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 45.3 (M:45.3) 1 3.5 5.63 1261
1296 true ENSGALP00000010282 chromosome 5 open reading frame 24 - HGNC:26746 20.9 10.1 1 45.2 (M:45.2) 1 7.7 3.74 1263
1297 true ENSGALP00000000930 telomeric repeat binding factor 2 - CGNC Symbol 415 80.1 9 1 45.2 (M:45.2) 1 1.1 23.61 1264
1298 true ENSGALP00000003077 mediator complex subunit 16 - CGNC Symbol 1402 97 8.5 1 45.1 (M:45.1) 1 1.1 2.76 1265
1299 true ENSGALP00000005297 NOP16 nucleolar protein - CGNC Symbol 50201 21.3 9.8 1 45.1 (M:45.1) 1 3.9 4.45 1266
1300 true ENSGALP00000000506 arginyl aminopeptidase - CGNC Symbol 219 66.6 5.1 1 45.0 (M:45.0) 1 2.4 2.41 1269
1301 true ENSGALP00000003964 ubiquitin-like modifier activating enzyme 7 - CGNC Symbol 1807 108.7 5.4 1 45.0 (M:45.0) 1 1.5 4.91 1271
1302 true ENSGALP00000015229 calpain 2 (m/II) large subunit - CGNC Symbol 7115 79.2 5.4 1 45.0 (M:45.0) 1 2.4 8.2 1272
1303 true ENSGALP00000016207 Gallus gallus LSM6 homolog U6 small nuclear RNA associated (S. cerevisiae) (LSM6) transcript variant 2     9.9 9.9 1 44.9 (M:44.9) 1 8.1 4.48 1275
1304 true ENSGALP00000019994 UBX domain protein 4 - CGNC Symbol 9310 57 5.8 1 44.9 (M:44.9) 1 3.9 9.07 1276
1305 true ENSGALP00000019507 ribosomal protein L7 like 1 - CGNC Symbol 9078 28.9 10.8 1 44.7 (M:44.7) 1 6.1 2.73 1280
1306 true ENSGALP00000016016 TBC1 domain family member 30 - CGNC Symbol 50603 93.5 6.7 1 44.6 (M:44.6) 1 1.2 6.77 1283
1307 true ENSGALP00000016513 pinin desmosome associated protein - CGNC Symbol 7731 72.7 6.4 1 44.6 (M:44.6) 1 1.6 11.16 1284
1308 true ENSGALP00000002620 mediator complex subunit 1 - CGNC Symbol 51147 167.9 8.9 1 44.1 (M:44.1) 1 1.2 0.75 1285
1309 true ENSGALP00000011182 ubiquitination factor E4A - CGNC Symbol 51085 120.4 5.2 2 44.0 (M:44.0) 1 1.5 3.44 1286
1310 true ENSGALP00000027121 Gallus gallus PCI domain containing 2 (PCID2) mRNA. - RefSeq mRNA NM_001006266 53.5 8.7 1 43.8 (M:43.8) 1 1.5 0.04 1289
1311 true ENSGALP00000011569 OPA1 mitochondrial dynamin like GTPase - CGNC Symbol 5403 113.3 8.2 2 43.7 (M:43.7) 1 1.1 11.12 1290
1312 true ENSGALP00000008967 zinc finger protein 598 - CGNC Symbol 4167 99.6 8.9 1 43.6 (M:43.6) 1 1.2 4.91 1291
1313 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 43.6 (M:43.6) 1 12 3.34 1292
1314 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 43.5 (M:43.5) 1 1 6.18 1293
1315 true ENSGALP00000005109 ash2 (absent small or homeotic)-like (Drosophila) - CGNC Symbol 2347 67.1 5.5 1 43.5 (M:43.5) 1 1.8 4.74 1294
1316 true ENSGALP00000009939 WDFY family member 4 - CGNC Symbol 22870 358.3 6 1 43.4 (M:43.4) 1 0.3 3.39 1298
1317 true ENSGALP00000028167 deoxyhypusine hydroxylase/monooxygenase - CGNC Symbol 13093 32.9 4.7 1 43.3 (M:43.3) 1 4.3 9.65 1299
1318 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 1 43.2 (M:43.2) 1 2.1 2.11 1301
1319 true ENSGALP00000023595 tetratricopeptide repeat domain 37 - CGNC Symbol 10874 177.2 6.6 1 43.2 (M:43.2) 1 0.9 2.12 1303
1320 true ENSGALP00000002789 no description available 146.7 5.9 1 43.1 (M:43.1) 1 1 15.28 1304
1321 true ENSGALP00000007779 golgi autoantigen golgin subfamily a 2 - CGNC Symbol 3624 117 5.1 1 43.0 (M:43.0) 1 1.7 3.36 1305
1322 true ENSGALP00000005854 proteasome (prosome macropain) 26S subunit non-ATPase 12 - CGNC Symbol 2706 53 6.3 1 42.9 (M:42.9) 1 2 9.77 1306
1323 true ENSGALP00000014813 dipeptidyl-peptidase 7 - CGNC Symbol 6929 54.5 5.8 1 42.5 (M:42.5) 1 2.8 1.21 1308
1324 true ENSGALP00000028073 ADP ribosylation factor like GTPase 6 interacting protein 5 - CGNC Symbol 13078 21.6 9.5 1 42.5 (M:42.5) 1 4.8 28710.8 1309
1325 true ENSGALP00000043044 claudin domain-containing protein 1 - Refseq NP_001012838 28 6 1 42.3 (M:42.3) 1 6 17.21 1310
1326 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 42.3 (M:42.3) 1 8.3 8.56 1311
1327 true ENSGALP00000001195 bromodomain adjacent to zinc finger domain 1B - CGNC Symbol 533 23.3 4.8 1 42.3 (M:42.3) 1 5.4 5.4 1312
1328 true ENSGALP00000026722 coiled-coil domain containing 25 - CGNC Symbol 51591 25.5 8.9 1 42.3 (M:42.3) 1 6 0.48 1313
1329 true ENSGALP00000002001 ubiquitin conjugating enzyme E2 Z - CGNC Symbol 899 38.5 5.2 1 42.3 (M:42.3) 1 3.1 4.94 1314
1330 true ENSGALP00000002866 leucine-rich repeats and WD repeat domain containing 1 - CGNC Symbol 50529 76.3 6.9 1 42.2 (M:42.2) 1 2.7 4.66 1315
1331 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 42.1 (M:42.1) 1 2.1 2.68 1316
1332 true ENSGALP00000042287 NADH dehydrogenase (ubiquinone) 1 beta subcomplex 4 15kDa - CGNC Symbol 55666 14.9 9.7 1 42.1 (M:42.1) 1 16.5 7.76 1317
1333 true ENSGALP00000015356 electron transfer flavoprotein dehydrogenase - CGNC Symbol 7179 53.1 9 1 42.0 (M:42.0) 1 3.6 3.22 1318
1334 true ENSGALP00000042713 cartilage intermediate layer protein 2 - HGNC:24213 91.5 8.4 1 42.0 (M:42.0) 1 1.2 15.41 1319
1335 true ENSGALP00000022839 ADP-ribosylation factor GTPase activating protein 3 - CGNC Symbol 50708 48.6 7.7 1 41.8 (M:41.8) 1 3 8.62 1323
1336 true ENSGALP00000026989 ubiquitin protein ligase E3A - CGNC Symbol 12558 100.9 5.2 1 41.8 (M:41.8) 1 1 11.97 1324
1337 true ENSGALP00000019961 methionyl aminopeptidase 1 - CGNC Symbol 9297 39.1 7.4 2 41.7 (M:41.7) 1 4.9 6.22 1325
1338 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 41.6 (M:41.6) 1 6.2 27003.79 1326
1339 true ENSGALP00000005578 DEAD (Asp-Glu-Ala-Asp) box polypeptide 31 - CGNC Symbol 2579 81.4 9.8 1 41.6 (M:41.6) 1 1.4 7.41 1329
1340 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 41.5 (M:41.5) 1 3 13.08 1332
1341 true ENSGALP00000013889 negative elongation factor complex member B - CGNC Symbol 50465 65.8 5.9 1 41.5 (M:41.5) 1 1.7 3.07 1333
1342 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 41.4 (M:41.4) 1 2.8 1.86 1334
1343 true ENSGALP00000039699 LIM domain containing 2 - CGNC Symbol 327 14.3 9.1 1 41.3 (M:41.3) 1 7 20.68 1335
1344 true ENSGALP00000022544 mitochondrial fission regulator 2 - CGNC Symbol 10421 40.2 9.2 1 41.3 (M:41.3) 1 2.5 14.99 1336
1345 true ENSGALP00000006626 antioxidant 1 copper chaperone - CGNC Symbol 3066 8 6.3 1 41.2 (M:41.2) 1 25.4 1.09 1337
1346 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 41.2 (M:41.2) 1 4.5 3.94 1338
1347 true ENSGALP00000022433 polymerase (RNA) II subunit I - HGNC:9196 14.4 5 1 40.9 (M:40.9) 1 8.8 4.77 1341
1348 true ENSGALP00000040722 nicotinamide nucleotide adenylyltransferase 1 - HGNC:17877 32.2 8.8 1 40.9 (M:40.9) 1 2.8 9.35 1342
1349 true ENSGALP00000010012 BCL2 like 1 - CGNC Symbol 4663 25.7 5.1 1 40.6 (M:40.6) 1 6.1 7.35 1344
1350 true ENSGALP00000006421 mitochondrial inner membrane organizing system 1 - CGNC Symbol 2963 8.5 9.1 1 40.6 (M:40.6) 1 10.4 8.7 1345



1351 true ENSGALP00000005550 zinc finger and BTB domain containing 8 opposite strand - CGNC Symbol 51055 20.5 4.5 1 40.5 (M:40.5) 1 5.6 14.87 1346
1352 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 40.4 (M:40.4) 1 4.3 10.91 1347
1353 true ENSGALP00000011635 Gallus gallus syntaxin binding protein 1 (STXBP1) mRNA. - RefSeq mRNA NM_001305648 67.4 6.2 1 40.2 (M:40.2) 1 1.9 3.65 1348
1354 true ENSGALP00000043120 Hsap of 1: SH3 domain binding protein 1 - HGNC:10824 21.2 8.9 2 40.0 (M:40.0) 1 5.7 1.51 1350
1355 true ENSGALP00000005468 2' 3'-cyclic nucleotide 3' phosphodiesterase - CGNC Symbol 49552 47.2 9.2 1 40.0 (M:40.0) 1 3.3 0.16 1351
1356 true ENSGALP00000008227 family with sequence similarity 96 member B - CGNC Symbol 3821 17.8 5 1 40.0 (M:40.0) 1 11.2 13.15 1352
1357 true ENSGALP00000024714 centrosomal protein 97kDa - CGNC Symbol 11426 89 5.1 1 39.8 (M:39.8) 1 1.6 28230.13 1353
1358 true ENSGALP00000002426 Gallus gallus nuclear transport factor 2 (NUTF2) transcript variant 2 mRNA. - RefSeq mRNA NM_001305 14.4 5.9 1 39.7 (M:39.7) 1 5.5 7.05 1354
1359 true ENSGALP00000042251 endosulfine alpha - CGNC Symbol 23246 12.7 9.5 1 39.7 (M:39.7) 1 14.5 0.65 1356
1360 true ENSGALP00000010803 UPF2 regulator of nonsense transcripts homolog (yeast) - CGNC Symbol 5054 149.7 5.5 1 39.6 (M:39.6) 1 0.9 0.09 1357
1361 true ENSGALP00000008699 O-linked N-acetylglucosamine (GlcNAc) transferase - CGNC Symbol 4043 18.5 5.6 1 39.6 (M:39.6) 1 7.2 6.36 1358
1362 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 39.6 (M:39.6) 1 3.7 6.81 1359
1363 true ENSGALP00000027595 nucleoporin 58kDa - CGNC Symbol 12853 60.5 9.4 1 39.5 (M:39.5) 1 2.8 1.33 1360
1364 true ENSGALP00000016601 GLI pathogenesis-related 1-like - CGNC Symbol 50608 30.1 7.5 1 39.4 (M:39.4) 1 5.3 2.92 1361
1365 true ENSGALP00000004589 BRI3 binding protein - CGNC Symbol 2105 20.3 6.1 1 39.4 (M:39.4) 1 5.2 18.97 1362
1366 true ENSGALP00000018679 ribosomal protein L37a - CGNC Symbol 55686 10.1 10.4 1 39.3 (M:39.3) 1 8.8 0.82 1363
1367 true ENSGALP00000026824 myotubularin related protein 9 - CGNC Symbol 12476 63.5 5.8 1 39.3 (M:39.3) 1 2 4.44 1364
1368 true ENSGALP00000043054 charged multivesicular body protein 2A - HGNC:30216 16.2 11.2 1 39.1 (M:39.1) 1 4.9 34646.67 1365
1369 true ENSGALP00000041208 ferritin light polypeptide - Refseq NP_989714 30.9 8.9 1 39.1 (M:39.1) 1 3.2 20.41 1366
1370 true ENSGALP00000009929 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26B - CGNC Symbol 51670 100.4 8.2 1 39.0 (M:39.0) 1 1 12.31 1367
1371 true ENSGALP00000005076 surfeit 6 - CGNC Symbol 50455 41.5 10.4 1 39.0 (M:39.0) 1 3.7 13.22 1368
1372 true ENSGALP00000018326 phospholipase C like 2 - HGNC:9064 125 6.1 1 38.9 (M:38.9) 1 1.3 0.25 1369
1373 true ENSGALP00000042281 minichromosome maintenance complex component 3 associated protein - CGNC Symbol 3212 133.4 8.2 1 38.9 (M:38.9) 1 0.8 4.3 1370
1374 true ENSGALP00000013949 chloride nucleotide-sensitive channel 1A - CGNC Symbol 6506 26.7 4.1 1 38.9 (M:38.9) 1 5.4 5.14 1371
1375 true ENSGALP00000006299 protein arginine methyltransferase 3 - CGNC Symbol 2905 59.4 4.8 1 38.8 (M:38.8) 1 3.6 0.39 1372
1376 true ENSGALP00000012931 nuclear respiratory factor 1 - CGNC Symbol 6034 53.5 4.9 1 38.8 (M:38.8) 1 2.4 5.91 1373
1377 true ENSGALP00000023456 selenophosphate synthetase 1 - CGNC Symbol 10819 42.9 5.6 1 38.7 (M:38.7) 1 3.3 6.81 1374
1378 true ENSGALP00000010701 centrosomal protein 63kDa - CGNC Symbol 5003 82.4 5.3 1 38.4 (M:38.4) 1 1.4 25264.46 1376
1379 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 38.4 (M:38.4) 1 1 7.37 1377
1380 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 38.3 (M:38.3) 1 2.7 8.09 1378
1381 true ENSGALP00000026573 intersectin 2 - CGNC Symbol 51582 193.4 7.8 1 38.2 (M:38.2) 1 1.1 5.6 1379
1382 true ENSGALP00000002996 solute carrier family 25 (mitochondrial carrier phosphate carrier) member 24 - CGNC Symbol 1369 51.9 8.7 1 38.0 (M:38.0) 1 4.5 5.85 1380
1383 true ENSGALP00000025935 tissue specific transplantation antigen P35B - CGNC Symbol 12057 36.4 6.9 1 37.8 (M:37.8) 1 2.8 1.17 1381
1384 true ENSGALP00000017260 dpy-30 histone methyltransferase complex regulatory subunit - CGNC Symbol 8065 11.3 4.9 1 37.7 (M:37.7) 1 11.1 5.22 1382
1385 true ENSGALP00000034255 NADH:ubiquinone oxidoreductase subunit A8 - CGNC Symbol 929 20.1 8.4 1 37.6 (M:37.6) 1 6.4 7.76 1383
1386 true ENSGALP00000005338 LSM4 homolog U6 small nuclear RNA and mRNA degradation associated - CGNC Symbol 2465 16.5 10.2 1 37.4 (M:37.4) 1 8.1 1.56 1384
1387 true ENSGALP00000027401 succinate-CoA ligase ADP-forming beta subunit - CGNC Symbol 12755 50 6.9 1 37.4 (M:37.4) 1 2.8 5.84 1385
1388 true ENSGALP00000041221 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 68848 20.7 6.7 1 37.2 (M:37.2) 1 9 5.07 1386
1389 true ENSGALP00000021515 aryl hydrocarbon receptor interacting protein - CGNC Symbol 49180 37.5 6.8 1 37.1 (M:37.1) 1 4 9.44 1388
1390 true ENSGALP00000042074 upstream binding transcription factor RNA polymerase I - CGNC Symbol 63361 26.9 9.1 1 36.9 (M:36.9) 1 3.1 12.72 1389
1391 true ENSGALP00000041099 transmembrane protein 38B - HGNC:25535 31.7 9.2 1 36.9 (M:36.9) 1 4.2 21913.3 1390
1392 true ENSGALP00000007493 pentatricopeptide repeat domain 1 - CGNC Symbol 3492 83.8 8.6 1 36.9 (M:36.9) 1 1.6 6.78 1391
1393 true ENSGALP00000040976 Hsap of 1: ATPase H+ transporting V0 subunit d1 - HGNC:13724 14.5 4.8 3 36.9 (M:36.9) 1 8.7 7.17 1392
1394 true ENSGALP00000001975 selenocysteine lyase - CGNC Symbol 883 45.5 6.7 1 36.8 (M:36.8) 1 4.5 8.24 1393
1395 true ENSGALP00000010105 15 kDa selenoprotein - CGNC Symbol 52208 9.7 4.6 1 36.8 (M:36.8) 1 13.3 1.45 1394
1396 true ENSGALP00000004071 polymerase (RNA) II subunit E - CGNC Symbol 1864 24.6 5.7 1 36.4 (M:36.4) 1 4.3 1.99 1395
1397 true ENSGALP00000037185 X-ray repair complementing defective repair in Chinese hamster cells 6 - CGNC Symbol 9044 71.2 5.8 1 36.4 (M:36.4) 1 2.2 7.95 1396
1398 true ENSGALP00000027063 mitochondrial ribosomal protein S9 - CGNC Symbol 12597 42.9 9.5 1 36.3 (M:36.3) 1 2.7 0.43 1397
1399 true ENSGALP00000021455 zinc finger protein 830 - CGNC Symbol 9934 41.4 5.1 1 36.3 (M:36.3) 1 5.7 0.07 1398
1400 true ENSGALP00000042430 signal transducer and activator of transcription 6 - CGNC Symbol 63933 26.9 7.8 1 36.3 (M:36.3) 1 6.4 20.7 1399
1401 true ENSGALP00000002175 tetratricopeptide repeat domain 1 - CGNC Symbol 983 33.8 4.9 1 36.2 (M:36.2) 1 4.4 4.36 1400
1402 true ENSGALP00000041006 regulator of G-protein signaling 22 - HGNC:24499 153.4 6.2 1 36.2 (M:36.2) 1 0.5 21.23 1401
1403 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 36.1 (M:36.1) 1 4.7 11.85 1402
1404 true ENSGALP00000015211 sideroflexin 4 - CGNC Symbol 7108 35.4 8.9 1 36.0 (M:36.0) 1 5 0.32 1403
1405 true ENSGALP00000037584 developmentally regulated GTP binding protein 1 - CGNC Symbol 5225 40.4 9 1 36.0 (M:36.0) 1 3.8 1.63 1404
1406 true ENSGALP00000017014 AHA1 activator of heat shock 90kDa protein ATPase homolog 1 (yeast) - CGNC Symbol 7960 38 5.6 1 35.9 (M:35.9) 1 2.4 16.96 1405
1407 true ENSGALP00000009549 calnexin - CGNC Symbol 4443 68.3 4.4 1 35.6 (M:35.6) 1 2.5 13.88 1406
1408 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 35.6 (M:35.6) 1 4.7 2.3 1407
1409 true ENSGALP00000009004 phosphodiesterase 12 - CGNC Symbol 50135 64.4 6.9 1 35.6 (M:35.6) 1 2.4 9.64 1408
1410 true ENSGALP00000000595 adaptor-related protein complex 2 sigma 1 subunit - CGNC Symbol 266 12 4.9 1 35.5 (M:35.5) 1 7.9 0.8 1409
1411 true ENSGALP00000012615 ATP binding cassette subfamily B member 7 - CGNC Symbol 5888 81.3 9.4 1 35.5 (M:35.5) 1 1.3 0.01 1410
1412 true ENSGALP00000041733 Gallus gallus methionyl-tRNA synthetase (MARS) mRNA. - RefSeq mRNA NM_001257372 36 8.2 1 35.4 (M:35.4) 1 5.1 19.36 1411
1413 true ENSGALP00000036845 zinc finger CCCH-type containing 14 - CGNC Symbol 8066 81.6 7.2 1 35.1 (M:35.1) 1 1.8 7.25 1412
1414 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 35.1 (M:35.1) 1 3 17.62 1413
1415 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 35.0 (M:35.0) 1 3.5 2.49 1414
1416 true ENSGALP00000008763 TAF1 RNA polymerase II TATA box binding protein (TBP)-associated factor 250kDa - CGNC Symbol 5165 216.1 4.9 1 34.9 (M:34.9) 1 0.5 1.16 1415
1417 true ENSGALP00000034557 no description available 14.2 8.5 1 34.8 (M:34.8) 1 16.8 18.16 1416
1418 true ENSGALP00000007743 nucleoporin 62kDa - CGNC Symbol 3605 57.4 5.5 1 34.8 (M:34.8) 1 3 7.36 1417
1419 true ENSGALP00000016773 NIMA related kinase 9 - CGNC Symbol 7847 118.6 6.4 1 34.7 (M:34.7) 1 1.7 2.15 1418
1420 true ENSGALP00000040821 microtubule associated protein RP/EB family member 3 - HGNC:6892 29.2 9.6 1 34.7 (M:34.7) 1 7.6 3.68 1419
1421 true ENSGALP00000013129 nicotinamide phosphoribosyltransferase - CGNC Symbol 50574 55.6 6.7 1 34.6 (M:34.6) 1 1.4 0.21 1420
1422 true ENSGALP00000011907 cleavage and polyadenylation factor I subunit 1 - CGNC Symbol 5568 47.6 6.1 1 34.5 (M:34.5) 1 1.6 4.89 1421
1423 true ENSGALP00000012245 forty-two-three domain containing 1 - CGNC Symbol 5721 34.3 11.2 1 34.2 (M:34.2) 1 6.2 18576.78 1422
1424 true ENSGALP00000032933 adaptor-related protein complex 3 sigma 2 subunit - CGNC Symbol 6283 20.7 8.8 1 34.1 (M:34.1) 1 6.4 13.04 1423
1425 true ENSGALP00000005184 cytokine receptor-like factor 3 - CGNC Symbol 2384 44.6 4.9 1 34.1 (M:34.1) 1 4.5 12.49 1424
1426 true ENSGALP00000011095 SHC (Src homology 2 domain containing) transforming protein 1 - CGNC Symbol 5182 65.4 6.4 1 34.1 (M:34.1) 1 2.8 0.28 1425
1427 true ENSGALP00000024167 transportin 1 - CGNC Symbol 11160 88.5 4.9 1 34.1 (M:34.1) 1 1.5 1.02 1426
1428 true ENSGALP00000012399 lysine (K)-specific demethylase 3B - CGNC Symbol 66092 189.8 6.9 1 34.1 (M:34.1) 1 0.6 4.43 1427
1429 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 33.9 (M:33.9) 1 2.8 6.67 1428
1430 true ENSGALP00000004461 interferon induced protein 35 - HGNC:5399 33 5.5 1 33.9 (M:33.9) 1 7 2.95 1429
1431 true ENSGALP00000041886 ubiquinol-cytochrome c reductase Rieske iron-sulfur polypeptide 1 - CGNC Symbol 3283 29.4 8.7 1 33.9 (M:33.9) 1 3.7 2.37 1430
1432 true ENSGALP00000001014 interferon-induced guanylate-binding protein 1-like - CGNC Symbol 51030 79.3 5.7 1 33.9 (M:33.9) 1 1.4 6.82 1431
1433 true ENSGALP00000040761 chromobox homolog 5 - CGNC Symbol 58306 6.5 4.8 1 33.5 (M:33.5) 1 27.3 11.12 1432
1434 true ENSGALP00000027766 MRE11 homolog A double strand break repair nuclease - CGNC Symbol 12932 79.9 5.9 1 33.4 (M:33.4) 1 1.9 3.12 1433
1435 true ENSGALP00000015034 ubiquitin protein ligase E3 component n-recognin 1 - CGNC Symbol 7026 202.2 6.4 1 33.4 (M:33.4) 1 0.8 9.94 1434
1436 true ENSGALP00000025924 eukaryotic translation initiation factor 3 subunit H - CGNC Symbol 12051 39.5 6 1 33.3 (M:33.3) 1 5.7 1.62 1435
1437 true ENSGALP00000002348 zinc finger ZZ-type and EF-hand domain containing 1 - CGNC Symbol 1069 330 5.7 1 33.3 (M:33.3) 1 0.5 5.89 1436
1438 true ENSGALP00000043402 prefoldin subunit 2 - CGNC Symbol 64699 17.5 7 1 33.1 (M:33.1) 1 6.2 9.37 1437
1439 true ENSGALP00000043427 block of proliferation 1 - HGNC:15519 74 8.8 1 33.0 (M:33.0) 1 1.4 3.78 1438
1440 true ENSGALP00000042276 chromobox 8 - CGNC Symbol 5338 36.2 9.7 1 33.0 (M:33.0) 1 3 4.24 1439
1441 true ENSGALP00000010965 regulation of nuclear pre-mRNA domain containing 1B - CGNC Symbol 50965 44.2 9.3 1 32.9 (M:32.9) 1 3.8 3.91 1440
1442 true ENSGALP00000024354 queuine tRNA-ribosyltransferase accessory subunit 2 - CGNC Symbol 11250 44.8 5.2 1 32.8 (M:32.8) 1 3.2 0.56 1441
1443 true ENSGALP00000038350 centromere protein N - CGNC Symbol 54347 40.3 9 1 32.8 (M:32.8) 1 2.9 23910.74 1442
1444 true ENSGALP00000042786 glutathione S-transferase kappa 1 - CGNC Symbol 10904 24 9.4 2 32.8 (M:32.8) 1 7.1 2.44 1443
1445 true ENSGALP00000040773 no description available 22.3 4.6 1 32.7 (M:32.7) 1 9.9 2.49 1444
1446 true ENSGALP00000019213 Hsap of 4: transmembrane protease serine 11F - HGNC:29994 50.5 8.8 1 32.6 (M:32.6) 1 2.7 20.36 1445
1447 true ENSGALP00000009795 small acidic protein - Refseq NP_990089 19 5.2 1 32.5 (M:32.5) 1 4.1 2.26 1446
1448 true ENSGALP00000026270 glutamate-cysteine ligase catalytic subunit - CGNC Symbol 12202 66.8 5.5 1 32.5 (M:32.5) 1 2.4 4.71 1447
1449 true ENSGALP00000008882 phosphoinositide-3-kinase adaptor protein 1 - CGNC Symbol 4133 90.1 5 1 32.5 (M:32.5) 1 2.2 1.39 1448
1450 true ENSGALP00000027070 NCK adaptor protein 2 - CGNC Symbol 50836 43 6.4 1 32.5 (M:32.5) 1 2.6 4.64 1449
1451 true ENSGALP00000039434 reticulon 4 - CGNC Symbol 6163 36.1 4.8 1 32.4 (M:32.4) 1 4.9 0.38 1450
1452 true ENSGALP00000016136 potassium inwardly-rectifying channel subfamily J member 9 - CGNC Symbol 53768 50.7 7.1 2 32.4 (M:32.4) 1 2.2 17.49 1451
1453 true ENSGALP00000021940 serine palmitoyltransferase long chain base subunit 1 - CGNC Symbol 10137 53.3 6 1 32.3 (M:32.3) 1 2.7 7.68 1452
1454 true ENSGALP00000003157 NADH:ubiquinone oxidoreductase subunit B6 - CGNC Symbol 1444 14.9 9.7 1 32.3 (M:32.3) 1 13.3 0.65 1453



1455 true ENSGALP00000024009 THO complex 1 - CGNC Symbol 11072 73.4 5 1 32.2 (M:32.2) 1 1.3 16.01 1454
1456 true ENSGALP00000008465 ribosomal RNA processing 1 homolog B (S. cerevisiae) - CGNC Symbol 52392 84.4 9.6 1 32.2 (M:32.2) 1 2 0.87 1455
1457 true ENSGALP00000002168 ribosomal RNA processing 9 small subunit (SSU) processome component homolog (yeast) - CGNC Symb  52.5 8.6 1 32.1 (M:32.1) 1 3.3 2.27 1456
1458 true ENSGALP00000000696 DDB1 and CUL4 associated factor 7 - CGNC Symbol 313 38.9 5.3 1 32.0 (M:32.0) 1 4.4 11.84 1457
1459 true ENSGALP00000010556 Hsap of 1: extended synaptotagmin 2 - HGNC:22211 23 9.1 1 31.9 (M:31.9) 1 4.5 0.97 1458
1460 true ENSGALP00000041777 RNA polymerase II associated protein 3 - CGNC Symbol 7406 72.6 5.5 2 31.9 (M:31.9) 1 2.4 3.25 1459
1461 true ENSGALP00000040680 uridine diphosphate glucose pyrophosphatase - Refseq NP_001006490 25.8 5.2 1 31.8 (M:31.8) 1 7 6.78 1460
1462 true ENSGALP00000017163 eukaryotic translation initiation factor 2 alpha kinase 2 - CGNC Symbol 8018 62.3 8.6 1 31.8 (M:31.8) 1 2.5 7.15 1461
1463 true ENSGALP00000010994 phospholipid scramblase 1 - CGNC Symbol 52274 33.6 4.9 1 31.7 (M:31.7) 1 3.6 19.64 1462
1464 true ENSGALP00000009787 NADH:ubiquinone oxidoreductase subunit AB1 - CGNC Symbol 4554 16.5 5.1 1 31.6 (M:31.6) 1 10 9.12 1463
1465 true ENSGALP00000012949 molybdenum cofactor synthesis 3 - CGNC Symbol 6043 50.8 6.1 1 31.6 (M:31.6) 1 2.1 0.64 1464
1466 true ENSGALP00000042543 Hsap of 1: src kinase associated phosphoprotein 1 - HGNC:15605 20.5 5.1 1 31.5 (M:31.5) 1 6.2 1.45 1465
1467 true ENSGALP00000019365 annexin A5 - CGNC Symbol 9009 36.2 5.6 1 31.5 (M:31.5) 1 3.7 4.45 1466
1468 true ENSGALP00000026998 inositol polyphosphate-4-phosphatase type I 107kDa - CGNC Symbol 12562 105.8 6.6 1 31.2 (M:31.2) 1 1 24.84 1467
1469 true ENSGALP00000028022 YY1 transcription factor - CGNC Symbol 51971 21.3 9.1 1 31.2 (M:31.2) 1 9 0.7 1468
1470 true ENSGALP00000004094 mitochondrial ribosomal protein L17 - CGNC Symbol 1873 19 10.7 1 31.1 (M:31.1) 1 6.1 2.73 1469
1471 true ENSGALP00000042875 Hsap of 4: family with sequence similarity 104 member A - HGNC:25918 16.3 9.9 1 31.0 (M:31.0) 1 6.7 2.73 1470
1472 true ENSGALP00000003623 3-hydroxyisobutyryl-CoA hydrolase - CGNC Symbol 1646 42.8 8.6 1 30.9 (M:30.9) 1 2.3 9.42 1471
1473 true ENSGALP00000000337 HEAT repeat containing 1 - CGNC Symbol 52557 252.9 6.5 1 30.8 (M:30.8) 1 0.6 0.68 1472
1474 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 30.6 (M:30.6) 1 3.4 5.97 1473
1475 true ENSGALP00000040377 methyl-CpG binding domain protein 3 - CGNC Symbol 55815 26.1 4.8 1 30.6 (M:30.6) 1 4.3 7.62 1475
1476 true ENSGALP00000007531 staufen double-stranded RNA binding protein 1 - CGNC Symbol 3511 71.6 9.5 2 30.6 (M:30.6) 1 2.4 7.16 1476
1477 true ENSGALP00000043240 CDK5 regulatory subunit associated protein 3 - CGNC Symbol 15509 57.1 4.8 1 30.5 (M:30.5) 1 2 2.79 1477
1478 true ENSGALP00000018552 Rab geranylgeranyltransferase beta subunit - CGNC Symbol 8656 37.9 4.9 1 30.5 (M:30.5) 1 4.4 6.63 1478
1479 true ENSGALP00000014876 nicastrin - CGNC Symbol 6959 79.4 5.8 1 30.5 (M:30.5) 1 1.3 18.25 1479
1480 true ENSGALP00000007101 CAP-GLY domain containing linker protein 1 - CGNC Symbol 3295 160.9 5.3 1 30.4 (M:30.4) 1 1.1 5.19 1480
1481 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 30.3 (M:30.3) 1 20.3 10.23 1481
1482 true ENSGALP00000017599 signal peptidase complex subunit 3 - CGNC Symbol 8235 15.5 5.8 1 30.3 (M:30.3) 1 6.6 2.73 1482
1483 true ENSGALP00000022309 thioredoxin related transmembrane protein 3 - CGNC Symbol 10300 51.7 4.9 1 30.3 (M:30.3) 1 3.5 9.6 1483
1484 true ENSGALP00000017231 UFM1-specific peptidase 2 - CGNC Symbol 8050 52.1 6.2 1 30.3 (M:30.3) 1 1.3 36909.28 1484
1485 true ENSGALP00000003092 protein prune homolog - CGNC Symbol 65719 45.8 5.1 1 30.3 (M:30.3) 1 2.8 2.06 1485
1486 true ENSGALP00000011435 otoancorin - CGNC Symbol 5340 127.5 5.5 1 30.3 (M:30.3) 1 0.6 17.01 1486
1487 true ENSGALP00000022899 alcohol dehydrogenase iron containing 1 - CGNC Symbol 10574 48.6 6.8 1 30.2 (M:30.2) 1 1.6 2.32 1487
1488 true ENSGALP00000001150 histidyl-tRNA synthetase - CGNC Symbol 50172 56.6 5.8 2 30.1 (M:30.1) 1 1.8 5.81 1488
1489 true ENSGALP00000010357 solute carrier family 6 (neurotransmitter transporter) member 6 - CGNC Symbol 4841 71.9 5.9 1 30.1 (M:30.1) 1 2.6 2.76 1489
1490 true ENSGALP00000000549 COP9 signalosome subunit 2 - CGNC Symbol 2450 51.5 5.4 1 30.0 (M:30.0) 1 2.3 4.78 1490
1491 true ENSGALP00000020525 N(alpha)-acetyltransferase 20 NatB catalytic subunit - CGNC Symbol 9553 20.5 5 1 29.9 (M:29.9) 1 8.3 8.35 1491
1492 true ENSGALP00000038609 Prominin-like protein Fragment - CGNC Symbol 62403 87.3 5.1 1 29.9 (M:29.9) 1 1 5.85 1492
1493 true ENSGALP00000027492 exosome component 8 - CGNC Symbol 66133 29.8 5.2 1 29.8 (M:29.8) 1 5.8 11 1493
1494 true ENSGALP00000031702 vesicle associated membrane protein 7 - CGNC Symbol 5637 24.7 8.5 1 29.7 (M:29.7) 1 3.6 8.97 1494
1495 true ENSGALP00000009830 zinc finger protein FOG family member 1 - CGNC Symbol 4577 104.7 8.1 1 29.6 (M:29.6) 1 1.3 2.01 1495
1496 true ENSGALP00000023856 Gallus gallus N(alpha)-acetyltransferase 50 NatE catalytic subunit (NAA50) mRNA. - RefSeq mRNA NM_ 19.5 8.9 1 29.6 (M:29.6) 1 8.8 0.08 1496
1497 true ENSGALP00000040926 Hsap of 4: NADH:ubiquinone oxidoreductase subunit A13 - HGNC:17194 7.6 5.2 1 29.6 (M:29.6) 1 15.9 18.5 1497
1498 true ENSGALP00000041193 ubiquitin specific peptidase 39 - CGNC Symbol 64119 28.3 9.3 1 29.6 (M:29.6) 1 7.6 5.42 1498
1499 true ENSGALP00000017157 oxysterol binding protein like 9 - CGNC Symbol 8015 83.2 5.6 1 29.6 (M:29.6) 1 1.4 8.12 1499
1500 true ENSGALP00000026458 paired box 5 - CGNC Symbol 49160 42 8.9 2 29.6 (M:29.6) 1 2.8 4.17 1500
1501 true ENSGALP00000012977 zinc finger C3HC-type containing 1 - CGNC Symbol 6057 53.5 5.8 1 29.6 (M:29.6) 1 2.1 0.67 1501
1502 true ENSGALP00000016054 digestive organ expansion factor homolog (zebrafish) - CGNC Symbol 7511 88.9 5.7 1 29.5 (M:29.5) 1 1.4 5.54 1502
1503 true ENSGALP00000010251 D-dopachrome tautomerase - CGNC Symbol 50387 12.8 6.6 1 29.5 (M:29.5) 1 9.3 14.69 1503
1504 true ENSGALP00000015963 protein phosphatase 2 regulatory subunit B' alpha - CGNC Symbol 7467 56.8 8.1 1 29.5 (M:29.5) 1 2.4 2.56 1504
1505 true ENSGALP00000001949 PR domain 10 - CGNC Symbol 872 131.3 6.4 1 29.5 (M:29.5) 1 1.4 0.98 1505
1506 true ENSGALP00000013080 Gallus gallus ubiquinol-cytochrome c reductase complex III subunit X (UQCR10) mRNA. - RefSeq mRNA 7.4 8.4 1 29.4 (M:29.4) 1 12.3 16.44 1506
1507 true ENSGALP00000019303 SAC1 suppressor of actin mutations 1-like (yeast) - CGNC Symbol 8979 67.4 7.3 1 29.4 (M:29.4) 1 1.7 1.92 1507
1508 true ENSGALP00000002295 potassium voltage-gated channel Shal-related subfamily member 3 - CGNC Symbol 1043 73.8 8.5 1 29.3 (M:29.3) 1 0.8 18.81 1508
1509 true ENSGALP00000000102 scribbled planar cell polarity protein - HGNC:30377 172.7 5.1 1 29.3 (M:29.3) 1 0.8 2.64 1509
1510 true ENSGALP00000022671 Gallus gallus S100 calcium binding protein A9 (S100A9) mRNA. - RefSeq mRNA NM_001305151 14.1 6.4 2 29.3 (M:29.3) 1 8.4 5.22 1510
1511 true ENSGALP00000041963 no description available 45 12 1 29.2 (M:29.2) 1 2.6 8.56 1511
1512 true ENSGALP00000001537 mannosidase alpha class 1C member 1 - CGNC Symbol 701 63 6.8 1 29.2 (M:29.2) 1 2.3 21.09 1512
1513 true ENSGALP00000021206 small nuclear ribonucleoprotein U11/U12 subunit 48 - CGNC Symbol 9843 37.5 9.5 1 29.2 (M:29.2) 1 3.1 3.09 1513
1514 true ENSGALP00000016588 jade family PHD finger 1 - CGNC Symbol 51757 95.5 8.7 1 29.2 (M:29.2) 1 1.2 10.45 1514
1515 true ENSGALP00000003935 Uncharacterized protein - UniProtKB/TrEMBL E9PLN8 - CGNC Symbol 1792 19.8 9.4 1 29.1 (M:29.1) 1 4 39403.98 1515
1516 true ENSGALP00000022347 Hsap of 1: N(alpha)-acetyltransferase 38 NatC auxiliary subunit - HGNC:28212 10.1 7.9 1 29.1 (M:29.1) 1 12.5 25701.11 1516
1517 true ENSGALP00000002491 MIS12 kinetochore complex component - CGNC Symbol 1136 24.7 5.6 1 29.1 (M:29.1) 1 6.2 18.47 1517
1518 true ENSGALP00000042285 Hsap of 1: adaptor related protein complex 1 mu 2 subunit - HGNC:558 16.1 5.7 2 29.0 (M:29.0) 1 6.7 9.27 1518
1519 true ENSGALP00000040063 Hsap of 4: golgi SNAP receptor complex member 2 - HGNC:4431 17 9.4 1 28.9 (M:28.9) 1 7.9 1.26 1519
1520 true ENSGALP00000042324 SKI2 homolog superkiller viralicidic activity 2-like - CGNC Symbol 66175 122.7 6.4 1 28.9 (M:28.9) 1 1.3 4.19 1520
1521 true ENSGALP00000016263 sorting nexin 6 - CGNC Symbol 56458 46.4 5.8 1 28.8 (M:28.8) 1 2.7 6.42 1521
1522 true ENSGALP00000031047 mannosidase endo-alpha - CGNC Symbol 11620 46.3 8.5 1 28.6 (M:28.6) 1 4.5 9.16 1522
1523 true ENSGALP00000034906 deoxyguanosine kinase-like - CGNC Symbol 62884 16.1 5.7 1 28.6 (M:28.6) 1 7.8 7.72 1523
1524 true ENSGALP00000039377 euchromatic histone-lysine N-methyltransferase 1 - CGNC Symbol 6424 100.6 5.9 2 28.5 (M:28.5) 1 1.5 11.21 1524
1525 true ENSGALP00000042001 GDP-D-glucose phosphorylase 1 - CGNC Symbol 64926 40 5.9 1 28.5 (M:28.5) 1 2.5 3.21 1525
1526 true ENSGALP00000042138 mitochondrial ribosomal protein S2 - HGNC:14495 25.5 9 1 28.3 (M:28.3) 1 4.9 4.21 1526
1527 true ENSGALP00000011672 fibroblast growth factor 12 - CGNC Symbol 5455 27.4 9.9 2 28.3 (M:28.3) 1 4.5 26875.03 1527
1528 true ENSGALP00000040891 spermatogenesis associated serine rich 2 - HGNC:18650 57.5 9.4 1 28.2 (M:28.2) 1 3.2 9.28 1528
1529 true ENSGALP00000023936 3-hydroxy-3-methylglutaryl-CoA synthase 1 (soluble) - CGNC Symbol 49779 57.6 5.5 1 28.2 (M:28.2) 1 1.9 0.11 1529
1530 true ENSGALP00000024757 ATP synthase H+ transporting mitochondrial Fo complex subunit E - CGNC Symbol 11448 8.3 7.9 1 28.2 (M:28.2) 1 18.3 4.23 1530
1531 true ENSGALP00000038829 Hsap of 9: DEAD-box helicase 19A - HGNC:25628 53.9 5.8 1 28.2 (M:28.2) 1 1.9 1.64 1531
1532 true ENSGALP00000020319 extracellular leucine-rich repeat and fibronectin type III domain containing 2 - CGNC Symbol 9452 90.2 8.5 1 28.1 (M:28.1) 1 1 6.02 1532
1533 true ENSGALP00000021380 phosphatidylinositol-4-phosphate 3-kinase catalytic subunit type 2 gamma - CGNC Symbol 9914 168.6 6.9 1 28.1 (M:28.1) 1 0.3 2.73 1533
1534 true ENSGALP00000002364 acyl-CoA dehydrogenase family member 8 - CGNC Symbol 1077 45.1 9 1 28.1 (M:28.1) 1 3.6 3.75 1534
1535 true ENSGALP00000029711 proteasome (prosome macropain) assembly chaperone 1 - CGNC Symbol 11998 31.5 4.9 1 28.1 (M:28.1) 1 4.6 22052.89 1535
1536 true ENSGALP00000042759 LSM12 homolog - HGNC:26407 17.1 7.9 1 28.1 (M:28.1) 1 5.9 2.66 1536
1537 true ENSGALP00000015982 TANK-binding kinase 1 - CGNC Symbol 7475 84 6 1 28.0 (M:28.0) 1 1.8 10.4 1537
1538 true ENSGALP00000008421 CKLF like MARVEL transmembrane domain containing 4 - CGNC Symbol 3907 23.6 5.4 1 28.0 (M:28.0) 1 4.7 5.68 1538
1539 true ENSGALP00000043018 arsA arsenite transporter ATP-binding homolog 1 (bacterial) - CGNC Symbol 63380 26.1 4.6 1 28.0 (M:28.0) 1 4.2 9.43 1539
1540 true ENSGALP00000043146 BR serine/threonine kinase 2 - CGNC Symbol 5046 87 9.1 1 27.9 (M:27.9) 1 1.9 2.65 1540
1541 true ENSGALP00000016245 CXXC repeat containing interactor of PDZ3 domain - CGNC Symbol 7611 11.2 9.6 1 27.9 (M:27.9) 1 16.8 7.17 1541
1542 true ENSGALP00000018548 BCS1 homolog ubiquinol-cytochrome c reductase complex chaperone - CGNC Symbol 8654 47.5 9.1 1 27.9 (M:27.9) 1 2.9 10.32 1542
1543 true ENSGALP00000024856 solute carrier family 44 (choline transporter) member 1 - CGNC Symbol 53042 72.4 8.7 1 27.9 (M:27.9) 1 2.2 6.78 1543
1544 true ENSGALP00000014627 CWC22 homolog spliceosome-associated protein - CGNC Symbol 52133 108.9 7.2 1 27.8 (M:27.8) 1 1 1.66 1544
1545 true ENSGALP00000041243 histidine triad nucleotide binding protein 2 - CGNC Symbol 64012 17.1 9.8 1 27.8 (M:27.8) 1 5.6 31022.2 1545
1546 true ENSGALP00000003418 hydroxysteroid (17-beta) dehydrogenase 4 - CGNC Symbol 1559 80.1 8.6 1 27.6 (M:27.6) 1 1.5 0.59 1546
1547 true ENSGALP00000042821 anaphase promoting complex subunit 15 - CGNC Symbol 65610 14.2 3.5 1 27.6 (M:27.6) 1 8.3 26605.05 1547
1548 true ENSGALP00000017279 AT-hook containing transcription factor 1 - CGNC Symbol 8073 253.6 5.4 1 27.5 (M:27.5) 1 0.4 4.63 1548
1549 true ENSGALP00000003216 Sin3A associated protein 130kDa - CGNC Symbol 1470 110.8 9.9 1 27.5 (M:27.5) 1 1.5 2.53 1549
1550 true ENSGALP00000005159 protein tyrosine phosphatase type IVA member 2 - CGNC Symbol 2373 19.8 8.8 1 27.5 (M:27.5) 1 10.9 0.96 1550
1551 true ENSGALP00000007133 zinc finger CCHC-type containing 8 - CGNC Symbol 3310 68.7 4.9 1 27.5 (M:27.5) 1 3.3 0.98 1551
1552 true ENSGALP00000007805 Hsap of 1: zinc finger protein 746 - HGNC:21948 58.2 6.4 1 27.4 (M:27.4) 1 2.1 2.99 1552
1553 true ENSGALP00000039941 VANGL planar cell polarity protein 2 - CGNC Symbol 17051 65.6 9.5 1 27.4 (M:27.4) 1 1.6 13.09 1553
1554 true ENSGALP00000042268 tigger transposable element derived 3 - HGNC:18334 47.1 6.3 1 27.4 (M:27.4) 1 2.4 12.84 1554
1555 true ENSGALP00000023172 galectin-8 - Refseq NP_001010843 33.7 8.2 2 27.4 (M:27.4) 1 3.4 0.37 1555
1556 true ENSGALP00000027373 GPALPP motifs containing 1 - CGNC Symbol 12739 39.2 5 1 27.3 (M:27.3) 1 3.7 7.86 1556
1557 true ENSGALP00000015781 NADH:ubiquinone oxidoreductase core subunit S7 - CGNC Symbol 56235 24.3 9.8 1 27.2 (M:27.2) 1 4.1 11.73 1557
1558 true ENSGALP00000011475 ubiquinol-cytochrome c reductase complex III subunit VII 9.5kDa - CGNC Symbol 5357 9.6 9.6 1 27.1 (M:27.1) 1 15.9 8.06 1558



1559 true ENSGALP00000042547 ADAM metallopeptidase domain 33 - CGNC Symbol 11979 103.5 8.9 2 27.1 (M:27.1) 1 1.6 6.51 1559
1560 true ENSGALP00000025680 KIAA1429 - CGNC Symbol 11918 202.8 4.8 1 27.1 (M:27.1) 1 0.8 0.3 1560
1561 true ENSGALP00000025623 Mab-21 domain containing 1 - CGNC Symbol 11884 36.4 8.9 2 27.0 (M:27.0) 1 1.6 23.03 1561
1562 true ENSGALP00000007884 LSM14A mRNA processing body assembly factor - CGNC Symbol 50074 50.5 9.6 1 27.0 (M:27.0) 1 1.7 11.33 1562
1563 true ENSGALP00000015897 golgin B1 - CGNC Symbol 7433 369.4 4.9 1 26.9 (M:26.9) 1 0.2 11.78 1563
1564 true ENSGALP00000009483 transmembrane emp24 protein transport domain containing 5 - CGNC Symbol 4410 25.7 4.6 1 26.9 (M:26.9) 1 4 11.47 1564
1565 true ENSGALP00000023882 thymocyte selection associated - HGNC:21569 64.3 5.7 1 26.8 (M:26.8) 1 1.4 7.85 1565
1566 true ENSGALP00000002221 ankyrin repeat and FYVE domain containing 1 - CGNC Symbol 1013 128.6 5.6 1 26.8 (M:26.8) 1 1.1 3.65 1566
1567 true ENSGALP00000019452 eukaryotic translation initiation factor 1B - CGNC Symbol 9051 12.8 6.8 2 26.7 (M:26.7) 1 22.1 15.15 1567
1568 true ENSGALP00000014743 calpain 13 - CGNC Symbol 14087 81.6 5.6 1 26.6 (M:26.6) 1 2.5 7.05 1568
1569 true ENSGALP00000021767 neurocalcin delta - CGNC Symbol 10060 22.2 5.2 1 26.6 (M:26.6) 1 4.1 0.55 1569
1570 true ENSGALP00000009219 SWAP switching B-cell complex 70kDa subunit - CGNC Symbol 51879 67.8 6.2 1 26.5 (M:26.5) 1 1.6 3.54 1570
1571 true ENSGALP00000038283 UPF3 regulator of nonsense transcripts homolog B (yeast) - CGNC Symbol 64847 56.9 9.3 1 26.5 (M:26.5) 1 1.9 6.64 1571
1572 true ENSGALP00000002876 no description available 13.3 5.6 1 26.4 (M:26.4) 1 6.8 12.67 1572
1573 true ENSGALP00000003058 ubiquitin conjugating enzyme E2 O - CGNC Symbol 1396 140.8 5.1 1 26.4 (M:26.4) 1 0.7 4.24 1573
1574 true ENSGALP00000016606 KRR1 small subunit (SSU) processome component homolog (yeast) - CGNC Symbol 7781 43.1 9.9 1 26.3 (M:26.3) 1 2.4 3.54 1574
1575 true ENSGALP00000005791 senataxin - CGNC Symbol 2674 281.1 6.4 1 26.3 (M:26.3) 1 0.5 23.88 1575
1576 true ENSGALP00000009049 Hsap of 1: GTPase IMAP family member 6 - HGNC:21918 29.6 7.2 1 26.3 (M:26.3) 1 3.4 1.97 1576
1577 true ENSGALP00000041866 zinc finger and BTB domain-containing protein 7A - Refseq NP_990011 43 4.6 1 26.3 (M:26.3) 1 4.1 5.59 1577
1578 true ENSGALP00000019589 KIAA1549-like - CGNC Symbol 9111 61.8 9.4 1 26.2 (M:26.2) 1 1.3 30983.65 1578
1579 true ENSGALP00000026768 nuclear receptor coactivator 1 - CGNC Symbol 12452 157.7 5.9 2 26.2 (M:26.2) 1 2.1 2 1579
1580 true ENSGALP00000038183 solute carrier family 24 (sodium/potassium/calcium exchanger) member 5 - CGNC Symbol 3627 55.1 5.3 1 26.2 (M:26.2) 1 1.6 21.96 1580
1581 true ENSGALP00000024086 5'-nucleotidase domain containing 1 - CGNC Symbol 11115 52 5.2 1 26.2 (M:26.2) 1 3.7 12.13 1581
1582 true ENSGALP00000013802 pleckstrin homology domain containing family M member 3 - CGNC Symbol 52127 82.6 6.7 1 26.0 (M:26.0) 1 1.1 14.03 1582
1583 true ENSGALP00000025980 activity-regulated cytoskeleton-associated protein - CGNC Symbol 12077 46.3 5.6 1 26.0 (M:26.0) 1 1.2 2.57 1583
1584 true ENSGALP00000004517 LEM domain containing 2 - CGNC Symbol 2072 55.9 5.9 1 26.0 (M:26.0) 1 1.9 29368.96 1584
1585 true ENSGALP00000026942 retinitis pigmentosa 2 (X-linked recessive) - CGNC Symbol 12543 39.7 5.1 1 26.0 (M:26.0) 1 2.5 1.5 1585
1586 true ENSGALP00000010319 oxysterol binding protein-like 5 - CGNC Symbol 4819 100.7 8.3 2 25.9 (M:25.9) 1 1.2 8.56 1586
1587 true ENSGALP00000003137 calpain 15 - CGNC Symbol 1433 118.4 7.7 1 25.9 (M:25.9) 1 1.5 1.2 1587
1588 true ENSGALP00000007177 phosphodiesterase 6G cGMP-specific rod gamma - CGNC Symbol 3334 9.6 9.5 1 25.9 (M:25.9) 1 10.3 5.15 1588
1589 true ENSGALP00000001307 NOP2/Sun domain family member 5 - CGNC Symbol 50516 51.7 9.4 1 25.9 (M:25.9) 1 3.4 14.95 1589
1590 true ENSGALP00000022414 synaptojanin 2 binding protein - Refseq NP_001264717 15.4 9.1 1 25.9 (M:25.9) 1 7.5 11.33 1590
1591 true ENSGALP00000010447 Hsap of 1: S-phase kinase-associated protein 1 - HGNC:10899 18.6 4.4 1 25.9 (M:25.9) 1 7.4 13.82 1591
1592 true ENSGALP00000005033 NHP2 ribonucleoprotein - CGNC Symbol 17192 16.6 8.2 1 25.8 (M:25.8) 1 6.8 8 1592
1593 true ENSGALP00000019676 mutL homolog 1 - CGNC Symbol 9143 84.8 5.4 1 25.8 (M:25.8) 1 1.1 36740.98 1593
1594 true ENSGALP00000037103 receptor accessory protein 5 - CGNC Symbol 16088 21.5 6.8 1 25.8 (M:25.8) 1 5.3 2.47 1594
1595 true ENSGALP00000012903 Hsap of 4: TBC1 domain family member 10A - HGNC:23609 50.1 9.2 1 25.8 (M:25.8) 1 2.3 0.1 1595
1596 true ENSGALP00000019373 Hsap of 1: protein kinase C eta - HGNC:9403 84.3 8.3 1 25.8 (M:25.8) 1 1.4 9.14 1596
1597 true ENSGALP00000004550 solute carrier family 22 member 15-like - CGNC Symbol 52018 53.6 9.2 1 25.7 (M:25.7) 1 2.7 4.22 1597
1598 true ENSGALP00000002238 protein PML-like - CGNC Symbol 65465 86.3 5.4 1 25.7 (M:25.7) 1 0.9 17.44 1598
1599 true ENSGALP00000012068 Hsap of 1: mitochondrial ribosomal protein L28 - HGNC:14484 25.6 10.1 3 25.7 (M:25.7) 1 5.4 3.54 1599
1600 true ENSGALP00000017131 Fas associated factor 1 - CGNC Symbol 8001 69.6 5 1 25.7 (M:25.7) 1 1.8 0.73 1600
1601 true ENSGALP00000010473 transmembrane 9 superfamily member 2-like - CGNC Symbol 51675 74 7.1 1 25.6 (M:25.6) 1 2.6 10.72 1601
1602 true ENSGALP00000022512 zinc finger CCCH-type antiviral 1 - CGNC Symbol 10406 80.5 8.6 1 25.6 (M:25.6) 1 1.6 5.57 1602
1603 true ENSGALP00000006240 collagen type VI alpha 3 - CGNC Symbol 2875 339.4 6.3 1 25.6 (M:25.6) 1 0.3 11.97 1603
1604 true ENSGALP00000014023 general transcription factor IIH polypeptide 4 52kDa - CGNC Symbol 50467 99.3 5.4 1 25.6 (M:25.6) 1 0.7 3.6 1604
1605 true ENSGALP00000016970 fatty acid amide hydrolase - CGNC Symbol 7941 64.1 7.5 1 25.6 (M:25.6) 1 1 13.6 1605
1606 true ENSGALP00000021345 dopa decarboxylase (aromatic L-amino acid decarboxylase) - CGNC Symbol 9900 55 6.6 1 25.5 (M:25.5) 1 2.5 6.05 1606
1607 true ENSGALP00000006673 dipeptidyl-peptidase 9 - CGNC Symbol 3085 98.4 5.5 1 25.5 (M:25.5) 1 1.6 2.93 1607
1608 true ENSGALP00000004767 cholinergic receptor nicotinic alpha 5 (neuronal) - CGNC Symbol 49155 49.8 5.7 1 25.5 (M:25.5) 1 1.8 0.98 1608
1609 true ENSGALP00000038235 Hsap of 1: protein phosphatase 1 regulatory subunit 26 - HGNC:29089 95.2 6.5 1 25.4 (M:25.4) 1 0.7 20.54 1609
1610 true ENSGALP00000042322 translocon-associated protein subunit gamma - Refseq NP_001264404 21.2 9.6 1 25.4 (M:25.4) 1 7.5 12.71 1610
1611 true ENSGALP00000013855 malignant T-cell amplified sequence 1 - CGNC Symbol 6460 20.6 9 1 25.4 (M:25.4) 1 5 0.34 1611
1612 true ENSGALP00000027934 proteasomal ATPase associated factor 1 - CGNC Symbol 13009 42.4 5.5 1 25.4 (M:25.4) 1 3.3 18.51 1612
1613 true ENSGALP00000021816 programmed cell death 6 - CGNC Symbol 10082 21.6 5.4 1 25.4 (M:25.4) 1 5.9 10.71 1613
1614 true ENSGALP00000001415 pseudouridylate synthase 3 - CGNC Symbol 638 52.1 8.5 1 25.3 (M:25.3) 1 1.5 5.79 1614
1615 true ENSGALP00000024617 mitochondrial ribosomal protein L15 - CGNC Symbol 11375 33.6 10.1 1 25.3 (M:25.3) 1 3.4 0.21 1615
1616 true ENSGALP00000006641 nuclear speckle splicing regulatory protein 1 - CGNC Symbol 3073 65.6 9.1 1 25.3 (M:25.3) 1 1.3 3.83 1616
1617 true ENSGALP00000000780 lysosomal protein transmembrane 5 - CGNC Symbol 351 28.9 8.5 1 25.1 (M:25.1) 1 2.7 6.01 1617
1618 true ENSGALP00000003381 aconitase 1 soluble - CGNC Symbol 48955 98 7 1 25.0 (M:25.0) 1 1.1 6.71 1618
1619 true ENSGALP00000037469 acyl-CoA synthetase family member 2 - CGNC Symbol 13977 68.7 9 1 25.0 (M:25.0) 1 2.3 2.18 1619
1620 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 24.9 (M:24.9) 1 1 3 1620
1621 true ENSGALP00000015971 exportin for tRNA - CGNC Symbol 7470 109.8 5.1 1 24.9 (M:24.9) 1 1.2 1.71 1621
1622 true ENSGALP00000013584 caveolin 3 - CGNC Symbol 6328 17.5 5.6 1 24.9 (M:24.9) 1 7.9 0.45 1622
1623 true ENSGALP00000036466 EvC ciliary complex subunit 2 - CGNC Symbol 11175 150.7 6.9 1 24.9 (M:24.9) 1 0.9 12.91 1623
1624 true ENSGALP00000017172 nardilysin convertase - CGNC Symbol 8022 126.8 5 1 24.9 (M:24.9) 1 1 1.16 1624
1625 true ENSGALP00000024381 transmembrane protein 2 - CGNC Symbol 53029 153.1 8.8 1 24.8 (M:24.8) 1 0.9 5.14 1625
1626 true ENSGALP00000038280 DEAD (Asp-Glu-Ala-Asp) box polypeptide 52 - CGNC Symbol 4089 67.7 9.8 1 24.7 (M:24.7) 1 1.2 33148.2 1626
1627 true ENSGALP00000003605 transmembrane protein 132E - CGNC Symbol 1648 106.4 5.6 1 24.7 (M:24.7) 1 1 13.85 1627
1628 true ENSGALP00000002850 alkB homolog 4 lysine demethylase - CGNC Symbol 1299 34.9 5.4 1 24.7 (M:24.7) 1 3.5 9.5 1628
1629 true ENSGALP00000007092 sidekick cell adhesion molecule 2 - CGNC Symbol 49216 238.9 6 1 24.6 (M:24.6) 1 0.4 14.68 1629
1630 true ENSGALP00000012744 magnesium transporter 1 - CGNC Symbol 51708 36.8 9.7 1 24.6 (M:24.6) 1 2.7 5.89 1630
1631 true ENSGALP00000016422 Gallus gallus transmembrane protein 53 (TMEM53) mRNA. - RefSeq mRNA NM_001277580 31.1 9.7 1 24.6 (M:24.6) 1 5 3.25 1631
1632 true ENSGALP00000003770 general transcription factor IIH polypeptide 2 44kDa - CGNC Symbol 64146 45 6.2 1 24.6 (M:24.6) 1 2.3 8.86 1632
1633 true ENSGALP00000009755 inscuteable homolog (Drosophila) - CGNC Symbol 4544 62 5.1 3 24.6 (M:24.6) 1 1.3 1.68 1633
1634 true ENSGALP00000007541 EPH receptor B2 - CGNC Symbol 3515 111.8 5.5 1 24.5 (M:24.5) 1 1 7.9 1634
1635 true ENSGALP00000008955 synaptogyrin 3 - CGNC Symbol 4162 25.2 4.8 1 24.5 (M:24.5) 1 4.3 30354.23 1635
1636 true ENSGALP00000042925 no description available 30.3 6 1 24.5 (M:24.5) 1 3.3 11 1636
1637 true ENSGALP00000011803 THO complex 7 - CGNC Symbol 5517 23.9 5.9 1 24.4 (M:24.4) 1 6.4 10.34 1637
1638 true ENSGALP00000039960 non-SMC condensin I complex subunit H - CGNC Symbol 52413 78.4 5.3 1 24.4 (M:24.4) 1 2.4 3.6 1638
1639 true ENSGALP00000002928 netrin G1 - CGNC Symbol 1341 52.1 6.1 1 24.4 (M:24.4) 1 2 23.64 1639
1640 true ENSGALP00000038976 transmembrane protein 199 - CGNC Symbol 16688 21.3 9.2 1 24.4 (M:24.4) 1 3.6 8.77 1640
1641 true ENSGALP00000025172 Hsap of 1: PHD finger protein 7 - HGNC:18458 31.5 8.8 4 24.4 (M:24.4) 1 3.6 5.63 1641
1642 true ENSGALP00000043084 Hsap of 1: serine/arginine repetitive matrix 4 - HGNC:29389 27.6 10 2 24.3 (M:24.3) 1 3.5 18.74 1642
1643 true ENSGALP00000041734 complexin 3 - CGNC Symbol 55539 17.7 4.7 1 24.3 (M:24.3) 1 6.4 19.12 1643
1644 true ENSGALP00000013682 glutathione S-transferase omega 1 - CGNC Symbol 52072 27.2 7 1 24.3 (M:24.3) 1 2.9 9.87 1644
1645 true ENSGALP00000043400 thioredoxin domain containing 17 - HGNC:28218 14.2 5.4 1 24.3 (M:24.3) 1 9 8.67 1645
1646 true ENSGALP00000000211 bromodomain containing 2 - CGNC Symbol 50420 80.3 8.7 1 24.2 (M:24.2) 1 1.8 2.62 1646
1647 true ENSGALP00000013107 neurofilament heavy polypeptide - CGNC Symbol 50408 102.9 6.2 1 24.2 (M:24.2) 1 0.8 16.72 1647
1648 true ENSGALP00000013443 zinc finger CCCH-type containing 6 - CGNC Symbol 6264 131.6 8 1 24.2 (M:24.2) 1 1.4 0.38 1648
1649 true ENSGALP00000021257 microtubule associated monooxygenase calponin and LIM domain containing 3 - CGNC Symbol 50686 245.7 5.5 1 24.2 (M:24.2) 1 0.3 23.13 1649
1650 true ENSGALP00000038584 general transcription factor IIIC subunit 5 - CGNC Symbol 2509 36.7 8.7 1 24.1 (M:24.1) 1 4 3.71 1650
1651 true ENSGALP00000020451 nuclear receptor subfamily 4 group A member 2 - CGNC Symbol 9517 66.3 8.2 1 24.1 (M:24.1) 1 2 17.26 1651
1652 true ENSGALP00000038459 tubulin folding cofactor D - CGNC Symbol 1039 113.6 5.7 2 24.1 (M:24.1) 1 0.9 13.57 1652
1653 true ENSGALP00000026539 pumilio RNA-binding family member 2 - CGNC Symbol 12341 114.6 6.7 1 24.1 (M:24.1) 1 1.9 8.58 1653
1654 true ENSGALP00000023898 ribosomal protein L37 - CGNC Symbol 11004 11.1 11.7 1 24.1 (M:24.1) 1 8.2 17.76 1654
1655 true ENSGALP00000016133 Gallus gallus nucleoporin 107kDa (NUP107) mRNA. - RefSeq mRNA NM_001282159 105.5 5.1 1 23.9 (M:23.9) 1 1.1 3.26 1655
1656 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 23.8 (M:23.8) 1 11.8 9.7 1656
1657 true ENSGALP00000002172 mitochondrial trans-2-enoyl-CoA reductase - CGNC Symbol 981 39 8.9 1 23.7 (M:23.7) 1 3.6 5.31 1657
1658 true ENSGALP00000016717 mitochondrial ribosomal protein L14 - CGNC Symbol 7826 16.5 11 1 23.6 (M:23.6) 1 11.5 2.23 1658
1659 true ENSGALP00000003834 dual oxidase 2 - CGNC Symbol 53101 176.1 8.1 1 23.6 (M:23.6) 1 0.8 1.48 1659
1660 true ENSGALP00000018217 ER membrane-associated RNA degradation - CGNC Symbol 8497 76.5 6.2 1 23.5 (M:23.5) 1 0.9 17.66 1660
1661 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 23.3 (M:23.3) 1 10 6.7 1661
1662 true ENSGALP00000006007 general transcription factor IIA 2 - CGNC Symbol 2774 12.4 6.2 1 23.3 (M:23.3) 1 5.5 36115.86 1662



1663 true ENSGALP00000003627 galactokinase 1 - CGNC Symbol 1647 41.6 5.7 1 23.3 (M:23.3) 1 2.8 1.38 1663
1664 true ENSGALP00000015840 family with sequence similarity 98 member B - CGNC Symbol 7407 44.7 9 1 23.2 (M:23.2) 1 3.1 5.79 1664
1665 true ENSGALP00000025612 OTU domain containing 6B - CGNC Symbol 51212 34.5 5.9 1 23.0 (M:23.0) 1 3.6 5.32 1665
1666 true ENSGALP00000015059 metaxin 2 - CGNC Symbol 7037 30.3 5.8 1 22.9 (M:22.9) 1 3.7 5.59 1666
1667 true ENSGALP00000017009 VPS33B interacting protein apical-basolateral polarity regulator spe-39 homolog - CGNC Symbol 7958 56.8 7.6 1 22.8 (M:22.8) 1 2 21.73 1667
1668 true ENSGALP00000029853 caspase 2 - CGNC Symbol 10898 48 5.8 1 22.7 (M:22.7) 1 1.9 4.24 1668
1669 true ENSGALP00000025342 Uncharacterized protein - UniProtKB/TrEMBL F5H0B0 - CGNC Symbol 11745 19.8 4.9 1 22.6 (M:22.6) 1 6 24460.57 1669
1670 true ENSGALP00000037841 GTPase activating Rap/RanGAP domain like 3 - CGNC Symbol 553 103.7 7.3 2 21.8 (M:21.8) 1 1.4 5.89 1670
1671 true ENSGALP00000010113 Hsap of 16: SAA2-SAA4 readthrough - HGNC:39550 14.2 9.7 1 21.8 (M:21.8) 1 8.7 13.84 1671
1672 true ENSGALP00000011488 malectin - CGNC Symbol 5363 31.1 5.7 1 21.8 (M:21.8) 1 2.5 17.27 1672
1673 true ENSGALP00000003729 RUN and SH3 domain containing 2 - CGNC Symbol 1692 169.1 6.3 1 21.7 (M:21.7) 1 0.5 4.51 1673
1674 true ENSGALP00000024751 poliovirus receptor-related 3 - CGNC Symbol 11445 62.4 5.6 1 21.6 (M:21.6) 1 2.9 11.31 1674
1675 true ENSGALP00000008634 BRCA1/BRCA2-containing complex subunit 3 - CGNC Symbol 4010 35.8 6.5 1 21.5 (M:21.5) 1 4.7 15.12 1675
1676 true ENSGALP00000022731 family with sequence similarity 76 member A - CGNC Symbol 52769 35.1 9.4 1 21.4 (M:21.4) 1 3.6 0.52 1676
1677 true ENSGALP00000019025 IQ motif containing B1 - CGNC Symbol 8857 68.4 9.3 1 21.4 (M:21.4) 1 1.7 7.53 1677
1678 true ENSGALP00000001483 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A-like - CGNC Symbol 658 80.5 8.1 1 21.2 (M:21.2) 1 1.7 13.25 1678
1679 true ENSGALP00000026389 zinc fingers and homeoboxes 2 - HGNC:18513 92.3 6.2 1 21.1 (M:21.1) 1 1.1 11.2 1679
1680 true ENSGALP00000026932 CD2-associated protein - CGNC Symbol 12535 71.2 5.8 1 20.9 (M:20.9) 1 2.7 4.51 1680
1681 true ENSGALP00000038427 SET domain containing 1B - CGNC Symbol 50360 223 4.8 1 20.7 (M:20.7) 1 1.1 0.6 1681
1682 true ENSGALP00000012601 Usher syndrome 1G (autosomal recessive) - CGNC Symbol 5879 47.8 7.2 1 20.6 (M:20.6) 1 1.6 13.45 1682
1683 true ENSGALP00000018365 protein phosphatase Mg2+/Mn2+ dependent 1K - CGNC Symbol 8560 16.5 8.9 2 20.1 (M:20.1) 1 8.2 17.3 1683
1684 true ENSGALP00000000908 UTP4 small subunit processome component - CGNC Symbol 55410 76.4 9.2 1 20.1 (M:20.1) 1 1 33832.81 1684
1685 true ENSGALP00000015260 SEC62 homolog preprotein translocation factor - CGNC Symbol 7130 45.9 6.6 1 19.5 (M:19.5) 1 2.3 6.1 1685
1686 true ENSGALP00000035712 TSC22 domain family member 1 - CGNC Symbol 12737 106.3 5.6 1 19.5 (M:19.5) 1 0.8 31534.77 1686
1687 true ENSGALP00000008114 membrane protein palmitoylated 1 55kDa - CGNC Symbol 51652 52.5 6.6 1 18.8 (M:18.8) 1 2.1 10.44 1687
1688 true ENSGALP00000008839 adrenergic beta receptor kinase 2 - CGNC Symbol 4110 75.7 7.6 2 18.4 (M:18.4) 1 1.5 2.04 1688
1689 true ENSGALP00000034072 acetyl-CoA carboxylase alpha - CGNC Symbol 4052 262.5 6 1 18.2 (M:18.2) 1 0.8 10.71 1689
1690 true ENSGALP00000020581 reversion inducing cysteine rich protein with kazal motifs - CGNC Symbol 9582 105.6 6.1 1 17.9 (M:17.9) 1 0.6 0.34 1690
1691 true ENSGALP00000003163 DENN/MADD domain containing 2C - CGNC Symbol 64843 105.8 9 1 17.6 (M:17.6) 1 1.8 10.63 1691
1692 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 16.5 (M:16.5) 1 1.1 0.65 1692
1693 true ENSGALP00000017786 nucleoporin like 2 - CGNC Symbol 51302 42.4 7.6 1 16.4 (M:16.4) 1 3.1 3.37 1693
1694 true ENSGALP00000005548 T-cell immune regulator 1 ATPase H+ transporting lysosomal V0 subunit A3 - CGNC Symbol 49337 94.4 6 1 16.3 (M:16.3) 1 2.3 2.05 1694
1695 true ENSGALP00000026381 derlin 1 - CGNC Symbol 12264 28.9 9.4 1 16.3 (M:16.3) 1 3.2 29988.14 1695
1696 true ENSGALP00000012304 anoctamin 1 calcium activated chloride channel - CGNC Symbol 5749 114.3 8.2 1 16.2 (M:16.2) 1 0.9 23.37 1696



Supptbl13_ProteinTable_DiM1lbl_compiledfixedL
Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank

1 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 12 1942.0 (M:1942.0) 37 20.5 5.75 2
2 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 2 1681.3 (M:1681.3) 31 15.7 7.63 3
3 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 2060.6 (M:2060.6) 27 42.6 6.6 1
4 true ENSGALP00000015657 actin beta - CGNC Symbol 49855 41.7 5.3 3 1586.7 (M:1586.7) 24 67.7 6.41 4
5 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 1 1577.9 (M:1577.9) 24 67.7 6.41 5
6 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 1325.9 (M:1325.9) 24 34.3 7 6
7 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 1052.9 (M:1052.9) 23 32 9.26 15
8 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 2 1312.2 (M:1312.2) 22 45.8 6.7 7
9 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 1261.3 (M:1261.3) 22 28.4 5.79 10

10 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 1143.4 (M:1143.4) 22 33.3 5.09 12
11 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 4 1168.9 (M:1168.9) 20 45 5.78 11
12 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 899.8 (M:899.8) 20 25.4 7.24 19
13 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 1263.9 (M:1263.9) 19 29.6 5.22 9
14 true ENSGALP00000035339 Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) mRNA     52.9 5.1 1 1277.4 (M:1277.4) 18 40.7 5.45 8
15 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 1109.3 (M:1109.3) 18 35.4 8.22 13
16 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 930.0 (M:930.0) 18 21.8 4.51 17
17 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 1 902.5 (M:902.5) 18 25.4 5.03 18
18 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 1094.1 (M:1094.1) 17 9.9 5.04 14
19 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 878.4 (M:878.4) 17 27.7 3.85 22
20 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 835.6 (M:835.6) 17 19 7.15 25
21 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 812.1 (M:812.1) 17 26.1 6.53 29
22 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 666.6 (M:666.6) 17 10.9 6.76 42
23 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 640.8 (M:640.8) 17 4.6 10.37 45
24 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 2 957.4 (M:957.4) 16 44.7 8.85 16
25 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 830.1 (M:830.1) 16 34.9 6.17 27
26 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 2 893.2 (M:893.2) 15 34.5 9.7 20
27 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 826.5 (M:826.5) 15 11.1 9.2 28
28 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 656.7 (M:656.7) 15 7.2 10.32 43
29 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 615.2 (M:615.2) 15 28.7 10.05 52
30 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 593.8 (M:593.8) 15 19.1 8.13 57
31 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 3 522.1 (M:522.1) 15 22 7.55 79
32 true ENSGALP00000015410 actinin alpha 1 - CGNC Symbol 48956 101.5 5.3 4 501.4 (M:501.4) 15 18.3 8.27 87
33 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 831.5 (M:831.5) 14 34.5 5.63 26
34 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 712.3 (M:712.3) 14 37.6 4737.53 38
35 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 710.3 (M:710.3) 14 18.6 7.73 39
36 true ENSGALP00000028746 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 5251 27.8 4.7 1 656.4 (M:656.4) 14 43.3 4.79 44
37 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 632.4 (M:632.4) 14 23.4 6.67 48
38 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 503.9 (M:503.9) 14 10.5 6.5 84
39 true ENSGALP00000038795 Hsap of 1: ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - HG 60 9 2 767.1 (M:767.1) 13 31.1 7.34 30
40 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 4 755.7 (M:755.7) 13 30 7.11 32
41 true ENSGALP00000041526 Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) (H      11.4 11.4 1 751.4 (M:751.4) 13 61.2 6.55 33
42 true ENSGALP00000020534 heterogeneous nuclear ribonucleoprotein K-like - CGNC Symbol 53093 47.1 6.1 2 748.8 (M:748.8) 13 34.5 7.52 34
43 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 720.9 (M:720.9) 13 22.2 5645.27 35
44 true ENSGALP00000018454 tubulin alpha 4b - CGNC Symbol 65790 52.2 5.1 1 715.5 (M:715.5) 13 29.2 11.31 37
45 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 690.3 (M:690.3) 13 24.9 10.2 41
46 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 610.1 (M:610.1) 13 50.1 7.95 54
47 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 4 576.1 (M:576.1) 13 15.4 7.12 62
48 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 866.1 (M:866.1) 12 20.5 5.67 23
49 true ENSGALP00000015988 actin alpha cardiac muscle 1 - CGNC Symbol 51944 42 5.2 4 614.0 (M:614.0) 12 27.1 7.6 53
50 true ENSGALP00000012034 tubulin beta 1 class VI - CGNC Symbol 49797 50.1 5 1 585.2 (M:585.2) 12 17.7 7.65 59
51 true ENSGALP00000020147 minichromosome maintenance complex component 6 - CGNC Symbol 9378 103.3 5.4 2 551.9 (M:551.9) 12 13.3 8.09 68
52 true ENSGALP00000014105 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC Symb  35 10 2 541.5 (M:541.5) 12 31.7 4.58 71
53 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 525.5 (M:525.5) 12 7.8 5.33 78
54 true ENSGALP00000036122 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 123 27.8 4.7 2 518.0 (M:518.0) 12 26.9 6.48 80
55 true ENSGALP00000039133 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 5 26.6 4.7 1 517.2 (M:517.2) 12 41 5.65 81
56 true ENSGALP00000023352 myosin heavy chain 10 non-muscle - CGNC Symbol 49817 228.9 5.4 1 501.9 (M:501.9) 12 5.8 4.75 86
57 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 461.2 (M:461.2) 12 11.8 8.62 107
58 true ENSGALP00000006939 annexin A6 - CGNC Symbol 49340 86.9 5.9 2 437.2 (M:437.2) 12 14.6 10.2 117
59 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 2 423.0 (M:423.0) 12 4.9 5.72 128
60 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 878.8 (M:878.8) 11 43 8.31 21
61 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 841.4 (M:841.4) 11 26 7.38 24
62 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 758.5 (M:758.5) 11 30.9 5.88 31
63 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 696.2 (M:696.2) 11 60.5 4.06 40
64 true ENSGALP00000032625 nucleolin - CGNC Symbol 5823 67.2 4.7 2 634.5 (M:634.5) 11 19.4 7.15 46
65 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 1 633.3 (M:633.3) 11 29 6.85 47
66 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 628.9 (M:628.9) 11 18.8 6 49
67 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 616.0 (M:616.0) 11 55.2 8.52 51
68 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 608.8 (M:608.8) 11 33 10.89 55
69 true ENSGALP00000021742 Histone H2B 1/2/3/4/6 - UP P0C1H3 13.9 10.3 3 595.9 (M:595.9) 11 50.8 2.93 56
70 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 584.1 (M:584.1) 11 30.9 9 60
71 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 580.1 (M:580.1) 11 24.6 8.76 61
72 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 574.8 (M:574.8) 11 15 7 63
73 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 556.9 (M:556.9) 11 58.3 9.42 66
74 true ENSGALP00000036688 tubulin alpha 8a - CGNC Symbol 262 50.1 5 1 533.6 (M:533.6) 11 26.2 11.72 75
75 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 532.9 (M:532.9) 11 24.3 6.11 76
76 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 525.8 (M:525.8) 11 13.6 4.95 77
77 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 483.6 (M:483.6) 11 17.7 7.2 99
78 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 482.9 (M:482.9) 11 17.5 11.43 100
79 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 352.3 (M:352.3) 11 14.6 6.95 165
80 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 719.1 (M:719.1) 10 24.7 8.6 36
81 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 625.9 (M:625.9) 10 25 7.11 50
82 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 572.5 (M:572.5) 10 35.4 7 64
83 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 553.9 (M:553.9) 10 20.1 6.41 67
84 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 550.1 (M:550.1) 10 13.7 4.62 69
85 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 492.9 (M:492.9) 10 40.7 8.55 91
86 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 492.8 (M:492.8) 10 34.9 9.6 92
87 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 491.2 (M:491.2) 10 12.6 6.33 93
88 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 487.9 (M:487.9) 10 12.8 8.47 96
89 true ENSGALP00000039436 tubulin alpha-like 3 - CGNC Symbol 50327 51.2 5 1 470.8 (M:470.8) 10 20 8.99 102
90 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 465.0 (M:465.0) 10 16.5 7.96 106
91 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 2 456.2 (M:456.2) 10 9 8.16 108
92 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 1 451.5 (M:451.5) 10 47.6 9.86 110
93 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 449.5 (M:449.5) 10 5.6 8.01 111
94 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 2 428.3 (M:428.3) 10 26.8 9.24 122
95 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 2 394.7 (M:394.7) 10 6.9 9.84 146
96 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 389.6 (M:389.6) 10 36.3 9.42 149
97 true ENSGALP00000003612 CCR4-NOT transcription complex subunit 1 - CGNC Symbol 64685 266.6 6.7 1 380.0 (M:380.0) 10 4.9 7.04 153
98 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 330.4 (M:330.4) 10 8.5 9.16 185
99 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 314.3 (M:314.3) 10 18 10.92 198

100 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 571.1 (M:571.1) 9 28.5 7.86 65
101 true ENSGALP00000000304 dihydropyrimidinase-like 2 - CGNC Symbol 129 62.3 6 5 535.8 (M:535.8) 9 22.9 9.49 74
102 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 2 502.3 (M:502.3) 9 11.5 7.68 85



103 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 494.1 (M:494.1) 9 33.2 9.02 90
104 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 489.2 (M:489.2) 9 16.8 6.41 95
105 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 487.0 (M:487.0) 9 35.6 5.25 98
106 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 3 468.7 (M:468.7) 9 21.1 3.69 103
107 true ENSGALP00000021028 radixin - CGNC Symbol 49356 68.4 5.9 1 467.7 (M:467.7) 9 12 6.39 104
108 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 1 452.4 (M:452.4) 9 47.5 8.73 109
109 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 448.4 (M:448.4) 9 8.6 5.96 112
110 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 441.3 (M:441.3) 9 9.6 8.45 115
111 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 437.8 (M:437.8) 9 22.3 6.14 116
112 true ENSGALP00000025476 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 73 9 2 436.7 (M:436.7) 9 15.3 6 118
113 true ENSGALP00000003116 protein tyrosine phosphatase non-receptor type 11-like - CGNC Symbol 50998 68 7.6 2 423.8 (M:423.8) 9 16.9 9.53 125
114 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 414.9 (M:414.9) 9 16.6 5.29 130
115 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 407.9 (M:407.9) 9 20.3 9.42 132
116 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 397.3 (M:397.3) 9 7.7 8.07 142
117 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 396.2 (M:396.2) 9 14.5 6.18 144
118 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 384.3 (M:384.3) 9 25.4 7.02 150
119 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 381.6 (M:381.6) 9 9.8 5.4 152
120 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 368.1 (M:368.1) 9 5.3 5.77 157
121 true ENSGALP00000006578 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 509 27.9 4.8 1 366.5 (M:366.5) 9 19.3 4.94 158
122 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 344.9 (M:344.9) 9 32.8 7.12 173
123 true ENSGALP00000016509 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - CG   176.7 8.2 1 328.4 (M:328.4) 9 6.3 6.43 188
124 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 290.9 (M:290.9) 9 5.9 9.28 220
125 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 2 588.0 (M:588.0) 8 39.4 9.81 58
126 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 547.1 (M:547.1) 8 22.6 9.03 70
127 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 537.4 (M:537.4) 8 31.4 7.45 72
128 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 535.8 (M:535.8) 8 19 8.56 73
129 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 509.0 (M:509.0) 8 51.6 2.49 82
130 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 507.9 (M:507.9) 8 23.3 5 83
131 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 497.0 (M:497.0) 8 22.4 5652.26 89
132 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 490.9 (M:490.9) 8 23.4 5.53 94
133 true ENSGALP00000041817 marginal zone B and B1 cell specific protein - CGNC Symbol 63940 20.9 6.4 1 467.3 (M:467.3) 8 43.7 6.25 105
134 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 4 446.5 (M:446.5) 8 41.1 4.92 113
135 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 436.2 (M:436.2) 8 28.4 4.57 119
136 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 424.3 (M:424.3) 8 17.6 8.76 124
137 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 423.2 (M:423.2) 8 22.7 8.32 127
138 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 417.6 (M:417.6) 8 10.5 2.54 129
139 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 3 407.1 (M:407.1) 8 17.2 5.1 133
140 true ENSGALP00000040638 no description available 164.1 6.1 1 406.4 (M:406.4) 8 6.9 4.32 135
141 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 396.4 (M:396.4) 8 36.5 6.12 143
142 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 392.2 (M:392.2) 8 28 8.86 148
143 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 374.7 (M:374.7) 8 12.1 5.24 155
144 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 2 368.4 (M:368.4) 8 32.3 8.11 156
145 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 357.8 (M:357.8) 8 25.5 5.59 160
146 true ENSGALP00000003584 H3 histone family 3B - CGNC Symbol 49711 15.3 11.3 2 353.2 (M:353.2) 8 36 7.08 163
147 true ENSGALP00000004327 fatty acid synthase - CGNC Symbol 1983 320 6.1 2 348.9 (M:348.9) 8 3.5 8.34 168
148 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 348.8 (M:348.8) 8 6.6 8.5 169
149 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 1 330.2 (M:330.2) 8 10.1 6.7 186
150 true ENSGALP00000022023 nucleoporin 98kDa - CGNC Symbol 10169 195.3 5.7 1 327.8 (M:327.8) 8 5.6 8.85 189
151 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 327.8 (M:327.8) 8 22.1 7.84 190
152 true ENSGALP00000008082 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - CG   110.5 5.3 1 325.1 (M:325.1) 8 8.6 6.52 192
153 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 320.2 (M:320.2) 8 10.6 12.76 196
154 true ENSGALP00000039011 ubiquitin specific peptidase 7 (herpes virus-associated) - CGNC Symbol 5523 125.4 5.4 1 290.3 (M:290.3) 8 8.6 5.02 222
155 true ENSGALP00000001909 nuclear mitotic apparatus protein 1 - CGNC Symbol 859 238 5.9 2 283.6 (M:283.6) 8 4 9.95 226
156 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 279.1 (M:279.1) 8 31.8 2.58 231
157 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 249.1 (M:249.1) 8 22.7 4.03 273
158 true ENSGALP00000016102 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 5 - CG   116.6 8.7 3 233.2 (M:233.2) 8 8.5 9.32 297
159 true ENSGALP00000009642 pre-mRNA processing factor 6 - CGNC Symbol 4493 106.7 8.2 1 229.1 (M:229.1) 8 9.9 10 304
160 true ENSGALP00000043135 titin - CGNC Symbol 52134 3397.7 6 1 487.1 (M:487.1) 7 0.2 10.82 97
161 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 473.9 (M:473.9) 7 38.5 4.62 101
162 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 441.3 (M:441.3) 7 17.8 6.93 114
163 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 425.8 (M:425.8) 7 14.3 6.1 123
164 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 423.6 (M:423.6) 7 34.6 5.31 126
165 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 408.1 (M:408.1) 7 21.6 1.63 131
166 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 2 406.9 (M:406.9) 7 51.4 6.16 134
167 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 404.6 (M:404.6) 7 18.4 5.74 136
168 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 403.9 (M:403.9) 7 47.6 4.41 137
169 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 399.6 (M:399.6) 7 19.4 5.03 139
170 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 399.3 (M:399.3) 7 10.5 2.65 140
171 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 398.7 (M:398.7) 7 18.4 7.15 141
172 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 1 382.1 (M:382.1) 7 16.6 7.3 151
173 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 357.7 (M:357.7) 7 8.5 4.13 161
174 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 351.3 (M:351.3) 7 27 2.85 166
175 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 349.9 (M:349.9) 7 9.8 2.95 167
176 true ENSGALP00000009371 eukaryotic translation elongation factor 1 alpha 2 - CGNC Symbol 50948 50.5 9.1 1 348.8 (M:348.8) 7 13.6 3.26 170
177 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 348.7 (M:348.7) 7 20.2 5.84 171
178 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 1 341.6 (M:341.6) 7 3.7 4.01 177
179 true ENSGALP00000009964 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 40.6 5 2 330.6 (M:330.6) 7 26.8 3.56 184
180 true ENSGALP00000017250 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 4 - CGNC Symb  32.9 9.7 1 320.8 (M:320.8) 7 20.5 4.44 195
181 true ENSGALP00000012246 dihydropyrimidinase-like 3 - CGNC Symbol 5722 57.9 6 1 307.0 (M:307.0) 7 17.4 9.09 200
182 true ENSGALP00000005822 topoisomerase (DNA) I - CGNC Symbol 2691 88.6 9.4 3 305.4 (M:305.4) 7 13.4 7.52 205
183 true ENSGALP00000002008 c-src tyrosine kinase - CGNC Symbol 902 59.3 8.1 1 303.1 (M:303.1) 7 17.1 11.9 206
184 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 299.4 (M:299.4) 7 13.6 5.5 210
185 true ENSGALP00000014280 Sec23 homolog B (S. cerevisiae) - CGNC Symbol 50333 86.2 6.3 2 289.9 (M:289.9) 7 11.1 5355.83 223
186 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 289.8 (M:289.8) 7 11.7 3.77 224
187 true ENSGALP00000026633 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      85.7 9.3 1 281.0 (M:281.0) 7 13.6 3.89 230
188 true ENSGALP00000012383 ribonucleic acid export 1 - CGNC Symbol 5777 47.4 9.2 1 278.1 (M:278.1) 7 18.2 7.72 236
189 true ENSGALP00000010888 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 5039 28.3 4.8 2 273.2 (M:273.2) 7 17 4.29 240
190 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 271.8 (M:271.8) 7 7.1 4.34 242
191 true ENSGALP00000042136 cytoskeleton associated protein 5 - CGNC Symbol 6310 212.5 6.9 2 269.1 (M:269.1) 7 4.4 8.6 247
192 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 267.1 (M:267.1) 7 10.7 6.01 249
193 true ENSGALP00000016490 dedicator of cytokinesis 8 - CGNC Symbol 7720 238.9 6.3 1 260.8 (M:260.8) 7 3.3 10.2 255
194 true ENSGALP00000013808 stromal antigen 2 - CGNC Symbol 51718 145.7 5.3 1 259.4 (M:259.4) 7 6.2 4.52 257
195 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 255.7 (M:255.7) 7 15.8 6.4 263
196 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 245.4 (M:245.4) 7 12 6.77 278
197 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 3 240.6 (M:240.6) 7 7.5 8.77 285
198 true ENSGALP00000008398 phenylalanyl-tRNA synthetase beta subunit - CGNC Symbol 3896 65.9 6 1 237.6 (M:237.6) 7 10.7 8.98 289
199 true ENSGALP00000036405 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 44.1 6.7 2 230.7 (M:230.7) 7 19.8 12.51 301
200 true ENSGALP00000009219 SWAP switching B-cell complex 70kDa subunit - CGNC Symbol 51879 67.8 6.2 1 210.4 (M:210.4) 7 11 4.05 340
201 true ENSGALP00000006213 ubiquitin protein ligase E3 component n-recognin 4 - CGNC Symbol 51004 567.4 5.7 1 208.1 (M:208.1) 7 1.4 8.96 350
202 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 432.6 (M:432.6) 6 30.7 2.65 120
203 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 429.5 (M:429.5) 6 22.3 3.17 121
204 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 403.6 (M:403.6) 6 42.2 10.22 138
205 true ENSGALP00000015000 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 103.7 8.8 2 392.9 (M:392.9) 6 8.3 2.04 147
206 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 353.2 (M:353.2) 6 19.8 5.47 164



207 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 342.9 (M:342.9) 6 15.2 7.88 174
208 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 342.3 (M:342.3) 6 14.8 4.02 176
209 true ENSGALP00000037001 ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC Symbol 21.4 8.1 3 338.3 (M:338.3) 6 32.8 4.98 179
210 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 329.0 (M:329.0) 6 21.1 3.34 187
211 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 324.9 (M:324.9) 6 38.4 3.8 193
212 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 2 306.3 (M:306.3) 6 17.8 10.38 202
213 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 2 305.4 (M:305.4) 6 22.7 4.99 203
214 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 301.5 (M:301.5) 6 18.1 4.51 208
215 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 291.8 (M:291.8) 6 18.8 1.88 218
216 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 291.2 (M:291.2) 6 25.1 8.27 219
217 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 281.6 (M:281.6) 6 9.3 4.21 229
218 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 272.7 (M:272.7) 6 11.2 5.69 241
219 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 271.5 (M:271.5) 6 11.3 4.74 243
220 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 271.4 (M:271.4) 6 20.3 8.33 245
221 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 2 260.5 (M:260.5) 6 9.4 4.35 256
222 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 2 258.9 (M:258.9) 6 41.9 13.43 259
223 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 2 257.3 (M:257.3) 6 49.5 5.52 261
224 true ENSGALP00000006093 keratin 19 - CGNC Symbol 49516 46 4.9 7 255.2 (M:255.2) 6 13.9 6.41 264
225 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 251.8 (M:251.8) 6 4.7 6.26 267
226 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 242.5 (M:242.5) 6 7.5 2.99 279
227 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 241.4 (M:241.4) 6 15.1 7.3 282
228 true ENSGALP00000009662 protein kinase C beta - CGNC Symbol 50286 73.6 6.5 3 241.2 (M:241.2) 6 11.9 4.64 283
229 true ENSGALP00000037708 proteasome 26S subunit ATPase 3 - CGNC Symbol 6143 47.2 5.1 1 240.0 (M:240.0) 6 20.9 2.69 287
230 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 231.3 (M:231.3) 6 30.8 3.17 299
231 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 229.1 (M:229.1) 6 31 5.51 305
232 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 228.6 (M:228.6) 6 14 3.68 307
233 true ENSGALP00000012986 protein tyrosine phosphatase non-receptor type 1 - CGNC Symbol 6062 50.3 5.7 2 227.7 (M:227.7) 6 14.1 8.12 308
234 true ENSGALP00000029288 v-yes-1 Yamaguchi sarcoma viral related oncogene homolog - CGNC Symbol 51418 56.2 6.4 1 225.9 (M:225.9) 6 13.2 6.25 309
235 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 225.4 (M:225.4) 6 6.3 4.04 310
236 true ENSGALP00000040974 Gallus gallus NCK-associated protein 1-like (NCKAP1L) mRNA. - RefSeq mRNA NM_001031339 126.7 6.1 1 223.3 (M:223.3) 6 7 8.66 314
237 true ENSGALP00000012293 ribosomal protein L35a - CGNC Symbol 5744 15.7 11.6 1 221.5 (M:221.5) 6 21.8 4.72 317
238 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 219.8 (M:219.8) 6 13.7 7.72 319
239 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 216.7 (M:216.7) 6 30.3 5.16 324
240 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 212.7 (M:212.7) 6 11.8 8.4 330
241 true ENSGALP00000038155 Hsap of 1: serine and arginine rich splicing factor 7 - HGNC:10789 28.7 11.9 3 209.5 (M:209.5) 6 23.2 9.12 345
242 true ENSGALP00000005832 nucleoporin 155kDa - CGNC Symbol 2697 154.7 5.8 1 209.2 (M:209.2) 6 6.5 3.57 347
243 true ENSGALP00000005643 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC Symbo  64.4 8.4 1 207.8 (M:207.8) 6 12.6 7.42 351
244 true ENSGALP00000026130 ubiquitin specific peptidase 9 X-linked - CGNC Symbol 50795 290 5.6 1 205.7 (M:205.7) 6 2.4 6.41 355
245 true ENSGALP00000000734 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 19.3 11.6 2 203.2 (M:203.2) 6 34.8 8.77 361
246 true ENSGALP00000013524 STE20-like kinase - CGNC Symbol 6304 143.9 5 1 196.9 (M:196.9) 6 3.7 8.78 372
247 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 194.2 (M:194.2) 6 6.1 6.61 375
248 true ENSGALP00000005453 DnaJ heat shock protein family (Hsp40) member C7 - CGNC Symbol 2515 55.4 6.6 1 188.6 (M:188.6) 6 14.8 6.27 386
249 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 2 185.7 (M:185.7) 6 6 8269.67 390
250 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 179.6 (M:179.6) 6 22.4 10.3 400
251 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 162.5 (M:162.5) 6 8.1 9.1 445
252 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 2 395.1 (M:395.1) 5 22.2 6406.99 145
253 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 1 377.3 (M:377.3) 5 18.6 7735.93 154
254 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 2 361.2 (M:361.2) 5 14.2 8.25 159
255 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 356.2 (M:356.2) 5 43.6 9758.19 162
256 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 2 347.8 (M:347.8) 5 20.1 8.5 172
257 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 342.6 (M:342.6) 5 48.2 4.97 175
258 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 339.1 (M:339.1) 5 37.3 15448.85 178
259 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 336.9 (M:336.9) 5 25.2 5.23 181
260 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 334.3 (M:334.3) 5 15.3 10.81 182
261 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 326.5 (M:326.5) 5 19.5 7.05 191
262 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 319.5 (M:319.5) 5 13 10.38 197
263 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 311.6 (M:311.6) 5 18.7 6.83 199
264 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 305.4 (M:305.4) 5 21.3 4.78 204
265 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 302.8 (M:302.8) 5 12.6 7.05 207
266 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 1 300.7 (M:300.7) 5 5.6 7.45 209
267 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 298.2 (M:298.2) 5 21.4 5.07 213
268 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 293.0 (M:293.0) 5 15.6 8.49 215
269 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 292.6 (M:292.6) 5 8 10.69 216
270 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 292.3 (M:292.3) 5 4.8 9.07 217
271 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 290.9 (M:290.9) 5 21.3 7.8 221
272 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 285.7 (M:285.7) 5 15.1 13226.97 225
273 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 282.5 (M:282.5) 5 6.1 8.26 227
274 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 278.6 (M:278.6) 5 25.5 6.53 232
275 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 278.3 (M:278.3) 5 22.7 4.11 234
276 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 278.1 (M:278.1) 5 10.1 7.47 235
277 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 277.9 (M:277.9) 5 7.7 5.96 237
278 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 269.8 (M:269.8) 5 11.5 3.72 246
279 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 3 263.9 (M:263.9) 5 15 11.2 250
280 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 263.8 (M:263.8) 5 19.5 10.29 251
281 true ENSGALP00000005662 karyopherin alpha 2 (RAG cohort 1 importin alpha 1) - CGNC Symbol 50505 58 5.3 1 263.0 (M:263.0) 5 13.3 4.85 252
282 true ENSGALP00000009002 CTR9 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 4182 132.7 6.4 1 261.7 (M:261.7) 5 5.9 5.96 254
283 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 253.4 (M:253.4) 5 33.3 9.57 265
284 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 251.9 (M:251.9) 5 25.1 13.64 266
285 true ENSGALP00000017293 saccharopine dehydrogenase (putative) - CGNC Symbol 8083 46.8 9.1 2 250.7 (M:250.7) 5 12.7 6.65 269
286 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 250.3 (M:250.3) 5 13.3 6.62 270
287 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 249.7 (M:249.7) 5 26.3 11.74 272
288 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 249.0 (M:249.0) 5 6.6 9684.95 274
289 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 247.7 (M:247.7) 5 37 4.79 275
290 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 246.1 (M:246.1) 5 6.2 6.64 276
291 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 245.9 (M:245.9) 5 8.9 3.44 277
292 true ENSGALP00000032170 spleen tyrosine kinase - CGNC Symbol 53036 69.9 6.7 2 241.6 (M:241.6) 5 10 8.3 281
293 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 240.1 (M:240.1) 5 19.4 5.57 286
294 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 2 237.4 (M:237.4) 5 16.3 6898.76 290
295 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 236.5 (M:236.5) 5 11.7 6.62 291
296 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 235.5 (M:235.5) 5 18.2 7.18 293
297 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 8 235.2 (M:235.2) 5 16.6 7.53 294
298 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 232.1 (M:232.1) 5 25.5 8.2 298
299 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 2 231.2 (M:231.2) 5 15.1 3.6 300
300 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 230.4 (M:230.4) 5 13.4 4904.14 302
301 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 229.8 (M:229.8) 5 14.5 10198.13 303
302 true ENSGALP00000033974 RGD motif leucine rich repeats tropomodulin domain and proline-rich containing - CGNC Symbol 1280 155.5 7.1 1 225.3 (M:225.3) 5 4.2 4.35 311
303 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 218.2 (M:218.2) 5 25.3 8.62 321
304 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 217.8 (M:217.8) 5 8.6 7.13 322
305 true ENSGALP00000039796 Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq mRNA 54.4 8.9 1 212.6 (M:212.6) 5 9.7 7.15 331
306 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 2 212.2 (M:212.2) 5 10.4 14.7 332
307 true ENSGALP00000004517 LEM domain containing 2 - CGNC Symbol 2072 55.9 5.9 1 211.7 (M:211.7) 5 11.9 11527.66 335
308 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 211.6 (M:211.6) 5 11 6983.44 336
309 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 210.2 (M:210.2) 5 13.1 5.41 341
310 true ENSGALP00000039575 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 37.3 5.6 2 209.5 (M:209.5) 5 17.1 15195.35 344



311 true ENSGALP00000014146 replication factor C subunit 4 - CGNC Symbol 6607 39.7 8.3 1 209.0 (M:209.0) 5 9.9 21017.77 348
312 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 208.7 (M:208.7) 5 13.6 13.66 349
313 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 207.3 (M:207.3) 5 27.4 5.02 352
314 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 203.5 (M:203.5) 5 8.9 8.74 360
315 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 202.8 (M:202.8) 5 28.3 6.68 362
316 true ENSGALP00000019398 kinesin family member 15 - CGNC Symbol 9023 162.2 5.5 1 200.8 (M:200.8) 5 4.2 13.12 366
317 true ENSGALP00000023866 structural maintenance of chromosomes flexible hinge domain containing 1 - CGNC Symbol 10985 226.6 7.4 1 198.0 (M:198.0) 5 3 8.73 368
318 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 197.9 (M:197.9) 5 25.9 9.1 369
319 true ENSGALP00000018382 early endosome antigen 1 - CGNC Symbol 8572 161.6 5.6 1 191.9 (M:191.9) 5 4.5 10.05 377
320 true ENSGALP00000042294 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 273.9 5.4 2 190.5 (M:190.5) 5 2.1 14.35 382
321 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 189.7 (M:189.7) 5 10.3 13.46 383
322 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 189.0 (M:189.0) 5 10.7 8.79 385
323 true ENSGALP00000009939 WDFY family member 4 - CGNC Symbol 22870 358.3 6 1 186.9 (M:186.9) 5 1.9 11.05 387
324 true ENSGALP00000012231 MMS19 homolog cytosolic iron-sulfur assembly component - CGNC Symbol 5715 111.8 5.6 1 186.8 (M:186.8) 5 5.8 9.77 388
325 true ENSGALP00000022269 phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide synth     48.1 8.5 1 185.9 (M:185.9) 5 11.5 12337.09 389
326 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 183.3 (M:183.3) 5 4.1 6.06 396
327 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 182.9 (M:182.9) 5 25 7.88 397
328 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 180.5 (M:180.5) 5 5.5 6.06 398
329 true ENSGALP00000029109 proteasome 26S subunit non-ATPase 3 - CGNC Symbol 15224 53.2 9.1 1 180.3 (M:180.3) 5 10.4 11 399
330 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 179.4 (M:179.4) 5 20.6 3.7 401
331 true ENSGALP00000020737 nucleoporin 153kDa - CGNC Symbol 9650 146.7 8.6 1 178.7 (M:178.7) 5 5.2 10.81 403
332 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 177.4 (M:177.4) 5 38.1 10.3 405
333 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 172.1 (M:172.1) 5 17.1 16.45 411
334 true ENSGALP00000005482 bystin like - CGNC Symbol 2527 49.4 7.3 1 171.0 (M:171.0) 5 13.6 6.06 417
335 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 168.5 (M:168.5) 5 8.1 11.47 422
336 true ENSGALP00000000151 tripartite motif containing 27.1 - CGNC Symbol 58 46.8 7.1 2 167.2 (M:167.2) 5 13.9 8.68 426
337 true ENSGALP00000013843 THO complex 2 - CGNC Symbol 6452 170.8 8.3 1 165.5 (M:165.5) 5 2.9 9.34 432
338 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 165.4 (M:165.4) 5 9.4 5.62 433
339 true ENSGALP00000027194 tripeptidyl peptidase II - CGNC Symbol 12657 144.1 6.1 1 164.4 (M:164.4) 5 4.7 17.33 438
340 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 161.4 (M:161.4) 5 8.3 10.73 453
341 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 157.4 (M:157.4) 5 11.5 3.94 464
342 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 155.6 (M:155.6) 5 16.9 6.3 471
343 true ENSGALP00000038313 dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 7 48.7 5.4 1 155.5 (M:155.5) 5 11.6 11.94 472
344 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 152.8 (M:152.8) 5 6.1 12.48 481
345 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 150.3 (M:150.3) 5 3.6 15.64 493
346 true ENSGALP00000019040 nucleoporin 205kDa - CGNC Symbol 8864 228.2 5.7 1 149.5 (M:149.5) 5 2.7 7.79 497
347 true ENSGALP00000040985 aldo-keto reductase family 1 member B1-like (aldose reductase) - CGNC Symbol 50692 35.8 7.1 4 148.8 (M:148.8) 5 17.7 9914.63 500
348 true ENSGALP00000027512 replication factor C subunit 3 - CGNC Symbol 12816 40.4 8.4 1 148.3 (M:148.3) 5 20.2 12.76 504
349 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 146.2 (M:146.2) 5 8 14.49 508
350 true ENSGALP00000003681 abnormal spindle microtubule assembly - CGNC Symbol 1667 397.2 10.8 1 145.0 (M:145.0) 5 0.9 7.65 514
351 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 136.8 (M:136.8) 5 10.2 11.69 546
352 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 1 133.6 (M:133.6) 5 15.3 7.94 559
353 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 132.7 (M:132.7) 5 17.5 11.27 561
354 true ENSGALP00000008738 phospholipase C gamma 2 (phosphatidylinositol-specific) - CGNC Symbol 4062 148 6 1 129.5 (M:129.5) 5 4 14.48 577
355 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 126.1 (M:126.1) 5 2.4 16.88 594
356 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 126.0 (M:126.0) 5 7.9 16253.13 595
357 true ENSGALP00000011666 kinesin family member 5B - CGNC Symbol 5451 110.1 6.1 1 121.2 (M:121.2) 5 6.4 14.16 622
358 true ENSGALP00000015016 alkylglycerone phosphate synthase - CGNC Symbol 7017 70.7 8.3 1 107.1 (M:107.1) 5 7.2 15.44 711
359 true ENSGALP00000043066 guanosine monophosphate reductase - CGNC Symbol 51349 34 6.9 2 338.3 (M:338.3) 4 22.1 5.26 180
360 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 331.7 (M:331.7) 4 42.2 4.27 183
361 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 321.3 (M:321.3) 4 39.9 8655.52 194
362 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 306.9 (M:306.9) 4 32.6 5.95 201
363 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 299.2 (M:299.2) 4 41 10826.82 211
364 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 298.9 (M:298.9) 4 11.3 8427.84 212
365 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 293.7 (M:293.7) 4 13.8 10.07 214
366 true ENSGALP00000007511 Uncharacterized protein - UniProtKB/TrEMBL F8VP50 - CGNC Symbol 3502 57.3 8.2 1 282.0 (M:282.0) 4 10.3 7.23 228
367 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 278.5 (M:278.5) 4 8.8 5.53 233
368 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 277.7 (M:277.7) 4 14.7 5.74 238
369 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 276.7 (M:276.7) 4 18.5 8.83 239
370 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 271.4 (M:271.4) 4 17.5 4673.22 244
371 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 267.5 (M:267.5) 4 23.7 12.12 248
372 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 263.0 (M:263.0) 4 6.1 8405.17 253
373 true ENSGALP00000025937 eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC Symbol 76.1 4.9 1 259.3 (M:259.3) 4 8.3 2.76 258
374 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 257.3 (M:257.3) 4 27.9 2.32 260
375 true ENSGALP00000035738 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 38.9 8.5 1 256.7 (M:256.7) 4 16.9 7.35 262
376 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 251.2 (M:251.2) 4 16.5 13005.32 268
377 true ENSGALP00000032358 structural maintenance of chromosomes 4 - CGNC Symbol 7271 145.6 6 1 249.9 (M:249.9) 4 3.8 3.08 271
378 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 1 242.4 (M:242.4) 4 15.3 7.96 280
379 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 238.5 (M:238.5) 4 10.7 10.45 288
380 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 235.8 (M:235.8) 4 14.9 6.33 292
381 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 234.3 (M:234.3) 4 38.6 11.42 295
382 true ENSGALP00000007379 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 4 39 5.5 2 233.6 (M:233.6) 4 12.6 10.93 296
383 true ENSGALP00000019931 RAP1 GTP-GDP dissociation stimulator 1 - CGNC Symbol 9282 66.1 5.2 1 228.9 (M:228.9) 4 8.3 5.09 306
384 true ENSGALP00000040011 Hsap of 1: DEAD-box helicase 21 - HGNC:2744 54.1 9.1 1 224.8 (M:224.8) 4 11.1 7.7 312
385 true ENSGALP00000021996 cell cycle associated protein 1 - CGNC Symbol 10161 77.9 5.1 1 223.9 (M:223.9) 4 4.8 6.32 313
386 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 222.3 (M:222.3) 4 28.1 9.3 315
387 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 216.3 (M:216.3) 4 5.7 8.38 325
388 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 216.2 (M:216.2) 4 34.6 10504.63 326
389 true ENSGALP00000034917 cell division cycle associated 8 - HGNC:14629 24.6 10.5 1 216.0 (M:216.0) 4 15.7 5.08 327
390 true ENSGALP00000003357 thyroid hormone receptor associated protein 3 - CGNC Symbol 51043 109.8 10.2 1 213.8 (M:213.8) 4 4.3 3.71 328
391 true ENSGALP00000026307 Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 50 51.1 8.5 1 213.5 (M:213.5) 4 12.5 7.95 329
392 true ENSGALP00000039068 eukaryotic translation initiation factor 4 gamma 2 - CGNC Symbol 4160 101.7 6.7 2 211.9 (M:211.9) 4 7.5 14.08 333
393 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 211.6 (M:211.6) 4 23.3 4.33 337
394 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 209.8 (M:209.8) 4 6.2 13.4 342
395 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 209.7 (M:209.7) 4 32.6 9.54 343
396 true ENSGALP00000017819 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 64.3 9 2 205.2 (M:205.2) 4 10.4 6.16 356
397 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 204.3 (M:204.3) 4 13.1 6.92 358
398 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 203.5 (M:203.5) 4 12.5 10.2 359
399 true ENSGALP00000021795 DNA ligase 1 - HGNC:6598 85.5 6.7 1 202.3 (M:202.3) 4 7.7 13.34 364
400 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 201.4 (M:201.4) 4 1.8 16.15 365
401 true ENSGALP00000042329 Hsap of 4: nipsnap homolog 3A - HGNC:23619 28.1 9.5 1 198.2 (M:198.2) 4 18.8 14.75 367
402 true ENSGALP00000005212 histone deacetylase 1 - CGNC Symbol 2394 54.9 5.3 2 197.5 (M:197.5) 4 7.9 4.57 370
403 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 196.6 (M:196.6) 4 6.7 4836.85 373
404 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 194.3 (M:194.3) 4 30 8.99 374
405 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 191.6 (M:191.6) 4 14.1 9.82 378
406 true ENSGALP00000003234 dedicator of cytokinesis 2 - CGNC Symbol 1476 212.8 7 1 189.3 (M:189.3) 4 2.8 10.24 384
407 true ENSGALP00000012445 TNF receptor-associated protein 1 - CGNC Symbol 5806 78.9 6.4 1 185.4 (M:185.4) 4 6.3 9.56 391
408 true ENSGALP00000011775 GCN1 eIF2 alpha kinase activator homolog - CGNC Symbol 5500 293.6 7 1 184.8 (M:184.8) 4 1.5 3.51 392
409 true ENSGALP00000017288 caspase 3 apoptosis-related cysteine peptidase - CGNC Symbol 8080 31.7 6.5 2 183.8 (M:183.8) 4 15.2 10.05 395
410 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 179.2 (M:179.2) 4 6.8 9.72 402
411 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 178.0 (M:178.0) 4 3.9 6.91 404
412 true ENSGALP00000036655 syntaxin 7 - CGNC Symbol 2118 29.3 5.3 1 172.7 (M:172.7) 4 20.2 8301.17 410
413 true ENSGALP00000003263 charged multivesicular body protein 4B - CGNC Symbol 50929 25.1 4.7 1 172.0 (M:172.0) 4 21.6 8808.73 412
414 true ENSGALP00000023081 Gallus gallus suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA NM_0010313 119.9 5 1 171.7 (M:171.7) 4 4.7 7.67 414



415 true ENSGALP00000013640 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 1 - CGNC Symbol 4 40.4 5.7 1 171.7 (M:171.7) 4 13.8 10.48 415
416 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 170.2 (M:170.2) 4 4.6 8.82 418
417 true ENSGALP00000012854 ATP synthase H+ transporting mitochondrial Fo complex subunit D - CGNC Symbol 5993 18.4 8.7 1 167.8 (M:167.8) 4 29 6.68 424
418 true ENSGALP00000016689 protein phosphatase 2 catalytic subunit beta isozyme - CGNC Symbol 7816 35.5 5.2 2 166.6 (M:166.6) 4 17.5 15.02 427
419 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 166.2 (M:166.2) 4 22.1 6.3 428
420 true ENSGALP00000015293 testis derived transcript (3 LIM domains) - CGNC Symbol 7146 47.1 7.6 1 166.0 (M:166.0) 4 11.3 9.91 429
421 true ENSGALP00000011538 ras-related C3 botulinum toxin substrate 1 (rho family small GTP binding protein Rac1) - CGNC Symbol 20.2 8.8 1 165.6 (M:165.6) 4 25.6 9.9 431
422 true ENSGALP00000000468 Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq mRNA N 46.2 7.1 1 165.1 (M:165.1) 4 9.7 12.8 434
423 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 164.8 (M:164.8) 4 75 12731.28 436
424 true ENSGALP00000007237 RNA binding motif protein 22 - CGNC Symbol 3366 46.7 8.8 1 164.2 (M:164.2) 4 13.8 12.47 440
425 true ENSGALP00000039728 Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA NM_00130 8.5 9 1 163.3 (M:163.3) 4 35.5 7.76 443
426 true ENSGALP00000002412 polybromo 1 - CGNC Symbol 1102 186.7 6.4 2 162.8 (M:162.8) 4 2.4 6.34 444
427 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 162.0 (M:162.0) 4 48.1 7.3 446
428 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 161.9 (M:161.9) 4 15.5 13842.72 447
429 true ENSGALP00000000810 DEAD (Asp-Glu-Ala-Asp) box helicase 42 - CGNC Symbol 360 103 6.3 1 161.6 (M:161.6) 4 6.1 6.45 449
430 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 161.6 (M:161.6) 4 3.1 12733.23 450
431 true ENSGALP00000036816 structural maintenance of chromosomes 2 - CGNC Symbol 11704 134.8 8.7 1 160.5 (M:160.5) 4 4 11.69 457
432 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 156.1 (M:156.1) 4 14.7 4.61 467
433 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 153.1 (M:153.1) 4 18.3 4.71 479
434 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 152.9 (M:152.9) 4 4.4 4.34 480
435 true ENSGALP00000038764 far upstream element (FUSE) binding protein 3 - CGNC Symbol 2892 57.9 7.7 1 152.5 (M:152.5) 4 8.7 11.22 484
436 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 151.4 (M:151.4) 4 3.7 11.5 488
437 true ENSGALP00000012240 amyloid beta (A4) precursor protein-binding family B member 1 interacting protein - CGNC Symbol 571 72.8 5.7 3 150.6 (M:150.6) 4 5.5 3.91 491
438 true ENSGALP00000013999 NADH:ubiquinone oxidoreductase core subunit S1 - CGNC Symbol 6532 79.5 6.5 1 150.1 (M:150.1) 4 5.9 6.64 495
439 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 149.5 (M:149.5) 4 29.8 2.9 498
440 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 149.4 (M:149.4) 4 5.1 4.14 499
441 true ENSGALP00000005794 spen family transcriptional repressor - CGNC Symbol 2675 397.1 6.9 1 148.5 (M:148.5) 4 1.3 16.22 501
442 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 148.3 (M:148.3) 4 14 11.16 502
443 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 146.0 (M:146.0) 4 8.3 8.45 510
444 true ENSGALP00000007101 CAP-GLY domain containing linker protein 1 - CGNC Symbol 3295 160.9 5.3 1 143.4 (M:143.4) 4 3.5 7.45 518
445 true P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 58.8 5.1 1 141.7 (M:141.7) 4 8.2 8.3 526
446 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 139.3 (M:139.3) 4 28.5 9.88 536
447 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 139.2 (M:139.2) 4 4.6 7.05 537
448 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 138.9 (M:138.9) 4 9.8 11.76 539
449 true ENSGALP00000036056 Rho-associated coiled-coil containing protein kinase 1 - CGNC Symbol 11078 158.6 5.7 2 138.1 (M:138.1) 4 3.1 6.57 541
450 true ENSGALP00000039504 v-rel avian reticuloendotheliosis viral oncogene homolog - CGNC Symbol 5934 66.9 6 1 137.7 (M:137.7) 4 8.9 7705.1 544
451 true ENSGALP00000023833 WD repeat domain 3 - CGNC Symbol 10970 105.5 6.3 1 137.4 (M:137.4) 4 5.2 7.66 545
452 true ENSGALP00000026067 U2 small nuclear RNA auxiliary factor 1 - CGNC Symbol 49287 27.7 9.1 1 136.5 (M:136.5) 4 19.4 9826.48 547
453 true ENSGALP00000004982 coatomer protein complex subunit epsilon - CGNC Symbol 2286 34.3 5 1 135.5 (M:135.5) 4 14.3 14.13 550
454 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 135.2 (M:135.2) 4 16.4 8.09 552
455 true ENSGALP00000020349 pre-mRNA processing factor 39 - HGNC:20314 81 4.9 1 134.5 (M:134.5) 4 6.8 8.08 555
456 true ENSGALP00000004614 thyroid hormone receptor interactor 12 - CGNC Symbol 2117 225.6 8.9 1 132.5 (M:132.5) 4 2.9 11.37 563
457 true ENSGALP00000014265 RAB1A member RAS oncogene family - CGNC Symbol 6666 22.7 5.9 1 131.6 (M:131.6) 4 19 11.04 567
458 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 131.5 (M:131.5) 4 5.5 9.72 568
459 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 131.5 (M:131.5) 4 7.6 15808.84 569
460 true ENSGALP00000027339 E74-like factor 1 (ets domain transcription factor) - CGNC Symbol 50862 68.2 5 2 130.5 (M:130.5) 4 8.5 8.78 572
461 true ENSGALP00000005505 RAB8B member RAS oncogene family - CGNC Symbol 2544 23.6 9.1 1 129.3 (M:129.3) 4 20.3 13.09 578
462 true ENSGALP00000041361 ribosomal protein L17 - HGNC:10307 17.1 10.1 3 129.1 (M:129.1) 4 31.5 8.27 579
463 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 127.8 (M:127.8) 4 23 7.18 584
464 true ENSGALP00000005224 isocitrate dehydrogenase 3 (NAD+) alpha - CGNC Symbol 2399 39.3 7.7 2 126.4 (M:126.4) 4 11.7 12.52 591
465 true ENSGALP00000014939 vaccinia related kinase 3 - CGNC Symbol 14296 50.1 9 1 123.4 (M:123.4) 4 8.6 6.94 607
466 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 123.3 (M:123.3) 4 4.2 8096.04 609
467 true ENSGALP00000043461 eukaryotic translation initiation factor 3 subunit K - HGNC:24656 34.2 5.9 1 122.4 (M:122.4) 4 15.2 6.98 614
468 true ENSGALP00000012100 leucyl-tRNA synthetase - CGNC Symbol 5654 134.2 6.5 1 122.2 (M:122.2) 4 3.5 6.24 615
469 true ENSGALP00000020339 kinesin family member 5C - CGNC Symbol 49899 109.4 5.9 1 120.0 (M:120.0) 4 5.4 12.48 632
470 true ENSGALP00000000666 phosphoglucomutase 2 - CGNC Symbol 52790 67.9 6.9 1 119.8 (M:119.8) 4 4.6 12116.56 634
471 true ENSGALP00000026518 structural maintenance of chromosomes 6 - CGNC Symbol 12329 127.7 7.2 1 118.1 (M:118.1) 4 1.8 18.29 644
472 true ENSGALP00000001577 SRP receptor alpha subunit - CGNC Symbol 713 71.2 9.1 1 118.0 (M:118.0) 4 6.8 13.17 645
473 true ENSGALP00000005892 chromodomain helicase DNA binding protein 9 - CGNC Symbol 2719 276.5 6.3 1 114.2 (M:114.2) 4 2.2 5.22 664
474 true ENSGALP00000006300 adaptor-related protein complex 1 mu 1 subunit - CGNC Symbol 51191 48.5 6.8 2 111.6 (M:111.6) 4 9.7 12.07 684
475 true ENSGALP00000005971 annexin A2 - CGNC Symbol 49740 38.6 6.9 1 111.2 (M:111.2) 4 10.9 5.1 686
476 true ENSGALP00000003888 cell division cycle 73 - CGNC Symbol 1766 60.7 9.6 1 111.1 (M:111.1) 4 7 19664.25 687
477 true ENSGALP00000039326 ribosomal protein L19 - CGNC Symbol 1159 23.2 11.4 1 109.3 (M:109.3) 4 17 6.15 703
478 true ENSGALP00000008329 CD72 molecule - CGNC Symbol 49553 38.4 5.2 1 106.9 (M:106.9) 4 11.1 11621.88 713
479 true ENSGALP00000027317 DIS3 homolog exosome endoribonuclease and 3'-5' exoribonuclease - CGNC Symbol 12709 112.7 6.9 1 105.8 (M:105.8) 4 4.4 6.75 715
480 true ENSGALP00000013852 atlastin GTPase 2 - HGNC:24047 68.9 5.3 1 101.6 (M:101.6) 4 6.5 12.58 743
481 true ENSGALP00000043372 farnesyl diphosphate synthase - CGNC Symbol 23240 27.1 5.7 1 100.3 (M:100.3) 4 14.6 4.46 749
482 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 98.4 (M:98.4) 4 9.3 12.69 765
483 true ENSGALP00000023673 Ski2 like RNA helicase 2 - CGNC Symbol 10905 133.4 8.4 1 97.6 (M:97.6) 4 4 6.21 770
484 true ENSGALP00000025512 phosphoglucomutase 3 - CGNC Symbol 11829 59.9 6.2 1 96.1 (M:96.1) 4 8.3 12.79 781
485 true ENSGALP00000043396 DNA (cytosine-5-)-methyltransferase 1 - HGNC:2976 131.9 5.7 1 95.6 (M:95.6) 4 3 14.05 786
486 true ENSGALP00000005678 transformation/transcription domain associated protein - CGNC Symbol 2626 433.3 8.5 1 92.8 (M:92.8) 4 1 13.63 800
487 true ENSGALP00000011071 glutaminyl-tRNA synthetase - CGNC Symbol 5185 86.9 6.5 1 92.3 (M:92.3) 4 5.6 11.57 805
488 true ENSGALP00000027349 N(alpha)-acetyltransferase 16 NatA auxiliary subunit - CGNC Symbol 12725 101.2 8.2 2 89.2 (M:89.2) 4 3.7 13.77 826
489 true ENSGALP00000004924 nuclear receptor corepressor 2 - CGNC Symbol 2259 274.4 8 1 88.7 (M:88.7) 4 1.7 3.95 831
490 true ENSGALP00000001978 Gallus gallus replication factor C (activator 1) 2 40kDa (RFC2) mRNA. - RefSeq mRNA NM_205530 39.7 5.7 2 88.1 (M:88.1) 4 11.7 11.41 834
491 true ENSGALP00000016513 pinin desmosome associated protein - CGNC Symbol 7731 72.7 6.4 1 86.2 (M:86.2) 4 6.5 4.52 848
492 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 2 498.0 (M:498.0) 3 9.8 7.78 88
493 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 241.0 (M:241.0) 3 20.3 10.78 284
494 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 222.0 (M:222.0) 3 27 5.49 316
495 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 220.1 (M:220.1) 3 20.6 10.56 318
496 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 218.2 (M:218.2) 3 4 3.15 320
497 true ENSGALP00000042855 Hsap of 1: ribosomal protein L10 like - HGNC:17976 12.1 9.6 1 216.8 (M:216.8) 3 37.1 13.04 323
498 true ENSGALP00000005194 threonyl-tRNA synthetase - CGNC Symbol 53084 81.8 6.4 3 211.9 (M:211.9) 3 5.6 12.27 334
499 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 211.4 (M:211.4) 3 4.9 11.46 338
500 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 211.3 (M:211.3) 3 5.7 1.87 339
501 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 209.4 (M:209.4) 3 9.6 13.46 346
502 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 206.3 (M:206.3) 3 11.8 7.07 353
503 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 206.0 (M:206.0) 3 17.1 13.07 354
504 true ENSGALP00000012007 archain 1 - CGNC Symbol 5606 57 5.8 1 202.3 (M:202.3) 3 6.7 13.77 363
505 true ENSGALP00000017152 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 - CGNC Symbol 8013 35.9 8.9 1 192.6 (M:192.6) 3 8.5 3.33 376
506 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 191.2 (M:191.2) 3 12.5 8.59 379
507 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 191.1 (M:191.1) 3 32.5 9.96 380
508 true ENSGALP00000030175 mal T-cell differentiation protein 2 - CGNC Symbol 13863 19.9 8.7 1 184.6 (M:184.6) 3 19.1 9091.84 393
509 true ENSGALP00000021333 IKAROS family zinc finger 1 (Ikaros) - CGNC Symbol 49585 57.6 6.1 1 184.6 (M:184.6) 3 7.1 4.79 394
510 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 176.9 (M:176.9) 3 12.5 11.79 406
511 true P35527 Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3 62 5.1 2 175.1 (M:175.1) 3 7.5 9.03 407
512 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 174.1 (M:174.1) 3 27.3 7.99 408
513 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 171.4 (M:171.4) 3 9.9 3.13 416
514 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 2 170.1 (M:170.1) 3 10 8.17 419
515 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 169.1 (M:169.1) 3 14.7 9.75 421
516 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 167.5 (M:167.5) 3 5.2 12.69 425
517 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 165.9 (M:165.9) 3 3.9 13.14 430
518 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 164.8 (M:164.8) 3 3.1 4.64 435



519 true ENSGALP00000007299 CD74 molecule - CGNC Symbol 3398 31.7 8.6 2 163.6 (M:163.6) 3 13.6 14.98 442
520 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 161.8 (M:161.8) 3 5.9 11.22 448
521 true ENSGALP00000023574 regulation of nuclear pre-mRNA domain containing 2 - CGNC Symbol 52333 136.5 6.1 1 161.4 (M:161.4) 3 3 6.01 452
522 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 160.9 (M:160.9) 3 4.1 7.95 455
523 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 159.2 (M:159.2) 3 8.9 4.16 460
524 true ENSGALP00000041639 ribosomal protein S26 - HGNC:10414 18 10.9 1 159.1 (M:159.1) 3 22 14.46 461
525 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 158.9 (M:158.9) 3 8.5 7.38 462
526 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 157.7 (M:157.7) 3 9.6 14.79 463
527 true ENSGALP00000016851 muscleblind-like splicing regulator 1 - CGNC Symbol 52321 40.8 9.1 8 156.2 (M:156.2) 3 7.3 17742.6 466
528 true ENSGALP00000042357 H2A histone family member X - HGNC:4739 15 10.9 1 156.0 (M:156.0) 3 16.1 6.83 468
529 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 155.9 (M:155.9) 3 16.8 5.62 469
530 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 155.8 (M:155.8) 3 10.9 6.66 470
531 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 154.8 (M:154.8) 3 12.5 14.45 473
532 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 154.8 (M:154.8) 3 13.8 6.73 474
533 true ENSGALP00000009617 RUN and FYVE domain containing 1 - CGNC Symbol 52814 77.6 5.7 1 154.3 (M:154.3) 3 4.3 12.27 476
534 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 154.1 (M:154.1) 3 3.6 15.62 477
535 true ENSGALP00000039050 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 94 5.3 2 153.4 (M:153.4) 3 5.1 2.76 478
536 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 152.6 (M:152.6) 3 16.3 3.74 482
537 true ENSGALP00000009276 AD012Z Fragment - CGNC Symbol 62391 118.3 6.3 1 152.5 (M:152.5) 3 4.9 11.03 483
538 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 152.5 (M:152.5) 3 7.6 10.39 485
539 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 151.8 (M:151.8) 3 17.2 17484.07 486
540 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 1 150.6 (M:150.6) 3 9.2 6.63 492
541 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 150.2 (M:150.2) 3 1.5 13529.7 494
542 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 148.3 (M:148.3) 3 22.3 13.79 503
543 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 147.4 (M:147.4) 3 7.7 10.24 505
544 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 147.1 (M:147.1) 3 30.1 5.29 507
545 true ENSGALP00000026663 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      50.8 9.4 1 146.0 (M:146.0) 3 8 9.4 511
546 true ENSGALP00000013710 ribosomal protein L32 - CGNC Symbol 50169 15.9 11.4 1 145.6 (M:145.6) 3 20.7 8.38 512
547 true ENSGALP00000007355 ataxin 2 - CGNC Symbol 3422 118.2 9.3 1 145.5 (M:145.5) 3 4.1 3.89 513
548 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 144.2 (M:144.2) 3 3.5 11.9 515
549 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 143.8 (M:143.8) 3 21.5 5.72 516
550 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 2 143.5 (M:143.5) 3 8.4 9.97 517
551 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 143.4 (M:143.4) 3 3.8 12.48 519
552 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 142.8 (M:142.8) 3 13.3 7034.75 522
553 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 141.8 (M:141.8) 3 20.1 3.95 524
554 true ENSGALP00000011221 B-TFIID TATA-box binding protein associated factor 1 - CGNC Symbol 5235 195.8 6.2 1 141.8 (M:141.8) 3 2 6.77 525
555 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 141.5 (M:141.5) 3 7.3 7.26 527
556 true ENSGALP00000043362 ras homolog family member G - HGNC:672 22.1 8.4 1 141.4 (M:141.4) 3 15.1 6.26 528
557 true ENSGALP00000042265 cathelicidin-B1-like - CGNC Symbol 64671 27 8.9 1 141.0 (M:141.0) 3 19.5 12.38 529
558 true ENSGALP00000019038 Wilms tumor 1 associated protein - CGNC Symbol 8862 44.5 5.2 1 140.9 (M:140.9) 3 11.3 1.69 530
559 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 140.9 (M:140.9) 3 10.8 7.43 531
560 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 140.6 (M:140.6) 3 7.4 12.07 532
561 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 139.6 (M:139.6) 3 20.5 5.9 535
562 true ENSGALP00000001464 GTPase activating protein and VPS9 domains 1 - CGNC Symbol 660 163.9 5 1 138.6 (M:138.6) 3 2.3 4.99 540
563 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 137.8 (M:137.8) 3 8.7 8.14 543
564 true ENSGALP00000025019 ring finger protein 20 E3 ubiquitin protein ligase - CGNC Symbol 53045 114.7 5.7 1 136.2 (M:136.2) 3 2.6 21233.49 548
565 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 135.3 (M:135.3) 3 20.3 6.3 551
566 true ENSGALP00000042089 26S proteasome non-ATPase regulatory subunit 4-like - CGNC Symbol 65452 40.5 4.7 2 135.0 (M:135.0) 3 8.8 6.46 553
567 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 134.5 (M:134.5) 3 7.9 5.81 554
568 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 134.3 (M:134.3) 3 14.2 8.87 556
569 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 134.2 (M:134.2) 3 14.4 5.43 557
570 true ENSGALP00000042095 muscleblind-like splicing regulator 3 - CGNC Symbol 51668 33.4 8.9 4 132.5 (M:132.5) 3 9.2 17445.87 562
571 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 132.2 (M:132.2) 3 21.9 8.61 564
572 true ENSGALP00000007565 obscurin cytoskeletal calmodulin and titin-interacting RhoGEF - CGNC Symbol 3527 992 6 1 131.7 (M:131.7) 3 0.2 12.88 566
573 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 130.8 (M:130.8) 3 24.2 5.17 570
574 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 130.4 (M:130.4) 3 13.7 19479.16 573
575 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 1 130.2 (M:130.2) 3 4 8.17 574
576 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 129.9 (M:129.9) 3 6 10435.09 575
577 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 128.6 (M:128.6) 3 14 8833.32 580
578 true ENSGALP00000001745 Fli-1 proto-oncogene ETS transcription factor - CGNC Symbol 51069 48.8 6.3 1 128.0 (M:128.0) 3 10.2 8.95 582
579 true ENSGALP00000027238 importin 5 - CGNC Symbol 50851 125.1 4.9 1 127.2 (M:127.2) 3 2.9 6.56 586
580 true ENSGALP00000006523 cell division cycle and apoptosis regulator 1 - CGNC Symbol 52027 131.2 5.6 1 127.1 (M:127.1) 3 3.6 16.33 588
581 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 126.1 (M:126.1) 3 11.7 9.85 593
582 true ENSGALP00000007833 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.1 2 125.7 (M:125.7) 3 7 6.87 597
583 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 125.6 (M:125.6) 3 14.9 10.57 598
584 true ENSGALP00000003172 WD repeat domain 33 - CGNC Symbol 1450 136.3 9.3 1 125.3 (M:125.3) 3 3.9 1.64 599
585 true ENSGALP00000042900 PAF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 64966 58.9 4.7 1 124.9 (M:124.9) 3 7 8.81 600
586 true ENSGALP00000035122 bromodomain-containing protein 4-like - CGNC Symbol 64065 118.7 9 2 124.7 (M:124.7) 3 2.8 13.65 601
587 true ENSGALP00000041100 no description available 16.8 12.3 1 123.9 (M:123.9) 3 13.8 7.98 603
588 true ENSGALP00000022545 BCL2-associated transcription factor 1 - CGNC Symbol 64987 106.1 10 1 123.5 (M:123.5) 3 4.8 4.85 606
589 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 123.0 (M:123.0) 3 5.1 4.53 610
590 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 122.4 (M:122.4) 3 3.6 7.16 613
591 true ENSGALP00000003675 Helicase SRCAP - CGNC Symbol 66016 344 9.3 1 121.8 (M:121.8) 3 1.4 10.68 616
592 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 121.7 (M:121.7) 3 9.6 10.94 617
593 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 121.6 (M:121.6) 3 8.7 16.59 618
594 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 2 121.3 (M:121.3) 3 6.7 7.86 620
595 true ENSGALP00000025525 carbonic anhydrase II - CGNC Symbol 11834 29 6.6 1 121.1 (M:121.1) 3 15.4 11.68 623
596 true ENSGALP00000005291 pleckstrin homology domain containing A2 - CGNC Symbol 2437 45.8 9.1 1 121.1 (M:121.1) 3 12 2.98 624
597 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 120.9 (M:120.9) 3 7 3.44 627
598 true ENSGALP00000017112 aldehyde dehydrogenase 18 family member A1 - CGNC Symbol 7994 87.8 6.7 1 120.5 (M:120.5) 3 4.4 10.1 628
599 true ENSGALP00000012282 ribosomal RNA processing 12 homolog - CGNC Symbol 5736 143.6 8.5 1 120.4 (M:120.4) 3 3.6 8.52 629
600 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 120.3 (M:120.3) 3 37 5.58 630
601 true ENSGALP00000027299 ES1 protein homolog mitochondrial-like - CGNC Symbol 50857 26.4 6.5 3 120.0 (M:120.0) 3 10.8 10.73 633
602 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 119.8 (M:119.8) 3 21.1 14.03 635
603 true ENSGALP00000041514 tRNA methyltransferase 1 like - CGNC Symbol 3801 83.6 5.9 1 118.7 (M:118.7) 3 5.8 6.27 640
604 true ENSGALP00000028428 early B-cell factor 1 - CGNC Symbol 49357 70.6 8.6 2 118.2 (M:118.2) 3 5.4 5.03 642
605 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 118.2 (M:118.2) 3 4.1 5.88 643
606 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 117.4 (M:117.4) 3 5.1 5.06 648
607 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 116.7 (M:116.7) 3 19.3 8.81 650
608 true ENSGALP00000026180 PHD finger protein 3 - CGNC Symbol 12162 222.1 6.4 1 116.4 (M:116.4) 3 1.7 15.46 651
609 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 116.3 (M:116.3) 3 7.6 9.43 652
610 true ENSGALP00000012967 ankyrin repeat domain 44 - CGNC Symbol 6051 106.5 5.9 1 116.3 (M:116.3) 3 5.7 10.76 653
611 true ENSGALP00000007481 BUD31 homolog - CGNC Symbol 3487 17 9.1 1 115.8 (M:115.8) 3 21.5 10.81 657
612 true ENSGALP00000003205 signal recognition particle 68kDa - CGNC Symbol 1465 68.8 8.6 1 114.1 (M:114.1) 3 5.8 8.12 665
613 true ENSGALP00000012199 glutaminase - CGNC Symbol 5698 69.9 8.5 1 114.0 (M:114.0) 3 7.7 4.6 666
614 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 114.0 (M:114.0) 3 3.9 12.49 667
615 true ENSGALP00000004251 transcription factor A mitochondrial - CGNC Symbol 1948 29.9 10.3 1 113.3 (M:113.3) 3 14.5 15308.27 675
616 true ENSGALP00000039699 LIM domain containing 2 - CGNC Symbol 327 14.3 9.1 1 112.9 (M:112.9) 3 14.1 12.55 676
617 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 112.1 (M:112.1) 3 11.1 7.33 679
618 true ENSGALP00000007174 SH3-domain GRB2-like endophilin B1 - CGNC Symbol 4722 40.8 6 1 109.8 (M:109.8) 3 10.4 11437.41 696
619 true ENSGALP00000027797 FAT atypical cadherin 3 - CGNC Symbol 12947 505.1 4.7 2 109.8 (M:109.8) 3 0.6 7.32 697
620 true ENSGALP00000024858 RCSD domain containing 1 - CGNC Symbol 50771 40.1 5 1 109.6 (M:109.6) 3 5.4 14 699
621 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 108.3 (M:108.3) 3 15.9 7452.16 705
622 true ENSGALP00000015979 peptidylprolyl isomerase G (cyclophilin G) - CGNC Symbol 7474 88.1 10.6 1 108.0 (M:108.0) 3 5.2 3.5 706



623 true ENSGALP00000020530 chromosome 9 open reading frame 64 - HGNC:28144 39 5.8 1 107.2 (M:107.2) 3 7.6 11817.88 708
624 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 107.2 (M:107.2) 3 5 12.69 710
625 true ENSGALP00000012053 cathepsin Z - CGNC Symbol 5626 33.8 7.5 1 106.0 (M:106.0) 3 10.2 10.37 714
626 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 105.2 (M:105.2) 3 21.7 3.29 718
627 true ENSGALP00000022090 pericentriolar material 1 - CGNC Symbol 10199 212.6 4.9 2 105.1 (M:105.1) 3 2.5 5.45 720
628 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 104.8 (M:104.8) 3 7.5 9.6 723
629 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 104.3 (M:104.3) 3 3.9 8.36 725
630 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 103.5 (M:103.5) 3 8.7 9.46 732
631 true ENSGALP00000036963 60S ribosomal protein L15 - Refseq NP_001292094 24.1 11.6 1 103.5 (M:103.5) 3 10.3 10.66 733
632 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 102.0 (M:102.0) 3 12.5 8.74 739
633 true ENSGALP00000004840 replication protein A1 - CGNC Symbol 2225 68 8.1 1 101.7 (M:101.7) 3 5.4 12.64 742
634 true ENSGALP00000022917 SAMM50 sorting and assembly machinery component - CGNC Symbol 10580 52.2 6 1 101.0 (M:101.0) 3 5.3 11.81 745
635 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 100.9 (M:100.9) 3 14.5 8740.47 746
636 true ENSGALP00000005161 signal transducer and activator of transcription 3 (acute-phase response factor) - CGNC Symbol 2374 88.1 5.9 1 100.8 (M:100.8) 3 4.5 13.16 747
637 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 100.0 (M:100.0) 3 7.4 17.13 750
638 true ENSGALP00000030998 Hsap of 16: glutathione S-transferase alpha 1 - HGNC:4626 25.2 7.8 1 99.7 (M:99.7) 3 15.8 5.06 752
639 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 99.7 (M:99.7) 3 15.1 5.9 753
640 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 99.2 (M:99.2) 3 13.4 9.12 759
641 true ENSGALP00000000337 HEAT repeat containing 1 - CGNC Symbol 52557 252.9 6.5 1 98.8 (M:98.8) 3 1.4 9.17 761
642 true ENSGALP00000023364 NOP56 ribonucleoprotein - CGNC Symbol 10777 52.2 9.3 1 98.7 (M:98.7) 3 4.5 2.11 763
643 true ENSGALP00000002944 WAPL cohesin release factor - CGNC Symbol 1347 133.4 5.1 1 98.7 (M:98.7) 3 2.9 11.62 764
644 true ENSGALP00000023454 N-acetyltransferase 10 - CGNC Symbol 10818 115.3 8.6 1 98.1 (M:98.1) 3 3 1.27 766
645 true ENSGALP00000016375 eukaryotic translation initiation factor 4 gamma 3 - CGNC Symbol 7664 176.1 5.1 1 98.1 (M:98.1) 3 1.9 6.35 767
646 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 97.8 (M:97.8) 3 13.4 8.81 769
647 true ENSGALP00000025005 RAD23 homolog B (S. cerevisiae) - CGNC Symbol 11587 43.1 4.7 1 97.2 (M:97.2) 3 5.7 13.45 773
648 true ENSGALP00000017517 cleavage and polyadenylation specific factor 2 - CGNC Symbol 8198 88.6 5 1 97.1 (M:97.1) 3 4 9.22 774
649 true ENSGALP00000016173 cleavage and polyadenylation specific factor 6 - CGNC Symbol 13843 59.1 6.9 1 97.0 (M:97.0) 3 7.7 9.43 775
650 true ENSGALP00000012349 C-terminal binding protein-like - CGNC Symbol 50231 48 6.3 1 97.0 (M:97.0) 3 7.3 14.05 776
651 true ENSGALP00000032879 no description available 38.5 6.2 1 96.8 (M:96.8) 3 6.8 4.54 778
652 true ENSGALP00000005633 tyrosyl-tRNA synthetase - CGNC Symbol 2601 59.3 6.2 1 96.0 (M:96.0) 3 5.5 16.25 782
653 true ENSGALP00000024757 ATP synthase H+ transporting mitochondrial Fo complex subunit E - CGNC Symbol 11448 8.3 7.9 1 96.0 (M:96.0) 3 35.2 5.14 783
654 true ENSGALP00000025803 ubiquitin protein ligase E3 component n-recognin 5 - CGNC Symbol 51215 308 5.6 1 95.7 (M:95.7) 3 1.7 4.76 784
655 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 2 94.9 (M:94.9) 3 5 0.99 789
656 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 92.6 (M:92.6) 3 7.4 14.44 801
657 true ENSGALP00000007936 Bruton agammaglobulinemia tyrosine kinase - CGNC Symbol 3685 75.8 8.4 1 92.5 (M:92.5) 3 5 3.78 803
658 true ENSGALP00000001995 synaptosome associated protein 29kDa - CGNC Symbol 896 28.1 5.3 1 91.6 (M:91.6) 3 15.3 1.18 809
659 true ENSGALP00000005262 Fas associated factor family member 2 - CGNC Symbol 2423 52.6 5.5 1 90.2 (M:90.2) 3 11.5 10.7 817
660 true ENSGALP00000026392 ribosomal protein S7 - CGNC Symbol 51562 22.3 10.1 1 88.7 (M:88.7) 3 13.3 3.78 830
661 true ENSGALP00000000211 bromodomain containing 2 - CGNC Symbol 50420 80.3 8.7 1 88.6 (M:88.6) 3 4.1 10.54 832
662 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 88.2 (M:88.2) 3 3.8 9.47 833
663 true ENSGALP00000001205 splicing factor 3a subunit 2 - CGNC Symbol 14678 35.1 9.7 1 87.1 (M:87.1) 3 11.7 12738.35 842
664 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 86.9 (M:86.9) 3 9.4 5.7 843
665 true ENSGALP00000017367 Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA NM_001308 17.1 6 1 86.8 (M:86.8) 3 8.9 17193.84 844
666 true ENSGALP00000039765 UTP14 U3 small nucleolar ribonucleoprotein homolog A (yeast) - CGNC Symbol 51631 84.5 6.1 1 86.7 (M:86.7) 3 4.1 8.01 845
667 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 86.6 (M:86.6) 3 17.1 5.14 846
668 true ENSGALP00000002021 erythrocyte membrane protein band 4.1 (elliptocytosis 1 RH-linked) - CGNC Symbol 49834 100.9 5.7 2 86.3 (M:86.3) 3 4.5 14.24 847
669 true ENSGALP00000002634 nucleoporin 88kDa - CGNC Symbol 1204 81.1 5.8 1 85.8 (M:85.8) 3 4.8 10.14 851
670 true ENSGALP00000027964 integrin-linked kinase - CGNC Symbol 13025 45.7 9.2 1 85.0 (M:85.0) 3 7.2 18244.47 856
671 true ENSGALP00000039924 adenosine deaminase RNA-specific - CGNC Symbol 14589 117.9 8.1 1 84.5 (M:84.5) 3 3.2 5.89 860
672 true ENSGALP00000026474 ribonucleotide reductase M2 - CGNC Symbol 12309 44.4 5.7 1 84.1 (M:84.1) 3 10.9 6.03 863
673 true ENSGALP00000040337 G1 to S phase transition 1 - CGNC Symbol 54531 67.6 5.1 1 83.7 (M:83.7) 3 4.7 13.15 866
674 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 83.6 (M:83.6) 3 9.5 14.08 867
675 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 83.0 (M:83.0) 3 16.6 12.76 874
676 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 81.8 (M:81.8) 3 8.3 16.64 883
677 true ENSGALP00000000613 nucleoporin 160kDa - CGNC Symbol 54143 100.1 5.3 1 81.3 (M:81.3) 3 4.1 3.58 886
678 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 80.7 (M:80.7) 3 4 8.94 891
679 true ENSGALP00000023753 peptidylprolyl isomerase domain and WD repeat containing 1 - CGNC Symbol 10944 71 6.7 1 80.1 (M:80.1) 3 4.2 13.19 897
680 true ENSGALP00000022449 protein tyrosine phosphatase non-receptor type 2 - CGNC Symbol 10374 48.8 9 1 80.1 (M:80.1) 3 10.5 18.03 898
681 true ENSGALP00000002726 centrosomal protein 250kDa - CGNC Symbol 1248 282.1 5.2 2 79.4 (M:79.4) 3 1.2 17.33 903
682 true ENSGALP00000019039 superoxide dismutase 2 mitochondrial - CGNC Symbol 8863 24.8 8.6 1 78.8 (M:78.8) 3 14.3 5.85 907
683 true ENSGALP00000008866 treacle ribosome biogenesis factor 1 - CGNC Symbol 4124 100.9 9 2 78.3 (M:78.3) 3 4.3 2.16 913
684 true ENSGALP00000040628 NADH:ubiquinone oxidoreductase core subunit V1 - CGNC Symbol 123 47.5 8.5 2 77.2 (M:77.2) 3 8.2 10.12 921
685 true ENSGALP00000026573 intersectin 2 - CGNC Symbol 51582 193.4 7.8 1 76.3 (M:76.3) 3 2.7 14.13 927
686 true ENSGALP00000003043 alanyl-tRNA synthetase - CGNC Symbol 50043 101.3 5.6 1 75.6 (M:75.6) 3 4.3 6.83 935
687 true ENSGALP00000005231 transmembrane p24 trafficking protein 2 - CGNC Symbol 2402 22.6 5.3 1 73.7 (M:73.7) 3 10 14.5 950
688 true ENSGALP00000005724 flap structure-specific endonuclease 1 - CGNC Symbol 55445 43 8.3 1 73.3 (M:73.3) 3 7.1 11.79 952
689 true ENSGALP00000006798 LFNG O-fucosylpeptide 3-beta-N-acetylglucosaminyltransferase - CGNC Symbol 3150 31.4 8.4 1 68.6 (M:68.6) 3 5.5 16648.74 993
690 true ENSGALP00000042368 aldo-keto reductase family 1 member B10-like - CGNC Symbol 50691 38 7 2 68.1 (M:68.1) 3 11.9 2.52 997
691 true ENSGALP00000024009 THO complex 1 - CGNC Symbol 11072 73.4 5 1 66.1 (M:66.1) 3 4.1 5.9 1020
692 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 63.7 (M:63.7) 3 8.1 12.89 1055
693 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 63.5 (M:63.5) 3 5.1 13.87 1056
694 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 63.2 (M:63.2) 3 7.3 9.46 1061
695 true ENSGALP00000013717 crooked neck pre-mRNA splicing factor 1 - CGNC Symbol 6389 83.1 6.7 1 62.6 (M:62.6) 3 6.7 11.73 1074
696 true ENSGALP00000025581 filamin A interacting protein 1 - CGNC Symbol 11864 137.8 8.6 1 62.5 (M:62.5) 3 1.9 14.22 1075
697 true ENSGALP00000042793 Hsap of 1: microtubule-actin crosslinking factor 1 - HGNC:13664 347.3 5.1 3 60.8 (M:60.8) 3 1 16.36 1098
698 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 58.0 (M:58.0) 3 3 12.18 1130
699 true ENSGALP00000021359 cordon-bleu WH2 repeat protein - CGNC Symbol 9906 148.6 8.4 1 56.7 (M:56.7) 3 2.4 14.79 1145
700 true ENSGALP00000036515 peroxisome proliferator-activated receptor alpha - CGNC Symbol 10611 52.2 5.8 1 56.4 (M:56.4) 3 4.3 12.61 1151
701 true ENSGALP00000019357 transcription factor 20 (AR1) - CGNC Symbol 9003 209.2 9.1 1 52.8 (M:52.8) 3 2.1 8.56 1195
702 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 204.5 (M:204.5) 2 9.8 10.59 357
703 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 197.2 (M:197.2) 2 4.3 9.23 371
704 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 191.1 (M:191.1) 2 6.9 6.07 381
705 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 172.8 (M:172.8) 2 25 5.12 409
706 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 172.0 (M:172.0) 2 7.9 11.38 413
707 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 169.6 (M:169.6) 2 13.3 8.73 420
708 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 164.6 (M:164.6) 2 6.5 8.46 437
709 true ENSGALP00000023075 replication factor C subunit 1 - CGNC Symbol 51823 128.4 9.4 1 164.4 (M:164.4) 2 2.6 7.44 439
710 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 164.1 (M:164.1) 2 20.9 7253.61 441
711 true ENSGALP00000015160 A kinase (PRKA) anchor protein 9 - CGNC Symbol 49433 455 5 1 161.5 (M:161.5) 2 0.4 8.65 451
712 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 161.2 (M:161.2) 2 3 12.78 454
713 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 160.9 (M:160.9) 2 4.1 9.17 456
714 true ENSGALP00000038272 DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 - CGNC Symbol 5262 85.6 9.4 1 159.5 (M:159.5) 2 3.2 7.67 458
715 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 156.8 (M:156.8) 2 7.2 9559.91 465
716 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 154.3 (M:154.3) 2 6 3.33 475
717 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 151.7 (M:151.7) 2 11.5 11.81 487
718 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 151.1 (M:151.1) 2 8.2 6.92 489
719 true ENSGALP00000007671 family with sequence similarity 129 member A - CGNC Symbol 3572 90.7 5 1 150.8 (M:150.8) 2 2.9 2.86 490
720 true ENSGALP00000012405 proteasome 26S subunit non-ATPase 1 - CGNC Symbol 5786 88.2 6.6 1 149.6 (M:149.6) 2 4.9 2.92 496
721 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 147.3 (M:147.3) 2 7.9 11031.86 506
722 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 146.2 (M:146.2) 2 17.6 12905 509
723 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 143.3 (M:143.3) 2 10.9 12.9 520
724 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 143.2 (M:143.2) 2 6.9 21.31 521
725 true ENSGALP00000008781 ras homolog family member G - CGNC Symbol 4080 21.3 8.5 1 141.9 (M:141.9) 2 12.6 9.86 523
726 true ENSGALP00000000747 zinc finger CCCH-type containing 11A - CGNC Symbol 51431 79 8.4 1 139.7 (M:139.7) 2 5.3 4.76 533



727 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 139.6 (M:139.6) 2 25 6.72 534
728 true ENSGALP00000007692 protein tyrosine phosphatase non-receptor type 11 - CGNC Symbol 49495 67.9 6.7 1 139.0 (M:139.0) 2 4.2 4.43 538
729 true ENSGALP00000024253 cell division cycle 40 - CGNC Symbol 11202 65.7 6.2 1 138.0 (M:138.0) 2 6.4 7.4 542
730 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 135.9 (M:135.9) 2 2.6 6.17 549
731 true ENSGALP00000021055 dynamin 1-like - CGNC Symbol 9791 77.6 6.2 1 134.0 (M:134.0) 2 3.6 16.38 558
732 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 131.8 (M:131.8) 2 8.5 13.43 565
733 true ENSGALP00000010376 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 - CGNC Symbol 4852 86.9 6 1 130.8 (M:130.8) 2 3.4 16.62 571
734 true ENSGALP00000002508 Gallus gallus SIN3 transcription regulator family member A (SIN3A) mRNA. - RefSeq mRNA NM_001293 145.5 6.9 1 129.8 (M:129.8) 2 1.8 5.05 576
735 true ENSGALP00000028616 Y box binding protein 3 - CGNC Symbol 49776 39.6 9.7 1 128.2 (M:128.2) 2 8.1 11.55 581
736 true ENSGALP00000042598 cyclin-dependent kinase 1 - CGNC Symbol 2236 34.6 8.8 2 128.0 (M:128.0) 2 9.6 7.09 583
737 true ENSGALP00000027216 transmembrane 9 superfamily member 2 - CGNC Symbol 12665 75.3 7 1 127.7 (M:127.7) 2 5 1.34 585
738 true ENSGALP00000018705 dynein cytoplasmic 1 light intermediate chain 1 - CGNC Symbol 8732 55.9 5.8 1 127.1 (M:127.1) 2 5.2 2.7 587
739 true ENSGALP00000027015 eukaryotic translation initiation factor 5B - CGNC Symbol 12572 136.4 5.4 1 126.9 (M:126.9) 2 1.6 11.58 589
740 true ENSGALP00000012563 cleavage stimulation factor 3' pre-RNA subunit 1 - CGNC Symbol 5864 48.3 6.1 1 126.7 (M:126.7) 2 7.7 6.53 590
741 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 126.2 (M:126.2) 2 9 4.21 592
742 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 124.5 (M:124.5) 2 18.1 10.46 602
743 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 123.7 (M:123.7) 2 6.4 2.34 604
744 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 123.6 (M:123.6) 2 8.7 15.63 605
745 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 123.4 (M:123.4) 2 2.1 1.86 608
746 true ENSGALP00000011103 insulin degrading enzyme - HGNC:5381 118.1 6.1 1 122.8 (M:122.8) 2 3 5.53 611
747 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 122.5 (M:122.5) 2 12.5 11.55 612
748 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 121.4 (M:121.4) 2 10.1 4.18 619
749 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 121.2 (M:121.2) 2 4.7 12.52 621
750 true ENSGALP00000019224 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate cyclohyd       100.2 8.7 1 121.1 (M:121.1) 2 2.9 5.55 625
751 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 121.0 (M:121.0) 2 7.4 0.14 626
752 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 120.1 (M:120.1) 2 7 2.22 631
753 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 119.4 (M:119.4) 2 10.7 8.85 636
754 true ENSGALP00000005698 Nipped-B homolog-like - CGNC Symbol 53088 314.7 7.8 2 118.9 (M:118.9) 2 1.1 9.44 637
755 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 118.8 (M:118.8) 2 11.5 3 638
756 true ENSGALP00000021770 transducin (beta)-like 1X-linked - CGNC Symbol 52656 56.6 5.4 1 118.8 (M:118.8) 2 5.4 12289.48 639
757 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 118.4 (M:118.4) 2 18.9 0.61 641
758 true ENSGALP00000041153 no description available 70 6.8 9 117.9 (M:117.9) 2 3 6.91 646
759 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 117.8 (M:117.8) 2 20.9 8.83 647
760 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 117.1 (M:117.1) 2 6 11.92 649
761 true ENSGALP00000033594 phosphohistidine phosphatase 1 - CGNC Symbol 14487 13.9 5.7 1 116.0 (M:116.0) 2 25.4 9.22 655
762 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 116.0 (M:116.0) 2 10 13.33 656
763 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 115.7 (M:115.7) 2 10 7.25 658
764 true ENSGALP00000019726 engulfment and cell motility 1 - CGNC Symbol 51330 83.7 5.9 2 115.3 (M:115.3) 2 3.4 6.84 659
765 true ENSGALP00000043227 SCY1 like pseudokinase 2 - CGNC Symbol 8793 103.4 8.4 1 114.8 (M:114.8) 2 1 14.38 660
766 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 114.8 (M:114.8) 2 5.7 13215.72 661
767 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 114.7 (M:114.7) 2 6.3 15085.44 662
768 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 114.6 (M:114.6) 2 5.8 14.06 663
769 true ENSGALP00000001693 chromatin assembly factor 1 subunit A - CGNC Symbol 763 105 5.2 1 113.9 (M:113.9) 2 2.6 6.42 668
770 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 113.9 (M:113.9) 2 6.8 10.62 669
771 true ENSGALP00000012086 glutamic-oxaloacetic transaminase 1 soluble - CGNC Symbol 5645 45.9 8.2 1 113.9 (M:113.9) 2 4.1 18476.41 670
772 true ENSGALP00000013294 5'-nucleotidase cytosolic II - CGNC Symbol 6204 65.9 5.3 1 113.6 (M:113.6) 2 4.7 2.1 671
773 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 113.6 (M:113.6) 2 4 9.19 672
774 true P35908 Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 65.4 8.1 1 113.5 (M:113.5) 2 5 8.96 673
775 true ENSGALP00000010214 Gallus gallus macrophage migration inhibitory factor (glycosylation-inhibiting factor) (MIF) mRNA. - Ref   12.5 6.9 1 113.4 (M:113.4) 2 21.7 2.03 674
776 true ENSGALP00000037252 polymerase (DNA) eta - CGNC Symbol 7850 74.6 9.2 1 111.9 (M:111.9) 2 3.3 10.2 680
777 true ENSGALP00000034072 acetyl-CoA carboxylase alpha - CGNC Symbol 4052 262.5 6 1 111.7 (M:111.7) 2 1.4 16.93 681
778 true ENSGALP00000020792 nucleoporin 37kDa - CGNC Symbol 9674 36.9 5.9 1 111.7 (M:111.7) 2 8.3 2.56 682
779 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 111.6 (M:111.6) 2 1.5 5.67 683
780 true ENSGALP00000023281 NOP2 nucleolar protein - CGNC Symbol 10744 71.5 8.6 1 111.3 (M:111.3) 2 3 6.6 685
781 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 111.1 (M:111.1) 2 8.9 4.22 688
782 true ENSGALP00000002497 proteasome 26S subunit non-ATPase 5 - CGNC Symbol 1140 55.7 5.2 1 111.0 (M:111.0) 2 4 16545.38 689
783 true ENSGALP00000040901 chromosome 14 open reading frame 1 - HGNC:1187 12 7.8 1 110.8 (M:110.8) 2 21.3 5.61 690
784 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 110.8 (M:110.8) 2 10.1 11.03 691
785 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 110.2 (M:110.2) 2 4.2 10.06 694
786 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 110.1 (M:110.1) 2 8.4 5.71 695
787 true ENSGALP00000022849 LIM and senescent cell antigen-like domains 1 - CGNC Symbol 49937 37.2 8.5 1 109.7 (M:109.7) 2 7.7 1.95 698
788 true ENSGALP00000041123 syndecan binding protein (syntenin) 2 - CGNC Symbol 63703 32.6 9.3 1 109.5 (M:109.5) 2 14.4 6.57 700
789 true ENSGALP00000031725 Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA NM_ 12.9 4.8 1 109.4 (M:109.4) 2 26.3 4.58 701
790 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 109.3 (M:109.3) 2 6.3 5.33 702
791 true ENSGALP00000013622 5'-3' exoribonuclease 2 - CGNC Symbol 6344 108.5 7.5 1 109.0 (M:109.0) 2 3.1 14.12 704
792 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 107.8 (M:107.8) 2 1.4 12.18 707
793 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 107.2 (M:107.2) 2 4.1 9.04 709
794 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 107.0 (M:107.0) 2 2.6 2.26 712
795 true ENSGALP00000019569 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 50650 40.2 5.1 1 105.5 (M:105.5) 2 5.5 26399.85 717
796 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 105.2 (M:105.2) 2 2.5 5.38 719
797 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 105.0 (M:105.0) 2 11.4 5.05 721
798 true ENSGALP00000006816 vacuolar protein sorting 13 homolog D (S. cerevisiae) - CGNC Symbol 3155 492.2 6 1 104.9 (M:104.9) 2 0.3 19.91 722
799 true ENSGALP00000042059 Hsap of 1: RNA binding motif protein 39 - HGNC:15923 34.1 5.9 2 104.6 (M:104.6) 2 7.6 13.7 724
800 true ENSGALP00000018335 TBC1 domain family member 5 - CGNC Symbol 8548 91.3 5.8 1 104.3 (M:104.3) 2 3.4 4.65 726
801 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 104.2 (M:104.2) 2 1.7 15.82 727
802 true ENSGALP00000041022 DNA polymerase alpha subunit B-like - CGNC Symbol 63391 26.7 10 1 104.2 (M:104.2) 2 14.3 5.73 728
803 true ENSGALP00000037584 developmentally regulated GTP binding protein 1 - CGNC Symbol 5225 40.4 9 1 104.1 (M:104.1) 2 6.3 15.56 729
804 true ENSGALP00000005991 Sad1 and UNC84 domain containing 1 - CGNC Symbol 2766 105.4 6.6 1 104.0 (M:104.0) 2 2.4 1.22 730
805 true ENSGALP00000022392 transportin 3 - CGNC Symbol 10345 96.2 5.4 1 103.2 (M:103.2) 2 2.5 2.21 734
806 true ENSGALP00000010409 sphingomyelin phosphodiesterase 4 - CGNC Symbol 4864 96.2 7.7 1 102.4 (M:102.4) 2 3.6 3.34 735
807 true ENSGALP00000004959 zinc finger CCCH-type containing 7A - CGNC Symbol 2278 109.7 6.7 1 102.3 (M:102.3) 2 3.2 15.67 736
808 true ENSGALP00000012750 B-cell CLL/lymphoma 11A (zinc finger protein) - CGNC Symbol 51435 87.4 6.1 1 102.2 (M:102.2) 2 3.9 6.47 737
809 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 102.2 (M:102.2) 2 10.1 12.97 738
810 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 101.5 (M:101.5) 2 7.3 2.18 744
811 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 100.7 (M:100.7) 2 17.5 18740.25 748
812 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 99.9 (M:99.9) 2 3 7.36 751
813 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 99.4 (M:99.4) 2 6.2 7.22 756
814 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 99.4 (M:99.4) 2 13.4 2.72 757
815 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 99.3 (M:99.3) 2 8 17.83 758
816 true ENSGALP00000008882 phosphoinositide-3-kinase adaptor protein 1 - CGNC Symbol 4133 90.1 5 1 98.8 (M:98.8) 2 3.6 3.52 762
817 true ENSGALP00000040802 no description available 18.2 10.3 2 97.9 (M:97.9) 2 15.1 4.51 768
818 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 97.5 (M:97.5) 2 11.3 6.52 771
819 true ENSGALP00000011338 RNA binding motif protein 7 - CGNC Symbol 5294 31.3 9.4 1 97.2 (M:97.2) 2 7.5 9.97 772
820 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 96.8 (M:96.8) 2 3 7.73 777
821 true ENSGALP00000019330 polymerase (DNA) delta interacting protein 3 - CGNC Symbol 8993 45.9 9.9 1 96.6 (M:96.6) 2 6.7 16322.41 779
822 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 96.4 (M:96.4) 2 9.5 5.71 780
823 true ENSGALP00000017958 chromobox homolog 3 - CGNC Symbol 8386 19.8 5 1 95.5 (M:95.5) 2 11.5 10.29 787
824 true ENSGALP00000031142 RALBP1 associated Eps domain containing 1 - CGNC Symbol 10351 81.9 5.7 1 95.1 (M:95.1) 2 4.1 7.75 788
825 true ENSGALP00000042094 adenylate kinase 1 - CGNC Symbol 49598 21.7 8.7 1 94.8 (M:94.8) 2 11.3 11.86 790
826 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 94.8 (M:94.8) 2 25 10.69 791
827 true ENSGALP00000008336 adhesion regulating molecule 1 - CGNC Symbol 3870 42.2 5 1 94.2 (M:94.2) 2 7.4 13715.82 792
828 true ENSGALP00000002406 nei like DNA glycosylase 1 - CGNC Symbol 1099 37.5 9.9 1 94.1 (M:94.1) 2 5.9 19.11 793
829 true ENSGALP00000019298 protein phosphatase 2 regulatory subunit B' epsilon isoform - CGNC Symbol 8975 50.7 6.1 2 94.1 (M:94.1) 2 6.2 7.57 794
830 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 94.1 (M:94.1) 2 3 14.64 795



831 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 93.5 (M:93.5) 2 7.6 2.75 796
832 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 93.5 (M:93.5) 2 5.5 2.62 797
833 true ENSGALP00000041156 E3 ubiquitin-protein ligase Hakai - Refseq NP_001007849 67 9.8 1 93.3 (M:93.3) 2 6.2 4.66 798
834 true ENSGALP00000007280 NPL4 homolog ubiquitin recognition factor - CGNC Symbol 3388 68.4 5.9 1 92.5 (M:92.5) 2 3.6 22392.53 802
835 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 92.5 (M:92.5) 2 30.2 10.37 804
836 true ENSGALP00000027997 dolichyl-phosphate mannosyltransferase polypeptide 1 catalytic subunit - CGNC Symbol 13045 27.2 9.4 1 91.9 (M:91.9) 2 9.5 9.24 806
837 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 91.7 (M:91.7) 2 18.8 1.39 807
838 true ENSGALP00000041962 ribosomal protein L34 - CGNC Symbol 51767 13.4 11.5 2 91.7 (M:91.7) 2 14.4 5.72 808
839 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 3 91.6 (M:91.6) 2 15.5 12.5 810
840 true ENSGALP00000001306 SFRS protein kinase 1 - CGNC Symbol 586 83.6 6.4 2 91.2 (M:91.2) 2 2.7 3.37 811
841 true ENSGALP00000005129 CWF19-like 1 cell cycle control (S. pombe) - CGNC Symbol 2360 59.9 7.5 1 90.7 (M:90.7) 2 5.8 10.31 813
842 true ENSGALP00000012932 nucleoporin 85kDa - CGNC Symbol 6035 77.3 5.8 1 90.7 (M:90.7) 2 5.2 7.43 815
843 true ENSGALP00000006527 translocase of outer mitochondrial membrane 34 - CGNC Symbol 3015 33.7 9.1 1 89.7 (M:89.7) 2 9.4 15.76 821
844 true ENSGALP00000025563 pleckstrin homology domain interacting protein - CGNC Symbol 11851 186.6 9.1 1 89.6 (M:89.6) 2 1.6 7.83 822
845 true ENSGALP00000007165 coiled-coil domain containing 137 - CGNC Symbol 3327 35.7 11.5 1 89.5 (M:89.5) 2 9.7 16.49 823
846 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 89.2 (M:89.2) 2 10.2 18241.86 827
847 true ENSGALP00000037877 elongation factor like GTPase 1 - CGNC Symbol 49990 80.7 5.6 1 88.0 (M:88.0) 2 4.8 3.75 835
848 true ENSGALP00000002625 Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq m  55.8 5.5 1 87.7 (M:87.7) 2 4.9 8.2 836
849 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 87.6 (M:87.6) 2 7.9 9.33 837
850 true ENSGALP00000000423 cysteine and glycine-rich protein 1 - CGNC Symbol 188 20.4 8.9 1 87.5 (M:87.5) 2 16.1 3.62 838
851 true ENSGALP00000011008 lysine methyltransferase 2A - CGNC Symbol 49942 392.9 9.1 1 87.4 (M:87.4) 2 0.6 4.45 839
852 true ENSGALP00000012408 polymerase (DNA) epsilon catalytic subunit - CGNC Symbol 5787 260.8 6 1 87.3 (M:87.3) 2 1.2 5.23 840
853 true ENSGALP00000011291 apolipoprotein O like - CGNC Symbol 5266 30.1 9.6 1 87.3 (M:87.3) 2 8.1 12.78 841
854 true ENSGALP00000014379 DnaJ heat shock protein family (Hsp40) member C10 - CGNC Symbol 6729 91.4 6.6 1 85.8 (M:85.8) 2 3.4 10.61 850
855 true ENSGALP00000001195 bromodomain adjacent to zinc finger domain 1B - CGNC Symbol 533 23.3 4.8 1 85.6 (M:85.6) 2 13.7 5.01 852
856 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 85.3 (M:85.3) 2 16.5 26199.66 854
857 true ENSGALP00000002656 ectopic P-granules autophagy protein 5 homolog (C. elegans) - CGNC Symbol 50237 292 6 1 85.0 (M:85.0) 2 0.7 6.67 855
858 true ENSGALP00000025727 protein tyrosine phosphatase receptor type A - CGNC Symbol 49633 90.5 6.6 2 85.0 (M:85.0) 2 3.8 4.72 857
859 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 84.9 (M:84.9) 2 17.2 6.03 858
860 true ENSGALP00000038877 Hsap of 4: nucleoporin 188 - HGNC:17859 194.9 6.3 1 84.6 (M:84.6) 2 1.3 12.07 859
861 true ENSGALP00000006050 calcium homeostasis endoplasmic reticulum protein - CGNC Symbol 2800 44.5 4.9 1 84.3 (M:84.3) 2 5.3 12.3 861
862 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 83.9 (M:83.9) 2 9.4 20354.81 865
863 true ENSGALP00000019945 ribosomal protein S29 - CGNC Symbol 9289 7 10.2 1 83.5 (M:83.5) 2 25 6.28 869
864 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 83.4 (M:83.4) 2 12.9 13.86 870
865 true ENSGALP00000018679 ribosomal protein L37a - CGNC Symbol 55686 10.1 10.4 1 83.4 (M:83.4) 2 17.6 5.4 871
866 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 83.3 (M:83.3) 2 11.6 7.84 872
867 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 83.3 (M:83.3) 2 23.3 6.58 873
868 true ENSGALP00000002338 splicing factor 3a subunit 3 - CGNC Symbol 1064 58.9 5.3 1 82.8 (M:82.8) 2 5.4 16284.36 876
869 true ENSGALP00000000999 proteasome 26S subunit non-ATPase 7 - CGNC Symbol 447 45.2 8.5 1 82.2 (M:82.2) 2 5.9 11.93 880
870 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 1 81.9 (M:81.9) 2 6.2 23194.61 882
871 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 81.5 (M:81.5) 2 5.4 6.04 884
872 true ENSGALP00000026567 splicing factor 3b subunit 6 - CGNC Symbol 51580 14.6 9.4 1 81.4 (M:81.4) 2 16.8 5.13 885
873 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 81.2 (M:81.2) 2 6.4 7.95 887
874 true ENSGALP00000038829 Hsap of 9: DEAD-box helicase 19A - HGNC:25628 53.9 5.8 1 80.9 (M:80.9) 2 4.2 8.54 889
875 true ENSGALP00000004808 SURP and G-patch domain containing 2 - CGNC Symbol 2208 122.6 6.1 1 80.5 (M:80.5) 2 2 1.45 892
876 true ENSGALP00000042251 endosulfine alpha - CGNC Symbol 23246 12.7 9.5 1 80.4 (M:80.4) 2 23.1 2.17 893
877 true ENSGALP00000005033 NHP2 ribonucleoprotein - CGNC Symbol 17192 16.6 8.2 1 80.4 (M:80.4) 2 17.6 8.23 894
878 true ENSGALP00000041134 microfibrillar associated protein 1 - CGNC Symbol 6322 51.9 4.9 1 80.2 (M:80.2) 2 5.2 19784.07 895
879 true ENSGALP00000021405 Gallus gallus YKT6 v-SNARE homolog (S. cerevisiae) (YKT6) mRNA. - RefSeq mRNA NM_001113744 22.4 5.5 1 80.2 (M:80.2) 2 12.1 4.42 896
880 true ENSGALP00000020406 thyroid hormone receptor interactor 13 - CGNC Symbol 9495 49 5.9 1 80.0 (M:80.0) 2 4.6 4.63 899
881 true ENSGALP00000007528 mitogen-activated protein kinase kinase 3 - CGNC Symbol 50268 29.7 5.9 1 79.7 (M:79.7) 2 9.7 10.95 900
882 true ENSGALP00000032101 transaldolase - Refseq NP_001026348 37.6 7.1 1 79.5 (M:79.5) 2 5.3 21.44 902
883 true ENSGALP00000013889 negative elongation factor complex member B - CGNC Symbol 50465 65.8 5.9 1 79.3 (M:79.3) 2 3.1 1.57 904
884 true ENSGALP00000012471 nucleophosmin/nucleoplasmin 3 - CGNC Symbol 5822 16.4 4.5 1 79.2 (M:79.2) 2 14.2 7.1 905
885 true ENSGALP00000035723 tudor domain containing 3 - CGNC Symbol 12714 80.8 8.8 2 78.6 (M:78.6) 2 3.6 6.87 909
886 true ENSGALP00000026615 carbamoyl-phosphate synthetase 2 aspartate transcarbamylase and dihydroorotase - HGNC:1424 200.7 5.9 1 78.5 (M:78.5) 2 1.3 8.42 910
887 true ENSGALP00000042157 docking protein 2 56kDa - CGNC Symbol 65680 50.7 5.6 1 78.5 (M:78.5) 2 7.1 4.9 911
888 true ENSGALP00000018737 nucleoporin 54kDa - CGNC Symbol 8743 58.8 6.3 1 78.3 (M:78.3) 2 5.6 10.25 912
889 true ENSGALP00000016526 zinc finger C3H1-type containing - CGNC Symbol 7738 225.7 6.6 1 78.3 (M:78.3) 2 1.7 9.44 914
890 true ENSGALP00000019161 WW domain binding protein 11 - CGNC Symbol 53212 66.4 5.4 1 78.2 (M:78.2) 2 3.9 8.72 915
891 true ENSGALP00000024326 PC4 and SFRS1 interacting protein 1 - CGNC Symbol 54295 62.6 9.3 2 78.0 (M:78.0) 2 4.1 16.06 916
892 true ENSGALP00000034419 GATA zinc finger domain containing 2A - CGNC Symbol 2116 61.8 9.8 2 77.8 (M:77.8) 2 5.3 8.93 917
893 true ENSGALP00000026288 zinc finger protein X-linked - CGNC Symbol 50801 89.7 5.7 1 77.8 (M:77.8) 2 3.4 20.12 919
894 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 77.2 (M:77.2) 2 8.6 7.44 920
895 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 77.0 (M:77.0) 2 8 4.91 923
896 true ENSGALP00000009393 clustered mitochondria (cluA/CLU1) homolog - CGNC Symbol 4370 150.4 5.7 1 76.7 (M:76.7) 2 1.6 7 924
897 true ENSGALP00000039623 retention in endoplasmic reticulum sorting receptor 1 - CGNC Symbol 14680 23 9.5 1 76.6 (M:76.6) 2 9.2 5.31 925
898 true ENSGALP00000001446 leucine rich repeat containing 47 - CGNC Symbol 649 61.6 8.6 1 76.4 (M:76.4) 2 5.9 2.31 926
899 true ENSGALP00000016270 bromodomain adjacent to zinc finger domain 1A - CGNC Symbol 7626 165.1 6.6 1 76.1 (M:76.1) 2 1.2 7.58 931
900 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 76.0 (M:76.0) 2 8.8 17739.8 932
901 true ENSGALP00000013410 ADP-ribosylation factor GTPase activating protein 2 - CGNC Symbol 51916 57.2 7.1 1 75.5 (M:75.5) 2 4.2 1.5 937
902 true ENSGALP00000018352 protein phosphatase 2 regulatory subunit B' gamma - CGNC Symbol 51972 61.1 6.1 1 75.5 (M:75.5) 2 5 18.02 938
903 true ENSGALP00000001493 protein phosphatase 6 catalytic subunit - CGNC Symbol 57480 35.1 5.4 1 75.4 (M:75.4) 2 7.5 5.36 939
904 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 75.3 (M:75.3) 2 20 4.52 940
905 true ENSGALP00000013375 peptidylprolyl isomerase like 3 - CGNC Symbol 6234 18 6.3 1 75.3 (M:75.3) 2 14.9 13216.37 941
906 true ENSGALP00000018418 N-glycanase 1 - CGNC Symbol 8593 74 8.1 1 74.8 (M:74.8) 2 3.2 3.09 943
907 true ENSGALP00000041533 Hsap of 4: heterogeneous nuclear ribonucleoprotein L - HGNC:5045 23 7.6 1 74.4 (M:74.4) 2 9.8 11.54 945
908 true ENSGALP00000023942 poly(A) binding protein interacting protein 1 - CGNC Symbol 53015 52.3 4.6 1 74.2 (M:74.2) 2 6.5 2.75 946
909 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 74.0 (M:74.0) 2 14.6 25713.4 947
910 true ENSGALP00000030639 Ras-related protein Rab-6A - UP Q1KME6 23.5 5.4 1 73.9 (M:73.9) 2 8.7 17093.14 949
911 true ENSGALP00000007884 LSM14A mRNA processing body assembly factor - CGNC Symbol 50074 50.5 9.6 1 73.6 (M:73.6) 2 3.7 17.25 951
912 true ENSGALP00000038350 centromere protein N - CGNC Symbol 54347 40.3 9 1 73.3 (M:73.3) 2 7 14829.07 953
913 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 73.3 (M:73.3) 2 11.4 5.51 954
914 true ENSGALP00000038626 lactate dehydrogenase A - CGNC Symbol 49707 36.5 7.8 1 72.8 (M:72.8) 2 5.4 4.14 955
915 true ENSGALP00000035502 WD repeat domain 82 - CGNC Symbol 50122 35.1 7.6 1 72.5 (M:72.5) 2 8.6 4.6 957
916 true ENSGALP00000010718 heat shock protein family A (Hsp70) member 14 - CGNC Symbol 5014 54 5.2 1 72.3 (M:72.3) 2 5 8.38 959
917 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 1 72.3 (M:72.3) 2 3.1 9.19 961
918 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 72.2 (M:72.2) 2 11.9 8.64 963
919 true ENSGALP00000042153 Hsap of 1: translocase of inner mitochondrial membrane 50 - HGNC:23656 27.1 6.5 1 72.1 (M:72.1) 2 10.1 0.55 964
920 true ENSGALP00000028073 ADP ribosylation factor like GTPase 6 interacting protein 5 - CGNC Symbol 13078 21.6 9.5 1 72.0 (M:72.0) 2 8.5 17816.94 965
921 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 71.8 (M:71.8) 2 9.6 0.87 966
922 true ENSGALP00000016648 no description available 23.9 5.5 1 71.8 (M:71.8) 2 9 0.65 968
923 true ENSGALP00000043240 CDK5 regulatory subunit associated protein 3 - CGNC Symbol 15509 57.1 4.8 1 71.7 (M:71.7) 2 3.9 5.69 970
924 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 71.5 (M:71.5) 2 8 2.96 972
925 true ENSGALP00000006234 mitochondrial ribosomal protein L22 - CGNC Symbol 2871 23.8 10 1 71.4 (M:71.4) 2 9.1 5.99 973
926 true ENSGALP00000041184 eukaryotic translation initiation factor 4E - HGNC:3287 25.6 6.1 1 71.0 (M:71.0) 2 11.3 8.95 976
927 true ENSGALP00000019629 proteasome subunit alpha 3 - CGNC Symbol 9125 28.5 4.9 1 70.9 (M:70.9) 2 9 7.71 977
928 true ENSGALP00000015978 aquarius intron-binding spliceosomal factor - CGNC Symbol 7473 174.1 6.2 1 70.9 (M:70.9) 2 1.5 9.12 978
929 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 70.5 (M:70.5) 2 11.2 12722.67 979
930 true ENSGALP00000014078 MGA MAX dimerization protein - CGNC Symbol 6567 323.1 8.1 1 70.5 (M:70.5) 2 0.6 20.56 980
931 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 70.0 (M:70.0) 2 7.5 6.96 983
932 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 69.9 (M:69.9) 2 12.1 9.78 984
933 true ENSGALP00000006933 tubulin folding cofactor A - CGNC Symbol 3204 12.7 5.4 1 69.7 (M:69.7) 2 15.7 19.72 987
934 true ENSGALP00000041481 docking protein 3 - CGNC Symbol 26023 47.1 6.8 1 69.5 (M:69.5) 2 8.5 2.37 989



935 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 68.8 (M:68.8) 2 9 13.42 992
936 true ENSGALP00000013420 anaphase promoting complex subunit 1 - CGNC Symbol 51441 216.2 6 1 68.6 (M:68.6) 2 1.4 3.66 994
937 true ENSGALP00000004687 MAU2 sister chromatid cohesion factor - CGNC Symbol 2145 72.4 7 1 68.1 (M:68.1) 2 3.8 9.28 998
938 true ENSGALP00000039621 DnaJ heat shock protein family (Hsp40) member C17 - CGNC Symbol 16913 35.3 8.8 1 67.6 (M:67.6) 2 7.1 10.05 1000
939 true ENSGALP00000040631 osteomodulin - HGNC:8134 48.7 5 1 67.5 (M:67.5) 2 3.6 8.9 1001
940 true ENSGALP00000005180 glutathione synthetase - CGNC Symbol 2381 52.3 5.7 1 67.4 (M:67.4) 2 3.6 8.44 1002
941 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 67.4 (M:67.4) 2 28.7 2.62 1003
942 true ENSGALP00000009608 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily b member 1 - CG   44.5 5.8 1 67.1 (M:67.1) 2 5.4 19051.26 1008
943 true ENSGALP00000009351 protein phosphatase 1 regulatory subunit 7 - CGNC Symbol 4354 34.3 5.1 1 66.9 (M:66.9) 2 7.3 3.76 1009
944 true ENSGALP00000010267 H2A histone family member Y - CGNC Symbol 4787 39.2 9.8 2 66.6 (M:66.6) 2 8.4 10.53 1011
945 true ENSGALP00000025900 NudC domain containing 1 - HGNC:24306 77.9 6.2 1 66.5 (M:66.5) 2 3 5.01 1012
946 true ENSGALP00000003229 myosin IXA - CGNC Symbol 49955 254.1 9.3 1 66.5 (M:66.5) 2 0.6 21.65 1013
947 true ENSGALP00000013275 origin recognition complex subunit 5 - CGNC Symbol 6200 51.7 8.4 1 66.4 (M:66.4) 2 4.7 15.06 1014
948 true ENSGALP00000002451 hexosaminidase (glycosyl hydrolase family 20 catalytic domain) containing - CGNC Symbol 50492 53 6.1 1 66.3 (M:66.3) 2 3.9 19.83 1016
949 true ENSGALP00000042563 RNA binding motif protein 24 - CGNC Symbol 9644 23.9 8.5 2 66.2 (M:66.2) 2 12.4 4.99 1017
950 true ENSGALP00000006581 DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 - CGNC Symbol 3039 77.1 9.4 1 66.1 (M:66.1) 2 4 11.28 1019
951 true ENSGALP00000003418 hydroxysteroid (17-beta) dehydrogenase 4 - CGNC Symbol 1559 80.1 8.6 1 66.0 (M:66.0) 2 2.9 3.12 1022
952 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 65.9 (M:65.9) 2 4.3 13.62 1023
953 true ENSGALP00000006532 DnaJ heat shock protein family (Hsp40) member A2 - CGNC Symbol 3019 42.9 6.2 1 65.8 (M:65.8) 2 4.2 6.7 1024
954 true ENSGALP00000039979 small ArfGAP2 - CGNC Symbol 51046 43.7 8.8 1 65.8 (M:65.8) 2 6 12.09 1025
955 true ENSGALP00000000114 glutamine--fructose-6-phosphate transaminase 1 - CGNC Symbol 51020 78.7 6 1 65.7 (M:65.7) 2 3.6 7.79 1026
956 true ENSGALP00000012765 SMAD family member 3 - CGNC Symbol 5954 48.2 6.7 4 65.6 (M:65.6) 2 6.1 5.91 1028
957 true ENSGALP00000032046 protein phosphatase 6 regulatory subunit 3 - CGNC Symbol 51893 98.2 4.5 1 65.5 (M:65.5) 2 2.7 5.62 1030
958 true ENSGALP00000035514 protein kinase C delta - CGNC Symbol 50113 78.4 8.4 2 65.4 (M:65.4) 2 2.8 7.68 1031
959 true ENSGALP00000007093 phosphatase domain containing paladin 1 - CGNC Symbol 3293 99.7 6.6 1 65.4 (M:65.4) 2 2 8.23 1032
960 true ENSGALP00000012691 methylthioribulose-1-phosphate dehydratase - Refseq NP_001026718 26.8 6.1 1 65.1 (M:65.1) 2 11.6 3.68 1034
961 true ENSGALP00000042813 Hsap of 1: DEAD-box helicase 23 - HGNC:17347 45.3 7.7 1 65.0 (M:65.0) 2 5.4 2.64 1036
962 true ENSGALP00000015971 exportin for tRNA - CGNC Symbol 7470 109.8 5.1 1 64.9 (M:64.9) 2 3.1 8.92 1037
963 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 64.8 (M:64.8) 2 30.4 11.53 1038
964 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 64.8 (M:64.8) 2 8.6 7.11 1039
965 true ENSGALP00000000726 Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA NM_ 10.5 5.1 1 64.7 (M:64.7) 2 24.7 4.98 1040
966 true ENSGALP00000038058 copine VII - CGNC Symbol 310 62.9 5.4 5 64.3 (M:64.3) 2 3 12.12 1043
967 true ENSGALP00000012605 pescadillo ribosomal biogenesis factor 1 - CGNC Symbol 5881 65 6.3 1 64.1 (M:64.1) 2 3.6 4.02 1046
968 true ENSGALP00000007248 hydrogen voltage gated channel 1 - CGNC Symbol 3373 27.6 6.6 1 64.0 (M:64.0) 2 9.8 14.18 1048
969 true ENSGALP00000008955 synaptogyrin 3 - CGNC Symbol 4162 25.2 4.8 1 64.0 (M:64.0) 2 9.6 18841.51 1049
970 true ENSGALP00000003877 SEC11 homolog A (S. cerevisiae) - CGNC Symbol 1762 20.6 9.5 1 63.8 (M:63.8) 2 8.4 13.13 1051
971 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 63.8 (M:63.8) 2 3.1 9.13 1052
972 true ENSGALP00000034083 sorting nexin 1 - CGNC Symbol 1560 58.1 5.3 1 63.5 (M:63.5) 2 4.7 10.54 1057
973 true ENSGALP00000009549 calnexin - CGNC Symbol 4443 68.3 4.4 1 63.2 (M:63.2) 2 4 3.01 1059
974 true ENSGALP00000032851 solute carrier family 30 (zinc transporter) member 7 - CGNC Symbol 14346 42 6.6 1 63.2 (M:63.2) 2 6.9 18.04 1060
975 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 63.0 (M:63.0) 2 5.1 11.05 1064
976 true ENSGALP00000002091 TRAF3 interacting protein 3 - CGNC Symbol 940 61.6 8.6 1 63.0 (M:63.0) 2 4.7 3.8 1066
977 true ENSGALP00000022871 tubulin tyrosine ligase like 12 - CGNC Symbol 10561 72.8 5.1 1 62.7 (M:62.7) 2 4.8 9582.65 1069
978 true ENSGALP00000041673 Surfeit locus protein 4 - UP Q800K9 30.6 7.6 1 62.7 (M:62.7) 2 6.7 2.43 1070
979 true ENSGALP00000022724 embryonic ectoderm development - CGNC Symbol 10494 50.3 6.5 1 62.6 (M:62.6) 2 4.9 13 1071
980 true ENSGALP00000025612 OTU domain containing 6B - CGNC Symbol 51212 34.5 5.9 1 62.6 (M:62.6) 2 6.3 6.39 1073
981 true ENSGALP00000009011 mediator complex subunit 12 - CGNC Symbol 4188 244 7.2 1 62.4 (M:62.4) 2 1.7 13.64 1078
982 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 62.3 (M:62.3) 2 10.2 12907.41 1081
983 true ENSGALP00000006365 lysophospholipase II - CGNC Symbol 2940 25.1 7.1 1 62.2 (M:62.2) 2 11.2 5.64 1082
984 true ENSGALP00000013350 cancer susceptibility candidate 4 - CGNC Symbol 6222 42.5 5.8 1 62.2 (M:62.2) 2 6.1 5.35 1083
985 true ENSGALP00000021892 endoplasmic reticulum protein 44 - CGNC Symbol 10115 46.9 5.2 1 62.0 (M:62.0) 2 3.7 7.35 1086
986 true ENSGALP00000016414 ADP-ribosylation factor interacting protein 1 - CGNC Symbol 7678 44.7 5.6 1 61.8 (M:61.8) 2 6 2.97 1089
987 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 61.5 (M:61.5) 2 5.3 1.16 1091
988 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 61.3 (M:61.3) 2 3 10.55 1092
989 true ENSGALP00000013540 round spermatid basic protein 1-like - CGNC Symbol 6312 74.6 7.2 1 61.0 (M:61.0) 2 4 5.07 1093
990 true ENSGALP00000019563 X-prolyl aminopeptidase (aminopeptidase P) 3 putative - CGNC Symbol 9095 56.6 7.4 1 60.8 (M:60.8) 2 2.6 13.39 1097
991 true ENSGALP00000001964 ABI family member 3 - CGNC Symbol 878 40.5 5 1 60.1 (M:60.1) 2 7.4 13007.62 1101
992 true ENSGALP00000006565 ubiquitin-like with PHD and ring finger domains 1 - CGNC Symbol 3031 82.8 5.9 1 60.0 (M:60.0) 2 2.4 0.99 1103
993 true ENSGALP00000021769 scaffold attachment factor B - CGNC Symbol 52657 103.7 5.5 1 59.8 (M:59.8) 2 2.3 3.2 1104
994 true ENSGALP00000002366 Mov10 Moloney leukemia virus 10 homolog (mouse) - CGNC Symbol 51112 109.2 9 1 59.6 (M:59.6) 2 2.5 6.14 1105
995 true ENSGALP00000006566 serine/arginine-rich splicing factor 10 - CGNC Symbol 51061 31.3 11.3 1 59.5 (M:59.5) 2 10.7 3.5 1106
996 true ENSGALP00000042281 minichromosome maintenance complex component 3 associated protein - CGNC Symbol 3212 133.4 8.2 1 59.4 (M:59.4) 2 1.6 11.01 1107
997 true ENSGALP00000015356 electron transfer flavoprotein dehydrogenase - CGNC Symbol 7179 53.1 9 1 59.4 (M:59.4) 2 4.8 12.59 1109
998 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 59.3 (M:59.3) 2 9.7 10.17 1110
999 true ENSGALP00000023172 galectin-8 - Refseq NP_001010843 33.7 8.2 2 59.3 (M:59.3) 2 6.4 9.47 1111

1000 true ENSGALP00000016935 SEC24 family member B - CGNC Symbol 51764 124.3 6.3 3 59.1 (M:59.1) 2 1.7 5.3 1113
1001 true ENSGALP00000042618 Translationally-controlled tumor protein homolog - UP P43347 19.5 4.9 1 59.0 (M:59.0) 2 8.7 3.99 1114
1002 true ENSGALP00000022208 AT rich interactive domain 1B (SWI1-like) - CGNC Symbol 10249 197.8 6 1 59.0 (M:59.0) 2 1.5 4.94 1115
1003 true ENSGALP00000000780 lysosomal protein transmembrane 5 - CGNC Symbol 351 28.9 8.5 1 59.0 (M:59.0) 2 5.9 9.94 1116
1004 true ENSGALP00000017248 protein kinase D3 - CGNC Symbol 8057 100.3 6.3 2 58.5 (M:58.5) 2 3.3 3.22 1121
1005 true ENSGALP00000013359 annexin A4 - CGNC Symbol 57513 36 5.2 1 58.2 (M:58.2) 2 5.6 2.79 1123
1006 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 58.2 (M:58.2) 2 2.6 18198.43 1124
1007 true ENSGALP00000021147 trio Rho guanine nucleotide exchange factor - CGNC Symbol 9825 339.2 6 1 58.2 (M:58.2) 2 0.6 19.63 1125
1008 true ENSGALP00000027387 zinc finger CCCH-type containing 13 - CGNC Symbol 12747 187.5 9.5 1 58.1 (M:58.1) 2 1.4 9.89 1127
1009 true ENSGALP00000026843 farnesyl-diphosphate farnesyltransferase 1 - CGNC Symbol 12485 48 6.2 1 58.1 (M:58.1) 2 5 16.43 1128
1010 true ENSGALP00000012992 ubiquitin-conjugating enzyme E2 variant 1 - CGNC Symbol 62089 16.3 7.7 1 57.3 (M:57.3) 2 17.2 4.19 1134
1011 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 57.2 (M:57.2) 2 6.3 1.33 1138
1012 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 57.2 (M:57.2) 2 5.4 1.99 1139
1013 true ENSGALP00000013213 coatomer protein complex subunit gamma 2 - CGNC Symbol 50322 97.5 5.5 1 57.1 (M:57.1) 2 2.2 3.8 1140
1014 true ENSGALP00000037185 X-ray repair complementing defective repair in Chinese hamster cells 6 - CGNC Symbol 9044 71.2 5.8 1 56.8 (M:56.8) 2 4 17.81 1144
1015 true ENSGALP00000016311 protein tyrosine phosphatase receptor type B - CGNC Symbol 7640 255.4 6.9 1 56.5 (M:56.5) 2 0.6 16.4 1149
1016 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 56.5 (M:56.5) 2 5.8 9.95 1150
1017 true ENSGALP00000003564 unkempt family zinc finger - CGNC Symbol 1623 91.8 6.6 1 56.3 (M:56.3) 2 3.4 14.04 1152
1018 true ENSGALP00000019744 exocyst complex component 5 - CGNC Symbol 9178 98.5 8.4 1 56.2 (M:56.2) 2 1.6 16.06 1153
1019 true ENSGALP00000011559 integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC Sym  88.6 5.1 1 55.9 (M:55.9) 2 2.1 4.63 1157
1020 true ENSGALP00000041554 GEM interacting protein - HGNC:24852 111.9 5.7 1 55.6 (M:55.6) 2 3.2 10.02 1163
1021 true ENSGALP00000042736 integrator complex subunit 9 - CGNC Symbol 12464 73.7 5.9 2 55.2 (M:55.2) 2 4.9 8.64 1171
1022 true ENSGALP00000042867 myocyte enhancer factor 2D - CGNC Symbol 54130 60.6 8.9 4 55.2 (M:55.2) 2 4.5 5.38 1172
1023 true ENSGALP00000013949 chloride nucleotide-sensitive channel 1A - CGNC Symbol 6506 26.7 4.1 1 55.1 (M:55.1) 2 5.4 13.04 1176
1024 true ENSGALP00000005547 platelet and endothelial cell adhesion molecule 1 - HGNC:8823 83.4 8.9 1 55.1 (M:55.1) 2 3.4 21.2 1177
1025 true ENSGALP00000030436 nucleolar protein 7 - CGNC Symbol 9631 25.4 10.2 1 53.7 (M:53.7) 2 13.7 3.01 1183
1026 true ENSGALP00000003872 WD repeat domain 75 - CGNC Symbol 1760 93.6 5.6 1 53.4 (M:53.4) 2 3.3 5.71 1185
1027 true ENSGALP00000003718 SEC16 homolog A (S. cerevisiae) - CGNC Symbol 1688 243.9 5.6 1 53.2 (M:53.2) 2 1.4 6.62 1188
1028 true ENSGALP00000037230 tumor protein p53 binding protein 1 - CGNC Symbol 6464 213.8 5 1 53.0 (M:53.0) 2 1.1 10.92 1193
1029 true ENSGALP00000039818 pre-mRNA processing factor 3 - CGNC Symbol 52857 77.3 9.5 1 52.4 (M:52.4) 2 4.1 8.26 1198
1030 true ENSGALP00000019333 ribosomal RNA processing 7 homolog A (S. cerevisiae) - CGNC Symbol 50643 31.8 9.9 1 52.3 (M:52.3) 2 6 10.98 1199
1031 true ENSGALP00000004444 vesicle amine transport 1 - CGNC Symbol 2031 41.7 6.2 1 52.2 (M:52.2) 2 6.3 7.13 1200
1032 true ENSGALP00000020310 SET binding factor 1 - CGNC Symbol 9447 200.1 7 1 52.2 (M:52.2) 2 1.5 3.74 1201
1033 true ENSGALP00000006060 nucleoporin 214kDa - CGNC Symbol 53184 211.4 7.3 1 52.2 (M:52.2) 2 1.1 4.62 1203
1034 true ENSGALP00000018537 methionyl aminopeptidase 2 - CGNC Symbol 8650 53.1 5.6 1 52.1 (M:52.1) 2 4.2 2.89 1204
1035 true ENSGALP00000026558 ATPase family AAA domain containing 2B - HGNC:29230 155.3 6.9 1 52.0 (M:52.0) 2 1.8 4.02 1205
1036 true ENSGALP00000017553 basic leucine zipper and W2 domains 2 - CGNC Symbol 8215 48.3 6.4 1 51.9 (M:51.9) 2 4.1 13.57 1207
1037 true ENSGALP00000029076 UTP15 small subunit processome component - CGNC Symbol 10151 58.4 9.1 1 51.7 (M:51.7) 2 2.9 20.82 1210
1038 true ENSGALP00000022375 vesicle (multivesicular body) trafficking 1 - CGNC Symbol 10336 33.9 6.1 1 51.5 (M:51.5) 2 7.2 13679.69 1214



1039 true ENSGALP00000000338 proteasome inhibitor subunit 1 - CGNC Symbol 152 29.1 5.2 1 51.4 (M:51.4) 2 8.1 15153.3 1217
1040 true ENSGALP00000013682 glutathione S-transferase omega 1 - CGNC Symbol 52072 27.2 7 1 51.2 (M:51.2) 2 8.8 10.93 1220
1041 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 49.8 (M:49.8) 2 6.6 4.2 1241
1042 true ENSGALP00000004392 mediator complex subunit 23 - CGNC Symbol 2010 157 7.4 1 48.5 (M:48.5) 2 1.3 7.72 1253
1043 true ENSGALP00000001470 adaptor related protein complex 3 delta 1 subunit - CGNC Symbol 663 140.5 6.8 1 48.4 (M:48.4) 2 1.6 16.75 1254
1044 true ENSGALP00000039544 large 60S subunit nuclear export GTPase 1 - CGNC Symbol 5331 73.8 5.7 1 48.4 (M:48.4) 2 4.4 2.6 1255
1045 true ENSGALP00000023936 3-hydroxy-3-methylglutaryl-CoA synthase 1 (soluble) - CGNC Symbol 49779 57.6 5.5 1 47.5 (M:47.5) 2 3.6 15.4 1264
1046 true ENSGALP00000034100 syntaxin 2 - CGNC Symbol 49130 22.8 5.2 1 47.5 (M:47.5) 2 13.8 7.86 1265
1047 true ENSGALP00000043427 block of proliferation 1 - HGNC:15519 74 8.8 1 47.2 (M:47.2) 2 2.5 13.47 1267
1048 true ENSGALP00000013431 programmed cell death 11 - CGNC Symbol 6260 206 8.8 1 46.9 (M:46.9) 2 1.9 1.99 1270
1049 true ENSGALP00000008079 serine hydroxymethyltransferase 1 (soluble) - CGNC Symbol 3751 58.2 8.8 1 46.9 (M:46.9) 2 4.5 15.52 1271
1050 true ENSGALP00000018494 zinc finger RANBP2-type containing 2 - CGNC Symbol 52241 37.8 10 1 46.8 (M:46.8) 2 5.4 2.48 1272
1051 true ENSGALP00000009066 sorting nexin 12 - CGNC Symbol 53438 18.9 8.6 1 46.6 (M:46.6) 2 12.3 20034.3 1276
1052 true ENSGALP00000010935 Cbl proto-oncogene E3 ubiquitin protein ligase - CGNC Symbol 49015 95.5 5.6 1 46.4 (M:46.4) 2 2.9 15.22 1280
1053 true ENSGALP00000010984 adaptor-related protein complex 2 alpha 2 subunit - CGNC Symbol 51890 108.9 6.1 1 46.2 (M:46.2) 2 1.8 7.11 1281
1054 true ENSGALP00000041393 Hsap of 1: SON DNA binding protein - HGNC:11183 30.3 9.5 1 46.1 (M:46.1) 2 8.4 17070.93 1285
1055 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 45.7 (M:45.7) 2 6.9 10.53 1288
1056 true ENSGALP00000043242 RAD23 homolog A (S. cerevisiae) - CGNC Symbol 63890 24 4.2 1 45.4 (M:45.4) 2 13.6 14 1291
1057 true ENSGALP00000010363 ubiquitin conjugating enzyme E2 I - CGNC Symbol 4844 18 8.9 1 45.3 (M:45.3) 2 10.8 25642.05 1292
1058 true ENSGALP00000013981 RTF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 6521 79.9 8.2 1 45.2 (M:45.2) 2 3.1 13.66 1293
1059 true ENSGALP00000037475 solute carrier family 4 (anion exchanger) member 1 adaptor protein - CGNC Symbol 7638 76.7 5 1 45.1 (M:45.1) 2 3.6 8.7 1296
1060 true ENSGALP00000041968 calcium channel voltage-dependent alpha 2/delta subunit 2 - CGNC Symbol 15287 122 5 1 45.0 (M:45.0) 2 1.7 16.62 1297
1061 true ENSGALP00000013413 DnaJ heat shock protein family (Hsp40) member C2 - CGNC Symbol 6249 71.4 8.7 1 44.9 (M:44.9) 2 4.4 7.11 1298
1062 true ENSGALP00000012474 trafficking protein particle complex 4 - CGNC Symbol 5825 24.2 6.2 1 44.9 (M:44.9) 2 10 2.01 1299
1063 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 44.5 (M:44.5) 2 4.5 18.29 1306
1064 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 44.3 (M:44.3) 2 9 10.86 1309
1065 true ENSGALP00000000438 adenosylhomocysteinase-like 1 - CGNC Symbol 192 53.7 7.4 2 44.1 (M:44.1) 2 4.6 4.55 1311
1066 true ENSGALP00000005711 aspartyl-tRNA synthetase 2 mitochondrial - CGNC Symbol 16680 71.2 6.2 1 43.5 (M:43.5) 2 4.6 10.31 1325
1067 true ENSGALP00000040960 ketosamine-3-kinase - Refseq NP_001108110 35.5 6.6 1 42.8 (M:42.8) 2 10.7 18.57 1333
1068 true ENSGALP00000014676 SEC14 and spectrin domain containing 1 - CGNC Symbol 6866 79.2 5 1 42.7 (M:42.7) 2 2.3 17.6 1334
1069 true ENSGALP00000011010 ATP/GTP binding protein-like 1 - CGNC Symbol 5148 122.8 6.6 1 42.6 (M:42.6) 2 1.3 11.97 1335
1070 true ENSGALP00000019457 secernin 2 - CGNC Symbol 9054 46.3 6.1 1 41.5 (M:41.5) 2 4 13.31 1350
1071 true ENSGALP00000025213 adducin 1 (alpha) - CGNC Symbol 11682 81 5.7 1 40.9 (M:40.9) 2 3.4 5.8 1357
1072 true ENSGALP00000013432 collagen type IV alpha 6 - CGNC Symbol 51716 163 9 1 40.8 (M:40.8) 2 2.2 8436.01 1359
1073 true ENSGALP00000016069 glutamate receptor interacting protein 1 - CGNC Symbol 7514 127.1 6 1 40.7 (M:40.7) 2 1.5 8.17 1361
1074 true ENSGALP00000000908 UTP4 small subunit processome component - CGNC Symbol 55410 76.4 9.2 1 39.4 (M:39.4) 2 2.6 21008.74 1379
1075 true ENSGALP00000001949 PR domain 10 - CGNC Symbol 872 131.3 6.4 1 39.3 (M:39.3) 2 2 12.92 1380
1076 true ENSGALP00000019303 SAC1 suppressor of actin mutations 1-like (yeast) - CGNC Symbol 8979 67.4 7.3 1 39.3 (M:39.3) 2 3.4 13.14 1381
1077 true ENSGALP00000036573 anti-silencing function 1A histone chaperone - HGNC:20995 19 4.4 1 38.5 (M:38.5) 2 11.2 6.17 1386
1078 true ENSGALP00000012949 molybdenum cofactor synthesis 3 - CGNC Symbol 6043 50.8 6.1 1 37.2 (M:37.2) 2 4.1 16.81 1394
1079 true ENSGALP00000005210 ADAM metallopeptidase with thrombospondin type 1 motif 12 - CGNC Symbol 2393 169.5 7.2 1 37.0 (M:37.0) 2 1 12.89 1396
1080 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 168.3 (M:168.3) 1 27.1 1.57 423
1081 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 2 159.3 (M:159.3) 1 4.3 3.29 459
1082 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 125.8 (M:125.8) 1 14.3 3.32 596
1083 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 116.2 (M:116.2) 1 4.4 0.25 654
1084 true ENSGALP00000003199 TAF15 RNA polymerase II TATA box binding protein (TBP)-associated factor 68kDa - CGNC Symbol 5053 47.8 8.7 2 112.2 (M:112.2) 1 4.7 3.28 677
1085 true ENSGALP00000008735 helicase lymphoid-specific - CGNC Symbol 4060 94.7 8.3 1 112.2 (M:112.2) 1 2.1 12.84 678
1086 true ENSGALP00000015855 hexokinase-2 - Refseq NP_989543 102.7 5.8 1 110.5 (M:110.5) 1 1.3 17.38 692
1087 true ENSGALP00000002078 MYB binding protein (P160) 1a - CGNC Symbol 933 114.8 5.7 1 110.2 (M:110.2) 1 1.7 10.48 693
1088 true ENSGALP00000029965 translocase of outer mitochondrial membrane 22 homolog (yeast) - CGNC Symbol 13830 24.7 4.7 1 105.7 (M:105.7) 1 5.2 3.29 716
1089 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 103.7 (M:103.7) 1 2.8 5.73 731
1090 true ENSGALP00000041243 histidine triad nucleotide binding protein 2 - CGNC Symbol 64012 17.1 9.8 1 101.9 (M:101.9) 1 9.4 0.28 740
1091 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 101.9 (M:101.9) 1 5.9 7.8 741
1092 true ENSGALP00000012723 alpha thalassemia/mental retardation syndrome X-linked - CGNC Symbol 51707 276.1 7.1 1 99.7 (M:99.7) 1 0.2 1.57 754
1093 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 99.5 (M:99.5) 1 17 3.43 755
1094 true ENSGALP00000011057 A kinase (PRKA) anchor protein 13 - CGNC Symbol 49999 123 8.9 1 98.9 (M:98.9) 1 0.6 7.98 760
1095 true ENSGALP00000023242 coiled-coil domain containing 58 - CGNC Symbol 10725 16.7 7.7 1 95.7 (M:95.7) 1 13.9 11911.84 785
1096 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 93.0 (M:93.0) 1 7 6.95 799
1097 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 90.8 (M:90.8) 1 17.8 2.22 812
1098 true ENSGALP00000008013 ISY1 splicing factor homolog (S. cerevisiae) - CGNC Symbol 3725 37.3 5.4 1 90.7 (M:90.7) 1 5.9 5.95 814
1099 true ENSGALP00000041027 Hsap of 1: cyclin dependent kinase 2 - HGNC:1771 20.3 8.3 2 90.5 (M:90.5) 1 4.9 22.15 816
1100 true ENSGALP00000025846 solute carrier family 25 member 32 - CGNC Symbol 12008 35.6 9.7 1 89.9 (M:89.9) 1 6.5 13798.52 818
1101 true ENSGALP00000008356 NEDD8 activating enzyme E1 subunit 1 - CGNC Symbol 50078 60.4 5.4 1 89.9 (M:89.9) 1 3.2 6.28 819
1102 true ENSGALP00000007667 glyoxalase domain containing 4 - HGNC:14111 51.2 9.1 1 89.7 (M:89.7) 1 2.9 2.97 820
1103 true ENSGALP00000021544 centromere protein E - CGNC Symbol 51810 257.7 5.1 1 89.4 (M:89.4) 1 0.4 24.11 824
1104 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 89.3 (M:89.3) 1 3 18.25 825
1105 true ENSGALP00000017556 legumain - CGNC Symbol 8216 49.2 5.9 1 89.1 (M:89.1) 1 3.2 1.22 828
1106 true ENSGALP00000041777 RNA polymerase II associated protein 3 - CGNC Symbol 7406 72.6 5.5 2 89.0 (M:89.0) 1 2.4 3.2 829
1107 true ENSGALP00000004369 Gallus gallus small nuclear ribonucleoprotein polypeptide C (SNRPC) mRNA. - RefSeq mRNA NM_00129 17.4 9.7 1 86.1 (M:86.1) 1 11.3 0.64 849
1108 true ENSGALP00000038287 calponin 3 acidic - CGNC Symbol 4166 28.4 9.1 1 85.3 (M:85.3) 1 5 0.4 853
1109 true ENSGALP00000028462 aryl hydrocarbon receptor nuclear translocator - CGNC Symbol 49009 87.6 6.1 1 84.1 (M:84.1) 1 2.2 14.74 862
1110 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 84.0 (M:84.0) 1 7.6 8.22 864
1111 true ENSGALP00000042023 NADH:ubiquinone oxidoreductase core subunit S2 - CGNC Symbol 66024 14.1 7.8 1 83.6 (M:83.6) 1 9.4 2.21 868
1112 true ENSGALP00000025508 SR-related CTD-associated factor 4 - CGNC Symbol 11826 120.8 9.6 1 83.0 (M:83.0) 1 1.5 7.6 875
1113 true ENSGALP00000036822 CDV3 homolog - HGNC:26928 19.1 4.7 1 82.7 (M:82.7) 1 18.9 12.99 877
1114 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 82.5 (M:82.5) 1 5.1 5.48 878
1115 true ENSGALP00000000275 mutated in colorectal cancers - CGNC Symbol 117 112.6 5.4 1 82.3 (M:82.3) 1 0.7 18.88 879
1116 true ENSGALP00000019537 E1A binding protein p300 - CGNC Symbol 9087 268 8.8 1 82.2 (M:82.2) 1 0.4 8.44 881
1117 true ENSGALP00000041556 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 115.9 5.9 2 81.0 (M:81.0) 1 1.2 7.88 888
1118 true ENSGALP00000000670 lon peptidase 1 mitochondrial - CGNC Symbol 300 95.1 5.8 1 80.7 (M:80.7) 1 0.7 2.27 890
1119 true ENSGALP00000015027 acyl-CoA binding domain containing 3 - CGNC Symbol 7024 59.5 5.1 1 79.7 (M:79.7) 1 3.1 1.9 901
1120 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 79.1 (M:79.1) 1 7 12.33 906
1121 true ENSGALP00000027063 mitochondrial ribosomal protein S9 - CGNC Symbol 12597 42.9 9.5 1 78.8 (M:78.8) 1 2.7 0.47 908
1122 true ENSGALP00000006264 COP9 signalosome subunit 8 - CGNC Symbol 52112 23 5.3 2 77.8 (M:77.8) 1 10.1 10.33 918
1123 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 77.1 (M:77.1) 1 3.9 3.08 922
1124 true ENSGALP00000009262 testis expressed 11 - CGNC Symbol 4306 105.1 5.6 1 76.3 (M:76.3) 1 1.7 14.69 928
1125 true ENSGALP00000036932 acylphosphatase 1 erythrocyte (common) type - CGNC Symbol 7842 11.1 9.9 1 76.1 (M:76.1) 1 17.2 4.47 929
1126 true ENSGALP00000024086 5'-nucleotidase domain containing 1 - CGNC Symbol 11115 52 5.2 1 76.1 (M:76.1) 1 3.7 13.24 930
1127 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 75.6 (M:75.6) 1 5.1 11.75 933
1128 true ENSGALP00000007469 LEO1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 55225 71.6 4.4 1 75.6 (M:75.6) 1 2.1 0.93 934
1129 true ENSGALP00000010404 SRP receptor beta subunit - HGNC:24085 28.1 8.7 1 75.6 (M:75.6) 1 4.3 2.76 936
1130 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 75.1 (M:75.1) 1 5.7 4.29 942
1131 true ENSGALP00000019994 UBX domain protein 4 - CGNC Symbol 9310 57 5.8 1 74.5 (M:74.5) 1 3.9 6.03 944
1132 true ENSGALP00000024484 autophagy related 3 - CGNC Symbol 11313 35.6 4.6 1 73.9 (M:73.9) 1 7 6.86 948
1133 true ENSGALP00000041877 Alstrom syndrome 1 - CGNC Symbol 51865 314.1 5.8 1 72.7 (M:72.7) 1 0.6 8.57 956
1134 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 72.3 (M:72.3) 1 8.4 9.43 958
1135 true ENSGALP00000001803 debranching RNA lariats 1 - CGNC Symbol 809 60.7 5.2 1 72.3 (M:72.3) 1 2.6 16.06 960
1136 true ENSGALP00000011948 nuclear receptor subfamily 3 group C member 1 - CGNC Symbol 5586 83.9 5.8 2 72.2 (M:72.2) 1 1.7 0.51 962
1137 true ENSGALP00000023595 tetratricopeptide repeat domain 37 - CGNC Symbol 10874 177.2 6.6 1 71.8 (M:71.8) 1 0.9 0.78 967
1138 true ENSGALP00000004240 solute carrier family 15 (oligopeptide transporter) member 4 - CGNC Symbol 1942 63.5 8.7 1 71.8 (M:71.8) 1 3.1 0.56 969
1139 true ENSGALP00000020874 pre-mRNA processing factor 4B - CGNC Symbol 9712 126.7 10.3 1 71.6 (M:71.6) 1 1.3 21.43 971
1140 true ENSGALP00000033991 WD repeat domain 61 - CGNC Symbol 2341 33.3 5.2 1 71.2 (M:71.2) 1 3 23982.7 974
1141 true ENSGALP00000017306 sterol carrier protein 2 - CGNC Symbol 49864 58.8 8.6 1 71.1 (M:71.1) 1 2 11.41 975
1142 true ENSGALP00000036413 interferon regulatory factor 4 - CGNC Symbol 9722 47.5 6.4 2 70.4 (M:70.4) 1 5.6 5.05 981



1143 true ENSGALP00000026194 primase (DNA) subunit 2 - CGNC Symbol 12170 58.7 8.5 1 70.3 (M:70.3) 1 3.5 7.04 982
1144 true ENSGALP00000009929 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26B - CGNC Symbol 51670 100.4 8.2 1 69.8 (M:69.8) 1 1.3 1.25 985
1145 true ENSGALP00000040813 transcription factor Sp1 - Refseq NP_989935 76.9 6.3 2 69.8 (M:69.8) 1 1.5 6.7 986
1146 true ENSGALP00000034019 testis expressed 2 - CGNC Symbol 2551 125.3 5.6 1 69.6 (M:69.6) 1 1.2 10.99 988
1147 true ENSGALP00000042469 ubiquitin conjugating enzyme E2 C - CGNC Symbol 63729 15.1 9.3 1 69.4 (M:69.4) 1 13 7.1 990
1148 true ENSGALP00000041944 Hsap of 1: phenylalanyl-tRNA synthetase alpha subunit - HGNC:3592 22.8 8.1 1 69.1 (M:69.1) 1 6.6 2.59 991
1149 true ENSGALP00000037032 Rho GTPase activating protein 15 - CGNC Symbol 9435 54.6 9.4 1 68.6 (M:68.6) 1 4.8 1.01 995
1150 true ENSGALP00000025356 ATP synthase H+ transporting mitochondrial Fo complex subunit F6 - CGNC Symbol 11749 12.5 9.4 1 68.6 (M:68.6) 1 12.8 7.04 996
1151 true ENSGALP00000042993 ceramide synthase 2-like 2 - CGNC Symbol 63701 44.6 8.9 1 67.9 (M:67.9) 1 2.4 3.86 999
1152 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 67.3 (M:67.3) 1 2.3 17622.33 1004
1153 true ENSGALP00000042635 FK506 binding protein 1A 12kDa - CGNC Symbol 20061 8.9 6.8 1 67.3 (M:67.3) 1 17.5 1.01 1005
1154 true ENSGALP00000017601 Hsap of 1: chromosome 1 open reading frame 168 - HGNC:27295 60.7 6 1 67.3 (M:67.3) 1 1.1 5.71 1006
1155 true ENSGALP00000021877 ATPase 13A1 - HGNC:24215 139.8 9 1 67.3 (M:67.3) 1 1.2 6.92 1007
1156 true ENSGALP00000021215 decapping mRNA 1B - CGNC Symbol 9848 66.4 8.3 1 66.8 (M:66.8) 1 2 25233.97 1010
1157 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 66.3 (M:66.3) 1 3.8 0.67 1015
1158 true ENSGALP00000040894 WD repeat domain 74 - CGNC Symbol 64472 13.2 8.7 1 66.1 (M:66.1) 1 15 14.78 1018
1159 true ENSGALP00000030734 microtubule associated monooxygenase calponin and LIM domain containing 1 - CGNC Symbol 25636 127.9 5.1 1 66.1 (M:66.1) 1 1.8 12085.68 1021
1160 true ENSGALP00000001632 septin 5 - CGNC Symbol 1177 29.6 6 1 65.7 (M:65.7) 1 5.4 10.14 1027
1161 true ENSGALP00000003139 glutamate dehydrogenase 1 - CGNC Symbol 52002 47.6 8.3 1 65.5 (M:65.5) 1 3.7 1.24 1029
1162 true ENSGALP00000002244 GRB10 interacting GYF protein 2 - CGNC Symbol 1024 147 5.6 1 65.3 (M:65.3) 1 1.6 0.2 1033
1163 true ENSGALP00000019816 HERPUD family member 2 - CGNC Symbol 9218 44.7 5.2 1 65.0 (M:65.0) 1 3.9 0.59 1035
1164 true ENSGALP00000025680 KIAA1429 - CGNC Symbol 11918 202.8 4.8 1 64.5 (M:64.5) 1 0.8 10.02 1041
1165 true ENSGALP00000026301 NADH:ubiquinone oxidoreductase subunit B9 - CGNC Symbol 12221 21.9 8.9 1 64.4 (M:64.4) 1 6.7 9.68 1042
1166 true ENSGALP00000035557 Hsap of 1: histidine triad nucleotide binding protein 1 - HGNC:4912 9.8 10.2 2 64.3 (M:64.3) 1 13.3 5.71 1044
1167 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 64.2 (M:64.2) 1 2.9 8.1 1045
1168 true ENSGALP00000009505 Gallus gallus immunoglobulin lambda-like polypeptide 1 (IGLL1) mRNA. - RefSeq mRNA NM_00127854 24.3 6.3 1 64.0 (M:64.0) 1 8.7 3.72 1047
1169 true ENSGALP00000005071 methyltransferase like 13 - CGNC Symbol 66066 76.6 6 2 63.9 (M:63.9) 1 0.9 15.92 1050
1170 true ENSGALP00000012814 COMM domain containing 9 - CGNC Symbol 51912 21.8 5.9 1 63.7 (M:63.7) 1 12.1 7.09 1053
1171 true ENSGALP00000017502 single stranded DNA binding protein 3 - CGNC Symbol 8192 34.4 5.9 1 63.7 (M:63.7) 1 5.1 18.88 1054
1172 true ENSGALP00000042547 ADAM metallopeptidase domain 33 - CGNC Symbol 11979 103.5 8.9 2 63.3 (M:63.3) 1 1.6 7.6 1058
1173 true ENSGALP00000041323 heterogeneous nuclear ribonucleoprotein U-like 1 - CGNC Symbol 58103 36 8.4 1 63.1 (M:63.1) 1 3.9 4.71 1062
1174 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 63.1 (M:63.1) 1 0.8 30705.55 1063
1175 true ENSGALP00000022243 aminopeptidase puromycin sensitive - CGNC Symbol 10259 97.2 5.3 1 63.0 (M:63.0) 1 0.9 7.82 1065
1176 true ENSGALP00000012592 forkhead box P1 - CGNC Symbol 50159 76.8 6.3 1 62.8 (M:62.8) 1 1.6 3.15 1067
1177 true ENSGALP00000013700 SEC13 homolog nuclear pore and COPII coat complex component - CGNC Symbol 6381 35.2 5.1 1 62.7 (M:62.7) 1 3.4 4.56 1068
1178 true ENSGALP00000001231 lysine demethylase 1A - CGNC Symbol 547 86.5 5.9 1 62.6 (M:62.6) 1 1.8 4.98 1072
1179 true ENSGALP00000005322 BRX1 biogenesis of ribosomes - CGNC Symbol 2456 40.3 9.9 1 62.5 (M:62.5) 1 2 12.12 1076
1180 true ENSGALP00000026275 KIAA0196 - CGNC Symbol 12205 134 6.7 1 62.4 (M:62.4) 1 0.9 5.33 1077
1181 true ENSGALP00000018120 proteasome 26S subunit non-ATPase 14 - CGNC Symbol 8450 34.5 6 1 62.3 (M:62.3) 1 4.5 5.68 1079
1182 true ENSGALP00000042645 coiled-coil-helix-coiled-coil-helix domain containing 10 - CGNC Symbol 50384 15.3 9.8 1 62.3 (M:62.3) 1 12.7 4.37 1080
1183 true ENSGALP00000040998 Hsap of 1: zinc finger protein 469 - HGNC:23216 409.8 6.7 1 62.1 (M:62.1) 1 0.2 15.05 1084
1184 true ENSGALP00000026506 neuroblastoma amplified sequence - CGNC Symbol 51572 269.4 5.4 1 62.0 (M:62.0) 1 0.4 2.79 1085
1185 true ENSGALP00000010391 pleckstrin homology like domain family A member 2 - CGNC Symbol 4858 15.3 9.5 1 61.8 (M:61.8) 1 9.1 2.19 1087
1186 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 61.8 (M:61.8) 1 4.7 2.55 1088
1187 true ENSGALP00000001400 multivesicular body subunit 12B - CGNC Symbol 629 31.8 7 1 61.5 (M:61.5) 1 8.3 23.96 1090
1188 true ENSGALP00000021455 zinc finger protein 830 - CGNC Symbol 9934 41.4 5.1 1 61.0 (M:61.0) 1 5.7 0.2 1094
1189 true ENSGALP00000020236 enhancer of zeste homolog 2 (Drosophila) - CGNC Symbol 9422 85.4 7.4 2 61.0 (M:61.0) 1 1.2 2.39 1095
1190 true ENSGALP00000019372 transglutaminase 4 (prostate) - CGNC Symbol 51321 78.9 7.5 1 60.9 (M:60.9) 1 2.8 15.16 1096
1191 true ENSGALP00000002998 homeodomain interacting protein kinase 1 - CGNC Symbol 1370 134.2 8.5 1 60.6 (M:60.6) 1 0.7 23.69 1099
1192 true ENSGALP00000008465 ribosomal RNA processing 1 homolog B (S. cerevisiae) - CGNC Symbol 52392 84.4 9.6 1 60.4 (M:60.4) 1 2 0.65 1100
1193 true ENSGALP00000016773 NIMA related kinase 9 - CGNC Symbol 7847 118.6 6.4 1 60.1 (M:60.1) 1 1.7 7.19 1102
1194 true ENSGALP00000009669 dedicator of cytokinesis 11 - CGNC Symbol 51664 232.7 7.8 1 59.4 (M:59.4) 1 0.5 6.8 1108
1195 true ENSGALP00000013270 endoplasmic reticulum lectin 1 - HGNC:25222 54.8 6.1 1 59.2 (M:59.2) 1 2.7 4.97 1112
1196 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 58.9 (M:58.9) 1 15.2 10.44 1117
1197 true ENSGALP00000001150 histidyl-tRNA synthetase - CGNC Symbol 50172 56.6 5.8 2 58.9 (M:58.9) 1 1.8 7.81 1118
1198 true ENSGALP00000039343 SEC31 homolog B (S. cerevisiae) - CGNC Symbol 4268 80.7 5.5 1 58.8 (M:58.8) 1 1.9 11.94 1119
1199 true ENSGALP00000042891 chromatin target of PRMT1 - HGNC:24511 26.3 12.2 1 58.6 (M:58.6) 1 6.5 2.59 1120
1200 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 58.3 (M:58.3) 1 3.7 12.12 1122
1201 true ENSGALP00000001233 Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - RefSeq  11.2 9.9 1 58.1 (M:58.1) 1 10.9 4.51 1126
1202 true ENSGALP00000013337 CTD small phosphatase like 2 - CGNC Symbol 6215 53.1 6.1 1 58.0 (M:58.0) 1 2.6 4.28 1129
1203 true ENSGALP00000026989 ubiquitin protein ligase E3A - CGNC Symbol 12558 100.9 5.2 1 57.9 (M:57.9) 1 1 2.24 1131
1204 true ENSGALP00000016054 digestive organ expansion factor homolog (zebrafish) - CGNC Symbol 7511 88.9 5.7 1 57.8 (M:57.8) 1 1.4 7.97 1132
1205 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 57.7 (M:57.7) 1 1 14.42 1133
1206 true ENSGALP00000004889 proline synthetase co-transcribed homolog (bacterial) - CGNC Symbol 2245 30.1 8.4 1 57.3 (M:57.3) 1 4.3 8.73 1135
1207 true ENSGALP00000011907 cleavage and polyadenylation factor I subunit 1 - CGNC Symbol 5568 47.6 6.1 1 57.2 (M:57.2) 1 1.6 7.65 1136
1208 true ENSGALP00000038283 UPF3 regulator of nonsense transcripts homolog B (yeast) - CGNC Symbol 64847 56.9 9.3 1 57.2 (M:57.2) 1 4 2.04 1137
1209 true ENSGALP00000006262 gem nuclear organelle associated protein 5 - CGNC Symbol 2888 170.4 6.1 1 57.0 (M:57.0) 1 0.7 10.16 1141
1210 true ENSGALP00000014317 isocitrate dehydrogenase 1 (NADP+) soluble - CGNC Symbol 6693 46.9 8.3 1 56.9 (M:56.9) 1 3.1 2.35 1142
1211 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 56.8 (M:56.8) 1 14 2.01 1143
1212 true ENSGALP00000019758 Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) mR     9.6 7.9 1 56.7 (M:56.7) 1 20.9 1.96 1146
1213 true ENSGALP00000025528 inhibitor of Bruton tyrosine kinase - CGNC Symbol 11835 153.3 7.7 1 56.6 (M:56.6) 1 0.7 19.43 1147
1214 true ENSGALP00000005550 zinc finger and BTB domain containing 8 opposite strand - CGNC Symbol 51055 20.5 4.5 1 56.5 (M:56.5) 1 5.6 3.71 1148
1215 true Q14CN4 Keratin, type II cytoskeletal 72 OS=Homo sapiens GN=KRT72 PE=1 SV=2 55.8 6.5 1 56.1 (M:56.1) 1 2.2 23.1 1154
1216 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 56.0 (M:56.0) 1 2.6 0.17 1155
1217 true ENSGALP00000026932 CD2-associated protein - CGNC Symbol 12535 71.2 5.8 1 55.9 (M:55.9) 1 2.7 14.85 1156
1218 true ENSGALP00000041057 lectin mannose binding 2 - CGNC Symbol 63471 38.3 6.4 1 55.8 (M:55.8) 1 3.2 3.95 1158
1219 true ENSGALP00000035460 IMP (inosine 5'-monophosphate) dehydrogenase 2 - CGNC Symbol 50150 20.7 4.9 1 55.8 (M:55.8) 1 9.4 9.18 1159
1220 true ENSGALP00000041725 Hsap of 1: secretory carrier membrane protein 3 - HGNC:10565 19.2 9.9 1 55.7 (M:55.7) 1 9.1 1.54 1160
1221 true ENSGALP00000007709 COP9 signalosome subunit 3 - CGNC Symbol 3588 47.9 6.3 1 55.7 (M:55.7) 1 2.8 20158.17 1161
1222 true ENSGALP00000010132 general transcription factor IIH subunit 1 - CGNC Symbol 4719 62.2 8.6 1 55.6 (M:55.6) 1 2.6 9.82 1162
1223 true ENSGALP00000042074 upstream binding transcription factor RNA polymerase I - CGNC Symbol 63361 26.9 9.1 1 55.5 (M:55.5) 1 3.1 11.83 1164
1224 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 55.5 (M:55.5) 1 20.3 14.55 1165
1225 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 55.4 (M:55.4) 1 4.8 0.89 1166
1226 true ENSGALP00000043054 charged multivesicular body protein 2A - HGNC:30216 16.2 11.2 1 55.2 (M:55.2) 1 4.9 30429.95 1167
1227 true ENSGALP00000001578 chromosome 20 open reading frame human C20orf24 - CGNC Symbol 714 15.2 5.5 1 55.2 (M:55.2) 1 14.8 13.68 1168
1228 true ENSGALP00000000595 adaptor-related protein complex 2 sigma 1 subunit - CGNC Symbol 266 12 4.9 1 55.2 (M:55.2) 1 7.9 2.51 1169
1229 true ENSGALP00000010910 cleavage stimulation factor 3' pre-RNA subunit 2 64kDa - CGNC Symbol 51677 49.9 5.9 1 55.2 (M:55.2) 1 2.3 9.6 1170
1230 true ENSGALP00000014389 COMM domain containing 5 - CGNC Symbol 6733 24.9 6.8 1 55.2 (M:55.2) 1 9.7 2.73 1173
1231 true ENSGALP00000000045 NFU1 iron-sulfur cluster scaffold - CGNC Symbol 14 26 4.5 1 55.2 (M:55.2) 1 7.3 7.92 1174
1232 true ENSGALP00000030678 no description available 68.2 6.5 1 55.2 (M:55.2) 1 2.1 10.43 1175
1233 true ENSGALP00000019299 small nuclear ribonucleoprotein D1 polypeptide - CGNC Symbol 8976 13.5 11.4 1 55.0 (M:55.0) 1 10.7 9.86 1178
1234 true ENSGALP00000008547 sorting nexin 2 - CGNC Symbol 52887 66.5 5.7 1 55.0 (M:55.0) 1 1.8 19.37 1179
1235 true ENSGALP00000035601 tripeptidyl peptidase I - CGNC Symbol 15637 30 5.9 1 54.6 (M:54.6) 1 5.2 3.68 1180
1236 true ENSGALP00000033089 NADH:ubiquinone oxidoreductase subunit A10 - CGNC Symbol 3165 41.4 5.9 1 54.3 (M:54.3) 1 3.3 0.42 1181
1237 true ENSGALP00000026406 ribosomal protein S6 kinase 90kDa polypeptide 3 - CGNC Symbol 12282 80.6 7 1 54.0 (M:54.0) 1 1.5 11.08 1182
1238 true ENSGALP00000036845 zinc finger CCCH-type containing 14 - CGNC Symbol 8066 81.6 7.2 1 53.5 (M:53.5) 1 1.8 8.86 1184
1239 true ENSGALP00000008003 SUMO-activating enzyme subunit 2 - Refseq NP_001025742 45.2 6.1 1 53.3 (M:53.3) 1 3.7 8.14 1186
1240 true ENSGALP00000015618 retinoic acid receptor responder 1 - CGNC Symbol 7304 30.7 9.1 1 53.3 (M:53.3) 1 3.3 5.55 1187
1241 true ENSGALP00000027401 succinate-CoA ligase ADP-forming beta subunit - CGNC Symbol 12755 50 6.9 1 53.1 (M:53.1) 1 2.8 3.19 1189
1242 true ENSGALP00000034255 NADH:ubiquinone oxidoreductase subunit A8 - CGNC Symbol 929 20.1 8.4 1 53.1 (M:53.1) 1 6.4 4.48 1190
1243 true ENSGALP00000018671 STT3B subunit of the oligosaccharyltransferase complex (catalytic) - CGNC Symbol 53366 82.8 9 1 53.0 (M:53.0) 1 1.7 10.91 1191
1244 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 53.0 (M:53.0) 1 11.8 13.07 1192
1245 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 52.9 (M:52.9) 1 2.2 3.65 1194
1246 true ENSGALP00000005109 ash2 (absent small or homeotic)-like (Drosophila) - CGNC Symbol 2347 67.1 5.5 1 52.7 (M:52.7) 1 1.8 9.95 1196



1247 true ENSGALP00000041511 HSPA (heat shock 70kDa) binding protein cytoplasmic cochaperone 1 - CGNC Symbol 64131 26 5.6 1 52.5 (M:52.5) 1 6.1 5.41 1197
1248 true ENSGALP00000014793 synaptosomal-associated protein 23kDa - CGNC Symbol 6924 23.6 4.9 1 52.2 (M:52.2) 1 6.7 0.36 1202
1249 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 51.9 (M:51.9) 1 2.7 10.65 1206
1250 true ENSGALP00000041733 Gallus gallus methionyl-tRNA synthetase (MARS) mRNA. - RefSeq mRNA NM_001257372 36 8.2 1 51.8 (M:51.8) 1 5.1 15.46 1208
1251 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 51.7 (M:51.7) 1 11.8 8.54 1209
1252 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 51.6 (M:51.6) 1 9.1 12.75 1211
1253 true ENSGALP00000015877 ubiquitin specific peptidase 15 - CGNC Symbol 49421 112 5.1 1 51.6 (M:51.6) 1 1.3 8.29 1212
1254 true ENSGALP00000024213 ribosome production factor 2 homolog - CGNC Symbol 11187 35.1 9.9 1 51.6 (M:51.6) 1 4.2 0.3 1213
1255 true ENSGALP00000008496 chromosome transmission fidelity factor 18 - CGNC Symbol 3952 108.5 7 1 51.5 (M:51.5) 1 1.5 4.01 1215
1256 true ENSGALP00000040773 no description available 22.3 4.6 1 51.5 (M:51.5) 1 9.9 4.24 1216
1257 true ENSGALP00000007763 ribosomal protein S24 - CGNC Symbol 3616 15.6 10.8 1 51.4 (M:51.4) 1 8.1 7.94 1218
1258 true ENSGALP00000016915 selenoprotein T - CGNC Symbol 52323 15.9 6.2 1 51.3 (M:51.3) 1 9.5 7.6 1219
1259 true ENSGALP00000022856 NudC domain containing 3 - CGNC Symbol 10553 39.7 5 1 51.0 (M:51.0) 1 3.1 6.91 1221
1260 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 51.0 (M:51.0) 1 2 7.26 1222
1261 true ENSGALP00000024296 HAUS augmin like complex subunit 6 - CGNC Symbol 53024 105.2 4.6 1 51.0 (M:51.0) 1 1.3 22.95 1223
1262 true ENSGALP00000034555 pumilio RNA-binding family member 1 - CGNC Symbol 369 116.3 6.4 2 50.9 (M:50.9) 1 1.8 2.59 1224
1263 true ENSGALP00000003149 transmembrane protein 259 - CGNC Symbol 1442 68.9 5.3 1 50.8 (M:50.8) 1 3.7 11740.91 1225
1264 true ENSGALP00000042983 zinc finger protein 687 - HGNC:29277 136.3 8.5 1 50.8 (M:50.8) 1 1.5 1.13 1226
1265 true ENSGALP00000021661 lysine (K)-specific demethylase 2A - CGNC Symbol 10022 133.5 7.4 1 50.5 (M:50.5) 1 1.2 2.54 1227
1266 true ENSGALP00000005297 NOP16 nucleolar protein - CGNC Symbol 50201 21.3 9.8 1 50.5 (M:50.5) 1 3.9 1.71 1228
1267 true ENSGALP00000008740 phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit beta - CGNC Symbol 4100 121.9 6.5 1 50.4 (M:50.4) 1 0.8 12.97 1229
1268 true ENSGALP00000027161 carbohydrate kinase domain containing - CGNC Symbol 50844 32.2 7.1 1 50.4 (M:50.4) 1 3 22991.83 1230
1269 true ENSGALP00000018708 CCR4-NOT transcription complex subunit 10 - CGNC Symbol 8735 82.1 7.7 1 50.3 (M:50.3) 1 1.9 3.93 1231
1270 true ENSGALP00000004815 ArfGAP with FG repeats 1 - CGNC Symbol 2213 53.1 8.4 1 50.2 (M:50.2) 1 2.7 4.72 1232
1271 true ENSGALP00000001617 decapping enzyme scavenger - CGNC Symbol 735 38.1 7.9 1 50.2 (M:50.2) 1 2.4 2.7 1233
1272 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 50.2 (M:50.2) 1 3 5.24 1234
1273 true ENSGALP00000040730 replication factor C subunit 5 - CGNC Symbol 63430 37 8.8 1 50.2 (M:50.2) 1 3.6 11.46 1235
1274 true ENSGALP00000016547 TBC1 domain family member 15 - CGNC Symbol 50606 77 5 1 50.0 (M:50.0) 1 1.3 7.88 1237
1275 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 49.9 (M:49.9) 1 8 9.25 1238
1276 true ENSGALP00000039553 polymerase (DNA directed) epsilon 3 accessory subunit - CGNC Symbol 6738 16.3 4.6 1 49.9 (M:49.9) 1 11.2 14931.76 1239
1277 true ENSGALP00000013516 N-ethylmaleimide-sensitive factor attachment protein beta - CGNC Symbol 6300 33.3 5.4 1 49.9 (M:49.9) 1 7.8 8.3 1240
1278 true ENSGALP00000008442 integrator complex subunit 2 - CGNC Symbol 3921 132.8 5.6 1 49.4 (M:49.4) 1 1.5 2.28 1242
1279 true ENSGALP00000026458 paired box 5 - CGNC Symbol 49160 42 8.9 1 49.4 (M:49.4) 1 3.6 1.78 1243
1280 true ENSGALP00000014530 NHL repeat containing 2 - CGNC Symbol 6795 79.5 5.6 1 49.3 (M:49.3) 1 1.9 0.26 1244
1281 true ENSGALP00000025273 negative elongation factor complex member A - CGNC Symbol 11709 58.7 9.1 1 49.2 (M:49.2) 1 2.8 1.33 1245
1282 true ENSGALP00000025644 interferon alpha and beta receptor subunit 1 - CGNC Symbol 11900 64.1 5.1 1 49.0 (M:49.0) 1 2.1 8.62 1246
1283 true ENSGALP00000012985 B-cell receptor-associated protein 29 - CGNC Symbol 6061 27.7 9.2 1 49.0 (M:49.0) 1 6.2 8.08 1247
1284 true ENSGALP00000040758 Hsap of 1: DEAD-box helicase 41 - HGNC:18674 55.3 8.7 2 48.9 (M:48.9) 1 3.2 0.38 1248
1285 true ENSGALP00000010157 SON DNA binding protein - CGNC Symbol 4729 48.2 9.6 1 48.9 (M:48.9) 1 3.7 10 1249
1286 true ENSGALP00000007995 catechol-O-methyltransferase domain containing 1 - CGNC Symbol 3716 29.5 9 1 48.9 (M:48.9) 1 4.1 16.38 1250
1287 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 48.8 (M:48.8) 1 3.5 4.49 1251
1288 true ENSGALP00000010103 kin of IRRE like (Drosophila) - CGNC Symbol 52412 82.8 5.6 1 48.5 (M:48.5) 1 0.8 23.05 1252
1289 true ENSGALP00000007779 golgi autoantigen golgin subfamily a 2 - CGNC Symbol 3624 117 5.1 1 48.3 (M:48.3) 1 1.7 7.82 1256
1290 true ENSGALP00000024417 trafficking protein particle complex 8 - CGNC Symbol 11281 160.8 6.4 1 48.3 (M:48.3) 1 1.7 2.13 1257
1291 true ENSGALP00000017715 Sp4 transcription factor - CGNC Symbol 8286 81.3 6.8 1 48.1 (M:48.1) 1 1.4 10.34 1258
1292 true ENSGALP00000017014 AHA1 activator of heat shock 90kDa protein ATPase homolog 1 (yeast) - CGNC Symbol 7960 38 5.6 1 48.1 (M:48.1) 1 2.4 1.93 1259
1293 true ENSGALP00000011170 choroideremia (Rab escort protein 1) - CGNC Symbol 51680 73.1 4.7 1 48.0 (M:48.0) 1 1.4 0.49 1260
1294 true ENSGALP00000006421 mitochondrial inner membrane organizing system 1 - CGNC Symbol 2963 8.5 9.1 1 47.9 (M:47.9) 1 10.4 4.88 1261
1295 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 47.8 (M:47.8) 1 4.3 0.56 1262
1296 true ENSGALP00000040418 no description available 26 6 1 47.7 (M:47.7) 1 4.3 3.94 1263
1297 true ENSGALP00000017444 protein phosphatase 4 regulatory subunit 3A - CGNC Symbol 8158 93.9 4.8 1 47.3 (M:47.3) 1 1.1 4.78 1266
1298 true ENSGALP00000026716 PDZ binding kinase - CGNC Symbol 12423 37.7 5.7 1 47.1 (M:47.1) 1 2.6 9.8 1268
1299 true ENSGALP00000020953 serpin peptidase inhibitor clade B (ovalbumin) member 6 - CGNC Symbol 51364 43.1 5.2 1 47.0 (M:47.0) 1 2.4 17.3 1269
1300 true ENSGALP00000025396 ubiquitin conjugating enzyme E2 J1 - CGNC Symbol 11765 34.7 8.5 1 46.7 (M:46.7) 1 4.7 3.51 1273
1301 true ENSGALP00000009476 5-hydroxymethylcytosine (hmC) binding ES cell-specific - CGNC Symbol 4404 38.2 9.1 1 46.7 (M:46.7) 1 3.3 1.74 1274
1302 true ENSGALP00000032822 NADH dehydrogenase [ubiquinone 1 beta subcomplex subunit 8 mitochondrial Uncharacterized protei        21.9 7.9 1 46.6 (M:46.6) 1 4.7 22.55 1275
1303 true ENSGALP00000014627 CWC22 homolog spliceosome-associated protein - CGNC Symbol 52133 108.9 7.2 1 46.6 (M:46.6) 1 1 1.35 1277
1304 true ENSGALP00000005302 RAB5C member RAS oncogene family - CGNC Symbol 2444 23.5 8.6 1 46.5 (M:46.5) 1 6.5 3.91 1278
1305 true ENSGALP00000001192 5-hydroxytryptamine (serotonin) receptor 1D G protein-coupled - CGNC Symbol 530 42.2 9.1 1 46.4 (M:46.4) 1 1.9 18.62 1279
1306 true ENSGALP00000032034 inner centromere protein antigens 135/155kDa - CGNC Symbol 5686 96.3 9.6 3 46.2 (M:46.2) 1 1.2 2.24 1282
1307 true ENSGALP00000021752 ATP binding cassette subfamily F member 2 - CGNC Symbol 10054 71.2 6.9 1 46.1 (M:46.1) 1 2.7 4.05 1283
1308 true ENSGALP00000011055 diaphanous homolog 1 (Drosophila) - CGNC Symbol 49017 90.7 6.1 1 46.1 (M:46.1) 1 1.3 0.87 1284
1309 true ENSGALP00000010107 coiled-coil domain containing 37 - CGNC Symbol 4703 66.7 8.2 1 45.9 (M:45.9) 1 1.8 15.13 1286
1310 true ENSGALP00000014460 sperm specific antigen 2 - CGNC Symbol 6761 139.4 4.9 1 45.8 (M:45.8) 1 0.9 19.59 1287
1311 true ENSGALP00000040836 acidic residue methyltransferase 1 - CGNC Symbol 9819 49.1 5.7 1 45.6 (M:45.6) 1 4.2 5.85 1289
1312 true ENSGALP00000008273 PHD finger protein 2 - CGNC Symbol 3843 118.3 9.3 1 45.6 (M:45.6) 1 0.9 21416.24 1290
1313 true ENSGALP00000010994 phospholipid scramblase 1 - CGNC Symbol 52274 33.6 4.9 1 45.1 (M:45.1) 1 3.6 23.25 1294
1314 true ENSGALP00000013398 TATA-box binding protein associated factor 5 - CGNC Symbol 52068 85.5 5.4 1 45.1 (M:45.1) 1 1.3 3.86 1295
1315 true ENSGALP00000000384 AT rich interactive domain 4B (RBP1-like) - CGNC Symbol 52595 147.3 5.1 1 44.8 (M:44.8) 1 0.5 2.28 1300
1316 true ENSGALP00000023856 Gallus gallus N(alpha)-acetyltransferase 50 NatE catalytic subunit (NAA50) mRNA. - RefSeq mRNA NM_ 19.5 8.9 1 44.8 (M:44.8) 1 8.8 0.84 1301
1317 true ENSGALP00000027304 LIM domain 7 - CGNC Symbol 12702 193.3 7 1 44.8 (M:44.8) 1 0.6 22.7 1302
1318 true ENSGALP00000011596 enhancer of polycomb homolog 1 (Drosophila) - CGNC Symbol 5417 94.2 8.6 1 44.7 (M:44.7) 1 1.2 5.54 1303
1319 true ENSGALP00000008091 dyskerin pseudouridine synthase 1 - CGNC Symbol 3757 58.1 9.3 1 44.7 (M:44.7) 1 2.5 11.27 1304
1320 true ENSGALP00000042912 SREK1 interacting protein 1 - CGNC Symbol 53000 17.9 10 1 44.6 (M:44.6) 1 7.7 0.34 1305
1321 true ENSGALP00000004621 electron-transfer-flavoprotein alpha polypeptide - CGNC Symbol 2114 36.6 8.7 1 44.4 (M:44.4) 1 2.9 5.03 1307
1322 true ENSGALP00000003935 Uncharacterized protein - UniProtKB/TrEMBL E9PLN8 - CGNC Symbol 1792 19.8 9.4 1 44.3 (M:44.3) 1 4 34627.72 1308
1323 true ENSGALP00000012127 centrin EF-hand protein 2 - CGNC Symbol 51692 19.6 4.9 1 44.1 (M:44.1) 1 9.3 0.3 1310
1324 true ENSGALP00000007586 aldehyde dehydrogenase 3 family member A2 - CGNC Symbol 50558 54.1 8.2 1 44.0 (M:44.0) 1 2 1.15 1312
1325 true ENSGALP00000040280 ST3 beta-galactoside alpha-2 3-sialyltransferase 4 - CGNC Symbol 746 38.4 9.5 1 44.0 (M:44.0) 1 3.9 20.1 1313
1326 true ENSGALP00000005338 LSM4 homolog U6 small nuclear RNA and mRNA degradation associated - CGNC Symbol 2465 16.5 10.2 1 44.0 (M:44.0) 1 8.1 1.11 1314
1327 true ENSGALP00000025797 chromatin assembly factor 1 subunit B - CGNC Symbol 11983 62.6 7.6 1 44.0 (M:44.0) 1 1.4 4.11 1315
1328 true ENSGALP00000023543 SAP domain-containing ribonucleoprotein - Refseq NP_001026495 23.4 6.8 1 43.9 (M:43.9) 1 4.8 19.77 1316
1329 true ENSGALP00000001120 cathepsin S - CGNC Symbol 494 36.3 6.6 1 43.9 (M:43.9) 1 2.4 12.57 1317
1330 true ENSGALP00000042962 zinc finger protein 740 - CGNC Symbol 63794 21.3 9.5 1 43.9 (M:43.9) 1 6.5 1.16 1318
1331 true ENSGALP00000005037 TSR1 ribosome maturation factor - HGNC:25542 92.1 6.3 1 43.8 (M:43.8) 1 1.9 3.9 1319
1332 true ENSGALP00000008227 family with sequence similarity 96 member B - CGNC Symbol 3821 17.8 5 1 43.8 (M:43.8) 1 11.2 11.23 1320
1333 true ENSGALP00000004589 BRI3 binding protein - CGNC Symbol 2105 20.3 6.1 1 43.7 (M:43.7) 1 5.2 24.31 1321
1334 true ENSGALP00000040891 spermatogenesis associated serine rich 2 - HGNC:18650 57.5 9.4 1 43.7 (M:43.7) 1 3.2 10.12 1322
1335 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 43.6 (M:43.6) 1 2.7 8.61 1323
1336 true ENSGALP00000007133 zinc finger CCHC-type containing 8 - CGNC Symbol 3310 68.7 4.9 1 43.5 (M:43.5) 1 2.3 3.9 1324
1337 true ENSGALP00000027070 NCK adaptor protein 2 - CGNC Symbol 50836 43 6.4 1 43.4 (M:43.4) 1 2.6 4.2 1326
1338 true ENSGALP00000000102 scribbled planar cell polarity protein - HGNC:30377 172.7 5.1 1 43.3 (M:43.3) 1 0.8 22.15 1327
1339 true ENSGALP00000023456 selenophosphate synthetase 1 - CGNC Symbol 10819 42.9 5.6 1 43.3 (M:43.3) 1 3.3 7.47 1328
1340 true ENSGALP00000029906 peroxisomal biogenesis factor 26 - HGNC:22965 32.5 5.5 1 43.0 (M:43.0) 1 3.8 21.53 1329
1341 true ENSGALP00000017934 cytochrome c somatic - CGNC Symbol 8375 11.7 9.5 1 42.9 (M:42.9) 1 6.7 1.26 1330
1342 true ENSGALP00000014300 DCN1 defective in cullin neddylation 1 domain containing 1 - CGNC Symbol 6684 30 5.2 1 42.9 (M:42.9) 1 6.6 9.58 1331
1343 true ENSGALP00000003376 acyl-CoA oxidase 1 palmitoyl - CGNC Symbol 50495 74.5 6.9 1 42.8 (M:42.8) 1 1.4 0.75 1332
1344 true ENSGALP00000017172 nardilysin convertase - CGNC Symbol 8022 126.8 5 1 42.5 (M:42.5) 1 1 1.72 1336
1345 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 42.5 (M:42.5) 1 5 7.43 1337
1346 true ENSGALP00000027121 Gallus gallus PCI domain containing 2 (PCID2) mRNA. - RefSeq mRNA NM_001006266 53.5 8.7 1 42.4 (M:42.4) 1 1.5 1.48 1338
1347 true ENSGALP00000004833 mitochondrial ribosomal protein L44 - CGNC Symbol 2221 36 9.6 1 42.3 (M:42.3) 1 2.5 1.08 1339
1348 true ENSGALP00000007666 peptidylprolyl isomerase F - CGNC Symbol 52036 21.7 9.2 1 42.3 (M:42.3) 1 8.3 8.94 1340
1349 true ABF72241.1 HSV-1 UL8-like protein 86.9 6.3 1 42.3 (M:42.3) 1 1.6 2.21 1341
1350 true ENSGALP00000025921 RAD21 cohesin complex component - CGNC Symbol 12049 72 4.6 1 42.0 (M:42.0) 1 2.4 3.74 1342



1351 true ENSGALP00000015204 hematological and neurological expressed 1-like - CGNC Symbol 50339 12.9 9.5 1 41.7 (M:41.7) 1 12.2 16199.32 1343
1352 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 41.6 (M:41.6) 1 6.2 23694.58 1344
1353 true ENSGALP00000024199 REV3 like DNA directed polymerase zeta catalytic subunit - CGNC Symbol 11179 344.3 8.3 1 41.6 (M:41.6) 1 0.4 18.19 1345
1354 true ENSGALP00000003594 choline O-acetyltransferase - CGNC Symbol 1633 72.6 6.6 1 41.6 (M:41.6) 1 0.9 2.14 1346
1355 true ENSGALP00000041318 NADH dehydrogenase - Refseq NP_001289036 9.5 9.6 1 41.6 (M:41.6) 1 12.2 3.7 1347
1356 true ENSGALP00000019412 septin 3 - CGNC Symbol 9033 40 6.1 1 41.6 (M:41.6) 1 2.6 2.19 1348
1357 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 41.5 (M:41.5) 1 11.5 0.47 1349
1358 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 41.4 (M:41.4) 1 8.3 23284.05 1351
1359 true ENSGALP00000028424 O-6-methylguanine-DNA methyltransferase - HGNC:7059 28.1 9.4 1 41.3 (M:41.3) 1 5 7.6 1352
1360 true ENSGALP00000015722 histone PARylation factor 1 - HGNC:26051 39.7 8 1 41.2 (M:41.2) 1 4 5.67 1353
1361 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 41.0 (M:41.0) 1 13.8 7.45 1354
1362 true ENSGALP00000022500 protein tyrosine phosphatase receptor type M - CGNC Symbol 51391 160.2 6.5 1 41.0 (M:41.0) 1 0.4 0.85 1355
1363 true ENSGALP00000000205 ribosomal protein L9 - CGNC Symbol 52467 21.8 10.1 1 41.0 (M:41.0) 1 3.1 19.73 1356
1364 true ENSGALP00000024767 abhydrolase domain containing 10 - CGNC Symbol 11454 33.3 9 1 40.8 (M:40.8) 1 3.7 6.3 1358
1365 true ENSGALP00000025448 ubiquitin specific peptidase 16 - CGNC Symbol 11798 93.4 5.6 1 40.7 (M:40.7) 1 1.2 22.79 1360
1366 true ENSGALP00000019178 ubiquitin-like modifier activating enzyme 6 - CGNC Symbol 8930 115 5.8 1 40.6 (M:40.6) 1 1.3 2.23 1362
1367 true ENSGALP00000009470 ubiquitin specific peptidase 8 - CGNC Symbol 4401 127.9 8.5 1 40.5 (M:40.5) 1 0.6 0.75 1363
1368 true ENSGALP00000023576 adhesion G protein-coupled receptor V1 - CGNC Symbol 10864 684.4 4.5 1 40.3 (M:40.3) 1 0.2 12.73 1364
1369 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 40.2 (M:40.2) 1 14.1 24.97 1365
1370 true ENSGALP00000029853 caspase 2 - CGNC Symbol 10898 48 5.8 1 40.2 (M:40.2) 1 1.9 7.26 1366
1371 true ENSGALP00000005076 surfeit 6 - CGNC Symbol 50455 41.5 10.4 1 40.1 (M:40.1) 1 3.7 5.11 1367
1372 true ENSGALP00000020867 enoyl-CoA delta isomerase 2 - CGNC Symbol 9709 44 8.7 1 40.1 (M:40.1) 1 3.8 6.58 1368
1373 true ENSGALP00000001975 selenocysteine lyase - CGNC Symbol 883 45.5 6.7 1 40.1 (M:40.1) 1 4.5 9.46 1369
1374 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 40.0 (M:40.0) 1 5.2 2.68 1370
1375 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 40.0 (M:40.0) 1 3 9.85 1371
1376 true ENSGALP00000043475 nucleolar protein 9 - CGNC Symbol 55846 36 6.4 1 39.9 (M:39.9) 1 7.5 1.45 1372
1377 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 39.8 (M:39.8) 1 2.8 3.88 1373
1378 true ENSGALP00000010345 3-phosphoinositide dependent protein kinase-1 - CGNC Symbol 50287 63 7.6 1 39.8 (M:39.8) 1 3.2 0.61 1374
1379 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 39.8 (M:39.8) 1 16 7.73 1375
1380 true ENSGALP00000016918 eukaryotic translation initiation factor 2A - CGNC Symbol 7921 62.7 9 1 39.6 (M:39.6) 1 2.1 5.31 1376
1381 true ENSGALP00000018048 nucleoporin 133kDa - CGNC Symbol 8423 131.4 5.1 1 39.6 (M:39.6) 1 1.2 5.81 1377
1382 true ENSGALP00000036160 coiled-coil domain containing 191 - CGNC Symbol 11251 107.5 9.6 1 39.6 (M:39.6) 1 0.9 10.26 1378
1383 true ENSGALP00000005130 inosine triphosphatase - CGNC Symbol 2361 22.2 5.8 1 39.0 (M:39.0) 1 5.5 0.51 1382
1384 true ENSGALP00000040874 Hsap of 1: ORMDL sphingolipid biosynthesis regulator 1 - HGNC:16036 15.3 9.7 2 39.0 (M:39.0) 1 11 10.51 1383
1385 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 38.8 (M:38.8) 1 12 6.54 1384
1386 true ENSGALP00000025794 MORC family CW-type zinc finger 3 - CGNC Symbol 11977 105.2 5.4 1 38.8 (M:38.8) 1 1.6 12.91 1385
1387 true ENSGALP00000009307 phospholipase C delta 1 - CGNC Symbol 4331 87.2 5.8 1 38.0 (M:38.0) 1 1.4 0.95 1387
1388 true ENSGALP00000006046 actin related protein 2/3 complex subunit 3 - CGNC Symbol 2797 21.3 8.8 1 37.8 (M:37.8) 1 5.9 0.33 1388
1389 true ENSGALP00000040832 GTP-binding protein SAR1b - Refseq NP_001025792 22.4 5.7 2 37.6 (M:37.6) 1 4 0.6 1389
1390 true ENSGALP00000021343 serine/threonine kinase receptor associated protein - CGNC Symbol 9899 38.1 5 1 37.6 (M:37.6) 1 6.3 10.64 1390
1391 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 37.6 (M:37.6) 1 6.8 0.67 1391
1392 true ENSGALP00000017260 dpy-30 histone methyltransferase complex regulatory subunit - CGNC Symbol 8065 11.3 4.9 1 37.4 (M:37.4) 1 11.1 4.16 1392
1393 true ENSGALP00000012348 Gallus gallus LIM domain binding 1 (LDB1) mRNA. - RefSeq mRNA NM_205070 46.6 6.6 1 37.2 (M:37.2) 1 2.7 1.04 1393
1394 true ENSGALP00000016207 Gallus gallus LSM6 homolog U6 small nuclear RNA associated (S. cerevisiae) (LSM6) transcript variant 2     9.9 9.9 1 37.1 (M:37.1) 1 8.1 0.28 1395
1395 true ENSGALP00000012903 Hsap of 4: TBC1 domain family member 10A - HGNC:23609 50.1 9.2 1 37.0 (M:37.0) 1 2.3 1.45 1397
1396 true ENSGALP00000012068 Hsap of 1: mitochondrial ribosomal protein L28 - HGNC:14484 25.6 10.1 3 37.0 (M:37.0) 1 5.4 10.22 1398
1397 true ENSGALP00000005448 microsomal glutathione S-transferase 3 - CGNC Symbol 2512 17.2 9.3 1 36.9 (M:36.9) 1 8.3 2.35 1399
1398 true ENSGALP00000027373 GPALPP motifs containing 1 - CGNC Symbol 12739 39.2 5 1 36.8 (M:36.8) 1 3.7 1.92 1400
1399 true ENSGALP00000003740 mitochondrial ribosomal protein S17 - CGNC Symbol 1698 15.5 9.7 1 36.8 (M:36.8) 1 12.4 2.2 1401
1400 true ENSGALP00000017279 AT-hook containing transcription factor 1 - CGNC Symbol 8073 253.6 5.4 1 36.6 (M:36.6) 1 0.4 3.83 1402
1401 true ENSGALP00000022414 synaptojanin 2 binding protein - Refseq NP_001264717 15.4 9.1 1 36.3 (M:36.3) 1 7.5 6.86 1403
1402 true ENSGALP00000012977 zinc finger C3HC-type containing 1 - CGNC Symbol 6057 53.5 5.8 1 36.2 (M:36.2) 1 2.1 1.77 1404
1403 true ENSGALP00000006222 calreticulin 3 - CGNC Symbol 2868 48 5.2 1 36.2 (M:36.2) 1 1.7 3.2 1405
1404 true ENSGALP00000008922 holocytochrome c synthase - CGNC Symbol 4148 31.4 6.1 1 36.2 (M:36.2) 1 6.2 1.05 1406
1405 true ENSGALP00000026443 cleavage and polyadenylation specific factor 3 - CGNC Symbol 12295 64.4 5.6 1 36.0 (M:36.0) 1 1.9 9.39 1407
1406 true ENSGALP00000002426 Gallus gallus nuclear transport factor 2 (NUTF2) transcript variant 2 mRNA. - RefSeq mRNA NM_001305 14.4 5.9 1 36.0 (M:36.0) 1 5.5 2.18 1408
1407 true ENSGALP00000012170 aminopeptidase-like 1 - CGNC Symbol 5683 56.1 6.4 1 35.6 (M:35.6) 1 1.7 7.32 1409
1408 true ENSGALP00000014656 transmembrane protein 87A - CGNC Symbol 6854 63.7 6.6 1 35.6 (M:35.6) 1 1.2 4.81 1410
1409 true ENSGALP00000007207 dynactin subunit 4 - CGNC Symbol 3352 53.2 6.9 1 35.6 (M:35.6) 1 3.6 8.21 1411
1410 true ENSGALP00000031579 centromere protein U - CGNC Symbol 14122 39.6 9.3 1 35.6 (M:35.6) 1 4.6 9.8 1412
1411 true ENSGALP00000040689 ubiquitin-conjugating enzyme E2M - CGNC Symbol 64454 19.7 4.8 1 35.5 (M:35.5) 1 6.4 1.22 1413
1412 true ENSGALP00000035504 RNA binding motif protein 6 - CGNC Symbol 2124 135.8 6.1 1 35.1 (M:35.1) 1 0.7 2.48 1414
1413 true ENSGALP00000000860 calmodulin binding transcription activator 1 - CGNC Symbol 378 173.8 7 1 35.1 (M:35.1) 1 0.6 15.55 1415
1414 true ENSGALP00000022646 erythrocyte membrane protein band 4.1-like 2 - CGNC Symbol 10465 107.4 5.3 1 35.1 (M:35.1) 1 1.6 4.9 1416
1415 true ENSGALP00000004989 coilin - CGNC Symbol 2290 62.5 9.7 1 35.0 (M:35.0) 1 3.8 2.27 1417
1416 true ENSGALP00000003060 pre-mRNA processing factor 38B - CGNC Symbol 1397 64.9 10.6 1 34.9 (M:34.9) 1 2.7 4.63 1418
1417 true ENSGALP00000024698 PEST proteolytic signal containing nuclear protein - CGNC Symbol 11416 19.1 7.9 1 34.9 (M:34.9) 1 9.6 8.55 1419
1418 true ENSGALP00000003770 general transcription factor IIH polypeptide 2 44kDa - CGNC Symbol 64146 45 6.2 1 34.8 (M:34.8) 1 2.3 5.59 1420
1419 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 34.7 (M:34.7) 1 4 0.44 1421
1420 true ENSGALP00000039649 ubiquitin conjugating enzyme E2 G1 - CGNC Symbol 56402 17.8 5 1 34.6 (M:34.6) 1 5.2 11.01 1422
1421 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 34.5 (M:34.5) 1 5.2 4.96 1423
1422 true ENSGALP00000022731 family with sequence similarity 76 member A - CGNC Symbol 52769 35.1 9.4 1 34.5 (M:34.5) 1 3.6 1.57 1424
1423 true ENSGALP00000008600 nuclear prelamin A recognition factor-like - CGNC Symbol 3996 53.1 6.4 1 34.5 (M:34.5) 1 2.7 2.59 1425
1424 true ENSGALP00000036948 dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate complex) - CGNC Symbol 51 49.5 9.2 1 34.4 (M:34.4) 1 2.6 23.83 1426
1425 true ENSGALP00000008346 acyl-CoA synthetase long-chain family member 3 - CGNC Symbol 3875 79.8 9.1 1 34.3 (M:34.3) 1 1.8 6.17 1427
1426 true ENSGALP00000012245 forty-two-three domain containing 1 - CGNC Symbol 5721 34.3 11.2 1 34.2 (M:34.2) 1 6.2 16282.58 1428
1427 true ENSGALP00000042930 clathrin interactor 1 - CGNC Symbol 2708 66 6.3 2 34.1 (M:34.1) 1 2.8 4.71 1429
1428 true ENSGALP00000016717 mitochondrial ribosomal protein L14 - CGNC Symbol 7826 16.5 11 1 33.8 (M:33.8) 1 11.5 3.15 1430
1429 true ENSGALP00000039434 reticulon 4 - CGNC Symbol 6163 36.1 4.8 1 33.7 (M:33.7) 1 4.9 0.22 1431
1430 true ENSGALP00000002491 MIS12 kinetochore complex component - CGNC Symbol 1136 24.7 5.6 1 33.5 (M:33.5) 1 6.2 20.88 1432
1431 true ENSGALP00000007986 Hsap of 1: uracil DNA glycosylase - HGNC:12572 10.8 9.7 2 33.5 (M:33.5) 1 11.5 11.65 1433
1432 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 33.1 (M:33.1) 1 3.6 7.72 1434
1433 true ENSGALP00000018290 ankyrin repeat domain 28 - CGNC Symbol 8527 116.3 5.6 1 32.9 (M:32.9) 1 1 5.53 1435
1434 true ENSGALP00000011635 Gallus gallus syntaxin binding protein 1 (STXBP1) mRNA. - RefSeq mRNA NM_001305648 67.4 6.2 1 32.7 (M:32.7) 1 1.9 2.61 1436
1435 true ENSGALP00000041224 Gallus gallus translocase of inner mitochondrial membrane 13 homolog (yeast) (TIMM13) mRNA. - RefS   11 8.4 1 32.7 (M:32.7) 1 7.9 13.42 1437
1436 true ENSGALP00000012557 COP9 signalosome subunit 7B - CGNC Symbol 5861 30.1 5.8 1 32.7 (M:32.7) 1 3.4 2.46 1438
1437 true ENSGALP00000012365 TIMELESS interacting protein - CGNC Symbol 5773 31.8 4.9 1 32.5 (M:32.5) 1 2.5 3.91 1439
1438 true ENSGALP00000041870 Hsap of 4: HAUS augmin like complex subunit 4 - HGNC:20163 36.2 8.9 1 32.3 (M:32.3) 1 3.4 24.44 1440
1439 true ENSGALP00000017805 double PHD fingers 2 - HGNC:9964 31.5 8.6 1 32.2 (M:32.2) 1 4.4 2.31 1441
1440 true ENSGALP00000002940 deltex 2 E3 ubiquitin ligase - CGNC Symbol 1346 64.8 9 1 32.2 (M:32.2) 1 2.8 4.73 1442
1441 true ENSGALP00000010560 CD81 molecule - CGNC Symbol 4936 26.2 5.6 1 32.1 (M:32.1) 1 9.7 3.97 1443
1442 true ENSGALP00000004355 ATPase Na+/K+ transporting beta 3 polypeptide - CGNC Symbol 1995 31.8 8.1 1 32.1 (M:32.1) 1 5 14.89 1444
1443 true ENSGALP00000004799 spermidine synthase - CGNC Symbol 2201 23.6 5 1 32.0 (M:32.0) 1 10 8.48 1445
1444 true ENSGALP00000015963 protein phosphatase 2 regulatory subunit B' alpha - CGNC Symbol 7467 56.8 8.1 1 32.0 (M:32.0) 1 2.4 4.37 1446
1445 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 32.0 (M:32.0) 1 6.6 3.74 1447
1446 true ENSGALP00000011722 ankyrin repeat and death domain containing 1A - CGNC Symbol 5481 54.6 6.1 1 31.9 (M:31.9) 1 1.6 1.26 1448
1447 true ENSGALP00000038584 general transcription factor IIIC subunit 5 - CGNC Symbol 2509 36.7 8.7 1 31.9 (M:31.9) 1 4 12.12 1449
1448 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 31.9 (M:31.9) 1 9.3 5.84 1450
1449 true ENSGALP00000026595 protein phosphatase Mg2+/Mn2+ dependent 1G - CGNC Symbol 12369 60.8 4.3 1 31.7 (M:31.7) 1 2 4.22 1451
1450 true ENSGALP00000042528 cold inducible RNA binding protein - CGNC Symbol 9285 18.6 9.5 1 31.7 (M:31.7) 1 6.4 9.53 1452
1451 true ENSGALP00000021206 small nuclear ribonucleoprotein U11/U12 subunit 48 - CGNC Symbol 9843 37.5 9.5 1 31.6 (M:31.6) 1 3.1 2.23 1453
1452 true ENSGALP00000041797 Major histocompatibility complex class I antigen BF2 - CGNC Symbol 52441 37.9 6.1 4 31.4 (M:31.4) 1 2.9 6.94 1454
1453 true ENSGALP00000009787 NADH:ubiquinone oxidoreductase subunit AB1 - CGNC Symbol 4554 16.5 5.1 1 31.4 (M:31.4) 1 6 9.53 1455
1454 true ENSGALP00000013080 Gallus gallus ubiquinol-cytochrome c reductase complex III subunit X (UQCR10) mRNA. - RefSeq mRNA 7.4 8.4 1 31.4 (M:31.4) 1 12.3 0.5 1456



1455 true ENSGALP00000011876 sperm associated antigen 9 - CGNC Symbol 5554 148.5 5.1 1 31.4 (M:31.4) 1 1.3 1.19 1457
1456 true ENSGALP00000002168 ribosomal RNA processing 9 small subunit (SSU) processome component homolog (yeast) - CGNC Symb  52.5 8.6 1 31.2 (M:31.2) 1 3.3 6.18 1458
1457 true ENSGALP00000043246 lysophospholipase I - CGNC Symbol 55944 27.5 7.6 1 31.2 (M:31.2) 1 4.3 3.2 1459
1458 true ENSGALP00000024162 syntaxin 18 - CGNC Symbol 11158 38.4 5.4 1 31.1 (M:31.1) 1 3 7.37 1460
1459 true ENSGALP00000007493 pentatricopeptide repeat domain 1 - CGNC Symbol 3492 83.8 8.6 1 31.1 (M:31.1) 1 1.6 12.04 1461
1460 true ENSGALP00000023882 thymocyte selection associated - HGNC:21569 64.3 5.7 1 30.9 (M:30.9) 1 2.1 4.38 1462
1461 true ENSGALP00000013855 malignant T-cell amplified sequence 1 - CGNC Symbol 6460 20.6 9 1 30.8 (M:30.8) 1 5 10.94 1463
1462 true ENSGALP00000009795 small acidic protein - Refseq NP_990089 19 5.2 1 30.6 (M:30.6) 1 4.1 1.86 1464
1463 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 30.6 (M:30.6) 1 5.9 13.11 1465
1464 true ENSGALP00000004094 mitochondrial ribosomal protein L17 - CGNC Symbol 1873 19 10.7 1 30.6 (M:30.6) 1 6.1 8.72 1466
1465 true ENSGALP00000040612 no description available 39.4 10.1 1 30.5 (M:30.5) 1 1.4 2.9 1467
1466 true ENSGALP00000010298 UBX domain protein 7 - CGNC Symbol 4805 51.8 5 1 30.4 (M:30.4) 1 2 6 1468
1467 true ENSGALP00000006180 xenotropic and polytropic retrovirus receptor 1 - CGNC Symbol 2851 77.4 8.5 1 30.3 (M:30.3) 1 1.5 23.07 1469
1468 true ENSGALP00000011112 phosphatidylserine decarboxylase - CGNC Symbol 5188 47.9 10 1 30.1 (M:30.1) 1 3.1 5.3 1470
1469 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 30.0 (M:30.0) 1 8.3 12 1471
1470 true ENSGALP00000003909 splicing factor suppressor of white-apricot homolog - CGNC Symbol 1780 110.8 6.8 1 29.8 (M:29.8) 1 0.8 3.33 1472
1471 true ENSGALP00000008699 O-linked N-acetylglucosamine (GlcNAc) transferase - CGNC Symbol 4043 18.5 5.6 1 29.8 (M:29.8) 1 7.2 17.37 1473
1472 true ENSGALP00000010777 La ribonucleoprotein domain family member 4B - CGNC Symbol 5037 81.2 8.2 1 29.8 (M:29.8) 1 2.3 4.05 1474
1473 true ENSGALP00000017180 basic transcription factor 3-like 4 - CGNC Symbol 8026 17.3 6 2 29.7 (M:29.7) 1 4.4 10.1 1475
1474 true ENSGALP00000038322 Gallus gallus VPS29 retromer complex component (VPS29) mRNA. - RefSeq mRNA NM_001007837 20.7 6.6 1 29.7 (M:29.7) 1 5.4 14.83 1476
1475 true ENSGALP00000041936 adenosine receptor A3 - Refseq NP_989482 37.7 9.5 2 29.7 (M:29.7) 1 2.1 10.88 1477
1476 true ENSGALP00000002206 family with sequence similarity 110 member D - CGNC Symbol 1005 36.9 9.2 1 29.7 (M:29.7) 1 2.9 1.01 1478
1477 true ENSGALP00000012267 leucine rich repeats and calponin homology domain containing 3 - HGNC:28637 88.7 6.2 1 29.6 (M:29.6) 1 1.5 15.85 1479
1478 true ENSGALP00000019507 ribosomal protein L7 like 1 - CGNC Symbol 9078 28.9 10.8 1 29.6 (M:29.6) 1 6.1 2.62 1480
1479 true ENSGALP00000010968 TELO2 interacting protein 1 - CGNC Symbol 5125 141.8 8.3 1 29.4 (M:29.4) 1 0.5 18.62 1481
1480 true ENSGALP00000024297 stabilizer of axonemal microtubules 1 - HGNC:28566 52.8 8.9 1 29.3 (M:29.3) 1 2.4 12.51 1482
1481 true ENSGALP00000007621 N(alpha)-acetyltransferase 25 NatB auxiliary subunit - CGNC Symbol 3548 112.1 6.1 1 29.1 (M:29.1) 1 0.9 0.88 1483
1482 true ENSGALP00000018122 COP9 signalosome subunit 4 - CGNC Symbol 8452 46.8 5.7 1 29.1 (M:29.1) 1 2.9 4.97 1484
1483 true ENSGALP00000022347 Hsap of 1: N(alpha)-acetyltransferase 38 NatC auxiliary subunit - HGNC:28212 10.1 7.9 1 29.1 (M:29.1) 1 12.5 22547.74 1485
1484 true ENSGALP00000002248 topoisomerase (DNA) III beta - CGNC Symbol 1026 96.6 8.4 1 28.6 (M:28.6) 1 2.2 0.33 1486
1485 true ENSGALP00000025340 mitochondrial ribosomal protein L39 - CGNC Symbol 11743 40.4 8 1 28.6 (M:28.6) 1 3.7 4.49 1487
1486 true ENSGALP00000040926 Hsap of 4: NADH:ubiquinone oxidoreductase subunit A13 - HGNC:17194 7.6 5.2 1 28.3 (M:28.3) 1 15.9 9.74 1488
1487 true ENSGALP00000041832 Ubiquitin-conjugating enzyme E2 variant 2 - UP Q5F3Z3 16.3 7.8 1 28.3 (M:28.3) 1 6.2 0.73 1489
1488 true ENSGALP00000020585 hyaluronan binding protein 4 - CGNC Symbol 9584 39.9 8.7 1 28.3 (M:28.3) 1 3.9 23.84 1490
1489 true ENSGALP00000027345 WW domain binding protein 4 - CGNC Symbol 12723 45.2 5.6 1 28.3 (M:28.3) 1 2 2.08 1491
1490 true ENSGALP00000030301 Hsap of 9: TGFB induced factor homeobox 2 - HGNC:15764 18.7 8.7 1 28.3 (M:28.3) 1 4.5 4.04 1492
1491 true ENSGALP00000028022 YY1 transcription factor - CGNC Symbol 51971 21.3 9.1 1 28.2 (M:28.2) 1 9 0.8 1493
1492 true ENSGALP00000042908 KIAA1324 - CGNC Symbol 53673 108.9 6.4 1 28.2 (M:28.2) 1 0.8 9.46 1494
1493 true ENSGALP00000004601 LanC lantibiotic synthetase component C-like 1 (bacterial) - CGNC Symbol 2110 45.2 7.9 1 28.1 (M:28.1) 1 2 19.17 1495
1494 true ENSGALP00000036651 v-akt murine thymoma viral oncogene homolog 1 - CGNC Symbol 49557 55.8 5.8 1 28.1 (M:28.1) 1 1.7 12.47 1496
1495 true ENSGALP00000023091 NADH:ubiquinone oxidoreductase core subunit V2 - CGNC Symbol 52803 27.1 8.5 1 28.0 (M:28.0) 1 4.5 12.06 1497
1496 true ENSGALP00000011996 cutC copper transporter - CGNC Symbol 5603 26.8 5.9 1 28.0 (M:28.0) 1 4 6.96 1498
1497 true ENSGALP00000041167 phosphodiesterase 1B calmodulin-dependent - CGNC Symbol 59015 57.2 5.6 1 27.9 (M:27.9) 1 1.2 7.82 1499
1498 true ENSGALP00000014735 no description available 92.6 6.8 1 27.9 (M:27.9) 1 1.1 21.65 1500
1499 true ENSGALP00000003472 ubinuclein 1 - CGNC Symbol 1588 97.2 9.3 3 27.9 (M:27.9) 1 0.8 3.28 1501
1500 true ENSGALP00000043400 thioredoxin domain containing 17 - HGNC:28218 14.2 5.4 1 27.9 (M:27.9) 1 9 4.66 1502
1501 true ENSGALP00000039428 DEAD (Asp-Glu-Ala-Asp) box polypeptide 20 - CGNC Symbol 1040 85.7 6.7 1 27.7 (M:27.7) 1 0.8 17.83 1503
1502 true ENSGALP00000043018 arsA arsenite transporter ATP-binding homolog 1 (bacterial) - CGNC Symbol 63380 26.1 4.6 1 27.7 (M:27.7) 1 3.8 23.25 1504
1503 true ENSGALP00000009045 ATP binding cassette subfamily D member 3 - CGNC Symbol 4204 75.5 9.4 1 27.7 (M:27.7) 1 1.2 7.12 1505
1504 true ENSGALP00000025251 DnaJ (Hsp40) homolog subfamily C member 25 - CGNC Symbol 54303 42.5 9.1 1 27.6 (M:27.6) 1 4.8 0.24 1506
1505 true ENSGALP00000042821 anaphase promoting complex subunit 15 - CGNC Symbol 65610 14.2 3.5 1 27.6 (M:27.6) 1 8.3 23341.94 1507
1506 true ENSGALP00000019824 epidermal growth factor - CGNC Symbol 9223 138.1 6 1 27.5 (M:27.5) 1 0.9 14.88 1508
1507 true ENSGALP00000021425 plexin B2 - CGNC Symbol 52617 183.5 5.7 1 27.5 (M:27.5) 1 0.9 19.75 1509
1508 true ENSGALP00000027828 prolylcarboxypeptidase (angiotensinase C) - CGNC Symbol 12960 54.1 5.8 1 27.4 (M:27.4) 1 2.7 15.05 1510
1509 true ENSGALP00000013303 MAP kinase activating death domain - CGNC Symbol 6206 183.2 5.8 1 27.4 (M:27.4) 1 0.4 11.87 1511
1510 true ENSGALP00000020525 N(alpha)-acetyltransferase 20 NatB catalytic subunit - CGNC Symbol 9553 20.5 5 1 27.4 (M:27.4) 1 4.4 11.96 1512
1511 true ENSGALP00000010165 autophagy related 4B cysteine peptidase - CGNC Symbol 49878 44.3 5 1 27.4 (M:27.4) 1 2.8 3.23 1513
1512 true ENSGALP00000042585 NADH:ubiquinone oxidoreductase subunit S4 - HGNC:7711 18.6 9.9 1 27.3 (M:27.3) 1 6.7 1.21 1514
1513 true ENSGALP00000041377 snurportin-1 - Refseq NP_001074347 40.6 5.4 1 27.3 (M:27.3) 1 3.3 20.25 1515
1514 true ENSGALP00000007743 nucleoporin 62kDa - CGNC Symbol 3605 57.4 5.5 1 27.2 (M:27.2) 1 3 6.49 1516
1515 true ENSGALP00000036286 Hsap of 1: Sad1 and UNC84 domain containing 3 - HGNC:22429 22.5 6.5 1 27.2 (M:27.2) 1 4 8.04 1517
1516 true ENSGALP00000002777 Hsap of 4: dihydrouridine synthase 3 like - HGNC:26920 71.3 6.6 1 27.1 (M:27.1) 1 1.1 8.94 1518
1517 true ENSGALP00000042324 SKI2 homolog superkiller viralicidic activity 2-like - CGNC Symbol 66175 122.7 6.4 1 27.1 (M:27.1) 1 1.3 4.54 1519
1518 true ENSGALP00000018552 Rab geranylgeranyltransferase beta subunit - CGNC Symbol 8656 37.9 4.9 1 27.0 (M:27.0) 1 4.4 5.63 1520
1519 true ENSGALP00000025152 translocation associated membrane protein 1 - CGNC Symbol 49146 43.4 9.6 1 26.9 (M:26.9) 1 5.1 16.74 1521
1520 true ENSGALP00000042568 homeobox C12 - HGNC:5124 29.6 8.9 1 26.9 (M:26.9) 1 3.4 24.06 1522
1521 true ENSGALP00000024450 phosphoserine aminotransferase 1 - CGNC Symbol 11294 40.5 8.8 1 26.9 (M:26.9) 1 3.2 19.69 1523
1522 true ENSGALP00000010925 exocyst complex component 6 - CGNC Symbol 52056 87.4 5.7 1 26.9 (M:26.9) 1 1.6 5.73 1524
1523 true ENSGALP00000014278 N-myristoyltransferase 2 - CGNC Symbol 6672 56.8 7.2 1 26.9 (M:26.9) 1 3.8 0.43 1525
1524 true ENSGALP00000018559 mutS homolog 4 - CGNC Symbol 8660 94.8 7.9 1 26.8 (M:26.8) 1 1.3 17.87 1526
1525 true ENSGALP00000004352 UHRF1 binding protein 1 - CGNC Symbol 1993 162.7 5.3 1 26.8 (M:26.8) 1 0.5 10.17 1527
1526 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 26.8 (M:26.8) 1 2.4 3.64 1528
1527 true ENSGALP00000000975 NIN1/PSMD8 binding protein 1 homolog - CGNC Symbol 438 47.9 8.8 1 26.6 (M:26.6) 1 3.9 21.4 1529
1528 true ENSGALP00000043232 no description available 29.9 9.3 1 26.6 (M:26.6) 1 2.8 13.39 1530
1529 true ENSGALP00000003058 ubiquitin conjugating enzyme E2 O - CGNC Symbol 1396 140.8 5.1 1 26.6 (M:26.6) 1 0.7 3.35 1531
1530 true ENSGALP00000036453 blood vessel epicardial substance - CGNC Symbol 49890 40.9 8.3 1 26.5 (M:26.5) 1 2.2 19.77 1532
1531 true ENSGALP00000005281 clathrin light chain B - CGNC Symbol 50199 28.1 4.9 1 26.4 (M:26.4) 1 3.9 4.07 1533
1532 true ENSGALP00000001210 EMSY BRCA2 interacting transcriptional repressor - CGNC Symbol 539 138.5 9.4 1 26.3 (M:26.3) 1 1 17.76 1534
1533 true ENSGALP00000019589 KIAA1549-like - CGNC Symbol 9111 61.8 9.4 1 26.2 (M:26.2) 1 1.3 27198.87 1535
1534 true ENSGALP00000043162 CDGSH iron sulfur domain 2 - HGNC:24212 15.2 9.7 1 26.2 (M:26.2) 1 8.2 20.55 1536
1535 true ENSGALP00000025200 sorting nexin family member 30 - CGNC Symbol 11678 49.9 5.2 1 26.2 (M:26.2) 1 3.2 3.49 1537
1536 true ENSGALP00000002638 E2F transcription factor 4 p107/p130-binding - CGNC Symbol 1207 44.4 4.8 1 26.2 (M:26.2) 1 2.7 1.51 1538
1537 true ENSGALP00000003123 ring finger protein 157 - CGNC Symbol 1425 70.9 4.7 1 26.1 (M:26.1) 1 1.4 24936.93 1539
1538 true ENSGALP00000006977 transcription factor 12 - CGNC Symbol 49756 78.2 7.5 1 25.9 (M:25.9) 1 2.9 10 1540
1539 true ENSGALP00000027920 signal peptidase complex subunit 2 - CGNC Symbol 13733 21.6 9 1 25.9 (M:25.9) 1 3.2 3.38 1541
1540 true ENSGALP00000011863 mediator complex subunit 19 - CGNC Symbol 5547 26.3 9.9 1 25.8 (M:25.8) 1 4.5 1.46 1542
1541 true ENSGALP00000029784 Gallus gallus uncharacterized LOC418424 (LOC418424) mRNA. - RefSeq mRNA NM_001305444 39 8.7 1 25.8 (M:25.8) 1 2.8 24.56 1543
1542 true ENSGALP00000015093 RNA binding protein S1 serine-rich domain - CGNC Symbol 7058 31.7 11.9 1 25.8 (M:25.8) 1 3.2 2.16 1544
1543 true ENSGALP00000019676 mutL homolog 1 - CGNC Symbol 9143 84.8 5.4 1 25.8 (M:25.8) 1 1.1 32277.02 1545
1544 true ENSGALP00000004357 neighbor of BRCA1 gene 1 - CGNC Symbol 51149 104.1 5.1 1 25.8 (M:25.8) 1 1.2 0.42 1546
1545 true ENSGALP00000016484 cytochrome P450 family 21 subfamily A member 2 - CGNC Symbol 53781 48.8 9.1 1 25.8 (M:25.8) 1 1.6 3.27 1547
1546 true ENSGALP00000043286 HBS1 like translational GTPase - CGNC Symbol 10439 19.2 4.5 2 25.8 (M:25.8) 1 4.8 8.05 1548
1547 true ENSGALP00000010241 Uncharacterized protein - UniProtKB/TrEMBL V9GY05 - CGNC Symbol 4773 44.8 6.9 1 25.6 (M:25.6) 1 3 0.06 1549
1548 true ENSGALP00000016259 protein arginine methyltransferase 9 - CGNC Symbol 51747 94.3 5.2 1 25.6 (M:25.6) 1 0.9 27444.49 1550
1549 true ENSGALP00000007747 FIC domain containing - CGNC Symbol 50368 51.4 8.2 1 25.5 (M:25.5) 1 2.8 11.19 1551
1550 true ENSGALP00000017970 AF4/FMR2 family member 1 - CGNC Symbol 8389 132.5 8.7 1 25.5 (M:25.5) 1 1.1 18.27 1552
1551 true ENSGALP00000006999 MLX interacting protein - CGNC Symbol 3238 88.6 9.1 1 25.4 (M:25.4) 1 0.9 11.58 1553
1552 true ENSGALP00000039164 fatty acyl CoA reductase 1 - CGNC Symbol 51877 56.5 9.1 1 25.3 (M:25.3) 1 2.6 0.15 1554
1553 true ABF72278.1 HSV-1 UL38-like protein 52.8 9.1 1 25.3 (M:25.3) 1 1.3 32746.92 1555
1554 true ENSGALP00000002233 mindbomb E3 ubiquitin protein ligase 2 - CGNC Symbol 50989 106.2 6.4 1 25.2 (M:25.2) 1 1.5 5.3 1556
1555 true ENSGALP00000021137 estrogen receptor 1 - CGNC Symbol 9821 66.7 8.3 2 25.2 (M:25.2) 1 1.9 22.35 1557
1556 true ENSGALP00000042024 PR domain 8 - HGNC:13993 62 9.9 1 25.1 (M:25.1) 1 1 8.98 1558
1557 true ENSGALP00000040201 stanniocalcin 2 - CGNC Symbol 2088 33.3 8.1 1 25.1 (M:25.1) 1 2.6 19.62 1559
1558 true ENSGALP00000029498 potassium channel regulator - HGNC:18893 31.1 6.5 1 25.1 (M:25.1) 1 5.4 5.69 1560



1559 true ENSGALP00000006916 quinone oxidoreductase-like 2 - CGNC Symbol 52192 37.4 8.8 1 25.0 (M:25.0) 1 5.7 9.36 1561
1560 true ENSGALP00000009417 RAP1 GTPase activating protein 2 - CGNC Symbol 53207 83 6.9 1 24.9 (M:24.9) 1 1.7 22.11 1562
1561 true ENSGALP00000024455 Ras-related protein Rab-10-like - CGNC Symbol 51405 18 5.8 1 24.8 (M:24.8) 1 8.2 6.43 1563
1562 true ENSGALP00000018485 FYVE RhoGEF and PH domain containing 6 - CGNC Symbol 50618 160.5 8 1 24.7 (M:24.7) 1 0.5 2.59 1564
1563 true ENSGALP00000001779 complement component 4 binding protein alpha - CGNC Symbol 49292 48.7 5.9 1 24.7 (M:24.7) 1 3.3 2.15 1565
1564 true ENSGALP00000039950 transmembrane protein 39B - CGNC Symbol 51049 36.1 9.6 2 24.6 (M:24.6) 1 2.5 6.97 1566
1565 true ENSGALP00000000782 coiled-coil domain containing 47 - CGNC Symbol 352 55.6 4.8 1 24.6 (M:24.6) 1 1.9 2.09 1567
1566 true ENSGALP00000004714 UTP18 small subunit processome component - HGNC:24274 66.5 9.2 1 24.6 (M:24.6) 1 2.1 10.51 1568
1567 true ENSGALP00000017163 eukaryotic translation initiation factor 2 alpha kinase 2 - CGNC Symbol 8018 62.3 8.6 1 24.6 (M:24.6) 1 2.5 7.12 1569
1568 true ENSGALP00000034619 NADH-ubiquinone oxidoreductase chain 3 - UP P18938 13.1 4.2 1 24.5 (M:24.5) 1 12.9 0.47 1570
1569 true ENSGALP00000006299 protein arginine methyltransferase 3 - CGNC Symbol 2905 59.4 4.8 1 24.5 (M:24.5) 1 3.6 0.55 1571
1570 true ENSGALP00000016287 brain and reproductive organ-expressed (TNFRSF1A modulator) - CGNC Symbol 7632 43.4 5.6 1 24.4 (M:24.4) 1 1.8 6.08 1572
1571 true ENSGALP00000025669 small ArfGAP 1 - HGNC:19651 48.1 8.7 1 24.4 (M:24.4) 1 2 6.63 1573
1572 true ENSGALP00000027601 Hsap of 4: C1q and tumor necrosis factor related protein 9 - HGNC:28732 35.4 8.8 1 24.4 (M:24.4) 1 2.6 7.72 1574
1573 true ENSGALP00000007475 neutrophil cytosolic factor 2 - CGNC Symbol 3482 58.3 5.8 1 24.4 (M:24.4) 1 1.2 9.21 1575
1574 true ENSGALP00000010223 RNA binding motif protein 17 - HGNC:16944 44.8 5.8 1 24.4 (M:24.4) 1 4 7.06 1576
1575 true ENSGALP00000027258 ATP-binding cassette sub-family C (CFTR/MRP) member 4 - CGNC Symbol 12680 150 8.4 1 24.3 (M:24.3) 1 0.9 23.08 1577
1576 true ENSGALP00000040875 pleckstrin homology and RhoGEF domain containing G5 - CGNC Symbol 10024 119.9 6.1 1 24.3 (M:24.3) 1 1.1 18.47 1578
1577 true ENSGALP00000041722 BTB domain containing 10 - CGNC Symbol 4000 53.6 7.6 2 24.2 (M:24.2) 1 3.2 15.69 1579
1578 true ENSGALP00000001030 protein phosphatase 1 regulatory subunit 8 - CGNC Symbol 463 38.7 6.3 1 24.2 (M:24.2) 1 6.2 3.67 1580
1579 true ENSGALP00000013443 zinc finger CCCH-type containing 6 - CGNC Symbol 6264 131.6 8 1 24.2 (M:24.2) 1 1.4 0.58 1581
1580 true ENSGALP00000019012 phospholipase D family member 4 - CGNC Symbol 8848 50.6 6.5 1 24.2 (M:24.2) 1 3.4 2.83 1582
1581 true ENSGALP00000019955 polymerase (DNA) epsilon 2 accessory subunit - CGNC Symbol 9295 59.6 5.5 1 24.1 (M:24.1) 1 3.2 12.47 1583
1582 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 24.1 (M:24.1) 1 1 4.53 1584
1583 true ENSGALP00000042026 transmembrane protein 47 - CGNC Symbol 12167 20 6.3 1 24.1 (M:24.1) 1 6.6 12.56 1585
1584 true ENSGALP00000019087 protein disulfide isomerase family A member 5 - CGNC Symbol 8884 61.1 8.4 1 24.1 (M:24.1) 1 2.8 8.02 1586
1585 true ENSGALP00000004663 solute carrier family 12 (sodium/chloride transporter) member 3 - CGNC Symbol 2136 110.7 8.7 1 24.1 (M:24.1) 1 1.2 12.37 1587
1586 true ENSGALP00000006364 La ribonucleoprotein domain family member 1 - CGNC Symbol 2939 106.7 9.1 2 24.0 (M:24.0) 1 0.9 3.36 1588
1587 true ENSGALP00000002175 tetratricopeptide repeat domain 1 - CGNC Symbol 983 33.8 4.9 1 23.9 (M:23.9) 1 4.4 1.31 1589
1588 true ENSGALP00000042488 cytosolic iron-sulfur assembly component 1 - HGNC:14280 40.5 5.5 1 23.8 (M:23.8) 1 3 11.15 1590
1589 true ENSGALP00000007531 staufen double-stranded RNA binding protein 1 - CGNC Symbol 3511 71.6 9.5 2 23.7 (M:23.7) 1 2.4 4.65 1591
1590 true ENSGALP00000042713 cartilage intermediate layer protein 2 - HGNC:24213 91.5 8.4 1 23.6 (M:23.6) 1 1 15.91 1592
1591 true ENSGALP00000038302 zona pellucida glycoprotein 2 (sperm receptor) - CGNC Symbol 1731 77 6 1 23.5 (M:23.5) 1 1 11.94 1593
1592 true ENSGALP00000026748 EFR3 homolog A (S. cerevisiae) - CGNC Symbol 12165 92.2 6.2 2 23.5 (M:23.5) 1 0.9 11.24 1594
1593 true ENSGALP00000010447 Hsap of 1: S-phase kinase-associated protein 1 - HGNC:10899 18.6 4.4 1 23.4 (M:23.4) 1 7.4 7.09 1595
1594 true ENSGALP00000020581 reversion inducing cysteine rich protein with kazal motifs - CGNC Symbol 9582 105.6 6.1 1 23.3 (M:23.3) 1 0.6 18.3 1596
1595 true ENSGALP00000006007 general transcription factor IIA 2 - CGNC Symbol 2774 12.4 6.2 1 23.3 (M:23.3) 1 5.5 31724.37 1597
1596 true ENSGALP00000027557 PAN3 poly(A) specific ribonuclease subunit - CGNC Symbol 12837 89.5 8.5 1 23.2 (M:23.2) 1 1.1 6.07 1598
1597 true ENSGALP00000040190 pyroglutamyl-peptidase I - CGNC Symbol 17204 22.7 5.4 1 22.9 (M:22.9) 1 9.6 10.38 1599
1598 true ENSGALP00000007102 regulator of microtubule dynamics 3 - CGNC Symbol 3296 52.6 5 1 22.8 (M:22.8) 1 1.7 30204.19 1600
1599 true ENSGALP00000022913 ATPase class V type 10D - CGNC Symbol 10579 160.4 7.2 1 22.6 (M:22.6) 1 1.3 9.18 1601
1600 true ENSGALP00000010835 NADPH oxidase 1 - CGNC Symbol 5065 65 9.1 1 22.2 (M:22.2) 1 1.6 5.16 1602
1601 true ENSGALP00000005535 Gallus gallus serine peptidase inhibitor Kazal type 7 (putative) (SPINK7) transcript variant 1 mRNA. - Ref   44.3 5.6 1 21.9 (M:21.9) 1 2.5 11.42 1603
1602 true ENSGALP00000038786 proline-serine-threonine phosphatase interacting protein 2 - CGNC Symbol 1226 39.1 8.3 1 21.9 (M:21.9) 1 3.3 14.88 1604
1603 true ENSGALP00000000490 neuron navigator 1 - CGNC Symbol 53874 182.5 8.1 1 21.9 (M:21.9) 1 0.6 3.84 1605
1604 true ENSGALP00000008990 solute carrier family 44 member 3 - CGNC Symbol 4175 73.7 8.6 1 21.4 (M:21.4) 1 1.8 12.17 1606
1605 true ENSGALP00000003715 mesencephalic astrocyte derived neurotrophic factor - HGNC:15461 18.8 8.8 1 21.4 (M:21.4) 1 10.2 12.89 1607
1606 true ENSGALP00000026270 glutamate-cysteine ligase catalytic subunit - CGNC Symbol 12202 66.8 5.5 1 21.4 (M:21.4) 1 1 6.88 1608
1607 true ENSGALP00000036991 replication timing regulatory factor 1 - CGNC Symbol 9484 254.2 5.5 1 21.1 (M:21.1) 1 0.6 16.82 1609
1608 true ENSGALP00000000293 Hsap of 4: signal recognition particle 19kDa - HGNC:11300 16.3 9.9 1 21.0 (M:21.0) 1 9.6 4.27 1610
1609 true ENSGALP00000026597 E3 ubiquitin-protein ligase RNF19A-like - CGNC Symbol 51585 56 5.5 1 21.0 (M:21.0) 1 1.3 12.14 1611
1610 true ENSGALP00000033447 transmembrane protein 2-like - CGNC Symbol 11263 140.8 8.8 1 20.9 (M:20.9) 1 0.9 2.27 1612
1611 true ENSGALP00000009728 serine/threonine protein kinase MST4 - CGNC Symbol 51666 47 5.9 1 20.6 (M:20.6) 1 2.9 10.56 1613
1612 true ENSGALP00000020457 myoglobin - CGNC Symbol 9519 17.4 8 1 20.1 (M:20.1) 1 9.1 10.56 1614
1613 true ENSGALP00000009321 Hsap of 1: KIAA1161 - HGNC:19918 78.5 6 2 20.0 (M:20.0) 1 1.6 24.19 1615
1614 true ENSGALP00000016245 CXXC repeat containing interactor of PDZ3 domain - CGNC Symbol 7611 11.2 9.6 1 19.8 (M:19.8) 1 16.8 5.81 1616
1615 true ENSGALP00000017786 nucleoporin like 2 - CGNC Symbol 51302 42.4 7.6 1 19.5 (M:19.5) 1 3.1 2.06 1617
1616 true ENSGALP00000031553 dentin matrix acidic phosphoprotein 1 - CGNC Symbol 14115 45.9 4.1 1 19.3 (M:19.3) 1 4.4 13.57 1618
1617 true ENSGALP00000036966 exosome component 9 - CGNC Symbol 9008 49.3 5.4 1 19.3 (M:19.3) 1 3.6 17.9 1619
1618 true ENSGALP00000005649 lysophosphatidylcholine acyltransferase 2 - CGNC Symbol 2610 64.9 6.5 1 18.3 (M:18.3) 1 2.7 9.13 1620
1619 true ENSGALP00000010991 actin-like 7A - CGNC Symbol 5135 34.2 5.9 1 18.1 (M:18.1) 1 3.7 21.56 1621
1620 true ENSGALP00000041646 cerebellar degeneration-related protein 2 - Refseq NP_001025813 49.6 5 1 17.6 (M:17.6) 1 3.3 24.23 1622
1621 true ENSGALP00000014517 spectrin beta non-erythrocytic 5 - CGNC Symbol 6790 453 6 1 132.8 (M:132.8) 0 0 8.63 560
1622 true ENSGALP00000025287 transforming acidic coiled-coil containing protein 3 - CGNC Symbol 51849 99.5 5 1 50.1 (M:50.1) 0 0 13.64 1236



Supptbl14_ProteinTable_DiMinv_compiledfixedL
Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank

1 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 14 2351.6 (M:2351.6) 38 23.8 4.87 1
2 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 4 1888.8 (M:1888.8) 24 67.7 6.55 2
3 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 1143.4 (M:1143.4) 24 37.2 5.69 6
4 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 1778.5 (M:1778.5) 23 40.9 5 3
5 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 1171.6 (M:1171.6) 23 34.3 6.04 5
6 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 1055.9 (M:1055.9) 22 30.2 6.7 11
7 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 1 1033.8 (M:1033.8) 22 31.6 6.64 12
8 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 1021.3 (M:1021.3) 21 33.7 5.59 15
9 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 1 963.0 (M:963.0) 21 10.9 4.17 18

10 true ENSGALP00000035339 Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) mRNA     52.9 5.1 1 1433.8 (M:1433.8) 20 47.8 4.56 4
11 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 2 1118.3 (M:1118.3) 20 40.9 4.44 7
12 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 1086.8 (M:1086.8) 19 34.8 6.4 10
13 true ENSGALP00000015409 actinin alpha 1 - CGNC Symbol 48956 101.8 5.2 5 868.3 (M:868.3) 19 22.9 4.02 24
14 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 809.6 (M:809.6) 19 21.6 5.62 28
15 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 4 1100.0 (M:1100.0) 18 39.3 3.98 9
16 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 1024.5 (M:1024.5) 18 34.5 4.91 14
17 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 983.5 (M:983.5) 18 24.6 5.85 16
18 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 965.4 (M:965.4) 18 24.6 4.43 17
19 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 813.1 (M:813.1) 18 28.1 7.89 27
20 true ENSGALP00000020884 tubulin beta 2B class IIb - CGNC Symbol 51362 49.9 4.8 1 1032.9 (M:1032.9) 17 32.8 3.93 13
21 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 763.3 (M:763.3) 17 26.3 9.62 33
22 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 661.9 (M:661.9) 17 4.5 6.86 42
23 true ENSGALP00000028746 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 5251 27.8 4.7 1 753.4 (M:753.4) 16 53.9 3.57 34
24 true ENSGALP00000032274 minichromosome maintenance complex component 6 - CGNC Symbol 9378 93.2 5.3 2 617.5 (M:617.5) 16 19.2 5.7 47
25 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 582.5 (M:582.5) 16 7.1 8.8 57
26 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 2 926.5 (M:926.5) 15 34.5 6.8 20
27 true ENSGALP00000023165 heterogeneous nuclear ribonucleoprotein K - CGNC Symbol 9556 47.3 5.6 2 852.8 (M:852.8) 15 40.7 5.05 25
28 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 817.3 (M:817.3) 15 41.5 7.85 26
29 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 774.5 (M:774.5) 15 33 7.68 32
30 true ENSGALP00000041108 SATB homeobox 1 - CGNC Symbol 8550 88.1 6.2 4 612.6 (M:612.6) 15 21.2 8.18 49
31 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 555.0 (M:555.0) 15 18.9 4.58 65
32 true ENSGALP00000041526 Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) (H      11.4 11.4 1 925.7 (M:925.7) 14 65 3.97 21
33 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 886.3 (M:886.3) 14 36.3 8.13 22
34 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 2 806.8 (M:806.8) 14 36.9 6.48 29
35 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 776.3 (M:776.3) 14 10.5 5.57 31
36 true ENSGALP00000006938 annexin A6 - CGNC Symbol 49340 75.2 5.7 2 690.2 (M:690.2) 14 21.3 7.36 40
37 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 594.6 (M:594.6) 14 28.8 6.18 53
38 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 1107.1 (M:1107.1) 13 60.5 5.94 8
39 true ENSGALP00000018454 tubulin alpha 4b - CGNC Symbol 65790 52.2 5.1 1 701.8 (M:701.8) 13 29.2 8.61 38
40 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 659.1 (M:659.1) 13 37.5 6.11 43
41 true ENSGALP00000036122 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 123 27.8 4.7 2 592.4 (M:592.4) 13 33.5 6.05 54
42 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 544.1 (M:544.1) 13 13.4 7.16 69
43 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 871.0 (M:871.0) 12 29.1 7.26 23
44 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 705.2 (M:705.2) 12 44.5 7.42 37
45 true ENSGALP00000018042 actin alpha 1 skeletal muscle - CGNC Symbol 8420 42 5.2 4 682.0 (M:682.0) 12 27.1 4.77 41
46 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 601.9 (M:601.9) 12 28.1 5.87 50
47 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 3 595.5 (M:595.5) 12 25.3 6.03 52
48 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 559.1 (M:559.1) 12 19.8 8.83 63
49 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 539.1 (M:539.1) 12 6.6 9.27 71
50 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 2 454.3 (M:454.3) 12 6.6 9.19 102
51 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 941.1 (M:941.1) 11 39.8 6.41 19
52 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 796.0 (M:796.0) 11 42.1 2.3 30
53 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 635.0 (M:635.0) 11 20.7 5.04 45
54 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 630.0 (M:630.0) 11 19.2 6183.49 46
55 true ENSGALP00000036688 tubulin alpha 8a - CGNC Symbol 262 50.1 5 1 616.1 (M:616.1) 11 26.2 8.05 48
56 true ENSGALP00000025476 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 73 9 2 556.9 (M:556.9) 11 18.7 9.59 64
57 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 1 540.3 (M:540.3) 11 13.4 9.78 70
58 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 536.9 (M:536.9) 11 20.5 4.88 72
59 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 525.7 (M:525.7) 11 13.7 6.42 75
60 true ENSGALP00000006578 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 509 27.9 4.8 1 509.5 (M:509.5) 11 34.4 4.79 82
61 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 504.8 (M:504.8) 11 14.9 3.91 84
62 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 500.4 (M:500.4) 11 14 7.99 86
63 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 2 496.6 (M:496.6) 11 26 5.69 89
64 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 478.4 (M:478.4) 11 6.1 5.64 94
65 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 417.5 (M:417.5) 11 14.6 3.3 118
66 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 736.8 (M:736.8) 10 60.5 5.11 35
67 true ENSGALP00000021742 Histone H2B 1/2/3/4/6 - UP P0C1H3 13.9 10.3 3 725.2 (M:725.2) 10 50.8 4.4 36
68 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 694.9 (M:694.9) 10 26 5.27 39
69 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 636.6 (M:636.6) 10 18.9 3.04 44
70 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 597.2 (M:597.2) 10 30.9 5.39 51
71 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 571.2 (M:571.2) 10 19.8 8.77 59
72 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 570.4 (M:570.4) 10 58.3 5.85 60
73 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 545.9 (M:545.9) 10 20.1 7.4 68
74 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 514.7 (M:514.7) 10 10.2 6.37 78
75 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 512.5 (M:512.5) 10 21.4 6.22 81
76 true ENSGALP00000039133 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 5 26.6 4.7 1 500.3 (M:500.3) 10 37.6 2.06 87
77 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 3 458.4 (M:458.4) 10 15.4 6.23 101
78 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 426.6 (M:426.6) 10 17 5.27 113
79 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 424.9 (M:424.9) 10 19.3 7.39 115
80 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 1 368.6 (M:368.6) 10 6.7 6.71 140
81 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 352.1 (M:352.1) 10 13.9 10.74 156
82 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 587.9 (M:587.9) 9 32.4 4.65 55
83 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 2 585.3 (M:585.3) 9 42.7 6.33 56
84 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 561.3 (M:561.3) 9 13.6 3.93 62
85 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 2 554.8 (M:554.8) 9 25.5 4.06 66
86 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 534.8 (M:534.8) 9 24.9 3.86 73
87 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 533.8 (M:533.8) 9 7.4 5.45 74
88 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 494.4 (M:494.4) 9 19.8 6039.61 90
89 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 494.1 (M:494.1) 9 38.8 8.97 91
90 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 488.7 (M:488.7) 9 30.5 5.67 92
91 true ENSGALP00000002695 ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - CGNC Symbo  59.9 9.2 2 486.5 (M:486.5) 9 18.4 8.51 93
92 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 447.0 (M:447.0) 9 21.7 11.61 104
93 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 440.1 (M:440.1) 9 15.4 5.34 107
94 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 437.1 (M:437.1) 9 14.6 3.17 108
95 true ENSGALP00000005643 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC Symbo  64.4 8.4 1 435.5 (M:435.5) 9 19.6 8.12 110
96 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 425.7 (M:425.7) 9 12.1 5.14 114
97 true ENSGALP00000021028 radixin - CGNC Symbol 49356 68.4 5.9 1 423.9 (M:423.9) 9 13.1 4.9 116
98 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 415.0 (M:415.0) 9 14.4 6.34 119
99 true ENSGALP00000014105 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC Symb  35 10 1 405.0 (M:405.0) 9 25.7 6.86 123

100 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 2 399.3 (M:399.3) 9 10.9 7.06 125
101 true ENSGALP00000023085 actinin alpha 4 - CGNC Symbol 49612 71.6 5.7 1 380.1 (M:380.1) 9 14.9 3.45 133
102 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 375.8 (M:375.8) 9 11.4 7.57 135



103 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 364.2 (M:364.2) 9 21.6 8.9 143
104 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 363.0 (M:363.0) 9 15.1 6.61 145
105 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 362.4 (M:362.4) 9 15.2 6.66 146
106 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 341.5 (M:341.5) 9 31.1 5.74 166
107 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 327.9 (M:327.9) 9 4.9 8.09 180
108 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 291.9 (M:291.9) 9 8.8 9.71 216
109 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 582.1 (M:582.1) 8 15 11.25 58
110 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 3 567.4 (M:567.4) 8 41.1 3.82 61
111 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 552.6 (M:552.6) 8 36.4 5.62 67
112 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 523.9 (M:523.9) 8 47.2 6.03 76
113 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 521.0 (M:521.0) 8 8 8.9 77
114 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 512.9 (M:512.9) 8 22 8.53 80
115 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 505.0 (M:505.0) 8 18.3 4.43 83
116 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 471.0 (M:471.0) 8 36.7 5.61 97
117 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 462.9 (M:462.9) 8 13.8 4.53 99
118 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 436.9 (M:436.9) 8 16.3 6.72 109
119 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 433.2 (M:433.2) 8 15.1 4.56 111
120 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 409.9 (M:409.9) 8 18.2 5.06 120
121 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 408.9 (M:408.9) 8 20.3 10.15 121
122 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 387.4 (M:387.4) 8 12.4 6.89 129
123 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 385.3 (M:385.3) 8 16.8 4.93 130
124 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 1 373.1 (M:373.1) 8 21.3 4.19 137
125 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 370.7 (M:370.7) 8 20 3.58 139
126 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 360.2 (M:360.2) 8 30.2 8.39 148
127 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 357.3 (M:357.3) 8 17.9 10.42 151
128 true ENSGALP00000035815 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 6 - CGNC Symb  29.1 9.7 1 354.9 (M:354.9) 8 26.6 5.4 154
129 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 351.5 (M:351.5) 8 20.6 7.68 157
130 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 350.4 (M:350.4) 8 21.8 5.45 158
131 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 340.3 (M:340.3) 8 26.4 11.24 167
132 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 336.0 (M:336.0) 8 22.5 4.94 171
133 true ENSGALP00000040638 no description available 164.1 6.1 1 333.6 (M:333.6) 8 6.7 2.77 172
134 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 332.1 (M:332.1) 8 6.6 5.18 173
135 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 327.9 (M:327.9) 8 8.7 5.81 181
136 true ENSGALP00000010888 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 5039 28.3 4.8 2 322.7 (M:322.7) 8 19.8 4.37 186
137 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 308.9 (M:308.9) 8 13.5 5 196
138 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 308.7 (M:308.7) 8 10.8 6.19 198
139 true ENSGALP00000002252 zeta-chain (TCR) associated protein kinase 70kDa - CGNC Symbol 1027 69.5 7.2 1 308.6 (M:308.6) 8 13.8 4.36 199
140 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 291.3 (M:291.3) 8 4.5 7.81 217
141 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 282.5 (M:282.5) 8 6.6 6.66 228
142 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 281.4 (M:281.4) 8 19.1 5.1 229
143 true ENSGALP00000016490 dedicator of cytokinesis 8 - CGNC Symbol 7720 238.9 6.3 1 278.5 (M:278.5) 8 3.9 6.87 233
144 true ENSGALP00000012376 signal transducer and activator of transcription 1 91kDa - CGNC Symbol 52118 86.4 7.8 1 276.7 (M:276.7) 8 12.8 6.78 235
145 true ENSGALP00000005944 phospholipase C gamma 1 - CGNC Symbol 50935 146.9 5.7 1 197.2 (M:197.2) 8 6 10.38 379
146 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 513.1 (M:513.1) 7 22.4 7.82 79
147 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 474.8 (M:474.8) 7 29.9 3.85 95
148 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 2 474.7 (M:474.7) 7 36.1 4.55 96
149 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 1 470.7 (M:470.7) 7 26.5 4.01 98
150 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 460.1 (M:460.1) 7 27.8 4.31 100
151 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 442.8 (M:442.8) 7 47.1 4.86 105
152 true ENSGALP00000037001 ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC Symbol 21.4 8.1 4 442.2 (M:442.2) 7 37.5 4.55 106
153 true ENSGALP00000043135 titin - CGNC Symbol 52134 3397.7 6 1 430.0 (M:430.0) 7 0.2 14.62 112
154 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 394.5 (M:394.5) 7 24.9 4.7 126
155 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 392.8 (M:392.8) 7 10.3 7.02 128
156 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 376.2 (M:376.2) 7 19 10.69 134
157 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 364.7 (M:364.7) 7 21.7 2.93 141
158 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 364.4 (M:364.4) 7 13.9 6.05 142
159 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 358.1 (M:358.1) 7 15 4.07 150
160 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 357.2 (M:357.2) 7 22 7.4 152
161 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 354.8 (M:354.8) 7 19.5 4.92 155
162 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 348.9 (M:348.9) 7 27.2 6.32 159
163 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 346.7 (M:346.7) 7 14 13.05 161
164 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 344.5 (M:344.5) 7 11.5 7.55 163
165 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 337.8 (M:337.8) 7 33.5 2.96 170
166 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 2 328.3 (M:328.3) 7 17.2 2.49 179
167 true ENSGALP00000016509 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - CG   176.7 8.2 1 319.7 (M:319.7) 7 5.4 10.25 188
168 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 315.2 (M:315.2) 7 18.4 5.31 190
169 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 313.8 (M:313.8) 7 17.6 5.24 192
170 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 2 313.2 (M:313.2) 7 23 5.38 193
171 true ENSGALP00000033650 FYN binding protein - CGNC Symbol 2773 92 7.2 2 294.1 (M:294.1) 7 11.7 6.87 214
172 true ENSGALP00000005182 signal transducer and activator of transcription 5B - CGNC Symbol 49373 90 5.9 1 267.5 (M:267.5) 7 11.7 5.5 248
173 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 261.9 (M:261.9) 7 11 5.83 253
174 true ENSGALP00000008082 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - CG   110.5 5.3 1 260.1 (M:260.1) 7 8 3.52 256
175 true ENSGALP00000000666 phosphoglucomutase 2 - CGNC Symbol 52790 67.9 6.9 1 252.3 (M:252.3) 7 11.8 8710.33 266
176 true ENSGALP00000009662 protein kinase C beta - CGNC Symbol 50286 73.6 6.5 2 240.7 (M:240.7) 7 9.7 10.33 284
177 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 226.5 (M:226.5) 7 7.5 5.33 310
178 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 211.9 (M:211.9) 7 6.8 10.39 340
179 true ENSGALP00000021707 Nipped-B homolog-like - Refseq NP_001244277 312.7 7.6 2 187.4 (M:187.4) 7 2.3 8.96 405
180 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 2 502.7 (M:502.7) 6 26.2 5.59 85
181 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 497.4 (M:497.4) 6 27.9 2.2 88
182 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 447.2 (M:447.2) 6 23.3 11.73 103
183 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 404.6 (M:404.6) 6 12.3 3.94 124
184 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 393.2 (M:393.2) 6 19.8 7.76 127
185 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 2 382.1 (M:382.1) 6 16.2 4.25 131
186 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 375.2 (M:375.2) 6 34.1 3.85 136
187 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 359.2 (M:359.2) 6 24.5 5.19 149
188 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 345.2 (M:345.2) 6 11.4 3.74 162
189 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 343.5 (M:343.5) 6 11.2 3.98 164
190 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 3 343.4 (M:343.4) 6 16.3 8.62 165
191 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 339.8 (M:339.8) 6 17.7 3.46 168
192 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 338.1 (M:338.1) 6 21.1 3.7 169
193 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 332.0 (M:332.0) 6 9.2 8.27 174
194 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 328.8 (M:328.8) 6 3.7 6.12 176
195 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 1 328.6 (M:328.6) 6 8.4 6.08 178
196 true ENSGALP00000026633 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      85.7 9.3 1 327.8 (M:327.8) 6 8.3 6.89 182
197 true ENSGALP00000039050 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 94 5.3 2 327.0 (M:327.0) 6 9.6 2.65 183
198 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 3 325.2 (M:325.2) 6 16.2 6.41 184
199 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 323.3 (M:323.3) 6 36.9 2.3 185
200 true ENSGALP00000015665 no description available 32.6 5.7 3 314.3 (M:314.3) 6 23.5 6.94 191
201 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 309.4 (M:309.4) 6 12.3 3.93 194
202 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 309.3 (M:309.3) 6 14.7 7.53 195
203 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 2 308.8 (M:308.8) 6 5.5 7.53 197
204 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 1 306.8 (M:306.8) 6 21 6.98 200
205 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 306.4 (M:306.4) 6 22.7 4.08 201
206 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 305.8 (M:305.8) 6 5.9 7.52 202



207 true ENSGALP00000017250 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 4 - CGNC Symb  32.9 9.7 1 305.6 (M:305.6) 6 17.8 8.1 203
208 true ENSGALP00000039796 Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq mRNA 54.4 8.9 1 303.1 (M:303.1) 6 14.3 8.35 205
209 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 298.2 (M:298.2) 6 8 9.41 209
210 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 2 297.6 (M:297.6) 6 41.9 5.98 210
211 true ENSGALP00000003612 CCR4-NOT transcription complex subunit 1 - CGNC Symbol 64685 266.6 6.7 1 297.4 (M:297.4) 6 3.1 6 211
212 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 296.6 (M:296.6) 6 30 8.34 213
213 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 292.2 (M:292.2) 6 16.6 5.27 215
214 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 290.6 (M:290.6) 6 9.5 2.8 218
215 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 1 288.8 (M:288.8) 6 15.2 7.81 220
216 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 288.4 (M:288.4) 6 6.3 3.68 222
217 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 286.9 (M:286.9) 6 5.2 3.29 223
218 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 282.6 (M:282.6) 6 15.3 3.56 227
219 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 276.8 (M:276.8) 6 20.3 6.3 234
220 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 2 276.4 (M:276.4) 6 26.8 8.93 236
221 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 273.0 (M:273.0) 6 5.1 12.47 240
222 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 2 272.2 (M:272.2) 6 8 7.09 241
223 true ENSGALP00000026579 zinc finger protein 512 - CGNC Symbol 12362 64.6 10 1 269.6 (M:269.6) 6 13 7.68 244
224 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 268.5 (M:268.5) 6 33.6 6.48 247
225 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 264.5 (M:264.5) 6 14.8 5.62 250
226 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 263.8 (M:263.8) 6 36.4 6.37 252
227 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 261.2 (M:261.2) 6 7.3 3.89 254
228 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 259.1 (M:259.1) 6 10.5 4.88 257
229 true ENSGALP00000016102 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 5 - CG   116.6 8.7 3 258.1 (M:258.1) 6 7 4.58 258
230 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 256.5 (M:256.5) 6 20.2 9.62 259
231 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 1 255.7 (M:255.7) 6 7.8 7.22 261
232 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 253.7 (M:253.7) 6 8.6 4.85 264
233 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 250.9 (M:250.9) 6 17.1 8.47 270
234 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 250.2 (M:250.2) 6 26.5 7.79 271
235 true ENSGALP00000038155 Hsap of 1: serine and arginine rich splicing factor 7 - HGNC:10789 28.7 11.9 3 244.4 (M:244.4) 6 28.4 7.27 277
236 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 2 243.8 (M:243.8) 6 16.4 7.51 278
237 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 243.7 (M:243.7) 6 23.2 10.16 279
238 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 243.7 (M:243.7) 6 12.3 4.13 280
239 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 243.5 (M:243.5) 6 9.9 6.46 281
240 true ENSGALP00000005161 signal transducer and activator of transcription 3 (acute-phase response factor) - CGNC Symbol 2374 88.1 5.9 1 239.9 (M:239.9) 6 10.4 3.47 285
241 true ENSGALP00000004614 thyroid hormone receptor interactor 12 - CGNC Symbol 2117 225.6 8.9 1 238.2 (M:238.2) 6 4.1 9.71 288
242 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 235.6 (M:235.6) 6 7.8 4.71 293
243 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 234.4 (M:234.4) 6 13 6.75 296
244 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 218.0 (M:218.0) 6 30.3 5.13 328
245 true ENSGALP00000038124 fatty acid synthase - CGNC Symbol 1983 274.6 5.9 2 217.4 (M:217.4) 6 2.9 5.15 330
246 true ENSGALP00000038037 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 113.3 8.9 2 216.8 (M:216.8) 6 6.7 11.13 334
247 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 216.7 (M:216.7) 6 7.7 5.68 335
248 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 203.2 (M:203.2) 6 31.5 6.16 360
249 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 202.2 (M:202.2) 6 7.7 8.91 364
250 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 1 200.4 (M:200.4) 6 20.1 6.01 369
251 true ENSGALP00000000734 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 19.3 11.6 2 196.6 (M:196.6) 6 34.8 8.71 380
252 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 194.4 (M:194.4) 6 5.2 9.53 384
253 true ENSGALP00000007565 obscurin cytoskeletal calmodulin and titin-interacting RhoGEF - CGNC Symbol 3527 992 6 1 182.7 (M:182.7) 6 0.8 14.26 416
254 true ENSGALP00000006278 protein kinase C alpha - CGNC Symbol 50506 76.8 6.4 1 177.6 (M:177.6) 6 9.5 11.69 428
255 true ENSGALP00000026406 ribosomal protein S6 kinase 90kDa polypeptide 3 - CGNC Symbol 12282 80.6 7 3 173.6 (M:173.6) 6 11.1 11.32 439
256 true ENSGALP00000005212 histone deacetylase 1 - CGNC Symbol 2394 54.9 5.3 2 169.2 (M:169.2) 6 11 3.78 457
257 true ENSGALP00000003296 lymphocyte cytosolic protein 2 (SH2 domain containing leukocyte protein of 76kDa) - CGNC Symbol 15 59.5 5.9 4 167.5 (M:167.5) 6 11.9 7.07 461
258 true ENSGALP00000004840 replication protein A1 - CGNC Symbol 2225 68 8.1 1 113.4 (M:113.4) 6 9.9 7.78 678
259 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 1 420.2 (M:420.2) 5 18.6 7733.34 117
260 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 406.9 (M:406.9) 5 18 7.06 122
261 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 381.5 (M:381.5) 5 20.8 4182.24 132
262 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 372.9 (M:372.9) 5 41.3 9.9 138
263 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 363.3 (M:363.3) 5 41.3 9.32 144
264 true ENSGALP00000007379 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 4 39 5.5 5 355.4 (M:355.4) 5 17.4 5.89 153
265 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 346.9 (M:346.9) 5 21.4 14.55 160
266 true ENSGALP00000000054 G protein subunit alpha i3 - HGNC:4387 39.1 5.6 1 332.0 (M:332.0) 5 17.2 6.68 175
267 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 328.6 (M:328.6) 5 20.5 14384.67 177
268 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 320.6 (M:320.6) 5 16.4 3.59 187
269 true ENSGALP00000030296 myosin light chain 12A regulatory non-sarcomeric - CGNC Symbol 49735 19.9 4.6 3 302.4 (M:302.4) 5 34.9 10.13 206
270 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 298.9 (M:298.9) 5 62.7 9678.81 207
271 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 298.7 (M:298.7) 5 8.9 5.36 208
272 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 296.9 (M:296.9) 5 37.3 15451.37 212
273 true ENSGALP00000003584 H3 histone family 3B - CGNC Symbol 49711 15.3 11.3 2 286.5 (M:286.5) 5 17.6 7.78 224
274 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 284.4 (M:284.4) 5 15.2 7.47 225
275 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 283.9 (M:283.9) 5 18.4 3.74 226
276 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 275.9 (M:275.9) 5 22.3 10.75 237
277 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 271.2 (M:271.2) 5 16.1 12.58 243
278 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 269.3 (M:269.3) 5 15.1 4.07 245
279 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 267.4 (M:267.4) 5 7.2 8.46 249
280 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 256.2 (M:256.2) 5 17.4 11635.78 260
281 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 255.3 (M:255.3) 5 8.5 7.27 262
282 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 254.7 (M:254.7) 5 7.5 4324.1 263
283 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 251.5 (M:251.5) 5 26.7 10.45 267
284 true ENSGALP00000000304 dihydropyrimidinase-like 2 - CGNC Symbol 129 62.3 6 6 251.5 (M:251.5) 5 10 11.48 268
285 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 251.5 (M:251.5) 5 23.8 9 269
286 true ENSGALP00000004108 differentially expressed in FDCP 6 homolog (mouse) - CGNC Symbol 1882 73.2 5.7 1 247.4 (M:247.4) 5 8.3 5.19 273
287 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 247.3 (M:247.3) 5 9.4 11.05 274
288 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 246.3 (M:246.3) 5 11.3 10.17 275
289 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 245.9 (M:245.9) 5 11.7 5.85 276
290 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 242.2 (M:242.2) 5 19.7 4.71 282
291 true ENSGALP00000042659 B-cell lymphoma/leukemia 11B-like - CGNC Symbol 63941 73.9 6.7 2 241.8 (M:241.8) 5 11 5.82 283
292 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 239.5 (M:239.5) 5 11.4 7.47 286
293 true ENSGALP00000038313 dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 7 48.7 5.4 1 237.1 (M:237.1) 5 11.8 7.12 289
294 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 235.6 (M:235.6) 5 6.6 6.28 294
295 true ENSGALP00000003234 dedicator of cytokinesis 2 - CGNC Symbol 1476 212.8 7 1 234.7 (M:234.7) 5 3.6 4.39 295
296 true ENSGALP00000001909 nuclear mitotic apparatus protein 1 - CGNC Symbol 859 238 5.9 2 234.1 (M:234.1) 5 3.9 11.94 297
297 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 1 233.4 (M:233.4) 5 16.8 8.17 298
298 true ENSGALP00000013808 stromal antigen 2 - CGNC Symbol 51718 145.7 5.3 1 233.2 (M:233.2) 5 5.1 9.99 299
299 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 229.9 (M:229.9) 5 12.1 6.97 303
300 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 229.7 (M:229.7) 5 14.6 5.44 304
301 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 229.1 (M:229.1) 5 31.5 7.82 305
302 true ENSGALP00000039011 ubiquitin specific peptidase 7 (herpes virus-associated) - CGNC Symbol 5523 125.4 5.4 1 228.3 (M:228.3) 5 5.9 8.61 307
303 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 227.8 (M:227.8) 5 24.6 3.02 308
304 true ENSGALP00000010376 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 - CGNC Symbol 4852 86.9 6 1 226.9 (M:226.9) 5 7.6 13.13 309
305 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 226.2 (M:226.2) 5 13.3 12.31 311
306 true ENSGALP00000008398 phenylalanyl-tRNA synthetase beta subunit - CGNC Symbol 3896 65.9 6 1 223.3 (M:223.3) 5 9.5 7.34 313
307 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 223.2 (M:223.2) 5 12.9 8.79 314
308 true ENSGALP00000036405 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 44.1 6.7 2 222.9 (M:222.9) 5 13.6 10.06 315
309 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 222.0 (M:222.0) 5 10.5 10.96 317
310 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 221.6 (M:221.6) 5 18.4 8.32 319



311 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 220.6 (M:220.6) 5 26.5 11.14 320
312 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 219.6 (M:219.6) 5 10.9 7.88 324
313 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 3 215.6 (M:215.6) 5 24.2 5.31 336
314 true ENSGALP00000008341 glutathione S-transferase theta 1-like - CGNC Symbol 55583 29.9 8.6 1 209.6 (M:209.6) 5 19.6 3.45 342
315 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 205.8 (M:205.8) 5 25.6 6.49 352
316 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 205.2 (M:205.2) 5 3.9 12.57 356
317 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 204.3 (M:204.3) 5 22.2 6849.81 358
318 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 202.9 (M:202.9) 5 17.6 4.65 362
319 true ENSGALP00000011071 glutaminyl-tRNA synthetase - CGNC Symbol 5185 86.9 6.5 1 199.0 (M:199.0) 5 6.9 5.84 375
320 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 198.5 (M:198.5) 5 4.4 6.09 377
321 true ENSGALP00000010935 Cbl proto-oncogene E3 ubiquitin protein ligase - CGNC Symbol 49015 95.5 5.6 1 195.3 (M:195.3) 5 8.4 9.64 381
322 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 2 194.9 (M:194.9) 5 15.6 9.25 382
323 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 192.8 (M:192.8) 5 14.4 9.81 387
324 true ENSGALP00000012171 LUC7-like (S. cerevisiae) - CGNC Symbol 5684 43.6 10.2 1 192.4 (M:192.4) 5 16.2 7.37 390
325 true ENSGALP00000000468 Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq mRNA N 46.2 7.1 1 191.0 (M:191.0) 5 13.6 10.9 398
326 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 184.9 (M:184.9) 5 7.8 13.64 409
327 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 184.4 (M:184.4) 5 10 12.11 411
328 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 1 182.6 (M:182.6) 5 13.4 9.45 417
329 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 181.8 (M:181.8) 5 6.1 6.94 418
330 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 179.4 (M:179.4) 5 16.5 4.11 425
331 true ENSGALP00000027194 tripeptidyl peptidase II - CGNC Symbol 12657 144.1 6.1 1 176.9 (M:176.9) 5 5.1 6.45 431
332 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 173.2 (M:173.2) 5 36.7 8.89 443
333 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 172.3 (M:172.3) 5 16.4 2.94 446
334 true ENSGALP00000005822 topoisomerase (DNA) I - CGNC Symbol 2691 88.6 9.4 3 171.4 (M:171.4) 5 7.9 3.03 451
335 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 170.7 (M:170.7) 5 13.8 2.12 455
336 true ENSGALP00000026307 Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 50 51.1 8.5 1 164.2 (M:164.2) 5 14 6.83 465
337 true ENSGALP00000012086 glutamic-oxaloacetic transaminase 1 soluble - CGNC Symbol 5645 45.9 8.2 1 163.6 (M:163.6) 5 10.4 11684.02 468
338 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 161.2 (M:161.2) 5 7.5 16250.71 474
339 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 155.2 (M:155.2) 5 19.6 13.19 493
340 true ENSGALP00000037515 PC4 and SFRS1 interacting protein 1 - CGNC Symbol 54295 64.8 9.2 3 153.2 (M:153.2) 5 8.8 8.3 503
341 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 151.4 (M:151.4) 5 28.5 8.21 511
342 true ENSGALP00000013398 TATA-box binding protein associated factor 5 - CGNC Symbol 52068 85.5 5.4 1 149.8 (M:149.8) 5 8.5 8.17 517
343 true ENSGALP00000026044 argonaute RISC catalytic component 2 - CGNC Symbol 64972 97.8 9.3 3 148.2 (M:148.2) 5 5.8 7.86 523
344 true ENSGALP00000026663 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      50.8 9.4 1 146.4 (M:146.4) 5 11.8 11.17 530
345 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 139.3 (M:139.3) 5 6.8 7.74 546
346 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 135.1 (M:135.1) 5 3.9 10.64 560
347 true ENSGALP00000012293 ribosomal protein L35a - CGNC Symbol 5744 15.7 11.6 1 129.2 (M:129.2) 5 21.8 10.47 589
348 true ENSGALP00000003357 thyroid hormone receptor associated protein 3 - CGNC Symbol 51043 109.8 10.2 1 128.3 (M:128.3) 5 6.1 7.84 597
349 true ENSGALP00000027700 dynein cytoplasmic 2 heavy chain 1 - CGNC Symbol 12906 491.7 6 1 127.1 (M:127.1) 5 1 12894.42 602
350 true ENSGALP00000027805 folate hydrolase (prostate-specific membrane antigen) 1 - CGNC Symbol 50896 84 6.2 1 120.1 (M:120.1) 5 6.5 17.41 638
351 true ENSGALP00000022023 nucleoporin 98kDa - CGNC Symbol 10169 195.3 5.7 1 115.4 (M:115.4) 5 2.8 11.97 662
352 true ENSGALP00000040466 UDP-glucose glycoprotein glucosyltransferase 1 - CGNC Symbol 1529 173.5 5.3 1 115.2 (M:115.2) 5 3 11.25 665
353 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 110.7 (M:110.7) 5 12 5.88 699
354 true ENSGALP00000016689 protein phosphatase 2 catalytic subunit beta isozyme - CGNC Symbol 7816 35.5 5.2 2 361.7 (M:361.7) 4 21 10.53 147
355 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 319.4 (M:319.4) 4 20.8 4.84 189
356 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 303.6 (M:303.6) 4 14.9 2.87 204
357 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 288.7 (M:288.7) 4 19.3 4.44 221
358 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 280.6 (M:280.6) 4 11.8 10.02 230
359 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 280.2 (M:280.2) 4 17.9 6.89 231
360 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 279.4 (M:279.4) 4 27.9 12.6 232
361 true ENSGALP00000022269 phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide synth     48.1 8.5 1 274.6 (M:274.6) 4 12.9 6.8 238
362 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 273.6 (M:273.6) 4 18.3 8.56 239
363 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 272.0 (M:272.0) 4 3.8 6766.38 242
364 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 268.9 (M:268.9) 4 15 5.67 246
365 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 2 264.1 (M:264.1) 4 20.1 5.26 251
366 true ENSGALP00000013240 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 272.2 5.4 2 260.7 (M:260.7) 4 2.6 4.92 255
367 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 1 253.0 (M:253.0) 4 11.7 6.89 265
368 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 249.8 (M:249.8) 4 24.2 8.08 272
369 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 237.1 (M:237.1) 4 28.1 7.85 290
370 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 1 237.0 (M:237.0) 4 10.9 7.51 291
371 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 236.3 (M:236.3) 4 17.9 5.36 292
372 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 232.6 (M:232.6) 4 29.2 5.78 300
373 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 231.7 (M:231.7) 4 5.6 8.42 301
374 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 231.0 (M:231.0) 4 10.5 5.79 302
375 true ENSGALP00000021333 IKAROS family zinc finger 1 (Ikaros) - CGNC Symbol 49585 57.6 6.1 1 229.1 (M:229.1) 4 8.9 6.55 306
376 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 220.6 (M:220.6) 4 17.9 4.45 321
377 true ENSGALP00000002520 septin 2-like - CGNC Symbol 50343 40.2 6.1 1 220.4 (M:220.4) 4 13.2 7.06 322
378 true ENSGALP00000035738 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 38.9 8.5 1 220.3 (M:220.3) 4 20.2 14.03 323
379 true ENSGALP00000013843 THO complex 2 - CGNC Symbol 6452 170.8 8.3 1 219.1 (M:219.1) 4 3.4 3.42 325
380 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 2 218.2 (M:218.2) 4 12.1 11.68 326
381 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 218.1 (M:218.1) 4 13.3 6876.55 327
382 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 217.4 (M:217.4) 4 30.7 9125.04 329
383 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 217.0 (M:217.0) 4 12.7 5.69 332
384 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 216.8 (M:216.8) 4 13 7.19 333
385 true ENSGALP00000043090 ELAV like RNA binding protein 1 - CGNC Symbol 49416 30.2 9.7 2 214.6 (M:214.6) 4 17.2 7.15 337
386 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 212.7 (M:212.7) 4 5.6 5.66 338
387 true ENSGALP00000040985 aldo-keto reductase family 1 member B1-like (aldose reductase) - CGNC Symbol 50692 35.8 7.1 5 210.8 (M:210.8) 4 12 7.79 341
388 true ENSGALP00000017288 caspase 3 apoptosis-related cysteine peptidase - CGNC Symbol 8080 31.7 6.5 2 209.5 (M:209.5) 4 14.1 11.98 343
389 true ENSGALP00000039575 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 37.3 5.6 2 209.2 (M:209.2) 4 13.2 16986.07 344
390 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 208.2 (M:208.2) 4 9.2 6.63 347
391 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 206.9 (M:206.9) 4 75 12729.94 349
392 true ENSGALP00000017123 lymphoid enhancer binding factor 1 - CGNC Symbol 7997 40.8 6.7 1 206.0 (M:206.0) 4 15.2 9.7 351
393 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 205.7 (M:205.7) 4 13.9 6.33 353
394 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 205.7 (M:205.7) 4 8.9 7.79 354
395 true ENSGALP00000041937 tropomyosin 2 (beta) - CGNC Symbol 49799 28.7 4.7 7 204.0 (M:204.0) 4 15.3 11782.43 359
396 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 203.2 (M:203.2) 4 38.6 9.42 361
397 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 3 202.3 (M:202.3) 4 11.7 5.84 363
398 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 202.1 (M:202.1) 4 10.9 9.99 365
399 true ENSGALP00000007481 BUD31 homolog - CGNC Symbol 3487 17 9.1 1 200.8 (M:200.8) 4 27.8 11.34 367
400 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 200.6 (M:200.6) 4 17.3 8326.31 368
401 true ENSGALP00000009351 protein phosphatase 1 regulatory subunit 7 - CGNC Symbol 4354 34.3 5.1 1 200.1 (M:200.1) 4 17.6 8.03 371
402 true ENSGALP00000013837 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 6450 50.6 9 1 199.5 (M:199.5) 4 11.5 13.99 372
403 true ENSGALP00000027299 ES1 protein homolog mitochondrial-like - CGNC Symbol 50857 26.4 6.5 2 199.4 (M:199.4) 4 16.4 3.56 373
404 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 199.0 (M:199.0) 4 12.1 13.58 374
405 true ENSGALP00000035973 phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase phosphoribosyla      106.5 7.5 1 198.9 (M:198.9) 4 5.4 9.06 376
406 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 2 198.2 (M:198.2) 4 6.1 8.13 378
407 true ENSGALP00000022674 ubiquilin 4 - CGNC Symbol 52757 59.5 5.1 1 194.6 (M:194.6) 4 10.2 8.32 383
408 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 192.5 (M:192.5) 4 15.5 8.24 389
409 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 192.2 (M:192.2) 4 18.7 3.85 391
410 true ENSGALP00000004982 coatomer protein complex subunit epsilon - CGNC Symbol 2286 34.3 5 1 191.1 (M:191.1) 4 14.9 0.9 395
411 true ENSGALP00000031725 Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA NM_ 12.9 4.8 1 191.1 (M:191.1) 4 50.9 5.57 396
412 true ENSGALP00000002398 acidic (leucine-rich) nuclear phosphoprotein 32 family member B - CGNC Symbol 51177 29.9 3.8 1 190.9 (M:190.9) 4 14.5 8.91 399
413 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 189.2 (M:189.2) 4 3.4 8.21 404
414 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 187.1 (M:187.1) 4 22.8 10.9 406



415 true ENSGALP00000006213 ubiquitin protein ligase E3 component n-recognin 4 - CGNC Symbol 51004 567.4 5.7 1 186.0 (M:186.0) 4 1 7.27 408
416 true ENSGALP00000007355 ataxin 2 - CGNC Symbol 3422 118.2 9.3 1 183.8 (M:183.8) 4 5.7 3.33 414
417 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 181.7 (M:181.7) 4 17.3 4.94 419
418 true ENSGALP00000042497 RAR-related orphan receptor C - CGNC Symbol 58847 55.6 9.7 1 181.4 (M:181.4) 4 11.4 7.4 420
419 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 181.3 (M:181.3) 4 23.2 5.1 421
420 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 181.3 (M:181.3) 4 3.5 8.81 422
421 true ENSGALP00000019569 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 50650 40.2 5.1 1 179.7 (M:179.7) 4 11.6 16.03 423
422 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 177.8 (M:177.8) 4 6.4 5.95 427
423 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 177.2 (M:177.2) 4 21.9 6.85 429
424 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 177.1 (M:177.1) 4 13.2 4.13 430
425 true ENSGALP00000042357 H2A histone family member X - HGNC:4739 15 10.9 1 175.9 (M:175.9) 4 16.1 7.91 433
426 true ENSGALP00000037708 proteasome 26S subunit ATPase 3 - CGNC Symbol 6143 47.2 5.1 1 175.2 (M:175.2) 4 14.9 5.38 434
427 true ENSGALP00000034956 no description available 21.4 10.2 3 173.9 (M:173.9) 4 14.1 4.58 438
428 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 2 173.4 (M:173.4) 4 8.1 12.93 440
429 true ENSGALP00000039728 Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA NM_00130 8.5 9 1 173.3 (M:173.3) 4 26.3 2.75 441
430 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 173.3 (M:173.3) 4 19.9 6.16 442
431 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 173.2 (M:173.2) 4 11.6 10.32 444
432 true ENSGALP00000005129 CWF19-like 1 cell cycle control (S. pombe) - CGNC Symbol 2360 59.9 7.5 1 171.7 (M:171.7) 4 10.3 6.61 449
433 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 169.9 (M:169.9) 4 8.8 10.27 456
434 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 168.0 (M:168.0) 4 17.5 11.59 459
435 true ENSGALP00000012383 ribonucleic acid export 1 - CGNC Symbol 5777 47.4 9.2 1 164.9 (M:164.9) 4 12.8 8.18 464
436 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 2 160.7 (M:160.7) 4 38.7 8.56 476
437 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 160.4 (M:160.4) 4 19 6.1 477
438 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 159.1 (M:159.1) 4 5.8 7.62 480
439 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 159.1 (M:159.1) 4 14.2 5.04 481
440 true ENSGALP00000005794 spen family transcriptional repressor - CGNC Symbol 2675 397.1 6.9 1 158.5 (M:158.5) 4 1.5 9.29 484
441 true ENSGALP00000010267 H2A histone family member Y - CGNC Symbol 4787 39.2 9.8 3 154.9 (M:154.9) 4 12.7 9.32 494
442 true ENSGALP00000023295 chromodomain helicase DNA binding protein 5 - HGNC:16816 197.2 5.8 1 154.7 (M:154.7) 4 2.3 12.18 495
443 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 154.2 (M:154.2) 4 19 4.22 497
444 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 1 154.1 (M:154.1) 4 35.9 10.51 499
445 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 154.0 (M:154.0) 4 18.3 6.1 500
446 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 152.9 (M:152.9) 4 1.6 8.71 504
447 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 152.7 (M:152.7) 4 3.5 6.67 505
448 true ENSGALP00000005453 DnaJ heat shock protein family (Hsp40) member C7 - CGNC Symbol 2515 55.4 6.6 1 152.7 (M:152.7) 4 8.4 4.87 506
449 true ENSGALP00000008839 adrenergic beta receptor kinase 2 - CGNC Symbol 4110 75.7 7.6 1 152.2 (M:152.2) 4 6.6 12.55 508
450 true ENSGALP00000010190 histone deacetylase 7 - CGNC Symbol 4743 103.4 7 2 151.6 (M:151.6) 4 5.3 11.48 510
451 true ENSGALP00000038576 GTPase IMAP family member 7-like - CGNC Symbol 53739 25.3 7.8 2 150.3 (M:150.3) 4 17.6 9.43 515
452 true ENSGALP00000042870 aminoacylase 1 - CGNC Symbol 64270 45.9 6 1 146.6 (M:146.6) 4 14 6.36 528
453 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 142.0 (M:142.0) 4 3.6 9.53 539
454 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 140.6 (M:140.6) 4 17.1 6.23 542
455 true ENSGALP00000012240 amyloid beta (A4) precursor protein-binding family B member 1 interacting protein - CGNC Symbol 571 72.8 5.7 1 139.0 (M:139.0) 4 5.2 3.46 547
456 true ENSGALP00000023866 structural maintenance of chromosomes flexible hinge domain containing 1 - CGNC Symbol 10985 226.6 7.4 1 133.3 (M:133.3) 4 2.1 3.15 569
457 true ENSGALP00000039326 ribosomal protein L19 - CGNC Symbol 1159 23.2 11.4 1 133.3 (M:133.3) 4 17 10.8 570
458 true ENSGALP00000005678 transformation/transcription domain associated protein - CGNC Symbol 2626 433.3 8.5 1 133.0 (M:133.0) 4 0.9 8.72 573
459 true ENSGALP00000020977 vacuolar protein sorting 4 homolog B (S. cerevisiae) - CGNC Symbol 51369 48.7 6.7 2 131.5 (M:131.5) 4 8.4 2.73 579
460 true ENSGALP00000002497 proteasome 26S subunit non-ATPase 5 - CGNC Symbol 1140 55.7 5.2 1 130.8 (M:130.8) 4 8.1 11.58 582
461 true ENSGALP00000018179 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 133.2 5.9 2 129.6 (M:129.6) 4 4.5 2.19 585
462 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 129.1 (M:129.1) 4 7.4 9.42 591
463 true ENSGALP00000027339 E74-like factor 1 (ets domain transcription factor) - CGNC Symbol 50862 68.2 5 2 128.7 (M:128.7) 4 10.2 1.64 595
464 true ENSGALP00000008003 SUMO-activating enzyme subunit 2 - Refseq NP_001025742 45.2 6.1 1 127.9 (M:127.9) 4 10.2 4.96 598
465 true ENSGALP00000004889 proline synthetase co-transcribed homolog (bacterial) - CGNC Symbol 2245 30.1 8.4 1 126.1 (M:126.1) 4 16.3 10.5 606
466 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 126.1 (M:126.1) 4 5.5 3.5 608
467 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 124.5 (M:124.5) 4 3.8 15.32 615
468 true ENSGALP00000027317 DIS3 homolog exosome endoribonuclease and 3'-5' exoribonuclease - CGNC Symbol 12709 112.7 6.9 1 124.4 (M:124.4) 4 4 15.41 616
469 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 123.6 (M:123.6) 4 4.8 12868.07 621
470 true ENSGALP00000020310 SET binding factor 1 - CGNC Symbol 9447 200.1 7 1 121.7 (M:121.7) 4 3.2 7.78 630
471 true ENSGALP00000020349 pre-mRNA processing factor 39 - HGNC:20314 81 4.9 1 117.8 (M:117.8) 4 7.1 9.82 651
472 true ENSGALP00000036963 60S ribosomal protein L15 - Refseq NP_001292094 24.1 11.6 1 117.6 (M:117.6) 4 16.7 8.22 653
473 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 115.5 (M:115.5) 4 17.6 6.68 658
474 true ENSGALP00000017112 aldehyde dehydrogenase 18 family member A1 - CGNC Symbol 7994 87.8 6.7 1 115.4 (M:115.4) 4 5.7 16.09 660
475 true ENSGALP00000018510 crystallin zeta (quinone reductase) - CGNC Symbol 8638 35.3 7.7 1 115.3 (M:115.3) 4 13.6 12.11 664
476 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 114.8 (M:114.8) 4 5.9 5.31 669
477 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 114.7 (M:114.7) 4 14 7.12 671
478 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 114.4 (M:114.4) 4 22.6 10.26 672
479 true ENSGALP00000023673 Ski2 like RNA helicase 2 - CGNC Symbol 10905 133.4 8.4 1 113.8 (M:113.8) 4 3.6 15.85 674
480 true ENSGALP00000007118 nuclear receptor corepressor 1 - CGNC Symbol 3303 275.3 7 1 113.7 (M:113.7) 4 2.5 13.87 675
481 true ENSGALP00000005633 tyrosyl-tRNA synthetase - CGNC Symbol 2601 59.3 6.2 1 112.4 (M:112.4) 4 9.1 10.99 689
482 true ENSGALP00000035959 carbonyl reductase 1 - CGNC Symbol 50782 30.3 8.2 1 107.3 (M:107.3) 4 13.8 9.24 720
483 true ENSGALP00000022208 AT rich interactive domain 1B (SWI1-like) - CGNC Symbol 10249 197.8 6 1 101.3 (M:101.3) 4 2.3 15.28 745
484 true ENSGALP00000014104 Ras association (RalGDS/AF-6) and pleckstrin homology domains 1 - CGNC Symbol 6585 135 9.1 1 101.3 (M:101.3) 4 4.6 9.12 747
485 true ENSGALP00000021795 DNA ligase 1 - HGNC:6598 85.5 6.7 1 100.3 (M:100.3) 4 6.8 9.89 757
486 true ENSGALP00000040960 ketosamine-3-kinase - Refseq NP_001108110 35.5 6.6 1 95.0 (M:95.0) 4 21.4 15.34 796
487 true ENSGALP00000027349 N(alpha)-acetyltransferase 16 NatA auxiliary subunit - CGNC Symbol 12725 101.2 8.2 2 94.2 (M:94.2) 4 4.6 9.44 805
488 true ENSGALP00000001014 interferon-induced guanylate-binding protein 1-like - CGNC Symbol 51030 79.3 5.7 1 90.7 (M:90.7) 4 4.9 14.21 829
489 true ENSGALP00000038776 CREB binding protein - CGNC Symbol 5868 266 8.8 2 87.2 (M:87.2) 4 1.5 9.28 858
490 true ENSGALP00000004352 UHRF1 binding protein 1 - CGNC Symbol 1993 162.7 5.3 1 85.9 (M:85.9) 4 2.7 18.2 867
491 true ENSGALP00000010132 general transcription factor IIH subunit 1 - CGNC Symbol 4719 62.2 8.6 1 85.8 (M:85.8) 4 5.1 10103.1 868
492 true ENSGALP00000000613 nucleoporin 160kDa - CGNC Symbol 54143 100.1 5.3 1 85.4 (M:85.4) 4 5.6 5.87 873
493 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 289.4 (M:289.4) 3 36.9 6.46 219
494 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 239.1 (M:239.1) 3 12.1 3.93 287
495 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 224.7 (M:224.7) 3 27.9 4.03 312
496 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 222.4 (M:222.4) 3 10.9 3.71 316
497 true ENSGALP00000040388 transcription factor 3 - CGNC Symbol 739 70.3 6.3 2 221.8 (M:221.8) 3 7.1 4.62 318
498 true ENSGALP00000040974 Gallus gallus NCK-associated protein 1-like (NCKAP1L) mRNA. - RefSeq mRNA NM_001031339 126.7 6.1 1 212.5 (M:212.5) 3 4.1 4.58 339
499 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 208.7 (M:208.7) 3 13.4 9.33 345
500 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 208.2 (M:208.2) 3 11.2 8995.57 346
501 true ENSGALP00000000503 high mobility group nucleosomal binding domain 2 - CGNC Symbol 54659 9.4 10 1 207.5 (M:207.5) 3 34.4 5.42 348
502 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 206.4 (M:206.4) 3 20.3 13.11 350
503 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 205.5 (M:205.5) 3 15.6 3.34 355
504 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 204.9 (M:204.9) 3 4.9 5.1 357
505 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 201.6 (M:201.6) 3 12.6 4.33 366
506 true ENSGALP00000028277 H2A histone family member Z - CGNC Symbol 52762 13.6 10.6 1 200.2 (M:200.2) 3 23.4 5.51 370
507 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 192.9 (M:192.9) 3 31.1 5.26 386
508 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 192.8 (M:192.8) 3 6.4 6069.86 388
509 true ENSGALP00000015293 testis derived transcript (3 LIM domains) - CGNC Symbol 7146 47.1 7.6 1 192.0 (M:192.0) 3 9.6 3.35 392
510 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 191.2 (M:191.2) 3 15.7 9.72 394
511 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 191.1 (M:191.1) 3 21.5 5.28 397
512 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 190.7 (M:190.7) 3 18.5 3.05 400
513 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 190.6 (M:190.6) 3 9.6 4.19 401
514 true ENSGALP00000029109 proteasome 26S subunit non-ATPase 3 - CGNC Symbol 15224 53.2 9.1 1 190.6 (M:190.6) 3 6.7 6.85 402
515 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 1 190.5 (M:190.5) 3 17.7 5.51 403
516 true ENSGALP00000028664 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 54.2 8.4 2 184.7 (M:184.7) 3 8.8 4.76 410
517 true ENSGALP00000010214 Gallus gallus macrophage migration inhibitory factor (glycosylation-inhibiting factor) (MIF) mRNA. - Ref   12.5 6.9 1 184.3 (M:184.3) 3 28.7 5.62 412
518 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 184.0 (M:184.0) 3 37.2 12.47 413



519 true ENSGALP00000008953 eukaryotic translation initiation factor 4 gamma 2 - CGNC Symbol 4160 97.5 6.6 2 183.6 (M:183.6) 3 5.1 4.92 415
520 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 179.6 (M:179.6) 3 37.7 6.96 424
521 true ENSGALP00000020737 nucleoporin 153kDa - CGNC Symbol 9650 146.7 8.6 1 178.5 (M:178.5) 3 3.3 13.43 426
522 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 176.6 (M:176.6) 3 5.6 12.69 432
523 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 174.9 (M:174.9) 3 8.5 9.72 435
524 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 174.3 (M:174.3) 3 2 13.33 437
525 true ENSGALP00000023081 Gallus gallus suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA NM_0010313 119.9 5 1 172.0 (M:172.0) 3 4.4 3.63 447
526 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 172.0 (M:172.0) 3 23.3 2.99 448
527 true ENSGALP00000018335 TBC1 domain family member 5 - CGNC Symbol 8548 91.3 5.8 1 171.5 (M:171.5) 3 5.2 9.37 450
528 true ENSGALP00000021770 transducin (beta)-like 1X-linked - CGNC Symbol 52656 56.6 5.4 3 171.2 (M:171.2) 3 7.5 10037.1 452
529 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 171.2 (M:171.2) 3 18.1 4.28 453
530 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 171.1 (M:171.1) 3 9 7.11 454
531 true ENSGALP00000041514 tRNA methyltransferase 1 like - CGNC Symbol 3801 83.6 5.9 1 168.4 (M:168.4) 3 5.8 8.46 458
532 true ENSGALP00000036655 syntaxin 7 - CGNC Symbol 2118 29.3 5.3 1 167.6 (M:167.6) 3 17.1 9584.96 460
533 true ENSGALP00000042639 muscleblind-like splicing regulator 1 - CGNC Symbol 52321 35.7 9 8 165.3 (M:165.3) 3 8.5 17737.54 462
534 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 165.1 (M:165.1) 3 8.3 6.92 463
535 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 164.1 (M:164.1) 3 10.3 8.38 466
536 true ENSGALP00000023574 regulation of nuclear pre-mRNA domain containing 2 - CGNC Symbol 52333 136.5 6.1 1 164.0 (M:164.0) 3 3 9.7 467
537 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 163.4 (M:163.4) 3 14.2 7458.22 469
538 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 163.3 (M:163.3) 3 6.7 8.27 470
539 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 162.3 (M:162.3) 3 3.9 8.69 473
540 true ENSGALP00000008781 ras homolog family member G - CGNC Symbol 4080 21.3 8.5 1 160.9 (M:160.9) 3 16.8 5.78 475
541 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 160.3 (M:160.3) 3 20.1 3.03 478
542 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 160.2 (M:160.2) 3 5 10.7 479
543 true ENSGALP00000005832 nucleoporin 155kDa - CGNC Symbol 2697 154.7 5.8 1 158.7 (M:158.7) 3 3.2 5.21 483
544 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 156.7 (M:156.7) 3 16.8 4.73 485
545 true ENSGALP00000009002 CTR9 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 4182 132.7 6.4 1 156.4 (M:156.4) 3 3.5 10.71 486
546 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 156.4 (M:156.4) 3 37 5.74 488
547 true ENSGALP00000030175 mal T-cell differentiation protein 2 - CGNC Symbol 13863 19.9 8.7 1 156.1 (M:156.1) 3 19.1 9090.68 490
548 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 156.1 (M:156.1) 3 12.1 2.97 491
549 true ENSGALP00000004251 transcription factor A mitochondrial - CGNC Symbol 1948 29.9 10.3 1 154.6 (M:154.6) 3 14.1 7.31 496
550 true ENSGALP00000005302 RAB5C member RAS oncogene family - CGNC Symbol 2444 23.5 8.6 3 154.0 (M:154.0) 3 17.6 5.44 501
551 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 153.6 (M:153.6) 3 21.9 6.63 502
552 true ENSGALP00000012427 leucine rich repeat containing 59 - CGNC Symbol 5794 38.7 9.4 1 151.7 (M:151.7) 3 10.3 3.18 509
553 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 151.1 (M:151.1) 3 20.7 4.57 513
554 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 150.0 (M:150.0) 3 11.4 15983.56 516
555 true ENSGALP00000023617 endoplasmic reticulum aminopeptidase 1 - CGNC Symbol 52992 102.4 5.8 1 149.6 (M:149.6) 3 3.9 13.07 518
556 true ENSGALP00000020953 serpin peptidase inhibitor clade B (ovalbumin) member 6 - CGNC Symbol 51364 43.1 5.2 1 149.0 (M:149.0) 3 8.4 10.62 519
557 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 148.9 (M:148.9) 3 8.9 4.85 520
558 true ENSGALP00000019224 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate cyclohyd       100.2 8.7 1 148.8 (M:148.8) 3 4.1 7.83 521
559 true ENSGALP00000002008 c-src tyrosine kinase - CGNC Symbol 902 59.3 8.1 1 148.5 (M:148.5) 3 8.7 9.27 522
560 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 147.2 (M:147.2) 3 13.9 14.57 524
561 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 147.1 (M:147.1) 3 11.1 14.72 526
562 true ENSGALP00000042095 muscleblind-like splicing regulator 3 - CGNC Symbol 51668 33.4 8.9 4 146.7 (M:146.7) 3 9.2 17447.3 527
563 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 145.2 (M:145.2) 3 13.7 14486.18 532
564 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 145.2 (M:145.2) 3 30.3 14.56 534
565 true ENSGALP00000001480 myeloperoxidase - CGNC Symbol 50519 82.6 9.4 1 143.5 (M:143.5) 3 4.1 3.4 535
566 true ENSGALP00000012007 archain 1 - CGNC Symbol 5606 57 5.8 1 142.6 (M:142.6) 3 5.7 5.22 536
567 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 142.2 (M:142.2) 3 11.6 8.78 538
568 true ENSGALP00000021877 ATPase 13A1 - HGNC:24215 139.8 9 1 141.5 (M:141.5) 3 4 11.96 540
569 true ENSGALP00000006933 tubulin folding cofactor A - CGNC Symbol 3204 12.7 5.4 1 140.6 (M:140.6) 3 25.9 2.48 543
570 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 139.7 (M:139.7) 3 11.4 6.72 545
571 true ENSGALP00000017819 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 64.3 9 2 139.0 (M:139.0) 3 7.2 2.82 548
572 true ENSGALP00000043362 ras homolog family member G - HGNC:672 22.1 8.4 1 138.2 (M:138.2) 3 15.1 4.36 549
573 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 137.6 (M:137.6) 3 6.4 4.8 550
574 true ENSGALP00000023595 tetratricopeptide repeat domain 37 - CGNC Symbol 10874 177.2 6.6 1 137.1 (M:137.1) 3 2.9 4.04 553
575 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 11 136.1 (M:136.1) 3 8.1 9.14 554
576 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 135.9 (M:135.9) 3 3.9 6.16 556
577 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 135.5 (M:135.5) 3 7.4 4.51 558
578 true ENSGALP00000019178 ubiquitin-like modifier activating enzyme 6 - CGNC Symbol 8930 115 5.8 1 135.3 (M:135.3) 3 4.4 6 559
579 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 135.0 (M:135.0) 3 17.9 6.17 561
580 true ENSGALP00000017934 cytochrome c somatic - CGNC Symbol 8375 11.7 9.5 1 134.9 (M:134.9) 3 24.8 12.51 562
581 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 134.0 (M:134.0) 3 14.4 2.69 565
582 true ENSGALP00000042059 Hsap of 1: RNA binding motif protein 39 - HGNC:15923 34.1 5.9 2 133.7 (M:133.7) 3 12.3 11.39 566
583 true ENSGALP00000041533 Hsap of 4: heterogeneous nuclear ribonucleoprotein L - HGNC:5045 23 7.6 1 133.4 (M:133.4) 3 23.4 2.55 567
584 true ENSGALP00000013949 chloride nucleotide-sensitive channel 1A - CGNC Symbol 6506 26.7 4.1 1 132.9 (M:132.9) 3 17.1 12.19 574
585 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 132.8 (M:132.8) 3 11.4 11.15 575
586 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 132.6 (M:132.6) 3 16.7 4.85 576
587 true ENSGALP00000007692 protein tyrosine phosphatase non-receptor type 11 - CGNC Symbol 49495 67.9 6.7 3 131.1 (M:131.1) 3 5.7 6.9 580
588 true ENSGALP00000024698 PEST proteolytic signal containing nuclear protein - CGNC Symbol 11416 19.1 7.9 1 131.0 (M:131.0) 3 24.2 3.43 581
589 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 129.7 (M:129.7) 3 16.2 11.37 584
590 true ENSGALP00000015978 aquarius intron-binding spliceosomal factor - CGNC Symbol 7473 174.1 6.2 1 129.6 (M:129.6) 3 2.1 15.48 586
591 true ENSGALP00000011982 CD3e molecule - CGNC Symbol 5597 19 6.3 1 129.5 (M:129.5) 3 14.9 5.43 587
592 true ENSGALP00000000634 LCK proto-oncogene Src family tyrosine kinase - HGNC:6524 58.2 5.1 1 129.3 (M:129.3) 3 6.5 5.84 588
593 true ENSGALP00000002482 copine I - CGNC Symbol 50925 59.7 5.5 5 129.1 (M:129.1) 3 8.1 11.91 590
594 true ENSGALP00000001205 splicing factor 3a subunit 2 - CGNC Symbol 14678 35.1 9.7 1 129.0 (M:129.0) 3 8.9 12733.3 593
595 true ENSGALP00000041444 saccharopine dehydrogenase (putative) - CGNC Symbol 8083 41 9.2 2 128.9 (M:128.9) 3 8.7 3.4 594
596 true ENSGALP00000030998 Hsap of 16: glutathione S-transferase alpha 1 - HGNC:4626 25.2 7.8 2 128.7 (M:128.7) 3 12.2 4.62 596
597 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 127.3 (M:127.3) 3 31.6 4.51 599
598 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 127.1 (M:127.1) 3 24.2 7.1 603
599 true ENSGALP00000013999 NADH:ubiquinone oxidoreductase core subunit S1 - CGNC Symbol 6532 79.5 6.5 1 126.2 (M:126.2) 3 5.4 17.8 605
600 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 126.1 (M:126.1) 3 6.5 5.47 607
601 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 125.3 (M:125.3) 3 5.5 12.39 611
602 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 124.7 (M:124.7) 3 3.1 8.8 613
603 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 124.3 (M:124.3) 3 11.1 6.59 617
604 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 123.9 (M:123.9) 3 5.9 10166.04 619
605 true ENSGALP00000002831 PRKR interacting protein 1 (IL11 inducible) - CGNC Symbol 1289 22.4 9 1 123.6 (M:123.6) 3 19.6 9.22 620
606 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 123.0 (M:123.0) 3 12.7 11.1 624
607 true ENSGALP00000021769 scaffold attachment factor B - CGNC Symbol 52657 103.7 5.5 1 122.7 (M:122.7) 3 3.1 9.52 626
608 true ENSGALP00000012405 proteasome 26S subunit non-ATPase 1 - CGNC Symbol 5786 88.2 6.6 1 121.5 (M:121.5) 3 6.5 7.03 631
609 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 121.1 (M:121.1) 3 5.3 6.31 632
610 true ENSGALP00000019064 DnaJ heat shock protein family (Hsp40) member C13 - CGNC Symbol 8873 254.8 6.3 1 121.0 (M:121.0) 3 1.5 14.06 634
611 true ENSGALP00000016375 eukaryotic translation initiation factor 4 gamma 3 - CGNC Symbol 7664 176.1 5.1 1 120.7 (M:120.7) 3 2.2 7.81 636
612 true ENSGALP00000018652 actin related protein 2/3 complex subunit 2 34kDa - CGNC Symbol 8704 42.5 9.1 2 119.7 (M:119.7) 3 8.1 6.62 639
613 true ENSGALP00000001493 protein phosphatase 6 catalytic subunit - CGNC Symbol 57480 35.1 5.4 1 119.4 (M:119.4) 3 11.8 7.82 640
614 true ENSGALP00000042891 chromatin target of PRMT1 - HGNC:24511 26.3 12.2 1 119.4 (M:119.4) 3 14.9 12.05 641
615 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 119.3 (M:119.3) 3 4.6 18253.85 642
616 true ENSGALP00000025808 ribonucleotide reductase M2 B (TP53 inducible) - CGNC Symbol 11989 40.4 5 2 118.8 (M:118.8) 3 10 5.81 645
617 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 118.7 (M:118.7) 3 12.4 8.02 646
618 true ENSGALP00000028022 YY1 transcription factor - CGNC Symbol 51971 21.3 9.1 1 118.5 (M:118.5) 3 20.1 12.64 647
619 true ENSGALP00000014317 isocitrate dehydrogenase 1 (NADP+) soluble - CGNC Symbol 6693 46.9 8.3 1 118.5 (M:118.5) 3 6.7 7.25 648
620 true ENSGALP00000005180 glutathione synthetase - CGNC Symbol 2381 52.3 5.7 1 118.5 (M:118.5) 3 7.8 6.79 649
621 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 117.9 (M:117.9) 3 33.8 6.74 650
622 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 117.6 (M:117.6) 3 2.9 9.32 652



623 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 116.3 (M:116.3) 3 9.3 8.26 655
624 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 115.6 (M:115.6) 3 20.1 11.24 657
625 true ENSGALP00000012986 protein tyrosine phosphatase non-receptor type 1 - CGNC Symbol 6062 50.3 5.7 2 115.5 (M:115.5) 3 7.6 6.38 659
626 true ENSGALP00000002744 phospholipase A2 activating protein - CGNC Symbol 1252 87.2 5.9 1 114.9 (M:114.9) 3 4.9 11.39 666
627 true ENSGALP00000014939 vaccinia related kinase 3 - CGNC Symbol 14296 50.1 9 1 114.8 (M:114.8) 3 7.3 9 668
628 true ENSGALP00000004962 tripartite motif containing 25 - CGNC Symbol 2279 75.4 8 1 114.7 (M:114.7) 3 5.1 11.98 670
629 true ENSGALP00000011453 ectonucleoside triphosphate diphosphohydrolase 1 - CGNC Symbol 52059 57.3 7.9 1 113.3 (M:113.3) 3 6.8 9.76 680
630 true ENSGALP00000012100 leucyl-tRNA synthetase - CGNC Symbol 5654 134.2 6.5 1 113.1 (M:113.1) 3 3.1 7.97 682
631 true ENSGALP00000034419 GATA zinc finger domain containing 2A - CGNC Symbol 2116 61.8 9.8 3 112.9 (M:112.9) 3 7.1 13.05 685
632 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 112.9 (M:112.9) 3 13.9 8.1 686
633 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 111.8 (M:111.8) 3 9.7 9.7 694
634 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 111.6 (M:111.6) 3 8 9.41 696
635 true ENSGALP00000013870 X-prolyl aminopeptidase (aminopeptidase P) 1 soluble - CGNC Symbol 6466 70 5.8 1 110.5 (M:110.5) 3 5.9 4.79 700
636 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 1 110.4 (M:110.4) 3 1.4 6.73 701
637 true ENSGALP00000019931 RAP1 GTP-GDP dissociation stimulator 1 - CGNC Symbol 9282 66.1 5.2 1 110.3 (M:110.3) 3 8.3 5.56 702
638 true ENSGALP00000014280 Sec23 homolog B (S. cerevisiae) - CGNC Symbol 50333 86.2 6.3 1 109.7 (M:109.7) 3 5 9457.29 705
639 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 109.6 (M:109.6) 3 32.4 7.66 706
640 true ENSGALP00000002866 leucine-rich repeats and WD repeat domain containing 1 - CGNC Symbol 50529 76.3 6.9 1 108.3 (M:108.3) 3 5.6 5.43 708
641 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 108.2 (M:108.2) 3 16.3 5.06 709
642 true ENSGALP00000023645 SMAD family member 2 - CGNC Symbol 49229 52.2 6 4 108.1 (M:108.1) 3 8.1 11710 711
643 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 107.6 (M:107.6) 3 24.2 3.29 715
644 true ENSGALP00000012445 TNF receptor-associated protein 1 - CGNC Symbol 5806 78.9 6.4 1 107.4 (M:107.4) 3 4.3 11.55 718
645 true ENSGALP00000001219 IK cytokine down-regulator of HLA II - CGNC Symbol 540 64.9 6.3 1 107.3 (M:107.3) 3 5.6 12.68 719
646 true ENSGALP00000005468 2' 3'-cyclic nucleotide 3' phosphodiesterase - CGNC Symbol 49552 47.2 9.2 1 107.0 (M:107.0) 3 7.4 11.88 722
647 true ENSGALP00000026444 isoamyl acetate-hydrolyzing esterase 1 homolog - CGNC Symbol 12296 27.6 5.7 1 106.5 (M:106.5) 3 10.8 21479.76 723
648 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 104.7 (M:104.7) 3 23.9 11.35 730
649 true ENSGALP00000001446 leucine rich repeat containing 47 - CGNC Symbol 649 61.6 8.6 1 104.2 (M:104.2) 3 7.7 17.56 732
650 true ENSGALP00000035723 tudor domain containing 3 - CGNC Symbol 12714 80.8 8.8 2 104.1 (M:104.1) 3 5 7.41 733
651 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 102.8 (M:102.8) 3 10.6 12.84 738
652 true ENSGALP00000007833 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.1 2 102.3 (M:102.3) 3 6.2 9635.13 739
653 true ENSGALP00000022449 protein tyrosine phosphatase non-receptor type 2 - CGNC Symbol 10374 48.8 9 1 101.6 (M:101.6) 3 9 8.17 743
654 true ENSGALP00000000864 RAB11B member RAS oncogene family - CGNC Symbol 51171 24.5 5.6 4 101.3 (M:101.3) 3 11.9 3.5 746
655 true ENSGALP00000012349 C-terminal binding protein-like - CGNC Symbol 50231 48 6.3 1 100.9 (M:100.9) 3 6.6 8.8 750
656 true ENSGALP00000006652 SAFB like transcription modulator - CGNC Symbol 3078 113.8 8.8 1 100.8 (M:100.8) 3 3.5 13.61 751
657 true ENSGALP00000023364 NOP56 ribonucleoprotein - CGNC Symbol 10777 52.2 9.3 1 100.5 (M:100.5) 3 8.6 3.58 753
658 true ENSGALP00000007667 glyoxalase domain containing 4 - HGNC:14111 51.2 9.1 1 100.4 (M:100.4) 3 6.7 6.71 755
659 true ENSGALP00000016173 cleavage and polyadenylation specific factor 6 - CGNC Symbol 13843 59.1 6.9 1 100.3 (M:100.3) 3 7.7 3.18 756
660 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 100.0 (M:100.0) 3 3.2 7.59 758
661 true ENSGALP00000032097 CD5 molecule - CGNC Symbol 3864 51 8.8 1 99.8 (M:99.8) 3 9.9 3.05 759
662 true ENSGALP00000029076 UTP15 small subunit processome component - CGNC Symbol 10151 58.4 9.1 1 99.8 (M:99.8) 3 3.8 11.18 760
663 true ENSGALP00000015986 integrator complex subunit 7 - CGNC Symbol 7478 116.7 9.2 1 99.8 (M:99.8) 3 4 8.32 761
664 true ENSGALP00000006366 apoptosis-inducing factor mitochondrion-associated 1 - CGNC Symbol 2941 64.5 9.1 1 99.1 (M:99.1) 3 4.1 4.98 764
665 true ENSGALP00000012529 enoyl-CoA delta isomerase 1 - CGNC Symbol 50312 32.9 9.1 1 98.7 (M:98.7) 3 9.9 9.62 767
666 true ENSGALP00000000810 DEAD (Asp-Glu-Ala-Asp) box helicase 42 - CGNC Symbol 360 103 6.3 1 98.3 (M:98.3) 3 3.3 14.29 770
667 true ENSGALP00000009642 pre-mRNA processing factor 6 - CGNC Symbol 4493 106.7 8.2 1 98.2 (M:98.2) 3 3.4 2.56 771
668 true ENSGALP00000019726 engulfment and cell motility 1 - CGNC Symbol 51330 83.7 5.9 1 98.1 (M:98.1) 3 4.8 17321.46 772
669 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 1 97.9 (M:97.9) 3 2.1 15166.51 773
670 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 97.8 (M:97.8) 3 16.2 8.89 774
671 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 97.5 (M:97.5) 3 32.3 10.28 777
672 true ENSGALP00000041100 no description available 16.8 12.3 1 96.7 (M:96.7) 3 13.8 6.8 780
673 true ENSGALP00000008399 FYVE RhoGEF and PH domain containing 3 - CGNC Symbol 50133 83.4 5.6 1 95.9 (M:95.9) 3 7.4 9.13 790
674 true ENSGALP00000032358 structural maintenance of chromosomes 4 - CGNC Symbol 7271 145.6 6 1 95.8 (M:95.8) 3 2.4 9.8 791
675 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 95.7 (M:95.7) 3 22.9 9.79 793
676 true ENSGALP00000028424 O-6-methylguanine-DNA methyltransferase - HGNC:7059 28.1 9.4 1 95.5 (M:95.5) 3 12.8 6.69 795
677 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 94.7 (M:94.7) 3 20.8 6.67 801
678 true ENSGALP00000042813 Hsap of 1: DEAD-box helicase 23 - HGNC:17347 45.3 7.7 1 93.8 (M:93.8) 3 8.2 12.92 810
679 true ENSGALP00000043088 proteasome (prosome macropain) 26S subunit non-ATPase 4 - CGNC Symbol 59257 39.8 4.7 2 92.5 (M:92.5) 3 8.9 1.49 817
680 true ENSGALP00000025803 ubiquitin protein ligase E3 component n-recognin 5 - CGNC Symbol 51215 308 5.6 1 91.5 (M:91.5) 3 1.8 13 825
681 true ENSGALP00000013792 euchromatic histone-lysine N-methyltransferase 1 - CGNC Symbol 6424 136.8 5.5 2 91.4 (M:91.4) 3 3.2 16.29 826
682 true ENSGALP00000032101 transaldolase - Refseq NP_001026348 37.6 7.1 1 91.1 (M:91.1) 3 9.8 7.64 827
683 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 90.3 (M:90.3) 3 14.6 5.19 832
684 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 90.2 (M:90.2) 3 15.8 5.48 833
685 true ENSGALP00000041886 ubiquinol-cytochrome c reductase Rieske iron-sulfur polypeptide 1 - CGNC Symbol 3283 29.4 8.7 1 90.2 (M:90.2) 3 11.8 19798.7 834
686 true ENSGALP00000028055 leucine aminopeptidase 3 - CGNC Symbol 4763 56.3 8.5 1 90.1 (M:90.1) 3 5.5 9.01 835
687 true ENSGALP00000011330 nuclear receptor coactivator 5 - CGNC Symbol 5288 81.5 9.6 1 90.1 (M:90.1) 3 2.8 13.74 836
688 true ENSGALP00000017014 AHA1 activator of heat shock 90kDa protein ATPase homolog 1 (yeast) - CGNC Symbol 7960 38 5.6 1 89.9 (M:89.9) 3 11.2 2.78 838
689 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 88.7 (M:88.7) 3 10.8 6.55 846
690 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 88.5 (M:88.5) 3 12.9 8.03 848
691 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 1 87.8 (M:87.8) 3 4.2 9.41 853
692 true ENSGALP00000005505 RAB8B member RAS oncogene family - CGNC Symbol 2544 23.6 9.1 1 86.2 (M:86.2) 3 13.5 13.95 863
693 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 85.5 (M:85.5) 3 6.5 8.26 870
694 true ENSGALP00000014265 RAB1A member RAS oncogene family - CGNC Symbol 6666 22.7 5.9 1 85.5 (M:85.5) 3 10.7 2.76 871
695 true ENSGALP00000002580 secretory carrier membrane protein 2 - CGNC Symbol 1178 36.7 8.8 1 85.0 (M:85.0) 3 12 14.27 878
696 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 84.8 (M:84.8) 3 9.2 7.84 880
697 true ENSGALP00000006300 adaptor-related protein complex 1 mu 1 subunit - CGNC Symbol 51191 48.5 6.8 2 84.3 (M:84.3) 3 8.5 7.01 882
698 true ENSGALP00000043372 farnesyl diphosphate synthase - CGNC Symbol 23240 27.1 5.7 1 83.7 (M:83.7) 3 14.2 5.49 885
699 true ENSGALP00000006365 lysophospholipase II - CGNC Symbol 2940 25.1 7.1 1 82.2 (M:82.2) 3 15.1 9.67 896
700 true ENSGALP00000012877 polyribonucleotide nucleotidyltransferase 1 - CGNC Symbol 6001 86.9 8.4 1 81.9 (M:81.9) 3 5.5 12.19 900
701 true ENSGALP00000026288 zinc finger protein X-linked - CGNC Symbol 50801 89.7 5.7 1 81.0 (M:81.0) 3 4.9 14.12 909
702 true ENSGALP00000014036 RNA polymerase II associated protein 1 - CGNC Symbol 6547 160.6 6 1 80.9 (M:80.9) 3 2.6 4.46 910
703 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 80.6 (M:80.6) 3 13.6 8.17 914
704 true ENSGALP00000025077 UFM1 specific ligase 1 - CGNC Symbol 11616 89.2 6.1 1 79.8 (M:79.8) 3 3.5 13591.31 920
705 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 78.8 (M:78.8) 3 17.1 10.97 924
706 true ENSGALP00000039954 Hsap of 1: formin like 1 - HGNC:1212 52.9 6.9 1 77.7 (M:77.7) 3 7.3 16.92 930
707 true ENSGALP00000026438 SH3-domain kinase binding protein 1 - CGNC Symbol 12292 81.5 8.9 1 77.6 (M:77.6) 3 3.8 4.07 933
708 true ENSGALP00000007280 NPL4 homolog ubiquitin recognition factor - CGNC Symbol 3388 68.4 5.9 1 76.7 (M:76.7) 3 3.9 18279.01 945
709 true ENSGALP00000007804 G2 and S-phase expressed 1 - CGNC Symbol 52379 77.7 9.3 1 76.7 (M:76.7) 3 4.1 12.85 946
710 true ENSGALP00000004924 nuclear receptor corepressor 2 - CGNC Symbol 2259 274.4 8 1 76.1 (M:76.1) 3 1.6 10.85 951
711 true ENSGALP00000008356 NEDD8 activating enzyme E1 subunit 1 - CGNC Symbol 50078 60.4 5.4 1 75.4 (M:75.4) 3 7.1 8.11 960
712 true ENSGALP00000042324 SKI2 homolog superkiller viralicidic activity 2-like - CGNC Symbol 66175 122.7 6.4 1 74.6 (M:74.6) 3 3.1 10.74 964
713 true ENSGALP00000010110 myeloid/lymphoid or mixed-lineage leukemia 3 - CGNC Symbol 4704 541 6 1 74.5 (M:74.5) 3 0.7 15.18 967
714 true ENSGALP00000009283 zinc finger protein 143 - CGNC Symbol 4317 70.5 5.7 1 74.3 (M:74.3) 3 8 10.07 972
715 true ENSGALP00000002625 Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq m  55.8 5.5 1 71.9 (M:71.9) 3 6.1 13.1 992
716 true ENSGALP00000027216 transmembrane 9 superfamily member 2 - CGNC Symbol 12665 75.3 7 1 71.9 (M:71.9) 3 7.1 4.57 993
717 true ENSGALP00000040991 MYC associated factor X - CGNC Symbol 64420 15.8 9.2 1 71.0 (M:71.0) 3 23 3.83 999
718 true ENSGALP00000008250 pyruvate dehyrogenase phosphatase catalytic subunit 2 - CGNC Symbol 53124 60.4 5.9 1 70.4 (M:70.4) 3 4.1 15.7 1006
719 true ENSGALP00000023882 thymocyte selection associated - HGNC:21569 64.3 5.7 1 69.3 (M:69.3) 3 5.2 6.28 1019
720 true ENSGALP00000015519 solute carrier family 25 (aspartate/glutamate carrier) member 12 - CGNC Symbol 7264 77.3 8.9 1 68.7 (M:68.7) 3 3.8 12.47 1026
721 true ENSGALP00000040337 G1 to S phase transition 1 - CGNC Symbol 54531 67.6 5.1 1 65.7 (M:65.7) 3 5.8 4.22 1053
722 true ENSGALP00000012267 leucine rich repeats and calponin homology domain containing 3 - HGNC:28637 88.7 6.2 1 65.0 (M:65.0) 3 4.6 7.33 1062
723 true ENSGALP00000008091 dyskerin pseudouridine synthase 1 - CGNC Symbol 3757 58.1 9.3 1 65.0 (M:65.0) 3 5.4 3.15 1063
724 true ENSGALP00000015502 pleckstrin homology domain containing A1 - CGNC Symbol 7256 44.3 9.2 1 64.5 (M:64.5) 3 5.9 11.92 1071
725 true ENSGALP00000007237 RNA binding motif protein 22 - CGNC Symbol 3366 46.7 8.8 1 63.6 (M:63.6) 3 8.3 11.82 1088
726 true ENSGALP00000002338 splicing factor 3a subunit 3 - CGNC Symbol 1064 58.9 5.3 1 63.4 (M:63.4) 3 4.2 15.1 1093



727 true ENSGALP00000003417 unc-45 homolog B (C. elegans) - CGNC Symbol 1558 104.2 8 1 62.2 (M:62.2) 3 2.8 8.29 1112
728 true ENSGALP00000004808 SURP and G-patch domain containing 2 - CGNC Symbol 2208 122.6 6.1 1 62.1 (M:62.1) 3 2.9 12.92 1114
729 true ENSGALP00000003139 glutamate dehydrogenase 1 - CGNC Symbol 52002 47.6 8.3 1 61.5 (M:61.5) 3 8.3 2.94 1125
730 true ENSGALP00000027258 ATP-binding cassette sub-family C (CFTR/MRP) member 4 - CGNC Symbol 12680 150 8.4 1 59.8 (M:59.8) 3 2.3 16.32 1143
731 true ENSGALP00000012094 DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 - CGNC Symbol 5650 90.5 9.8 1 59.4 (M:59.4) 3 4 11.4 1146
732 true ENSGALP00000026704 oral-facial-digital syndrome 1 - CGNC Symbol 12417 116.8 5.5 1 58.1 (M:58.1) 3 2.8 12.88 1164
733 true ENSGALP00000025937 eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC Symbol 76.1 4.9 1 217.1 (M:217.1) 2 5.8 8.59 331
734 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 192.9 (M:192.9) 2 4.6 4.46 385
735 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 191.8 (M:191.8) 2 20.3 17.57 393
736 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 186.6 (M:186.6) 2 12.1 5.96 407
737 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 174.9 (M:174.9) 2 9 3.44 436
738 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 172.7 (M:172.7) 2 5.5 5.57 445
739 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 163.0 (M:163.0) 2 12.3 8.39 471
740 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 162.8 (M:162.8) 2 21.4 15.68 472
741 true ENSGALP00000019038 Wilms tumor 1 associated protein - CGNC Symbol 8862 44.5 5.2 1 158.9 (M:158.9) 2 8.5 7.78 482
742 true ENSGALP00000002789 no description available 146.7 5.9 1 156.4 (M:156.4) 2 2.2 10.79 487
743 true ENSGALP00000038618 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 36.2 5.2 2 156.2 (M:156.2) 2 8.2 1.52 489
744 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 155.3 (M:155.3) 2 6.7 2.52 492
745 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 154.2 (M:154.2) 2 3.9 6.8 498
746 true ENSGALP00000020867 enoyl-CoA delta isomerase 2 - CGNC Symbol 9709 44 8.7 1 152.3 (M:152.3) 2 9.8 5.29 507
747 true ENSGALP00000009425 BTG3 associated nuclear protein - CGNC Symbol 50096 55.4 5.1 1 151.3 (M:151.3) 2 5.3 10.01 512
748 true ENSGALP00000019967 alcohol dehydrogenase 5 (class III) chi polypeptide - CGNC Symbol 9300 39.6 8.1 1 150.9 (M:150.9) 2 8.8 5.48 514
749 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 147.1 (M:147.1) 2 4.1 5.98 525
750 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 146.6 (M:146.6) 2 8.7 11.04 529
751 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 145.3 (M:145.3) 2 6.4 8.83 531
752 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 145.2 (M:145.2) 2 7.3 3.24 533
753 true ENSGALP00000007709 COP9 signalosome subunit 3 - CGNC Symbol 3588 47.9 6.3 1 142.2 (M:142.2) 2 7.6 14254.28 537
754 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 141.1 (M:141.1) 2 8.2 8.2 541
755 true ENSGALP00000041564 TAF15 RNA polymerase II TATA box binding protein (TBP)-associated factor 68kDa - CGNC Symbol 5053 48.1 8.8 2 137.5 (M:137.5) 2 6.1 4.58 551
756 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 137.2 (M:137.2) 2 30.8 10.63 552
757 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 135.9 (M:135.9) 2 45.5 13.4 555
758 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 135.8 (M:135.8) 2 15.9 2.43 557
759 true ENSGALP00000005194 threonyl-tRNA synthetase - CGNC Symbol 53084 81.8 6.4 2 134.6 (M:134.6) 2 4.4 13.75 564
760 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 133.4 (M:133.4) 2 4.9 11.6 568
761 true ENSGALP00000035504 RNA binding motif protein 6 - CGNC Symbol 2124 135.8 6.1 1 133.2 (M:133.2) 2 2.2 3.86 571
762 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 133.0 (M:133.0) 2 7.2 9553.39 572
763 true ENSGALP00000000747 zinc finger CCCH-type containing 11A - CGNC Symbol 51431 79 8.4 1 132.4 (M:132.4) 2 5.3 4.76 577
764 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 132.2 (M:132.2) 2 2.1 5.85 578
765 true ENSGALP00000006527 translocase of outer mitochondrial membrane 34 - CGNC Symbol 3015 33.7 9.1 1 130.8 (M:130.8) 2 9.4 15.49 583
766 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 129.0 (M:129.0) 2 6.4 7.73 592
767 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 127.2 (M:127.2) 2 4.1 8.72 601
768 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 126.6 (M:126.6) 2 8.3 5.42 604
769 true ENSGALP00000008013 ISY1 splicing factor homolog (S. cerevisiae) - CGNC Symbol 3725 37.3 5.4 1 126.0 (M:126.0) 2 9.9 10.39 609
770 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 125.1 (M:125.1) 2 15.6 12723.75 612
771 true ENSGALP00000017152 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 - CGNC Symbol 8013 35.9 8.9 1 124.7 (M:124.7) 2 8.2 6.26 614
772 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 123.5 (M:123.5) 2 8 9.55 622
773 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 123.4 (M:123.4) 2 4.4 6.34 623
774 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 122.9 (M:122.9) 2 11.1 5.68 625
775 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 122.1 (M:122.1) 2 10.7 2.27 627
776 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 121.8 (M:121.8) 2 23.3 0.64 628
777 true ENSGALP00000020346 FK506 binding protein 3 - CGNC Symbol 9468 25 9.2 1 121.7 (M:121.7) 2 12.8 3.08 629
778 true ENSGALP00000025019 ring finger protein 20 E3 ubiquitin protein ligase - CGNC Symbol 53045 114.7 5.7 1 121.1 (M:121.1) 2 2.3 5.15 633
779 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 120.9 (M:120.9) 2 5.4 2.61 635
780 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 119.2 (M:119.2) 2 7.4 0.94 643
781 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 117.3 (M:117.3) 2 3.8 8.95 654
782 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 116.0 (M:116.0) 2 9.7 9.66 656
783 true ENSGALP00000008211 TATA-box binding protein associated factor 4 - CGNC Symbol 3811 118.1 10 1 115.4 (M:115.4) 2 3.2 5.2 661
784 true ENSGALP00000039504 v-rel avian reticuloendotheliosis viral oncogene homolog - CGNC Symbol 5934 66.9 6 1 115.3 (M:115.3) 2 4.8 10896.31 663
785 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 114.8 (M:114.8) 2 4.4 12.42 667
786 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 113.6 (M:113.6) 2 12.4 6.4 676
787 true ENSGALP00000013480 V-set and immunoglobulin domain containing 1 - CGNC Symbol 6282 36.5 5.3 1 113.6 (M:113.6) 2 6.9 3.89 677
788 true ENSGALP00000011232 phosphofructokinase platelet - CGNC Symbol 53359 61.2 6.3 1 113.2 (M:113.2) 2 6.9 1.46 681
789 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 113.1 (M:113.1) 2 20.9 3.2 683
790 true ENSGALP00000005262 Fas associated factor family member 2 - CGNC Symbol 2423 52.6 5.5 1 113.0 (M:113.0) 2 5.4 7.9 684
791 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 112.9 (M:112.9) 2 10.1 10.65 687
792 true ENSGALP00000004687 MAU2 sister chromatid cohesion factor - CGNC Symbol 2145 72.4 7 1 112.4 (M:112.4) 2 5.1 10.74 688
793 true ENSGALP00000025005 RAD23 homolog B (S. cerevisiae) - CGNC Symbol 11587 43.1 4.7 1 112.2 (M:112.2) 2 4.2 4.96 690
794 true ENSGALP00000043134 Hsap of 1: integrator complex subunit 3 - HGNC:26153 64.1 7.2 1 112.2 (M:112.2) 2 6 9.82 691
795 true ENSGALP00000018165 lymphocyte antigen 75 - CGNC Symbol 8470 199.5 6.4 1 112.1 (M:112.1) 2 2 3.29 692
796 true ENSGALP00000004690 nuclear receptor binding SET domain protein 1 - HGNC:14234 244.8 8.8 1 111.9 (M:111.9) 2 1.2 17.57 693
797 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 111.7 (M:111.7) 2 16.1 10536.2 695
798 true ENSGALP00000005076 surfeit 6 - CGNC Symbol 50455 41.5 10.4 1 111.1 (M:111.1) 2 7.9 5.92 697
799 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 110.7 (M:110.7) 2 30.2 4.79 698
800 true ENSGALP00000017202 pyrophosphatase (inorganic) 2 - CGNC Symbol 8036 34.5 5.5 1 108.7 (M:108.7) 2 7.8 11 707
801 true ENSGALP00000021294 NOP2/Sun RNA methyltransferase family member 2 - CGNC Symbol 9878 90.5 6.3 1 108.1 (M:108.1) 2 2.9 12.07 712
802 true ENSGALP00000012072 negative elongation factor complex member C/D - CGNC Symbol 5638 65.6 5 1 108.0 (M:108.0) 2 5.5 5.92 713
803 true ENSGALP00000000583 histidine triad nucleotide binding protein 1 - CGNC Symbol 49312 13.8 6.3 2 107.9 (M:107.9) 2 20.6 1.3 714
804 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 107.5 (M:107.5) 2 2.4 5.91 716
805 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 107.4 (M:107.4) 2 18.9 6.01 717
806 true ENSGALP00000007779 golgi autoantigen golgin subfamily a 2 - CGNC Symbol 3624 117 5.1 1 107.3 (M:107.3) 2 3.4 5.23 721
807 true ENSGALP00000002996 solute carrier family 25 (mitochondrial carrier phosphate carrier) member 24 - CGNC Symbol 1369 51.9 8.7 1 106.5 (M:106.5) 2 7.1 5.44 724
808 true ENSGALP00000042329 Hsap of 4: nipsnap homolog 3A - HGNC:23619 28.1 9.5 1 105.4 (M:105.4) 2 7.2 3.04 727
809 true ENSGALP00000002508 Gallus gallus SIN3 transcription regulator family member A (SIN3A) mRNA. - RefSeq mRNA NM_001293 145.5 6.9 1 105.3 (M:105.3) 2 1.8 6.04 728
810 true ENSGALP00000029700 ES1 protein homolog mitochondrial - Refseq NP_001025969 28.2 8.6 1 105.2 (M:105.2) 2 11.2 3.9 729
811 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 104.3 (M:104.3) 2 4.2 5.53 731
812 true ENSGALP00000019695 poly (ADP-ribose) polymerase family member 14 - CGNC Symbol 9152 187.2 6.1 1 103.8 (M:103.8) 2 1.2 6.1 735
813 true ENSGALP00000010157 SON DNA binding protein - CGNC Symbol 4729 48.2 9.6 1 103.2 (M:103.2) 2 5.5 8.92 737
814 true ENSGALP00000043343 1 2-dihydroxy-3-keto-5-methylthiopentene dioxygenase - UP Q5ZL43 21.7 5.1 1 102.0 (M:102.0) 2 11.7 7.9 741
815 true ENSGALP00000002102 cell division cycle 2-like 1 (PITSLRE proteins) - CGNC Symbol 50987 90.3 5.5 1 102.0 (M:102.0) 2 3.2 5.7 742
816 true ENSGALP00000039156 IKAROS family zinc finger 2 (Helios) - CGNC Symbol 2272 59.2 6.2 2 101.4 (M:101.4) 2 5.3 3.14 744
817 true ENSGALP00000042736 integrator complex subunit 9 - CGNC Symbol 12464 73.7 5.9 2 101.2 (M:101.2) 2 4.9 13.68 748
818 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 101.0 (M:101.0) 2 2.5 4.45 749
819 true ENSGALP00000023942 poly(A) binding protein interacting protein 1 - CGNC Symbol 53015 52.3 4.6 1 100.6 (M:100.6) 2 6.5 1.26 752
820 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 100.5 (M:100.5) 2 7.4 5.09 754
821 true ENSGALP00000034555 pumilio RNA-binding family member 1 - CGNC Symbol 369 116.3 6.4 2 99.3 (M:99.3) 2 3.4 8.89 762
822 true ENSGALP00000001579 N-ethylmaleimide sensitive factor - CGNC Symbol 715 82.1 6.4 1 99.2 (M:99.2) 2 3.6 6.36 763
823 true ENSGALP00000002078 MYB binding protein (P160) 1a - CGNC Symbol 933 114.8 5.7 1 99.1 (M:99.1) 2 3.2 11.29 765
824 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 98.7 (M:98.7) 2 11.6 1.62 766
825 true ENSGALP00000027964 integrin-linked kinase - CGNC Symbol 13025 45.7 9.2 1 97.7 (M:97.7) 2 5.5 16.41 775
826 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 97.6 (M:97.6) 2 6.3 15071.91 776
827 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 97.1 (M:97.1) 2 2.4 11454.04 778
828 true ENSGALP00000004061 phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit delta - CGNC Symbol 1859 120.2 6.9 1 96.8 (M:96.8) 2 2.2 6.3 779
829 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 96.7 (M:96.7) 2 9 1.38 781
830 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 96.6 (M:96.6) 2 5.3 8.07 783



831 true ENSGALP00000042788 guanine nucleotide binding protein (G protein) gamma 7 - CGNC Symbol 64142 7.6 8.7 1 96.5 (M:96.5) 2 30.9 7.06 784
832 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 96.5 (M:96.5) 2 15.9 6.16 785
833 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 96.5 (M:96.5) 2 4.4 5.88 786
834 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 96.5 (M:96.5) 2 18.3 14855.91 787
835 true ENSGALP00000017805 double PHD fingers 2 - HGNC:9964 31.5 8.6 1 96.1 (M:96.1) 2 9.8 5.23 788
836 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 96.0 (M:96.0) 2 10 17.33 789
837 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 95.8 (M:95.8) 2 18.1 5.07 792
838 true ENSGALP00000033991 WD repeat domain 61 - CGNC Symbol 2341 33.3 5.2 1 94.8 (M:94.8) 2 7.2 16960.73 798
839 true ENSGALP00000018705 dynein cytoplasmic 1 light intermediate chain 1 - CGNC Symbol 8732 55.9 5.8 1 94.8 (M:94.8) 2 5.2 9.89 799
840 true ENSGALP00000019330 polymerase (DNA) delta interacting protein 3 - CGNC Symbol 8993 45.9 9.9 1 94.6 (M:94.6) 2 6.7 16315.38 802
841 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 94.5 (M:94.5) 2 3.9 1.16 804
842 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 94.1 (M:94.1) 2 8 6.7 806
843 true ENSGALP00000022392 transportin 3 - CGNC Symbol 10345 96.2 5.4 1 93.9 (M:93.9) 2 3 4.57 807
844 true ENSGALP00000001978 Gallus gallus replication factor C (activator 1) 2 40kDa (RFC2) mRNA. - RefSeq mRNA NM_205530 39.7 5.7 2 93.9 (M:93.9) 2 6.1 2.53 808
845 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 93.8 (M:93.8) 2 9.4 20359.67 809
846 true ENSGALP00000032645 DNA nucleotidylexotransferase - CGNC Symbol 5270 58.3 8.3 1 93.6 (M:93.6) 2 4.3 4.08 811
847 true ENSGALP00000025929 hydroxyacyl-CoA dehydrogenase - CGNC Symbol 12053 34.4 8.7 1 93.5 (M:93.5) 2 10.8 3.27 813
848 true ENSGALP00000003718 SEC16 homolog A (S. cerevisiae) - CGNC Symbol 1688 243.9 5.6 1 93.3 (M:93.3) 2 1.6 6.27 814
849 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 92.7 (M:92.7) 2 17.5 18745.74 815
850 true ENSGALP00000002426 Gallus gallus nuclear transport factor 2 (NUTF2) transcript variant 2 mRNA. - RefSeq mRNA NM_001305 14.4 5.9 1 92.5 (M:92.5) 2 26.8 5.68 816
851 true ENSGALP00000009066 sorting nexin 12 - CGNC Symbol 53438 18.9 8.6 1 92.4 (M:92.4) 2 12.3 20037.63 818
852 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 92.3 (M:92.3) 2 3.6 1.59 819
853 true ENSGALP00000019161 WW domain binding protein 11 - CGNC Symbol 53212 66.4 5.4 1 92.1 (M:92.1) 2 3.8 4.59 820
854 true ENSGALP00000016513 pinin desmosome associated protein - CGNC Symbol 7731 72.7 6.4 1 91.6 (M:91.6) 2 3.3 6.48 823
855 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 91.5 (M:91.5) 2 11.6 11.69 824
856 true ENSGALP00000002412 polybromo 1 - CGNC Symbol 1102 186.7 6.4 2 90.9 (M:90.9) 2 1.4 7.81 828
857 true ENSGALP00000006046 actin related protein 2/3 complex subunit 3 - CGNC Symbol 2797 21.3 8.8 1 90.6 (M:90.6) 2 9.7 11.15 830
858 true ENSGALP00000016481 Sec23 homolog A (S. cerevisiae) - CGNC Symbol 7715 86.1 6.5 1 90.5 (M:90.5) 2 3.3 10.26 831
859 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 90.0 (M:90.0) 2 6.8 6.07 837
860 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 89.9 (M:89.9) 2 5.8 9.58 840
861 true ENSGALP00000025184 transcription elongation factor B subunit 1 - CGNC Symbol 11667 12.5 4.7 1 89.4 (M:89.4) 2 25.9 10.13 842
862 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 89.2 (M:89.2) 2 4.5 1.65 843
863 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 88.9 (M:88.9) 2 20.7 16458.19 844
864 true ENSGALP00000005109 ash2 (absent small or homeotic)-like (Drosophila) - CGNC Symbol 2347 67.1 5.5 1 88.9 (M:88.9) 2 3.1 7.24 845
865 true ENSGALP00000009608 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily b member 1 - CG   44.5 5.8 1 88.3 (M:88.3) 2 5.4 19064.86 849
866 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 88.1 (M:88.1) 2 11.1 8612.23 850
867 true ENSGALP00000012348 Gallus gallus LIM domain binding 1 (LDB1) mRNA. - RefSeq mRNA NM_205070 46.6 6.6 1 87.9 (M:87.9) 2 5.6 6.47 851
868 true ENSGALP00000003172 WD repeat domain 33 - CGNC Symbol 1450 136.3 9.3 1 87.9 (M:87.9) 2 2.5 6.59 852
869 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 87.8 (M:87.8) 2 2.4 9.03 854
870 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 87.6 (M:87.6) 2 11.2 5.23 855
871 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 87.4 (M:87.4) 2 12 9.23 856
872 true ENSGALP00000013316 aldehyde oxidase 2 - CGNC Symbol 52125 147.7 8.2 1 87.4 (M:87.4) 2 1.8 5.77 857
873 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 87.1 (M:87.1) 2 5.4 6.34 859
874 true ENSGALP00000017667 GTPase activating protein (SH3 domain) binding protein 2 - CGNC Symbol 8269 59.9 5.8 1 87.1 (M:87.1) 2 4.1 5.72 860
875 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 87.0 (M:87.0) 2 7.6 16.32 861
876 true ENSGALP00000019299 small nuclear ribonucleoprotein D1 polypeptide - CGNC Symbol 8976 13.5 11.4 1 86.5 (M:86.5) 2 10.7 5.93 862
877 true ENSGALP00000005645 Rho/Rac guanine nucleotide exchange factor (GEF) 18 - CGNC Symbol 2608 130.6 6.7 1 86.2 (M:86.2) 2 1.9 10.82 864
878 true ENSGALP00000027760 CWC15 spliceosome-associated protein - CGNC Symbol 12929 26.6 5.4 1 86.0 (M:86.0) 2 15.7 14276.21 866
879 true ENSGALP00000012967 ankyrin repeat domain 44 - CGNC Symbol 6051 106.5 5.9 1 85.4 (M:85.4) 2 2.5 7.87 872
880 true ENSGALP00000039613 lipase maturation factor 2 - Refseq NP_001026743 68.8 9.7 1 85.1 (M:85.1) 2 4.8 4.23 876
881 true ENSGALP00000012053 cathepsin Z - CGNC Symbol 5626 33.8 7.5 1 85.1 (M:85.1) 2 11.5 18.75 877
882 true ENSGALP00000017180 basic transcription factor 3-like 4 - CGNC Symbol 8026 17.3 6 2 84.4 (M:84.4) 2 5.1 8.28 881
883 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 83.8 (M:83.8) 2 9 15.06 884
884 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 83.6 (M:83.6) 2 2.5 11.17 887
885 true ENSGALP00000006932 Hsap of 4: proteasome 26S subunit non-ATPase 9 - HGNC:9567 22.7 6.5 1 83.4 (M:83.4) 2 11.6 19.83 888
886 true ENSGALP00000016915 selenoprotein T - CGNC Symbol 52323 15.9 6.2 1 83.1 (M:83.1) 2 18.2 1.24 891
887 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 83.1 (M:83.1) 2 2.6 8.14 892
888 true ENSGALP00000038829 Hsap of 9: DEAD-box helicase 19A - HGNC:25628 53.9 5.8 1 82.6 (M:82.6) 2 3.3 6.57 893
889 true ENSGALP00000038877 Hsap of 4: nucleoporin 188 - HGNC:17859 194.9 6.3 1 82.1 (M:82.1) 2 1 4.55 898
890 true ENSGALP00000030904 avian beta-defensin 2 - CGNC Symbol 49507 7.1 9.4 1 82.0 (M:82.0) 2 35.9 6.27 899
891 true ENSGALP00000027512 replication factor C subunit 3 - CGNC Symbol 12816 40.4 8.4 1 81.8 (M:81.8) 2 9.8 10.56 901
892 true ENSGALP00000012883 Gallus gallus recombination activating gene 2 (RAG2) mRNA. - RefSeq mRNA NM_001305057 59.1 5.6 1 81.6 (M:81.6) 2 4.2 10.02 904
893 true ENSGALP00000000333 mannosidase alpha class 2A member 1 - CGNC Symbol 150 131.9 6.9 1 81.3 (M:81.3) 2 2.3 14 905
894 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 81.2 (M:81.2) 2 12.3 16754.78 906
895 true ENSGALP00000010925 exocyst complex component 6 - CGNC Symbol 52056 87.4 5.7 1 80.9 (M:80.9) 2 2.4 5.02 911
896 true ENSGALP00000005033 NHP2 ribonucleoprotein - CGNC Symbol 17192 16.6 8.2 1 80.7 (M:80.7) 2 17.6 1.92 913
897 true ENSGALP00000042983 zinc finger protein 687 - HGNC:29277 136.3 8.5 1 80.5 (M:80.5) 2 2.1 5.38 915
898 true ENSGALP00000041554 GEM interacting protein - HGNC:24852 111.9 5.7 1 80.3 (M:80.3) 2 3.5 12892.63 916
899 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 80.2 (M:80.2) 2 13.3 7.53 917
900 true ENSGALP00000026443 cleavage and polyadenylation specific factor 3 - CGNC Symbol 12295 64.4 5.6 1 80.0 (M:80.0) 2 4.6 4.08 918
901 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 79.9 (M:79.9) 2 5.7 13214.9 919
902 true ENSGALP00000043425 KAT8 regulatory NSL complex subunit 2 - HGNC:26024 54.8 6.1 1 78.9 (M:78.9) 2 5.7 12.9 923
903 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 78.8 (M:78.8) 2 6.8 15.69 925
904 true ENSGALP00000012992 ubiquitin-conjugating enzyme E2 variant 1 - CGNC Symbol 62089 16.3 7.7 1 78.3 (M:78.3) 2 13.1 3.99 926
905 true ENSGALP00000000338 proteasome inhibitor subunit 1 - CGNC Symbol 152 29.1 5.2 1 77.8 (M:77.8) 2 8.1 15147.01 929
906 true ENSGALP00000004185 ATR serine/threonine kinase - CGNC Symbol 1918 301.8 6.7 1 77.7 (M:77.7) 2 0.8 13.41 931
907 true ENSGALP00000011095 SHC (Src homology 2 domain containing) transforming protein 1 - CGNC Symbol 5182 65.4 6.4 2 77.6 (M:77.6) 2 5.8 4.16 932
908 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 77.5 (M:77.5) 2 7 9.62 934
909 true ENSGALP00000041749 guanine nucleotide binding protein (G protein) alpha 13 - CGNC Symbol 3014 43.7 7.6 1 77.5 (M:77.5) 2 7.4 5.45 936
910 true ENSGALP00000000199 SPT6 homolog histone chaperone - CGNC Symbol 75 199.4 4.8 1 77.3 (M:77.3) 2 1.2 8.85 939
911 true ENSGALP00000010631 protein O-fucosyltransferase 1 - CGNC Symbol 4973 43.3 8.3 1 77.0 (M:77.0) 2 9.5 3.16 941
912 true ENSGALP00000025921 RAD21 cohesin complex component - CGNC Symbol 12049 72 4.6 1 77.0 (M:77.0) 2 4.1 2.46 942
913 true ENSGALP00000014530 NHL repeat containing 2 - CGNC Symbol 6795 79.5 5.6 1 76.9 (M:76.9) 2 3.3 2.65 943
914 true ENSGALP00000042867 myocyte enhancer factor 2D - CGNC Symbol 54130 60.6 8.9 4 76.8 (M:76.8) 2 4.5 4.59 944
915 true ENSGALP00000035514 protein kinase C delta - CGNC Symbol 50113 78.4 8.4 2 76.6 (M:76.6) 2 2.3 4.82 947
916 true ENSGALP00000010241 Uncharacterized protein - UniProtKB/TrEMBL V9GY05 - CGNC Symbol 4773 44.8 6.9 1 76.1 (M:76.1) 2 6 15.18 950
917 true ENSGALP00000012471 nucleophosmin/nucleoplasmin 3 - CGNC Symbol 5822 16.4 4.5 1 75.8 (M:75.8) 2 14.2 5.85 953
918 true ENSGALP00000012689 NmrA-like family domain containing 1 - CGNC Symbol 5919 32.7 7.8 1 75.7 (M:75.7) 2 8.8 5.37 954
919 true ENSGALP00000021854 Gallus gallus DSN1 homolog MIS12 kinetochore complex component (DSN1) mRNA. - RefSeq mRNA NM 38.7 6.3 1 75.6 (M:75.6) 2 10.6 8.54 957
920 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 75.5 (M:75.5) 2 5 3.1 958
921 true ENSGALP00000013431 programmed cell death 11 - CGNC Symbol 6260 206 8.8 1 75.4 (M:75.4) 2 1.7 2.68 959
922 true ENSGALP00000043054 charged multivesicular body protein 2A - HGNC:30216 16.2 11.2 1 75.4 (M:75.4) 2 9.1 21512.9 961
923 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 75.0 (M:75.0) 2 14 0.78 962
924 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 74.6 (M:74.6) 2 2 4.74 965
925 true ENSGALP00000012928 SMT3 suppressor of mif two 3 homolog 2 (S. cerevisiae) - CGNC Symbol 55792 10.9 5.3 2 74.6 (M:74.6) 2 23.2 15791.67 966
926 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 74.5 (M:74.5) 2 10.5 3.21 968
927 true ENSGALP00000006708 hexokinase 1 - CGNC Symbol 3101 102.7 6.3 2 74.5 (M:74.5) 2 2.1 3.06 969
928 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 74.4 (M:74.4) 2 10.5 7.74 970
929 true ENSGALP00000027121 Gallus gallus PCI domain containing 2 (PCID2) mRNA. - RefSeq mRNA NM_001006266 53.5 8.7 1 74.4 (M:74.4) 2 6.2 8.31 971
930 true ENSGALP00000001964 ABI family member 3 - CGNC Symbol 878 40.5 5 1 74.2 (M:74.2) 2 7.4 13011.25 974
931 true ENSGALP00000017661 USO1 vesicle transport factor - CGNC Symbol 8265 106.1 4.9 1 74.0 (M:74.0) 2 2.5 26412.46 976
932 true ENSGALP00000019042 fibronectin type III domain containing 1 - CGNC Symbol 8865 175.4 9 1 73.9 (M:73.9) 2 1.1 12.59 977
933 true ENSGALP00000014229 pleckstrin - CGNC Symbol 6647 40.3 8.7 1 73.7 (M:73.7) 2 7.9 4.74 978
934 true ENSGALP00000005711 aspartyl-tRNA synthetase 2 mitochondrial - CGNC Symbol 16680 71.2 6.2 1 73.6 (M:73.6) 2 3.5 11.19 979



935 true ENSGALP00000031498 GAR1 ribonucleoprotein - HGNC:14264 19.3 10.4 1 73.6 (M:73.6) 2 10.3 17.29 980
936 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 73.4 (M:73.4) 2 3.5 8.99 981
937 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 73.2 (M:73.2) 2 2.8 6.41 983
938 true ENSGALP00000042430 signal transducer and activator of transcription 6 - CGNC Symbol 63933 26.9 7.8 1 73.2 (M:73.2) 2 9.8 3.2 984
939 true ENSGALP00000021547 C2 calcium-dependent domain containing 5 - CGNC Symbol 9971 124.2 6.1 1 72.9 (M:72.9) 2 1.5 8.54 985
940 true ENSGALP00000042600 allograft inflammatory factor 1-like - CGNC Symbol 2811 16.5 5.6 1 72.5 (M:72.5) 2 14.3 13.14 987
941 true ENSGALP00000019039 superoxide dismutase 2 mitochondrial - CGNC Symbol 8863 24.8 8.6 1 72.4 (M:72.4) 2 10.3 4.03 989
942 true ENSGALP00000008882 phosphoinositide-3-kinase adaptor protein 1 - CGNC Symbol 4133 90.1 5 1 72.1 (M:72.1) 2 4 14.23 990
943 true ENSGALP00000013377 aldehyde dehydrogenase 7 family member A1 - CGNC Symbol 6235 58 7 1 72.0 (M:72.0) 2 4.9 5.87 991
944 true ENSGALP00000041832 Ubiquitin-conjugating enzyme E2 variant 2 - UP Q5F3Z3 16.3 7.8 1 71.5 (M:71.5) 2 13.2 4.08 994
945 true ENSGALP00000037584 developmentally regulated GTP binding protein 1 - CGNC Symbol 5225 40.4 9 1 71.5 (M:71.5) 2 5.2 4.73 995
946 true ENSGALP00000042061 phosphatidylinositol-5-phosphate 4-kinase type II alpha - CGNC Symbol 5959 38.4 5.8 2 71.2 (M:71.2) 2 7.8 8.69 997
947 true ENSGALP00000026380 tumor suppressing subtransferable candidate 1 - CGNC Symbol 12263 43.7 4.9 1 71.1 (M:71.1) 2 7.8 10298.93 998
948 true ENSGALP00000034255 NADH:ubiquinone oxidoreductase subunit A8 - CGNC Symbol 929 20.1 8.4 1 70.8 (M:70.8) 2 15.1 2.28 1001
949 true ENSGALP00000001655 proteasome (prosome macropain) subunit beta type 7 - CGNC Symbol 49143 28.1 6 1 70.6 (M:70.6) 2 5.4 12.8 1004
950 true ENSGALP00000001302 casein kinase 2 alpha prime polypeptide - CGNC Symbol 585 41.2 8.2 1 70.4 (M:70.4) 2 8.3 7.95 1005
951 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 70.3 (M:70.3) 2 5.2 6.81 1007
952 true ENSGALP00000038922 RPGRIP1-like - CGNC Symbol 2631 145.4 5.6 1 70.3 (M:70.3) 2 1.7 4.31 1008
953 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 70.2 (M:70.2) 2 4.3 14.9 1009
954 true ENSGALP00000043227 SCY1 like pseudokinase 2 - CGNC Symbol 8793 103.4 8.4 1 70.1 (M:70.1) 2 1.5 14.98 1010
955 true ENSGALP00000026615 carbamoyl-phosphate synthetase 2 aspartate transcarbamylase and dihydroorotase - HGNC:1424 200.7 5.9 1 70.0 (M:70.0) 2 1.3 7.89 1012
956 true ENSGALP00000034612 NADH-ubiquinone oxidoreductase chain 1 - UP P18936 36.1 6.7 1 69.8 (M:69.8) 2 6.2 5.1 1014
957 true ENSGALP00000040730 replication factor C subunit 5 - CGNC Symbol 63430 37 8.8 1 69.7 (M:69.7) 2 3.6 1.1 1016
958 true ENSGALP00000016976 HPS3 biogenesis of lysosomal organelles complex 2 subunit 1 - CGNC Symbol 7945 114.1 5.5 1 69.5 (M:69.5) 2 1.6 21.89 1018
959 true ENSGALP00000002106 phosphatidylinositol 4-kinase catalytic alpha - CGNC Symbol 50340 238.6 6.7 1 69.3 (M:69.3) 2 1.2 17.47 1021
960 true ENSGALP00000010298 UBX domain protein 7 - CGNC Symbol 4805 51.8 5 1 68.6 (M:68.6) 2 3.9 4.85 1027
961 true ENSGALP00000002944 WAPL cohesin release factor - CGNC Symbol 1347 133.4 5.1 1 68.6 (M:68.6) 2 2.3 6 1028
962 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 68.5 (M:68.5) 2 12.1 4.77 1029
963 true ENSGALP00000021944 gasdermin A - CGNC Symbol 52687 50.1 5.4 1 68.2 (M:68.2) 2 5.3 10.21 1033
964 true ENSGALP00000041323 heterogeneous nuclear ribonucleoprotein U-like 1 - CGNC Symbol 58103 36 8.4 1 68.0 (M:68.0) 2 7.3 14.99 1034
965 true ENSGALP00000035995 microtubule-associated protein RP/EB family member 2 - CGNC Symbol 11322 33.6 5.8 2 67.9 (M:67.9) 2 5.4 3.8 1035
966 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 67.6 (M:67.6) 2 1.5 21706.87 1037
967 true ENSGALP00000000127 integrator complex subunit 4 - CGNC Symbol 50899 108.6 6.4 1 67.3 (M:67.3) 2 2.3 16.41 1039
968 true ENSGALP00000009549 calnexin - CGNC Symbol 4443 68.3 4.4 1 67.2 (M:67.2) 2 6 7.43 1040
969 true ENSGALP00000026130 ubiquitin specific peptidase 9 X-linked - CGNC Symbol 50795 290 5.6 1 67.1 (M:67.1) 2 1.4 7.24 1041
970 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 66.5 (M:66.5) 2 5.1 2.56 1045
971 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 66.5 (M:66.5) 2 20 5.74 1046
972 true ENSGALP00000042855 Hsap of 1: ribosomal protein L10 like - HGNC:17976 12.1 9.6 1 66.1 (M:66.1) 2 11.4 11.94 1048
973 true ENSGALP00000041224 Gallus gallus translocase of inner mitochondrial membrane 13 homolog (yeast) (TIMM13) mRNA. - RefS   11 8.4 1 65.9 (M:65.9) 2 28.7 5.82 1051
974 true ENSGALP00000042153 Hsap of 1: translocase of inner mitochondrial membrane 50 - HGNC:23656 27.1 6.5 1 65.6 (M:65.6) 2 10.1 4.26 1054
975 true ENSGALP00000012605 pescadillo ribosomal biogenesis factor 1 - CGNC Symbol 5881 65 6.3 1 65.5 (M:65.5) 2 3.6 1.05 1055
976 true ENSGALP00000019040 nucleoporin 205kDa - CGNC Symbol 8864 228.2 5.7 1 65.4 (M:65.4) 2 0.8 7.15 1057
977 true ENSGALP00000020236 enhancer of zeste homolog 2 (Drosophila) - CGNC Symbol 9422 85.4 7.4 1 65.1 (M:65.1) 2 3.5 9.28 1060
978 true ENSGALP00000007884 LSM14A mRNA processing body assembly factor - CGNC Symbol 50074 50.5 9.6 1 65.1 (M:65.1) 2 3.7 8 1061
979 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 65.0 (M:65.0) 2 2.7 9.8 1065
980 true ENSGALP00000029360 phosphomannomutase 2 - CGNC Symbol 5536 27.9 5.4 2 64.9 (M:64.9) 2 7.4 16.61 1066
981 true ENSGALP00000019613 adenylosuccinate lyase - CGNC Symbol 9122 54.6 6.7 1 64.9 (M:64.9) 2 5.6 5 1068
982 true ENSGALP00000012231 MMS19 homolog cytosolic iron-sulfur assembly component - CGNC Symbol 5715 111.8 5.6 1 64.8 (M:64.8) 2 2.4 4.78 1069
983 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 64.6 (M:64.6) 2 5.5 6.13 1070
984 true ENSGALP00000011984 CD3d molecule delta (CD3-TCR complex) - CGNC Symbol 49849 19.5 8.2 1 64.2 (M:64.2) 2 15.9 4.11 1073
985 true ENSGALP00000039195 notch 2 - CGNC Symbol 49013 262 5.1 1 64.1 (M:64.1) 2 0.9 12.93 1076
986 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 64.1 (M:64.1) 2 4.6 6.67 1077
987 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 63.7 (M:63.7) 2 2.9 7.8 1084
988 true ENSGALP00000015369 mitochondrial amidoxime reducing component 2 - CGNC Symbol 53405 38.7 9.2 1 63.7 (M:63.7) 2 5.2 6.18 1086
989 true ENSGALP00000040689 ubiquitin-conjugating enzyme E2M - CGNC Symbol 64454 19.7 4.8 1 63.7 (M:63.7) 2 9.8 7.68 1087
990 true ENSGALP00000024904 chromodomain helicase DNA binding protein 7 - CGNC Symbol 51424 337.6 5.9 1 63.6 (M:63.6) 2 0.5 6.78 1090
991 true ENSGALP00000014300 DCN1 defective in cullin neddylation 1 domain containing 1 - CGNC Symbol 6684 30 5.2 1 63.3 (M:63.3) 2 10.5 6.92 1095
992 true ENSGALP00000027660 ATM serine/threonine kinase - CGNC Symbol 12888 349.6 6.6 1 63.2 (M:63.2) 2 0.7 12731.07 1096
993 true ENSGALP00000026067 U2 small nuclear RNA auxiliary factor 1 - CGNC Symbol 49287 27.7 9.1 1 63.1 (M:63.1) 2 11 5.88 1097
994 true ENSGALP00000007093 phosphatase domain containing paladin 1 - CGNC Symbol 3293 99.7 6.6 1 63.0 (M:63.0) 2 1.6 5.33 1099
995 true ENSGALP00000028993 Hsap of 1: ADP-ribosyltransferase 1 - HGNC:723 31.9 8.7 1 62.9 (M:62.9) 2 5.7 14.73 1103
996 true ENSGALP00000005231 transmembrane p24 trafficking protein 2 - CGNC Symbol 2402 22.6 5.3 1 62.8 (M:62.8) 2 7.5 2.24 1104
997 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 62.5 (M:62.5) 2 4.8 17.16 1109
998 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 62.2 (M:62.2) 2 13.3 11.12 1111
999 true ENSGALP00000015979 peptidylprolyl isomerase G (cyclophilin G) - CGNC Symbol 7474 88.1 10.6 1 62.0 (M:62.0) 2 3.1 14.72 1115

1000 true ENSGALP00000014100 chromosome 1 open reading frame 52 - HGNC:24871 23.1 5.2 1 62.0 (M:62.0) 2 11.1 4.63 1116
1001 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 62.0 (M:62.0) 2 5.6 3.35 1117
1002 true ENSGALP00000021892 endoplasmic reticulum protein 44 - CGNC Symbol 10115 46.9 5.2 1 61.8 (M:61.8) 2 5.2 3.61 1119
1003 true ENSGALP00000001685 NIMA-related kinase 6 - CGNC Symbol 759 36.3 7.2 2 61.6 (M:61.6) 2 9.6 16.21 1121
1004 true ENSGALP00000025900 NudC domain containing 1 - HGNC:24306 77.9 6.2 1 61.6 (M:61.6) 2 3 8.45 1122
1005 true ENSGALP00000012408 polymerase (DNA) epsilon catalytic subunit - CGNC Symbol 5787 260.8 6 1 61.5 (M:61.5) 2 1.2 5.51 1123
1006 true ENSGALP00000023833 WD repeat domain 3 - CGNC Symbol 10970 105.5 6.3 1 61.2 (M:61.2) 2 2.1 4.02 1127
1007 true ENSGALP00000013524 STE20-like kinase - CGNC Symbol 6304 143.9 5 1 61.1 (M:61.1) 2 1 22330.35 1128
1008 true ENSGALP00000014099 CD28 molecule - CGNC Symbol 6581 25.4 9.3 2 60.8 (M:60.8) 2 7.2 6.02 1132
1009 true ENSGALP00000023048 ras homolog family member H - CGNC Symbol 10637 21.4 9.2 1 60.7 (M:60.7) 2 11.5 8.6 1134
1010 true ENSGALP00000025726 mitochondrial antiviral signaling protein - CGNC Symbol 51863 67.6 5 1 60.7 (M:60.7) 2 4.4 9.55 1135
1011 true ENSGALP00000016765 phospholipase C eta 1 - CGNC Symbol 7845 188.1 6.2 1 60.4 (M:60.4) 2 1.1 6.32 1138
1012 true ENSGALP00000009988 lanosterol synthase (2 3-oxidosqualene-lanosterol cyclase) - CGNC Symbol 4650 76.9 5.8 1 60.4 (M:60.4) 2 3.3 10.95 1139
1013 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 60.3 (M:60.3) 2 12.2 6.95 1140
1014 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 60.1 (M:60.1) 2 7.9 6.14 1142
1015 true ENSGALP00000041221 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 68848 20.7 6.7 1 59.3 (M:59.3) 2 10.1 6.62 1148
1016 true ENSGALP00000038283 UPF3 regulator of nonsense transcripts homolog B (yeast) - CGNC Symbol 64847 56.9 9.3 1 59.1 (M:59.1) 2 3.1 16.86 1149
1017 true ENSGALP00000009939 WDFY family member 4 - CGNC Symbol 22870 358.3 6 1 58.9 (M:58.9) 2 0.6 14.11 1152
1018 true ENSGALP00000027295 MYC binding protein 2 E3 ubiquitin protein ligase - CGNC Symbol 12697 480 6.6 1 58.6 (M:58.6) 2 0.5 16.8 1156
1019 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 58.6 (M:58.6) 2 6.5 1.81 1157
1020 true ENSGALP00000023454 N-acetyltransferase 10 - CGNC Symbol 10818 115.3 8.6 1 58.4 (M:58.4) 2 2.4 7.88 1160
1021 true ENSGALP00000010751 FERM domain-containing protein 4A-like - CGNC Symbol 50902 114.3 9 1 58.3 (M:58.3) 2 1.7 19.39 1161
1022 true ENSGALP00000006987 adaptor related protein complex 3 beta 1 subunit - HGNC:566 114 5.7 1 58.2 (M:58.2) 2 1.4 8.12 1163
1023 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 57.7 (M:57.7) 2 18.4 7.79 1167
1024 true ENSGALP00000036845 zinc finger CCCH-type containing 14 - CGNC Symbol 8066 81.6 7.2 1 57.6 (M:57.6) 2 2.9 5.91 1170
1025 true ENSGALP00000036822 CDV3 homolog - HGNC:26928 19.1 4.7 1 57.2 (M:57.2) 2 32.5 0.37 1177
1026 true ENSGALP00000003934 mannose-1-phosphate guanyltransferase beta - Refseq NP_001280244 39.4 6.8 1 57.1 (M:57.1) 2 5.8 17.34 1178
1027 true ENSGALP00000003043 alanyl-tRNA synthetase - CGNC Symbol 50043 101.3 5.6 1 57.0 (M:57.0) 2 3.4 7.06 1182
1028 true ENSGALP00000006566 serine/arginine-rich splicing factor 10 - CGNC Symbol 51061 31.3 11.3 1 56.8 (M:56.8) 2 4.6 4.65 1184
1029 true ENSGALP00000041541 sphingomyelin phosphodiesterase 1 - CGNC Symbol 50914 49.6 7 1 56.7 (M:56.7) 2 3 11.27 1185
1030 true ENSGALP00000007671 family with sequence similarity 129 member A - CGNC Symbol 3572 90.7 5 1 56.3 (M:56.3) 2 3 9.83 1189
1031 true ENSGALP00000020359 USP6 N-terminal like - CGNC Symbol 5064 55.3 7.3 1 56.0 (M:56.0) 2 4.6 4.19 1191
1032 true ENSGALP00000000506 arginyl aminopeptidase - CGNC Symbol 219 66.6 5.1 1 55.5 (M:55.5) 2 3.5 18.06 1194
1033 true ENSGALP00000017172 nardilysin convertase - CGNC Symbol 8022 126.8 5 1 55.3 (M:55.3) 2 1.7 12.58 1196
1034 true ENSGALP00000042618 Translationally-controlled tumor protein homolog - UP P43347 19.5 4.9 1 55.3 (M:55.3) 2 8.7 10.68 1197
1035 true ENSGALP00000029965 translocase of outer mitochondrial membrane 22 homolog (yeast) - CGNC Symbol 13830 24.7 4.7 1 55.0 (M:55.0) 2 10.7 2.34 1202
1036 true ENSGALP00000015326 serine/arginine-rich splicing factor 5 - CGNC Symbol 7162 30.4 11.5 1 54.5 (M:54.5) 2 8.7 4.4 1206
1037 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 54.2 (M:54.2) 2 7.8 6.08 1210
1038 true ENSGALP00000010345 3-phosphoinositide dependent protein kinase-1 - CGNC Symbol 50287 63 7.6 1 53.7 (M:53.7) 2 4.3 4.06 1217



1039 true ENSGALP00000000720 serine/threonine kinase 38 - CGNC Symbol 322 54.1 6.4 1 53.2 (M:53.2) 2 6.7 3.98 1222
1040 true ENSGALP00000026595 protein phosphatase Mg2+/Mn2+ dependent 1G - CGNC Symbol 12369 60.8 4.3 1 52.5 (M:52.5) 2 3.4 1.86 1230
1041 true ENSGALP00000009004 phosphodiesterase 12 - CGNC Symbol 50135 64.4 6.9 1 52.5 (M:52.5) 2 4.3 7.62 1231
1042 true ENSGALP00000040975 Hsap of 1: torsin 1A interacting protein 1 - HGNC:29456 45 7.2 1 52.1 (M:52.1) 2 3.9 6.25 1235
1043 true ENSGALP00000038107 squamous cell carcinoma antigen recognized by T-cells 3 - HGNC:16860 107.7 5.3 1 52.0 (M:52.0) 2 2.1 4.92 1238
1044 true ENSGALP00000021215 decapping mRNA 1B - CGNC Symbol 9848 66.4 8.3 1 51.8 (M:51.8) 2 3.5 17840.47 1240
1045 true ENSGALP00000001365 huntingtin interacting protein 1 - CGNC Symbol 618 116.6 5.5 1 51.7 (M:51.7) 2 2 11.57 1242
1046 true ENSGALP00000041673 Surfeit locus protein 4 - UP Q800K9 30.6 7.6 1 51.5 (M:51.5) 2 6.7 8.99 1243
1047 true ENSGALP00000041979 protein kinase cAMP-dependent catalytic beta - CGNC Symbol 66476 39.1 8.7 1 51.5 (M:51.5) 2 4.8 6.06 1244
1048 true ENSGALP00000038272 DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 - CGNC Symbol 5262 85.6 9.4 1 51.5 (M:51.5) 2 3.2 7.57 1245
1049 true ENSGALP00000042666 mediator of RNA polymerase II transcription subunit 30 - Refseq NP_001264365 20.4 8.5 1 51.0 (M:51.0) 2 17.3 8572.85 1247
1050 true ENSGALP00000038459 tubulin folding cofactor D - CGNC Symbol 1039 113.6 5.7 2 50.6 (M:50.6) 2 2.1 5.19 1252
1051 true ENSGALP00000001906 NLR family CARD domain containing 5 - CGNC Symbol 66032 207.8 6.5 1 50.5 (M:50.5) 2 0.9 15.42 1253
1052 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 49.9 (M:49.9) 2 4.1 12.44 1256
1053 true ENSGALP00000016024 calcium/calmodulin-dependent protein kinase ID - CGNC Symbol 52484 43.8 7.1 1 49.4 (M:49.4) 2 5.3 4.81 1263
1054 true ENSGALP00000019945 ribosomal protein S29 - CGNC Symbol 9289 7 10.2 1 49.3 (M:49.3) 2 21.7 5.46 1264
1055 true ENSGALP00000016054 digestive organ expansion factor homolog (zebrafish) - CGNC Symbol 7511 88.9 5.7 1 49.2 (M:49.2) 2 2.5 5.25 1265
1056 true ENSGALP00000011574 dynein light chain 1 cytoplasmic - CGNC Symbol 53172 11.2 7.1 2 49.2 (M:49.2) 2 12.2 16.4 1266
1057 true ENSGALP00000016133 Gallus gallus nucleoporin 107kDa (NUP107) mRNA. - RefSeq mRNA NM_001282159 105.5 5.1 1 49.0 (M:49.0) 2 2.4 11.72 1267
1058 true ENSGALP00000041777 RNA polymerase II associated protein 3 - CGNC Symbol 7406 72.6 5.5 2 48.5 (M:48.5) 2 3.5 18.11 1270
1059 true ENSGALP00000037469 acyl-CoA synthetase family member 2 - CGNC Symbol 13977 68.7 9 1 48.5 (M:48.5) 2 4.2 2 1272
1060 true ENSGALP00000003063 guanine nucleotide binding protein-like 2 (nucleolar) - CGNC Symbol 1398 89.4 9.5 1 47.7 (M:47.7) 2 2.4 4.83 1279
1061 true ENSGALP00000043475 nucleolar protein 9 - CGNC Symbol 55846 36 6.4 1 47.6 (M:47.6) 2 7.8 6.31 1282
1062 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 47.4 (M:47.4) 2 7.6 2.67 1287
1063 true ENSGALP00000001532 elaC ribonuclease Z 2 - CGNC Symbol 699 94.2 8.1 1 47.1 (M:47.1) 2 3.8 7.03 1293
1064 true ENSGALP00000041318 NADH dehydrogenase - Refseq NP_001289036 9.5 9.6 1 47.0 (M:47.0) 2 26.8 2.62 1294
1065 true ENSGALP00000037406 dynein axonemal heavy chain 8 - CGNC Symbol 64962 421.1 5.8 1 46.7 (M:46.7) 2 0.3 15.22 1300
1066 true ENSGALP00000030935 no description available 13.5 5.2 1 46.3 (M:46.3) 2 18 8.17 1303
1067 true ENSGALP00000001745 Fli-1 proto-oncogene ETS transcription factor - CGNC Symbol 51069 48.8 6.3 1 46.3 (M:46.3) 2 7.9 2.37 1304
1068 true ENSGALP00000021759 SOGA family member 2 - CGNC Symbol 10057 181.4 5.5 1 46.1 (M:46.1) 2 1.4 9.62 1305
1069 true ENSGALP00000018070 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) - C   60.7 6.9 1 45.7 (M:45.7) 2 4.9 2.32 1310
1070 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 45.5 (M:45.5) 2 6.1 4.6 1312
1071 true ENSGALP00000019092 Rho GTPase activating protein 35 - HGNC:4591 179.8 6.1 1 45.5 (M:45.5) 2 1.3 17.61 1313
1072 true ENSGALP00000015492 histone acetyltransferase 1 - CGNC Symbol 7250 47.9 5.3 1 44.9 (M:44.9) 2 7.6 3.48 1322
1073 true ENSGALP00000013501 calcium and integrin binding 1 - CGNC Symbol 6291 22.4 4.5 1 44.7 (M:44.7) 2 6.5 15.8 1324
1074 true ENSGALP00000006511 serine/threonine kinase 4 - CGNC Symbol 50938 55.4 5 2 44.2 (M:44.2) 2 5.6 12.23 1332
1075 true ENSGALP00000011008 lysine methyltransferase 2A - CGNC Symbol 49942 392.9 9.1 1 44.1 (M:44.1) 2 0.7 2.5 1333
1076 true ENSGALP00000014285 Wiskott-Aldrich syndrome-like - CGNC Symbol 6677 54.7 7.6 1 44.1 (M:44.1) 2 3.8 17.6 1335
1077 true ENSGALP00000016419 chromosome 4 open reading frame 33 - HGNC:27025 23.7 5.7 1 44.0 (M:44.0) 2 11.9 6.12 1337
1078 true ENSGALP00000026932 CD2-associated protein - CGNC Symbol 12535 71.2 5.8 1 43.2 (M:43.2) 2 4.1 4.81 1348
1079 true ENSGALP00000013591 caspase 8 apoptosis-related cysteine peptidase - CGNC Symbol 6332 54.5 5.4 1 42.6 (M:42.6) 2 4.4 3.63 1355
1080 true ENSGALP00000019027 AHNAK nucleoprotein 2 - CGNC Symbol 64005 136.9 5.4 1 41.3 (M:41.3) 2 1.8 13.09 1370
1081 true ENSGALP00000015343 melanoma inhibitory activity family member 3 - CGNC Symbol 51470 224.1 4.7 1 41.0 (M:41.0) 2 1.5 3.79 1371
1082 true ENSGALP00000021784 LMBR1 domain containing 2 - CGNC Symbol 10070 80.4 8.4 1 40.9 (M:40.9) 2 2.6 19.95 1374
1083 true ENSGALP00000042970 CDGSH iron sulfur domain 3 - CGNC Symbol 65212 13.1 11.5 1 40.9 (M:40.9) 2 15.8 6.95 1375
1084 true ENSGALP00000025149 regulator of G-protein signaling 12 - CGNC Symbol 11649 149.8 8.3 1 39.9 (M:39.9) 2 1.5 15.07 1388
1085 true ENSGALP00000009892 helicase with zinc finger 2 transcriptional coactivator - CGNC Symbol 50953 321.3 8.5 1 36.9 (M:36.9) 2 0.7 7.34 1420
1086 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 139.9 (M:139.9) 1 8.8 5.2 544
1087 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 134.7 (M:134.7) 1 27.1 2.08 563
1088 true ENSGALP00000026573 intersectin 2 - CGNC Symbol 51582 193.4 7.8 1 127.2 (M:127.2) 1 1.1 4.34 600
1089 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 125.4 (M:125.4) 1 3.1 3.78 610
1090 true ENSGALP00000022566 tubulin folding cofactor E - CGNC Symbol 10430 64.5 8.1 1 124.2 (M:124.2) 1 2.3 6.84 618
1091 true ENSGALP00000001464 GTPase activating protein and VPS9 domains 1 - CGNC Symbol 660 163.9 5 1 120.5 (M:120.5) 1 1.3 1.42 637
1092 true ENSGALP00000001578 chromosome 20 open reading frame human C20orf24 - CGNC Symbol 714 15.2 5.5 1 118.9 (M:118.9) 1 14.8 0.2 644
1093 true ENSGALP00000011103 insulin degrading enzyme - HGNC:5381 118.1 6.1 1 114.0 (M:114.0) 1 1.8 1.76 673
1094 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 113.4 (M:113.4) 1 14 7.63 679
1095 true ENSGALP00000021055 dynamin 1-like - CGNC Symbol 9791 77.6 6.2 1 110.0 (M:110.0) 1 1.4 2 703
1096 true ENSGALP00000039262 myosin light chain 1 alkali skeletal fast - CGNC Symbol 49821 16.6 4.5 3 109.8 (M:109.8) 1 10.7 8.18 704
1097 true ENSGALP00000036932 acylphosphatase 1 erythrocyte (common) type - CGNC Symbol 7842 11.1 9.9 1 108.2 (M:108.2) 1 17.2 2.01 710
1098 true ENSGALP00000005776 5'-nucleotidase cytosolic IIIB - CGNC Symbol 2665 33.1 5.3 1 106.4 (M:106.4) 1 5.9 18.68 725
1099 true ENSGALP00000000643 ribosomal protein L36 - CGNC Symbol 48965 8.7 11.1 1 105.6 (M:105.6) 1 13.5 0.86 726
1100 true ENSGALP00000016218 mediator complex subunit 8 - CGNC Symbol 7596 29 7.1 1 103.9 (M:103.9) 1 5.3 7.08 734
1101 true ENSGALP00000020406 thyroid hormone receptor interactor 13 - CGNC Symbol 9495 49 5.9 1 103.5 (M:103.5) 1 3 2.41 736
1102 true ENSGALP00000019994 UBX domain protein 4 - CGNC Symbol 9310 57 5.8 1 102.1 (M:102.1) 1 3.9 5.12 740
1103 true ENSGALP00000021752 ATP binding cassette subfamily F member 2 - CGNC Symbol 10054 71.2 6.9 1 98.7 (M:98.7) 1 2.7 4.05 768
1104 true ENSGALP00000008442 integrator complex subunit 2 - CGNC Symbol 3921 132.8 5.6 1 98.5 (M:98.5) 1 1.5 0.18 769
1105 true ENSGALP00000024295 perilipin 2 - CGNC Symbol 11227 48.1 5.7 1 96.7 (M:96.7) 1 4.3 1.95 782
1106 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 95.5 (M:95.5) 1 3 2.63 794
1107 true ENSGALP00000008336 adhesion regulating molecule 1 - CGNC Symbol 3870 42.2 5 1 94.9 (M:94.9) 1 3.5 19397.35 797
1108 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 94.7 (M:94.7) 1 16 0.78 800
1109 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 94.6 (M:94.6) 1 11.9 1.1 803
1110 true ENSGALP00000013659 THUMP domain containing 3 - CGNC Symbol 6359 54 6.6 1 93.6 (M:93.6) 1 3.1 5.35 812
1111 true ENSGALP00000039924 adenosine deaminase RNA-specific - CGNC Symbol 14589 117.9 8.1 1 92.0 (M:92.0) 1 1.3 5.36 821
1112 true ENSGALP00000015027 acyl-CoA binding domain containing 3 - CGNC Symbol 7024 59.5 5.1 1 91.6 (M:91.6) 1 3.1 5.37 822
1113 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 89.9 (M:89.9) 1 1.7 3.92 839
1114 true ENSGALP00000040190 pyroglutamyl-peptidase I - CGNC Symbol 17204 22.7 5.4 1 89.5 (M:89.5) 1 9.6 5.32 841
1115 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 88.7 (M:88.7) 1 11.5 9.85 847
1116 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 86.1 (M:86.1) 1 3.5 1.96 865
1117 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 85.7 (M:85.7) 1 0.8 16648.1 869
1118 true ENSGALP00000016543 Hsap of 64: CTAGE family member 9 - HGNC:37275 157.3 4.6 1 85.2 (M:85.2) 1 1 4.06 874
1119 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 85.2 (M:85.2) 1 4.9 3.31 875
1120 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 84.8 (M:84.8) 1 2.7 0.51 879
1121 true ENSGALP00000015897 golgin B1 - CGNC Symbol 7433 369.4 4.9 1 84.3 (M:84.3) 1 0.3 9.53 883
1122 true ENSGALP00000020840 desmoplakin - CGNC Symbol 9696 320.9 6.3 1 83.6 (M:83.6) 1 0.3 21.62 886
1123 true ENSGALP00000007469 LEO1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 55225 71.6 4.4 1 83.4 (M:83.4) 1 2.1 0.29 889
1124 true ENSGALP00000023420 Hsap of 1: zinc finger RNA binding protein - HGNC:17277 112.1 9.2 2 83.2 (M:83.2) 1 1.7 1.68 890
1125 true ENSGALP00000012917 nuclear factor of activated T-cells cytoplasmic calcineurin-dependent 2 - CGNC Symbol 6025 101.2 6.7 1 82.4 (M:82.4) 1 2.8 6.07 894
1126 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 82.3 (M:82.3) 1 5 9.94 895
1127 true ENSGALP00000025846 solute carrier family 25 member 32 - CGNC Symbol 12008 35.6 9.7 1 82.2 (M:82.2) 1 6.5 13843.19 897
1128 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 81.7 (M:81.7) 1 4.8 5.93 902
1129 true ENSGALP00000041687 erythrocyte membrane protein band 4.1 (elliptocytosis 1 RH-linked) - CGNC Symbol 49834 96.8 5.7 2 81.7 (M:81.7) 1 1.7 6.58 903
1130 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 81.2 (M:81.2) 1 2.4 3.13 907
1131 true ENSGALP00000035601 tripeptidyl peptidase I - CGNC Symbol 15637 30 5.9 1 81.1 (M:81.1) 1 5.2 15.01 908
1132 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 80.8 (M:80.8) 1 17 1.97 912
1133 true ENSGALP00000013413 DnaJ heat shock protein family (Hsp40) member C2 - CGNC Symbol 6249 71.4 8.7 1 79.7 (M:79.7) 1 4.5 4.58 921
1134 true ENSGALP00000018537 methionyl aminopeptidase 2 - CGNC Symbol 8650 53.1 5.6 1 79.2 (M:79.2) 1 2.1 0.97 922
1135 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 78.2 (M:78.2) 1 4.1 1.26 927
1136 true ENSGALP00000029357 SH2 domain containing 2A - CGNC Symbol 13721 35.4 6.1 1 77.9 (M:77.9) 1 4.3 7.66 928
1137 true ENSGALP00000022159 CCR4-NOT transcription complex subunit 7 - CGNC Symbol 10229 32.7 4.8 1 77.5 (M:77.5) 1 7 1.25 935
1138 true ENSGALP00000025794 MORC family CW-type zinc finger 3 - CGNC Symbol 11977 105.2 5.4 1 77.4 (M:77.4) 1 1.6 6.63 937
1139 true ENSGALP00000024086 5'-nucleotidase domain containing 1 - CGNC Symbol 11115 52 5.2 1 77.3 (M:77.3) 1 3.7 5.34 938
1140 true ENSGALP00000013622 5'-3' exoribonuclease 2 - CGNC Symbol 6344 108.5 7.5 1 77.2 (M:77.2) 1 2 3.72 940
1141 true ENSGALP00000003964 ubiquitin-like modifier activating enzyme 7 - CGNC Symbol 1807 108.7 5.4 1 76.4 (M:76.4) 1 1.5 3.92 948
1142 true ENSGALP00000038292 cAMP-regulated phosphoprotein 19kDa - CGNC Symbol 54805 12.3 9.1 1 76.2 (M:76.2) 1 13.4 1.85 949



1143 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 1 75.9 (M:75.9) 1 4.8 2.03 952
1144 true ENSGALP00000010319 oxysterol binding protein-like 5 - CGNC Symbol 4819 100.7 8.3 2 75.7 (M:75.7) 1 1.2 8.03 955
1145 true ENSGALP00000011539 high mobility group nucleosome binding domain 5 - CGNC Symbol 51685 20.2 9.9 1 75.6 (M:75.6) 1 6.3 7.25 956
1146 true ENSGALP00000023634 phosphorylated adaptor for RNA export - CGNC Symbol 10892 45.4 5.3 1 74.7 (M:74.7) 1 3 5.39 963
1147 true ENSGALP00000021455 zinc finger protein 830 - CGNC Symbol 9934 41.4 5.1 1 74.3 (M:74.3) 1 5.7 3.64 973
1148 true ENSGALP00000024253 cell division cycle 40 - CGNC Symbol 11202 65.7 6.2 1 74.1 (M:74.1) 1 2.4 1.44 975
1149 true ENSGALP00000037931 DEAH (Asp-Glu-Ala-His) box polypeptide 38 - CGNC Symbol 504 140.9 6.2 1 73.3 (M:73.3) 1 0.8 8.92 982
1150 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 72.6 (M:72.6) 1 3.9 6.77 986
1151 true ENSGALP00000008735 helicase lymphoid-specific - CGNC Symbol 4060 94.7 8.3 1 72.4 (M:72.4) 1 2.1 1.32 988
1152 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 71.2 (M:71.2) 1 3.5 3.17 996
1153 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 70.9 (M:70.9) 1 17.6 18238.11 1000
1154 true ENSGALP00000001030 protein phosphatase 1 regulatory subunit 8 - CGNC Symbol 463 38.7 6.3 1 70.8 (M:70.8) 1 6.2 9.93 1002
1155 true ENSGALP00000008916 Hsap of 1: musashi RNA binding protein 2 - HGNC:18585 21.6 8.5 2 70.7 (M:70.7) 1 5.8 0.51 1003
1156 true ENSGALP00000001195 bromodomain adjacent to zinc finger domain 1B - CGNC Symbol 533 23.3 4.8 1 70.1 (M:70.1) 1 5.4 4.56 1011
1157 true ENSGALP00000009122 checkpoint kinase 2 - CGNC Symbol 4245 58.9 6.4 1 70.0 (M:70.0) 1 4.6 0.79 1013
1158 true ENSGALP00000003060 pre-mRNA processing factor 38B - CGNC Symbol 1397 64.9 10.6 1 69.8 (M:69.8) 1 2.7 3.12 1015
1159 true ENSGALP00000013164 transducin-like enhancer of split 3 (E(sp1) homolog Drosophila) - CGNC Symbol 6155 76.1 6.9 1 69.6 (M:69.6) 1 2.9 8.74 1017
1160 true ENSGALP00000024413 carnosine N-methyltransferase 1 - CGNC Symbol 11279 26.8 6.3 2 69.3 (M:69.3) 1 8.2 0.82 1020
1161 true ENSGALP00000014191 cytochrome P450 family 20 subfamily A member 1 - CGNC Symbol 6626 52.4 6.5 1 69.0 (M:69.0) 1 3 3.67 1022
1162 true ENSGALP00000019438 desumoylating isopeptidase 1 - CGNC Symbol 56030 18.7 5.1 1 68.9 (M:68.9) 1 9.5 3.41 1023
1163 true ENSGALP00000016601 GLI pathogenesis-related 1-like - CGNC Symbol 50608 30.1 7.5 1 68.8 (M:68.8) 1 5.3 9.67 1024
1164 true ENSGALP00000025924 eukaryotic translation initiation factor 3 subunit H - CGNC Symbol 12051 39.5 6 1 68.7 (M:68.7) 1 5.7 6.93 1025
1165 true ENSGALP00000019563 X-prolyl aminopeptidase (aminopeptidase P) 3 putative - CGNC Symbol 9095 56.6 7.4 1 68.5 (M:68.5) 1 1.4 4.05 1030
1166 true ENSGALP00000022938 glucosamine-6-phosphate deaminase 2 - CGNC Symbol 10592 31.1 6.1 1 68.5 (M:68.5) 1 6.2 7.82 1031
1167 true ENSGALP00000005126 SUB1 homolog (S. cerevisiae) - CGNC Symbol 2359 14.2 9.6 2 68.4 (M:68.4) 1 11.1 0.16 1032
1168 true ENSGALP00000001803 debranching RNA lariats 1 - CGNC Symbol 809 60.7 5.2 1 67.9 (M:67.9) 1 2.6 14.59 1036
1169 true ENSGALP00000022463 Gallus gallus family with sequence similarity 136 member A (FAM136A) mRNA. - RefSeq mRNA NM_00 15.1 6.2 1 67.3 (M:67.3) 1 13 7.96 1038
1170 true ENSGALP00000019961 methionyl aminopeptidase 1 - CGNC Symbol 9297 39.1 7.4 2 67.1 (M:67.1) 1 4 3.42 1042
1171 true ENSGALP00000017948 Janus kinase 1 - CGNC Symbol 8381 132.9 7.3 1 67.0 (M:67.0) 1 1.5 3.97 1043
1172 true ENSGALP00000014627 CWC22 homolog spliceosome-associated protein - CGNC Symbol 52133 108.9 7.2 1 66.6 (M:66.6) 1 1 2.89 1044
1173 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 66.2 (M:66.2) 1 10.2 18344.21 1047
1174 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 66.0 (M:66.0) 1 4.3 15137.45 1049
1175 true ENSGALP00000011666 kinesin family member 5B - CGNC Symbol 5451 110.1 6.1 1 66.0 (M:66.0) 1 1.1 0.44 1050
1176 true ENSGALP00000041393 Hsap of 1: SON DNA binding protein - HGNC:11183 30.3 9.5 1 65.9 (M:65.9) 1 5.1 12.83 1052
1177 true ENSGALP00000018708 CCR4-NOT transcription complex subunit 10 - CGNC Symbol 8735 82.1 7.7 1 65.5 (M:65.5) 1 1.9 0.26 1056
1178 true ENSGALP00000022344 chromatin licensing and DNA replication factor 1 - CGNC Symbol 10323 64.4 9.9 1 65.3 (M:65.3) 1 1.4 8.55 1058
1179 true ENSGALP00000026194 primase (DNA) subunit 2 - CGNC Symbol 12170 58.7 8.5 1 65.2 (M:65.2) 1 3.5 2.83 1059
1180 true ENSGALP00000042900 PAF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 64966 58.9 4.7 1 65.0 (M:65.0) 1 1.9 10.51 1064
1181 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 64.9 (M:64.9) 1 9.3 1.24 1067
1182 true ENSGALP00000007174 SH3-domain GRB2-like endophilin B1 - CGNC Symbol 4722 40.8 6 1 64.3 (M:64.3) 1 4.1 0.65 1072
1183 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 64.1 (M:64.1) 1 11.9 0.42 1074
1184 true ENSGALP00000016398 breast cancer metastasis-suppressor 1-like - CGNC Symbol 7670 42.5 5.2 1 64.1 (M:64.1) 1 4.8 0.27 1075
1185 true ENSGALP00000034026 nitric oxide synthase 2 inducible - CGNC Symbol 49489 129.6 8.5 1 64.0 (M:64.0) 1 0.9 9.32 1078
1186 true ENSGALP00000019758 Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) mR     9.6 7.9 1 64.0 (M:64.0) 1 20.9 0.01 1079
1187 true ENSGALP00000025411 RNA guanylyltransferase and 5'-phosphatase - CGNC Symbol 11776 68.8 8.2 1 64.0 (M:64.0) 1 2.7 6.2 1080
1188 true ENSGALP00000020339 kinesin family member 5C - CGNC Symbol 49899 109.4 5.9 1 63.9 (M:63.9) 1 1.3 9.77 1081
1189 true ENSGALP00000005130 inosine triphosphatase - CGNC Symbol 2361 22.2 5.8 1 63.8 (M:63.8) 1 5.5 8.19 1082
1190 true ENSGALP00000001233 Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - RefSeq  11.2 9.9 1 63.8 (M:63.8) 1 10.9 2.73 1083
1191 true ENSGALP00000018120 proteasome 26S subunit non-ATPase 14 - CGNC Symbol 8450 34.5 6 1 63.7 (M:63.7) 1 4.5 4.75 1085
1192 true ENSGALP00000000102 scribbled planar cell polarity protein - HGNC:30377 172.7 5.1 1 63.6 (M:63.6) 1 1.4 4.53 1089
1193 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 63.5 (M:63.5) 1 2.7 0.23 1091
1194 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 63.5 (M:63.5) 1 2.7 8.85 1092
1195 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 63.4 (M:63.4) 1 3 4.38 1094
1196 true ENSGALP00000011124 cathepsin A - CGNC Symbol 5190 53.1 6.1 1 63.0 (M:63.0) 1 4.2 13.98 1098
1197 true ENSGALP00000022724 embryonic ectoderm development - CGNC Symbol 10494 50.3 6.5 1 63.0 (M:63.0) 1 2.9 7.91 1100
1198 true ENSGALP00000024757 ATP synthase H+ transporting mitochondrial Fo complex subunit E - CGNC Symbol 11448 8.3 7.9 1 62.9 (M:62.9) 1 16.9 0.81 1101
1199 true ENSGALP00000001975 selenocysteine lyase - CGNC Symbol 883 45.5 6.7 1 62.9 (M:62.9) 1 4.5 4.96 1102
1200 true ENSGALP00000011055 diaphanous homolog 1 (Drosophila) - CGNC Symbol 49017 90.7 6.1 1 62.8 (M:62.8) 1 1.3 4.37 1105
1201 true ENSGALP00000041294 chromosome 15 open reading frame 48 - HGNC:29898 9.6 9.6 1 62.7 (M:62.7) 1 10.5 24624.04 1106
1202 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 62.6 (M:62.6) 1 1.4 11.82 1107
1203 true ENSGALP00000021519 NADH:ubiquinone oxidoreductase subunit S6 - CGNC Symbol 9959 14 9.2 1 62.6 (M:62.6) 1 11.7 1.71 1108
1204 true ENSGALP00000016585 aldehyde dehydrogenase 6 family member A1 - CGNC Symbol 7766 58.3 8.5 1 62.3 (M:62.3) 1 3.2 2.7 1110
1205 true ENSGALP00000040836 acidic residue methyltransferase 1 - CGNC Symbol 9819 49.1 5.7 1 62.1 (M:62.1) 1 4.2 5.5 1113
1206 true ENSGALP00000016963 family with sequence similarity 98 member A - CGNC Symbol 7937 58.6 9.1 1 61.8 (M:61.8) 1 2.2 11.82 1118
1207 true ENSGALP00000007763 ribosomal protein S24 - CGNC Symbol 3616 15.6 10.8 1 61.7 (M:61.7) 1 8.1 0.65 1120
1208 true ENSGALP00000005649 lysophosphatidylcholine acyltransferase 2 - CGNC Symbol 2610 64.9 6.5 1 61.5 (M:61.5) 1 2.7 10.1 1124
1209 true ENSGALP00000015174 Sp3 transcription factor - CGNC Symbol 7089 76.5 5.1 2 61.4 (M:61.4) 1 1.5 16.52 1126
1210 true ENSGALP00000017671 DEAD (Asp-Glu-Ala-Asp) box helicase 24 - CGNC Symbol 8271 91.6 9.1 1 61.1 (M:61.1) 1 2.1 19.17 1129
1211 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 61.0 (M:61.0) 1 5.7 6.02 1130
1212 true ENSGALP00000003909 splicing factor suppressor of white-apricot homolog - CGNC Symbol 1780 110.8 6.8 1 60.9 (M:60.9) 1 0.7 7.5 1131
1213 true ENSGALP00000012245 forty-two-three domain containing 1 - CGNC Symbol 5721 34.3 11.2 1 60.8 (M:60.8) 1 6.2 16279.9 1133
1214 true ENSGALP00000010409 sphingomyelin phosphodiesterase 4 - CGNC Symbol 4864 96.2 7.7 1 60.6 (M:60.6) 1 1.8 3.01 1136
1215 true ENSGALP00000042074 upstream binding transcription factor RNA polymerase I - CGNC Symbol 63361 26.9 9.1 1 60.4 (M:60.4) 1 5.7 1.77 1137
1216 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 60.1 (M:60.1) 1 1.5 2.91 1141
1217 true ENSGALP00000024199 REV3 like DNA directed polymerase zeta catalytic subunit - CGNC Symbol 11179 344.3 8.3 1 59.5 (M:59.5) 1 0.2 12.09 1144
1218 true ENSGALP00000009752 CDC like kinase 4 - HGNC:13659 59.5 8.9 1 59.5 (M:59.5) 1 3.2 1.37 1145
1219 true ENSGALP00000020443 thioredoxin 2 - CGNC Symbol 9513 15.1 9.3 1 59.3 (M:59.3) 1 5 20.13 1147
1220 true ENSGALP00000042023 NADH:ubiquinone oxidoreductase core subunit S2 - CGNC Symbol 66024 14.1 7.8 1 59.0 (M:59.0) 1 9.4 2.15 1150
1221 true ENSGALP00000032688 protein phosphatase 4 regulatory subunit 2 - CGNC Symbol 5906 40.8 4.5 1 59.0 (M:59.0) 1 4.1 1.02 1151
1222 true ENSGALP00000020185 Gallus gallus chromosome 5 open reading frame human C14orf166 (C5H14ORF166) mRNA. - RefSeq m  27.4 5.8 1 58.8 (M:58.8) 1 6.3 2.45 1153
1223 true ENSGALP00000001227 THAP domain containing 12 - CGNC Symbol 53273 101.3 6.4 1 58.7 (M:58.7) 1 2.2 4.34 1154
1224 true ENSGALP00000041797 Major histocompatibility complex class I antigen BF2 - CGNC Symbol 52441 37.9 6.1 4 58.6 (M:58.6) 1 2.9 1.25 1155
1225 true ENSGALP00000007750 zinc finger NFX1-type containing 1 - CGNC Symbol 3608 231 7.8 1 58.5 (M:58.5) 1 0.9 1.29 1158
1226 true ENSGALP00000024858 RCSD domain containing 1 - CGNC Symbol 50771 40.1 5 1 58.5 (M:58.5) 1 2.4 5.77 1159
1227 true ENSGALP00000035506 bassoon presynaptic cytomatrix protein - CGNC Symbol 54034 401.2 7 1 58.2 (M:58.2) 1 0.3 2.81 1162
1228 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 57.9 (M:57.9) 1 3.4 0.64 1165
1229 true ENSGALP00000034600 vesicle-associated membrane protein 3 - CGNC Symbol 359 13.9 10.1 1 57.9 (M:57.9) 1 12.8 20.07 1166
1230 true ENSGALP00000004461 interferon induced protein 35 - HGNC:5399 33 5.5 1 57.6 (M:57.6) 1 7 13.49 1168
1231 true ENSGALP00000012810 COMM domain containing 3 - CGNC Symbol 5974 30.9 9.9 1 57.6 (M:57.6) 1 2.8 3.9 1169
1232 true ENSGALP00000030734 microtubule associated monooxygenase calponin and LIM domain containing 1 - CGNC Symbol 25636 127.9 5.1 1 57.5 (M:57.5) 1 0.9 14.51 1171
1233 true ENSGALP00000002186 WD repeat domain 77 - CGNC Symbol 991 30.8 5 1 57.4 (M:57.4) 1 4.9 1.55 1172
1234 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 57.4 (M:57.4) 1 4.5 1.89 1173
1235 true ENSGALP00000007041 component of oligomeric golgi complex 1 - CGNC Symbol 3262 98.3 8.3 2 57.4 (M:57.4) 1 2.4 4.24 1174
1236 true ENSGALP00000027373 GPALPP motifs containing 1 - CGNC Symbol 12739 39.2 5 1 57.4 (M:57.4) 1 3.7 2.56 1175
1237 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 57.2 (M:57.2) 1 6.5 0.67 1176
1238 true ENSGALP00000036952 PRP40 pre-mRNA processing factor 40 homolog A (S. cerevisiae) - CGNC Symbol 48984 84.7 5.4 2 57.1 (M:57.1) 1 1.9 5.3 1179
1239 true ENSGALP00000013329 Gallus gallus reelin (RELN) mRNA. - RefSeq mRNA NM_001305123 384.1 5.4 1 57.1 (M:57.1) 1 0.3 19.78 1180
1240 true ENSGALP00000007346 phosphatidylinositol-3 4 5-trisphosphate-dependent Rac exchange factor 1 - CGNC Symbol 50944 176.9 6.2 1 57.0 (M:57.0) 1 1.3 8.51 1181
1241 true ENSGALP00000022433 polymerase (RNA) II subunit I - HGNC:9196 14.4 5 1 56.8 (M:56.8) 1 8.8 3.1 1183
1242 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 56.3 (M:56.3) 1 6.8 0.25 1186
1243 true ENSGALP00000042597 myeloid differentiation primary response 88 - CGNC Symbol 4445 33.8 5.9 2 56.3 (M:56.3) 1 5 2.81 1187
1244 true ENSGALP00000020275 lectin galactoside-binding soluble 1 - CGNC Symbol 49833 15.1 6.6 1 56.3 (M:56.3) 1 8.9 15.05 1188
1245 true ENSGALP00000011338 RNA binding motif protein 7 - CGNC Symbol 5294 31.3 9.4 1 56.2 (M:56.2) 1 3.9 2.7 1190
1246 true ENSGALP00000000293 Hsap of 4: signal recognition particle 19kDa - HGNC:11300 16.3 9.9 1 55.6 (M:55.6) 1 9.6 1.89 1192



1247 true ENSGALP00000013710 ribosomal protein L32 - CGNC Symbol 50169 15.9 11.4 1 55.5 (M:55.5) 1 5.9 2.11 1193
1248 true ENSGALP00000037877 elongation factor like GTPase 1 - CGNC Symbol 49990 80.7 5.6 1 55.5 (M:55.5) 1 3.5 0.62 1195
1249 true ENSGALP00000006120 IL2-inducible T-cell kinase - CGNC Symbol 2826 72.3 7.5 1 55.2 (M:55.2) 1 1.9 4.68 1198
1250 true ENSGALP00000040680 uridine diphosphate glucose pyrophosphatase - Refseq NP_001006490 25.8 5.2 1 55.2 (M:55.2) 1 7 14.89 1199
1251 true ENSGALP00000024711 trimethylguanosine synthase 1 - CGNC Symbol 11425 99.4 5.1 1 55.2 (M:55.2) 1 1.1 6.64 1200
1252 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 55.1 (M:55.1) 1 2.5 2.32 1201
1253 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 55.0 (M:55.0) 1 7.1 2.1 1203
1254 true ENSGALP00000013917 INO80 complex subunit - CGNC Symbol 6490 177.3 9.3 1 54.7 (M:54.7) 1 0.8 3.2 1204
1255 true ENSGALP00000041377 snurportin-1 - Refseq NP_001074347 40.6 5.4 1 54.6 (M:54.6) 1 3.3 3.02 1205
1256 true ENSGALP00000012563 cleavage stimulation factor 3' pre-RNA subunit 1 - CGNC Symbol 5864 48.3 6.1 1 54.5 (M:54.5) 1 4.4 8.65 1207
1257 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 54.4 (M:54.4) 1 12 4.96 1208
1258 true ENSGALP00000013340 F-box protein 21 - CGNC Symbol 6217 70.7 6.6 1 54.3 (M:54.3) 1 2.1 6.45 1209
1259 true ENSGALP00000010718 heat shock protein family A (Hsp70) member 14 - CGNC Symbol 5014 54 5.2 1 54.1 (M:54.1) 1 3.2 19.69 1211
1260 true ENSGALP00000020792 nucleoporin 37kDa - CGNC Symbol 9674 36.9 5.9 1 54.0 (M:54.0) 1 4.6 4.01 1212
1261 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 54.0 (M:54.0) 1 5.9 6.11 1213
1262 true ENSGALP00000024767 abhydrolase domain containing 10 - CGNC Symbol 11454 33.3 9 1 53.9 (M:53.9) 1 3.7 0.84 1214
1263 true ENSGALP00000023793 splicing regulatory glutamic acid/lysine-rich protein 1 - CGNC Symbol 10959 77.1 9.9 1 53.8 (M:53.8) 1 2.8 13.05 1215
1264 true ENSGALP00000025029 ADP-ribosylation factor guanine nucleotide-exchange factor 1 (brefeldin A-inhibited) - CGNC Symbol 11 208.2 5.5 1 53.8 (M:53.8) 1 1.1 9.25 1216
1265 true ENSGALP00000001483 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A-like - CGNC Symbol 658 80.5 8.1 1 53.6 (M:53.6) 1 1.7 6.79 1218
1266 true ENSGALP00000003126 Smad nuclear interacting protein 1 - CGNC Symbol 1427 44.1 10.2 1 53.5 (M:53.5) 1 4 5.58 1219
1267 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 53.4 (M:53.4) 1 7.4 13.73 1220
1268 true ENSGALP00000004355 ATPase Na+/K+ transporting beta 3 polypeptide - CGNC Symbol 1995 31.8 8.1 1 53.3 (M:53.3) 1 5 4.95 1221
1269 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 53.2 (M:53.2) 1 11.8 10.14 1223
1270 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 53.0 (M:53.0) 1 11.1 1.73 1224
1271 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 52.9 (M:52.9) 1 1.5 2.1 1225
1272 true ENSGALP00000008227 family with sequence similarity 96 member B - CGNC Symbol 3821 17.8 5 1 52.8 (M:52.8) 1 11.2 6.12 1226
1273 true ENSGALP00000019452 eukaryotic translation initiation factor 1B - CGNC Symbol 9051 12.8 6.8 2 52.8 (M:52.8) 1 21.2 0.32 1227
1274 true ENSGALP00000013275 origin recognition complex subunit 5 - CGNC Symbol 6200 51.7 8.4 1 52.8 (M:52.8) 1 2.7 4.39 1228
1275 true ENSGALP00000039544 large 60S subunit nuclear export GTPase 1 - CGNC Symbol 5331 73.8 5.7 1 52.6 (M:52.6) 1 2 0.41 1229
1276 true ENSGALP00000017339 tyrosyl-DNA phosphodiesterase 1 - CGNC Symbol 8106 66 6.4 1 52.4 (M:52.4) 1 2.7 5.12 1232
1277 true ENSGALP00000023456 selenophosphate synthetase 1 - CGNC Symbol 10819 42.9 5.6 1 52.3 (M:52.3) 1 3.3 1.46 1233
1278 true ENSGALP00000018418 N-glycanase 1 - CGNC Symbol 8593 74 8.1 1 52.2 (M:52.2) 1 2.2 5.58 1234
1279 true ENSGALP00000000726 Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA NM_ 10.5 5.1 1 52.1 (M:52.1) 1 10.8 4.38 1236
1280 true ENSGALP00000011990 Hsap of 4: proteoglycan 2 bone marrow (natural killer cell activator eosinophil granule major basic prot   17.3 9.7 1 52.0 (M:52.0) 1 10.5 2.39 1237
1281 true ENSGALP00000019303 SAC1 suppressor of actin mutations 1-like (yeast) - CGNC Symbol 8979 67.4 7.3 1 51.9 (M:51.9) 1 1.7 6.66 1239
1282 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 51.7 (M:51.7) 1 3.6 16.19 1241
1283 true ENSGALP00000007207 dynactin subunit 4 - CGNC Symbol 3352 53.2 6.9 1 51.4 (M:51.4) 1 3.6 2.77 1246
1284 true ENSGALP00000032623 activating transcription factor 2 - CGNC Symbol 7057 51.4 6.7 2 50.7 (M:50.7) 1 2.9 10.49 1248
1285 true ENSGALP00000014011 mitogen-activated protein kinase 12 - HGNC:6874 42.1 6.2 7 50.7 (M:50.7) 1 2.2 4.77 1249
1286 true ENSGALP00000038587 actin related protein 2/3 complex subunit 5 16kDa - CGNC Symbol 14362 11.1 9.6 1 50.6 (M:50.6) 1 11.7 5.2 1250
1287 true ENSGALP00000030639 Ras-related protein Rab-6A - UP Q1KME6 23.5 5.4 1 50.6 (M:50.6) 1 5.3 24151.53 1251
1288 true ENSGALP00000003263 charged multivesicular body protein 4B - CGNC Symbol 50929 25.1 4.7 1 50.1 (M:50.1) 1 4.4 4.04 1254
1289 true ENSGALP00000005619 polyamine oxidase (exo-N4-amino) - CGNC Symbol 65340 54.9 5 1 49.9 (M:49.9) 1 2.4 3.19 1255
1290 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 49.9 (M:49.9) 1 13 21.2 1257
1291 true ENSGALP00000000045 NFU1 iron-sulfur cluster scaffold - CGNC Symbol 14 26 4.5 1 49.9 (M:49.9) 1 7.3 5.66 1258
1292 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 49.8 (M:49.8) 1 3 7.2 1259
1293 true ENSGALP00000026989 ubiquitin protein ligase E3A - CGNC Symbol 12558 100.9 5.2 1 49.8 (M:49.8) 1 1.6 3.32 1260
1294 true ENSGALP00000018421 serine/arginine-rich splicing factor 11 - CGNC Symbol 8594 46.9 10.7 1 49.7 (M:49.7) 1 5.1 10.39 1261
1295 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 49.5 (M:49.5) 1 20.3 0.85 1262
1296 true ENSGALP00000021082 DENN/MADD domain containing 5B - CGNC Symbol 50681 144.1 6.3 1 48.8 (M:48.8) 1 0.6 18.54 1268
1297 true ENSGALP00000026418 eukaryotic translation initiation factor 1A Y-linked - CGNC Symbol 50803 15.8 4.9 1 48.7 (M:48.7) 1 7.9 0.81 1269
1298 true ENSGALP00000037829 pyruvate dehydrogenase complex component X - CGNC Symbol 51908 53.2 6.1 1 48.5 (M:48.5) 1 3.8 5.33 1271
1299 true ENSGALP00000008955 synaptogyrin 3 - CGNC Symbol 4162 25.2 4.8 1 48.3 (M:48.3) 1 4.3 26638.03 1273
1300 true ENSGALP00000024227 ubiquitin-like with PHD and ring finger domains 2 E3 ubiquitin protein ligase - CGNC Symbol 11194 91.9 7 1 48.1 (M:48.1) 1 1.8 10.07 1274
1301 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 48.1 (M:48.1) 1 1 0.81 1275
1302 true ENSGALP00000011803 THO complex 7 - CGNC Symbol 5517 23.9 5.9 1 48.1 (M:48.1) 1 6.4 3.61 1276
1303 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 48.0 (M:48.0) 1 1.4 1.55 1277
1304 true ENSGALP00000040792 pseudouridine 5'-phosphatase - HGNC:16818 26.3 6.1 1 48.0 (M:48.0) 1 3.8 1.99 1278
1305 true ENSGALP00000013215 tRNA-yW synthesizing protein 5 - CGNC Symbol 6173 36.9 7.1 1 47.6 (M:47.6) 1 2.9 1.23 1280
1306 true ENSGALP00000013682 glutathione S-transferase omega 1 - CGNC Symbol 52072 27.2 7 1 47.6 (M:47.6) 1 5.9 10.26 1281
1307 true ENSGALP00000040758 Hsap of 1: DEAD-box helicase 41 - HGNC:18674 55.3 8.7 2 47.5 (M:47.5) 1 4 9.34 1283
1308 true ENSGALP00000009191 cadherin EGF LAG seven-pass G-type receptor 3 - CGNC Symbol 50137 332.8 6 1 47.5 (M:47.5) 1 0.3 8.38 1284
1309 true ENSGALP00000024956 glucan (1 4-alpha-) branching enzyme 1 - CGNC Symbol 11562 75.7 6 1 47.4 (M:47.4) 1 1.4 19.17 1285
1310 true ENSGALP00000043396 DNA (cytosine-5-)-methyltransferase 1 - HGNC:2976 131.9 5.7 1 47.4 (M:47.4) 1 1.1 10.66 1286
1311 true ENSGALP00000000272 Ras association (RalGDS/AF-6) domain family member 2 - CGNC Symbol 51021 37.3 8.7 1 47.3 (M:47.3) 1 4.6 14.16 1288
1312 true ENSGALP00000024729 cyclin G associated kinase - CGNC Symbol 11435 120.8 5.3 1 47.2 (M:47.2) 1 1.1 7.03 1289
1313 true ENSGALP00000008967 zinc finger protein 598 - CGNC Symbol 4167 99.6 8.9 1 47.2 (M:47.2) 1 1.7 1.25 1290
1314 true ENSGALP00000000151 tripartite motif containing 27.1 - CGNC Symbol 58 46.8 7.1 2 47.1 (M:47.1) 1 2.7 14.34 1291
1315 true ENSGALP00000043240 CDK5 regulatory subunit associated protein 3 - CGNC Symbol 15509 57.1 4.8 1 47.1 (M:47.1) 1 2 8.91 1292
1316 true ENSGALP00000040387 phosphofructokinase liver - CGNC Symbol 55585 84 7.2 1 47.0 (M:47.0) 1 1 23.6 1295
1317 true ENSGALP00000005427 chromosome 17 open reading frame 75 - HGNC:30173 43.5 5 1 46.9 (M:46.9) 1 2.8 0.59 1296
1318 true ENSGALP00000020530 chromosome 9 open reading frame 64 - HGNC:28144 39 5.8 1 46.9 (M:46.9) 1 2.3 0.4 1297
1319 true ENSGALP00000024145 Ly1 antibody reactive - CGNC Symbol 11148 42.1 9.1 1 46.8 (M:46.8) 1 2.7 13.02 1298
1320 true ENSGALP00000018575 RCD1 required for cell differentiation1 homolog (S. pombe) - CGNC Symbol 8665 26.7 7.2 1 46.8 (M:46.8) 1 7.6 4.33 1299
1321 true ENSGALP00000004799 spermidine synthase - CGNC Symbol 2201 23.6 5 1 46.5 (M:46.5) 1 4.8 0.84 1301
1322 true ENSGALP00000002406 nei like DNA glycosylase 1 - CGNC Symbol 1099 37.5 9.9 1 46.5 (M:46.5) 1 3.6 5.01 1302
1323 true ENSGALP00000002785 ariadne RBR E3 ubiquitin protein ligase 1 - CGNC Symbol 1344 41.4 7.4 1 46.0 (M:46.0) 1 4 15.03 1306
1324 true ENSGALP00000038646 WD repeat domain 92 - CGNC Symbol 6651 39.3 8.5 1 45.9 (M:45.9) 1 3.1 8.92 1307
1325 true ENSGALP00000009393 clustered mitochondria (cluA/CLU1) homolog - CGNC Symbol 4370 150.4 5.7 1 45.8 (M:45.8) 1 0.8 17.45 1308
1326 true ENSGALP00000041817 marginal zone B and B1 cell specific protein - CGNC Symbol 63940 20.9 6.4 1 45.8 (M:45.8) 1 5.1 14.28 1309
1327 true ENSGALP00000005265 GH3 domain containing - CGNC Symbol 2425 45.9 7.6 1 45.6 (M:45.6) 1 5.6 11.32 1311
1328 true ENSGALP00000025878 SMYD family member 5 - CGNC Symbol 51866 41.7 4.7 1 45.5 (M:45.5) 1 3.8 16.9 1314
1329 true ENSGALP00000027603 mitochondrial intermediate peptidase - CGNC Symbol 12858 79.5 6 1 45.3 (M:45.3) 1 2.1 5.14 1315
1330 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 45.2 (M:45.2) 1 10.1 1.8 1316
1331 true ENSGALP00000020735 host cell factor C2 - CGNC Symbol 50666 88 7.5 1 45.1 (M:45.1) 1 1.1 4.37 1317
1332 true ENSGALP00000016313 molybdenum cofactor synthesis 1 - CGNC Symbol 7642 70.3 9.1 1 45.1 (M:45.1) 1 1.1 16.46 1318
1333 true ENSGALP00000014428 phosphatidylinositol 3-kinase catalytic subunit type 3 - HGNC:8974 105.9 6.6 1 45.1 (M:45.1) 1 1.2 0.04 1319
1334 true ENSGALP00000021811 exocyst complex component 3 - CGNC Symbol 10079 86.1 5.8 1 45.1 (M:45.1) 1 1.3 1.67 1320
1335 true ENSGALP00000009787 NADH:ubiquinone oxidoreductase subunit AB1 - CGNC Symbol 4554 16.5 5.1 1 45.0 (M:45.0) 1 10 0.72 1321
1336 true ENSGALP00000003250 nuclear cap binding protein subunit 1 - CGNC Symbol 53067 92.5 5.9 1 44.8 (M:44.8) 1 0.8 16.65 1323
1337 true ENSGALP00000024213 ribosome production factor 2 homolog - CGNC Symbol 11187 35.1 9.9 1 44.6 (M:44.6) 1 4.2 18.68 1325
1338 true ENSGALP00000042912 SREK1 interacting protein 1 - CGNC Symbol 53000 17.9 10 1 44.4 (M:44.4) 1 7.7 11.27 1326
1339 true ENSGALP00000029249 tumor protein D52-like 2 - CGNC Symbol 50951 22.2 5.6 1 44.4 (M:44.4) 1 6.3 3.42 1327
1340 true ENSGALP00000001475 mitogen-activated protein kinase kinase 4 - CGNC Symbol 668 43.9 8.6 1 44.4 (M:44.4) 1 4.4 0.37 1328
1341 true ENSGALP00000004621 electron-transfer-flavoprotein alpha polypeptide - CGNC Symbol 2114 36.6 8.7 1 44.3 (M:44.3) 1 2.9 11.13 1329
1342 true ENSGALP00000041511 HSPA (heat shock 70kDa) binding protein cytoplasmic cochaperone 1 - CGNC Symbol 64131 26 5.6 1 44.3 (M:44.3) 1 6.1 2.54 1330
1343 true ENSGALP00000042949 platelet-activating factor acetylhydrolase IB subunit beta - Refseq NP_001026082 26.8 5.8 1 44.2 (M:44.2) 1 4.1 5.85 1331
1344 true ENSGALP00000006016 ubiquitin specific peptidase 4 (proto-oncogene) - CGNC Symbol 50119 107.4 5.6 1 44.1 (M:44.1) 1 2.2 1.4 1334
1345 true ENSGALP00000000805 RAN binding protein 3 - CGNC Symbol 357 59.6 4.7 1 44.0 (M:44.0) 1 2.2 11.08 1336
1346 true ENSGALP00000041639 ribosomal protein S26 - HGNC:10414 18 10.9 1 43.9 (M:43.9) 1 5.5 0.9 1338
1347 true ENSGALP00000007493 pentatricopeptide repeat domain 1 - CGNC Symbol 3492 83.8 8.6 1 43.7 (M:43.7) 1 1.6 2.18 1340
1348 true ENSGALP00000001241 GTPase activating Rap/RanGAP domain like 3 - CGNC Symbol 553 111.9 6.8 2 43.7 (M:43.7) 1 0.7 15.3 1341
1349 true ENSGALP00000041866 zinc finger and BTB domain-containing protein 7A - Refseq NP_990011 43 4.6 1 43.7 (M:43.7) 1 4.1 0.52 1342
1350 true ENSGALP00000028982 DNA-damage inducible 1 homolog 2 (S. cerevisiae) - CGNC Symbol 52491 50.3 4.9 1 43.6 (M:43.6) 1 4.9 10.63 1343



1351 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 43.5 (M:43.5) 1 2.8 7.63 1344
1352 true ENSGALP00000041842 sirtuin 2 - HGNC:10886 38.9 5.5 1 43.3 (M:43.3) 1 3.1 15.89 1345
1353 true ENSGALP00000005662 karyopherin alpha 2 (RAG cohort 1 importin alpha 1) - CGNC Symbol 50505 58 5.3 1 43.3 (M:43.3) 1 3.8 4.89 1346
1354 true ENSGALP00000005861 vacuolar protein sorting 13 homolog C (S. cerevisiae) - CGNC Symbol 2710 421.7 6.3 1 43.3 (M:43.3) 1 0.3 6.28 1347
1355 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 43.0 (M:43.0) 1 3.5 8.85 1349
1356 true ENSGALP00000041134 microfibrillar associated protein 1 - CGNC Symbol 6322 51.9 4.9 1 43.0 (M:43.0) 1 3.2 21.17 1350
1357 true ENSGALP00000022347 Hsap of 1: N(alpha)-acetyltransferase 38 NatC auxiliary subunit - HGNC:28212 10.1 7.9 1 43.0 (M:43.0) 1 12.5 22541.25 1351
1358 true ENSGALP00000022512 zinc finger CCCH-type antiviral 1 - CGNC Symbol 10406 80.5 8.6 1 42.9 (M:42.9) 1 2.6 4.12 1352
1359 true ENSGALP00000015229 calpain 2 (m/II) large subunit - CGNC Symbol 7115 79.2 5.4 1 42.8 (M:42.8) 1 2.4 0.69 1353
1360 true ENSGALP00000011471 cytohesin 1 - CGNC Symbol 51620 45.5 5.7 2 42.6 (M:42.6) 1 2.8 5.1 1354
1361 true ENSGALP00000041510 Hsap of 1: calreticulin - HGNC:1455 21.6 4.6 1 42.5 (M:42.5) 1 3.2 6.02 1356
1362 true ENSGALP00000010334 HIV-1 Tat specific factor 1 - CGNC Symbol 51672 51 5 1 42.4 (M:42.4) 1 2.4 20446.58 1357
1363 true ENSGALP00000003623 3-hydroxyisobutyryl-CoA hydrolase - CGNC Symbol 1646 42.8 8.6 1 42.4 (M:42.4) 1 2.3 6.5 1358
1364 true ENSGALP00000010092 ILK associated serine/threonine phosphatase - CGNC Symbol 4694 42.9 6.1 1 42.4 (M:42.4) 1 2.6 7.26 1359
1365 true ENSGALP00000041574 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 25.9 7 1 42.3 (M:42.3) 1 5.3 0.11 1360
1366 true ENSGALP00000004257 5'-3' exoribonuclease 1 - CGNC Symbol 1951 197 7.8 1 42.2 (M:42.2) 1 0.7 15.93 1361
1367 true ENSGALP00000017367 Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA NM_001308 17.1 6 1 42.1 (M:42.1) 1 4.8 29779.84 1362
1368 true ENSGALP00000000670 lon peptidase 1 mitochondrial - CGNC Symbol 300 95.1 5.8 1 42.1 (M:42.1) 1 0.7 11.55 1363
1369 true ENSGALP00000023543 SAP domain-containing ribonucleoprotein - Refseq NP_001026495 23.4 6.8 1 42.0 (M:42.0) 1 4.8 4.3 1364
1370 true ENSGALP00000012814 COMM domain containing 9 - CGNC Symbol 51912 21.8 5.9 1 41.6 (M:41.6) 1 12.1 4.12 1365
1371 true ENSGALP00000042627 Gallus gallus granulysin (GNLY) mRNA. - RefSeq mRNA NM_001044680 15.2 5.9 1 41.5 (M:41.5) 1 10 7.85 1366
1372 true ENSGALP00000024654 sorting nexin 3 - CGNC Symbol 51543 18.7 8.7 1 41.5 (M:41.5) 1 6.8 23.04 1367
1373 true ENSGALP00000005495 Hsap of 1: small nuclear ribonucleoprotein U5 subunit 200 - HGNC:30859 44.6 5.7 1 41.4 (M:41.4) 1 2.2 7.29 1368
1374 true ENSGALP00000003157 NADH:ubiquinone oxidoreductase subunit B6 - CGNC Symbol 1444 14.9 9.7 1 41.3 (M:41.3) 1 13.3 0.07 1369
1375 true ENSGALP00000042302 isocitrate dehydrogenase 3 (NAD+) gamma - CGNC Symbol 63782 12.2 7.9 1 41.0 (M:41.0) 1 21.4 7.3 1372
1376 true ENSGALP00000025730 phosphatidylserine synthase 1 - CGNC Symbol 11945 55.5 8.8 1 41.0 (M:41.0) 1 4 8.74 1373
1377 true ENSGALP00000041701 28S ribosomal protein S14 mitochondrial - Refseq NP_001264478 15 11.3 1 40.7 (M:40.7) 1 10.3 2.78 1376
1378 true ENSGALP00000024715 reticulon 4 interacting protein 1 - CGNC Symbol 11427 42.4 9.5 1 40.7 (M:40.7) 1 3.6 11.54 1377
1379 true ENSGALP00000014146 replication factor C subunit 4 - CGNC Symbol 6607 39.7 8.3 1 40.7 (M:40.7) 1 1.7 33542.61 1378
1380 true ENSGALP00000012474 trafficking protein particle complex 4 - CGNC Symbol 5825 24.2 6.2 1 40.5 (M:40.5) 1 6.4 6.49 1379
1381 true ENSGALP00000040894 WD repeat domain 74 - CGNC Symbol 64472 13.2 8.7 1 40.4 (M:40.4) 1 15 10.91 1380
1382 true ENSGALP00000011475 ubiquinol-cytochrome c reductase complex III subunit VII 9.5kDa - CGNC Symbol 5357 9.6 9.6 1 40.4 (M:40.4) 1 15.9 10.66 1381
1383 true ENSGALP00000000742 ring finger protein 113A - CGNC Symbol 51137 37.8 6.2 1 40.2 (M:40.2) 1 4 2.09 1382
1384 true ENSGALP00000022343 phosducin like 2 - CGNC Symbol 10322 36.9 5.7 1 40.1 (M:40.1) 1 2.7 23.03 1383
1385 true ENSGALP00000028084 osteoclast stimulating factor 1 - CGNC Symbol 13080 23.6 5.3 1 40.1 (M:40.1) 1 3.7 0.3 1384
1386 true ENSGALP00000015211 sideroflexin 4 - CGNC Symbol 7108 35.4 8.9 1 40.1 (M:40.1) 1 5 7.89 1385
1387 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 40.0 (M:40.0) 1 1 2.84 1386
1388 true ENSGALP00000042635 FK506 binding protein 1A 12kDa - CGNC Symbol 20061 8.9 6.8 1 39.9 (M:39.9) 1 17.5 3.62 1387
1389 true ENSGALP00000013337 CTD small phosphatase like 2 - CGNC Symbol 6215 53.1 6.1 1 39.8 (M:39.8) 1 2.6 2.49 1389
1390 true ENSGALP00000040773 no description available 22.3 4.6 1 39.6 (M:39.6) 1 9.9 4.33 1390
1391 true ENSGALP00000006264 COP9 signalosome subunit 8 - CGNC Symbol 52112 23 5.3 2 39.5 (M:39.5) 1 10.1 2.78 1391
1392 true ENSGALP00000042251 endosulfine alpha - CGNC Symbol 23246 12.7 9.5 1 39.5 (M:39.5) 1 14.5 3.32 1392
1393 true ENSGALP00000042962 zinc finger protein 740 - CGNC Symbol 63794 21.3 9.5 1 39.4 (M:39.4) 1 6.5 2.23 1393
1394 true ENSGALP00000017326 CDKN2A interacting protein - HGNC:24325 61.1 9.3 1 39.3 (M:39.3) 1 1.4 0.07 1394
1395 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 39.2 (M:39.2) 1 13.8 6.65 1395
1396 true ENSGALP00000012691 methylthioribulose-1-phosphate dehydratase - Refseq NP_001026718 26.8 6.1 1 39.1 (M:39.1) 1 5.8 1.91 1396
1397 true ENSGALP00000037185 X-ray repair complementing defective repair in Chinese hamster cells 6 - CGNC Symbol 9044 71.2 5.8 1 39.1 (M:39.1) 1 2.2 2.37 1397
1398 true ENSGALP00000025672 ribose 5-phosphate isomerase A - CGNC Symbol 11914 25.6 5.8 1 39.1 (M:39.1) 1 6.8 10.98 1398
1399 true ENSGALP00000032822 NADH dehydrogenase [ubiquinone 1 beta subcomplex subunit 8 mitochondrial Uncharacterized protei        21.9 7.9 1 39.0 (M:39.0) 1 4.7 0.33 1399
1400 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 38.7 (M:38.7) 1 1.3 3.4 1400
1401 true ENSGALP00000022545 BCL2-associated transcription factor 1 - CGNC Symbol 64987 106.1 10 1 38.4 (M:38.4) 1 1.8 0.67 1401
1402 true ENSGALP00000015722 histone PARylation factor 1 - HGNC:26051 39.7 8 1 38.4 (M:38.4) 1 5.4 5.18 1402
1403 true ENSGALP00000001396 FK506 binding protein 5 - CGNC Symbol 627 50.4 5.9 1 38.2 (M:38.2) 1 2.4 12.1 1403
1404 true ENSGALP00000017599 signal peptidase complex subunit 3 - CGNC Symbol 8235 15.5 5.8 1 38.1 (M:38.1) 1 6.6 11.27 1404
1405 true ENSGALP00000024484 autophagy related 3 - CGNC Symbol 11313 35.6 4.6 1 38.0 (M:38.0) 1 7 9.73 1405
1406 true ENSGALP00000009725 DnaJ (Hsp40) homolog subfamily C member 5 - CGNC Symbol 4532 22.1 4.9 1 38.0 (M:38.0) 1 7.6 3.87 1406
1407 true ENSGALP00000034433 WD repeat domain 18 - CGNC Symbol 14659 47.4 5.6 1 38.0 (M:38.0) 1 1.9 4.04 1407
1408 true ENSGALP00000036286 Hsap of 1: Sad1 and UNC84 domain containing 3 - HGNC:22429 22.5 6.5 1 37.8 (M:37.8) 1 4 12.41 1408
1409 true ENSGALP00000026284 pyruvate dehydrogenase kinase isozyme 3 - CGNC Symbol 12210 46.6 7.7 1 37.7 (M:37.7) 1 3.7 13.76 1409
1410 true ENSGALP00000042094 adenylate kinase 1 - CGNC Symbol 49598 21.7 8.7 1 37.6 (M:37.6) 1 6.7 14.4 1410
1411 true ENSGALP00000018494 zinc finger RANBP2-type containing 2 - CGNC Symbol 52241 37.8 10 1 37.5 (M:37.5) 1 2.4 16.82 1411
1412 true ENSGALP00000001145 DnaJ heat shock protein family (Hsp40) member C8 - CGNC Symbol 507 29.8 9.2 1 37.2 (M:37.2) 1 4.3 16.07 1412
1413 true ENSGALP00000023990 golgi-associated PDZ and coiled-coil motif containing - CGNC Symbol 11060 43 5.7 1 37.2 (M:37.2) 1 4.9 7.6 1413
1414 true ENSGALP00000011170 choroideremia (Rab escort protein 1) - CGNC Symbol 51680 73.1 4.7 1 37.2 (M:37.2) 1 1.4 0.45 1414
1415 true ENSGALP00000040418 no description available 26 6 1 37.2 (M:37.2) 1 4.3 4.12 1415
1416 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 37.1 (M:37.1) 1 14.3 7.96 1416
1417 true ENSGALP00000029248 chromobox homolog 1 - CGNC Symbol 49096 21.5 4.9 1 37.0 (M:37.0) 1 6.5 3.63 1417
1418 true ENSGALP00000025727 protein tyrosine phosphatase receptor type A - CGNC Symbol 49633 90.5 6.6 2 37.0 (M:37.0) 1 1.4 9.56 1418
1419 true ENSGALP00000003813 survival of motor neuron - CGNC Symbol 49008 29.2 8.2 1 36.9 (M:36.9) 1 4.5 9.06 1419
1420 true ENSGALP00000003592 ligase III DNA ATP-dependent - CGNC Symbol 1632 101.2 9 1 36.7 (M:36.7) 1 1.3 11.35 1421
1421 true ENSGALP00000024184 RNA terminal phosphate cyclase like 1 - CGNC Symbol 11170 37 9 1 36.7 (M:36.7) 1 5 15102.45 1422
1422 true ENSGALP00000042339 Hsap of 1: SIK family kinase 3 - HGNC:29165 79.7 6.9 2 36.5 (M:36.5) 1 2.9 11.88 1423
1423 true ENSGALP00000000558 tousled-like kinase 2 - CGNC Symbol 246 85.4 8.7 1 36.4 (M:36.4) 1 2.3 3.25 1424
1424 true ENSGALP00000033993 MOB kinase activator 3B - HGNC:23825 16.7 8.4 2 36.3 (M:36.3) 1 4.9 5.19 1425
1425 true ENSGALP00000037032 Rho GTPase activating protein 15 - CGNC Symbol 9435 54.6 9.4 1 36.2 (M:36.2) 1 4.8 4.6 1426
1426 true ENSGALP00000026301 NADH:ubiquinone oxidoreductase subunit B9 - CGNC Symbol 12221 21.9 8.9 1 36.1 (M:36.1) 1 6.7 4.59 1427
1427 true ENSGALP00000027090 SH3 domain containing ring finger 3 - CGNC Symbol 50839 85.3 9.4 1 36.0 (M:36.0) 1 0.9 6.73 1428
1428 true ENSGALP00000024648 leucyl/cystinyl aminopeptidase - CGNC Symbol 11391 116.9 5.3 1 35.9 (M:35.9) 1 1.3 14.25 1429
1429 true ENSGALP00000041061 threonyl-tRNA synthetase 2 mitochondrial (putative) - CGNC Symbol 56005 78.8 6.4 1 35.8 (M:35.8) 1 2 6.17 1430
1430 true ENSGALP00000018048 nucleoporin 133kDa - CGNC Symbol 8423 131.4 5.1 1 35.6 (M:35.6) 1 1.3 10.52 1431
1431 true ENSGALP00000013855 malignant T-cell amplified sequence 1 - CGNC Symbol 6460 20.6 9 1 35.6 (M:35.6) 1 5 1.22 1432
1432 true ENSGALP00000008922 holocytochrome c synthase - CGNC Symbol 4148 31.4 6.1 1 35.3 (M:35.3) 1 5.1 9.55 1433
1433 true ENSGALP00000003092 protein prune homolog - CGNC Symbol 65719 45.8 5.1 1 35.2 (M:35.2) 1 2.6 12.56 1434
1434 true ENSGALP00000037846 LLP homolog long-term synaptic facilitation (Aplysia) - CGNC Symbol 13845 13.4 10.4 1 35.1 (M:35.1) 1 14 12.57 1435
1435 true ENSGALP00000042469 ubiquitin conjugating enzyme E2 C - CGNC Symbol 63729 15.1 9.3 1 35.1 (M:35.1) 1 13 5.79 1436
1436 true ENSGALP00000028073 ADP ribosylation factor like GTPase 6 interacting protein 5 - CGNC Symbol 13078 21.6 9.5 1 35.0 (M:35.0) 1 4.8 25199.25 1437
1437 true ENSGALP00000030436 nucleolar protein 7 - CGNC Symbol 9631 25.4 10.2 1 35.0 (M:35.0) 1 6.2 3.64 1438
1438 true ENSGALP00000013080 Gallus gallus ubiquinol-cytochrome c reductase complex III subunit X (UQCR10) mRNA. - RefSeq mRNA 7.4 8.4 1 34.9 (M:34.9) 1 12.3 9.22 1439
1439 true ENSGALP00000018029 glutaredoxin 5 - CGNC Symbol 8413 17.4 7.8 1 34.8 (M:34.8) 1 4.9 5.06 1440
1440 true ENSGALP00000007389 F-box protein 6 - CGNC Symbol 51014 32.4 8.3 1 34.8 (M:34.8) 1 4 6.62 1441
1441 true ENSGALP00000009075 ubiquitin conjugating enzyme E2 G2 - CGNC Symbol 4222 18.5 4.6 1 34.8 (M:34.8) 1 9.1 7.43 1442
1442 true ENSGALP00000015356 electron transfer flavoprotein dehydrogenase - CGNC Symbol 7179 53.1 9 1 34.7 (M:34.7) 1 3.6 14.14 1443
1443 true ENSGALP00000042474 Hsap of 1: phospholipase A2 inhibitor and LY6/PLAUR domain containing - HGNC:44206 19.8 7 1 34.6 (M:34.6) 1 6.4 4.56 1444
1444 true ENSGALP00000011863 mediator complex subunit 19 - CGNC Symbol 5547 26.3 9.9 1 34.6 (M:34.6) 1 4.5 4.1 1445
1445 true ENSGALP00000042821 anaphase promoting complex subunit 15 - CGNC Symbol 65610 14.2 3.5 1 34.6 (M:34.6) 1 8.3 23330.02 1446
1446 true ENSGALP00000013410 ADP-ribosylation factor GTPase activating protein 2 - CGNC Symbol 51916 57.2 7.1 1 34.5 (M:34.5) 1 2.9 4.89 1447
1447 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 34.4 (M:34.4) 1 3.3 2.43 1448
1448 true ENSGALP00000008273 PHD finger protein 2 - CGNC Symbol 3843 118.3 9.3 1 34.2 (M:34.2) 1 0.9 21426.31 1449
1449 true ENSGALP00000008112 adaptor-related protein complex 3 mu 1 subunit - CGNC Symbol 52039 47 6.5 1 34.2 (M:34.2) 1 2.9 3.85 1450
1450 true ENSGALP00000023121 NACHT and WD repeat domain containing 2 - CGNC Symbol 53464 186.3 6 1 34.1 (M:34.1) 1 0.4 19.94 1451
1451 true ENSGALP00000041962 ribosomal protein L34 - CGNC Symbol 51767 13.4 11.5 1 34.0 (M:34.0) 1 6.8 9.21 1452
1452 true ENSGALP00000039481 casein kinase 1 gamma 2 - CGNC Symbol 65198 47 9.3 2 34.0 (M:34.0) 1 2.1 5.78 1453
1453 true ENSGALP00000024559 protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 1 - CGNC Symbol 11349 40.9 5.6 1 34.0 (M:34.0) 1 4.2 4.84 1454
1454 true ENSGALP00000004317 golgi glycoprotein 1 - CGNC Symbol 1981 119 6.2 1 33.8 (M:33.8) 1 1.1 8.13 1455



1455 true ENSGALP00000041733 Gallus gallus methionyl-tRNA synthetase (MARS) mRNA. - RefSeq mRNA NM_001257372 36 8.2 1 33.8 (M:33.8) 1 5.1 5.1 1456
1456 true ENSGALP00000019306 LIM domains containing 1 - CGNC Symbol 8981 61.6 6 1 33.8 (M:33.8) 1 3 7.27 1457
1457 true ENSGALP00000010165 autophagy related 4B cysteine peptidase - CGNC Symbol 49878 44.3 5 1 33.7 (M:33.7) 1 2.8 2.22 1458
1458 true ENSGALP00000024617 mitochondrial ribosomal protein L15 - CGNC Symbol 11375 33.6 10.1 1 33.7 (M:33.7) 1 3.4 2.71 1459
1459 true ENSGALP00000004124 BMS1 ribosome biogenesis factor - CGNC Symbol 1889 142.1 6 1 33.6 (M:33.6) 1 1.4 3.37 1460
1460 true ENSGALP00000017553 basic leucine zipper and W2 domains 2 - CGNC Symbol 8215 48.3 6.4 1 33.4 (M:33.4) 1 2.1 0.36 1461
1461 true ENSGALP00000012440 re-mRNA 3'-end-processing factor FIP1-like - CGNC Symbol 51702 55.4 7 1 33.4 (M:33.4) 1 2 1.35 1462
1462 true ENSGALP00000022414 synaptojanin 2 binding protein - Refseq NP_001264717 15.4 9.1 1 33.2 (M:33.2) 1 7.5 24.46 1463
1463 true ENSGALP00000021405 Gallus gallus YKT6 v-SNARE homolog (S. cerevisiae) (YKT6) mRNA. - RefSeq mRNA NM_001113744 22.4 5.5 1 33.2 (M:33.2) 1 5.6 6.77 1464
1464 true ENSGALP00000014499 copper metabolism domain containing 1 - CGNC Symbol 6782 21.4 5.2 1 33.2 (M:33.2) 1 6.7 5.87 1465
1465 true ENSGALP00000021206 small nuclear ribonucleoprotein U11/U12 subunit 48 - CGNC Symbol 9843 37.5 9.5 1 33.1 (M:33.1) 1 3.1 6.81 1466
1466 true ENSGALP00000025669 small ArfGAP 1 - HGNC:19651 48.1 8.7 1 33.1 (M:33.1) 1 2.7 1.51 1467
1467 true ENSGALP00000023091 NADH:ubiquinone oxidoreductase core subunit V2 - CGNC Symbol 52803 27.1 8.5 1 33.1 (M:33.1) 1 9.8 0.65 1468
1468 true ENSGALP00000018090 mesoderm induction early response 1 transcriptional regulator - CGNC Symbol 8442 57.7 4.3 2 33.0 (M:33.0) 1 1.8 24.02 1469
1469 true ENSGALP00000006532 DnaJ heat shock protein family (Hsp40) member A2 - CGNC Symbol 3019 42.9 6.2 1 32.8 (M:32.8) 1 2.1 3.52 1470
1470 true ENSGALP00000025508 SR-related CTD-associated factor 4 - CGNC Symbol 11826 120.8 9.6 1 32.8 (M:32.8) 1 1.5 4.17 1471
1471 true ENSGALP00000036494 cyclin-dependent kinase inhibitor 1B - CGNC Symbol 49044 22.2 8.5 1 32.7 (M:32.7) 1 6.6 9.84 1472
1472 true ENSGALP00000010910 cleavage stimulation factor 3' pre-RNA subunit 2 64kDa - CGNC Symbol 51677 49.9 5.9 1 32.4 (M:32.4) 1 2.3 2.4 1473
1473 true ENSGALP00000022871 tubulin tyrosine ligase like 12 - CGNC Symbol 10561 72.8 5.1 1 32.0 (M:32.0) 1 1.6 8.15 1474
1474 true ENSGALP00000019672 oxysterol binding protein-like 11 - CGNC Symbol 9142 78.7 6.2 2 32.0 (M:32.0) 1 1.4 15.39 1475
1475 true ENSGALP00000026316 apolipoprotein O - CGNC Symbol 12230 24.1 9 1 32.0 (M:32.0) 1 7.3 1.16 1476
1476 true ENSGALP00000036151 zinc binding alcohol dehydrogenase domain containing 2 - HGNC:28697 33.7 8.5 1 32.0 (M:32.0) 1 2.9 3.51 1477
1477 true ENSGALP00000008496 chromosome transmission fidelity factor 18 - CGNC Symbol 3952 108.5 7 1 31.7 (M:31.7) 1 1.5 3.35 1478
1478 true ENSGALP00000009615 aquaporin 8 - CGNC Symbol 4481 26.7 8.1 1 31.7 (M:31.7) 1 2.8 8.36 1479
1479 true ENSGALP00000004870 exosome component 10 - CGNC Symbol 2237 103.8 8 1 31.4 (M:31.4) 1 1.5 2.39 1480
1480 true ENSGALP00000008078 cyclin-dependent kinase 9 - CGNC Symbol 3750 39.4 9.3 1 31.4 (M:31.4) 1 5.3 0.44 1481
1481 true ENSGALP00000000423 cysteine and glycine-rich protein 1 - CGNC Symbol 188 20.4 8.9 1 31.3 (M:31.3) 1 8.3 10.1 1482
1482 true ENSGALP00000024352 synovial sarcoma translocation chromosome 18 - CGNC Symbol 11249 38.4 8.7 1 31.2 (M:31.2) 1 2.3 31544.63 1483
1483 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 31.2 (M:31.2) 1 10.1 15.52 1484
1484 true ENSGALP00000007586 aldehyde dehydrogenase 3 family member A2 - CGNC Symbol 50558 54.1 8.2 1 31.1 (M:31.1) 1 2.4 3.97 1485
1485 true ENSGALP00000016521 solute carrier family 35 (adenosine 3'-phospho 5'-phosphosulfate transporter) member B2 - CGNC Sym  47.1 9.2 1 31.1 (M:31.1) 1 1.9 24.03 1486
1486 true ENSGALP00000027118 growth hormone regulated TBC protein 1 - CGNC Symbol 12626 39.1 8.9 1 31.0 (M:31.0) 1 4.5 8.77 1487
1487 true ENSGALP00000018736 MAP/microtubule affinity-regulating kinase 3 - CGNC Symbol 8742 89.5 9.5 1 31.0 (M:31.0) 1 0.9 15.89 1488
1488 true ENSGALP00000042292 inositol 1 4 5-trisphosphate receptor interacting protein - HGNC:29370 63.1 5.6 1 30.9 (M:30.9) 1 2.4 13.59 1489
1489 true ENSGALP00000010899 ATP synthase H+ transporting mitochondrial F1 complex gamma polypeptide 1 - CGNC Symbol 5096 32.7 9.4 1 30.8 (M:30.8) 1 5.1 8.79 1490
1490 true ENSGALP00000027161 carbohydrate kinase domain containing - CGNC Symbol 50844 32.2 7.1 1 30.8 (M:30.8) 1 3 22982.65 1491
1491 true ENSGALP00000014189 phosphotriesterase related - CGNC Symbol 6624 39.9 6.2 1 30.7 (M:30.7) 1 2.8 8.41 1492
1492 true ENSGALP00000024856 solute carrier family 44 (choline transporter) member 1 - CGNC Symbol 53042 72.4 8.7 1 30.6 (M:30.6) 1 2.2 0.3 1493
1493 true ENSGALP00000008346 acyl-CoA synthetase long-chain family member 3 - CGNC Symbol 3875 79.8 9.1 1 30.6 (M:30.6) 1 1.8 9.12 1494
1494 true ENSGALP00000024674 tripartite motif containing 14 - CGNC Symbol 53037 49.9 7.2 1 30.4 (M:30.4) 1 3 0.43 1495
1495 true ENSGALP00000039979 small ArfGAP2 - CGNC Symbol 51046 43.7 8.8 1 30.3 (M:30.3) 1 2.7 8.02 1496
1496 true ENSGALP00000015213 D4 zinc and double PHD fingers family 3 - CGNC Symbol 49278 47.8 6.4 1 30.2 (M:30.2) 1 3.6 9.89 1497
1497 true ENSGALP00000014370 UDP-glucose pyrophosphorylase 2 - CGNC Symbol 6722 56.8 8.4 1 29.9 (M:29.9) 1 2.8 1.73 1498
1498 true ENSGALP00000014919 tRNA methyltransferase 6 - CGNC Symbol 6973 54.2 6.2 1 29.9 (M:29.9) 1 3.7 5.26 1499
1499 true ENSGALP00000023734 CWC27 spliceosome associated protein homolog - CGNC Symbol 10937 55.1 5.3 1 29.8 (M:29.8) 1 3.6 4.93 1500
1500 true ENSGALP00000003334 PGAM family member 5 mitochondrial serine/threonine protein phosphatase - CGNC Symbol 1525 26.5 8.8 1 29.7 (M:29.7) 1 4.7 8.39 1501
1501 true ENSGALP00000026511 family with sequence similarity 49 member A - CGNC Symbol 12326 37.3 5.7 1 29.7 (M:29.7) 1 3.7 9.85 1502
1502 true ENSGALP00000005122 LSM1 homolog mRNA degradation associated - CGNC Symbol 2356 15.2 5.2 1 29.6 (M:29.6) 1 12 8.51 1503
1503 true ENSGALP00000017009 VPS33B interacting protein apical-basolateral polarity regulator spe-39 homolog - CGNC Symbol 7958 56.8 7.6 1 29.6 (M:29.6) 1 2.6 10.83 1504
1504 true ENSGALP00000005469 CCZ1 vacuolar protein trafficking and biogenesis associated homolog (S. cerevisiae) - CGNC Symbol 502 55.1 5.9 1 29.6 (M:29.6) 1 2.7 2.43 1505
1505 true ENSGALP00000004601 LanC lantibiotic synthetase component C-like 1 (bacterial) - CGNC Symbol 2110 45.2 7.9 1 29.6 (M:29.6) 1 2 10.54 1506
1506 true ENSGALP00000009042 tuberous sclerosis 2 - HGNC:12363 204.8 6.6 1 29.5 (M:29.5) 1 0.4 22.35 1507
1507 true ENSGALP00000006321 centrosomal protein 112kDa - Refseq NP_001269107 115 6.2 1 29.4 (M:29.4) 1 0.8 14.89 1508
1508 true ENSGALP00000002359 peptidylprolyl isomerase like 2 - CGNC Symbol 1074 58.8 8.6 1 29.4 (M:29.4) 1 1.9 4.47 1509
1509 true ENSGALP00000018939 group-specific component (vitamin D binding protein) - CGNC Symbol 8824 53.7 6.5 1 29.3 (M:29.3) 1 2.3 12.85 1510
1510 true ENSGALP00000035502 WD repeat domain 82 - CGNC Symbol 50122 35.1 7.6 1 29.3 (M:29.3) 1 4.5 3.66 1511
1511 true ENSGALP00000011569 OPA1 mitochondrial dynamin like GTPase - CGNC Symbol 5403 113.3 8.2 2 29.3 (M:29.3) 1 1.1 6.57 1512
1512 true ENSGALP00000023911 HD domain containing 2 - CGNC Symbol 11010 22.8 5.6 1 29.2 (M:29.2) 1 7 0.9 1513
1513 true ENSGALP00000043173 no description available 41 5.6 1 29.1 (M:29.1) 1 3.2 0.41 1514
1514 true ENSGALP00000041243 histidine triad nucleotide binding protein 2 - CGNC Symbol 64012 17.1 9.8 1 29.1 (M:29.1) 1 9.4 3.16 1515
1515 true ENSGALP00000012744 magnesium transporter 1 - CGNC Symbol 51708 36.8 9.7 1 29.0 (M:29.0) 1 2.7 2.48 1516
1516 true ENSGALP00000010404 SRP receptor beta subunit - HGNC:24085 28.1 8.7 1 29.0 (M:29.0) 1 5 18469.19 1517
1517 true ENSGALP00000005542 uridine-cytidine kinase 2 - CGNC Symbol 2561 29.4 5.7 1 28.9 (M:28.9) 1 5.4 15.25 1518
1518 true ENSGALP00000038584 general transcription factor IIIC subunit 5 - CGNC Symbol 2509 36.7 8.7 1 28.9 (M:28.9) 1 4 3.77 1519
1519 true ENSGALP00000006565 ubiquitin-like with PHD and ring finger domains 1 - CGNC Symbol 3031 82.8 5.9 1 28.9 (M:28.9) 1 1.1 0.48 1520
1520 true ENSGALP00000022309 thioredoxin related transmembrane protein 3 - CGNC Symbol 10300 51.7 4.9 1 28.9 (M:28.9) 1 3.5 9.45 1521
1521 true ENSGALP00000008699 O-linked N-acetylglucosamine (GlcNAc) transferase - CGNC Symbol 4043 18.5 5.6 1 28.9 (M:28.9) 1 7.2 8.84 1522
1522 true ENSGALP00000038670 septin 12 - HGNC:26348 47.1 8.9 1 28.8 (M:28.8) 1 2.9 15.97 1523
1523 true ENSGALP00000000837 protein tyrosine phosphatase non-receptor type 7 - CGNC Symbol 371 40.7 7.2 1 28.8 (M:28.8) 1 2.2 16.82 1524
1524 true ENSGALP00000017279 AT-hook containing transcription factor 1 - CGNC Symbol 8073 253.6 5.4 1 28.8 (M:28.8) 1 0.6 11.52 1525
1525 true ENSGALP00000010494 voltage-dependent anion channel 1 - CGNC Symbol 50221 30.7 6.9 1 28.8 (M:28.8) 1 2.8 5.25 1526
1526 true ENSGALP00000022875 nucleolar protein 6 - CGNC Symbol 66001 135.1 7.6 1 28.7 (M:28.7) 1 0.8 4.44 1527
1527 true ENSGALP00000004906 regulator of G-protein signaling 14 - CGNC Symbol 2254 61.1 7.1 1 28.6 (M:28.6) 1 2.3 23.15 1528
1528 true ENSGALP00000005190 acyl-CoA synthetase bubblegum family member 1 - CGNC Symbol 2386 77.1 6.2 1 28.6 (M:28.6) 1 1.2 13.57 1529
1529 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 28.5 (M:28.5) 1 4.7 2.67 1530
1530 true ENSGALP00000001866 SAM domain and HD domain 1 - CGNC Symbol 839 70.2 6.4 1 28.5 (M:28.5) 1 2 15.77 1531
1531 true ENSGALP00000041256 Shwachman-Bodian-Diamond syndrome-like - CGNC Symbol 64719 28.8 8.7 1 28.4 (M:28.4) 1 4 22475.09 1532
1532 true ENSGALP00000005199 Hsap of 1: proline rich coiled-coil 2C - HGNC:24903 59.4 7.7 1 28.3 (M:28.3) 1 2.3 1.1 1533
1533 true ENSGALP00000009584 anthrax toxin receptor-like - CGNC Symbol 52046 52.7 8.7 1 28.2 (M:28.2) 1 1.3 24.46 1534
1534 true ENSGALP00000031018 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) - CGNC Symbol 11867 9.6 10.2 1 28.2 (M:28.2) 1 12 1.46 1535
1535 true ENSGALP00000008763 TAF1 RNA polymerase II TATA box binding protein (TBP)-associated factor 250kDa - CGNC Symbol 5165 216.1 4.9 1 28.1 (M:28.1) 1 0.3 1.63 1536
1536 true ENSGALP00000043427 block of proliferation 1 - HGNC:15519 74 8.8 1 28.1 (M:28.1) 1 1.4 2.15 1537
1537 true ENSGALP00000010575 WD repeat domain 60 - CGNC Symbol 4944 118.5 6.2 1 28.0 (M:28.0) 1 1.2 18.71 1538
1538 true ENSGALP00000015688 apoptosis and caspase activation inhibitor - CGNC Symbol 7338 38.6 5.3 1 28.0 (M:28.0) 1 4.8 4.4 1539
1539 true ENSGALP00000021816 programmed cell death 6 - CGNC Symbol 10082 21.6 5.4 1 27.9 (M:27.9) 1 5.3 8.31 1540
1540 true ENSGALP00000016773 NIMA related kinase 9 - CGNC Symbol 7847 118.6 6.4 1 27.8 (M:27.8) 1 1.7 0.92 1541
1541 true ENSGALP00000017381 missing oocyte meiosis regulator homolog (Drosophila) - CGNC Symbol 51290 98.3 6.7 1 27.8 (M:27.8) 1 0.9 10.02 1542
1542 true ENSGALP00000005281 clathrin light chain B - CGNC Symbol 50199 28.1 4.9 1 27.8 (M:27.8) 1 3.9 2.1 1543
1543 true ENSGALP00000004093 geranylgeranyl diphosphate synthase 1 - HGNC:4249 34.3 5.6 1 27.7 (M:27.7) 1 4.7 3.38 1544
1544 true ENSGALP00000015599 interleukin 1 receptor associated kinase 4 - CGNC Symbol 7297 40.5 6.1 2 27.5 (M:27.5) 1 5.9 9.15 1545
1545 true ENSGALP00000025837 high mobility group nucleosome binding domain 1 - CGNC Symbol 49596 11.1 9.2 1 27.5 (M:27.5) 1 12.5 13.82 1546
1546 true ENSGALP00000038835 mutS homolog 6 - CGNC Symbol 6804 149.8 5.9 1 27.5 (M:27.5) 1 0.8 21.81 1547
1547 true ENSGALP00000006690 WD repeat domain phosphoinositide interacting 1 - CGNC Symbol 3095 60.3 9 1 27.4 (M:27.4) 1 1.3 30404.89 1548
1548 true ENSGALP00000015434 follistatin-like 5 - CGNC Symbol 7218 95.6 5.8 1 27.2 (M:27.2) 1 1.1 19.01 1549
1549 true ENSGALP00000026381 derlin 1 - CGNC Symbol 12264 28.9 9.4 1 27.2 (M:27.2) 1 4.4 2.75 1550
1550 true ENSGALP00000022935 coronin 6 - CGNC Symbol 65354 53.3 6.2 1 27.2 (M:27.2) 1 2.7 24.33 1551
1551 true ENSGALP00000024546 coproporphyrinogen oxidase - CGNC Symbol 11339 45.4 8.6 1 27.2 (M:27.2) 1 3.2 3.26 1552
1552 true ENSGALP00000010955 Uncharacterized protein - UniProtKB/TrEMBL H3BN98 - CGNC Symbol 5116 23.6 9.1 1 27.1 (M:27.1) 1 4.9 6.27 1553
1553 true ENSGALP00000017758 serine/threonine kinase 39 - HGNC:17717 61.9 8.7 1 27.1 (M:27.1) 1 2.2 20.69 1554
1554 true ENSGALP00000001577 SRP receptor alpha subunit - CGNC Symbol 713 71.2 9.1 1 27.1 (M:27.1) 1 1.9 0.16 1555
1555 true ENSGALP00000039649 ubiquitin conjugating enzyme E2 G1 - CGNC Symbol 56402 17.8 5 1 27.1 (M:27.1) 1 5.2 16.12 1556
1556 true ENSGALP00000042287 NADH dehydrogenase (ubiquinone) 1 beta subcomplex 4 15kDa - CGNC Symbol 55666 14.9 9.7 1 27.1 (M:27.1) 1 16.5 9.21 1557
1557 true ENSGALP00000009811 pleckstrin homology domain containing A7 - CGNC Symbol 4568 138.6 9.2 1 27.1 (M:27.1) 1 0.7 0.85 1558
1558 true ENSGALP00000043457 pterin-4 alpha-carbinolamine dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 alpha    12 6 1 27.0 (M:27.0) 1 7.7 6.84 1559



1559 true ENSGALP00000034390 nuclear transcription factor Y subunit gamma - CGNC Symbol 2316 37.5 4.9 1 26.9 (M:26.9) 1 2.4 17.74 1560
1560 true ENSGALP00000009890 Rho GTPase activating protein 22 - CGNC Symbol 4605 78.7 6.3 1 26.9 (M:26.9) 1 1.4 7.2 1561
1561 true ENSGALP00000001306 SFRS protein kinase 1 - CGNC Symbol 586 83.6 6.4 1 26.9 (M:26.9) 1 1.5 16.54 1562
1562 true ENSGALP00000030590 solute carrier family 25 member 40 - HGNC:29680 37.9 9.6 1 26.9 (M:26.9) 1 3 14.47 1563
1563 true ENSGALP00000039736 CD74 molecule - CGNC Symbol 3398 24.8 9.2 2 26.9 (M:26.9) 1 8.5 11.6 1564
1564 true ENSGALP00000003124 Fanconi anemia complementation group G - CGNC Symbol 49129 71.8 5.6 1 26.9 (M:26.9) 1 1.7 5.27 1565
1565 true ENSGALP00000007541 EPH receptor B2 - CGNC Symbol 3515 111.8 5.5 1 26.8 (M:26.8) 1 0.9 19 1566
1566 true ENSGALP00000015963 protein phosphatase 2 regulatory subunit B' alpha - CGNC Symbol 7467 56.8 8.1 1 26.8 (M:26.8) 1 2.4 7 1567
1567 true ENSGALP00000002760 mitochondrial ribosomal protein S34 - CGNC Symbol 1260 25.1 9.8 1 26.7 (M:26.7) 1 4.3 24.71 1568
1568 true ENSGALP00000027498 spastic paraplegia 20 (Troyer syndrome) - CGNC Symbol 12811 64.5 5.7 1 26.7 (M:26.7) 1 1.3 22.26 1569
1569 true ENSGALP00000007291 chloride voltage-gated channel 6 - CGNC Symbol 3395 97.1 6.3 1 26.7 (M:26.7) 1 1 12.57 1570
1570 true ENSGALP00000008534 IBA57 homolog iron-sulfur cluster assembly - CGNC Symbol 3967 36.1 9 1 26.6 (M:26.6) 1 3.9 9.18 1571
1571 true ENSGALP00000025342 Uncharacterized protein - UniProtKB/TrEMBL F5H0B0 - CGNC Symbol 11745 19.8 4.9 1 26.6 (M:26.6) 1 6 21450.16 1572
1572 true ENSGALP00000024862 neutral sphingomyelinase activation associated factor - HGNC:8017 103.8 5.8 1 26.5 (M:26.5) 1 1.6 1.01 1573
1573 true ENSGALP00000013788 WD repeat domain 12 - CGNC Symbol 6423 47.3 5.4 1 26.4 (M:26.4) 1 2.8 7.64 1574
1574 true ENSGALP00000027209 propionyl-CoA carboxylase alpha subunit - CGNC Symbol 12663 78.5 7.8 1 26.4 (M:26.4) 1 2 4.92 1575
1575 true ENSGALP00000017502 single stranded DNA binding protein 3 - CGNC Symbol 8192 34.4 5.9 1 26.4 (M:26.4) 1 5.1 0.56 1576
1576 true ENSGALP00000011045 carboxypeptidase B1 (tissue) - CGNC Symbol 5158 47.2 5.8 1 26.3 (M:26.3) 1 2.2 12.66 1577
1577 true ENSGALP00000023270 glycerol-3-phosphate acyltransferase 2 mitochondrial - HGNC:27168 87.3 6.8 1 26.2 (M:26.2) 1 1.5 22.81 1578
1578 true ENSGALP00000019979 Gallus gallus alcohol dehydrogenase 1C (class I) gamma polypeptide (ADH1C) mRNA. - RefSeq mRNA N 41.1 8.8 1 26.2 (M:26.2) 1 2.1 8.76 1579
1579 true ENSGALP00000040677 Hsap of 4: farnesyltransferase CAAX box beta - HGNC:3785 25.6 6.7 1 26.1 (M:26.1) 1 4.7 5.77 1580
1580 true ENSGALP00000013183 pseudouridylate synthase 7 (putative) - CGNC Symbol 6164 73.9 6.2 1 26.1 (M:26.1) 1 2 2.04 1581
1581 true ENSGALP00000011112 phosphatidylserine decarboxylase - CGNC Symbol 5188 47.9 10 1 26.1 (M:26.1) 1 3.1 4.04 1582
1582 true ENSGALP00000019631 actin-related protein 10 homolog (S. cerevisiae) - CGNC Symbol 63179 46.2 6 1 26.0 (M:26.0) 1 2.4 6.29 1583
1583 true ENSGALP00000042289 ubiquitin specific peptidase 47 - CGNC Symbol 4147 157.2 5 2 26.0 (M:26.0) 1 0.6 22.24 1584
1584 true ENSGALP00000036573 anti-silencing function 1A histone chaperone - HGNC:20995 19 4.4 1 26.0 (M:26.0) 1 4.7 8.29 1585
1585 true ENSGALP00000014204 alpha-aspartyl dipeptidase - CGNC Symbol 52131 27.3 6.7 1 25.9 (M:25.9) 1 4.5 1.63 1586
1586 true ENSGALP00000005357 nuclear factor of activated T-cells cytoplasmic calcineurin-dependent 3 - CGNC Symbol 2472 113.8 6.2 1 25.9 (M:25.9) 1 1.1 1.03 1587
1587 true ENSGALP00000002754 ADP-dependent glucokinase - CGNC Symbol 1256 53.1 5.5 1 25.8 (M:25.8) 1 2.9 10.21 1588
1588 true ENSGALP00000042784 Hsap of 4: Tctex1 domain containing 2 - HGNC:28482 14.3 5.2 1 25.8 (M:25.8) 1 5.5 12.72 1589
1589 true ENSGALP00000041193 ubiquitin specific peptidase 39 - CGNC Symbol 64119 28.3 9.3 1 25.8 (M:25.8) 1 7.6 5.7 1590
1590 true ENSGALP00000002604 inter-alpha-trypsin inhibitor heavy chain 3 - CGNC Symbol 50111 100.5 5.8 1 25.7 (M:25.7) 1 0.8 4.59 1591
1591 true ENSGALP00000002670 neuroplastin - CGNC Symbol 1224 41.9 7.9 1 25.7 (M:25.7) 1 3.2 20.58 1592
1592 true ENSGALP00000027024 carbohydrate sulfotransferase 10 - CGNC Symbol 12576 42.1 9 2 25.6 (M:25.6) 1 2.8 24.75 1593
1593 true ENSGALP00000020459 glycerol-3-phosphate dehydrogenase 2 - CGNC Symbol 9521 80.7 7.6 1 25.6 (M:25.6) 1 2.1 14.24 1594
1594 true ENSGALP00000002451 hexosaminidase (glycosyl hydrolase family 20 catalytic domain) containing - CGNC Symbol 50492 53 6.1 1 25.6 (M:25.6) 1 1.9 3.16 1595
1595 true ENSGALP00000020772 neural precursor cell expressed developmentally down-regulated 9 - CGNC Symbol 49448 92.3 6.2 1 25.5 (M:25.5) 1 1.6 8.65 1596
1596 true ENSGALP00000024859 CD247 molecule - CGNC Symbol 11510 18.8 9.4 1 25.4 (M:25.4) 1 8.4 8.49 1597
1597 true ENSGALP00000008634 BRCA1/BRCA2-containing complex subunit 3 - CGNC Symbol 4010 35.8 6.5 1 25.4 (M:25.4) 1 3.8 8.46 1598
1598 true ENSGALP00000009470 ubiquitin specific peptidase 8 - CGNC Symbol 4401 127.9 8.5 1 25.4 (M:25.4) 1 1.5 6.91 1599
1599 true ENSGALP00000026764 shroom family member 2 - CGNC Symbol 12449 186.5 6.4 1 25.2 (M:25.2) 1 0.8 4.64 1600
1600 true ENSGALP00000018290 ankyrin repeat domain 28 - CGNC Symbol 8527 116.3 5.6 1 25.2 (M:25.2) 1 1.4 12.4 1601
1601 true ENSGALP00000014603 zinc finger ZZ-type containing 3 - CGNC Symbol 6828 102.2 5.7 1 25.0 (M:25.0) 1 1.7 7.26 1602
1602 true ENSGALP00000018294 tryptophanyl-tRNA synthetase - CGNC Symbol 8529 53.7 6.8 1 24.9 (M:24.9) 1 3.4 0.37 1603
1603 true ENSGALP00000002876 no description available 13.3 5.6 1 24.9 (M:24.9) 1 6.8 0.54 1604
1604 true ENSGALP00000018190 WAS/WASL interacting protein family member 3 - CGNC Symbol 8483 44.1 10.2 1 24.8 (M:24.8) 1 2.1 18.31 1605
1605 true ENSGALP00000011907 cleavage and polyadenylation factor I subunit 1 - CGNC Symbol 5568 47.6 6.1 1 24.7 (M:24.7) 1 1.6 2.38 1606
1606 true ENSGALP00000036966 exosome component 9 - CGNC Symbol 9008 49.3 5.4 1 24.7 (M:24.7) 1 3.6 14.57 1607
1607 true ENSGALP00000002364 acyl-CoA dehydrogenase family member 8 - CGNC Symbol 1077 45.1 9 1 24.7 (M:24.7) 1 3.6 6.49 1608
1608 true ENSGALP00000038215 cytochrome P450 family 19 subfamily A member 1 - CGNC Symbol 10026 58.1 6.6 1 24.6 (M:24.6) 1 2 11.1 1609
1609 true ENSGALP00000010240 glutathione S-transferase theta 1 - CGNC Symbol 4772 29.8 6.6 1 24.6 (M:24.6) 1 5.7 2.25 1610
1610 true ENSGALP00000039774 v-myc avian myelocytomatosis viral oncogene lung carcinoma derived homolog - CGNC Symbol 16978 39.7 6.5 1 24.6 (M:24.6) 1 1.9 6.82 1611
1611 true ENSGALP00000032142 INTS3 and NABP interacting protein - CGNC Symbol 14226 11.4 9.2 1 24.5 (M:24.5) 1 15.4 9.83 1612
1612 true ENSGALP00000006999 MLX interacting protein - CGNC Symbol 3238 88.6 9.1 1 24.5 (M:24.5) 1 0.9 16.46 1613
1613 true ENSGALP00000032432 ventral anterior homeobox 1 - CGNC Symbol 49384 23.2 9.5 2 24.4 (M:24.4) 1 3.3 21.57 1614
1614 true ENSGALP00000022856 NudC domain containing 3 - CGNC Symbol 10553 39.7 5 1 24.4 (M:24.4) 1 4.8 7.27 1615
1615 true ENSGALP00000003634 nucleotide binding protein 2 - CGNC Symbol 1652 29.3 5.7 1 24.3 (M:24.3) 1 4.4 8.69 1616
1616 true ENSGALP00000011120 Ras association (RalGDS/AF-6) domain family (N-terminal) member 7 - CGNC Symbol 5189 54.2 5.7 1 24.3 (M:24.3) 1 2.1 0.12 1617
1617 true ENSGALP00000007948 solute carrier family 27 (fatty acid transporter) member 4 - CGNC Symbol 3690 72.6 8.7 1 24.3 (M:24.3) 1 1.9 7.99 1618
1618 true ENSGALP00000025200 sorting nexin family member 30 - CGNC Symbol 11678 49.9 5.2 1 24.2 (M:24.2) 1 3.2 15.77 1619
1619 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 24.0 (M:24.0) 1 1.8 11.95 1620
1620 true ENSGALP00000002576 Gallus gallus protein phosphatase 2A activator regulatory subunit 4 (PPP2R4) mRNA. - RefSeq mRNA N 36.7 6 1 23.9 (M:23.9) 1 3.1 0.68 1621
1621 true ENSGALP00000008546 guanylate kinase 1 - CGNC Symbol 3973 25.2 6.2 1 23.9 (M:23.9) 1 3.1 3.5 1622
1622 true ENSGALP00000029961 casein kinase 1 epsilon - CGNC Symbol 13829 47 9.8 1 23.9 (M:23.9) 1 3.4 17.33 1623
1623 true ENSGALP00000026877 acetylserotonin O-methyltransferase-like - CGNC Symbol 12508 69.5 6 1 23.8 (M:23.8) 1 1.3 30806.6 1624
1624 true ENSGALP00000004899 telomerase-binding protein EST1A-like - CGNC Symbol 70047 160.3 6.9 1 23.8 (M:23.8) 1 0.8 16.76 1625
1625 true ENSGALP00000027645 ring finger protein 17 - CGNC Symbol 12880 178 5.9 1 23.6 (M:23.6) 1 0.6 14.25 1626
1626 true ENSGALP00000043341 ancient ubiquitous protein 1 - HGNC:891 57.6 9.9 1 23.5 (M:23.5) 1 2.3 4.6 1627
1627 true ENSGALP00000013618 trafficking protein kinesin binding 2 - CGNC Symbol 6343 98.9 5.5 1 23.5 (M:23.5) 1 0.8 10.26 1628
1628 true ENSGALP00000029784 Gallus gallus uncharacterized LOC418424 (LOC418424) mRNA. - RefSeq mRNA NM_001305444 39 8.7 1 23.3 (M:23.3) 1 2.8 14.27 1629
1629 true ENSGALP00000023242 coiled-coil domain containing 58 - CGNC Symbol 10725 16.7 7.7 1 23.2 (M:23.2) 1 13.9 11900.11 1630
1630 true ENSGALP00000014967 RNA binding motif protein 45 - CGNC Symbol 6993 56.3 8.9 1 23.1 (M:23.1) 1 3 0.46 1631
1631 true ENSGALP00000014072 ubiquitin-conjugating enzyme E2A - CGNC Symbol 6564 17.3 5.1 1 23.1 (M:23.1) 1 11.2 5.38 1632
1632 true ENSGALP00000004305 TATA-box binding protein associated factor 11 - CGNC Symbol 51121 18.1 9.1 1 23.0 (M:23.0) 1 3.8 20.94 1633
1633 true ENSGALP00000025644 interferon alpha and beta receptor subunit 1 - CGNC Symbol 11900 64.1 5.1 1 22.9 (M:22.9) 1 2.1 19.6 1634
1634 true ENSGALP00000006942 low affinity cationic amino acid transporter 2-like - CGNC Symbol 55933 65.2 8.3 1 22.5 (M:22.5) 1 2.3 3.49 1635
1635 true ENSGALP00000012396 MYCBP associated protein - CGNC Symbol 5783 94.6 6.2 1 22.4 (M:22.4) 1 1.3 17.33 1636
1636 true ENSGALP00000005105 kinesin family member 20A - CGNC Symbol 50196 99.2 6.1 1 22.2 (M:22.2) 1 0.8 0.71 1637
1637 true ENSGALP00000037475 solute carrier family 4 (anion exchanger) member 1 adaptor protein - CGNC Symbol 7638 76.7 5 1 22.0 (M:22.0) 1 1.9 8.82 1638
1638 true ENSGALP00000039379 agrin - CGNC Symbol 1448 223 6.3 2 21.1 (M:21.1) 1 0.7 12.33 1639
1639 true ENSGALP00000033377 meiotic kinetochore factor - CGNC Symbol 56852 29.3 8.4 1 20.7 (M:20.7) 1 3.4 21.84 1640
1640 true ENSGALP00000000183 Rho GTPase activating protein 25 - CGNC Symbol 66 73.1 6.5 1 20.1 (M:20.1) 1 1.1 0.37 1641
1641 true ENSGALP00000001953 zinc finger protein 652 - CGNC Symbol 873 62.1 8.9 2 20.0 (M:20.0) 1 3 6.34 1642
1642 true ENSGALP00000037629 ring finger and CHY zinc finger domain containing 1 - CGNC Symbol 57005 22 6.1 1 19.6 (M:19.6) 1 5.8 8.88 1643
1643 true ENSGALP00000010625 sortilin-related receptor L(DLR class) A repeats containing - CGNC Symbol 4976 245.9 5.2 1 18.8 (M:18.8) 1 0.3 18.67 1644
1644 true ENSGALP00000029335 unc-5 homolog A (C. elegans) - CGNC Symbol 13717 99.5 6.7 1 18.4 (M:18.4) 1 0.9 0.67 1645
1645 true ENSGALP00000042782 Hsap of 4: MROH7-TTC4 readthrough (NMD candidate) - HGNC:49180 56.2 6.6 1 17.9 (M:17.9) 1 2.7 18.33 1646
1646 true ENSGALP00000000325 WD repeat domain 36 - CGNC Symbol 143 98.2 6.6 1 17.6 (M:17.6) 1 2.5 6.56 1647
1647 true ENSGALP00000001411 sorting nexin family member 27 - CGNC Symbol 636 62.6 5.6 1 17.4 (M:17.4) 1 1.8 24890.17 1648
1648 true ENSGALP00000018342 methylcrotonoyl-Coenzyme A carboxylase 2-like - CGNC Symbol 53558 65.8 7.2 1 16.7 (M:16.7) 1 1.5 5.2 1649
1649 true ENSGALP00000012644 solute carrier family 2 facilitated glucose transporter member 9-like - CGNC Symbol 53525 57.2 8.6 1 43.8 (M:43.8) 0 0 14.4 1339



Supptbl15_ProteinTable_DiMinv_compiledfixedH
Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank

1 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 14 1575.3 (M:1575.3) 28 17.1 5.57 3
2 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 1 1335.5 (M:1335.5) 26 13.4 6.07 5
3 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 5 2057.8 (M:2057.8) 25 66.1 7.72 1
4 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 1855.9 (M:1855.9) 24 41 4.68 2
5 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 3 1289.4 (M:1289.4) 23 54.2 5.91 6
6 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 1157.6 (M:1157.6) 22 33.4 6.77 10
7 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 4 1195.0 (M:1195.0) 21 54 5.7 9
8 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 903.5 (M:903.5) 21 25 5.87 19
9 true ENSGALP00000035339 Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) mRNA     52.9 5.1 1 1532.8 (M:1532.8) 20 47.8 4.59 4

10 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 1 955.0 (M:955.0) 20 15.5 4.36 16
11 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 904.2 (M:904.2) 20 32.3 4.38 18
12 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 1224.8 (M:1224.8) 19 27.3 5.11 8
13 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 885.0 (M:885.0) 19 26.3 6.16 20
14 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 1041.9 (M:1041.9) 18 36.1 7 11
15 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 1002.9 (M:1002.9) 18 28.1 5.57 14
16 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 984.1 (M:984.1) 18 25.4 5.86 15
17 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 801.7 (M:801.7) 17 39.2 4.61 29
18 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 4 1037.1 (M:1037.1) 16 37.3 5.57 12
19 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 919.2 (M:919.2) 16 33.2 6.46 17
20 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 840.9 (M:840.9) 16 28.7 7.3 24
21 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 844.6 (M:844.6) 15 27.8 4.92 23
22 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 1 834.0 (M:834.0) 15 20.8 5.86 25
23 true ENSGALP00000015988 actin alpha cardiac muscle 1 - CGNC Symbol 51944 42 5.2 3 797.4 (M:797.4) 15 34.7 9.38 30
24 true ENSGALP00000020534 heterogeneous nuclear ribonucleoprotein K-like - CGNC Symbol 53093 47.1 6.1 2 775.5 (M:775.5) 15 38.7 8.76 32
25 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 756.2 (M:756.2) 15 19.5 6.62 35
26 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 3 1005.5 (M:1005.5) 14 34.4 5.67 13
27 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 861.2 (M:861.2) 14 32.5 6.58 22
28 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 808.1 (M:808.1) 14 38.6 6.53 28
29 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 796.9 (M:796.9) 14 11.6 7.81 31
30 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 732.4 (M:732.4) 14 21.7 4.23 37
31 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 631.4 (M:631.4) 14 17 5.41 49
32 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 600.7 (M:600.7) 14 3.7 7.36 55
33 true ENSGALP00000015409 actinin alpha 1 - CGNC Symbol 48956 101.8 5.2 5 493.5 (M:493.5) 14 18.6 5.74 73
34 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 1225.4 (M:1225.4) 13 45.8 6.54 7
35 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 865.8 (M:865.8) 13 22 8.34 21
36 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 770.7 (M:770.7) 13 34.6 5598.93 33
37 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 720.0 (M:720.0) 13 34.6 8.91 38
38 true ENSGALP00000032274 minichromosome maintenance complex component 6 - CGNC Symbol 9378 93.2 5.3 2 692.1 (M:692.1) 13 16 3307.46 41
39 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 691.1 (M:691.1) 13 31.5 4.66 42
40 true ENSGALP00000025476 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 73 9 2 614.6 (M:614.6) 13 20 8.97 53
41 true ENSGALP00000002695 ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - CGNC Symbo  59.9 9.2 2 605.2 (M:605.2) 13 26.4 5.27 54
42 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 593.6 (M:593.6) 13 17.1 7.48 56
43 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 708.1 (M:708.1) 12 23.8 5.88 39
44 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 3 625.3 (M:625.3) 12 29.6 5.87 50
45 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 3 576.3 (M:576.3) 12 18.6 6.89 58
46 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 567.5 (M:567.5) 12 19.1 5.65 59
47 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 3 528.0 (M:528.0) 12 27 7.25 64
48 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 525.6 (M:525.6) 12 13.2 8.16 65
49 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 483.7 (M:483.7) 12 17.6 5.2 77
50 true ENSGALP00000038124 fatty acid synthase - CGNC Symbol 1983 274.6 5.9 2 476.1 (M:476.1) 12 5.3 3.98 79
51 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 833.7 (M:833.7) 11 42.4 4.86 26
52 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 810.4 (M:810.4) 11 26.3 5.51 27
53 true ENSGALP00000041526 Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) (H      11.4 11.4 1 633.1 (M:633.1) 11 63.1 6.78 48
54 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 617.0 (M:617.0) 11 18.8 7051.49 51
55 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 545.1 (M:545.1) 11 16.6 4.8 61
56 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 475.4 (M:475.4) 11 19.2 5.2 80
57 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 407.1 (M:407.1) 11 6.2 5.58 109
58 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 390.8 (M:390.8) 11 6.5 7.78 120
59 true ENSGALP00000006939 annexin A6 - CGNC Symbol 49340 86.9 5.9 2 383.1 (M:383.1) 11 14.7 4.13 125
60 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 375.2 (M:375.2) 11 8.5 10.95 131
61 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 770.3 (M:770.3) 10 40.9 4.53 34
62 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 703.5 (M:703.5) 10 60.5 3.88 40
63 true ENSGALP00000030864 dihydropyrimidinase-like 2 - CGNC Symbol 129 73.4 6 5 685.9 (M:685.9) 10 18.9 9.29 43
64 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 684.5 (M:684.5) 10 18 4.75 44
65 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 656.4 (M:656.4) 10 52 6.24 46
66 true ENSGALP00000021742 Histone H2B 1/2/3/4/6 - UP P0C1H3 13.9 10.3 3 640.6 (M:640.6) 10 46 3.68 47
67 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 544.1 (M:544.1) 10 29.7 6.35 62
68 true ENSGALP00000028746 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 5251 27.8 4.7 2 532.6 (M:532.6) 10 37.6 3.56 63
69 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 517.1 (M:517.1) 10 18.2 3.96 68
70 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 2 495.8 (M:495.8) 10 9.1 4.47 72
71 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 474.4 (M:474.4) 10 13.8 6.29 81
72 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 439.7 (M:439.7) 10 21.1 5.68 91
73 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 435.8 (M:435.8) 10 20.9 6.98 92
74 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 403.4 (M:403.4) 10 13.9 7.51 111
75 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 400.6 (M:400.6) 10 28.5 5.25 113
76 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 399.3 (M:399.3) 10 15.6 7.75 116
77 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 397.1 (M:397.1) 10 8.6 9.04 117
78 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 388.6 (M:388.6) 10 7.2 7.96 121
79 true ENSGALP00000001981 clathrin heavy chain-like 1 - CGNC Symbol 887 191.8 5.6 1 377.2 (M:377.2) 10 6.1 8.04 129
80 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 352.6 (M:352.6) 10 5.6 6.42 154
81 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 737.3 (M:737.3) 9 24.9 7.29 36
82 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 663.2 (M:663.2) 9 35.1 6.8 45
83 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 616.1 (M:616.1) 9 25.5 5.54 52
84 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 586.1 (M:586.1) 9 38.8 7.22 57
85 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 524.6 (M:524.6) 9 27.6 3.65 66
86 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 521.3 (M:521.3) 9 28.5 3.9 67
87 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 3 510.0 (M:510.0) 9 13 9.32 69
88 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 472.0 (M:472.0) 9 18.5 6.05 82
89 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 1 466.4 (M:466.4) 9 42.7 7.23 84
90 true ENSGALP00000003116 protein tyrosine phosphatase non-receptor type 11-like - CGNC Symbol 50998 68 7.6 2 433.6 (M:433.6) 9 16.9 6.63 95
91 true ENSGALP00000015000 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 103.7 8.8 2 430.5 (M:430.5) 9 10.2 8.78 97
92 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 429.9 (M:429.9) 9 8.9 6.42 98
93 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 418.0 (M:418.0) 9 12.4 4.35 102
94 true ENSGALP00000040638 no description available 164.1 6.1 1 399.9 (M:399.9) 9 7.5 4.46 115
95 true ENSGALP00000006578 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 509 27.9 4.8 1 384.6 (M:384.6) 9 32.8 4 124
96 true ENSGALP00000036122 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 123 27.8 4.7 1 380.4 (M:380.4) 9 25.3 5.73 128
97 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 364.1 (M:364.1) 9 8.3 7.59 141
98 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 350.3 (M:350.3) 9 11.3 3.7 158
99 true ENSGALP00000016102 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 5 - CG   116.6 8.7 3 248.6 (M:248.6) 9 9.9 6.76 252

100 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 558.2 (M:558.2) 8 20.8 6.88 60
101 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 2 508.1 (M:508.1) 8 23.6 4.05 70
102 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 497.0 (M:497.0) 8 21.5 7.66 71



103 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 490.7 (M:490.7) 8 33 8.08 74
104 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 488.8 (M:488.8) 8 41.3 6.98 75
105 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 478.1 (M:478.1) 8 16.4 5.04 78
106 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 465.4 (M:465.4) 8 32.4 6.02 85
107 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 460.5 (M:460.5) 8 23.3 5602.93 86
108 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 451.4 (M:451.4) 8 30.1 3.81 88
109 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 3 445.7 (M:445.7) 8 45.4 7.59 89
110 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 439.9 (M:439.9) 8 19.2 5.68 90
111 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 434.4 (M:434.4) 8 29.3 4.27 94
112 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 432.7 (M:432.7) 8 16.2 3.87 96
113 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 3 419.9 (M:419.9) 8 21.3 11.56 101
114 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 417.3 (M:417.3) 8 51.6 4.44 103
115 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 411.1 (M:411.1) 8 31.6 5.78 105
116 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 409.3 (M:409.3) 8 16 5.89 106
117 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 408.2 (M:408.2) 8 35.4 2.68 108
118 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 406.7 (M:406.7) 8 7.1 6.71 110
119 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 3 402.3 (M:402.3) 8 41.1 5.39 112
120 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 392.5 (M:392.5) 8 21.1 8.38 118
121 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 357.6 (M:357.6) 8 15.7 7.18 146
122 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 355.5 (M:355.5) 8 27.3 4.81 149
123 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 350.9 (M:350.9) 8 26.4 13.07 156
124 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 349.4 (M:349.4) 8 7.5 4.7 159
125 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 1 332.2 (M:332.2) 8 22.7 10.27 173
126 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 323.0 (M:323.0) 8 34.6 5.41 176
127 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 318.6 (M:318.6) 8 13.9 7.51 184
128 true ENSGALP00000039050 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 94 5.3 2 301.4 (M:301.4) 8 12.5 6.62 197
129 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 1 285.7 (M:285.7) 8 11.4 4.66 212
130 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 256.2 (M:256.2) 8 16.5 6.5 245
131 true ENSGALP00000016490 dedicator of cytokinesis 8 - CGNC Symbol 7720 238.9 6.3 1 238.5 (M:238.5) 8 4.7 4.4 263
132 true ENSGALP00000033974 RGD motif leucine rich repeats tropomodulin domain and proline-rich containing - CGNC Symbol 1280 155.5 7.1 1 235.7 (M:235.7) 8 7.8 7.53 266
133 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 486.9 (M:486.9) 7 18.4 5.7 76
134 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 466.9 (M:466.9) 7 50.6 6.79 83
135 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 457.5 (M:457.5) 7 34.6 6.59 87
136 true ENSGALP00000002008 c-src tyrosine kinase - CGNC Symbol 902 59.3 8.1 1 435.3 (M:435.3) 7 14.8 5.99 93
137 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 415.1 (M:415.1) 7 34.2 6.17 104
138 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 1 400.3 (M:400.3) 7 28.2 5.08 114
139 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 387.4 (M:387.4) 7 31.8 10.03 122
140 true ENSGALP00000041817 marginal zone B and B1 cell specific protein - CGNC Symbol 63940 20.9 6.4 1 385.8 (M:385.8) 7 36.5 7.24 123
141 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 376.1 (M:376.1) 7 26 5.93 130
142 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 373.4 (M:373.4) 7 23 5.58 132
143 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 2 373.0 (M:373.0) 7 23.4 8.39 133
144 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 369.6 (M:369.6) 7 21.1 5339.78 135
145 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 369.3 (M:369.3) 7 27.2 4.49 136
146 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 360.3 (M:360.3) 7 15.1 6.29 142
147 true ENSGALP00000039133 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 5 26.6 4.7 1 354.7 (M:354.7) 7 26.9 3.23 150
148 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 349.1 (M:349.1) 7 9.5 4.57 160
149 true ENSGALP00000037001 ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC Symbol 21.4 8.1 2 346.0 (M:346.0) 7 37.5 3.71 161
150 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 344.7 (M:344.7) 7 12 4.31 162
151 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 340.6 (M:340.6) 7 20.7 6.39 166
152 true ENSGALP00000026633 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      85.7 9.3 1 335.0 (M:335.0) 7 11.2 3.34 170
153 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 333.3 (M:333.3) 7 11.5 5.67 171
154 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 332.8 (M:332.8) 7 28.8 3.93 172
155 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 332.1 (M:332.1) 7 16.5 5.62 174
156 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 322.1 (M:322.1) 7 15.2 6.12 179
157 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 320.4 (M:320.4) 7 13.7 6.89 181
158 true ENSGALP00000009662 protein kinase C beta - CGNC Symbol 50286 73.6 6.5 2 303.6 (M:303.6) 7 8.3 5.72 194
159 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 303.1 (M:303.1) 7 28 3.43 195
160 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 2 294.8 (M:294.8) 7 19.1 8.26 201
161 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 291.2 (M:291.2) 7 13.8 3.11 205
162 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 288.3 (M:288.3) 7 14.5 4.51 209
163 true ENSGALP00000024509 spleen tyrosine kinase - CGNC Symbol 53036 72.4 8.2 2 286.1 (M:286.1) 7 17.1 3.97 211
164 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 285.6 (M:285.6) 7 32.9 5.84 213
165 true ENSGALP00000039011 ubiquitin specific peptidase 7 (herpes virus-associated) - CGNC Symbol 5523 125.4 5.4 1 285.3 (M:285.3) 7 7 8.14 214
166 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 277.4 (M:277.4) 7 6 4.06 219
167 true ENSGALP00000019629 proteasome subunit alpha 3 - CGNC Symbol 9125 28.5 4.9 1 271.9 (M:271.9) 7 26.3 7.62 224
168 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 271.5 (M:271.5) 7 21.5 4.32 225
169 true ENSGALP00000005643 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC Symbo  64.4 8.4 1 271.1 (M:271.1) 7 13.5 4.92 226
170 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 269.7 (M:269.7) 7 29.4 8.51 228
171 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 1 266.9 (M:266.9) 7 17.2 8.18 233
172 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 261.2 (M:261.2) 7 20.3 6.04 239
173 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 261.0 (M:261.0) 7 8.3 4.14 240
174 true ENSGALP00000023085 actinin alpha 4 - CGNC Symbol 49612 71.6 5.7 1 240.1 (M:240.1) 7 13.9 6.47 261
175 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 233.0 (M:233.0) 7 6.9 5.33 268
176 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 1 231.2 (M:231.2) 7 9.7 5.71 273
177 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 226.5 (M:226.5) 7 11.4 4.31 280
178 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 1 223.4 (M:223.4) 7 3.5 4.63 285
179 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 1 427.8 (M:427.8) 6 21.6 6.15 99
180 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 2 424.3 (M:424.3) 6 17.8 3.83 100
181 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 408.6 (M:408.6) 6 24.7 4.8 107
182 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 371.8 (M:371.8) 6 21.1 5.49 134
183 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 366.9 (M:366.9) 6 14.1 10.14 138
184 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 358.1 (M:358.1) 6 34.1 3.83 145
185 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 356.8 (M:356.8) 6 41.3 3.82 147
186 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 356.6 (M:356.6) 6 17.2 3.78 148
187 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 353.6 (M:353.6) 6 9.2 4.36 152
188 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 352.7 (M:352.7) 6 43.2 2.98 153
189 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 344.2 (M:344.2) 6 11.7 1.69 163
190 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 342.9 (M:342.9) 6 20.4 5.18 165
191 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 337.9 (M:337.9) 6 15.3 4.73 168
192 true ENSGALP00000036655 syntaxin 7 - CGNC Symbol 2118 29.3 5.3 1 332.0 (M:332.0) 6 29.1 5.34 175
193 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 320.3 (M:320.3) 6 62.7 7776.31 182
194 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 319.8 (M:319.8) 6 15.6 4.81 183
195 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 315.6 (M:315.6) 6 17.7 6.64 185
196 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 313.6 (M:313.6) 6 17 3.4 186
197 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 313.4 (M:313.4) 6 10.5 4.12 187
198 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 1 307.4 (M:307.4) 6 16.6 6.23 190
199 true ENSGALP00000039796 Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq mRNA 54.4 8.9 1 306.1 (M:306.1) 6 14.3 5.04 192
200 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 302.8 (M:302.8) 6 10.3 6.08 196
201 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 294.8 (M:294.8) 6 12.6 6.42 202
202 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 292.0 (M:292.0) 6 24 5.16 203
203 true ENSGALP00000008735 helicase lymphoid-specific - CGNC Symbol 4060 94.7 8.3 1 290.0 (M:290.0) 6 7.5 2.11 206
204 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 289.3 (M:289.3) 6 19.7 5.72 208
205 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 274.9 (M:274.9) 6 33.3 11.84 221
206 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 274.8 (M:274.8) 6 18.2 6.6 222



207 true ENSGALP00000009002 CTR9 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 4182 132.7 6.4 1 269.3 (M:269.3) 6 6.9 8.6 229
208 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 263.2 (M:263.2) 6 16.9 7.75 236
209 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 258.0 (M:258.0) 6 7.3 7 243
210 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 254.2 (M:254.2) 6 8.3 2.47 246
211 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 3 243.5 (M:243.5) 6 7.6 5.44 255
212 true ENSGALP00000027194 tripeptidyl peptidase II - CGNC Symbol 12657 144.1 6.1 1 232.3 (M:232.3) 6 5.6 4.86 270
213 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 2 232.0 (M:232.0) 6 12.4 4.77 271
214 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 2 227.4 (M:227.4) 6 22.5 5.12 278
215 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 216.9 (M:216.9) 6 11.9 6.73 301
216 true ENSGALP00000005794 spen family transcriptional repressor - CGNC Symbol 2675 397.1 6.9 1 210.4 (M:210.4) 6 2.3 8.1 310
217 true ENSGALP00000041289 Hsap of 1: actin related protein 2/3 complex subunit 2 - HGNC:705 21 8.7 2 210.3 (M:210.3) 6 35 6.31 311
218 true ENSGALP00000008398 phenylalanyl-tRNA synthetase beta subunit - CGNC Symbol 3896 65.9 6 1 208.4 (M:208.4) 6 11.4 5.77 314
219 true ENSGALP00000000666 phosphoglucomutase 2 - CGNC Symbol 52790 67.9 6.9 1 201.9 (M:201.9) 6 10.7 10878.6 329
220 true ENSGALP00000014105 solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC Symb  35 10 3 197.7 (M:197.7) 6 15.7 7.38 342
221 true ENSGALP00000005180 glutathione synthetase - CGNC Symbol 2381 52.3 5.7 1 193.8 (M:193.8) 6 14.6 9.17 354
222 true ENSGALP00000004867 cyclin-dependent kinase 1 - CGNC Symbol 2236 34.7 7.7 12 191.0 (M:191.0) 6 25.7 5.55 359
223 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 181.1 (M:181.1) 6 21.3 5.09 378
224 true ENSGALP00000012007 archain 1 - CGNC Symbol 5606 57 5.8 1 167.9 (M:167.9) 6 12.4 7.08 408
225 true ENSGALP00000038835 mutS homolog 6 - CGNC Symbol 6804 149.8 5.9 1 164.3 (M:164.3) 6 5.2 5.01 420
226 true ENSGALP00000021795 DNA ligase 1 - HGNC:6598 85.5 6.7 1 141.5 (M:141.5) 6 10.3 5.12 492
227 true ENSGALP00000001909 nuclear mitotic apparatus protein 1 - CGNC Symbol 859 238 5.9 2 141.2 (M:141.2) 6 3.1 6.73 493
228 true ENSGALP00000043066 guanosine monophosphate reductase - CGNC Symbol 51349 34 6.9 2 382.0 (M:382.0) 5 24.3 4.3 127
229 true ENSGALP00000016689 protein phosphatase 2 catalytic subunit beta isozyme - CGNC Symbol 7816 35.5 5.2 2 367.8 (M:367.8) 5 25.9 4.13 137
230 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 364.6 (M:364.6) 5 41.3 7.12 139
231 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 2 364.3 (M:364.3) 5 22.8 4.31 140
232 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 360.0 (M:360.0) 5 10.2 5368.72 143
233 true ENSGALP00000007379 guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 4 39 5.5 5 358.1 (M:358.1) 5 17.1 4.46 144
234 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 354.0 (M:354.0) 5 14.1 10.33 151
235 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 1 351.4 (M:351.4) 5 17.1 8.88 155
236 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 343.7 (M:343.7) 5 23.9 11.45 164
237 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 1 322.6 (M:322.6) 5 29.9 6926.65 177
238 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 322.6 (M:322.6) 5 21.4 8.29 178
239 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 320.5 (M:320.5) 5 18 4.65 180
240 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 309.0 (M:309.0) 5 16 7697.44 188
241 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 307.5 (M:307.5) 5 16.4 3.35 189
242 true ENSGALP00000021028 radixin - CGNC Symbol 49356 68.4 5.9 1 306.6 (M:306.6) 5 7.7 5.66 191
243 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 305.5 (M:305.5) 5 17.6 8.18 193
244 true ENSGALP00000023866 structural maintenance of chromosomes flexible hinge domain containing 1 - CGNC Symbol 10985 226.6 7.4 1 299.9 (M:299.9) 5 3.3 3.94 198
245 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 295.2 (M:295.2) 5 14.7 7.47 199
246 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 295.0 (M:295.0) 5 17.7 8.03 200
247 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 289.7 (M:289.7) 5 7 13.18 207
248 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 288.1 (M:288.1) 5 14.1 2.86 210
249 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 285.0 (M:285.0) 5 18.1 6.66 215
250 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 283.3 (M:283.3) 5 20.5 16374.62 216
251 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 281.7 (M:281.7) 5 13.3 6.62 217
252 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 273.1 (M:273.1) 5 55.3 6100.09 223
253 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 1 269.0 (M:269.0) 5 36.5 14818.61 230
254 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 268.1 (M:268.1) 5 11.3 2.62 231
255 true ENSGALP00000017288 caspase 3 apoptosis-related cysteine peptidase - CGNC Symbol 8080 31.7 6.5 1 265.4 (M:265.4) 5 20.5 4.25 235
256 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 262.5 (M:262.5) 5 9.8 3.88 237
257 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 260.5 (M:260.5) 5 6.2 12.41 241
258 true ENSGALP00000008882 phosphoinositide-3-kinase adaptor protein 1 - CGNC Symbol 4133 90.1 5 1 257.8 (M:257.8) 5 7.5 12.57 244
259 true ENSGALP00000003263 charged multivesicular body protein 4B - CGNC Symbol 50929 25.1 4.7 1 253.7 (M:253.7) 5 23.3 4.3 247
260 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 252.2 (M:252.2) 5 7.2 9.09 249
261 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 250.9 (M:250.9) 5 17.9 9.94 251
262 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 2 248.1 (M:248.1) 5 3.7 5.99 253
263 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 2 245.4 (M:245.4) 5 49.5 8.98 254
264 true ENSGALP00000009964 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 40.6 5 2 240.0 (M:240.0) 5 20.1 3.78 262
265 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 1 236.1 (M:236.1) 5 6.4 3.11 265
266 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 231.7 (M:231.7) 5 7.7 5.03 272
267 true ENSGALP00000036405 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 44.1 6.7 2 230.3 (M:230.3) 5 13.6 9.63 274
268 true ENSGALP00000000054 G protein subunit alpha i3 - HGNC:4387 39.1 5.6 1 228.3 (M:228.3) 5 16.9 4.64 276
269 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 225.9 (M:225.9) 5 11.2 14.04 281
270 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 224.9 (M:224.9) 5 10.7 7.95 283
271 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 224.5 (M:224.5) 5 7.5 4937.69 284
272 true ENSGALP00000009219 SWAP switching B-cell complex 70kDa subunit - CGNC Symbol 51879 67.8 6.2 1 222.6 (M:222.6) 5 10.5 5.3 287
273 true ENSGALP00000022386 serine/arginine-rich splicing factor 7 - CGNC Symbol 52729 26 11.8 3 221.7 (M:221.7) 5 28.7 6.47 288
274 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 220.9 (M:220.9) 5 11.3 5603.36 289
275 true ENSGALP00000042834 no description available 35.8 6.6 4 220.0 (M:220.0) 5 15.2 5.16 291
276 true ENSGALP00000021333 IKAROS family zinc finger 1 (Ikaros) - CGNC Symbol 49585 57.6 6.1 1 218.6 (M:218.6) 5 10.8 9.34 295
277 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 217.1 (M:217.1) 5 17.4 13.23 299
278 true ENSGALP00000007511 Uncharacterized protein - UniProtKB/TrEMBL F8VP50 - CGNC Symbol 3502 57.3 8.2 1 213.2 (M:213.2) 5 12.2 9.14 306
279 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 206.4 (M:206.4) 5 16.3 7.33 318
280 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 8 205.1 (M:205.1) 5 13.4 8 320
281 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 204.8 (M:204.8) 5 7.2 10.35 321
282 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 203.9 (M:203.9) 5 16.2 11.9 324
283 true ENSGALP00000010888 tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 5039 28.3 4.8 2 203.7 (M:203.7) 5 14.6 12064.72 326
284 true ENSGALP00000011071 glutaminyl-tRNA synthetase - CGNC Symbol 5185 86.9 6.5 1 202.0 (M:202.0) 5 7.4 5.24 328
285 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 201.1 (M:201.1) 5 8.4 11.05 330
286 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 200.8 (M:200.8) 5 13.3 9.02 332
287 true ENSGALP00000020349 pre-mRNA processing factor 39 - HGNC:20314 81 4.9 1 191.9 (M:191.9) 5 9.8 8.45 356
288 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 191.0 (M:191.0) 5 33.3 7.68 358
289 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 190.3 (M:190.3) 5 5.2 3.87 360
290 true ENSGALP00000005822 topoisomerase (DNA) I - CGNC Symbol 2691 88.6 9.4 3 190.1 (M:190.1) 5 8.8 8.11 363
291 true ENSGALP00000012246 dihydropyrimidinase-like 3 - CGNC Symbol 5722 57.9 6 1 189.3 (M:189.3) 5 12 13.09 364
292 true ENSGALP00000038764 far upstream element (FUSE) binding protein 3 - CGNC Symbol 2892 57.9 7.7 1 185.2 (M:185.2) 5 11.7 3.39 372
293 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 182.5 (M:182.5) 5 6.7 6.89 374
294 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 181.5 (M:181.5) 5 23.4 8.78 376
295 true ENSGALP00000007995 catechol-O-methyltransferase domain containing 1 - CGNC Symbol 3716 29.5 9 1 175.9 (M:175.9) 5 20.6 9.24 388
296 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 172.9 (M:172.9) 5 4.6 6.04 393
297 true ENSGALP00000012240 amyloid beta (A4) precursor protein-binding family B member 1 interacting protein - CGNC Symbol 571 72.8 5.7 1 169.6 (M:169.6) 5 6.5 7.14 402
298 true ENSGALP00000026307 Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 50 51.1 8.5 1 167.4 (M:167.4) 5 14.8 5.71 412
299 true ENSGALP00000016509 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - CG   176.7 8.2 1 166.1 (M:166.1) 5 3.9 13.51 417
300 true ENSGALP00000005453 DnaJ heat shock protein family (Hsp40) member C7 - CGNC Symbol 2515 55.4 6.6 1 152.9 (M:152.9) 5 11.3 5.23 456
301 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 150.1 (M:150.1) 5 20.3 8.28 462
302 true ENSGALP00000032358 structural maintenance of chromosomes 4 - CGNC Symbol 7271 145.6 6 1 145.9 (M:145.9) 5 4.4 6.93 481
303 true ENSGALP00000023673 Ski2 like RNA helicase 2 - CGNC Symbol 10905 133.4 8.4 1 142.4 (M:142.4) 5 4.6 14 488
304 true ENSGALP00000008082 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - CG   110.5 5.3 1 139.2 (M:139.2) 5 5.3 5.79 500
305 true ENSGALP00000013524 STE20-like kinase - CGNC Symbol 6304 143.9 5 1 134.1 (M:134.1) 5 4.2 16078.43 521
306 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 130.3 (M:130.3) 5 12.7 11.49 541
307 true ENSGALP00000019398 kinesin family member 15 - CGNC Symbol 9023 162.2 5.5 1 116.1 (M:116.1) 5 4.3 10.87 611
308 true ENSGALP00000039954 Hsap of 1: formin like 1 - HGNC:1212 52.9 6.9 1 110.8 (M:110.8) 5 10.5 9.32 644
309 true ENSGALP00000031993 bifunctional lysine-specific demethylase and histidyl-hydroxylase NO66 - Refseq NP_001026367 65.6 6.5 1 96.4 (M:96.4) 5 8 7.42 731
310 true ENSGALP00000007237 RNA binding motif protein 22 - CGNC Symbol 3366 46.7 8.8 1 95.4 (M:95.4) 5 14.8 9.49 740



311 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 2 392.4 (M:392.4) 4 21.8 8155.7 119
312 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 382.8 (M:382.8) 4 5.6 7.8 126
313 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 1 350.5 (M:350.5) 4 18.2 9838.11 157
314 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 291.7 (M:291.7) 4 14.9 4.55 204
315 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 277.6 (M:277.6) 4 21 8.5 218
316 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 275.8 (M:275.8) 4 16.2 2.07 220
317 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 267.6 (M:267.6) 4 37.6 6.73 232
318 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 259.7 (M:259.7) 4 14.7 3.98 242
319 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 251.7 (M:251.7) 4 18.3 10.97 250
320 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 243.3 (M:243.3) 4 5.9 8.99 256
321 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 240.1 (M:240.1) 4 39.9 9846.82 260
322 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 236.5 (M:236.5) 4 11.7 5.75 264
323 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 233.0 (M:233.0) 4 9.4 11.97 269
324 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 229.4 (M:229.4) 4 10.1 5.07 275
325 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 3 225.4 (M:225.4) 4 11.7 3.26 282
326 true ENSGALP00000013808 stromal antigen 2 - CGNC Symbol 51718 145.7 5.3 1 220.3 (M:220.3) 4 4.4 7.71 290
327 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 219.8 (M:219.8) 4 13.1 3.2 292
328 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 219.3 (M:219.3) 4 12.7 9.31 293
329 true ENSGALP00000011538 ras-related C3 botulinum toxin substrate 1 (rho family small GTP binding protein Rac1) - CGNC Symbol 20.2 8.8 2 219.1 (M:219.1) 4 25.6 3.93 294
330 true ENSGALP00000012171 LUC7-like (S. cerevisiae) - CGNC Symbol 5684 43.6 10.2 1 218.5 (M:218.5) 4 14.1 1.9 296
331 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 216.7 (M:216.7) 4 19.3 12151.01 302
332 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 216.1 (M:216.1) 4 29.3 4.32 303
333 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 215.3 (M:215.3) 4 17.3 9498.9 304
334 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 211.5 (M:211.5) 4 14 7.64 309
335 true ENSGALP00000002520 septin 2-like - CGNC Symbol 50343 40.2 6.1 1 208.7 (M:208.7) 4 13.2 5.87 312
336 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 208.6 (M:208.6) 4 13.2 14821.51 313
337 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 207.5 (M:207.5) 4 25.2 6.1 315
338 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 206.7 (M:206.7) 4 3.8 8.65 316
339 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 206.4 (M:206.4) 4 15 6.06 317
340 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 2 205.5 (M:205.5) 4 6.1 10.8 319
341 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 204.6 (M:204.6) 4 45.3 4.23 322
342 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 204.1 (M:204.1) 4 12.6 11 323
343 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 203.8 (M:203.8) 4 12.6 6.88 325
344 true ENSGALP00000004982 coatomer protein complex subunit epsilon - CGNC Symbol 2286 34.3 5 1 202.6 (M:202.6) 4 14.9 7.35 327
345 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 200.9 (M:200.9) 4 10.7 9.08 331
346 true ENSGALP00000022269 phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide synth     48.1 8.5 1 200.6 (M:200.6) 4 12.9 6.25 333
347 true ENSGALP00000031725 Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA NM_ 12.9 4.8 1 200.4 (M:200.4) 4 50.9 4.4 334
348 true ENSGALP00000041444 saccharopine dehydrogenase (putative) - CGNC Symbol 8083 41 9.2 2 200.4 (M:200.4) 4 10.8 2.65 335
349 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 200.2 (M:200.2) 4 13.7 7.31 336
350 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 199.0 (M:199.0) 4 48.1 9.17 339
351 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 197.2 (M:197.2) 4 9.2 6.64 343
352 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 197.1 (M:197.1) 4 5.4 6.15 344
353 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 197.0 (M:197.0) 4 30.6 8501.54 345
354 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 196.6 (M:196.6) 4 12.1 5.91 346
355 true ENSGALP00000012445 TNF receptor-associated protein 1 - CGNC Symbol 5806 78.9 6.4 1 196.4 (M:196.4) 4 7.7 3.92 347
356 true ENSGALP00000022674 ubiquilin 4 - CGNC Symbol 52757 59.5 5.1 1 195.4 (M:195.4) 4 10.2 11.67 350
357 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 194.9 (M:194.9) 4 18.7 11.9 352
358 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 193.1 (M:193.1) 4 3.4 10.49 355
359 true ENSGALP00000005832 nucleoporin 155kDa - CGNC Symbol 2697 154.7 5.8 1 191.1 (M:191.1) 4 3.6 9.11 357
360 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 190.2 (M:190.2) 4 8.9 4.75 361
361 true ENSGALP00000012986 protein tyrosine phosphatase non-receptor type 1 - CGNC Symbol 6062 50.3 5.7 2 190.2 (M:190.2) 4 11.3 13.6 362
362 true ENSGALP00000003584 H3 histone family 3B - CGNC Symbol 49711 15.3 11.3 2 188.8 (M:188.8) 4 17.6 2.68 365
363 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 188.6 (M:188.6) 4 5.1 8.52 366
364 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 188.6 (M:188.6) 4 11.6 6.83 367
365 true ENSGALP00000010150 ARP3 actin-related protein 3 homolog B (yeast) - CGNC Symbol 51259 47.6 5.6 1 188.4 (M:188.4) 4 11.7 8.2 368
366 true ENSGALP00000025803 ubiquitin protein ligase E3 component n-recognin 5 - CGNC Symbol 51215 308 5.6 1 187.2 (M:187.2) 4 2.5 7.19 370
367 true ENSGALP00000000734 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 19.3 11.6 2 186.2 (M:186.2) 4 28.7 7.02 371
368 true ENSGALP00000012383 ribonucleic acid export 1 - CGNC Symbol 5777 47.4 9.2 1 184.6 (M:184.6) 4 12.1 4.44 373
369 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 180.4 (M:180.4) 4 6.9 13.04 380
370 true ENSGALP00000023574 regulation of nuclear pre-mRNA domain containing 2 - CGNC Symbol 52333 136.5 6.1 1 180.4 (M:180.4) 4 3.7 13.27 381
371 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 179.2 (M:179.2) 4 14.4 7848.56 382
372 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 179.1 (M:179.1) 4 10.5 3.45 384
373 true ENSGALP00000038313 dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 7 48.7 5.4 1 176.9 (M:176.9) 4 10.2 5.65 385
374 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 176.8 (M:176.8) 4 3.2 12.22 386
375 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 175.7 (M:175.7) 4 15.4 9.76 390
376 true ENSGALP00000003612 CCR4-NOT transcription complex subunit 1 - CGNC Symbol 64685 266.6 6.7 1 172.4 (M:172.4) 4 1.6 12.22 394
377 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 171.9 (M:171.9) 4 22.8 17242.54 396
378 true ENSGALP00000005662 karyopherin alpha 2 (RAG cohort 1 importin alpha 1) - CGNC Symbol 50505 58 5.3 1 171.3 (M:171.3) 4 13.3 4 398
379 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 171.2 (M:171.2) 4 27.7 3.73 399
380 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 169.2 (M:169.2) 4 18.3 1.87 403
381 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 169.1 (M:169.1) 4 25 6.15 404
382 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 168.6 (M:168.6) 4 22.4 6.91 407
383 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 167.2 (M:167.2) 4 18.6 8712.28 413
384 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 166.8 (M:166.8) 4 16.6 12.51 415
385 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 166.4 (M:166.4) 4 24.2 9.66 416
386 true ENSGALP00000012100 leucyl-tRNA synthetase - CGNC Symbol 5654 134.2 6.5 1 164.7 (M:164.7) 4 4.2 7.44 418
387 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 163.7 (M:163.7) 4 22.8 6.75 422
388 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 163.4 (M:163.4) 4 8.1 7.42 423
389 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 162.2 (M:162.2) 4 3.1 15722.55 427
390 true ENSGALP00000005224 isocitrate dehydrogenase 3 (NAD+) alpha - CGNC Symbol 2399 39.3 7.7 2 160.4 (M:160.4) 4 11.4 9.74 430
391 true ENSGALP00000015978 aquarius intron-binding spliceosomal factor - CGNC Symbol 7473 174.1 6.2 1 158.9 (M:158.9) 4 2.5 6.26 437
392 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 156.2 (M:156.2) 4 14.6 7.01 444
393 true ENSGALP00000012854 ATP synthase H+ transporting mitochondrial Fo complex subunit D - CGNC Symbol 5993 18.4 8.7 1 156.1 (M:156.1) 4 32.1 12.98 445
394 true ENSGALP00000013852 atlastin GTPase 2 - HGNC:24047 68.9 5.3 1 155.0 (M:155.0) 4 7.2 5.15 447
395 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 154.8 (M:154.8) 4 22.2 16.08 448
396 true ENSGALP00000003357 thyroid hormone receptor associated protein 3 - CGNC Symbol 51043 109.8 10.2 1 154.2 (M:154.2) 4 4.7 11.44 450
397 true ENSGALP00000006213 ubiquitin protein ligase E3 component n-recognin 4 - CGNC Symbol 51004 567.4 5.7 1 153.6 (M:153.6) 4 0.9 6.78 453
398 true ENSGALP00000000468 Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq mRNA N 46.2 7.1 1 153.5 (M:153.5) 4 11.9 4.12 454
399 true ENSGALP00000023075 replication factor C subunit 1 - CGNC Symbol 51823 128.4 9.4 1 151.6 (M:151.6) 4 3.7 6.6 459
400 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 150.6 (M:150.6) 4 4.4 10.07 460
401 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 150.1 (M:150.1) 4 15.5 15766.98 461
402 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 149.6 (M:149.6) 4 26.7 12.5 465
403 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 149.4 (M:149.4) 4 15.7 3.9 467
404 true ENSGALP00000039728 Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA NM_00130 8.5 9 1 148.6 (M:148.6) 4 26.3 3.07 468
405 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 147.6 (M:147.6) 4 4.2 13.92 472
406 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 143.2 (M:143.2) 4 2.3 8.77 485
407 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 143.1 (M:143.1) 4 12 14.11 486
408 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 142.8 (M:142.8) 4 7.6 7.12 487
409 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 140.9 (M:140.9) 4 19.6 9.8 497
410 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 2 138.4 (M:138.4) 4 3.6 14941.52 502
411 true ENSGALP00000006366 apoptosis-inducing factor mitochondrion-associated 1 - CGNC Symbol 2941 64.5 9.1 1 134.9 (M:134.9) 4 7.8 2.71 516
412 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 134.5 (M:134.5) 4 6.3 12.08 520
413 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 133.7 (M:133.7) 4 4 10.91 522
414 true ENSGALP00000026579 zinc finger protein 512 - CGNC Symbol 12362 64.6 10 1 132.9 (M:132.9) 4 8.3 7.53 526



415 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 132.6 (M:132.6) 4 7.2 18.08 527
416 true ENSGALP00000003058 ubiquitin conjugating enzyme E2 O - CGNC Symbol 1396 140.8 5.1 1 132.1 (M:132.1) 4 3.8 5.48 530
417 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 131.9 (M:131.9) 4 5.5 5.8 532
418 true ENSGALP00000010405 transferrin (ovotransferrin) - CGNC Symbol 49715 77.8 6.8 1 131.3 (M:131.3) 4 7.5 8.12 533
419 true ENSGALP00000012199 glutaminase - CGNC Symbol 5698 69.9 8.5 1 129.9 (M:129.9) 4 10.6 10.74 543
420 true ENSGALP00000002508 Gallus gallus SIN3 transcription regulator family member A (SIN3A) mRNA. - RefSeq mRNA NM_001293 145.5 6.9 1 129.8 (M:129.8) 4 2.7 5.41 544
421 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 129.8 (M:129.8) 4 8.8 9.02 545
422 true ENSGALP00000021892 endoplasmic reticulum protein 44 - CGNC Symbol 10115 46.9 5.2 1 129.3 (M:129.3) 4 9.1 4.24 549
423 true ENSGALP00000012231 MMS19 homolog cytosolic iron-sulfur assembly component - CGNC Symbol 5715 111.8 5.6 1 129.1 (M:129.1) 4 4.5 6.3 552
424 true ENSGALP00000041733 Gallus gallus methionyl-tRNA synthetase (MARS) mRNA. - RefSeq mRNA NM_001257372 36 8.2 1 129.1 (M:129.1) 4 14.7 12.66 553
425 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 128.2 (M:128.2) 4 4.2 10.57 557
426 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 126.9 (M:126.9) 4 24.4 13.19 561
427 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 126.4 (M:126.4) 4 4.5 9240.48 565
428 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 123.0 (M:123.0) 4 6.4 20669.84 579
429 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 121.5 (M:121.5) 4 7.9 8.78 583
430 true ENSGALP00000036816 structural maintenance of chromosomes 2 - CGNC Symbol 11704 134.8 8.7 1 121.3 (M:121.3) 4 3.4 4.33 584
431 true ENSGALP00000020977 vacuolar protein sorting 4 homolog B (S. cerevisiae) - CGNC Symbol 51369 48.7 6.7 1 121.2 (M:121.2) 4 8.4 5.34 585
432 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 120.9 (M:120.9) 4 4.6 6.98 586
433 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 1 119.1 (M:119.1) 4 5.9 4.14 595
434 true ENSGALP00000006565 ubiquitin-like with PHD and ring finger domains 1 - CGNC Symbol 3031 82.8 5.9 1 118.7 (M:118.7) 4 7.4 8.6 597
435 true ENSGALP00000003043 alanyl-tRNA synthetase - CGNC Symbol 50043 101.3 5.6 1 116.6 (M:116.6) 4 6.1 6.48 607
436 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 115.6 (M:115.6) 4 7 6.07 614
437 true ENSGALP00000027512 replication factor C subunit 3 - CGNC Symbol 12816 40.4 8.4 1 114.8 (M:114.8) 4 16.3 3.51 618
438 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 111.8 (M:111.8) 4 10.4 4.02 636
439 true ENSGALP00000042324 SKI2 homolog superkiller viralicidic activity 2-like - CGNC Symbol 66175 122.7 6.4 1 106.8 (M:106.8) 4 4.2 4.8 656
440 true ENSGALP00000026438 SH3-domain kinase binding protein 1 - CGNC Symbol 12292 81.5 8.9 3 103.2 (M:103.2) 4 5.1 4.8 679
441 true ENSGALP00000004453 G protein pathway suppressor 1 - CGNC Symbol 2036 55.2 6.2 1 101.0 (M:101.0) 4 8 10.9 698
442 true ENSGALP00000014517 spectrin beta non-erythrocytic 5 - CGNC Symbol 6790 453 6 1 98.9 (M:98.9) 4 1 10.62 712
443 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 95.1 (M:95.1) 4 20.4 5.57 745
444 true ENSGALP00000041057 lectin mannose binding 2 - CGNC Symbol 63471 38.3 6.4 1 92.9 (M:92.9) 4 11 14.74 763
445 true ENSGALP00000019372 transglutaminase 4 (prostate) - CGNC Symbol 51321 78.9 7.5 1 88.4 (M:88.4) 4 6.6 8.26 800
446 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 86.8 (M:86.8) 4 5.2 12.17 814
447 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 338.4 (M:338.4) 3 12.3 4.17 167
448 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 335.0 (M:335.0) 3 36.9 5.83 169
449 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 270.6 (M:270.6) 3 20.4 7.56 227
450 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 265.4 (M:265.4) 3 17.8 7.31 234
451 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 261.5 (M:261.5) 3 31.7 2.57 238
452 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 253.1 (M:253.1) 3 8.1 1.51 248
453 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 242.8 (M:242.8) 3 6.5 9.07 257
454 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 242.0 (M:242.0) 3 20.3 12.46 258
455 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 240.7 (M:240.7) 3 18.2 6.48 259
456 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 235.0 (M:235.0) 3 12 2 267
457 true ENSGALP00000000503 high mobility group nucleosomal binding domain 2 - CGNC Symbol 54659 9.4 10 1 227.4 (M:227.4) 3 34.4 7.23 277
458 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 226.7 (M:226.7) 3 10.3 8.95 279
459 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 223.3 (M:223.3) 3 37.2 7.68 286
460 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 218.0 (M:218.0) 3 9.6 5.53 298
461 true ENSGALP00000008953 eukaryotic translation initiation factor 4 gamma 2 - CGNC Symbol 4160 97.5 6.6 2 217.0 (M:217.0) 3 5.1 4.57 300
462 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 214.2 (M:214.2) 3 15.6 5.69 305
463 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 212.0 (M:212.0) 3 16.1 3.34 307
464 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 211.8 (M:211.8) 3 14.8 5.88 308
465 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 200.0 (M:200.0) 3 6.1 11.68 337
466 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 199.3 (M:199.3) 3 6 4.92 338
467 true ENSGALP00000019931 RAP1 GTP-GDP dissociation stimulator 1 - CGNC Symbol 9282 66.1 5.2 1 197.7 (M:197.7) 3 7.3 12.81 341
468 true ENSGALP00000040974 Gallus gallus NCK-associated protein 1-like (NCKAP1L) mRNA. - RefSeq mRNA NM_001031339 126.7 6.1 1 196.3 (M:196.3) 3 4.2 5.08 348
469 true ENSGALP00000005161 signal transducer and activator of transcription 3 (acute-phase response factor) - CGNC Symbol 2374 88.1 5.9 1 195.6 (M:195.6) 3 6 3.4 349
470 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 193.8 (M:193.8) 3 27.9 6.88 353
471 true ENSGALP00000034419 GATA zinc finger domain containing 2A - CGNC Symbol 2116 61.8 9.8 3 181.1 (M:181.1) 3 8.3 6.79 377
472 true ENSGALP00000004614 thyroid hormone receptor interactor 12 - CGNC Symbol 2117 225.6 8.9 1 180.9 (M:180.9) 3 2.2 12.88 379
473 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 179.2 (M:179.2) 3 15.4 7.57 383
474 true ENSGALP00000000747 zinc finger CCCH-type containing 11A - CGNC Symbol 51431 79 8.4 1 176.6 (M:176.6) 3 6.5 6.25 387
475 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 172.3 (M:172.3) 3 23.3 3.76 395
476 true ENSGALP00000020737 nucleoporin 153kDa - CGNC Symbol 9650 146.7 8.6 1 171.8 (M:171.8) 3 3.1 7.02 397
477 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 170.9 (M:170.9) 3 21.5 6.42 400
478 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 170.8 (M:170.8) 3 15.8 4.97 401
479 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 2 168.9 (M:168.9) 3 7.5 24972.97 405
480 true ENSGALP00000010376 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 - CGNC Symbol 4852 86.9 6 1 168.9 (M:168.9) 3 5.2 7.82 406
481 true ENSGALP00000034555 pumilio RNA-binding family member 1 - CGNC Symbol 369 116.3 6.4 2 167.7 (M:167.7) 3 4.7 14.45 409
482 true ENSGALP00000026444 isoamyl acetate-hydrolyzing esterase 1 homolog - CGNC Symbol 12296 27.6 5.7 1 167.6 (M:167.6) 3 16.5 19849.41 410
483 true ENSGALP00000026067 U2 small nuclear RNA auxiliary factor 1 - CGNC Symbol 49287 27.7 9.1 1 167.4 (M:167.4) 3 14.8 3.53 411
484 true ENSGALP00000009939 WDFY family member 4 - CGNC Symbol 22870 358.3 6 1 167.0 (M:167.0) 3 1.2 8.54 414
485 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 164.7 (M:164.7) 3 19.3 12.35 419
486 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 164.2 (M:164.2) 3 13.4 5.6 421
487 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 163.2 (M:163.2) 3 3.2 1.74 424
488 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 162.5 (M:162.5) 3 14.9 5.96 425
489 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 162.3 (M:162.3) 3 8.3 5.77 426
490 true ENSGALP00000011221 B-TFIID TATA-box binding protein associated factor 1 - CGNC Symbol 5235 195.8 6.2 1 161.0 (M:161.0) 3 2.4 2.63 428
491 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 160.5 (M:160.5) 3 16.8 2.78 429
492 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 159.6 (M:159.6) 3 5.8 13.71 434
493 true ENSGALP00000019038 Wilms tumor 1 associated protein - CGNC Symbol 8862 44.5 5.2 1 158.6 (M:158.6) 3 10.3 14.48 438
494 true ENSGALP00000029288 v-yes-1 Yamaguchi sarcoma viral related oncogene homolog - CGNC Symbol 51418 56.2 6.4 1 158.5 (M:158.5) 3 7.1 7.52 439
495 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 158.1 (M:158.1) 3 32.4 4 440
496 true ENSGALP00000039504 v-rel avian reticuloendotheliosis viral oncogene homolog - CGNC Symbol 5934 66.9 6 1 156.4 (M:156.4) 3 6.5 10151.96 442
497 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 155.5 (M:155.5) 3 6.2 11.91 446
498 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 154.6 (M:154.6) 3 22.5 5.59 449
499 true ENSGALP00000007355 ataxin 2 - CGNC Symbol 3422 118.2 9.3 1 153.7 (M:153.7) 3 4 4.39 451
500 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 153.6 (M:153.6) 3 2.9 5.79 452
501 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 152.8 (M:152.8) 3 8.5 12.11 457
502 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 152.6 (M:152.6) 3 13.8 6.95 458
503 true ENSGALP00000023942 poly(A) binding protein interacting protein 1 - CGNC Symbol 53015 52.3 4.6 1 149.8 (M:149.8) 3 8.4 4.05 464
504 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 149.5 (M:149.5) 3 8 10.15 466
505 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 148.5 (M:148.5) 3 3.3 5.88 469
506 true ENSGALP00000003234 dedicator of cytokinesis 2 - CGNC Symbol 1476 212.8 7 1 148.3 (M:148.3) 3 2.7 1.92 470
507 true ENSGALP00000013413 DnaJ heat shock protein family (Hsp40) member C2 - CGNC Symbol 6249 71.4 8.7 1 148.2 (M:148.2) 3 8.6 6.48 471
508 true ENSGALP00000017112 aldehyde dehydrogenase 18 family member A1 - CGNC Symbol 7994 87.8 6.7 1 147.5 (M:147.5) 3 5 7.57 474
509 true ENSGALP00000030175 mal T-cell differentiation protein 2 - CGNC Symbol 13863 19.9 8.7 1 147.5 (M:147.5) 3 19.1 10379.72 475
510 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 147.4 (M:147.4) 3 17.9 4.62 476
511 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 146.2 (M:146.2) 3 12.9 9.21 478
512 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 145.7 (M:145.7) 3 6.6 10.82 482
513 true ENSGALP00000028277 H2A histone family member Z - CGNC Symbol 52762 13.6 10.6 1 141.8 (M:141.8) 3 23.4 13.66 491
514 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 141.0 (M:141.0) 3 30.4 15.05 494
515 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 140.9 (M:140.9) 3 21.9 6.54 495
516 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 140.4 (M:140.4) 3 75 10156.13 498
517 true ENSGALP00000014379 DnaJ heat shock protein family (Hsp40) member C10 - CGNC Symbol 6729 91.4 6.6 1 138.5 (M:138.5) 3 5.8 7.33 501
518 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 137.8 (M:137.8) 3 19.7 7.93 503



519 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 137.7 (M:137.7) 3 5.1 3.22 504
520 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 137.1 (M:137.1) 3 37.7 4.69 506
521 true ENSGALP00000008781 ras homolog family member G - CGNC Symbol 4080 21.3 8.5 1 136.9 (M:136.9) 3 16.8 4.16 507
522 true ENSGALP00000002482 copine I - CGNC Symbol 50925 59.7 5.5 5 136.0 (M:136.0) 3 8.1 3.85 510
523 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 135.4 (M:135.4) 3 9 9.68 513
524 true ENSGALP00000037708 proteasome 26S subunit ATPase 3 - CGNC Symbol 6143 47.2 5.1 1 135.4 (M:135.4) 3 10.2 8.69 514
525 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 134.8 (M:134.8) 3 13.4 10.16 517
526 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 134.8 (M:134.8) 3 11.1 7.55 518
527 true ENSGALP00000014939 vaccinia related kinase 3 - CGNC Symbol 14296 50.1 9 1 134.7 (M:134.7) 3 7.3 4.65 519
528 true ENSGALP00000027339 E74-like factor 1 (ets domain transcription factor) - CGNC Symbol 50862 68.2 5 1 133.3 (M:133.3) 3 7.7 1.93 523
529 true ENSGALP00000035973 phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase phosphoribosyla      106.5 7.5 1 133.1 (M:133.1) 3 4.2 7.54 524
530 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 132.5 (M:132.5) 3 8.8 8.8 528
531 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 131.2 (M:131.2) 3 4.6 4.43 535
532 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 130.9 (M:130.9) 3 20.1 8.42 536
533 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 130.6 (M:130.6) 3 14.8 6.34 537
534 true ENSGALP00000004924 nuclear receptor corepressor 2 - CGNC Symbol 2259 274.4 8 1 130.6 (M:130.6) 3 1.9 2.9 538
535 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 130.5 (M:130.5) 3 5.7 12.76 539
536 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 130.1 (M:130.1) 3 3.1 3.66 542
537 true ENSGALP00000007481 BUD31 homolog - CGNC Symbol 3487 17 9.1 1 129.2 (M:129.2) 3 21.5 12.55 550
538 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 129.2 (M:129.2) 3 16.1 4.08 551
539 true ENSGALP00000013398 TATA-box binding protein associated factor 5 - CGNC Symbol 52068 85.5 5.4 1 128.3 (M:128.3) 3 6 14.15 556
540 true ENSGALP00000009351 protein phosphatase 1 regulatory subunit 7 - CGNC Symbol 4354 34.3 5.1 1 127.6 (M:127.6) 3 11 4.36 558
541 true ENSGALP00000012691 methylthioribulose-1-phosphate dehydratase - Refseq NP_001026718 26.8 6.1 1 127.5 (M:127.5) 3 19 7426.28 559
542 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 126.9 (M:126.9) 3 7.3 7.34 562
543 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 126.6 (M:126.6) 3 33.9 15317.58 564
544 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 125.5 (M:125.5) 3 13.3 8027.32 567
545 true ENSGALP00000005194 threonyl-tRNA synthetase - CGNC Symbol 53084 81.8 6.4 2 124.8 (M:124.8) 3 5.6 6.32 568
546 true ENSGALP00000042891 chromatin target of PRMT1 - HGNC:24511 26.3 12.2 1 124.2 (M:124.2) 3 18.1 8.72 570
547 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 124.1 (M:124.1) 3 11.1 12.25 571
548 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 124.1 (M:124.1) 3 10.6 9.09 572
549 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 124.0 (M:124.0) 3 23.1 13.76 573
550 true ENSGALP00000035504 RNA binding motif protein 6 - CGNC Symbol 2124 135.8 6.1 1 123.5 (M:123.5) 3 3.3 9.5 575
551 true ENSGALP00000043362 ras homolog family member G - HGNC:672 22.1 8.4 1 123.5 (M:123.5) 3 15.1 2.12 576
552 true ENSGALP00000042563 RNA binding motif protein 24 - CGNC Symbol 9644 23.9 8.5 2 123.4 (M:123.4) 3 16.9 6.92 577
553 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 123.0 (M:123.0) 3 4.6 20808.7 580
554 true ENSGALP00000007692 protein tyrosine phosphatase non-receptor type 11 - CGNC Symbol 49495 67.9 6.7 1 120.7 (M:120.7) 3 5.7 8.22 587
555 true ENSGALP00000007936 Bruton agammaglobulinemia tyrosine kinase - CGNC Symbol 3685 75.8 8.4 1 120.4 (M:120.4) 3 7.5 5.23 590
556 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 120.0 (M:120.0) 3 12.5 6.29 591
557 true ENSGALP00000000810 DEAD (Asp-Glu-Ala-Asp) box helicase 42 - CGNC Symbol 360 103 6.3 1 119.6 (M:119.6) 3 5 4.51 592
558 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 119.5 (M:119.5) 3 5.4 11.03 593
559 true ENSGALP00000008399 FYVE RhoGEF and PH domain containing 3 - CGNC Symbol 50133 83.4 5.6 1 119.3 (M:119.3) 3 6.3 4.83 594
560 true ENSGALP00000002497 proteasome 26S subunit non-ATPase 5 - CGNC Symbol 1140 55.7 5.2 1 118.8 (M:118.8) 3 8.5 6.75 596
561 true ENSGALP00000014530 NHL repeat containing 2 - CGNC Symbol 6795 79.5 5.6 1 118.5 (M:118.5) 3 6.3 3.54 598
562 true ENSGALP00000003718 SEC16 homolog A (S. cerevisiae) - CGNC Symbol 1688 243.9 5.6 1 117.9 (M:117.9) 3 2.3 9.29 600
563 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 117.8 (M:117.8) 3 6.3 5.13 602
564 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 117.4 (M:117.4) 3 16.3 6.77 603
565 true ENSGALP00000025508 SR-related CTD-associated factor 4 - CGNC Symbol 11826 120.8 9.6 1 117.3 (M:117.3) 3 3.8 8.72 604
566 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 116.4 (M:116.4) 3 7.4 6.1 608
567 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 1 116.3 (M:116.3) 3 10.1 5.39 609
568 true ENSGALP00000020897 interferon regulatory factor 4 - CGNC Symbol 9722 51.1 6.2 2 115.5 (M:115.5) 3 10.3 5.89 615
569 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 114.8 (M:114.8) 3 6.5 13.02 620
570 true ENSGALP00000026458 paired box 5 - CGNC Symbol 49160 42 8.9 1 114.2 (M:114.2) 3 10 8.48 624
571 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 1 114.1 (M:114.1) 3 4.6 5.35 625
572 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 113.8 (M:113.8) 3 2.2 10.33 627
573 true ENSGALP00000002625 Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq m  55.8 5.5 1 113.8 (M:113.8) 3 7.3 10.41 628
574 true ENSGALP00000042059 Hsap of 1: RNA binding motif protein 39 - HGNC:15923 34.1 5.9 2 113.3 (M:113.3) 3 12.3 10.12 630
575 true ENSGALP00000004444 vesicle amine transport 1 - CGNC Symbol 2031 41.7 6.2 1 112.3 (M:112.3) 3 9.2 8.33 633
576 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 112.2 (M:112.2) 3 9.9 14.31 634
577 true ENSGALP00000014146 replication factor C subunit 4 - CGNC Symbol 6607 39.7 8.3 1 111.8 (M:111.8) 3 7.2 21941.02 635
578 true ENSGALP00000001964 ABI family member 3 - CGNC Symbol 878 40.5 5 1 109.8 (M:109.8) 3 12.2 12116.75 647
579 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 109.5 (M:109.5) 3 24.8 4.46 648
580 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 108.1 (M:108.1) 3 8.5 7.28 651
581 true ENSGALP00000016375 eukaryotic translation initiation factor 4 gamma 3 - CGNC Symbol 7664 176.1 5.1 1 106.9 (M:106.9) 3 2.1 8.95 655
582 true ENSGALP00000013999 NADH:ubiquinone oxidoreductase core subunit S1 - CGNC Symbol 6532 79.5 6.5 1 106.8 (M:106.8) 3 4.5 7.06 657
583 true ENSGALP00000027216 transmembrane 9 superfamily member 2 - CGNC Symbol 12665 75.3 7 1 106.2 (M:106.2) 3 6 3.1 660
584 true ENSGALP00000021769 scaffold attachment factor B - CGNC Symbol 52657 103.7 5.5 1 106.1 (M:106.1) 3 3.1 10.52 661
585 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 103.8 (M:103.8) 3 6.5 24229.05 672
586 true ENSGALP00000016008 glucosamine (N-acetyl)-6-sulfatase - CGNC Symbol 7488 60.6 7.2 1 103.6 (M:103.6) 3 6.3 16971.76 674
587 true ENSGALP00000006278 protein kinase C alpha - CGNC Symbol 50506 76.8 6.4 1 102.9 (M:102.9) 3 5 10870.43 682
588 true ENSGALP00000040337 G1 to S phase transition 1 - CGNC Symbol 54531 67.6 5.1 1 102.6 (M:102.6) 3 5.8 11.67 683
589 true ENSGALP00000008738 phospholipase C gamma 2 (phosphatidylinositol-specific) - CGNC Symbol 4062 148 6 1 102.1 (M:102.1) 3 2.7 14.49 685
590 true ENSGALP00000017014 AHA1 activator of heat shock 90kDa protein ATPase homolog 1 (yeast) - CGNC Symbol 7960 38 5.6 1 101.9 (M:101.9) 3 11.2 10.99 688
591 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 101.3 (M:101.3) 3 21 5.02 696
592 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 3 101.3 (M:101.3) 3 9.5 7.93 697
593 true ENSGALP00000022243 aminopeptidase puromycin sensitive - CGNC Symbol 10259 97.2 5.3 1 100.5 (M:100.5) 3 4.3 4.84 700
594 true ENSGALP00000041100 no description available 16.8 12.3 1 100.2 (M:100.2) 3 13.8 6.47 704
595 true ENSGALP00000023454 N-acetyltransferase 10 - CGNC Symbol 10818 115.3 8.6 1 99.5 (M:99.5) 3 3.1 4.74 706
596 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 99.5 (M:99.5) 3 18.6 8499.08 707
597 true ENSGALP00000016918 eukaryotic translation initiation factor 2A - CGNC Symbol 7921 62.7 9 1 99.5 (M:99.5) 3 7.6 12.48 708
598 true ENSGALP00000004517 LEM domain containing 2 - CGNC Symbol 2072 55.9 5.9 1 98.4 (M:98.4) 3 7.6 16956.82 713
599 true ENSGALP00000041886 ubiquinol-cytochrome c reductase Rieske iron-sulfur polypeptide 1 - CGNC Symbol 3283 29.4 8.7 1 97.0 (M:97.0) 3 11.8 22530.59 721
600 true ENSGALP00000041131 muscleblind-like splicing regulator 3 - CGNC Symbol 51668 34.9 9.1 12 97.0 (M:97.0) 3 8.5 19866.47 722
601 true ENSGALP00000036845 zinc finger CCCH-type containing 14 - CGNC Symbol 8066 81.6 7.2 1 96.5 (M:96.5) 3 5.3 8.86 727
602 true ENSGALP00000000864 RAB11B member RAS oncogene family - CGNC Symbol 51171 24.5 5.6 3 96.3 (M:96.3) 3 13.3 3.63 732
603 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 96.1 (M:96.1) 3 13.2 2.58 733
604 true ENSGALP00000042094 adenylate kinase 1 - CGNC Symbol 49598 21.7 8.7 1 94.0 (M:94.0) 3 16.5 4.13 752
605 true ENSGALP00000035514 protein kinase C delta - CGNC Symbol 50113 78.4 8.4 2 93.7 (M:93.7) 3 3.9 4.22 754
606 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 93.5 (M:93.5) 3 7.4 4.72 757
607 true ENSGALP00000013843 THO complex 2 - CGNC Symbol 6452 170.8 8.3 1 92.7 (M:92.7) 3 2 13.89 764
608 true ENSGALP00000029965 translocase of outer mitochondrial membrane 22 homolog (yeast) - CGNC Symbol 13830 24.7 4.7 1 92.7 (M:92.7) 3 21.5 3.32 765
609 true ENSGALP00000001205 splicing factor 3a subunit 2 - CGNC Symbol 14678 35.1 9.7 1 91.7 (M:91.7) 3 8.9 14471.37 771
610 true ENSGALP00000006300 adaptor-related protein complex 1 mu 1 subunit - CGNC Symbol 51191 48.5 6.8 2 91.5 (M:91.5) 3 8.3 3.26 773
611 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 90.4 (M:90.4) 3 5.9 6.45 780
612 true ENSGALP00000039924 adenosine deaminase RNA-specific - CGNC Symbol 14589 117.9 8.1 1 90.4 (M:90.4) 3 4 3.72 781
613 true ENSGALP00000022646 erythrocyte membrane protein band 4.1-like 2 - CGNC Symbol 10465 107.4 5.3 1 89.4 (M:89.4) 3 4.1 6.23 789
614 true ENSGALP00000039544 large 60S subunit nuclear export GTPase 1 - CGNC Symbol 5331 73.8 5.7 1 89.0 (M:89.0) 3 7.5 6.72 792
615 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 88.4 (M:88.4) 3 24.1 4.08 799
616 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 87.7 (M:87.7) 3 4.3 5.54 803
617 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 87.1 (M:87.1) 3 11.1 6.46 810
618 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 86.9 (M:86.9) 3 5 3.79 811
619 true ENSGALP00000039765 UTP14 U3 small nucleolar ribonucleoprotein homolog A (yeast) - CGNC Symbol 51631 84.5 6.1 1 86.9 (M:86.9) 3 4.2 14.45 812
620 true ENSGALP00000013591 caspase 8 apoptosis-related cysteine peptidase - CGNC Symbol 6332 54.5 5.4 1 86.9 (M:86.9) 3 5.6 14.29 813
621 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 86.2 (M:86.2) 3 20.3 2.48 816
622 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 85.5 (M:85.5) 3 1.7 10965.66 821



623 true ENSGALP00000037515 PC4 and SFRS1 interacting protein 1 - CGNC Symbol 54295 64.8 9.2 2 84.9 (M:84.9) 3 5.4 18.73 825
624 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 84.7 (M:84.7) 3 3.6 2.39 829
625 true ENSGALP00000039699 LIM domain containing 2 - CGNC Symbol 327 14.3 9.1 2 83.6 (M:83.6) 3 20.3 11.35 839
626 true ENSGALP00000023753 peptidylprolyl isomerase domain and WD repeat containing 1 - CGNC Symbol 10944 71 6.7 1 83.1 (M:83.1) 3 6.7 13.02 843
627 true ENSGALP00000032879 no description available 38.5 6.2 1 83.0 (M:83.0) 3 7.7 14.58 844
628 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 2 83.0 (M:83.0) 3 1.3 4.8 845
629 true ENSGALP00000023364 NOP56 ribonucleoprotein - CGNC Symbol 10777 52.2 9.3 1 82.3 (M:82.3) 3 6.9 5.47 852
630 true ENSGALP00000005199 Hsap of 1: proline rich coiled-coil 2C - HGNC:24903 59.4 7.7 1 80.1 (M:80.1) 3 10.1 7.05 870
631 true ENSGALP00000043372 farnesyl diphosphate synthase - CGNC Symbol 23240 27.1 5.7 1 79.8 (M:79.8) 3 9.4 4.07 872
632 true ENSGALP00000013294 5'-nucleotidase cytosolic II - CGNC Symbol 6204 65.9 5.3 1 79.3 (M:79.3) 3 7.7 2.95 874
633 true ENSGALP00000010935 Cbl proto-oncogene E3 ubiquitin protein ligase - CGNC Symbol 49015 95.5 5.6 1 79.2 (M:79.2) 3 5.8 14.61 875
634 true ENSGALP00000000338 proteasome inhibitor subunit 1 - CGNC Symbol 152 29.1 5.2 1 78.5 (M:78.5) 3 12.9 14099.9 879
635 true ENSGALP00000007528 mitogen-activated protein kinase kinase 3 - CGNC Symbol 50268 29.7 5.9 2 77.7 (M:77.7) 3 15.1 7.81 890
636 true ENSGALP00000036963 60S ribosomal protein L15 - Refseq NP_001292094 24.1 11.6 1 77.4 (M:77.4) 3 10.3 7.44 894
637 true ENSGALP00000023543 SAP domain-containing ribonucleoprotein - Refseq NP_001026495 23.4 6.8 1 77.2 (M:77.2) 3 13.8 6 896
638 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 76.6 (M:76.6) 3 5.5 2.05 899
639 true ENSGALP00000027317 DIS3 homolog exosome endoribonuclease and 3'-5' exoribonuclease - CGNC Symbol 12709 112.7 6.9 1 75.8 (M:75.8) 3 3.6 4.84 905
640 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 75.7 (M:75.7) 3 4.6 10.66 906
641 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 75.1 (M:75.1) 3 9.2 3.59 916
642 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 73.8 (M:73.8) 3 17.4 2.72 933
643 true ENSGALP00000010984 adaptor-related protein complex 2 alpha 2 subunit - CGNC Symbol 51890 108.9 6.1 1 73.5 (M:73.5) 3 3.2 13.84 937
644 true ENSGALP00000022143 SR-related CTD-associated factor 8 - CGNC Symbol 10218 142.7 7.4 1 72.1 (M:72.1) 3 3.2 8.21 943
645 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 71.3 (M:71.3) 3 1.3 7.02 948
646 true ENSGALP00000037974 minichromosome maintenance complex binding protein - CGNC Symbol 7190 67.6 5.1 1 70.9 (M:70.9) 3 5.5 3.97 953
647 true ENSGALP00000023951 28S ribosomal protein S30 mitochondrial - Refseq NP_990270 51.6 8.5 1 69.8 (M:69.8) 3 8.6 11.57 966
648 true ENSGALP00000000199 SPT6 homolog histone chaperone - CGNC Symbol 75 199.4 4.8 1 66.1 (M:66.1) 3 1.6 9.41 996
649 true ENSGALP00000019537 E1A binding protein p300 - CGNC Symbol 9087 268 8.8 1 64.9 (M:64.9) 3 1.5 7.78 1006
650 true ENSGALP00000002495 enhancer of mRNA decapping 4 - CGNC Symbol 1139 171.5 6.3 1 64.7 (M:64.7) 3 2.2 16.94 1007
651 true ENSGALP00000007833 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.1 2 64.1 (M:64.1) 3 5 10963.29 1014
652 true ENSGALP00000015892 N(alpha)-acetyltransferase 15 NatA auxiliary subunit - CGNC Symbol 7432 95.3 6.3 1 59.9 (M:59.9) 3 3.3 7.38 1057
653 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 59.7 (M:59.7) 3 16.4 12.12 1058
654 true ENSGALP00000025937 eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC Symbol 76.1 4.9 1 218.3 (M:218.3) 2 5.8 6.44 297
655 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 198.2 (M:198.2) 2 12.3 7.88 340
656 true ENSGALP00000041522 Hsap of 1: replication factor C subunit 2 - HGNC:9970 22.2 6.4 2 195.0 (M:195.0) 2 18.9 3.06 351
657 true ENSGALP00000007709 COP9 signalosome subunit 3 - CGNC Symbol 3588 47.9 6.3 1 187.8 (M:187.8) 2 7.6 16253.77 369
658 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 182.1 (M:182.1) 2 4.3 0.21 375
659 true ENSGALP00000024295 perilipin 2 - CGNC Symbol 11227 48.1 5.7 1 175.8 (M:175.8) 2 8.7 5.7 389
660 true ENSGALP00000013659 THUMP domain containing 3 - CGNC Symbol 6359 54 6.6 1 174.7 (M:174.7) 2 4.5 2.78 391
661 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 173.3 (M:173.3) 2 17.6 3.25 392
662 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 160.2 (M:160.2) 2 9 6.89 431
663 true ENSGALP00000005357 nuclear factor of activated T-cells cytoplasmic calcineurin-dependent 3 - CGNC Symbol 2472 113.8 6.2 1 159.6 (M:159.6) 2 2.9 8.51 432
664 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 159.5 (M:159.5) 2 12.1 25762.09 435
665 true ENSGALP00000019961 methionyl aminopeptidase 1 - CGNC Symbol 9297 39.1 7.4 2 159.2 (M:159.2) 2 9.5 4.01 436
666 true ENSGALP00000022392 transportin 3 - CGNC Symbol 10345 96.2 5.4 1 157.1 (M:157.1) 2 4.1 4.3 441
667 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 156.4 (M:156.4) 2 3.8 6 443
668 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 153.4 (M:153.4) 2 8.2 7.83 455
669 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 149.9 (M:149.9) 2 9.8 9.97 463
670 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 147.5 (M:147.5) 2 7.1 5.57 473
671 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 146.6 (M:146.6) 2 8.9 9.96 477
672 true ENSGALP00000028664 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 54.2 8.4 2 146.2 (M:146.2) 2 6.5 5.04 479
673 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 144.2 (M:144.2) 2 7.4 6.43 483
674 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 143.7 (M:143.7) 2 4.2 2.99 484
675 true ENSGALP00000025929 hydroxyacyl-CoA dehydrogenase - CGNC Symbol 12053 34.4 8.7 1 142.3 (M:142.3) 2 11.1 7.16 489
676 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 141.8 (M:141.8) 2 20.3 0.31 490
677 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 140.9 (M:140.9) 2 21.4 2.55 496
678 true ENSGALP00000013240 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 272.2 5.4 2 140.1 (M:140.1) 2 0.9 5.8 499
679 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 137.6 (M:137.6) 2 3.4 7.21 505
680 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 136.5 (M:136.5) 2 9 0.36 508
681 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 136.2 (M:136.2) 2 4.8 4.7 509
682 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 135.6 (M:135.6) 2 8.7 11.54 511
683 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 135.5 (M:135.5) 2 10.3 6 512
684 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 135.2 (M:135.2) 2 6.7 2.73 515
685 true ENSGALP00000004621 electron-transfer-flavoprotein alpha polypeptide - CGNC Symbol 2114 36.6 8.7 1 132.9 (M:132.9) 2 7.5 9.1 525
686 true ENSGALP00000012405 proteasome 26S subunit non-ATPase 1 - CGNC Symbol 5786 88.2 6.6 1 132.5 (M:132.5) 2 4.6 9.51 529
687 true ENSGALP00000026663 hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional protein)      50.8 9.4 1 131.9 (M:131.9) 2 6.1 10.39 531
688 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 130.4 (M:130.4) 2 44.1 1.08 540
689 true ENSGALP00000004840 replication protein A1 - CGNC Symbol 2225 68 8.1 1 129.4 (M:129.4) 2 5.4 9.1 547
690 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 129.3 (M:129.3) 2 25.4 6.04 548
691 true ENSGALP00000007299 CD74 molecule - CGNC Symbol 3398 31.7 8.6 2 128.8 (M:128.8) 2 11.5 4.75 554
692 true ENSGALP00000029109 proteasome 26S subunit non-ATPase 3 - CGNC Symbol 15224 53.2 9.1 1 128.7 (M:128.7) 2 5.2 7.77 555
693 true ENSGALP00000004251 transcription factor A mitochondrial - CGNC Symbol 1948 29.9 10.3 1 127.4 (M:127.4) 2 10.7 11.78 560
694 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 126.7 (M:126.7) 2 7 2.84 563
695 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 126.0 (M:126.0) 2 10 10.73 566
696 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 124.5 (M:124.5) 2 23.4 1.41 569
697 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 123.8 (M:123.8) 2 26.1 7.21 574
698 true ENSGALP00000007779 golgi autoantigen golgin subfamily a 2 - CGNC Symbol 3624 117 5.1 1 123.3 (M:123.3) 2 3.4 4.88 578
699 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 122.6 (M:122.6) 2 2.4 3.09 581
700 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 121.8 (M:121.8) 2 8.3 8.22 582
701 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 120.7 (M:120.7) 2 5.4 6.03 588
702 true ENSGALP00000002398 acidic (leucine-rich) nuclear phosphoprotein 32 family member B - CGNC Symbol 51177 29.9 3.8 1 120.5 (M:120.5) 2 7.3 20.11 589
703 true ENSGALP00000002078 MYB binding protein (P160) 1a - CGNC Symbol 933 114.8 5.7 1 118.2 (M:118.2) 2 2.7 5.05 599
704 true ENSGALP00000041514 tRNA methyltransferase 1 like - CGNC Symbol 3801 83.6 5.9 1 116.0 (M:116.0) 2 4.6 8.45 612
705 true ENSGALP00000005076 surfeit 6 - CGNC Symbol 50455 41.5 10.4 1 116.0 (M:116.0) 2 7.9 6.71 613
706 true ENSGALP00000007174 SH3-domain GRB2-like endophilin B1 - CGNC Symbol 4722 40.8 6 1 115.4 (M:115.4) 2 7.7 7.94 616
707 true ENSGALP00000023420 Hsap of 1: zinc finger RNA binding protein - HGNC:17277 112.1 9.2 2 114.8 (M:114.8) 2 2.5 1.91 619
708 true ENSGALP00000010241 Uncharacterized protein - UniProtKB/TrEMBL V9GY05 - CGNC Symbol 4773 44.8 6.9 1 114.7 (M:114.7) 2 7 9.85 621
709 true ENSGALP00000005212 histone deacetylase 1 - CGNC Symbol 2394 54.9 5.3 2 114.6 (M:114.6) 2 5 1.6 622
710 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 114.3 (M:114.3) 2 12.1 3.23 623
711 true ENSGALP00000019224 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate cyclohyd       100.2 8.7 1 113.7 (M:113.7) 2 2.9 3.94 629
712 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 112.9 (M:112.9) 2 22.7 11.57 631
713 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 112.8 (M:112.8) 2 17.5 21355.75 632
714 true ENSGALP00000018120 proteasome 26S subunit non-ATPase 14 - CGNC Symbol 8450 34.5 6 1 111.5 (M:111.5) 2 6.8 10.28 637
715 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 111.4 (M:111.4) 2 8.5 5.49 638
716 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 111.3 (M:111.3) 2 15.6 14513.39 639
717 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 111.1 (M:111.1) 2 1.1 8.28 641
718 true ENSGALP00000012408 polymerase (DNA) epsilon catalytic subunit - CGNC Symbol 5787 260.8 6 1 110.9 (M:110.9) 2 1.2 8.53 642
719 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 110.8 (M:110.8) 2 9.7 13.26 643
720 true ENSGALP00000014300 DCN1 defective in cullin neddylation 1 domain containing 1 - CGNC Symbol 6684 30 5.2 1 110.4 (M:110.4) 2 10.5 3.12 645
721 true ENSGALP00000000151 tripartite motif containing 27.1 - CGNC Symbol 58 46.8 7.1 2 108.3 (M:108.3) 2 5.9 11.3 650
722 true ENSGALP00000008922 holocytochrome c synthase - CGNC Symbol 4148 31.4 6.1 1 107.8 (M:107.8) 2 11.4 4.69 652
723 true ENSGALP00000012072 negative elongation factor complex member C/D - CGNC Symbol 5638 65.6 5 1 107.6 (M:107.6) 2 5.5 6.68 653
724 true ENSGALP00000023456 selenophosphate synthetase 1 - CGNC Symbol 10819 42.9 5.6 1 107.0 (M:107.0) 2 7.1 7.71 654
725 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 106.5 (M:106.5) 2 4.4 9.59 658
726 true ENSGALP00000024253 cell division cycle 40 - CGNC Symbol 11202 65.7 6.2 1 106.4 (M:106.4) 2 4.1 6.99 659



727 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 106.0 (M:106.0) 2 10.7 0.49 662
728 true ENSGALP00000019726 engulfment and cell motility 1 - CGNC Symbol 51330 83.7 5.9 1 105.7 (M:105.7) 2 5 5.74 663
729 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 104.4 (M:104.4) 2 20 4.73 665
730 true ENSGALP00000013431 programmed cell death 11 - CGNC Symbol 6260 206 8.8 1 104.3 (M:104.3) 2 1.7 3.8 666
731 true ENSGALP00000041361 ribosomal protein L17 - HGNC:10307 17.1 10.1 3 104.2 (M:104.2) 2 19.2 3.78 667
732 true ENSGALP00000010267 H2A histone family member Y - CGNC Symbol 4787 39.2 9.8 2 104.2 (M:104.2) 2 8.4 7.87 669
733 true ENSGALP00000006620 adenosine deaminase - CGNC Symbol 3060 40.7 5.7 1 104.2 (M:104.2) 2 7 2.49 670
734 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 103.8 (M:103.8) 2 7.4 6.47 671
735 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 103.7 (M:103.7) 2 5.8 6.83 673
736 true ENSGALP00000006016 ubiquitin specific peptidase 4 (proto-oncogene) - CGNC Symbol 50119 107.4 5.6 1 103.5 (M:103.5) 2 3.5 3.24 675
737 true ENSGALP00000012086 glutamic-oxaloacetic transaminase 1 soluble - CGNC Symbol 5645 45.9 8.2 1 103.5 (M:103.5) 2 4.4 21048.57 676
738 true ENSGALP00000017661 USO1 vesicle transport factor - CGNC Symbol 8265 106.1 4.9 1 103.5 (M:103.5) 2 2.5 30044.21 677
739 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 103.2 (M:103.2) 2 11.1 7.41 678
740 true ENSGALP00000040418 no description available 26 6 1 103.1 (M:103.1) 2 9.4 5.96 680
741 true ENSGALP00000018335 TBC1 domain family member 5 - CGNC Symbol 8548 91.3 5.8 1 102.2 (M:102.2) 2 3.4 9.62 684
742 true ENSGALP00000039326 ribosomal protein L19 - CGNC Symbol 1159 23.2 11.4 1 102.0 (M:102.0) 2 8.8 9.92 686
743 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 102.0 (M:102.0) 2 10.1 1.48 687
744 true ENSGALP00000000423 cysteine and glycine-rich protein 1 - CGNC Symbol 188 20.4 8.9 1 101.8 (M:101.8) 2 16.1 6.62 689
745 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 101.7 (M:101.7) 2 8.6 7.66 691
746 true ENSGALP00000021752 ATP binding cassette subfamily F member 2 - CGNC Symbol 10054 71.2 6.9 1 101.5 (M:101.5) 2 5.1 4.64 692
747 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 101.4 (M:101.4) 2 4.4 5.33 693
748 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 101.3 (M:101.3) 2 2.9 3.86 694
749 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 101.3 (M:101.3) 2 2.3 3.93 695
750 true ENSGALP00000009066 sorting nexin 12 - CGNC Symbol 53438 18.9 8.6 1 100.4 (M:100.4) 2 12.3 22821.21 701
751 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 100.4 (M:100.4) 2 7.9 12571.3 702
752 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 100.3 (M:100.3) 2 15.9 1.65 703
753 true ENSGALP00000003126 Smad nuclear interacting protein 1 - CGNC Symbol 1427 44.1 10.2 1 99.3 (M:99.3) 2 6.1 4.56 709
754 true ENSGALP00000002744 phospholipase A2 activating protein - CGNC Symbol 1252 87.2 5.9 1 99.3 (M:99.3) 2 3 2.46 710
755 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 1 99.0 (M:99.0) 2 17.7 6.67 711
756 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 97.8 (M:97.8) 2 4.1 1.98 716
757 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 97.8 (M:97.8) 2 30.2 3.59 717
758 true ENSGALP00000003523 argonaute RISC catalytic component 1 - CGNC Symbol 1607 88.8 9.3 3 97.2 (M:97.2) 2 4.2 18.45 719
759 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 97.1 (M:97.1) 2 2 6.66 720
760 true ENSGALP00000015293 testis derived transcript (3 LIM domains) - CGNC Symbol 7146 47.1 7.6 1 96.9 (M:96.9) 2 7.7 3.5 723
761 true ENSGALP00000041022 DNA polymerase alpha subunit B-like - CGNC Symbol 63391 26.7 10 1 96.6 (M:96.6) 2 14.3 5.86 725
762 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 96.5 (M:96.5) 2 8.2 2.9 726
763 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 96.5 (M:96.5) 2 11.8 11.71 728
764 true ENSGALP00000002244 GRB10 interacting GYF protein 2 - CGNC Symbol 1024 147 5.6 1 96.5 (M:96.5) 2 3 4.5 729
765 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 96.4 (M:96.4) 2 2.9 13.7 730
766 true ENSGALP00000039262 myosin light chain 1 alkali skeletal fast - CGNC Symbol 49821 16.6 4.5 3 96.1 (M:96.1) 2 10.7 4.63 734
767 true ENSGALP00000002172 mitochondrial trans-2-enoyl-CoA reductase - CGNC Symbol 981 39 8.9 1 95.9 (M:95.9) 2 9.6 9.53 735
768 true ENSGALP00000012765 SMAD family member 3 - CGNC Symbol 5954 48.2 6.7 4 95.7 (M:95.7) 2 6.1 16.65 737
769 true ENSGALP00000009912 cyclin-dependent kinase 10 - CGNC Symbol 4611 41.9 7.1 1 95.4 (M:95.4) 2 7 1.88 738
770 true ENSGALP00000002996 solute carrier family 25 (mitochondrial carrier phosphate carrier) member 24 - CGNC Symbol 1369 51.9 8.7 1 95.4 (M:95.4) 2 7.1 2.24 739
771 true ENSGALP00000033594 phosphohistidine phosphatase 1 - CGNC Symbol 14487 13.9 5.7 1 95.4 (M:95.4) 2 25.4 2.59 741
772 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 95.3 (M:95.3) 2 23.2 5.49 742
773 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 95.3 (M:95.3) 2 7.6 4.04 743
774 true ENSGALP00000026615 carbamoyl-phosphate synthetase 2 aspartate transcarbamylase and dihydroorotase - HGNC:1424 200.7 5.9 1 95.2 (M:95.2) 2 1.7 10.19 744
775 true ENSGALP00000001685 NIMA-related kinase 6 - CGNC Symbol 759 36.3 7.2 2 94.6 (M:94.6) 2 9.6 9.36 747
776 true ENSGALP00000021770 transducin (beta)-like 1X-linked - CGNC Symbol 52656 56.6 5.4 1 94.6 (M:94.6) 2 5 14022.61 748
777 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 94.5 (M:94.5) 2 8.3 9.85 749
778 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 94.3 (M:94.3) 2 10.9 4.01 750
779 true ENSGALP00000016173 cleavage and polyadenylation specific factor 6 - CGNC Symbol 13843 59.1 6.9 1 94.0 (M:94.0) 2 4.9 15.6 751
780 true ENSGALP00000006046 actin related protein 2/3 complex subunit 3 - CGNC Symbol 2797 21.3 8.8 1 93.7 (M:93.7) 2 9.7 11.84 755
781 true ENSGALP00000040836 acidic residue methyltransferase 1 - CGNC Symbol 9819 49.1 5.7 1 93.6 (M:93.6) 2 6.6 0.7 756
782 true ENSGALP00000038886 calcium channel voltage-dependent R type alpha 1E subunit - CGNC Symbol 2805 273.1 8.4 1 93.5 (M:93.5) 2 0.6 19.58 758
783 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 93.4 (M:93.4) 2 8.1 20215.83 759
784 true ENSGALP00000039979 small ArfGAP2 - CGNC Symbol 51046 43.7 8.8 1 93.1 (M:93.1) 2 6 4.37 760
785 true ENSGALP00000022956 nucleoporin 50kDa - CGNC Symbol 10599 50.1 6.4 1 93.0 (M:93.0) 2 6.6 8.89 761
786 true ENSGALP00000000583 histidine triad nucleotide binding protein 1 - CGNC Symbol 49312 13.8 6.3 2 92.6 (M:92.6) 2 20.6 7.86 766
787 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 92.4 (M:92.4) 2 18.8 8.57 767
788 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 91.8 (M:91.8) 2 5.3 10.5 770
789 true ENSGALP00000040388 transcription factor 3 - CGNC Symbol 739 70.3 6.3 2 91.7 (M:91.7) 2 3.9 7.01 772
790 true ENSGALP00000020236 enhancer of zeste homolog 2 (Drosophila) - CGNC Symbol 9422 85.4 7.4 2 91.3 (M:91.3) 2 3.5 2.44 774
791 true ENSGALP00000011103 insulin degrading enzyme - HGNC:5381 118.1 6.1 1 91.2 (M:91.2) 2 2.5 4.27 775
792 true ENSGALP00000009608 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily b member 1 - CG   44.5 5.8 1 91.2 (M:91.2) 2 5.4 21609.1 776
793 true ENSGALP00000006605 cyclin B2 - CGNC Symbol 3052 44.6 8.8 1 90.6 (M:90.6) 2 7 6.81 779
794 true ENSGALP00000000114 glutamine--fructose-6-phosphate transaminase 1 - CGNC Symbol 51020 78.7 6 1 90.1 (M:90.1) 2 3.9 7.86 782
795 true ENSGALP00000011711 engulfment and cell motility 2 - CGNC Symbol 5476 82.8 5.7 1 89.8 (M:89.8) 2 2.6 5.4 783
796 true ENSGALP00000026474 ribonucleotide reductase M2 - CGNC Symbol 12309 44.4 5.7 1 89.7 (M:89.7) 2 6.5 9.32 784
797 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 89.7 (M:89.7) 2 11.9 1.82 785
798 true ENSGALP00000017667 GTPase activating protein (SH3 domain) binding protein 2 - CGNC Symbol 8269 59.9 5.8 1 89.6 (M:89.6) 2 4.1 3.31 786
799 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 89.6 (M:89.6) 2 18.3 16890.22 787
800 true ENSGALP00000027760 CWC15 spliceosome-associated protein - CGNC Symbol 12929 26.6 5.4 1 89.5 (M:89.5) 2 15.7 16279.95 788
801 true ENSGALP00000041554 GEM interacting protein - HGNC:24852 111.9 5.7 1 89.2 (M:89.2) 2 3.5 14705.09 790
802 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 89.2 (M:89.2) 2 15.8 9.98 791
803 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 88.9 (M:88.9) 2 25 6.53 793
804 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 88.9 (M:88.9) 2 2.4 4.06 794
805 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 88.5 (M:88.5) 2 22.8 11.64 797
806 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 88.5 (M:88.5) 2 4.2 3.62 798
807 true ENSGALP00000019967 alcohol dehydrogenase 5 (class III) chi polypeptide - CGNC Symbol 9300 39.6 8.1 1 88.0 (M:88.0) 2 8.8 4.5 802
808 true ENSGALP00000042736 integrator complex subunit 9 - CGNC Symbol 12464 73.7 5.9 2 87.4 (M:87.4) 2 4.9 15.53 804
809 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 87.4 (M:87.4) 2 7.8 11.11 805
810 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 87.4 (M:87.4) 2 9.4 23089.57 806
811 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 87.4 (M:87.4) 2 7.8 12214.17 807
812 true ENSGALP00000018199 centrosomal protein 290kDa - CGNC Symbol 8490 288.8 5.8 1 87.1 (M:87.1) 2 0.6 5.67 809
813 true ENSGALP00000022849 LIM and senescent cell antigen-like domains 1 - CGNC Symbol 49937 37.2 8.5 4 86.4 (M:86.4) 2 7.7 3.98 815
814 true ENSGALP00000020098 cyclin-dependent kinase 13 - CGNC Symbol 51337 145 9.8 1 86.1 (M:86.1) 2 1.3 11.2 817
815 true ENSGALP00000034255 NADH:ubiquinone oxidoreductase subunit A8 - CGNC Symbol 929 20.1 8.4 1 86.0 (M:86.0) 2 15.1 1.32 818
816 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 86.0 (M:86.0) 2 6.3 11.48 819
817 true ENSGALP00000016124 striatin calmodulin binding protein 3 - CGNC Symbol 7543 88.8 5.1 1 85.3 (M:85.3) 2 3.7 8.13 822
818 true ENSGALP00000015986 integrator complex subunit 7 - CGNC Symbol 7478 116.7 9.2 1 85.2 (M:85.2) 2 2.5 6.45 823
819 true ENSGALP00000011060 acyl-CoA thioesterase 8 - CGNC Symbol 5166 41.4 9.1 1 84.9 (M:84.9) 2 5.1 10.79 824
820 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 84.8 (M:84.8) 2 9.2 4.28 826
821 true ENSGALP00000039626 RAB26 member RAS oncogene family - CGNC Symbol 4287 28.2 9.5 1 84.8 (M:84.8) 2 8.2 9.31 827
822 true ENSGALP00000008003 SUMO-activating enzyme subunit 2 - Refseq NP_001025742 45.2 6.1 1 84.5 (M:84.5) 2 5.7 6.19 831
823 true ENSGALP00000014280 Sec23 homolog B (S. cerevisiae) - CGNC Symbol 50333 86.2 6.3 2 84.3 (M:84.3) 2 3.3 13215.3 833
824 true ENSGALP00000014036 RNA polymerase II associated protein 1 - CGNC Symbol 6547 160.6 6 1 84.3 (M:84.3) 2 2 5.06 834
825 true ENSGALP00000001579 N-ethylmaleimide sensitive factor - CGNC Symbol 715 82.1 6.4 1 83.8 (M:83.8) 2 3.6 6.35 836
826 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 83.6 (M:83.6) 2 6.9 4.17 838
827 true ENSGALP00000001446 leucine rich repeat containing 47 - CGNC Symbol 649 61.6 8.6 1 83.3 (M:83.3) 2 5.9 10.89 841
828 true ENSGALP00000018537 methionyl aminopeptidase 2 - CGNC Symbol 8650 53.1 5.6 1 82.7 (M:82.7) 2 4.8 6.81 846
829 true ENSGALP00000004798 activating transcription factor 7 - CGNC Symbol 2200 51.5 8.5 3 82.6 (M:82.6) 2 6.9 2.5 847
830 true ENSGALP00000042983 zinc finger protein 687 - HGNC:29277 136.3 8.5 1 82.4 (M:82.4) 2 2.1 7.25 848



831 true ENSGALP00000021877 ATPase 13A1 - HGNC:24215 139.8 9 1 82.4 (M:82.4) 2 3 3.77 850
832 true ENSGALP00000007118 nuclear receptor corepressor 1 - CGNC Symbol 3303 275.3 7 1 82.3 (M:82.3) 2 1.5 3.49 853
833 true ENSGALP00000039377 euchromatic histone-lysine N-methyltransferase 1 - CGNC Symbol 6424 100.6 5.9 2 82.2 (M:82.2) 2 3.7 9.94 854
834 true ENSGALP00000021294 NOP2/Sun RNA methyltransferase family member 2 - CGNC Symbol 9878 90.5 6.3 1 81.4 (M:81.4) 2 4 6.1 857
835 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 81.2 (M:81.2) 2 7.6 7.93 858
836 true ENSGALP00000012928 SMT3 suppressor of mif two 3 homolog 2 (S. cerevisiae) - CGNC Symbol 55792 10.9 5.3 2 80.8 (M:80.8) 2 23.2 17830.58 860
837 true ENSGALP00000023822 phosphoinositide-3-kinase regulatory subunit 1 (alpha) - CGNC Symbol 10965 83.7 5.7 1 80.8 (M:80.8) 2 2.9 14.31 862
838 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 80.5 (M:80.5) 2 4.3 4.74 864
839 true ENSGALP00000027295 MYC binding protein 2 E3 ubiquitin protein ligase - CGNC Symbol 12697 480 6.6 1 80.2 (M:80.2) 2 0.4 8.17 866
840 true ENSGALP00000026392 ribosomal protein S7 - CGNC Symbol 51562 22.3 10.1 1 80.1 (M:80.1) 2 13.3 13.42 868
841 true ENSGALP00000011232 phosphofructokinase platelet - CGNC Symbol 53359 61.2 6.3 1 80.1 (M:80.1) 2 6.9 4.03 869
842 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 80.0 (M:80.0) 2 10.3 6.61 871
843 true ENSGALP00000002785 ariadne RBR E3 ubiquitin protein ligase 1 - CGNC Symbol 1344 41.4 7.4 1 79.5 (M:79.5) 2 7.4 9.24 873
844 true ENSGALP00000009425 BTG3 associated nuclear protein - CGNC Symbol 50096 55.4 5.1 1 79.2 (M:79.2) 2 5.3 11.41 876
845 true ENSGALP00000002580 secretory carrier membrane protein 2 - CGNC Symbol 1178 36.7 8.8 1 79.2 (M:79.2) 2 7.5 6.03 877
846 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 78.4 (M:78.4) 2 3.8 6.78 881
847 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 78.2 (M:78.2) 2 4.9 2.81 883
848 true ENSGALP00000009030 golgi brefeldin A resistant guanine nucleotide exchange factor 1 - CGNC Symbol 4197 207.7 5.6 1 78.1 (M:78.1) 2 1.1 16.12 884
849 true ENSGALP00000017152 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 - CGNC Symbol 8013 35.9 8.9 1 78.0 (M:78.0) 2 8.2 9.21 885
850 true ENSGALP00000022724 embryonic ectoderm development - CGNC Symbol 10494 50.3 6.5 1 78.0 (M:78.0) 2 4.9 6.44 886
851 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 77.8 (M:77.8) 2 6.5 15072.2 888
852 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 77.8 (M:77.8) 2 12.3 19094.74 889
853 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 77.6 (M:77.6) 2 8.1 4.58 891
854 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 77.5 (M:77.5) 2 2.5 6.67 892
855 true ENSGALP00000009549 calnexin - CGNC Symbol 4443 68.3 4.4 1 77.5 (M:77.5) 2 6 5.49 893
856 true ENSGALP00000015979 peptidylprolyl isomerase G (cyclophilin G) - CGNC Symbol 7474 88.1 10.6 1 77.4 (M:77.4) 2 3.6 11.83 895
857 true ENSGALP00000001655 proteasome (prosome macropain) subunit beta type 7 - CGNC Symbol 49143 28.1 6 1 77.1 (M:77.1) 2 5.4 12.18 897
858 true ENSGALP00000026130 ubiquitin specific peptidase 9 X-linked - CGNC Symbol 50795 290 5.6 1 77.1 (M:77.1) 2 0.7 5.27 898
859 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 1 76.6 (M:76.6) 2 4.2 26409.01 900
860 true ENSGALP00000042867 myocyte enhancer factor 2D - CGNC Symbol 54130 60.6 8.9 4 76.5 (M:76.5) 2 4.5 3.82 901
861 true ENSGALP00000015878 E74 like ETS transcription factor 2 - CGNC Symbol 7427 64.4 6.3 1 76.1 (M:76.1) 2 3.7 7.18 902
862 true ENSGALP00000011282 B-cell linker - CGNC Symbol 5261 61.8 7.3 2 76.0 (M:76.0) 2 2.5 5.11 903
863 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 75.8 (M:75.8) 2 13.6 7.46 904
864 true ENSGALP00000025114 BTB domain and CNC homolog 2 - CGNC Symbol 11632 91.2 5 1 75.7 (M:75.7) 2 3.6 11.97 907
865 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 75.6 (M:75.6) 2 2.9 7.32 908
866 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 75.5 (M:75.5) 2 6.9 3.01 909
867 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 75.3 (M:75.3) 2 2 11.43 910
868 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 75.1 (M:75.1) 2 14 1.52 913
869 true ENSGALP00000022235 CNDP dipeptidase 2 (metallopeptidase M20 family) - CGNC Symbol 13892 53 5.7 1 75.1 (M:75.1) 2 3.8 12.45 914
870 true ENSGALP00000041687 erythrocyte membrane protein band 4.1 (elliptocytosis 1 RH-linked) - CGNC Symbol 49834 96.8 5.7 2 75.0 (M:75.0) 2 2.9 9.39 917
871 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 75.0 (M:75.0) 2 2.6 6.7 918
872 true ENSGALP00000005892 chromodomain helicase DNA binding protein 9 - CGNC Symbol 2719 276.5 6.3 1 74.9 (M:74.9) 2 0.9 8.39 919
873 true ENSGALP00000017248 protein kinase D3 - CGNC Symbol 8057 100.3 6.3 1 74.7 (M:74.7) 2 2.7 7.47 921
874 true ENSGALP00000005302 RAB5C member RAS oncogene family - CGNC Symbol 2444 23.5 8.6 3 74.7 (M:74.7) 2 11.1 0.36 922
875 true ENSGALP00000026511 family with sequence similarity 49 member A - CGNC Symbol 12326 37.3 5.7 1 74.6 (M:74.6) 2 6.5 7.68 924
876 true ENSGALP00000019945 ribosomal protein S29 - CGNC Symbol 9289 7 10.2 1 74.5 (M:74.5) 2 25 15.28 925
877 true ENSGALP00000027299 ES1 protein homolog mitochondrial-like - CGNC Symbol 50857 26.4 6.5 3 74.5 (M:74.5) 2 6.8 6.28 926
878 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 74.4 (M:74.4) 2 5.4 11.84 927
879 true ENSGALP00000040658 paracaspase 2 - CGNC Symbol 53659 81.6 5.6 1 73.6 (M:73.6) 2 3.6 17.59 934
880 true ENSGALP00000008699 O-linked N-acetylglucosamine (GlcNAc) transferase - CGNC Symbol 4043 18.5 5.6 1 73.5 (M:73.5) 2 13.8 2.83 936
881 true ENSGALP00000012087 transferrin receptor (p90 CD71) - CGNC Symbol 49693 99.1 6.1 1 73.0 (M:73.0) 2 2.1 6.38 940
882 true ENSGALP00000005182 signal transducer and activator of transcription 5B - CGNC Symbol 49373 90 5.9 1 73.0 (M:73.0) 2 3.9 6.13 941
883 true ENSGALP00000043146 BR serine/threonine kinase 2 - CGNC Symbol 5046 87 9.1 1 72.3 (M:72.3) 2 2.7 12.24 942
884 true ENSGALP00000004317 golgi glycoprotein 1 - CGNC Symbol 1981 119 6.2 1 71.6 (M:71.6) 2 2.2 15 945
885 true ENSGALP00000025005 RAD23 homolog B (S. cerevisiae) - CGNC Symbol 11587 43.1 4.7 1 71.5 (M:71.5) 2 4.2 6.65 947
886 true ENSGALP00000027623 exportin 4 - CGNC Symbol 12869 129.7 5 1 71.0 (M:71.0) 2 2.6 4.13 949
887 true ENSGALP00000013917 INO80 complex subunit - CGNC Symbol 6490 177.3 9.3 1 70.7 (M:70.7) 2 1.9 5.58 956
888 true ENSGALP00000042870 aminoacylase 1 - CGNC Symbol 64270 45.9 6 1 70.6 (M:70.6) 2 7.3 4.68 957
889 true ENSGALP00000041963 no description available 45 12 1 70.3 (M:70.3) 2 2.8 8.27 959
890 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 70.2 (M:70.2) 2 5 3.43 961
891 true ENSGALP00000026595 protein phosphatase Mg2+/Mn2+ dependent 1G - CGNC Symbol 12369 60.8 4.3 1 70.1 (M:70.1) 2 3.4 1.83 962
892 true ENSGALP00000025726 mitochondrial antiviral signaling protein - CGNC Symbol 51863 67.6 5 1 70.1 (M:70.1) 2 4.4 7.58 963
893 true ENSGALP00000020530 chromosome 9 open reading frame 64 - HGNC:28144 39 5.8 1 69.9 (M:69.9) 2 4.1 15.22 964
894 true ENSGALP00000016915 selenoprotein T - CGNC Symbol 52323 15.9 6.2 1 69.5 (M:69.5) 2 18.2 3.54 969
895 true ENSGALP00000003113 breast carcinoma amplified sequence 2 - CGNC Symbol 1446 26.9 5.5 1 69.5 (M:69.5) 2 11.1 10.2 970
896 true ENSGALP00000016414 ADP-ribosylation factor interacting protein 1 - CGNC Symbol 7678 44.7 5.6 1 69.4 (M:69.4) 2 4.7 11.76 972
897 true ENSGALP00000006932 Hsap of 4: proteasome 26S subunit non-ATPase 9 - HGNC:9567 22.7 6.5 1 69.1 (M:69.1) 2 11.6 11.54 973
898 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 69.0 (M:69.0) 2 14.2 8.32 975
899 true ENSGALP00000043427 block of proliferation 1 - HGNC:15519 74 8.8 1 68.8 (M:68.8) 2 3.6 1.18 976
900 true ENSGALP00000011158 eukaryotic translation initiation factor 4E nuclear import factor 1 - CGNC Symbol 5205 108.2 8.5 1 68.8 (M:68.8) 2 5.1 9.1 977
901 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 68.3 (M:68.3) 2 20.9 4.93 980
902 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 68.2 (M:68.2) 2 12 8.68 981
903 true ENSGALP00000004589 BRI3 binding protein - CGNC Symbol 2105 20.3 6.1 1 67.2 (M:67.2) 2 9.2 6.95 984
904 true ENSGALP00000006933 tubulin folding cofactor A - CGNC Symbol 3204 12.7 5.4 1 67.0 (M:67.0) 2 15.7 3.97 985
905 true ENSGALP00000039575 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 37.3 5.6 2 66.7 (M:66.7) 2 5.6 24256.53 986
906 true ENSGALP00000016538 calpain 11 - CGNC Symbol 54348 80.3 4.9 1 66.7 (M:66.7) 2 1.4 28303.48 987
907 true ENSGALP00000019161 WW domain binding protein 11 - CGNC Symbol 53212 66.4 5.4 1 66.4 (M:66.4) 2 3.9 7.5 990
908 true ENSGALP00000013350 cancer susceptibility candidate 4 - CGNC Symbol 6222 42.5 5.8 1 66.3 (M:66.3) 2 8 4.99 991
909 true ENSGALP00000004870 exosome component 10 - CGNC Symbol 2237 103.8 8 1 66.3 (M:66.3) 2 2.5 5.12 992
910 true ENSGALP00000001219 IK cytokine down-regulator of HLA II - CGNC Symbol 540 64.9 6.3 1 66.2 (M:66.2) 2 3.4 6.93 994
911 true ENSGALP00000003968 ubiquitin C-terminal hydrolase L5 - CGNC Symbol 1810 33.7 5.3 1 66.0 (M:66.0) 2 9.8 11.43 999
912 true ENSGALP00000041574 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 25.9 7 1 65.6 (M:65.6) 2 9.6 5.54 1000
913 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 65.6 (M:65.6) 2 6.2 6.44 1001
914 true ENSGALP00000012605 pescadillo ribosomal biogenesis factor 1 - CGNC Symbol 5881 65 6.3 1 64.6 (M:64.6) 2 3.6 11.27 1008
915 true ENSGALP00000008634 BRCA1/BRCA2-containing complex subunit 3 - CGNC Symbol 4010 35.8 6.5 1 64.5 (M:64.5) 2 8.4 6.4 1010
916 true ENSGALP00000021854 Gallus gallus DSN1 homolog MIS12 kinetochore complex component (DSN1) mRNA. - RefSeq mRNA NM 38.7 6.3 1 64.2 (M:64.2) 2 10.6 7.07 1012
917 true ENSGALP00000040101 myosin IXB - CGNC Symbol 2718 233.3 8.3 1 64.0 (M:64.0) 2 1.6 8.07 1015
918 true ENSGALP00000001254 N-myristoyltransferase 1 - CGNC Symbol 561 56.8 8.7 1 63.9 (M:63.9) 2 5.9 9.11 1017
919 true ENSGALP00000006340 TNF receptor associated factor 4 - CGNC Symbol 2927 52.2 8.1 1 62.0 (M:62.0) 2 6.5 14.15 1030
920 true ENSGALP00000025669 small ArfGAP 1 - HGNC:19651 48.1 8.7 1 61.7 (M:61.7) 2 5.6 3.6 1031
921 true ENSGALP00000005978 RPTOR independent companion of MTOR complex 2 - HGNC:28611 192.1 8 1 61.6 (M:61.6) 2 1.3 8.4 1032
922 true ENSGALP00000042153 Hsap of 1: translocase of inner mitochondrial membrane 50 - HGNC:23656 27.1 6.5 1 61.5 (M:61.5) 2 10.1 2.58 1033
923 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 61.4 (M:61.4) 2 2.6 10.89 1035
924 true ENSGALP00000016054 digestive organ expansion factor homolog (zebrafish) - CGNC Symbol 7511 88.9 5.7 1 61.3 (M:61.3) 2 2.7 5.47 1036
925 true ENSGALP00000043114 peptidylprolyl isomerase (cyclophilin)-like 1 - CGNC Symbol 63805 16.1 8.9 1 61.1 (M:61.1) 2 14.3 8.57 1037
926 true ENSGALP00000006566 serine/arginine-rich splicing factor 10 - CGNC Symbol 51061 31.3 11.3 1 60.9 (M:60.9) 2 4.6 1.02 1038
927 true ENSGALP00000020953 serpin peptidase inhibitor clade B (ovalbumin) member 6 - CGNC Symbol 51364 43.1 5.2 1 60.9 (M:60.9) 2 6.1 12.64 1039
928 true ENSGALP00000003538 eukaryotic translation termination factor 1 - CGNC Symbol 1614 49 5.5 1 60.7 (M:60.7) 2 5.5 6.16 1042
929 true ENSGALP00000019298 protein phosphatase 2 regulatory subunit B' epsilon isoform - CGNC Symbol 8975 50.7 6.1 1 60.6 (M:60.6) 2 5.7 10.85 1043
930 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 60.6 (M:60.6) 2 12.9 12.35 1044
931 true ENSGALP00000013540 round spermatid basic protein 1-like - CGNC Symbol 6312 74.6 7.2 1 60.5 (M:60.5) 2 3.8 10.33 1046
932 true ENSGALP00000042136 cytoskeleton associated protein 5 - CGNC Symbol 6310 212.5 6.9 2 60.4 (M:60.4) 2 1.2 9.09 1047
933 true ENSGALP00000011338 RNA binding motif protein 7 - CGNC Symbol 5294 31.3 9.4 1 60.4 (M:60.4) 2 9.3 7.88 1048
934 true ENSGALP00000041323 heterogeneous nuclear ribonucleoprotein U-like 1 - CGNC Symbol 58103 36 8.4 1 60.3 (M:60.3) 2 7.3 8.32 1049



935 true ENSGALP00000039237 no description available 182.2 5.8 1 59.9 (M:59.9) 2 1.4 7.22 1056
936 true ENSGALP00000025797 chromatin assembly factor 1 subunit B - CGNC Symbol 11983 62.6 7.6 1 59.2 (M:59.2) 2 3.5 7.82 1059
937 true ENSGALP00000016133 Gallus gallus nucleoporin 107kDa (NUP107) mRNA. - RefSeq mRNA NM_001282159 105.5 5.1 1 59.0 (M:59.0) 2 2.4 8.64 1063
938 true ENSGALP00000001493 protein phosphatase 6 catalytic subunit - CGNC Symbol 57480 35.1 5.4 1 58.7 (M:58.7) 2 7.2 2.24 1064
939 true ENSGALP00000028428 early B-cell factor 1 - CGNC Symbol 49357 70.6 8.6 1 58.6 (M:58.6) 2 4.2 8.44 1065
940 true ENSGALP00000035497 autophagy related 7 - CGNC Symbol 3663 78.7 6.1 1 58.6 (M:58.6) 2 3.4 3.43 1066
941 true ENSGALP00000037994 Uncharacterized protein - UniProtKB/TrEMBL I3L4J1 - CGNC Symbol 66170 49.2 8.4 1 58.4 (M:58.4) 2 5.3 13.22 1068
942 true ENSGALP00000002426 Gallus gallus nuclear transport factor 2 (NUTF2) transcript variant 2 mRNA. - RefSeq mRNA NM_001305 14.4 5.9 1 58.3 (M:58.3) 2 26.8 6.58 1070
943 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 58.0 (M:58.0) 2 9.9 7.51 1073
944 true ENSGALP00000027093 chromosome alignment maintaining phosphoprotein 1 - CGNC Symbol 50841 105.3 8.1 1 57.7 (M:57.7) 2 1.8 2.72 1077
945 true ENSGALP00000012973 mitochondrial ribosomal protein S7 - CGNC Symbol 6054 27.3 9.7 1 57.5 (M:57.5) 2 10.7 16.07 1079
946 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 1 57.5 (M:57.5) 2 3.1 15.89 1080
947 true ENSGALP00000012267 leucine rich repeats and calponin homology domain containing 3 - HGNC:28637 88.7 6.2 1 57.5 (M:57.5) 2 3 3.27 1081
948 true ENSGALP00000028022 YY1 transcription factor - CGNC Symbol 51971 21.3 9.1 1 57.1 (M:57.1) 2 14.3 1.58 1085
949 true ENSGALP00000005678 transformation/transcription domain associated protein - CGNC Symbol 2626 433.3 8.5 1 56.9 (M:56.9) 2 0.5 4.1 1086
950 true ENSGALP00000001803 debranching RNA lariats 1 - CGNC Symbol 809 60.7 5.2 1 56.8 (M:56.8) 2 3.5 11.39 1087
951 true ENSGALP00000030436 nucleolar protein 7 - CGNC Symbol 9631 25.4 10.2 1 56.5 (M:56.5) 2 13.7 2.49 1089
952 true ENSGALP00000027015 eukaryotic translation initiation factor 5B - CGNC Symbol 12572 136.4 5.4 1 56.5 (M:56.5) 2 1.9 5.15 1091
953 true ENSGALP00000016648 no description available 23.9 5.5 8 56.4 (M:56.4) 2 9 6.78 1092
954 true ENSGALP00000005649 lysophosphatidylcholine acyltransferase 2 - CGNC Symbol 2610 64.9 6.5 1 56.4 (M:56.4) 2 4.9 8.67 1093
955 true ENSGALP00000017553 basic leucine zipper and W2 domains 2 - CGNC Symbol 8215 48.3 6.4 1 56.3 (M:56.3) 2 4.3 16.62 1094
956 true ENSGALP00000042962 zinc finger protein 740 - CGNC Symbol 63794 21.3 9.5 1 56.2 (M:56.2) 2 12.9 4.42 1095
957 true ENSGALP00000009393 clustered mitochondria (cluA/CLU1) homolog - CGNC Symbol 4370 150.4 5.7 1 56.2 (M:56.2) 2 1.7 14.76 1096
958 true ENSGALP00000025077 UFM1 specific ligase 1 - CGNC Symbol 11616 89.2 6.1 1 55.5 (M:55.5) 2 2.3 18972.38 1099
959 true ENSGALP00000021661 lysine (K)-specific demethylase 2A - CGNC Symbol 10022 133.5 7.4 1 55.4 (M:55.4) 2 2.1 10.82 1101
960 true ENSGALP00000035995 microtubule-associated protein RP/EB family member 2 - CGNC Symbol 11322 33.6 5.8 2 54.9 (M:54.9) 2 5.4 6.73 1105
961 true ENSGALP00000000975 NIN1/PSMD8 binding protein 1 homolog - CGNC Symbol 438 47.9 8.8 1 54.6 (M:54.6) 2 6.5 6.92 1111
962 true ENSGALP00000041533 Hsap of 4: heterogeneous nuclear ribonucleoprotein L - HGNC:5045 23 7.6 1 54.5 (M:54.5) 2 16.6 2.22 1113
963 true ENSGALP00000000742 ring finger protein 113A - CGNC Symbol 51137 37.8 6.2 1 53.9 (M:53.9) 2 6.4 9.85 1119
964 true ENSGALP00000002831 PRKR interacting protein 1 (IL11 inducible) - CGNC Symbol 1289 22.4 9 1 53.8 (M:53.8) 2 14.3 9.05 1122
965 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 53.2 (M:53.2) 2 12.6 3.22 1127
966 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 53.1 (M:53.1) 2 6.1 3.43 1129
967 true ENSGALP00000027121 Gallus gallus PCI domain containing 2 (PCID2) mRNA. - RefSeq mRNA NM_001006266 53.5 8.7 1 53.0 (M:53.0) 2 6.2 6.67 1131
968 true ENSGALP00000027349 N(alpha)-acetyltransferase 16 NatA auxiliary subunit - CGNC Symbol 12725 101.2 8.2 1 52.5 (M:52.5) 2 3 7.71 1138
969 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 52.3 (M:52.3) 2 5.4 2.35 1142
970 true ENSGALP00000007884 LSM14A mRNA processing body assembly factor - CGNC Symbol 50074 50.5 9.6 1 52.2 (M:52.2) 2 3.5 6.45 1145
971 true ENSGALP00000011008 lysine methyltransferase 2A - CGNC Symbol 49942 392.9 9.1 1 52.0 (M:52.0) 2 0.6 5.82 1147
972 true ENSGALP00000001306 SFRS protein kinase 1 - CGNC Symbol 586 83.6 6.4 2 51.5 (M:51.5) 2 2.7 8.03 1148
973 true ENSGALP00000011948 nuclear receptor subfamily 3 group C member 1 - CGNC Symbol 5586 83.9 5.8 2 51.5 (M:51.5) 2 3.2 5.61 1149
974 true ENSGALP00000007621 N(alpha)-acetyltransferase 25 NatB auxiliary subunit - CGNC Symbol 3548 112.1 6.1 1 51.4 (M:51.4) 2 2.2 10.55 1150
975 true ENSGALP00000015204 hematological and neurological expressed 1-like - CGNC Symbol 50339 12.9 9.5 1 51.2 (M:51.2) 2 25.2 13040.24 1153
976 true ENSGALP00000030639 Ras-related protein Rab-6A - UP Q1KME6 23.5 5.4 1 51.1 (M:51.1) 2 9.1 19462.61 1155
977 true ENSGALP00000042645 coiled-coil-helix-coiled-coil-helix domain containing 10 - CGNC Symbol 50384 15.3 9.8 1 51.0 (M:51.0) 2 18.7 9.62 1156
978 true ENSGALP00000004707 excision repair cross-complementation group 4 - CGNC Symbol 2155 104.3 7.8 1 50.8 (M:50.8) 2 3.2 16.6 1159
979 true ENSGALP00000022375 vesicle (multivesicular body) trafficking 1 - CGNC Symbol 10336 33.9 6.1 1 50.7 (M:50.7) 2 6.2 5.62 1162
980 true ENSGALP00000004799 spermidine synthase - CGNC Symbol 2201 23.6 5 1 50.5 (M:50.5) 2 8.6 4.68 1165
981 true ENSGALP00000034083 sorting nexin 1 - CGNC Symbol 1560 58.1 5.3 1 50.4 (M:50.4) 2 4.7 1.21 1168
982 true ENSGALP00000013106 NADH:ubiquinone oxidoreductase core subunit S3 - CGNC Symbol 6122 29.2 6 1 50.2 (M:50.2) 2 11.3 6.03 1170
983 true ENSGALP00000005495 Hsap of 1: small nuclear ribonucleoprotein U5 subunit 200 - HGNC:30859 44.6 5.7 1 50.1 (M:50.1) 2 4.7 7.73 1171
984 true ENSGALP00000025754 serine/threonine kinase 3 - CGNC Symbol 52437 56.1 5.2 2 50.1 (M:50.1) 2 4.1 17.27 1172
985 true ENSGALP00000027161 carbohydrate kinase domain containing - CGNC Symbol 50844 32.2 7.1 1 49.9 (M:49.9) 2 7 18523.66 1173
986 true ENSGALP00000010345 3-phosphoinositide dependent protein kinase-1 - CGNC Symbol 50287 63 7.6 1 49.7 (M:49.7) 2 4.9 8.66 1175
987 true ENSGALP00000005896 Fanconi anemia complementation group D2 - CGNC Symbol 2720 160.6 5.8 1 49.6 (M:49.6) 2 2 4.15 1177
988 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 49.0 (M:49.0) 2 7.6 5.38 1185
989 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 49.0 (M:49.0) 2 4.1 7.18 1186
990 true ENSGALP00000001014 interferon-induced guanylate-binding protein 1-like - CGNC Symbol 51030 79.3 5.7 1 49.0 (M:49.0) 2 2.9 16.13 1187
991 true ENSGALP00000028603 T-cell surface glycoprotein CD1A1 antigen - CGNC Symbol 62153 41.3 8.2 1 48.9 (M:48.9) 2 7.2 6.41 1188
992 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 48.9 (M:48.9) 2 6.5 16.63 1189
993 true ENSGALP00000042696 no description available 37.8 5.3 1 48.7 (M:48.7) 2 5.7 7.1 1191
994 true ENSGALP00000017138 baculoviral IAP repeat containing 6 - CGNC Symbol 8006 506.2 5.7 1 48.4 (M:48.4) 2 0.5 1.48 1193
995 true ENSGALP00000016513 pinin desmosome associated protein - CGNC Symbol 7731 72.7 6.4 1 47.8 (M:47.8) 2 3.8 12.28 1199
996 true ENSGALP00000022309 thioredoxin related transmembrane protein 3 - CGNC Symbol 10300 51.7 4.9 1 47.7 (M:47.7) 2 5.3 5.12 1201
997 true ENSGALP00000018070 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) - C   60.7 6.9 1 47.2 (M:47.2) 2 4.9 6.23 1210
998 true ENSGALP00000016263 sorting nexin 6 - CGNC Symbol 56458 46.4 5.8 1 47.1 (M:47.1) 2 4.9 13.47 1211
999 true ENSGALP00000006490 charged multivesicular body protein 1B - CGNC Symbol 51632 22.2 7.8 1 47.0 (M:47.0) 2 8 2.42 1214

1000 true ENSGALP00000022545 BCL2-associated transcription factor 1 - CGNC Symbol 64987 106.1 10 1 46.8 (M:46.8) 2 1.7 15.41 1218
1001 true ENSGALP00000010115 TPX2 microtubule-associated - CGNC Symbol 4707 85.5 9.5 2 46.7 (M:46.7) 2 4 8.81 1220
1002 true ENSGALP00000017805 double PHD fingers 2 - HGNC:9964 31.5 8.6 1 46.7 (M:46.7) 2 8.4 12.29 1221
1003 true ENSGALP00000026380 tumor suppressing subtransferable candidate 1 - CGNC Symbol 12263 43.7 4.9 1 46.6 (M:46.6) 2 7.8 11753.72 1222
1004 true ENSGALP00000043088 proteasome (prosome macropain) 26S subunit non-ATPase 4 - CGNC Symbol 59257 39.8 4.7 2 46.5 (M:46.5) 2 4.9 2.23 1225
1005 true ENSGALP00000027805 folate hydrolase (prostate-specific membrane antigen) 1 - CGNC Symbol 50896 84 6.2 1 46.5 (M:46.5) 2 3.1 14962.72 1226
1006 true ENSGALP00000013337 CTD small phosphatase like 2 - CGNC Symbol 6215 53.1 6.1 1 46.1 (M:46.1) 2 6 7.32 1229
1007 true ENSGALP00000041221 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 68848 20.7 6.7 1 45.3 (M:45.3) 2 10.1 10.55 1233
1008 true ENSGALP00000025819 dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1A - CGNC Symbol 11992 84.9 9 1 45.2 (M:45.2) 2 3.4 18.53 1234
1009 true ENSGALP00000006364 La ribonucleoprotein domain family member 1 - CGNC Symbol 2939 106.7 9.1 1 45.2 (M:45.2) 2 2.4 5.34 1235
1010 true ENSGALP00000013129 nicotinamide phosphoribosyltransferase - CGNC Symbol 50574 55.6 6.7 1 45.2 (M:45.2) 2 3 2.1 1236
1011 true ENSGALP00000011666 kinesin family member 5B - CGNC Symbol 5451 110.1 6.1 1 44.5 (M:44.5) 2 2.4 6.93 1248
1012 true ENSGALP00000014239 synovial sarcoma X breakpoint 2 interacting protein - CGNC Symbol 6653 65.6 6.2 1 44.5 (M:44.5) 2 4.1 16.43 1249
1013 true ENSGALP00000028958 Hsap of 1: hydroxysteroid 17-beta dehydrogenase 10 - HGNC:4800 24.3 9.5 2 43.9 (M:43.9) 2 9.3 19836.93 1255
1014 true ENSGALP00000032966 RAB GTPase activating protein 1-like - CGNC Symbol 52194 92.5 5.2 2 43.8 (M:43.8) 2 3.3 7.63 1256
1015 true ENSGALP00000006027 protein kinase cGMP-dependent type I - HGNC:9414 83.7 6.4 1 43.8 (M:43.8) 2 2.3 27258.15 1257
1016 true ENSGALP00000018671 STT3B subunit of the oligosaccharyltransferase complex (catalytic) - CGNC Symbol 53366 82.8 9 1 43.6 (M:43.6) 2 2.9 9.58 1259
1017 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 43.4 (M:43.4) 2 9.7 5.63 1264
1018 true ENSGALP00000005291 pleckstrin homology domain containing A2 - CGNC Symbol 2437 45.8 9.1 1 43.4 (M:43.4) 2 10 6.59 1265
1019 true ENSGALP00000022208 AT rich interactive domain 1B (SWI1-like) - CGNC Symbol 10249 197.8 6 1 43.0 (M:43.0) 2 1.5 2.57 1271
1020 true ENSGALP00000024213 ribosome production factor 2 homolog - CGNC Symbol 11187 35.1 9.9 1 42.9 (M:42.9) 2 6.9 13.39 1272
1021 true ENSGALP00000007703 ATPase Ca++ transporting plasma membrane 2 - CGNC Symbol 3584 132.9 5.9 1 42.9 (M:42.9) 2 1.7 16.03 1273
1022 true ENSGALP00000020525 N(alpha)-acetyltransferase 20 NatB catalytic subunit - CGNC Symbol 9553 20.5 5 1 42.5 (M:42.5) 2 12.7 3.03 1278
1023 true ENSGALP00000012585 DIS3 like 3'-5' exoribonuclease 2 - CGNC Symbol 5872 98.4 6.3 1 42.0 (M:42.0) 2 2.6 7.31 1286
1024 true ENSGALP00000001480 myeloperoxidase - CGNC Symbol 50519 82.6 9.4 1 41.8 (M:41.8) 2 2.9 4.64 1290
1025 true ENSGALP00000030863 protein phosphatase 2 regulatory subunit B alpha - CGNC Symbol 51022 52.6 5.8 1 41.5 (M:41.5) 2 5.1 2.25 1292
1026 true ENSGALP00000039355 zinc finger protein 804A - CGNC Symbol 52104 136.7 7.9 3 41.2 (M:41.2) 2 2 6.59 1295
1027 true ENSGALP00000005231 transmembrane p24 trafficking protein 2 - CGNC Symbol 2402 22.6 5.3 1 41.0 (M:41.0) 2 7.5 17.57 1296
1028 true ENSGALP00000001411 sorting nexin family member 27 - CGNC Symbol 636 62.6 5.6 1 40.7 (M:40.7) 2 3.5 20054.92 1298
1029 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 40.7 (M:40.7) 2 7.5 4.28 1299
1030 true ENSGALP00000020053 ATP synthase H+ transporting mitochondrial Fo complex subunit s (factor B) - CGNC Symbol 9332 22.8 8.2 1 40.4 (M:40.4) 2 7 15.4 1311
1031 true ENSGALP00000000293 Hsap of 4: signal recognition particle 19kDa - HGNC:11300 16.3 9.9 1 40.0 (M:40.0) 2 10.3 3 1317
1032 true ENSGALP00000019306 LIM domains containing 1 - CGNC Symbol 8981 61.6 6 1 39.4 (M:39.4) 2 3.3 17.23 1323
1033 true ENSGALP00000013443 zinc finger CCCH-type containing 6 - CGNC Symbol 6264 131.6 8 1 39.1 (M:39.1) 2 1.8 5.65 1324
1034 true ENSGALP00000022544 mitochondrial fission regulator 2 - CGNC Symbol 10421 40.2 9.2 1 36.4 (M:36.4) 2 5.8 20.68 1357
1035 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 159.6 (M:159.6) 1 6.4 3.75 433
1036 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 146.2 (M:146.2) 1 7 4.25 480
1037 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 131.3 (M:131.3) 1 6.1 1.69 534
1038 true ENSGALP00000003199 TAF15 RNA polymerase II TATA box binding protein (TBP)-associated factor 68kDa - CGNC Symbol 5053 47.8 8.7 2 129.7 (M:129.7) 1 4.7 2.14 546



1039 true ENSGALP00000018421 serine/arginine-rich splicing factor 11 - CGNC Symbol 8594 46.9 10.7 1 117.8 (M:117.8) 1 5.1 12.24 601
1040 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 117.1 (M:117.1) 1 7 6.81 605
1041 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 116.8 (M:116.8) 1 17 2.77 606
1042 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 116.2 (M:116.2) 1 4.3 5.73 610
1043 true ENSGALP00000013622 5'-3' exoribonuclease 2 - CGNC Symbol 6344 108.5 7.5 1 115.4 (M:115.4) 1 2 0.1 617
1044 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 113.8 (M:113.8) 1 3.1 21.62 626
1045 true ENSGALP00000005776 5'-nucleotidase cytosolic IIIB - CGNC Symbol 2665 33.1 5.3 1 111.3 (M:111.3) 1 5.9 19.68 640
1046 true ENSGALP00000009122 checkpoint kinase 2 - CGNC Symbol 4245 58.9 6.4 1 109.8 (M:109.8) 1 4.6 0.93 646
1047 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 108.8 (M:108.8) 1 4.8 15421.32 649
1048 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 104.8 (M:104.8) 1 8.8 9.04 664
1049 true ENSGALP00000036932 acylphosphatase 1 erythrocyte (common) type - CGNC Symbol 7842 11.1 9.9 1 104.2 (M:104.2) 1 17.2 1.62 668
1050 true ENSGALP00000025184 transcription elongation factor B subunit 1 - CGNC Symbol 11667 12.5 4.7 1 103.0 (M:103.0) 1 17.9 1.3 681
1051 true ENSGALP00000025718 pleckstrin homology domain containing family F (with FYVE domain) member 2 - CGNC Symbol 11937 27.8 8.4 1 101.7 (M:101.7) 1 8 0.91 690
1052 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 100.8 (M:100.8) 1 16.4 0.22 699
1053 true ENSGALP00000022159 CCR4-NOT transcription complex subunit 7 - CGNC Symbol 10229 32.7 4.8 1 99.8 (M:99.8) 1 7 3.48 705
1054 true ENSGALP00000004108 differentially expressed in FDCP 6 homolog (mouse) - CGNC Symbol 1882 73.2 5.7 1 97.9 (M:97.9) 1 2.7 9.99 714
1055 true ENSGALP00000011095 SHC (Src homology 2 domain containing) transforming protein 1 - CGNC Symbol 5182 65.4 6.4 1 97.9 (M:97.9) 1 3.8 1.68 715
1056 true ENSGALP00000001227 THAP domain containing 12 - CGNC Symbol 53273 101.3 6.4 1 97.3 (M:97.3) 1 2.2 3.05 718
1057 true ENSGALP00000019994 UBX domain protein 4 - CGNC Symbol 9310 57 5.8 1 96.9 (M:96.9) 1 3.9 0.57 724
1058 true ENSGALP00000011475 ubiquinol-cytochrome c reductase complex III subunit VII 9.5kDa - CGNC Symbol 5357 9.6 9.6 1 95.7 (M:95.7) 1 15.9 11.36 736
1059 true ENSGALP00000008336 adhesion regulating molecule 1 - CGNC Symbol 3870 42.2 5 1 94.9 (M:94.9) 1 3.5 22121.69 746
1060 true ENSGALP00000023081 Gallus gallus suppressor of Ty 5 homolog (S. cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA NM_0010313 119.9 5 1 93.8 (M:93.8) 1 1.5 0.85 753
1061 true ENSGALP00000007207 dynactin subunit 4 - CGNC Symbol 3352 53.2 6.9 1 93.0 (M:93.0) 1 3.6 4.74 762
1062 true ENSGALP00000042167 myotrophin - Refseq NP_990217 16.1 5.1 1 92.4 (M:92.4) 1 18.9 5.29 768
1063 true ENSGALP00000003418 hydroxysteroid (17-beta) dehydrogenase 4 - CGNC Symbol 1559 80.1 8.6 1 91.9 (M:91.9) 1 1.5 6.04 769
1064 true ENSGALP00000022566 tubulin folding cofactor E - CGNC Symbol 10430 64.5 8.1 1 91.1 (M:91.1) 1 2.3 10.48 777
1065 true ENSGALP00000020346 FK506 binding protein 3 - CGNC Symbol 9468 25 9.2 1 90.8 (M:90.8) 1 6.6 1.51 778
1066 true ENSGALP00000026573 intersectin 2 - CGNC Symbol 51582 193.4 7.8 1 88.6 (M:88.6) 1 1.1 4.42 795
1067 true ENSGALP00000006264 COP9 signalosome subunit 8 - CGNC Symbol 52112 23 5.3 2 88.5 (M:88.5) 1 10.1 4.44 796
1068 true ENSGALP00000042302 isocitrate dehydrogenase 3 (NAD+) gamma - CGNC Symbol 63782 12.2 7.9 1 88.1 (M:88.1) 1 21.4 9.38 801
1069 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 87.2 (M:87.2) 1 2.7 4.27 808
1070 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 85.7 (M:85.7) 1 4.8 3.79 820
1071 true ENSGALP00000010718 heat shock protein family A (Hsp70) member 14 - CGNC Symbol 5014 54 5.2 1 84.7 (M:84.7) 1 3.2 3.24 828
1072 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 84.6 (M:84.6) 1 5.9 1.69 830
1073 true ENSGALP00000025019 ring finger protein 20 E3 ubiquitin protein ligase - CGNC Symbol 53045 114.7 5.7 1 84.5 (M:84.5) 1 1.2 2.13 832
1074 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 83.8 (M:83.8) 1 3.5 2.51 835
1075 true ENSGALP00000005262 Fas associated factor family member 2 - CGNC Symbol 2423 52.6 5.5 1 83.8 (M:83.8) 1 3.4 7.39 837
1076 true ENSGALP00000018144 cyclin K - CGNC Symbol 8459 65.5 8.6 1 83.6 (M:83.6) 1 2.9 12.26 840
1077 true ENSGALP00000019893 WD repeat and HMG-box DNA binding protein 1 - CGNC Symbol 9261 124.9 5.2 1 83.3 (M:83.3) 1 2 1.66 842
1078 true ENSGALP00000009617 RUN and FYVE domain containing 1 - CGNC Symbol 52814 77.6 5.7 1 82.4 (M:82.4) 1 1.6 2.55 849
1079 true ENSGALP00000012563 cleavage stimulation factor 3' pre-RNA subunit 1 - CGNC Symbol 5864 48.3 6.1 1 82.3 (M:82.3) 1 4.4 5.09 851
1080 true ENSGALP00000025846 solute carrier family 25 member 32 - CGNC Symbol 12008 35.6 9.7 1 82.2 (M:82.2) 1 6.5 15796.6 855
1081 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 82.0 (M:82.0) 1 4 7.43 856
1082 true ENSGALP00000004369 Gallus gallus small nuclear ribonucleoprotein polypeptide C (SNRPC) mRNA. - RefSeq mRNA NM_00129 17.4 9.7 1 81.0 (M:81.0) 1 11.3 11.59 859
1083 true ENSGALP00000037877 elongation factor like GTPase 1 - CGNC Symbol 49990 80.7 5.6 1 80.8 (M:80.8) 1 3.5 2.04 861
1084 true ENSGALP00000012814 COMM domain containing 9 - CGNC Symbol 51912 21.8 5.9 1 80.6 (M:80.6) 1 12.1 3.26 863
1085 true ENSGALP00000019569 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 50650 40.2 5.1 1 80.3 (M:80.3) 1 4.2 2.3 865
1086 true ENSGALP00000025503 phosphatidylinositol binding clathrin assembly protein - CGNC Symbol 10004 73.2 9 3 80.2 (M:80.2) 1 1.8 2.04 867
1087 true ENSGALP00000004355 ATPase Na+/K+ transporting beta 3 polypeptide - CGNC Symbol 1995 31.8 8.1 1 79.0 (M:79.0) 1 5 2.87 878
1088 true ENSGALP00000020792 nucleoporin 37kDa - CGNC Symbol 9674 36.9 5.9 1 78.5 (M:78.5) 1 4.6 1.33 880
1089 true ENSGALP00000040730 replication factor C subunit 5 - CGNC Symbol 63430 37 8.8 1 78.3 (M:78.3) 1 3.6 2.49 882
1090 true ENSGALP00000040011 Hsap of 1: DEAD-box helicase 21 - HGNC:2744 54.1 9.1 1 77.9 (M:77.9) 1 3.4 5.02 887
1091 true ENSGALP00000008442 integrator complex subunit 2 - CGNC Symbol 3921 132.8 5.6 1 75.2 (M:75.2) 1 1.5 4.51 911
1092 true ENSGALP00000018705 dynein cytoplasmic 1 light intermediate chain 1 - CGNC Symbol 8732 55.9 5.8 1 75.2 (M:75.2) 1 2.9 0.37 912
1093 true ENSGALP00000034600 vesicle-associated membrane protein 3 - CGNC Symbol 359 13.9 10.1 1 75.1 (M:75.1) 1 12.8 6.05 915
1094 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 74.7 (M:74.7) 1 2.3 20085.98 920
1095 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 74.6 (M:74.6) 1 7.4 7.79 923
1096 true ENSGALP00000006527 translocase of outer mitochondrial membrane 34 - CGNC Symbol 3015 33.7 9.1 1 74.3 (M:74.3) 1 5.8 5.99 928
1097 true ENSGALP00000022449 protein tyrosine phosphatase non-receptor type 2 - CGNC Symbol 10374 48.8 9 1 74.3 (M:74.3) 1 5.2 14.63 929
1098 true ENSGALP00000035601 tripeptidyl peptidase I - CGNC Symbol 15637 30 5.9 1 74.3 (M:74.3) 1 5.2 15.16 930
1099 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 74.1 (M:74.1) 1 14 9.64 931
1100 true ENSGALP00000019452 eukaryotic translation initiation factor 1B - CGNC Symbol 9051 12.8 6.8 2 74.1 (M:74.1) 1 21.2 0.6 932
1101 true ENSGALP00000001195 bromodomain adjacent to zinc finger domain 1B - CGNC Symbol 533 23.3 4.8 1 73.5 (M:73.5) 1 5.4 0.64 935
1102 true ENSGALP00000043425 KAT8 regulatory NSL complex subunit 2 - HGNC:26024 54.8 6.1 1 73.4 (M:73.4) 1 3.8 4.42 938
1103 true ENSGALP00000011539 high mobility group nucleosome binding domain 5 - CGNC Symbol 51685 20.2 9.9 1 73.2 (M:73.2) 1 6.3 8.26 939
1104 true ENSGALP00000006916 quinone oxidoreductase-like 2 - CGNC Symbol 52192 37.4 8.8 1 72.1 (M:72.1) 1 5.7 8.38 944
1105 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 71.5 (M:71.5) 1 16 10.88 946
1106 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 71.0 (M:71.0) 1 2.5 2.79 950
1107 true ENSGALP00000001578 chromosome 20 open reading frame human C20orf24 - CGNC Symbol 714 15.2 5.5 1 71.0 (M:71.0) 1 14.8 0.23 951
1108 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 70.9 (M:70.9) 1 17.6 20802.91 952
1109 true ENSGALP00000019492 Ran GTPase activating protein 1 - CGNC Symbol 9072 62.9 4.7 1 70.8 (M:70.8) 1 2.2 0.34 954
1110 true ENSGALP00000001030 protein phosphatase 1 regulatory subunit 8 - CGNC Symbol 463 38.7 6.3 1 70.8 (M:70.8) 1 6.2 7.1 955
1111 true ENSGALP00000017819 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 64.3 9 2 70.4 (M:70.4) 1 3.6 1.16 958
1112 true ENSGALP00000019408 MNAT CDK-activating kinase assembly factor 1 - CGNC Symbol 9031 33.3 5.2 1 70.2 (M:70.2) 1 6.6 0.27 960
1113 true ENSGALP00000019299 small nuclear ribonucleoprotein D1 polypeptide - CGNC Symbol 8976 13.5 11.4 1 69.9 (M:69.9) 1 10.7 8.64 965
1114 true ENSGALP00000042023 NADH:ubiquinone oxidoreductase core subunit S2 - CGNC Symbol 66024 14.1 7.8 1 69.6 (M:69.6) 1 9.4 0.48 967
1115 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 69.6 (M:69.6) 1 2.4 6.42 968
1116 true ENSGALP00000039613 lipase maturation factor 2 - Refseq NP_001026743 68.8 9.7 1 69.4 (M:69.4) 1 3.3 6.63 971
1117 true ENSGALP00000037829 pyruvate dehydrogenase complex component X - CGNC Symbol 51908 53.2 6.1 1 69.1 (M:69.1) 1 3.8 9.15 974
1118 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 68.7 (M:68.7) 1 6.8 3.3 978
1119 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 68.3 (M:68.3) 1 8.4 6.03 979
1120 true ENSGALP00000000805 RAN binding protein 3 - CGNC Symbol 357 59.6 4.7 1 68.1 (M:68.1) 1 2.2 11.95 982
1121 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 1 67.8 (M:67.8) 1 3.8 4.88 983
1122 true ENSGALP00000007593 prosaposin - CGNC Symbol 49395 57.5 5.1 1 66.6 (M:66.6) 1 1.9 1.13 988
1123 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 66.5 (M:66.5) 1 5 12.57 989
1124 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 66.2 (M:66.2) 1 10.2 20923.66 993
1125 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 66.2 (M:66.2) 1 3.9 4.04 995
1126 true ENSGALP00000019330 polymerase (DNA) delta interacting protein 3 - CGNC Symbol 8993 45.9 9.9 1 66.1 (M:66.1) 1 2.4 26300.05 997
1127 true ENSGALP00000010214 Gallus gallus macrophage migration inhibitory factor (glycosylation-inhibiting factor) (MIF) mRNA. - Ref   12.5 6.9 1 66.0 (M:66.0) 1 14.8 0.64 998
1128 true ENSGALP00000010631 protein O-fucosyltransferase 1 - CGNC Symbol 4973 43.3 8.3 1 65.5 (M:65.5) 1 5 3.31 1002
1129 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 65.2 (M:65.2) 1 3 4.56 1003
1130 true ENSGALP00000001233 Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - RefSeq  11.2 9.9 1 65.2 (M:65.2) 1 10.9 3.29 1004
1131 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 65.1 (M:65.1) 1 2.6 8.28 1005
1132 true ENSGALP00000012750 B-cell CLL/lymphoma 11A (zinc finger protein) - CGNC Symbol 51435 87.4 6.1 1 64.5 (M:64.5) 1 2.3 2.75 1009
1133 true ENSGALP00000017502 single stranded DNA binding protein 3 - CGNC Symbol 8192 34.4 5.9 1 64.3 (M:64.3) 1 5.1 0.42 1011
1134 true ENSGALP00000020330 cytohesin 4 - CGNC Symbol 50660 46.5 5.7 1 64.1 (M:64.1) 1 3.7 3.42 1013
1135 true ENSGALP00000025672 ribose 5-phosphate isomerase A - CGNC Symbol 11914 25.6 5.8 1 63.9 (M:63.9) 1 6.8 7.04 1016
1136 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 63.4 (M:63.4) 1 3 2.99 1018
1137 true ENSGALP00000000045 NFU1 iron-sulfur cluster scaffold - CGNC Symbol 14 26 4.5 1 63.3 (M:63.3) 1 7.3 3.03 1019
1138 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 63.3 (M:63.3) 1 2.2 14.45 1020
1139 true ENSGALP00000001975 selenocysteine lyase - CGNC Symbol 883 45.5 6.7 1 63.2 (M:63.2) 1 4.5 3.76 1021
1140 true ENSGALP00000000333 mannosidase alpha class 2A member 1 - CGNC Symbol 150 131.9 6.9 1 63.1 (M:63.1) 1 1.2 4.95 1022
1141 true ENSGALP00000007469 LEO1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 55225 71.6 4.4 1 63.0 (M:63.0) 1 2.1 0.05 1023
1142 true ENSGALP00000010110 myeloid/lymphoid or mixed-lineage leukemia 3 - CGNC Symbol 4704 541 6 1 63.0 (M:63.0) 1 0.3 3.86 1024



1143 true ENSGALP00000020185 Gallus gallus chromosome 5 open reading frame human C14orf166 (C5H14ORF166) mRNA. - RefSeq m  27.4 5.8 1 62.9 (M:62.9) 1 6.3 2.43 1025
1144 true ENSGALP00000026558 ATPase family AAA domain containing 2B - HGNC:29230 155.3 6.9 1 62.8 (M:62.8) 1 0.9 13.05 1026
1145 true ENSGALP00000018742 creatine kinase brain - CGNC Symbol 49719 40.2 5.9 1 62.4 (M:62.4) 1 3.6 13.24 1027
1146 true ENSGALP00000040758 Hsap of 1: DEAD-box helicase 41 - HGNC:18674 55.3 8.7 2 62.4 (M:62.4) 1 4 8.62 1028
1147 true ENSGALP00000000558 tousled-like kinase 2 - CGNC Symbol 246 85.4 8.7 1 62.3 (M:62.3) 1 2.3 0.35 1029
1148 true ENSGALP00000009571 deoxyguanosine kinase - Refseq NP_001072968 31.1 5.7 1 61.4 (M:61.4) 1 4.9 6.9 1034
1149 true ENSGALP00000012245 forty-two-three domain containing 1 - CGNC Symbol 5721 34.3 11.2 1 60.8 (M:60.8) 1 6.2 18574.1 1040
1150 true ENSGALP00000010092 ILK associated serine/threonine phosphatase - CGNC Symbol 4694 42.9 6.1 1 60.7 (M:60.7) 1 2.6 4.05 1041
1151 true ENSGALP00000041243 histidine triad nucleotide binding protein 2 - CGNC Symbol 64012 17.1 9.8 1 60.5 (M:60.5) 1 9.4 6.62 1045
1152 true ENSGALP00000043396 DNA (cytosine-5-)-methyltransferase 1 - HGNC:2976 131.9 5.7 1 60.2 (M:60.2) 1 1.1 6.81 1050
1153 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 60.2 (M:60.2) 1 10 7.52 1051
1154 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 60.1 (M:60.1) 1 11.5 14.23 1052
1155 true ENSGALP00000014191 cytochrome P450 family 20 subfamily A member 1 - CGNC Symbol 6626 52.4 6.5 1 60.1 (M:60.1) 1 3 3.25 1053
1156 true ENSGALP00000039553 polymerase (DNA directed) epsilon 3 accessory subunit - CGNC Symbol 6738 16.3 4.6 1 59.9 (M:59.9) 1 11.2 17046.16 1054
1157 true ENSGALP00000025924 eukaryotic translation initiation factor 3 subunit H - CGNC Symbol 12051 39.5 6 1 59.9 (M:59.9) 1 5.7 7.98 1055
1158 true ENSGALP00000006594 myomesin 3 - CGNC Symbol 3046 162.4 5.7 1 59.1 (M:59.1) 1 0.6 18.53 1060
1159 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 59.1 (M:59.1) 1 12.6 5.01 1061
1160 true ENSGALP00000041556 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 115.9 5.9 2 59.0 (M:59.0) 1 1.7 1.09 1062
1161 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 58.6 (M:58.6) 1 5.6 0.42 1067
1162 true ENSGALP00000036970 heme oxygenase 1 - CGNC Symbol 49737 33.5 8.4 1 58.4 (M:58.4) 1 6.1 5.85 1069
1163 true ENSGALP00000004889 proline synthetase co-transcribed homolog (bacterial) - CGNC Symbol 2245 30.1 8.4 1 58.2 (M:58.2) 1 5.8 2.34 1071
1164 true ENSGALP00000041639 ribosomal protein S26 - HGNC:10414 18 10.9 1 58.0 (M:58.0) 1 5.5 1.48 1072
1165 true ENSGALP00000042900 PAF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 64966 58.9 4.7 1 57.9 (M:57.9) 1 1.9 11.04 1074
1166 true ENSGALP00000003060 pre-mRNA processing factor 38B - CGNC Symbol 1397 64.9 10.6 1 57.9 (M:57.9) 1 2.7 7.99 1075
1167 true ENSGALP00000016461 zinc finger AN1-type containing 3 - CGNC Symbol 7702 23.3 6.9 1 57.8 (M:57.8) 1 6.7 5.58 1076
1168 true ENSGALP00000020275 lectin galactoside-binding soluble 1 - CGNC Symbol 49833 15.1 6.6 1 57.6 (M:57.6) 1 8.9 8.83 1078
1169 true ENSGALP00000011441 acyl-CoA dehydrogenase C-2 to C-3 short chain - CGNC Symbol 5341 44.6 8.7 1 57.5 (M:57.5) 1 4.3 5.26 1082
1170 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 57.4 (M:57.4) 1 6.7 3.55 1083
1171 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 57.2 (M:57.2) 1 8.3 4.06 1084
1172 true ENSGALP00000016496 KN motif and ankyrin repeat domains 1 - CGNC Symbol 7722 146.7 5.7 1 56.6 (M:56.6) 1 0.4 24.45 1088
1173 true ENSGALP00000040271 SLU7 homolog splicing factor - CGNC Symbol 1036 65.4 6.8 2 56.5 (M:56.5) 1 2.1 4.44 1090
1174 true ENSGALP00000041377 snurportin-1 - Refseq NP_001074347 40.6 5.4 1 55.8 (M:55.8) 1 3.3 1.16 1097
1175 true ENSGALP00000025794 MORC family CW-type zinc finger 3 - CGNC Symbol 11977 105.2 5.4 1 55.5 (M:55.5) 1 1.6 7.08 1098
1176 true ENSGALP00000003250 nuclear cap binding protein subunit 1 - CGNC Symbol 53067 92.5 5.9 1 55.4 (M:55.4) 1 2.8 8.34 1100
1177 true ENSGALP00000023595 tetratricopeptide repeat domain 37 - CGNC Symbol 10874 177.2 6.6 1 55.2 (M:55.2) 1 0.9 8.28 1102
1178 true ENSGALP00000041944 Hsap of 1: phenylalanyl-tRNA synthetase alpha subunit - HGNC:3592 22.8 8.1 1 55.1 (M:55.1) 1 6.6 0.3 1103
1179 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 55.1 (M:55.1) 1 5.6 20757.9 1104
1180 true ENSGALP00000005633 tyrosyl-tRNA synthetase - CGNC Symbol 2601 59.3 6.2 1 54.7 (M:54.7) 1 3 9.28 1106
1181 true ENSGALP00000027063 mitochondrial ribosomal protein S9 - CGNC Symbol 12597 42.9 9.5 1 54.7 (M:54.7) 1 2.7 7.07 1107
1182 true ENSGALP00000017180 basic transcription factor 3-like 4 - CGNC Symbol 8026 17.3 6 2 54.7 (M:54.7) 1 4.4 20.08 1108
1183 true ENSGALP00000010157 SON DNA binding protein - CGNC Symbol 4729 48.2 9.6 1 54.6 (M:54.6) 1 3.7 2.37 1109
1184 true ENSGALP00000019758 Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) mR     9.6 7.9 1 54.6 (M:54.6) 1 20.9 1.72 1110
1185 true ENSGALP00000040976 Hsap of 1: ATPase H+ transporting V0 subunit d1 - HGNC:13724 14.5 4.8 3 54.5 (M:54.5) 1 8.7 5.3 1112
1186 true ENSGALP00000025029 ADP-ribosylation factor guanine nucleotide-exchange factor 1 (brefeldin A-inhibited) - CGNC Symbol 11 208.2 5.5 1 54.5 (M:54.5) 1 1.1 7.15 1114
1187 true ENSGALP00000010955 Uncharacterized protein - UniProtKB/TrEMBL H3BN98 - CGNC Symbol 5116 23.6 9.1 1 54.4 (M:54.4) 1 4.9 4.33 1115
1188 true ENSGALP00000011559 integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC Sym  88.6 5.1 1 54.4 (M:54.4) 1 1.4 7.45 1116
1189 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 54.2 (M:54.2) 1 6.6 4.94 1117
1190 true ENSGALP00000041866 zinc finger and BTB domain-containing protein 7A - Refseq NP_990011 43 4.6 1 54.1 (M:54.1) 1 4.1 1.3 1118
1191 true ENSGALP00000029249 tumor protein D52-like 2 - CGNC Symbol 50951 22.2 5.6 1 53.9 (M:53.9) 1 6.3 4.2 1120
1192 true ENSGALP00000018960 adenylosuccinate synthase like 1 - CGNC Symbol 8830 48.8 8.2 1 53.9 (M:53.9) 1 1.4 18.24 1121
1193 true ENSGALP00000003207 stomatin like 2 - CGNC Symbol 53074 39.4 7.7 1 53.7 (M:53.7) 1 1.9 4.15 1123
1194 true ENSGALP00000035723 tudor domain containing 3 - CGNC Symbol 12714 80.8 8.8 2 53.7 (M:53.7) 1 2.2 2.32 1124
1195 true ENSGALP00000018418 N-glycanase 1 - CGNC Symbol 8593 74 8.1 1 53.6 (M:53.6) 1 2.2 5.28 1125
1196 true ENSGALP00000002754 ADP-dependent glucokinase - CGNC Symbol 1256 53.1 5.5 1 53.6 (M:53.6) 1 2.9 15.83 1126
1197 true ENSGALP00000026194 primase (DNA) subunit 2 - CGNC Symbol 12170 58.7 8.5 1 53.2 (M:53.2) 1 3.5 1.92 1128
1198 true ENSGALP00000022023 nucleoporin 98kDa - CGNC Symbol 10169 195.3 5.7 1 53.0 (M:53.0) 1 0.7 1.98 1130
1199 true ENSGALP00000001632 septin 5 - CGNC Symbol 1177 29.6 6 1 52.9 (M:52.9) 1 5.4 2.94 1132
1200 true ENSGALP00000037584 developmentally regulated GTP binding protein 1 - CGNC Symbol 5225 40.4 9 1 52.8 (M:52.8) 1 2.5 1.49 1133
1201 true ENSGALP00000025356 ATP synthase H+ transporting mitochondrial Fo complex subunit F6 - CGNC Symbol 11749 12.5 9.4 1 52.7 (M:52.7) 1 12.8 6.35 1134
1202 true ENSGALP00000010910 cleavage stimulation factor 3' pre-RNA subunit 2 64kDa - CGNC Symbol 51677 49.9 5.9 1 52.7 (M:52.7) 1 2.3 7.18 1135
1203 true ENSGALP00000021405 Gallus gallus YKT6 v-SNARE homolog (S. cerevisiae) (YKT6) mRNA. - RefSeq mRNA NM_001113744 22.4 5.5 1 52.6 (M:52.6) 1 5.6 0.94 1136
1204 true ENSGALP00000004061 phosphatidylinositol-4 5-bisphosphate 3-kinase catalytic subunit delta - CGNC Symbol 1859 120.2 6.9 1 52.5 (M:52.5) 1 1.1 3.66 1137
1205 true ENSGALP00000010258 SPT2 chromatin protein domain containing 1 - CGNC Symbol 4783 72.1 9.9 1 52.4 (M:52.4) 1 1.9 2.43 1139
1206 true ENSGALP00000005129 CWF19-like 1 cell cycle control (S. pombe) - CGNC Symbol 2360 59.9 7.5 1 52.4 (M:52.4) 1 2.6 4.06 1140
1207 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 52.4 (M:52.4) 1 0.8 34950.75 1141
1208 true ENSGALP00000034188 ubiquitin fusion degradation 1 like (yeast) - CGNC Symbol 1105 34.5 6.3 1 52.3 (M:52.3) 1 3.9 0.68 1143
1209 true ENSGALP00000022592 HBS1 like translational GTPase - CGNC Symbol 10439 76 6 1 52.2 (M:52.2) 1 2 9.11 1144
1210 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 1 52.0 (M:52.0) 1 10.6 0.86 1146
1211 true ENSGALP00000026711 RAB9A member RAS oncogene family - CGNC Symbol 50812 22.8 5.6 1 51.3 (M:51.3) 1 7 13.01 1151
1212 true ENSGALP00000009004 phosphodiesterase 12 - CGNC Symbol 50135 64.4 6.9 1 51.3 (M:51.3) 1 2.4 3.46 1152
1213 true ENSGALP00000023793 splicing regulatory glutamic acid/lysine-rich protein 1 - CGNC Symbol 10959 77.1 9.9 1 51.1 (M:51.1) 1 2.8 12.14 1154
1214 true ENSGALP00000022412 transducin (beta)-like 1 X-linked receptor 1 - CGNC Symbol 52737 51.5 5.2 2 51.0 (M:51.0) 1 3.2 0.63 1157
1215 true ENSGALP00000008227 family with sequence similarity 96 member B - CGNC Symbol 3821 17.8 5 1 50.9 (M:50.9) 1 11.2 2.67 1158
1216 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 50.7 (M:50.7) 1 4.7 6.21 1160
1217 true ENSGALP00000007671 family with sequence similarity 129 member A - CGNC Symbol 3572 90.7 5 1 50.7 (M:50.7) 1 1.6 0.97 1161
1218 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 50.6 (M:50.6) 1 0.8 29017.32 1163
1219 true ENSGALP00000029357 SH2 domain containing 2A - CGNC Symbol 13721 35.4 6.1 1 50.6 (M:50.6) 1 4.3 5.17 1164
1220 true ENSGALP00000039960 non-SMC condensin I complex subunit H - CGNC Symbol 52413 78.4 5.3 1 50.5 (M:50.5) 1 2.4 4.2 1166
1221 true ENSGALP00000024417 trafficking protein particle complex 8 - CGNC Symbol 11281 160.8 6.4 1 50.5 (M:50.5) 1 1.7 3.41 1167
1222 true ENSGALP00000009848 mitogen-activated protein kinase 8 - CGNC Symbol 4584 44 7.1 7 50.4 (M:50.4) 1 2.1 11.9 1169
1223 true ENSGALP00000021343 serine/threonine kinase receptor associated protein - CGNC Symbol 9899 38.1 5 1 49.8 (M:49.8) 1 6.6 6.98 1174
1224 true ENSGALP00000010319 oxysterol binding protein-like 5 - CGNC Symbol 4819 100.7 8.3 2 49.6 (M:49.6) 1 1.2 3.91 1176
1225 true ENSGALP00000043134 Hsap of 1: integrator complex subunit 3 - HGNC:26153 64.1 7.2 1 49.5 (M:49.5) 1 2.5 1.33 1178
1226 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 49.5 (M:49.5) 1 2.8 7.07 1179
1227 true ENSGALP00000000211 bromodomain containing 2 - CGNC Symbol 50420 80.3 8.7 1 49.3 (M:49.3) 1 1.8 13.21 1180
1228 true ENSGALP00000018575 RCD1 required for cell differentiation1 homolog (S. pombe) - CGNC Symbol 8665 26.7 7.2 1 49.2 (M:49.2) 1 7.6 7.82 1181
1229 true ENSGALP00000008839 adrenergic beta receptor kinase 2 - CGNC Symbol 4110 75.7 7.6 1 49.2 (M:49.2) 1 2.5 7.91 1182
1230 true ENSGALP00000037846 LLP homolog long-term synaptic facilitation (Aplysia) - CGNC Symbol 13845 13.4 10.4 1 49.1 (M:49.1) 1 14 16.15 1183
1231 true ENSGALP00000002364 acyl-CoA dehydrogenase family member 8 - CGNC Symbol 1077 45.1 9 1 49.1 (M:49.1) 1 3.6 5.1 1184
1232 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 48.8 (M:48.8) 1 20.3 6.36 1190
1233 true ENSGALP00000015229 calpain 2 (m/II) large subunit - CGNC Symbol 7115 79.2 5.4 1 48.5 (M:48.5) 1 2.4 0.32 1192
1234 true ENSGALP00000001400 multivesicular body subunit 12B - CGNC Symbol 629 31.8 7 1 48.4 (M:48.4) 1 8.3 8.54 1194
1235 true ENSGALP00000008955 synaptogyrin 3 - CGNC Symbol 4162 25.2 4.8 1 48.3 (M:48.3) 1 4.3 30346.37 1195
1236 true ENSGALP00000003172 WD repeat domain 33 - CGNC Symbol 1450 136.3 9.3 1 48.0 (M:48.0) 1 1 0.66 1196
1237 true ENSGALP00000042469 ubiquitin conjugating enzyme E2 C - CGNC Symbol 63729 15.1 9.3 1 47.9 (M:47.9) 1 13 4.6 1197
1238 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 47.9 (M:47.9) 1 6.1 14.16 1198
1239 true ENSGALP00000023734 CWC27 spliceosome associated protein homolog - CGNC Symbol 10937 55.1 5.3 1 47.8 (M:47.8) 1 3.6 7.59 1200
1240 true ENSGALP00000022433 polymerase (RNA) II subunit I - HGNC:9196 14.4 5 1 47.5 (M:47.5) 1 8.8 3.11 1202
1241 true ENSGALP00000003623 3-hydroxyisobutyryl-CoA hydrolase - CGNC Symbol 1646 42.8 8.6 1 47.4 (M:47.4) 1 2.3 5.24 1203
1242 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 47.4 (M:47.4) 1 2.3 1.83 1204
1243 true ENSGALP00000038292 cAMP-regulated phosphoprotein 19kDa - CGNC Symbol 54805 12.3 9.1 1 47.4 (M:47.4) 1 13.4 3.14 1205
1244 true ENSGALP00000033263 synemin - Refseq NP_990140 182.3 5 1 47.3 (M:47.3) 1 0.5 13.42 1206
1245 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 47.2 (M:47.2) 1 4.3 3.21 1207
1246 true ENSGALP00000006050 calcium homeostasis endoplasmic reticulum protein - CGNC Symbol 2800 44.5 4.9 1 47.2 (M:47.2) 1 3.3 23.95 1208



1247 true ENSGALP00000024698 PEST proteolytic signal containing nuclear protein - CGNC Symbol 11416 19.1 7.9 1 47.2 (M:47.2) 1 9.6 1.43 1209
1248 true ENSGALP00000034504 neutrophil cytosolic factor 1 - CGNC Symbol 50525 45.3 8.9 1 47.0 (M:47.0) 1 4.4 4.66 1212
1249 true ENSGALP00000024086 5'-nucleotidase domain containing 1 - CGNC Symbol 11115 52 5.2 1 47.0 (M:47.0) 1 3.7 4.79 1213
1250 true ENSGALP00000012053 cathepsin Z - CGNC Symbol 5626 33.8 7.5 1 46.9 (M:46.9) 1 3.9 11.98 1215
1251 true ENSGALP00000014627 CWC22 homolog spliceosome-associated protein - CGNC Symbol 52133 108.9 7.2 1 46.8 (M:46.8) 1 1 5.48 1216
1252 true ENSGALP00000013215 tRNA-yW synthesizing protein 5 - CGNC Symbol 6173 36.9 7.1 1 46.8 (M:46.8) 1 2.9 1.69 1217
1253 true ENSGALP00000024858 RCSD domain containing 1 - CGNC Symbol 50771 40.1 5 1 46.7 (M:46.7) 1 2.4 5.35 1219
1254 true ENSGALP00000014265 RAB1A member RAS oncogene family - CGNC Symbol 6666 22.7 5.9 1 46.6 (M:46.6) 1 3.9 1.61 1223
1255 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 46.5 (M:46.5) 1 2.4 0.06 1224
1256 true ENSGALP00000001947 stromal antigen 1 - CGNC Symbol 871 144.1 5.4 1 46.5 (M:46.5) 1 0.9 0.36 1227
1257 true ENSGALP00000023331 DEAH-box helicase 57 - CGNC Symbol 10767 154.8 7.7 1 46.2 (M:46.2) 1 1.2 1.78 1228
1258 true ENSGALP00000016601 GLI pathogenesis-related 1-like - CGNC Symbol 50608 30.1 7.5 1 45.8 (M:45.8) 1 5.3 10.04 1230
1259 true ENSGALP00000039623 retention in endoplasmic reticulum sorting receptor 1 - CGNC Symbol 14680 23 9.5 1 45.6 (M:45.6) 1 5.1 1.78 1231
1260 true ENSGALP00000000494 SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily d member 2 - CG   57 9.3 1 45.4 (M:45.4) 1 2.8 4.05 1232
1261 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 45.1 (M:45.1) 1 9.1 0.75 1237
1262 true ENSGALP00000024413 carnosine N-methyltransferase 1 - CGNC Symbol 11279 26.8 6.3 2 45.1 (M:45.1) 1 8.2 0.9 1238
1263 true ENSGALP00000041511 HSPA (heat shock 70kDa) binding protein cytoplasmic cochaperone 1 - CGNC Symbol 64131 26 5.6 1 45.1 (M:45.1) 1 6.1 3.6 1239
1264 true ENSGALP00000018122 COP9 signalosome subunit 4 - CGNC Symbol 8452 46.8 5.7 1 45.0 (M:45.0) 1 2.9 9.3 1240
1265 true ENSGALP00000042788 guanine nucleotide binding protein (G protein) gamma 7 - CGNC Symbol 64142 7.6 8.7 1 44.9 (M:44.9) 1 20.6 9.64 1241
1266 true ENSGALP00000019012 phospholipase D family member 4 - CGNC Symbol 8848 50.6 6.5 1 44.9 (M:44.9) 1 3.4 10.92 1242
1267 true ENSGALP00000027884 NADH dehydrogenase - Refseq NP_001006281 43.1 9.4 1 44.7 (M:44.7) 1 2.6 2.73 1243
1268 true ENSGALP00000017179 thioredoxin domain containing 12 (endoplasmic reticulum) - CGNC Symbol 8025 18.6 5.5 1 44.7 (M:44.7) 1 8.8 8.61 1244
1269 true ENSGALP00000001150 histidyl-tRNA synthetase - CGNC Symbol 50172 56.6 5.8 2 44.7 (M:44.7) 1 1.8 1.58 1245
1270 true ENSGALP00000001483 dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A-like - CGNC Symbol 658 80.5 8.1 1 44.6 (M:44.6) 1 1.7 13.61 1246
1271 true ENSGALP00000019856 LY6/PLAUR domain containing 1 - HGNC:28431 16 8.5 1 44.6 (M:44.6) 1 5.5 20.66 1247
1272 true ENSGALP00000041534 testis and ovary specific PAZ domain containing 1 - HGNC:24746 134.8 6.6 3 44.3 (M:44.3) 1 0.8 18.76 1250
1273 true ENSGALP00000012150 ATP-binding cassette sub-family C (CFTR/MRP) member 3 - CGNC Symbol 5676 164.4 7.7 2 44.3 (M:44.3) 1 0.4 13.28 1251
1274 true ENSGALP00000012877 polyribonucleotide nucleotidyltransferase 1 - CGNC Symbol 6001 86.9 8.4 1 44.2 (M:44.2) 1 1.2 7.16 1252
1275 true ENSGALP00000007041 component of oligomeric golgi complex 1 - CGNC Symbol 3262 98.3 8.3 2 44.2 (M:44.2) 1 2.4 6.4 1253
1276 true ENSGALP00000041545 phosphorylase kinase beta - CGNC Symbol 2942 123 6.8 1 43.9 (M:43.9) 1 0.8 23.86 1254
1277 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 43.7 (M:43.7) 1 1 0.03 1258
1278 true ENSGALP00000010409 sphingomyelin phosphodiesterase 4 - CGNC Symbol 4864 96.2 7.7 1 43.5 (M:43.5) 1 1.8 2.68 1260
1279 true ENSGALP00000035186 integrin alpha 1 - CGNC Symbol 49570 43.5 5.7 1 43.5 (M:43.5) 1 2.9 8.35 1261
1280 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 43.5 (M:43.5) 1 6.5 1.61 1262
1281 true ENSGALP00000028055 leucine aminopeptidase 3 - CGNC Symbol 4763 56.3 8.5 1 43.4 (M:43.4) 1 1.7 3.37 1263
1282 true ENSGALP00000018936 ankyrin repeat and BTB domain containing 2 - HGNC:23842 113.5 5.7 1 43.3 (M:43.3) 1 1 21.9 1266
1283 true ENSGALP00000023820 phosphoinositide-3-kinase regulatory subunit 3 (gamma) - CGNC Symbol 7864 83.3 5.4 1 43.2 (M:43.2) 1 0.8 18.23 1267
1284 true ENSGALP00000006365 lysophospholipase II - CGNC Symbol 2940 25.1 7.1 1 43.2 (M:43.2) 1 3.4 6.15 1268
1285 true ENSGALP00000011124 cathepsin A - CGNC Symbol 5190 53.1 6.1 1 43.2 (M:43.2) 1 4.2 10.8 1269
1286 true ENSGALP00000022347 Hsap of 1: N(alpha)-acetyltransferase 38 NatC auxiliary subunit - HGNC:28212 10.1 7.9 1 43.0 (M:43.0) 1 12.5 25694.63 1270
1287 true ENSGALP00000013410 ADP-ribosylation factor GTPase activating protein 2 - CGNC Symbol 51916 57.2 7.1 1 42.8 (M:42.8) 1 2.9 5.02 1274
1288 true ENSGALP00000021206 small nuclear ribonucleoprotein U11/U12 subunit 48 - CGNC Symbol 9843 37.5 9.5 1 42.7 (M:42.7) 1 3.1 2.01 1275
1289 true ENSGALP00000012744 magnesium transporter 1 - CGNC Symbol 51708 36.8 9.7 1 42.7 (M:42.7) 1 2.7 0.8 1276
1290 true ENSGALP00000042259 no description available 43.7 11.5 1 42.7 (M:42.7) 1 3.1 13.38 1277
1291 true ENSGALP00000010334 HIV-1 Tat specific factor 1 - CGNC Symbol 51672 51 5 1 42.4 (M:42.4) 1 2.4 23310.77 1279
1292 true ENSGALP00000012967 ankyrin repeat domain 44 - CGNC Symbol 6051 106.5 5.9 1 42.4 (M:42.4) 1 1.5 2.88 1280
1293 true ENSGALP00000001432 checkpoint kinase 1 - CGNC Symbol 49106 59.7 8.9 1 42.4 (M:42.4) 1 2.6 13.62 1281
1294 true ENSGALP00000002620 mediator complex subunit 1 - CGNC Symbol 51147 167.9 8.9 1 42.3 (M:42.3) 1 1.2 3.4 1282
1295 true ENSGALP00000017367 Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA NM_001308 17.1 6 1 42.1 (M:42.1) 1 4.8 33910.19 1283
1296 true ENSGALP00000008356 NEDD8 activating enzyme E1 subunit 1 - CGNC Symbol 50078 60.4 5.4 1 42.1 (M:42.1) 1 3.2 7.37 1284
1297 true ENSGALP00000000726 Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA NM_ 10.5 5.1 1 42.0 (M:42.0) 1 10.8 3.84 1285
1298 true ENSGALP00000014708 EBNA1 binding protein 2 - CGNC Symbol 6879 34.9 10.1 1 42.0 (M:42.0) 1 3.9 4.42 1287
1299 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 41.9 (M:41.9) 1 5.2 2.8 1288
1300 true ENSGALP00000029884 protein kinase C and casein kinase substrate in neurons 2 - CGNC Symbol 10555 51.7 5.2 2 41.8 (M:41.8) 1 2.7 4.19 1289
1301 true ENSGALP00000040665 Hsap of 1: docking protein 1 - HGNC:2990 44.7 5.6 1 41.7 (M:41.7) 1 3.5 6.11 1291
1302 true ENSGALP00000015027 acyl-CoA binding domain containing 3 - CGNC Symbol 7024 59.5 5.1 1 41.5 (M:41.5) 1 2.9 1.67 1293
1303 true ENSGALP00000009075 ubiquitin conjugating enzyme E2 G2 - CGNC Symbol 4222 18.5 4.6 1 41.5 (M:41.5) 1 9.1 5.16 1294
1304 true ENSGALP00000025409 receptor accessory protein 1 - HGNC:25786 24 9.6 1 40.7 (M:40.7) 1 6.6 24.26 1297
1305 true ENSGALP00000043343 1 2-dihydroxy-3-keto-5-methylthiopentene dioxygenase - UP Q5ZL43 21.7 5.1 1 40.6 (M:40.6) 1 7.2 8.04 1300
1306 true ENSGALP00000014189 phosphotriesterase related - CGNC Symbol 6624 39.9 6.2 1 40.6 (M:40.6) 1 2.8 8.98 1301
1307 true ENSGALP00000038646 WD repeat domain 92 - CGNC Symbol 6651 39.3 8.5 1 40.6 (M:40.6) 1 3.1 1.74 1302
1308 true ENSGALP00000023617 endoplasmic reticulum aminopeptidase 1 - CGNC Symbol 52992 102.4 5.8 1 40.5 (M:40.5) 1 1.1 3.49 1303
1309 true ENSGALP00000014873 StAR related lipid transfer domain containing 9 - HGNC:19162 508 5.6 1 40.5 (M:40.5) 1 0.3 24.36 1304
1310 true ENSGALP00000006652 SAFB like transcription modulator - CGNC Symbol 3078 113.8 8.8 1 40.5 (M:40.5) 1 0.9 8.08 1305
1311 true ENSGALP00000002366 Mov10 Moloney leukemia virus 10 homolog (mouse) - CGNC Symbol 51112 109.2 9 1 40.5 (M:40.5) 1 0.8 6.57 1306
1312 true ENSGALP00000017279 AT-hook containing transcription factor 1 - CGNC Symbol 8073 253.6 5.4 1 40.5 (M:40.5) 1 0.6 9.55 1307
1313 true ENSGALP00000043054 charged multivesicular body protein 2A - HGNC:30216 16.2 11.2 1 40.5 (M:40.5) 1 4.9 34640.58 1308
1314 true ENSGALP00000012440 re-mRNA 3'-end-processing factor FIP1-like - CGNC Symbol 51702 55.4 7 1 40.5 (M:40.5) 1 2 4.43 1309
1315 true ENSGALP00000020310 SET binding factor 1 - CGNC Symbol 9447 200.1 7 1 40.5 (M:40.5) 1 1.1 7.36 1310
1316 true ENSGALP00000026301 NADH:ubiquinone oxidoreductase subunit B9 - CGNC Symbol 12221 21.9 8.9 1 40.3 (M:40.3) 1 6.7 0.3 1312
1317 true ENSGALP00000040628 NADH:ubiquinone oxidoreductase core subunit V1 - CGNC Symbol 123 47.5 8.5 2 40.3 (M:40.3) 1 5.3 1.02 1313
1318 true ENSGALP00000025877 protease-associated domain containing 1 - CGNC Symbol 12023 21.6 5.8 1 40.2 (M:40.2) 1 6.2 3.59 1314
1319 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 40.1 (M:40.1) 1 11.8 10.49 1315
1320 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 40.0 (M:40.0) 1 12 1.85 1316
1321 true ENSGALP00000042635 FK506 binding protein 1A 12kDa - CGNC Symbol 20061 8.9 6.8 1 40.0 (M:40.0) 1 17.5 2.6 1318
1322 true ENSGALP00000043018 arsA arsenite transporter ATP-binding homolog 1 (bacterial) - CGNC Symbol 63380 26.1 4.6 1 39.9 (M:39.9) 1 4.2 2.45 1319
1323 true ENSGALP00000009752 CDC like kinase 4 - HGNC:13659 59.5 8.9 1 39.8 (M:39.8) 1 3.2 5.03 1320
1324 true ENSGALP00000040677 Hsap of 4: farnesyltransferase CAAX box beta - HGNC:3785 25.6 6.7 1 39.6 (M:39.6) 1 4.7 4.27 1321
1325 true ENSGALP00000001994 Rho GTPase activating protein 44 - CGNC Symbol 53195 76.7 6.4 2 39.4 (M:39.4) 1 1.3 1.23 1322
1326 true ENSGALP00000024757 ATP synthase H+ transporting mitochondrial Fo complex subunit E - CGNC Symbol 11448 8.3 7.9 1 39.1 (M:39.1) 1 18.3 0.99 1325
1327 true ENSGALP00000040894 WD repeat domain 74 - CGNC Symbol 64472 13.2 8.7 1 39.0 (M:39.0) 1 15 13.76 1326
1328 true ENSGALP00000027964 integrin-linked kinase - CGNC Symbol 13025 45.7 9.2 1 39.0 (M:39.0) 1 3.7 1.89 1327
1329 true ENSGALP00000041701 28S ribosomal protein S14 mitochondrial - Refseq NP_001264478 15 11.3 1 38.8 (M:38.8) 1 10.3 3.72 1328
1330 true ENSGALP00000027238 importin 5 - CGNC Symbol 50851 125.1 4.9 1 38.7 (M:38.7) 1 1.4 8.47 1329
1331 true ENSGALP00000019963 kelch domain containing 1 - CGNC Symbol 9298 45.9 6.6 1 38.7 (M:38.7) 1 3.5 9.6 1330
1332 true ENSGALP00000004532 alanyl-tRNA synthetase domain containing 1 - CGNC Symbol 2079 60.2 5.4 1 38.5 (M:38.5) 1 2.1 1.5 1331
1333 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 38.4 (M:38.4) 1 4.7 16.32 1332
1334 true ENSGALP00000027351 regulator of cell cycle - HGNC:20369 14.5 5.1 1 38.1 (M:38.1) 1 6.6 0.95 1333
1335 true ENSGALP00000007890 Hsap of 1: microtubule associated protein 4 - HGNC:6862 86.1 9.1 1 38.0 (M:38.0) 1 1.2 9.72 1334
1336 true ENSGALP00000011629 ATPase H+ transporting lysosomal 13kDa V1 subunit G1 - CGNC Symbol 5433 13.5 9.3 1 37.9 (M:37.9) 1 13.6 16951.56 1335
1337 true ENSGALP00000041318 NADH dehydrogenase - Refseq NP_001289036 9.5 9.6 1 37.8 (M:37.8) 1 12.2 0.92 1336
1338 true ENSGALP00000001464 GTPase activating protein and VPS9 domains 1 - CGNC Symbol 660 163.9 5 1 37.8 (M:37.8) 1 1.3 3.55 1337
1339 true ENSGALP00000010165 autophagy related 4B cysteine peptidase - CGNC Symbol 49878 44.3 5 1 37.3 (M:37.3) 1 2.8 1.92 1338
1340 true ENSGALP00000041870 Hsap of 4: HAUS augmin like complex subunit 4 - HGNC:20163 36.2 8.9 1 37.2 (M:37.2) 1 3.4 13.82 1339
1341 true ENSGALP00000002638 E2F transcription factor 4 p107/p130-binding - CGNC Symbol 1207 44.4 4.8 1 37.2 (M:37.2) 1 2.7 12.04 1340
1342 true ENSGALP00000014389 COMM domain containing 5 - CGNC Symbol 6733 24.9 6.8 1 37.1 (M:37.1) 1 9.7 4.5 1341
1343 true ENSGALP00000023548 death associated protein 3 - CGNC Symbol 13985 45.5 8.7 1 37.1 (M:37.1) 1 5 2.67 1342
1344 true ENSGALP00000004864 diphthamide biosynthesis 1 - CGNC Symbol 2233 44.7 8.3 1 37.0 (M:37.0) 1 2.7 10.9 1343
1345 true ENSGALP00000012380 succinate-CoA ligase GDP-forming beta subunit - CGNC Symbol 5776 46.7 6.5 1 37.0 (M:37.0) 1 2.3 9.45 1344
1346 true ENSGALP00000002406 nei like DNA glycosylase 1 - CGNC Symbol 1099 37.5 9.9 1 36.9 (M:36.9) 1 3.6 8.78 1345
1347 true ENSGALP00000041481 docking protein 3 - CGNC Symbol 26023 47.1 6.8 1 36.8 (M:36.8) 1 4 4.1 1346
1348 true ENSGALP00000010925 exocyst complex component 6 - CGNC Symbol 52056 87.4 5.7 1 36.8 (M:36.8) 1 1.6 1.73 1347
1349 true ENSGALP00000001096 TBC1 domain family member 22B - CGNC Symbol 481 59.2 7.2 2 36.8 (M:36.8) 1 1.6 7.83 1348
1350 true ENSGALP00000001532 elaC ribonuclease Z 2 - CGNC Symbol 699 94.2 8.1 1 36.7 (M:36.7) 1 2.5 11.87 1349



1351 true ENSGALP00000024184 RNA terminal phosphate cyclase like 1 - CGNC Symbol 11170 37 9 1 36.7 (M:36.7) 1 5 17233.93 1350
1352 true ENSGALP00000014967 RNA binding motif protein 45 - CGNC Symbol 6993 56.3 8.9 1 36.6 (M:36.6) 1 3 1.97 1351
1353 true ENSGALP00000035460 IMP (inosine 5'-monophosphate) dehydrogenase 2 - CGNC Symbol 50150 20.7 4.9 1 36.6 (M:36.6) 1 9.4 1.7 1352
1354 true ABF72355.1 HSV-1 US10-like protein 23.6 8.5 1 36.6 (M:36.6) 1 2.8 38290.73 1353
1355 true ENSGALP00000012348 Gallus gallus LIM domain binding 1 (LDB1) mRNA. - RefSeq mRNA NM_205070 46.6 6.6 1 36.6 (M:36.6) 1 2.7 2.09 1354
1356 true ENSGALP00000028084 osteoclast stimulating factor 1 - CGNC Symbol 13080 23.6 5.3 1 36.6 (M:36.6) 1 3.7 0.4 1355
1357 true ENSGALP00000015369 mitochondrial amidoxime reducing component 2 - CGNC Symbol 53405 38.7 9.2 1 36.5 (M:36.5) 1 3.2 18.17 1356
1358 true ENSGALP00000019178 ubiquitin-like modifier activating enzyme 6 - CGNC Symbol 8930 115 5.8 1 36.4 (M:36.4) 1 1.3 11.71 1358
1359 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 36.4 (M:36.4) 1 11.1 2.15 1359
1360 true ENSGALP00000026418 eukaryotic translation initiation factor 1A Y-linked - CGNC Symbol 50803 15.8 4.9 1 36.2 (M:36.2) 1 7.9 2.36 1360
1361 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 36.1 (M:36.1) 1 3.6 5 1361
1362 true ENSGALP00000002041 enhancer of mRNA decapping 3 - CGNC Symbol 917 56 6.7 1 36.0 (M:36.0) 1 1.8 5.32 1362
1363 true ENSGALP00000000272 Ras association (RalGDS/AF-6) domain family member 2 - CGNC Symbol 51021 37.3 8.7 1 35.8 (M:35.8) 1 4.6 12.66 1363
1364 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 35.8 (M:35.8) 1 2.7 3.86 1364
1365 true ENSGALP00000011390 ArfGAP with coiled-coil ankyrin repeat and PH domains 2 - CGNC Symbol 52279 88.4 6.3 2 35.7 (M:35.7) 1 1.7 2.63 1365
1366 true ENSGALP00000001396 FK506 binding protein 5 - CGNC Symbol 627 50.4 5.9 1 35.6 (M:35.6) 1 2.4 16.46 1366
1367 true ENSGALP00000032822 NADH dehydrogenase [ubiquinone 1 beta subcomplex subunit 8 mitochondrial Uncharacterized protei        21.9 7.9 1 35.6 (M:35.6) 1 4.7 1.74 1367
1368 true ENSGALP00000013177 MOB family member 4 phocein - CGNC Symbol 53535 26 5.6 1 35.6 (M:35.6) 1 6.7 3.87 1368
1369 true ENSGALP00000042526 isocitrate dehydrogenase 3 (NAD(+)) beta - HGNC:5385 44.8 8.2 1 35.5 (M:35.5) 1 2.2 0.95 1369
1370 true ENSGALP00000027997 dolichyl-phosphate mannosyltransferase polypeptide 1 catalytic subunit - CGNC Symbol 13045 27.2 9.4 1 35.5 (M:35.5) 1 2.9 5.85 1370
1371 true ENSGALP00000009283 zinc finger protein 143 - CGNC Symbol 4317 70.5 5.7 1 35.4 (M:35.4) 1 2.6 2.1 1371
1372 true ENSGALP00000015618 retinoic acid receptor responder 1 - CGNC Symbol 7304 30.7 9.1 1 35.4 (M:35.4) 1 3.3 10.83 1372
1373 true ENSGALP00000022414 synaptojanin 2 binding protein - Refseq NP_001264717 15.4 9.1 1 35.3 (M:35.3) 1 7.5 14.65 1373
1374 true ENSGALP00000026539 pumilio RNA-binding family member 2 - CGNC Symbol 12341 114.6 6.7 1 35.2 (M:35.2) 1 1.9 1.87 1374
1375 true ENSGALP00000028424 O-6-methylguanine-DNA methyltransferase - HGNC:7059 28.1 9.4 1 35.2 (M:35.2) 1 4.7 20.57 1375
1376 true ENSGALP00000005469 CCZ1 vacuolar protein trafficking and biogenesis associated homolog (S. cerevisiae) - CGNC Symbol 502 55.1 5.9 1 35.2 (M:35.2) 1 2.7 4.8 1376
1377 true ENSGALP00000021082 DENN/MADD domain containing 5B - CGNC Symbol 50681 144.1 6.3 1 35.1 (M:35.1) 1 1.3 5.31 1377
1378 true ENSGALP00000001475 mitogen-activated protein kinase kinase 4 - CGNC Symbol 668 43.9 8.6 1 35.1 (M:35.1) 1 4.4 1.89 1378
1379 true ENSGALP00000010012 BCL2 like 1 - CGNC Symbol 4663 25.7 5.1 1 35.1 (M:35.1) 1 6.1 10.44 1379
1380 true ENSGALP00000028073 ADP ribosylation factor like GTPase 6 interacting protein 5 - CGNC Symbol 13078 21.6 9.5 1 35.0 (M:35.0) 1 4.8 28713.08 1380
1381 true ENSGALP00000003205 signal recognition particle 68kDa - CGNC Symbol 1465 68.8 8.6 1 34.9 (M:34.9) 1 2.7 0.25 1381
1382 true ENSGALP00000023091 NADH:ubiquinone oxidoreductase core subunit V2 - CGNC Symbol 52803 27.1 8.5 1 34.7 (M:34.7) 1 9.8 7 1382
1383 true ENSGALP00000015492 histone acetyltransferase 1 - CGNC Symbol 7250 47.9 5.3 1 34.7 (M:34.7) 1 6.1 0.78 1383
1384 true ENSGALP00000042821 anaphase promoting complex subunit 15 - CGNC Symbol 65610 14.2 3.5 1 34.6 (M:34.6) 1 8.3 26593.17 1384
1385 true ENSGALP00000017202 pyrophosphatase (inorganic) 2 - CGNC Symbol 8036 34.5 5.5 1 34.6 (M:34.6) 1 4.9 2.1 1385
1386 true ENSGALP00000002221 ankyrin repeat and FYVE domain containing 1 - CGNC Symbol 1013 128.6 5.6 1 34.5 (M:34.5) 1 1.1 3.39 1386
1387 true ENSGALP00000043246 lysophospholipase I - CGNC Symbol 55944 27.5 7.6 1 34.5 (M:34.5) 1 4.3 6.06 1387
1388 true ENSGALP00000019816 HERPUD family member 2 - CGNC Symbol 9218 44.7 5.2 1 34.4 (M:34.4) 1 3.9 3.99 1388
1389 true ENSGALP00000002583 cleavage and polyadenylation specific factor 3-like - CGNC Symbol 1180 68.1 8.4 1 34.4 (M:34.4) 1 1.2 1.73 1389
1390 true ENSGALP00000011569 OPA1 mitochondrial dynamin like GTPase - CGNC Symbol 5403 113.3 8.2 2 34.4 (M:34.4) 1 1.1 6.44 1390
1391 true ENSGALP00000022472 small nuclear ribonucleoprotein U4/U6.U5 subunit 27 - CGNC Symbol 56666 17.4 11.5 1 34.3 (M:34.3) 1 7.6 4.69 1391
1392 true ENSGALP00000008273 PHD finger protein 2 - CGNC Symbol 3843 118.3 9.3 1 34.2 (M:34.2) 1 0.9 24426.96 1392
1393 true ENSGALP00000038259 vascular endothelial zinc finger 1 - CGNC Symbol 4119 59.8 9.5 1 34.1 (M:34.1) 1 3.1 6.49 1393
1394 true ENSGALP00000012810 COMM domain containing 3 - CGNC Symbol 5974 30.9 9.9 1 34.0 (M:34.0) 1 2.8 1.73 1394
1395 true ENSGALP00000013386 origin recognition complex subunit 2 - CGNC Symbol 6239 64.2 5.8 1 34.0 (M:34.0) 1 2.8 17.48 1395
1396 true ENSGALP00000017951 translin-associated factor X - CGNC Symbol 8383 19 7 1 33.8 (M:33.8) 1 9.9 18.36 1396
1397 true ENSGALP00000001821 enkurin domain containing 1 - CGNC Symbol 818 42.4 10.2 1 33.7 (M:33.7) 1 2.1 1.19 1397
1398 true ENSGALP00000042970 CDGSH iron sulfur domain 3 - CGNC Symbol 65212 13.1 11.5 1 33.7 (M:33.7) 1 8.3 4.04 1398
1399 true ENSGALP00000043475 nucleolar protein 9 - CGNC Symbol 55846 36 6.4 1 33.7 (M:33.7) 1 3.1 7.97 1399
1400 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 33.6 (M:33.6) 1 5.1 0.63 1400
1401 true ENSGALP00000041148 39S ribosomal protein L53 mitochondrial - Refseq NP_001186402 12.2 9.6 1 33.6 (M:33.6) 1 14.8 4.5 1401
1402 true ENSGALP00000027373 GPALPP motifs containing 1 - CGNC Symbol 12739 39.2 5 1 33.4 (M:33.4) 1 3.7 3.86 1402
1403 true ENSGALP00000032101 transaldolase - Refseq NP_001026348 37.6 7.1 1 33.3 (M:33.3) 1 3.3 4.83 1403
1404 true ENSGALP00000026284 pyruvate dehydrogenase kinase isozyme 3 - CGNC Symbol 12210 46.6 7.7 1 33.3 (M:33.3) 1 3.7 1.97 1404
1405 true ENSGALP00000016917 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily a containing DEA       114.4 7.6 1 33.2 (M:33.2) 1 1 5.88 1405
1406 true ENSGALP00000005078 Gallus gallus polymerase (DNA-directed) delta interacting protein 2 (POLDIP2) mRNA. - RefSeq mRNA N 42.7 8.6 1 33.1 (M:33.1) 1 3.2 9.67 1406
1407 true ENSGALP00000002102 cell division cycle 2-like 1 (PITSLRE proteins) - CGNC Symbol 50987 90.3 5.5 1 33.1 (M:33.1) 1 1.7 0.84 1407
1408 true ENSGALP00000042217 IMP4 homolog U3 small nucleolar ribonucleoprotein - CGNC Symbol 65804 33 10.3 1 33.0 (M:33.0) 1 2.4 16.09 1408
1409 true ENSGALP00000026942 retinitis pigmentosa 2 (X-linked recessive) - CGNC Symbol 12543 39.7 5.1 1 33.0 (M:33.0) 1 2.5 11.31 1409
1410 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 33.0 (M:33.0) 1 2.8 9.25 1410
1411 true ENSGALP00000042666 mediator of RNA polymerase II transcription subunit 30 - Refseq NP_001264365 20.4 8.5 1 32.9 (M:32.9) 1 13.4 13841.33 1411
1412 true ENSGALP00000026716 PDZ binding kinase - CGNC Symbol 12423 37.7 5.7 1 32.9 (M:32.9) 1 2.6 5.02 1412
1413 true ENSGALP00000021515 aryl hydrocarbon receptor interacting protein - CGNC Symbol 49180 37.5 6.8 1 32.8 (M:32.8) 1 4 1 1413
1414 true ENSGALP00000043400 thioredoxin domain containing 17 - HGNC:28218 14.2 5.4 1 32.8 (M:32.8) 1 9 24.48 1414
1415 true ENSGALP00000015983 FAST kinase domains 1 - CGNC Symbol 7476 95.6 8.7 1 32.8 (M:32.8) 1 1.6 13.53 1415
1416 true ENSGALP00000041962 ribosomal protein L34 - CGNC Symbol 51767 13.4 11.5 1 32.8 (M:32.8) 1 6.8 0.08 1416
1417 true ENSGALP00000037017 centromere protein C - CGNC Symbol 8878 97 9.3 2 32.7 (M:32.7) 1 1.6 12.54 1417
1418 true ENSGALP00000027660 ATM serine/threonine kinase - CGNC Symbol 12888 349.6 6.6 1 32.7 (M:32.7) 1 0.4 20536.87 1418
1419 true ENSGALP00000020406 thyroid hormone receptor interactor 13 - CGNC Symbol 9495 49 5.9 1 32.7 (M:32.7) 1 3 0.84 1419
1420 true ENSGALP00000019438 desumoylating isopeptidase 1 - CGNC Symbol 56030 18.7 5.1 1 32.6 (M:32.6) 1 9.5 5.91 1420
1421 true ENSGALP00000005311 RAD1 checkpoint DNA exonuclease - CGNC Symbol 2449 31.5 4.9 1 32.6 (M:32.6) 1 6.4 10.11 1421
1422 true ENSGALP00000006523 cell division cycle and apoptosis regulator 1 - CGNC Symbol 52027 131.2 5.6 1 32.5 (M:32.5) 1 0.9 9.45 1422
1423 true ENSGALP00000042618 Translationally-controlled tumor protein homolog - UP P43347 19.5 4.9 1 32.5 (M:32.5) 1 2.9 0.91 1423
1424 true ENSGALP00000037931 DEAH (Asp-Glu-Ala-His) box polypeptide 38 - CGNC Symbol 504 140.9 6.2 1 32.3 (M:32.3) 1 0.8 6.71 1424
1425 true ENSGALP00000021981 TBC1 (tre-2/USP6 BUB2 cdc16) domain family member 1 - CGNC Symbol 10156 144.3 6.9 1 32.3 (M:32.3) 1 0.8 21.79 1425
1426 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 32.2 (M:32.2) 1 1.8 7.85 1426
1427 true ENSGALP00000005159 protein tyrosine phosphatase type IVA member 2 - CGNC Symbol 2373 19.8 8.8 1 32.2 (M:32.2) 1 10.9 8.62 1427
1428 true ENSGALP00000040802 no description available 18.2 10.3 2 32.1 (M:32.1) 1 8.1 0.85 1428
1429 true ENSGALP00000042887 transducin (beta)-like 2 - HGNC:11586 40.5 8.7 1 32.1 (M:32.1) 1 3 3.91 1429
1430 true ENSGALP00000005130 inosine triphosphatase - CGNC Symbol 2361 22.2 5.8 1 32.0 (M:32.0) 1 5.5 3.14 1430
1431 true ENSGALP00000013553 mannosidase alpha class 2A member 2 - CGNC Symbol 6316 129.7 6.5 1 31.9 (M:31.9) 1 1 21.75 1431
1432 true ENSGALP00000010298 UBX domain protein 7 - CGNC Symbol 4805 51.8 5 1 31.8 (M:31.8) 1 2 5.35 1432
1433 true ENSGALP00000026316 apolipoprotein O - CGNC Symbol 12230 24.1 9 1 31.8 (M:31.8) 1 7.3 2.68 1433
1434 true ENSGALP00000003813 survival of motor neuron - CGNC Symbol 49008 29.2 8.2 1 31.7 (M:31.7) 1 4.5 3.87 1434
1435 true ENSGALP00000015982 TANK-binding kinase 1 - CGNC Symbol 7475 84 6 1 31.5 (M:31.5) 1 1.8 8.7 1435
1436 true ENSGALP00000000670 lon peptidase 1 mitochondrial - CGNC Symbol 300 95.1 5.8 1 31.5 (M:31.5) 1 0.7 12.01 1436
1437 true ENSGALP00000041393 Hsap of 1: SON DNA binding protein - HGNC:11183 30.3 9.5 1 31.4 (M:31.4) 1 5.1 12.65 1437
1438 true ENSGALP00000019221 YTH domain containing 1 - CGNC Symbol 8942 90 7 1 31.3 (M:31.3) 1 1.8 1.79 1438
1439 true ENSGALP00000042912 SREK1 interacting protein 1 - CGNC Symbol 53000 17.9 10 1 31.3 (M:31.3) 1 7.7 10.94 1439
1440 true ENSGALP00000005071 methyltransferase like 13 - CGNC Symbol 66066 76.6 6 1 31.2 (M:31.2) 1 1.3 20.17 1440
1441 true ENSGALP00000024352 synovial sarcoma translocation chromosome 18 - CGNC Symbol 11249 38.4 8.7 1 31.2 (M:31.2) 1 2.3 35912.2 1441
1442 true ENSGALP00000020691 sirtuin 5 - CGNC Symbol 9629 34.3 7.3 1 31.2 (M:31.2) 1 5.4 14.53 1442
1443 true ENSGALP00000032433 ribosomal protein L22-like 1 - CGNC Symbol 64783 16 9.7 1 31.1 (M:31.1) 1 8.8 3.97 1443
1444 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 31.1 (M:31.1) 1 13.8 5.44 1444
1445 true ENSGALP00000008785 M-phase phosphoprotein 6 - CGNC Symbol 4082 19.5 5.5 1 31.0 (M:31.0) 1 7.3 8.57 1445
1446 true ENSGALP00000011907 cleavage and polyadenylation factor I subunit 1 - CGNC Symbol 5568 47.6 6.1 1 31.0 (M:31.0) 1 1.6 7.81 1446
1447 true ENSGALP00000030734 microtubule associated monooxygenase calponin and LIM domain containing 1 - CGNC Symbol 25636 127.9 5.1 1 30.8 (M:30.8) 1 0.9 18.49 1447
1448 true ENSGALP00000001995 synaptosome associated protein 29kDa - CGNC Symbol 896 28.1 5.3 1 30.8 (M:30.8) 1 3.6 1.76 1448
1449 true ENSGALP00000017275 zinc finger CCHC domain containing 11 - CGNC Symbol 8072 187.1 8.6 1 30.8 (M:30.8) 1 0.7 5.01 1449
1450 true ENSGALP00000002359 peptidylprolyl isomerase like 2 - CGNC Symbol 1074 58.8 8.6 1 30.8 (M:30.8) 1 1.9 4.97 1450
1451 true ENSGALP00000010643 synaptotagmin VIII - CGNC Symbol 51887 44.6 9.5 1 30.8 (M:30.8) 1 1.5 6.2 1451
1452 true ENSGALP00000039481 casein kinase 1 gamma 2 - CGNC Symbol 65198 47 9.3 2 30.7 (M:30.7) 1 2.1 4.92 1452
1453 true ENSGALP00000018580 solute carrier family 4 sodium bicarbonate cotransporter member 7 - CGNC Symbol 8668 127 6.2 1 30.6 (M:30.6) 1 0.8 4.3 1453
1454 true ENSGALP00000042908 KIAA1324 - CGNC Symbol 53673 108.9 6.4 1 30.6 (M:30.6) 1 0.8 12.82 1454



1455 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 30.5 (M:30.5) 1 10.1 16.22 1455
1456 true ENSGALP00000007897 no description available 8.8 6.1 1 30.4 (M:30.4) 1 11.7 0.94 1456
1457 true ENSGALP00000009988 lanosterol synthase (2 3-oxidosqualene-lanosterol cyclase) - CGNC Symbol 4650 76.9 5.8 1 30.4 (M:30.4) 1 1.8 3.41 1457
1458 true ENSGALP00000001511 tumor protein p63 regulated 1-like - CGNC Symbol 688 25.7 7.8 2 30.4 (M:30.4) 1 5.7 12.51 1458
1459 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 30.2 (M:30.2) 1 4.3 11.89 1459
1460 true ENSGALP00000019842 discs large homolog associated protein 5 - CGNC Symbol 9232 92 8.7 1 30.2 (M:30.2) 1 2.3 0.08 1460
1461 true ENSGALP00000005971 annexin A2 - CGNC Symbol 49740 38.6 6.9 1 30.2 (M:30.2) 1 2.9 2.02 1461
1462 true ENSGALP00000002546 MAK16 homolog - CGNC Symbol 1163 34.9 5.7 1 30.1 (M:30.1) 1 3.8 10.09 1462
1463 true ENSGALP00000011471 cytohesin 1 - CGNC Symbol 51620 45.5 5.7 2 30.1 (M:30.1) 1 2.8 3.96 1463
1464 true ENSGALP00000015615 signal recognition particle 14kDa - CGNC Symbol 7302 12.5 10.1 1 30.0 (M:30.0) 1 12.7 4.04 1464
1465 true ENSGALP00000005353 strawberry notch homolog 1 (Drosophila) - CGNC Symbol 53166 153.8 7 1 30.0 (M:30.0) 1 0.9 0.94 1465
1466 true ENSGALP00000014204 alpha-aspartyl dipeptidase - CGNC Symbol 52131 27.3 6.7 1 29.8 (M:29.8) 1 4.5 4.9 1466
1467 true ENSGALP00000037185 X-ray repair complementing defective repair in Chinese hamster cells 6 - CGNC Symbol 9044 71.2 5.8 1 29.8 (M:29.8) 1 2.2 2.2 1467
1468 true ENSGALP00000006299 protein arginine methyltransferase 3 - CGNC Symbol 2905 59.4 4.8 1 29.7 (M:29.7) 1 3.6 1 1468
1469 true ENSGALP00000042251 endosulfine alpha - CGNC Symbol 23246 12.7 9.5 1 29.7 (M:29.7) 1 14.5 2.4 1469
1470 true ENSGALP00000020852 signal sequence receptor alpha - CGNC Symbol 9701 32.2 4.4 1 29.7 (M:29.7) 1 5.2 1.22 1470
1471 true ENSGALP00000043461 eukaryotic translation initiation factor 3 subunit K - HGNC:24656 34.2 5.9 1 29.7 (M:29.7) 1 3.7 12.39 1471
1472 true ENSGALP00000013837 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 6450 50.6 9 1 29.6 (M:29.6) 1 2 17.82 1472
1473 true ENSGALP00000019664 family with sequence similarity 83 member F - CGNC Symbol 9137 52.2 7.7 1 29.6 (M:29.6) 1 2 24.87 1473
1474 true ENSGALP00000029837 Gallus gallus COX17 cytochrome c oxidase copper chaperone (COX17) mRNA. - RefSeq mRNA NM_0013 7.2 7.6 1 29.5 (M:29.5) 1 25.4 3.82 1474
1475 true ENSGALP00000040901 chromosome 14 open reading frame 1 - HGNC:1187 12 7.8 1 29.4 (M:29.4) 1 13.9 6.99 1475
1476 true ENSGALP00000013500 family with sequence similarity 185 member A - CGNC Symbol 50577 36.5 9.1 1 29.4 (M:29.4) 1 3.6 7.56 1476
1477 true ENSGALP00000026660 zinc finger (CCCH type) RNA-binding motif and serine/arginine rich 2 - CGNC Symbol 53238 57.3 9.8 1 29.4 (M:29.4) 1 2.1 10.26 1477
1478 true ENSGALP00000039779 RAB33A member RAS oncogene family - CGNC Symbol 16980 25.1 8.7 2 29.4 (M:29.4) 1 4.5 8.68 1478
1479 true ENSGALP00000024617 mitochondrial ribosomal protein L15 - CGNC Symbol 11375 33.6 10.1 1 29.3 (M:29.3) 1 3.4 13.51 1479
1480 true ENSGALP00000025411 RNA guanylyltransferase and 5'-phosphatase - CGNC Symbol 11776 68.8 8.2 1 29.3 (M:29.3) 1 2.7 7.39 1480
1481 true ENSGALP00000042650 transmembrane emp24 protein transport domain containing 4 - CGNC Symbol 63657 23 9.4 1 29.3 (M:29.3) 1 4.4 4.3 1481
1482 true ENSGALP00000032172 transducin-like enhancer of split 4 (E(sp1) homolog Drosophila) - CGNC Symbol 49035 83.7 7.2 1 29.3 (M:29.3) 1 1.7 0.14 1482
1483 true ENSGALP00000015688 apoptosis and caspase activation inhibitor - CGNC Symbol 7338 38.6 5.3 1 29.3 (M:29.3) 1 4.8 1.75 1483
1484 true ENSGALP00000011843 catenin (cadherin-associated protein) delta 1 - CGNC Symbol 53492 66.6 6.3 1 29.2 (M:29.2) 1 1.8 4.35 1484
1485 true ENSGALP00000042597 myeloid differentiation primary response 88 - CGNC Symbol 4445 33.8 5.9 2 29.2 (M:29.2) 1 2.7 0.65 1485
1486 true ENSGALP00000009787 NADH:ubiquinone oxidoreductase subunit AB1 - CGNC Symbol 4554 16.5 5.1 1 29.1 (M:29.1) 1 10 1.67 1486
1487 true ENSGALP00000007586 aldehyde dehydrogenase 3 family member A2 - CGNC Symbol 50558 54.1 8.2 1 29.0 (M:29.0) 1 2.4 0.8 1487
1488 true ENSGALP00000017157 oxysterol binding protein like 9 - CGNC Symbol 8015 83.2 5.6 1 29.0 (M:29.0) 1 1.4 6.88 1488
1489 true ENSGALP00000013340 F-box protein 21 - CGNC Symbol 6217 70.7 6.6 1 29.0 (M:29.0) 1 2.1 6.4 1489
1490 true ENSGALP00000015775 kelch-like 23 (Drosophila) - CGNC Symbol 14301 64.1 5.8 1 28.9 (M:28.9) 1 1.8 22.97 1490
1491 true ENSGALP00000022832 nuclear transcription factor X-box binding like 1 - HGNC:18726 100.2 8.8 1 28.9 (M:28.9) 1 2.5 15.56 1491
1492 true ENSGALP00000024167 transportin 1 - CGNC Symbol 11160 88.5 4.9 1 28.9 (M:28.9) 1 1.5 0.19 1492
1493 true ENSGALP00000022871 tubulin tyrosine ligase like 12 - CGNC Symbol 10561 72.8 5.1 1 28.9 (M:28.9) 1 1.6 7.05 1493
1494 true ENSGALP00000018029 glutaredoxin 5 - CGNC Symbol 8413 17.4 7.8 1 28.8 (M:28.8) 1 4.9 1.51 1494
1495 true ENSGALP00000043315 flavin adenine dinucleotide synthetase 1 - CGNC Symbol 65166 57.2 6.3 1 28.8 (M:28.8) 1 2.7 15.24 1495
1496 true ENSGALP00000018326 phospholipase C like 2 - HGNC:9064 125 6.1 1 28.8 (M:28.8) 1 1.3 7.66 1496
1497 true ENSGALP00000043242 RAD23 homolog A (S. cerevisiae) - CGNC Symbol 63890 24 4.2 1 28.8 (M:28.8) 1 4.2 3.8 1497
1498 true ENSGALP00000040975 Hsap of 1: torsin 1A interacting protein 1 - HGNC:29456 45 7.2 1 28.7 (M:28.7) 1 2.2 7.62 1498
1499 true ENSGALP00000041832 Ubiquitin-conjugating enzyme E2 variant 2 - UP Q5F3Z3 16.3 7.8 1 28.5 (M:28.5) 1 6.2 4.7 1499
1500 true ENSGALP00000027492 exosome component 8 - CGNC Symbol 66133 29.8 5.2 1 28.5 (M:28.5) 1 5.8 3.96 1500
1501 true ENSGALP00000027027 phosducin like 3 - CGNC Symbol 12579 27.8 4.8 1 28.5 (M:28.5) 1 4.6 3.34 1501
1502 true ENSGALP00000041256 Shwachman-Bodian-Diamond syndrome-like - CGNC Symbol 64719 28.8 8.7 1 28.4 (M:28.4) 1 4 25621.03 1502
1503 true ENSGALP00000021759 SOGA family member 2 - CGNC Symbol 10057 181.4 5.5 1 28.4 (M:28.4) 1 0.7 7.36 1503
1504 true ENSGALP00000019493 MAD2 mitotic arrest deficient-like 1 (yeast) - CGNC Symbol 51801 23.7 5.3 1 28.3 (M:28.3) 1 4.9 8.25 1504
1505 true ENSGALP00000003157 NADH:ubiquinone oxidoreductase subunit B6 - CGNC Symbol 1444 14.9 9.7 1 28.3 (M:28.3) 1 13.3 5.01 1505
1506 true ENSGALP00000032639 even-skipped homeobox 2 - CGNC Symbol 14314 43.8 9 1 28.2 (M:28.2) 1 2.1 4.34 1506
1507 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 1 28.2 (M:28.2) 1 2.2 4.56 1507
1508 true ENSGALP00000016608 target of EGR1 member 1 (nuclear) - CGNC Symbol 7782 59.7 6 1 28.2 (M:28.2) 1 2.8 2.5 1508
1509 true ENSGALP00000036860 single-stranded DNA binding protein 2 - CGNC Symbol 16020 37.7 6.2 1 28.2 (M:28.2) 1 2.8 1.91 1509
1510 true ENSGALP00000016543 Hsap of 64: CTAGE family member 9 - HGNC:37275 157.3 4.6 1 28.2 (M:28.2) 1 1 5.03 1510
1511 true ENSGALP00000010899 ATP synthase H+ transporting mitochondrial F1 complex gamma polypeptide 1 - CGNC Symbol 5096 32.7 9.4 1 28.1 (M:28.1) 1 5.1 9.25 1511
1512 true ENSGALP00000042339 Hsap of 1: SIK family kinase 3 - HGNC:29165 79.7 6.9 2 28.1 (M:28.1) 1 2.9 8.71 1512
1513 true ENSGALP00000018846 G-rich RNA sequence binding factor 1 - CGNC Symbol 8792 44.2 6.5 1 28.1 (M:28.1) 1 3 7.53 1513
1514 true ENSGALP00000015195 cramped chromatin regulator homolog 1 - HGNC:14122 137.9 8.1 1 28.0 (M:28.0) 1 0.5 7.38 1514
1515 true ENSGALP00000012471 nucleophosmin/nucleoplasmin 3 - CGNC Symbol 5822 16.4 4.5 1 28.0 (M:28.0) 1 5.4 7.72 1515
1516 true ENSGALP00000007948 solute carrier family 27 (fatty acid transporter) member 4 - CGNC Symbol 3690 72.6 8.7 1 28.0 (M:28.0) 1 1.9 8.62 1516
1517 true ENSGALP00000023172 galectin-8 - Refseq NP_001010843 33.7 8.2 2 27.8 (M:27.8) 1 3.4 5.92 1517
1518 true ENSGALP00000015591 schwannomin interacting protein 1 - CGNC Symbol 7293 45.3 5 1 27.8 (M:27.8) 1 2.9 23.67 1518
1519 true ENSGALP00000011881 citron rho-interacting serine/threonine kinase - CGNC Symbol 5556 236.7 6.3 1 27.8 (M:27.8) 1 0.7 2.37 1519
1520 true ENSGALP00000003301 poly(ADP-ribose) glycohydrolase - CGNC Symbol 52005 107.4 6.3 1 27.7 (M:27.7) 1 0.9 5.14 1520
1521 true ENSGALP00000036573 anti-silencing function 1A histone chaperone - HGNC:20995 19 4.4 1 27.7 (M:27.7) 1 4.7 0.36 1521
1522 true ENSGALP00000020805 glial cells missing homolog 2 (Drosophila) - CGNC Symbol 9680 52.8 8.4 1 27.6 (M:27.6) 1 1.9 7.78 1522
1523 true ENSGALP00000017172 nardilysin convertase - CGNC Symbol 8022 126.8 5 1 27.5 (M:27.5) 1 1 0.55 1523
1524 true ENSGALP00000013962 nucleolar and spindle associated protein 1 - CGNC Symbol 6511 52.2 9.9 1 27.5 (M:27.5) 1 2.1 3.7 1524
1525 true ENSGALP00000006690 WD repeat domain phosphoinositide interacting 1 - CGNC Symbol 3095 60.3 9 1 27.4 (M:27.4) 1 1.3 34621.66 1525
1526 true ENSGALP00000006532 DnaJ heat shock protein family (Hsp40) member A2 - CGNC Symbol 3019 42.9 6.2 1 27.4 (M:27.4) 1 2.1 4.53 1526
1527 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 27.3 (M:27.3) 1 3.3 4.77 1527
1528 true ENSGALP00000003621 COMM domain containing 10 - CGNC Symbol 1645 22.7 6.2 1 27.3 (M:27.3) 1 6.4 14.73 1528
1529 true ENSGALP00000040448 FCH and double SH3 domains 1 - CGNC Symbol 1887 74.5 5.2 1 27.2 (M:27.2) 1 2.4 5.29 1529
1530 true ENSGALP00000008091 dyskerin pseudouridine synthase 1 - CGNC Symbol 3757 58.1 9.3 1 27.2 (M:27.2) 1 1.7 0.53 1530
1531 true ENSGALP00000022815 cytochrome c oxidase subunit 5A - CGNC Symbol 10534 17 6.8 1 27.1 (M:27.1) 1 4.5 14.24 1531
1532 true ENSGALP00000008496 chromosome transmission fidelity factor 18 - CGNC Symbol 3952 108.5 7 1 27.1 (M:27.1) 1 1.5 9.14 1532
1533 true ENSGALP00000017597 ERO1-like beta (S. cerevisiae) - CGNC Symbol 8234 51.5 7.3 1 27.1 (M:27.1) 1 1.6 7.03 1533
1534 true ENSGALP00000039428 DEAD (Asp-Glu-Ala-Asp) box polypeptide 20 - CGNC Symbol 1040 85.7 6.7 1 27.0 (M:27.0) 1 0.8 8.75 1534
1535 true ENSGALP00000016357 lysine (K)-specific demethylase 4A - CGNC Symbol 7658 119.6 5.6 1 26.9 (M:26.9) 1 1.4 2.08 1535
1536 true ENSGALP00000025851 DDB1 and CUL4 associated factor 13 - CGNC Symbol 12009 51.4 9.5 1 26.9 (M:26.9) 1 2.9 2.59 1536
1537 true ENSGALP00000018294 tryptophanyl-tRNA synthetase - CGNC Symbol 8529 53.7 6.8 1 26.9 (M:26.9) 1 1.5 6.48 1537
1538 true ENSGALP00000040689 ubiquitin-conjugating enzyme E2M - CGNC Symbol 64454 19.7 4.8 1 26.9 (M:26.9) 1 6.4 3.62 1538
1539 true ENSGALP00000023239 cystatin B (stefin B) - CGNC Symbol 10723 11.2 6.2 1 26.8 (M:26.8) 1 12.2 2.06 1539
1540 true ENSGALP00000010970 neurotrophic tyrosine kinase receptor type 3 - CGNC Symbol 49641 97.4 6.4 1 26.8 (M:26.8) 1 2.2 16.2 1540
1541 true ENSGALP00000007113 no description available 63.7 5.5 1 26.8 (M:26.8) 1 1.7 18.9 1541
1542 true ENSGALP00000021578 protein phosphatase 1 regulatory (inhibitor) subunit 9B - CGNC Symbol 49463 93.9 5.1 1 26.8 (M:26.8) 1 2.4 7.42 1542
1543 true ENSGALP00000037725 NSA2 ribosome biogenesis homolog - CGNC Symbol 53017 30 10.3 1 26.8 (M:26.8) 1 3.8 8.98 1543
1544 true ENSGALP00000025281 Wolf-Hirschhorn syndrome candidate 1 - CGNC Symbol 11713 157.5 9.1 1 26.8 (M:26.8) 1 0.9 15.25 1544
1545 true ENSGALP00000008112 adaptor-related protein complex 3 mu 1 subunit - CGNC Symbol 52039 47 6.5 1 26.7 (M:26.7) 1 2.9 2.87 1545
1546 true ENSGALP00000018906 nuclear receptor subfamily 1 group H member 4 - CGNC Symbol 8812 54.5 6.2 1 26.7 (M:26.7) 1 1.5 10.87 1546
1547 true ENSGALP00000007133 zinc finger CCHC-type containing 8 - CGNC Symbol 3310 68.7 4.9 1 26.7 (M:26.7) 1 3.3 1.85 1547
1548 true ENSGALP00000005868 WD repeat domain 70 - CGNC Symbol 2712 71.1 6.1 1 26.7 (M:26.7) 1 2 3.8 1548
1549 true ENSGALP00000014499 copper metabolism domain containing 1 - CGNC Symbol 6782 21.4 5.2 1 26.7 (M:26.7) 1 6.7 8.98 1549
1550 true ENSGALP00000011876 sperm associated antigen 9 - CGNC Symbol 5554 148.5 5.1 1 26.7 (M:26.7) 1 0.6 1.9 1550
1551 true ENSGALP00000025342 Uncharacterized protein - UniProtKB/TrEMBL F5H0B0 - CGNC Symbol 11745 19.8 4.9 1 26.6 (M:26.6) 1 6 24457.57 1551
1552 true ENSGALP00000040190 pyroglutamyl-peptidase I - CGNC Symbol 17204 22.7 5.4 1 26.6 (M:26.6) 1 9.6 4.88 1552
1553 true ENSGALP00000017671 DEAD (Asp-Glu-Ala-Asp) box helicase 24 - CGNC Symbol 8271 91.6 9.1 1 26.5 (M:26.5) 1 2.1 19.2 1553
1554 true ENSGALP00000004839 2-oxoglutarate and iron dependent oxygenase domain containing 1 - CGNC Symbol 2224 55.5 4.8 1 26.5 (M:26.5) 1 3.5 2.39 1554
1555 true ENSGALP00000027526 furry homolog (Drosophila) - CGNC Symbol 12824 338.4 5.6 1 26.5 (M:26.5) 1 0.2 16.19 1555
1556 true ENSGALP00000018290 ankyrin repeat domain 28 - CGNC Symbol 8527 116.3 5.6 1 26.5 (M:26.5) 1 1 15.98 1556
1557 true ENSGALP00000015663 G-patch domain containing 2 - CGNC Symbol 7329 56.5 8.7 1 26.4 (M:26.4) 1 1.2 1.46 1557
1558 true ENSGALP00000020319 extracellular leucine-rich repeat and fibronectin type III domain containing 2 - CGNC Symbol 9452 90.2 8.5 1 26.3 (M:26.3) 1 1 1.16 1558



1559 true ENSGALP00000011018 ubiquitin specific peptidase 19 - HGNC:12617 160.2 7.3 1 26.3 (M:26.3) 1 1.1 2.94 1559
1560 true ENSGALP00000019335 serine hydrolase-like 2 - CGNC Symbol 50644 34.1 9 1 26.2 (M:26.2) 1 4.3 7.4 1560
1561 true ENSGALP00000029248 chromobox homolog 1 - CGNC Symbol 49096 21.5 4.9 1 26.2 (M:26.2) 1 6.5 0.66 1561
1562 true ENSGALP00000006852 tweety homolog 3 (Drosophila) - CGNC Symbol 3169 57.3 5.3 1 26.1 (M:26.1) 1 2.7 1.72 1562
1563 true ENSGALP00000026614 retinoschisin 1 - CGNC Symbol 12377 25.6 8.5 1 26.1 (M:26.1) 1 5.4 3.37 1563
1564 true ENSGALP00000009829 Gallus gallus hypoxanthine phosphoribosyltransferase 1 (HPRT1) mRNA. - RefSeq mRNA NM_204848 23.7 8.3 1 26.0 (M:26.0) 1 5.3 3.28 1564
1565 true ENSGALP00000024699 glucosamine (UDP-N-acetyl)-2-epimerase/N-acetylmannosamine kinase - CGNC Symbol 11417 82.7 6.8 1 26.0 (M:26.0) 1 1.2 1.2 1565
1566 true ENSGALP00000017902 oxysterol binding protein-like 3 - CGNC Symbol 8366 97.3 6.4 1 26.0 (M:26.0) 1 1.4 5.82 1566
1567 true ENSGALP00000042880 KIAA0040 - CGNC Symbol 52193 12.6 9.8 1 26.0 (M:26.0) 1 11.9 1.12 1567
1568 true ENSGALP00000009169 Uncharacterized protein - UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 4269 49.9 9.3 1 26.0 (M:26.0) 1 2.2 0.22 1568
1569 true ENSGALP00000013926 cullin 4B - CGNC Symbol 6494 101.3 8 1 26.0 (M:26.0) 1 1.2 18.81 1569
1570 true ENSGALP00000019213 Hsap of 4: transmembrane protease serine 11F - HGNC:29994 50.5 8.8 1 25.9 (M:25.9) 1 2.7 13.1 1570
1571 true ENSGALP00000015844 arylsulfatase A - CGNC Symbol 7409 54.9 6.2 1 25.8 (M:25.8) 1 4 5.96 1571
1572 true ENSGALP00000038829 Hsap of 9: DEAD-box helicase 19A - HGNC:25628 53.9 5.8 1 25.8 (M:25.8) 1 1.9 1.54 1572
1573 true ENSGALP00000011803 THO complex 7 - CGNC Symbol 5517 23.9 5.9 1 25.8 (M:25.8) 1 6.4 3.68 1573
1574 true ENSGALP00000023447 Hsap of 4: EMG1 N1-specific pseudouridine methyltransferase - HGNC:16912 26.2 9 1 25.8 (M:25.8) 1 4.6 15.48 1574
1575 true ENSGALP00000007531 staufen double-stranded RNA binding protein 1 - CGNC Symbol 3511 71.6 9.5 2 25.8 (M:25.8) 1 2.4 4.51 1575
1576 true ENSGALP00000019357 transcription factor 20 (AR1) - CGNC Symbol 9003 209.2 9.1 1 25.8 (M:25.8) 1 0.9 10.34 1576
1577 true ENSGALP00000021055 dynamin 1-like - CGNC Symbol 9791 77.6 6.2 1 25.7 (M:25.7) 1 1.6 2.9 1577
1578 true ENSGALP00000005724 flap structure-specific endonuclease 1 - CGNC Symbol 55445 43 8.3 1 25.7 (M:25.7) 1 2.6 15.28 1578
1579 true ENSGALP00000000140 ubiquitin conjugating enzyme E2 T - CGNC Symbol 48 22 9 1 25.6 (M:25.6) 1 7.7 2.29 1579
1580 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 25.5 (M:25.5) 1 3.4 3.88 1580
1581 true ENSGALP00000032837 basic leucine zipper and W2 domains 1 - CGNC Symbol 6230 48 5.7 1 25.4 (M:25.4) 1 1.9 15.5 1581
1582 true ENSGALP00000030904 avian beta-defensin 2 - CGNC Symbol 49507 7.1 9.4 1 25.3 (M:25.3) 1 23.4 8.11 1582
1583 true ENSGALP00000041099 transmembrane protein 38B - HGNC:25535 31.7 9.2 1 25.3 (M:25.3) 1 4.2 21907.54 1583
1584 true ENSGALP00000034328 hes related family bHLH transcription factor with YRPW motif-like - CGNC Symbol 14636 34 10.4 1 25.3 (M:25.3) 1 4.1 11.84 1584
1585 true ENSGALP00000032688 protein phosphatase 4 regulatory subunit 2 - CGNC Symbol 5906 40.8 4.5 1 25.3 (M:25.3) 1 4.1 3.82 1585
1586 true ENSGALP00000011298 eukaryotic elongation factor 2 kinase - CGNC Symbol 5269 82.8 5.2 1 25.3 (M:25.3) 1 1.8 4.41 1586
1587 true ENSGALP00000020359 USP6 N-terminal like - CGNC Symbol 5064 55.3 7.3 1 25.2 (M:25.2) 1 2.5 5.1 1587
1588 true ENSGALP00000012992 ubiquitin-conjugating enzyme E2 variant 1 - CGNC Symbol 62089 16.3 7.7 1 25.2 (M:25.2) 1 6.2 5.3 1588
1589 true ENSGALP00000007768 peptidylprolyl isomerase H - CGNC Symbol 3618 19.2 8.3 1 25.2 (M:25.2) 1 4.5 3.98 1589
1590 true ENSGALP00000003934 mannose-1-phosphate guanyltransferase beta - Refseq NP_001280244 39.4 6.8 1 25.1 (M:25.1) 1 3.1 2.52 1590
1591 true ENSGALP00000038260 progesterone receptor membrane component 1 - CGNC Symbol 14133 21.3 4.7 1 25.1 (M:25.1) 1 7.3 2.08 1591
1592 true ENSGALP00000024224 cyclin-dependent kinase 19 - CGNC Symbol 11193 50.1 8.8 1 25.1 (M:25.1) 1 2.7 2.6 1592
1593 true ENSGALP00000038592 huntingtin interacting protein 1 related - CGNC Symbol 50356 110.1 5.7 1 25.0 (M:25.0) 1 1.2 8.06 1593
1594 true ENSGALP00000013275 origin recognition complex subunit 5 - CGNC Symbol 6200 51.7 8.4 1 25.0 (M:25.0) 1 2.7 1.14 1594
1595 true ENSGALP00000002091 TRAF3 interacting protein 3 - CGNC Symbol 940 61.6 8.6 1 25.0 (M:25.0) 1 2.4 4.54 1595
1596 true ENSGALP00000003855 potassium channel subfamily T member 2 - CGNC Symbol 1752 149.1 8.8 1 25.0 (M:25.0) 1 0.6 2.01 1596
1597 true ENSGALP00000023381 coiled-coil and C2 domain containing 2A - CGNC Symbol 10788 177.4 5.6 1 24.9 (M:24.9) 1 0.9 23448.8 1597
1598 true ENSGALP00000002907 Gallus gallus RAS p21 protein activator 4 (RASA4) mRNA. - RefSeq mRNA NM_001291781 89.4 6.3 1 24.9 (M:24.9) 1 1 9.02 1598
1599 true ENSGALP00000034390 nuclear transcription factor Y subunit gamma - CGNC Symbol 2316 37.5 4.9 1 24.9 (M:24.9) 1 2.4 6.05 1599
1600 true ENSGALP00000005711 aspartyl-tRNA synthetase 2 mitochondrial - CGNC Symbol 16680 71.2 6.2 1 24.8 (M:24.8) 1 1.9 13.51 1600
1601 true ENSGALP00000005030 bromodomain containing 8 - CGNC Symbol 50195 132.2 4.6 1 24.8 (M:24.8) 1 0.7 15.67 1601
1602 true ENSGALP00000011236 phosphoinositide-3-kinase interacting protein 1 - CGNC Symbol 5241 28.2 5.9 1 24.6 (M:24.6) 1 3 22.56 1602
1603 true ENSGALP00000014820 LSM8 homolog U6 small nuclear RNA associated (S. cerevisiae) - CGNC Symbol 6932 10.7 4.3 1 24.6 (M:24.6) 1 10 13.45 1603
1604 true ENSGALP00000041842 sirtuin 2 - HGNC:10886 38.9 5.5 1 24.6 (M:24.6) 1 3.1 12.63 1604
1605 true ENSGALP00000004528 leucine rich repeat containing 45 - CGNC Symbol 2077 76 6.7 1 24.5 (M:24.5) 1 1.5 22.69 1605
1606 true ENSGALP00000017386 adenylosuccinate synthase - CGNC Symbol 53408 43.9 6 1 24.5 (M:24.5) 1 3.5 1.46 1606
1607 true ENSGALP00000023850 ATPase H+ transporting lysosomal 70kDa V1 subunit A - CGNC Symbol 10976 68.3 5.6 2 24.5 (M:24.5) 1 2 14.05 1607
1608 true ENSGALP00000039316 protein kinase C theta - CGNC Symbol 57974 81.8 6.9 1 24.5 (M:24.5) 1 0.8 6.5 1608
1609 true ENSGALP00000023936 3-hydroxy-3-methylglutaryl-CoA synthase 1 (soluble) - CGNC Symbol 49779 57.6 5.5 1 24.5 (M:24.5) 1 1.9 1.38 1609
1610 true ENSGALP00000005593 solute carrier family 32 (GABA vesicular transporter) member 1 - CGNC Symbol 2585 57.3 6.3 1 24.4 (M:24.4) 1 1.9 8.92 1610
1611 true ENSGALP00000013898 ALG12 alpha-1 6-mannosyltransferase - CGNC Symbol 50582 22.4 9.6 1 24.4 (M:24.4) 1 6.1 8.26 1611
1612 true ENSGALP00000001745 Fli-1 proto-oncogene ETS transcription factor - CGNC Symbol 51069 48.8 6.3 1 24.3 (M:24.3) 1 4.9 7.29 1612
1613 true ENSGALP00000037252 polymerase (DNA) eta - CGNC Symbol 7850 74.6 9.2 1 24.3 (M:24.3) 1 1.4 3.26 1613
1614 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 24.3 (M:24.3) 1 7.8 1.34 1614
1615 true ENSGALP00000042242 Hsap of 1: chromosome 2 open reading frame 69 - HGNC:26799 41.9 6.6 1 24.3 (M:24.3) 1 3.4 2.23 1615
1616 true ENSGALP00000027307 COMM domain containing 6 - CGNC Symbol 12704 22.6 6.4 1 24.2 (M:24.2) 1 4.8 30222.62 1616
1617 true ENSGALP00000007747 FIC domain containing - CGNC Symbol 50368 51.4 8.2 1 24.2 (M:24.2) 1 1.3 21.92 1617
1618 true ENSGALP00000020598 cryptochrome circadian clock 1 - CGNC Symbol 9591 70.1 8.3 1 24.1 (M:24.1) 1 2.6 0.2 1618
1619 true ENSGALP00000012932 nucleoporin 85kDa - CGNC Symbol 6035 77.3 5.8 1 24.1 (M:24.1) 1 1.5 9.4 1619
1620 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 24.1 (M:24.1) 1 2.2 0.03 1620
1621 true ENSGALP00000038409 alpha-methylacyl-CoA racemase - CGNC Symbol 53085 42.9 8.7 1 24.1 (M:24.1) 1 3.6 6.73 1621
1622 true ENSGALP00000001243 adaptor-related protein complex 1 gamma 1 subunit - CGNC Symbol 554 91.3 6.4 1 24.1 (M:24.1) 1 1.1 3.73 1622
1623 true ENSGALP00000033675 uracil-DNA glycosylase - CGNC Symbol 49003 34 9.6 1 24.0 (M:24.0) 1 5.4 13.55 1623
1624 true ENSGALP00000012634 zinc finger protein 217 - CGNC Symbol 5897 119 8 1 24.0 (M:24.0) 1 1.1 5.98 1624
1625 true ENSGALP00000006575 ubiquitin specific peptidase 20 - CGNC Symbol 3037 101.8 5.8 1 24.0 (M:24.0) 1 0.8 8.51 1625
1626 true ENSGALP00000024711 trimethylguanosine synthase 1 - CGNC Symbol 11425 99.4 5.1 1 23.9 (M:23.9) 1 1.1 6.57 1626
1627 true ENSGALP00000042265 cathelicidin-B1-like - CGNC Symbol 64671 27 8.9 1 23.9 (M:23.9) 1 2.4 9.34 1627
1628 true ENSGALP00000010498 zinc finger AN1-type domain 6 - CGNC Symbol 4905 17.8 5.1 1 23.9 (M:23.9) 1 10.9 6.47 1628
1629 true ENSGALP00000001033 calcium channel voltage-dependent L type alpha 1S subunit - CGNC Symbol 49591 208.3 6.1 1 23.8 (M:23.8) 1 0.5 21.93 1629
1630 true ENSGALP00000027603 mitochondrial intermediate peptidase - CGNC Symbol 12858 79.5 6 1 23.8 (M:23.8) 1 1.4 13.3 1630
1631 true ENSGALP00000000127 integrator complex subunit 4 - CGNC Symbol 50899 108.6 6.4 1 23.7 (M:23.7) 1 1.5 2.83 1631
1632 true ENSGALP00000042601 cyclin T1 - CGNC Symbol 63915 64.7 9.1 1 23.6 (M:23.6) 1 1.3 1.52 1632
1633 true ENSGALP00000013183 pseudouridylate synthase 7 (putative) - CGNC Symbol 6164 73.9 6.2 1 23.3 (M:23.3) 1 2.5 3.64 1633
1634 true ENSGALP00000028462 aryl hydrocarbon receptor nuclear translocator - CGNC Symbol 49009 87.6 6.1 1 23.2 (M:23.2) 1 2.2 2.35 1634
1635 true ENSGALP00000023242 coiled-coil domain containing 58 - CGNC Symbol 10725 16.7 7.7 1 23.2 (M:23.2) 1 13.9 13586.71 1635
1636 true ENSGALP00000005991 Sad1 and UNC84 domain containing 1 - CGNC Symbol 2766 105.4 6.6 1 23.2 (M:23.2) 1 1 2.79 1636
1637 true ENSGALP00000013448 calcium homeostasis modulator 1 - CGNC Symbol 6266 38.7 8.7 1 23.0 (M:23.0) 1 2.9 12.53 1637
1638 true ENSGALP00000017268 mediator of cell motility 1 - CGNC Symbol 8068 33.3 6.5 1 22.9 (M:22.9) 1 4.4 0.02 1638
1639 true ENSGALP00000017444 protein phosphatase 4 regulatory subunit 3A - CGNC Symbol 8158 93.9 4.8 1 22.8 (M:22.8) 1 1.5 9.74 1639
1640 true ENSGALP00000012098 YME1 like 1 ATPase - CGNC Symbol 5652 81.1 8.8 1 22.8 (M:22.8) 1 1.4 4.4 1640
1641 true ENSGALP00000019532 ubiquitin specific peptidase 53 - CGNC Symbol 9085 124.6 8.6 1 22.8 (M:22.8) 1 1.4 8.64 1641
1642 true ENSGALP00000019631 actin-related protein 10 homolog (S. cerevisiae) - CGNC Symbol 63179 46.2 6 1 22.7 (M:22.7) 1 2.4 6.32 1642
1643 true ENSGALP00000039434 reticulon 4 - CGNC Symbol 6163 36.1 4.8 1 22.7 (M:22.7) 1 4.9 4.1 1643
1644 true ENSGALP00000040785 Hsap of 16: DDB1 and CUL4 associated factor 8-like 1 - HGNC:31810 43.7 4.8 1 22.7 (M:22.7) 1 2.3 2.68 1644
1645 true ENSGALP00000021774 nicalin - CGNC Symbol 10064 63 5.9 1 22.6 (M:22.6) 1 2.5 1.34 1645
1646 true ENSGALP00000031498 GAR1 ribonucleoprotein - HGNC:14264 19.3 10.4 1 22.4 (M:22.4) 1 5.4 21.24 1646
1647 true ENSGALP00000018679 ribosomal protein L37a - CGNC Symbol 55686 10.1 10.4 1 22.4 (M:22.4) 1 8.8 5.67 1647
1648 true ENSGALP00000014369 no description available 10.8 9.8 1 22.4 (M:22.4) 1 7.9 21.03 1648
1649 true ENSGALP00000042896 Hsap of 1: solute carrier family 27 member 5 - HGNC:10999 40.3 8 1 22.4 (M:22.4) 1 2.2 17.69 1649
1650 true ENSGALP00000023856 Gallus gallus N(alpha)-acetyltransferase 50 NatE catalytic subunit (NAA50) mRNA. - RefSeq mRNA NM_ 19.5 8.9 1 22.2 (M:22.2) 1 8.8 9.28 1650
1651 true ENSGALP00000033089 NADH:ubiquinone oxidoreductase subunit A10 - CGNC Symbol 3165 41.4 5.9 1 21.9 (M:21.9) 1 2.5 19.05 1651
1652 true ENSGALP00000009265 serine/threonine kinase 25 - CGNC Symbol 4308 48.7 6.3 1 21.9 (M:21.9) 1 2.8 23194.34 1652
1653 true ENSGALP00000041224 Gallus gallus translocase of inner mitochondrial membrane 13 homolog (yeast) (TIMM13) mRNA. - RefS   11 8.4 1 21.8 (M:21.8) 1 7.9 13.79 1653
1654 true ENSGALP00000014343 FK506 binding protein 15 133kDa - CGNC Symbol 6708 131.9 4.9 1 21.4 (M:21.4) 1 0.7 5.87 1654
1655 true ENSGALP00000004388 acylaminoacyl-peptide hydrolase - CGNC Symbol 2008 81.2 5.8 1 21.2 (M:21.2) 1 0.8 13.25 1655
1656 true ENSGALP00000000955 CTP synthase 1 - CGNC Symbol 429 69.7 7 1 21.1 (M:21.1) 1 1.6 2.12 1656
1657 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 21.0 (M:21.0) 1 9.3 1.37 1657
1658 true ENSGALP00000025935 tissue specific transplantation antigen P35B - CGNC Symbol 12057 36.4 6.9 1 20.8 (M:20.8) 1 2.8 5.03 1658
1659 true ENSGALP00000034732 no description available 35 6 1 20.5 (M:20.5) 1 3.7 6.01 1659
1660 true ENSGALP00000025396 ubiquitin conjugating enzyme E2 J1 - CGNC Symbol 11765 34.7 8.5 1 20.3 (M:20.3) 1 4.7 1.51 1660
1661 true ENSGALP00000037629 ring finger and CHY zinc finger domain containing 1 - CGNC Symbol 57005 22 6.1 1 20.1 (M:20.1) 1 5.8 5.76 1661
1662 true ENSGALP00000042488 cytosolic iron-sulfur assembly component 1 - HGNC:14280 40.5 5.5 1 20.1 (M:20.1) 1 3 3.71 1662



1663 true ENSGALP00000010548 TBC1 domain family member 12 - CGNC Symbol 4929 81 9.3 1 20.0 (M:20.0) 1 1.5 11.87 1663
1664 true ENSGALP00000009642 pre-mRNA processing factor 6 - CGNC Symbol 4493 106.7 8.2 1 19.9 (M:19.9) 1 1.6 16.61 1664
1665 true ENSGALP00000006037 dickkopf WNT signaling pathway inhibitor 1 - CGNC Symbol 2791 16.3 8.8 1 19.4 (M:19.4) 1 5.4 11.61 1665
1666 true ENSGALP00000022680 Hsap of 1: PHD finger protein 7 - HGNC:18458 24.1 6 1 19.2 (M:19.2) 1 4.6 27765.91 1666
1667 true ENSGALP00000012119 microtubule associated serine/threonine kinase like - CGNC Symbol 5664 98.8 5.3 1 19.1 (M:19.1) 1 2 21.03 1667
1668 true ENSGALP00000014173 Ras suppressor protein 1 - CGNC Symbol 6619 31.5 8.5 1 19.0 (M:19.0) 1 3.6 1.74 1668
1669 true Q7Z794 Keratin, type II cytoskeletal 1b OS=Homo sapiens GN=KRT77 PE=2 SV=3 61.9 5.7 1 17.8 (M:17.8) 1 4 2.59 1669
1670 true ENSGALP00000042107 no description available 51 8.3 1 16.9 (M:16.9) 1 3.9 10.14 1670
1671 true ENSGALP00000027424 SPRY domain containing 7 - CGNC Symbol 12771 21.7 6.3 1 16.2 (M:16.2) 1 4.6 27712.98 1671
1672 true ENSGALP00000002646 NudC domain containing 2 - CGNC Symbol 1211 17.8 5 1 16.1 (M:16.1) 1 4.5 35259.01 1672
1673 true ENSGALP00000001026 regulatory factor X7 - HGNC:25777 136 6 1 15.1 (M:15.1) 1 0.5 13.22 1673



Supptbl16_gprofiler_DiM_Tcellspecific

#pathway ID
pathway 
description

observed 
gene count

false 
discovery 
rate matching proteins in your network (IDs) matching proteins in your network (labels)

GO.0044237 cellular 
metabolic 
process

151 9.09E-09 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000229812,ENSP00000234313,ENSP00000235090,ENSP00000238112,ENSP00
000238497,ENSP00000250693,ENSP00000253363,ENSP00000259253,ENSP00000259512,ENSP00000
260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262741,ENSP00000263
125,ENSP00000263202,ENSP00000263239,ENSP00000264972,ENSP00000265073,ENSP00000265165,
ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENS
P00000268712,ENSP00000268876,ENSP00000269373,ENSP00000271373,ENSP00000271620,ENSP00
000276201,ENSP00000278060,ENSP00000280665,ENSP00000282050,ENSP00000284719,ENSP00000
285968,ENSP00000287143,ENSP00000290231,ENSP00000290349,ENSP00000292616,ENSP00000293
328,ENSP00000295640,ENSP00000296792,ENSP00000300134,ENSP00000300441,ENSP00000301729,
ENSP00000304985,ENSP00000306496,ENSP00000307786,ENSP00000308179,ENSP00000311572,ENS
P00000317445,ENSP00000323288,ENSP00000323858,ENSP00000323889,ENSP00000325548,ENSP00
000325905,ENSP00000327025,ENSP00000327589,ENSP00000331487,ENSP00000333266,ENSP00000
333664,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000339122,ENSP00000339
245,ENSP00000339381,ENSP00000339399,ENSP00000340347,ENSP00000340409,ENSP00000340823,
ENSP00000342905,ENSP00000343741,ENSP00000344193,ENSP00000345988,ENSP00000346827,ENS
P00000347184,ENSP00000347251,ENSP00000347648,ENSP00000347719,ENSP00000349723,ENSP00
000351490,ENSP00000352264,ENSP00000353401,ENSP00000353741,ENSP00000354061,ENSP00000
354340,ENSP00000354394,ENSP00000354687,ENSP00000355560,ENSP00000355632,ENSP00000356
001,ENSP00000356022,ENSP00000356953,ENSP00000357644,ENSP00000358060,ENSP00000358497,
ENSP00000358896,ENSP00000359393,ENSP00000359719,ENSP00000360828,ENSP00000361892,ENS
P00000362287,ENSP00000363763,ENSP00000363852,ENSP00000364310,ENSP00000364475,ENSP00
000364902,ENSP00000365462,ENSP00000365757,ENSP00000366563,ENSP00000367323,ENSP00000
367721,ENSP00000368124,ENSP00000369217,ENSP00000369682,ENSP00000369703,ENSP00000370
517,ENSP00000377470,ENSP00000377892,ENSP00000378485,ENSP00000379330,ENSP00000379847,
ENSP00000384774,ENSP00000385720,ENSP00000388658,ENSP00000392028,ENSP00000395929,ENS
P00000399518,ENSP00000401197,ENSP00000405574,ENSP00000409279,ENSP00000410447,ENSP00
000413493,ENSP00000417214,ENSP00000417401,ENSP00000417963,ENSP00000418379,ENSP00000
421566,ENSP00000425845,ENSP00000430432,ENSP00000433919,ENSP00000442349,ENSP00000458
238

ACAA1,ACSF2,ADNP,ALDH9A1,ARHGAP35,ARIH1,ART1,AS3MT,ATP
5A1,ATR,BCL11B,C14orf166,CAMK1D,CBR1,CD2AP,CDK13,CHD7,CIB
1,CLNS1A,CNDP2,CNP,CPSF3,CPSF3L,CREBBP,CRYZ,CSNK2A2,CUX1,
CYCS,DCP1B,DDX18,DDX27,DDX54,DERL1,DHX38,ECI1,EIF2C2,EIF2C
3,EPHB2,ETF1,FBP1,FN3KRP,FOXK2,FYB,GALNT2,GATAD2B,GLUD2,
GPS1,GTF2F2,GTF2H1,H2AFX,HDAC2,HELZ2,HK1,HMGB3,HTT,IKZF2
,KAT6A,KCNAB2,LEF1,LRWD1,MAPK14,MATK,MAX,MPC2,MRPL18,
MRPS26,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
OTUD4,P2RX7,PAOX,PARP15,PCCA,PFKP,PI4KA,PIK3CD,PIK3R3,PIP4
K2A,PLCH1,PLEK,PMM2,POFUT1,PPP2R5D,PRG3,PRKACB,PRKCQ,PR
UNE,PSAPL1,PTGR1,RAB33B,RBM39,RGS12,RNASE1,RNGTT,RNPEP,
RORC,RPUSD2,SART3,SATB1,SATB2,SCYL2,SDHC,SLC25A12,SLC44A1
,SMPD1,SOD2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,STK38,STK4,SUB1
,TAF1L,TARS2,TBCD,TBCE,TBL1XR1,TCF7,TDP1,TRIM25,TRMT6,TUB
B2A,UBA3,UBA7,UFD1L,UGGT1,UNC45B,UPF3B,USP19,UTP15,VIPA
S39,VPS4B,WASL,WDR3,WDR61,WDR77,XPNPEP1,YTHDC1,ZAP70,Z
FX,ZNF143,ZNF512



GO.0008152 metabolic 
process

160 1.75E-07 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229340,ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000235090,ENSP00
000238112,ENSP00000238497,ENSP00000242351,ENSP00000250693,ENSP00000253363,ENSP00000
257570,ENSP00000259253,ENSP00000259512,ENSP00000260926,ENSP00000261700,ENSP00000262
367,ENSP00000262506,ENSP00000262741,ENSP00000263125,ENSP00000263202,ENSP00000263239,
ENSP00000264972,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENS
P00000267973,ENSP00000268482,ENSP00000268712,ENSP00000268876,ENSP00000269373,ENSP00
000271373,ENSP00000271620,ENSP00000276201,ENSP00000278060,ENSP00000280665,ENSP00000
284719,ENSP00000285968,ENSP00000287143,ENSP00000290231,ENSP00000290349,ENSP00000292
616,ENSP00000293328,ENSP00000296792,ENSP00000298375,ENSP00000298942,ENSP00000300134,
ENSP00000300441,ENSP00000301729,ENSP00000302728,ENSP00000304985,ENSP00000306496,ENS
P00000307786,ENSP00000308179,ENSP00000311572,ENSP00000312734,ENSP00000315474,ENSP00
000317445,ENSP00000321195,ENSP00000323288,ENSP00000323858,ENSP00000323889,ENSP00000
324890,ENSP00000325905,ENSP00000327025,ENSP00000327589,ENSP00000331487,ENSP00000333
266,ENSP00000333363,ENSP00000333664,ENSP00000333873,ENSP00000335677,ENSP00000337353,
ENSP00000339122,ENSP00000339245,ENSP00000339381,ENSP00000339399,ENSP00000340347,ENS
P00000340409,ENSP00000340823,ENSP00000342905,ENSP00000343741,ENSP00000344193,ENSP00
000345988,ENSP00000346827,ENSP00000347184,ENSP00000347251,ENSP00000347648,ENSP00000
347719,ENSP00000348762,ENSP00000349723,ENSP00000351490,ENSP00000352264,ENSP00000353
401,ENSP00000353741,ENSP00000354061,ENSP00000354340,ENSP00000354394,ENSP00000354687,
ENSP00000355560,ENSP00000355632,ENSP00000356001,ENSP00000356022,ENSP00000356953,ENS
P00000357644,ENSP00000358060,ENSP00000358497,ENSP00000358896,ENSP00000359393,ENSP00
000359719,ENSP00000360828,ENSP00000361892,ENSP00000362153,ENSP00000362287,ENSP00000
363763,ENSP00000363852,ENSP00000364310,ENSP00000364475,ENSP00000364902,ENSP00000365
757,ENSP00000366084,ENSP00000366563,ENSP00000367323,ENSP00000367721,ENSP00000368124,
ENSP00000369217,ENSP00000369682,ENSP00000370517,ENSP00000377892,ENSP00000378485,ENS
P00000379330,ENSP00000379616,ENSP00000379847,ENSP00000384774,ENSP00000385720,ENSP00
000388658,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000400717,ENSP00000
401197,ENSP00000409279,ENSP00000410447,ENSP00000413493,ENSP00000417214,ENSP00000417
401,ENSP00000417580,ENSP00000417963,ENSP00000418379,ENSP00000421566,ENSP00000425845,
ENSP00000430432,ENSP00000433919,ENSP00000442349,ENSP00000458238

ABCC4,ACAA1,ACSF2,ADNP,AKR1E2,ALDH9A1,ARHGAP35,ARIH1,AR
T1,AS3MT,ATP11B,ATR,BCL11B,C14orf166,CAMK1D,CBR1,CD28,CD
2AP,CDK13,CHD7,CIB1,CLNS1A,CPSF3,CPSF3L,CREBBP,CRYZ,CSNK2
A2,CUX1,CYCS,DCP1B,DDX18,DDX27,DDX54,DERL1,DHX38,DNAH8,
ECI1,EIF2C2,EIF2C3,EPHB2,ETF1,FBP1,FN3KRP,FOXK2,FYB,GALNT2,
GATAD2B,GIMAP7,GLUD2,GNA13,GNL2,GPS1,GTF2F2,GTF2H1,GUS
B,H2AFX,HDAC2,HELZ2,HK1,HMGB3,HTT,IAH1,IKZF2,KAT6A,KCNAB
2,LEF1,LRWD1,LSS,MAPK14,MATK,MAX,MPC2,MRPL18,MRPS26,M
T-
ND1,MYH11,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP20
5,OASL,OLA1,OTUD4,P2RX7,PAOX,PARP15,PFKP,PI4KA,PIK3CD,PIK3
R3,PIP4K2A,PLCH1,PLEK,POFUT1,PPP2R5D,PRG3,PRKACB,PRKCQ,P
RUNE,PSAPL1,PTER,PTGR1,RAB33B,RAB35,RAB8B,RBM39,RGS12,R
NASE1,RNGTT,RORC,RPUSD2,SART3,SATB1,SATB2,SCYL2,SDHC,SLC
25A12,SLC44A1,SMPD1,SOD2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,ST
K38,STK4,SUB1,TAF1L,TARS2,TBCD,TBCE,TCF7,TDP1,TRIM25,TRMT
6,UBA3,UBA7,UFD1L,UGGT1,UNC45B,UPF3B,USP19,UTP15,VIPAS3
9,VPS4B,WASL,WDR3,WDR61,WDR77,XPNPEP1,YTHDC1,ZAP70,ZC3
HAV1,ZFX,ZNF143,ZNF512



GO.0034641 cellular 
nitrogen 
compound 
metabolic 
process

107 1.75E-07 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENSP00000259253,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262965,ENSP00000
263202,ENSP00000263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276201,
ENSP00000278060,ENSP00000280665,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENS
P00000287143,ENSP00000290231,ENSP00000292616,ENSP00000293328,ENSP00000296792,ENSP00
000300134,ENSP00000304985,ENSP00000307786,ENSP00000308179,ENSP00000308620,ENSP00000
312981,ENSP00000323288,ENSP00000323858,ENSP00000323889,ENSP00000325548,ENSP00000325
905,ENSP00000327025,ENSP00000331487,ENSP00000333266,ENSP00000333873,ENSP00000335677,
ENSP00000337353,ENSP00000339122,ENSP00000339245,ENSP00000339381,ENSP00000340347,ENS
P00000340409,ENSP00000340823,ENSP00000342905,ENSP00000343741,ENSP00000344193,ENSP00
000346827,ENSP00000347184,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00000
353401,ENSP00000353741,ENSP00000354394,ENSP00000354687,ENSP00000356001,ENSP00000356
953,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000359393,ENSP00000360828,
ENSP00000362287,ENSP00000363852,ENSP00000364310,ENSP00000365462,ENSP00000365944,ENS
P00000367323,ENSP00000367721,ENSP00000369682,ENSP00000370517,ENSP00000377470,ENSP00
000377892,ENSP00000379330,ENSP00000379847,ENSP00000384774,ENSP00000385720,ENSP00000
392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00000413
493,ENSP00000417214,ENSP00000417401,ENSP00000417963,ENSP00000418379,ENSP00000421566,
ENSP00000430432,ENSP00000433919,ENSP00000442349

ADNP,ALDH9A1,ARHGAP35,ATP5A1,ATR,BCL11B,C14orf166,CDK13,
CHD7,CIB1,CLNS1A,CNDP2,CNP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CU
X1,CYCS,DCP1B,DDX18,DDX27,DDX54,DHX38,EIF2C2,EIF2C3,ETF1,F
BXO6,FOXK2,GATAD2B,GTF2F2,GTF2H1,H2AFX,HDAC2,HELZ2,HK1,
HMGB3,HTT,IKZF2,KAT6A,KCNAB2,LEF1,LRWD1,MAPK14,MAX,MRP
L18,MRPS26,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
P2RX7,PAOX,PARP15,PCCA,PFKP,PMM2,PPP2R5D,PRG3,RAG2,RBM
39,RGS12,RNASE1,RNGTT,RORC,RPUSD2,SART3,SATB1,SATB2,SDHC
,SLC44A1,SMPD1,SRSF5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,T
ARS2,TBL1XR1,TCF3,TCF7,TDP1,TRIM25,TRMT6,UBA7,UFD1L,UGGT
1,UPF3B,USP39,UTP15,VIPAS39,WASL,WDR3,WDR61,WDR77,XPNP
EP1,YTHDC1,ZFX,ZNF143,ZNF512



GO.0006807 nitrogen 
compound 
metabolic 
process

111 2.10E-07 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENSP00000259253,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262965,ENSP00000
263202,ENSP00000263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276201,
ENSP00000278060,ENSP00000280665,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENS
P00000287143,ENSP00000290231,ENSP00000292616,ENSP00000293328,ENSP00000296792,ENSP00
000300134,ENSP00000302728,ENSP00000304985,ENSP00000307786,ENSP00000308179,ENSP00000
308620,ENSP00000312981,ENSP00000317445,ENSP00000323288,ENSP00000323858,ENSP00000323
889,ENSP00000325548,ENSP00000325905,ENSP00000327025,ENSP00000327589,ENSP00000331487,
ENSP00000333266,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000339122,ENS
P00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340409,ENSP00000340823,ENSP00
000342905,ENSP00000343741,ENSP00000344193,ENSP00000346827,ENSP00000347184,ENSP00000
347648,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000353741,ENSP00000354
394,ENSP00000354687,ENSP00000356001,ENSP00000356953,ENSP00000356988,ENSP00000357644,
ENSP00000358060,ENSP00000358497,ENSP00000359393,ENSP00000360828,ENSP00000362287,ENS
P00000363852,ENSP00000364310,ENSP00000365462,ENSP00000365944,ENSP00000367323,ENSP00
000367721,ENSP00000369682,ENSP00000370517,ENSP00000377470,ENSP00000377892,ENSP00000
379330,ENSP00000379847,ENSP00000384774,ENSP00000385720,ENSP00000392028,ENSP00000395
929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00000413493,ENSP00000417214,
ENSP00000417401,ENSP00000417963,ENSP00000418379,ENSP00000421566,ENSP00000430432,ENS
P00000433919,ENSP00000442349

ADNP,ALDH9A1,ARHGAP35,ATP5A1,ATR,BCL11B,C14orf166,CDK13,
CHD7,CIB1,CLNS1A,CNDP2,CNP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CU
X1,CYCS,DCP1B,DDX18,DDX27,DDX54,DHX38,EIF2C2,EIF2C3,ETF1,F
BXO6,FOXK2,GATAD2B,GLUD2,GTF2F2,GTF2H1,GUSB,H2AFX,HDAC
2,HELZ2,HK1,HMGB3,HTT,IKZF2,KAT6A,KCNAB2,LEF1,LRWD1,MAPK
14,MAX,MRPL18,MRPS26,MT-
ND1,NCOA5,NCOR1,NFATC2,NIT1,NPLOC4,NSD1,NUP160,NUP205,
OLA1,P2RX7,PAOX,PARP15,PCCA,PFKP,PMM2,PPP2R5D,PRG3,PSAP
L1,RAG2,RBM39,RGS12,RNASE1,RNGTT,RORC,RPUSD2,SART3,SATB
1,SATB2,SDHC,SLC44A1,SMPD1,SRSF5,SRSF7,STAT1,STAT5B,STAT6,
SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TDP1,TRIM25,TRMT6,UBA7
,UFD1L,UGGT1,UPF3B,USP39,UTP15,VIPAS39,WASL,WDR3,WDR61,
WDR77,XPNPEP1,YTHDC1,ZFX,ZNF143,ZNF512



GO.0046483 heterocycle 
metabolic 
process

98 5.78E-07 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENSP00000259253,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262965,ENSP00000
263202,ENSP00000263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276201,
ENSP00000280665,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENSP00000287143,ENS
P00000290231,ENSP00000292616,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENSP00
000304985,ENSP00000307786,ENSP00000308179,ENSP00000308620,ENSP00000312981,ENSP00000
323288,ENSP00000323858,ENSP00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331
487,ENSP00000333266,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000339122,
ENSP00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENS
P00000343741,ENSP00000344193,ENSP00000347184,ENSP00000347648,ENSP00000349723,ENSP00
000351490,ENSP00000353401,ENSP00000353741,ENSP00000354394,ENSP00000354687,ENSP00000
356953,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000359393,ENSP00000360
828,ENSP00000362287,ENSP00000364310,ENSP00000365462,ENSP00000365944,ENSP00000367323,
ENSP00000367721,ENSP00000370517,ENSP00000377470,ENSP00000377892,ENSP00000379330,ENS
P00000379847,ENSP00000384774,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00
000399518,ENSP00000405574,ENSP00000410447,ENSP00000413493,ENSP00000417214,ENSP00000
417401,ENSP00000417963,ENSP00000418379,ENSP00000430432,ENSP00000433919

ADNP,ARHGAP35,ATP5A1,ATR,BCL11B,C14orf166,CDK13,CHD7,CIB
1,CLNS1A,CNP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,DCP1B,
DDX18,DDX27,DDX54,DHX38,EIF2C2,EIF2C3,ETF1,FBXO6,FOXK2,GA
TAD2B,GTF2F2,GTF2H1,H2AFX,HDAC2,HELZ2,HK1,HMGB3,HTT,IKZF
2,KAT6A,KCNAB2,LEF1,LRWD1,MAPK14,MAX,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
PARP15,PCCA,PFKP,PMM2,PPP2R5D,PRG3,RAG2,RBM39,RGS12,RN
ASE1,RNGTT,RORC,RPUSD2,SART3,SATB1,SATB2,SDHC,SRSF5,SRSF7
,STAT1,STAT5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TDP1
,TRIM25,TRMT6,UBA7,UFD1L,UGGT1,UPF3B,USP39,UTP15,VIPAS39
,WASL,WDR3,WDR61,WDR77,YTHDC1,ZFX,ZNF143,ZNF512

GO.0006139 nucleobase-
containing 
compound 
metabolic 
process

95 6.61E-07 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENSP00000259253,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262965,ENSP00000
263202,ENSP00000263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276201,
ENSP00000280665,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENSP00000290231,ENS
P00000292616,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENSP00000304985,ENSP00
000307786,ENSP00000308179,ENSP00000308620,ENSP00000312981,ENSP00000323288,ENSP00000
323858,ENSP00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331487,ENSP00000333
266,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000339122,ENSP00000339245,
ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENSP00000343741,ENS
P00000344193,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00
000353741,ENSP00000354394,ENSP00000354687,ENSP00000356953,ENSP00000357644,ENSP00000
358060,ENSP00000358497,ENSP00000359393,ENSP00000360828,ENSP00000362287,ENSP00000364
310,ENSP00000365944,ENSP00000367323,ENSP00000367721,ENSP00000370517,ENSP00000377470,
ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00000384774,ENSP00000385720,ENS
P00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00
000413493,ENSP00000417214,ENSP00000417401,ENSP00000417963,ENSP00000418379,ENSP00000
430432,ENSP00000433919

ADNP,ARHGAP35,ATP5A1,ATR,BCL11B,C14orf166,CDK13,CHD7,CIB
1,CLNS1A,CNP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,DCP1B,
DDX18,DDX27,DDX54,DHX38,EIF2C2,EIF2C3,ETF1,FBXO6,FOXK2,GA
TAD2B,GTF2F2,GTF2H1,H2AFX,HDAC2,HELZ2,HK1,HMGB3,IKZF2,KA
T6A,KCNAB2,LEF1,LRWD1,MAPK14,MAX,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
PARP15,PFKP,PMM2,PPP2R5D,RAG2,RBM39,RGS12,RNASE1,RNGTT
,RORC,RPUSD2,SART3,SATB1,SATB2,SDHC,SRSF5,SRSF7,STAT1,STAT
5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TDP1,TRIM25,TR
MT6,UBA7,UFD1L,UGGT1,UPF3B,USP39,UTP15,VIPAS39,WASL,WD
R3,WDR61,WDR77,YTHDC1,ZFX,ZNF143,ZNF512



GO.0030217 T cell 
differentiation

14 8.88E-07 ENSP00000262965,ENSP00000268712,ENSP00000293328,ENSP00000300134,ENSP00000324890,ENS
P00000327025,ENSP00000340347,ENSP00000349723,ENSP00000354566,ENSP00000366563,ENSP00
000371219,ENSP00000392028,ENSP00000399518,ENSP00000439594

BCL11B,CD28,CD3E,CHD7,NCOR1,PIK3CD,RHOH,RORC,SATB1,STAT5
B,STAT6,TCF3,TCF7,THEMIS

GO.0071704 organic 
substance 
metabolic 
process

147 8.88E-07 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000229812,ENSP00000234313,ENSP00000235090,ENSP00000238112,ENSP00
000238497,ENSP00000250693,ENSP00000253363,ENSP00000259253,ENSP00000259512,ENSP00000
260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262741,ENSP00000263
125,ENSP00000263202,ENSP00000263239,ENSP00000264972,ENSP00000265073,ENSP00000265165,
ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268482,ENSP00000268712,ENS
P00000268876,ENSP00000271373,ENSP00000271620,ENSP00000276201,ENSP00000278060,ENSP00
000280665,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENSP00000287143,ENSP00000
290231,ENSP00000290349,ENSP00000292616,ENSP00000293328,ENSP00000296792,ENSP00000300
134,ENSP00000300441,ENSP00000301729,ENSP00000302728,ENSP00000304985,ENSP00000307786,
ENSP00000308179,ENSP00000311572,ENSP00000317445,ENSP00000323288,ENSP00000323858,ENS
P00000323889,ENSP00000324890,ENSP00000325905,ENSP00000327025,ENSP00000327589,ENSP00
000331487,ENSP00000333266,ENSP00000333664,ENSP00000333873,ENSP00000335677,ENSP00000
337353,ENSP00000339122,ENSP00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340
409,ENSP00000340823,ENSP00000342905,ENSP00000343741,ENSP00000344193,ENSP00000345988,
ENSP00000346827,ENSP00000347184,ENSP00000347251,ENSP00000347648,ENSP00000347719,ENS
P00000348762,ENSP00000349723,ENSP00000351490,ENSP00000352264,ENSP00000353401,ENSP00
000353741,ENSP00000354061,ENSP00000354340,ENSP00000354394,ENSP00000354687,ENSP00000
355560,ENSP00000355632,ENSP00000356001,ENSP00000356953,ENSP00000357644,ENSP00000358
060,ENSP00000358497,ENSP00000358896,ENSP00000359393,ENSP00000359719,ENSP00000360828,
ENSP00000361892,ENSP00000362287,ENSP00000363763,ENSP00000363852,ENSP00000364310,ENS
P00000364475,ENSP00000364902,ENSP00000365462,ENSP00000365757,ENSP00000366563,ENSP00
000367323,ENSP00000367721,ENSP00000368124,ENSP00000369217,ENSP00000369682,ENSP00000
369703,ENSP00000370517,ENSP00000377470,ENSP00000377892,ENSP00000378485,ENSP00000379
330,ENSP00000379847,ENSP00000384774,ENSP00000385720,ENSP00000388658,ENSP00000392028,
ENSP00000395929,ENSP00000399518,ENSP00000401197,ENSP00000409279,ENSP00000410447,ENS
P00000413493,ENSP00000417214,ENSP00000417401,ENSP00000417580,ENSP00000417963,ENSP00
000418379,ENSP00000421566,ENSP00000425845,ENSP00000430432,ENSP00000433919,ENSP00000
442349,ENSP00000458238

ACAA1,ACSF2,ADNP,ALDH9A1,ARHGAP35,ARIH1,ART1,AS3MT,ATP
5A1,ATR,BCL11B,C14orf166,CAMK1D,CBR1,CD28,CD2AP,CDK13,CH
D7,CIB1,CLNS1A,CNP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,D
CP1B,DDX18,DDX27,DDX54,DERL1,DHX38,ECI1,EIF2C2,EIF2C3,EPHB
2,ETF1,FBP1,FOXK2,FYB,GALNT2,GATAD2B,GLUD2,GPS1,GTF2F2,GT
F2H1,GUSB,H2AFX,HDAC2,HELZ2,HK1,HMGB3,HTT,IAH1,IKZF2,KAT
6A,KCNAB2,LEF1,LRWD1,LSS,MAPK14,MATK,MAX,MPC2,MRPL18,
MRPS26,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
OTUD4,P2RX7,PAOX,PARP15,PCCA,PFKP,PI4KA,PIK3CD,PIK3R3,PIP4
K2A,PLCH1,PLEK,POFUT1,PPP2R5D,PRG3,PRKACB,PRKCQ,PRUNE,PS
APL1,PTGR1,RBM39,RGS12,RNASE1,RNGTT,RORC,RPUSD2,SART3,S
ATB1,SATB2,SCYL2,SDHC,SLC25A12,SLC44A1,SMPD1,SRSF5,SRSF7,S
TAT1,STAT5B,STAT6,STK38,STK4,SUB1,TAF1L,TARS2,TBCD,TBCE,TC
F7,TDP1,TRIM25,TRMT6,TUBB2A,UBA3,UBA7,UFD1L,UGGT1,UNC4
5B,UPF3B,USP19,UTP15,VIPAS39,VPS4B,WASL,WDR3,WDR61,WDR
77,XPNPEP1,YTHDC1,ZAP70,ZFX,ZNF143,ZNF512



GO.1901360 organic cyclic 
compound 
metabolic 
process

100 8.88E-07 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENSP00000259253,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262965,ENSP00000
263202,ENSP00000263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276201,
ENSP00000280665,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENSP00000287143,ENS
P00000290231,ENSP00000292616,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENSP00
000304985,ENSP00000307786,ENSP00000308179,ENSP00000308620,ENSP00000312981,ENSP00000
323288,ENSP00000323858,ENSP00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331
487,ENSP00000333266,ENSP00000333664,ENSP00000333873,ENSP00000335677,ENSP00000337353,
ENSP00000339122,ENSP00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENS
P00000342905,ENSP00000343741,ENSP00000344193,ENSP00000347184,ENSP00000347648,ENSP00
000348762,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000353741,ENSP00000
354394,ENSP00000354687,ENSP00000356953,ENSP00000357644,ENSP00000358060,ENSP00000358
497,ENSP00000359393,ENSP00000360828,ENSP00000362287,ENSP00000364310,ENSP00000365462,
ENSP00000365944,ENSP00000367323,ENSP00000367721,ENSP00000370517,ENSP00000377470,ENS
P00000377892,ENSP00000379330,ENSP00000379847,ENSP00000384774,ENSP00000385720,ENSP00
000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00000
413493,ENSP00000417214,ENSP00000417401,ENSP00000417963,ENSP00000418379,ENSP00000430
432,ENSP00000433919

ACAA1,ADNP,ARHGAP35,ATP5A1,ATR,BCL11B,C14orf166,CDK13,C
HD7,CIB1,CLNS1A,CNP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,
DCP1B,DDX18,DDX27,DDX54,DHX38,EIF2C2,EIF2C3,ETF1,FBXO6,FO
XK2,GATAD2B,GTF2F2,GTF2H1,H2AFX,HDAC2,HELZ2,HK1,HMGB3,H
TT,IKZF2,KAT6A,KCNAB2,LEF1,LRWD1,LSS,MAPK14,MAX,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
PARP15,PCCA,PFKP,PMM2,PPP2R5D,PRG3,RAG2,RBM39,RGS12,RN
ASE1,RNGTT,RORC,RPUSD2,SART3,SATB1,SATB2,SDHC,SRSF5,SRSF7
,STAT1,STAT5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TDP1
,TRIM25,TRMT6,UBA7,UFD1L,UGGT1,UPF3B,USP39,UTP15,VIPAS39
,WASL,WDR3,WDR61,WDR77,YTHDC1,ZFX,ZNF143,ZNF512



GO.0044238 primary 
metabolic 
process

144 1.13E-06 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000229812,ENSP00000234313,ENSP00000235090,ENSP00000238112,ENSP00
000238497,ENSP00000244007,ENSP00000250693,ENSP00000253363,ENSP00000259253,ENSP00000
259512,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262
741,ENSP00000263125,ENSP00000263202,ENSP00000263239,ENSP00000264972,ENSP00000265073,
ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268482,ENS
P00000268712,ENSP00000268876,ENSP00000276201,ENSP00000280665,ENSP00000282050,ENSP00
000284719,ENSP00000285968,ENSP00000287143,ENSP00000290231,ENSP00000290349,ENSP00000
292616,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENSP00000300441,ENSP00000301
729,ENSP00000302728,ENSP00000304985,ENSP00000307786,ENSP00000308179,ENSP00000309548,
ENSP00000311572,ENSP00000317445,ENSP00000323288,ENSP00000323858,ENSP00000323889,ENS
P00000324890,ENSP00000325905,ENSP00000327025,ENSP00000327589,ENSP00000331487,ENSP00
000333266,ENSP00000333664,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000
339122,ENSP00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340409,ENSP00000340
823,ENSP00000342905,ENSP00000343741,ENSP00000344193,ENSP00000345988,ENSP00000347184,
ENSP00000347251,ENSP00000347648,ENSP00000347719,ENSP00000348762,ENSP00000349723,ENS
P00000351490,ENSP00000352264,ENSP00000353401,ENSP00000353741,ENSP00000354061,ENSP00
000354340,ENSP00000354394,ENSP00000354687,ENSP00000355560,ENSP00000355632,ENSP00000
356001,ENSP00000356953,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000359
393,ENSP00000359719,ENSP00000360828,ENSP00000361892,ENSP00000362287,ENSP00000363763,
ENSP00000363852,ENSP00000364310,ENSP00000364475,ENSP00000364902,ENSP00000365462,ENS
P00000365757,ENSP00000366563,ENSP00000367323,ENSP00000367721,ENSP00000368124,ENSP00
000369217,ENSP00000369682,ENSP00000369703,ENSP00000370517,ENSP00000377470,ENSP00000
377892,ENSP00000378485,ENSP00000379330,ENSP00000379847,ENSP00000384774,ENSP00000385
720,ENSP00000388658,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000401197,
ENSP00000409279,ENSP00000410447,ENSP00000413493,ENSP00000417214,ENSP00000417401,ENS
P00000417580,ENSP00000417963,ENSP00000418379,ENSP00000421566,ENSP00000425845,ENSP00
000430432,ENSP00000433919,ENSP00000442349,ENSP00000458238

ACAA1,ACSF2,ADNP,ARHGAP35,ARIH1,ART1,ATP5A1,ATR,BCL11B,C
14orf166,CAMK1D,CBR1,CD28,CD2AP,CDK13,CHD7,CIB1,CLNS1A,C
NP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,DCP1B,DDX18,DDX
27,DDX54,DERL1,DHX38,ECI1,EIF2C2,EIF2C3,EPHB2,ETF1,FBP1,FOX
K2,FYB,GALNT2,GATAD2B,GLUD2,GPS1,GTF2F2,GTF2H1,GUSB,H2A
FX,HDAC2,HELZ2,HK1,HMGB3,HTT,IAH1,IKZF2,KAT6A,KCNAB2,LEF1
,LRWD1,LSS,MAPK14,MATK,MAX,MRPL18,MRPS26,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
OTUD4,P2RX7,PARP15,PCCA,PDP2,PFKP,PI4KA,PIK3CD,PIK3R3,PIP4
K2A,PLCG1,PLCH1,PLEK,POFUT1,PPP2R5D,PRG3,PRKACB,PRKCQ,PS
APL1,PTGR1,RBM39,RGS12,RNASE1,RNGTT,RORC,RPUSD2,SART3,S
ATB1,SATB2,SCYL2,SDHC,SLC25A12,SLC44A1,SMPD1,SRSF5,SRSF7,S
TAT1,STAT5B,STAT6,STK38,STK4,SUB1,TAF1L,TARS2,TBCD,TBCE,TC
F7,TDP1,TRIM25,TRMT6,TUBB2A,UBA3,UBA7,UFD1L,UGGT1,UNC4
5B,UPF3B,USP19,UTP15,VIPAS39,VPS4B,WASL,WDR3,WDR61,WDR
77,XPNPEP1,YTHDC1,ZAP70,ZFX,ZNF143,ZNF512



GO.0006725 cellular 
aromatic 
compound 
metabolic 
process

96 1.43E-06 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENSP00000259253,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262506,ENSP00000262965,ENSP00000
263202,ENSP00000263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276201,
ENSP00000280665,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENSP00000287143,ENS
P00000290231,ENSP00000292616,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENSP00
000304985,ENSP00000307786,ENSP00000308179,ENSP00000308620,ENSP00000312981,ENSP00000
323288,ENSP00000323858,ENSP00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331
487,ENSP00000333266,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000339122,
ENSP00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENS
P00000343741,ENSP00000344193,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00
000353401,ENSP00000353741,ENSP00000354394,ENSP00000354687,ENSP00000356953,ENSP00000
357644,ENSP00000358060,ENSP00000358497,ENSP00000359393,ENSP00000360828,ENSP00000362
287,ENSP00000364310,ENSP00000365944,ENSP00000367323,ENSP00000367721,ENSP00000370517,
ENSP00000377470,ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00000384774,ENS
P00000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00
000410447,ENSP00000413493,ENSP00000417214,ENSP00000417401,ENSP00000417963,ENSP00000
418379,ENSP00000430432,ENSP00000433919

ADNP,ARHGAP35,ATP5A1,ATR,BCL11B,C14orf166,CDK13,CHD7,CIB
1,CLNS1A,CNP,CPSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,DCP1B,
DDX18,DDX27,DDX54,DHX38,EIF2C2,EIF2C3,ETF1,FBXO6,FOXK2,GA
TAD2B,GTF2F2,GTF2H1,H2AFX,HDAC2,HELZ2,HK1,HMGB3,IKZF2,KA
T6A,KCNAB2,LEF1,LRWD1,MAPK14,MAX,MT-
ND1,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,OLA1,
PARP15,PFKP,PMM2,PPP2R5D,PRG3,RAG2,RBM39,RGS12,RNASE1,
RNGTT,RORC,RPUSD2,SART3,SATB1,SATB2,SDHC,SRSF5,SRSF7,STAT
1,STAT5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TDP1,TRI
M25,TRMT6,UBA7,UFD1L,UGGT1,UPF3B,USP39,UTP15,VIPAS39,W
ASL,WDR3,WDR61,WDR77,YTHDC1,ZFX,ZNF143,ZNF512

GO.0044710 single-
organism 
metabolic 
process

88 2.54E-06 ENSP00000220592,ENSP00000223023,ENSP00000234313,ENSP00000250693,ENSP00000259253,ENS
P00000259512,ENSP00000262367,ENSP00000262450,ENSP00000262741,ENSP00000262965,ENSP00
000263125,ENSP00000263202,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000
267973,ENSP00000268712,ENSP00000271373,ENSP00000271620,ENSP00000278060,ENSP00000282
050,ENSP00000284719,ENSP00000285968,ENSP00000287143,ENSP00000290349,ENSP00000293328,
ENSP00000295640,ENSP00000298375,ENSP00000300441,ENSP00000301729,ENSP00000302728,ENS
P00000307786,ENSP00000309548,ENSP00000311572,ENSP00000317445,ENSP00000323889,ENSP00
000325548,ENSP00000327589,ENSP00000331487,ENSP00000333266,ENSP00000333664,ENSP00000
333873,ENSP00000337353,ENSP00000339399,ENSP00000340409,ENSP00000343741,ENSP00000345
988,ENSP00000346827,ENSP00000347184,ENSP00000347251,ENSP00000348762,ENSP00000354061,
ENSP00000354687,ENSP00000355632,ENSP00000356001,ENSP00000356022,ENSP00000356953,ENS
P00000358060,ENSP00000358896,ENSP00000359719,ENSP00000361892,ENSP00000362287,ENSP00
000363852,ENSP00000364310,ENSP00000364475,ENSP00000364902,ENSP00000365462,ENSP00000
365757,ENSP00000365944,ENSP00000366084,ENSP00000366563,ENSP00000367323,ENSP00000367
721,ENSP00000369682,ENSP00000370517,ENSP00000377470,ENSP00000384774,ENSP00000388658,
ENSP00000395929,ENSP00000399518,ENSP00000401197,ENSP00000417401,ENSP00000417580,ENS
P00000417963,ENSP00000418379,ENSP00000430432,ENSP00000442349,ENSP00000458238

ABCC4,ACAA1,ACSF2,AKR1E2,ALDH9A1,ART1,AS3MT,ATP5A1,ATR,
CBR1,CHD5,CIB1,CNDP2,CNP,CREBBP,CRYZ,CYCS,DERL1,ECI1,EIF2C
2,EIF2C3,FBP1,FBXO6,GALNT2,GLUD2,GPS1,GTF2H1,GUSB,H2AFX,H
DAC2,HELZ2,HK1,HTT,IAH1,KAT6A,KCNAB2,LEF1,LSS,MPC2,MRPL18
,MRPS26,MT-
ND1,NCOR1,NPLOC4,NSD1,NUP160,NUP205,OLA1,P2RX7,PAOX,PC
CA,PDP2,PFKP,PI4KA,PIK3CD,PIK3R3,PIP4K2A,PLCH1,PLEK,POFUT1,
PPP2R5D,PRG3,PRKACB,PRKCQ,PRUNE,PSAPL1,PTGR1,RNPEP,SATB
1,SCYL2,SDHC,SLC25A12,SLC44A1,SMPD1,SOD2,STAT5B,STK4,TAF1
L,TARS2,TCF3,TDP1,TRIM25,UBA7,UFD1L,UGGT1,USP19,WASL,WD
R61



GO.0050852 T cell receptor 
signaling 
pathway

11 1.12E-05 ENSP00000046794,ENSP00000244007,ENSP00000263125,ENSP00000264972,ENSP00000324890,ENS
P00000339186,ENSP00000354566,ENSP00000366563,ENSP00000425845,ENSP00000431445,ENSP00
000439594

CD28,CD3E,CD3G,FYB,GRAP2,LCP2,PIK3CD,PLCG1,PRKCQ,THEMIS,Z
AP70

GO.0090304 nucleic acid 
metabolic 
process

84 1.12E-05 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENSP00000260926,ENSP00
000261700,ENSP00000262367,ENSP00000262506,ENSP00000262965,ENSP00000263202,ENSP00000
263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267
973,ENSP00000268482,ENSP00000268712,ENSP00000276201,ENSP00000280665,ENSP00000285968,
ENSP00000290231,ENSP00000292616,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENS
P00000304985,ENSP00000307786,ENSP00000308179,ENSP00000308620,ENSP00000312981,ENSP00
000323288,ENSP00000323858,ENSP00000323889,ENSP00000325905,ENSP00000327025,ENSP00000
331487,ENSP00000333266,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000339
122,ENSP00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,
ENSP00000343741,ENSP00000344193,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENS
P00000353401,ENSP00000353741,ENSP00000354394,ENSP00000357644,ENSP00000358060,ENSP00
000358497,ENSP00000359393,ENSP00000360828,ENSP00000362287,ENSP00000364310,ENSP00000
365944,ENSP00000367721,ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00000385
720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,
ENSP00000413493,ENSP00000417214,ENSP00000417401,ENSP00000418379,ENSP00000430432,ENS
P00000433919

ADNP,ARHGAP35,ATR,BCL11B,C14orf166,CDK13,CHD7,CIB1,CLNS1
A,CPSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,DCP1B,DDX18,DDX2
7,DDX54,DHX38,EIF2C2,EIF2C3,ETF1,FBXO6,FOXK2,GATAD2B,GTF2
F2,GTF2H1,H2AFX,HDAC2,HELZ2,HMGB3,IKZF2,KAT6A,LEF1,LRWD1
,MAPK14,MAX,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP
205,PARP15,RAG2,RBM39,RGS12,RNASE1,RNGTT,RORC,RPUSD2,SA
RT3,SATB1,SATB2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,T
ARS2,TBL1XR1,TCF3,TCF7,TDP1,TRIM25,TRMT6,UBA7,UFD1L,UPF3
B,USP39,UTP15,VIPAS39,WASL,WDR3,WDR61,WDR77,YTHDC1,ZFX,
ZNF143,ZNF512

GO.0050851 antigen 
receptor-
mediated 
signaling 
pathway

12 1.61E-05 ENSP00000046794,ENSP00000244007,ENSP00000263125,ENSP00000264972,ENSP00000324890,ENS
P00000339186,ENSP00000354566,ENSP00000366563,ENSP00000379330,ENSP00000425845,ENSP00
000431445,ENSP00000439594

CD28,CD3E,CD3G,FYB,GRAP2,LCP2,NFATC2,PIK3CD,PLCG1,PRKCQ,T
HEMIS,ZAP70



GO.1901576 organic 
substance 
biosynthetic 
process

92 3.34E-05 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000250693,ENS
P00000253363,ENSP00000259253,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENSP00
000262450,ENSP00000262506,ENSP00000262741,ENSP00000262965,ENSP00000263202,ENSP00000
265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268
482,ENSP00000268712,ENSP00000276201,ENSP00000278060,ENSP00000282050,ENSP00000285968,
ENSP00000287143,ENSP00000290231,ENSP00000290349,ENSP00000292616,ENSP00000293328,ENS
P00000295640,ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000311572,ENSP00
000312697,ENSP00000323858,ENSP00000323889,ENSP00000325548,ENSP00000325905,ENSP00000
327025,ENSP00000327589,ENSP00000331487,ENSP00000333266,ENSP00000335677,ENSP00000339
122,ENSP00000339381,ENSP00000340347,ENSP00000340409,ENSP00000340823,ENSP00000342905,
ENSP00000343741,ENSP00000346827,ENSP00000347184,ENSP00000347648,ENSP00000348762,ENS
P00000349723,ENSP00000351490,ENSP00000353401,ENSP00000353741,ENSP00000354394,ENSP00
000355632,ENSP00000356001,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000
359719,ENSP00000360216,ENSP00000363852,ENSP00000364475,ENSP00000364902,ENSP00000365
757,ENSP00000366563,ENSP00000367721,ENSP00000369682,ENSP00000377892,ENSP00000379330,
ENSP00000379847,ENSP00000385720,ENSP00000388658,ENSP00000392028,ENSP00000395929,ENS
P00000399518,ENSP00000405574,ENSP00000410447,ENSP00000417214,ENSP00000417401,ENSP00
000418379,ENSP00000430432,ENSP00000442349,ENSP00000458238

ADNP,ALDH9A1,ARHGAP35,ART1,ATP5A1,ATR,BCL11B,C14orf166,C
BR1,CHD5,CHD7,CNDP2,CPSF3,CREBBP,CSNK2A2,CUX1,CYCS,DDX5
4,DHX38,DMAP1,DNTT,EIF2C2,ETF1,FBP1,FOXK2,GALNT2,GATAD2B
,GLUD2,GTF2F2,GTF2H1,HDAC2,HELZ2,HTT,IKZF2,KAT6A,LEF1,LRW
D1,LSS,MAPK14,MAX,MRPL18,MRPS26,NCOA5,NCOR1,NFATC2,NPL
OC4,NSD1,NUP160,NUP205,P2RX7,PAOX,PARP15,PI4KA,PIK3CD,PIK
3R3,PIP4K2A,POFUT1,PRG3,PRKACB,PTGR1,RBM39,RGS12,RNGTT,R
NPEP,RORC,SATB1,SATB2,SLC25A12,SLC44A1,SMPD1,SRSF5,SRSF7,
STAT1,STAT5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TRIM
25,UBA7,UFD1L,UGGT1,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF143,
ZNF512

GO.0002429 immune 
response-
activating cell 
surface 
receptor 
signaling 
pathway

17 3.38E-05 ENSP00000046794,ENSP00000223023,ENSP00000244007,ENSP00000262367,ENSP00000263125,ENS
P00000264972,ENSP00000290246,ENSP00000324890,ENSP00000339186,ENSP00000354340,ENSP00
000354566,ENSP00000359719,ENSP00000366563,ENSP00000379330,ENSP00000425845,ENSP00000
431445,ENSP00000439594

CD28,CD3E,CD3G,CREBBP,ELMO2,FYB,GRAP2,LCP2,NFATC2,PIK3CD
,PLCG1,PRKACB,PRKCQ,THEMIS,UBA3,WASL,ZAP70

GO.0034109 homotypic 
cell-cell 
adhesion

17 3.99E-05 ENSP00000217652,ENSP00000234313,ENSP00000262965,ENSP00000268712,ENSP00000293328,ENS
P00000300134,ENSP00000324890,ENSP00000327025,ENSP00000340347,ENSP00000349723,ENSP00
000366563,ENSP00000371219,ENSP00000392028,ENSP00000399518,ENSP00000431445,ENSP00000
439594,ENSP00000442349

BCL11B,CD28,CD3G,CHD7,MYL12A,NCOR1,P2RX7,PIK3CD,PLEK,RH
OH,RORC,SATB1,STAT5B,STAT6,TCF3,TCF7,THEMIS



GO.0016070 RNA 
metabolic 
process

75 4.37E-05 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000251810,ENSP00000253363,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00000
262965,ENSP00000263239,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268482,ENSP00000268712,ENSP00000276201,ENSP00000280665,
ENSP00000285968,ENSP00000290231,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENS
P00000304985,ENSP00000307786,ENSP00000308179,ENSP00000312697,ENSP00000312981,ENSP00
000323288,ENSP00000323858,ENSP00000325905,ENSP00000327025,ENSP00000335677,ENSP00000
339122,ENSP00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342
905,ENSP00000344193,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00000353401,
ENSP00000353741,ENSP00000354394,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENS
P00000360828,ENSP00000362287,ENSP00000367721,ENSP00000377892,ENSP00000379330,ENSP00
000379847,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000
405574,ENSP00000410447,ENSP00000413493,ENSP00000417214,ENSP00000417401,ENSP00000418
379,ENSP00000430432,ENSP00000433919

ADNP,ARHGAP35,BCL11B,C14orf166,CDK13,CHD5,CHD7,CLNS1A,C
PSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,DCP1B,DDX18,DDX27,D
DX54,DHX38,DMAP1,EIF2C2,EIF2C3,ETF1,FOXK2,GATAD2B,GTF2F2,
GTF2H1,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,MAX,NCOA5,NC
OR1,NFATC2,NSD1,NUP160,NUP205,PARP15,RBM39,RGS12,RNASE
1,RNGTT,RORC,RPUSD2,RRM2B,SART3,SATB1,SATB2,SRSF5,SRSF7,S
TAT1,STAT5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TRMT6
,UPF3B,USP39,UTP15,VIPAS39,WASL,WDR3,WDR61,WDR77,YTHDC
1,ZFX,ZNF143,ZNF512

GO.0050778 positive 
regulation of 
immune 
response

24 4.37E-05 ENSP00000046794,ENSP00000223023,ENSP00000229794,ENSP00000244007,ENSP00000262367,ENS
P00000262510,ENSP00000263125,ENSP00000264972,ENSP00000290246,ENSP00000293328,ENSP00
000300134,ENSP00000324890,ENSP00000339186,ENSP00000354340,ENSP00000354566,ENSP00000
359719,ENSP00000366563,ENSP00000377148,ENSP00000379330,ENSP00000417963,ENSP00000425
845,ENSP00000431445,ENSP00000439594,ENSP00000442349

AP1G1,CD28,CD3E,CD3G,CREBBP,ELMO2,FYB,GRAP2,LCP2,MAPK14
,NFATC2,NLRC5,P2RX7,PIK3CD,PLCG1,PPP2R5D,PRKACB,PRKCQ,ST
AT5B,STAT6,THEMIS,UBA3,WASL,ZAP70

GO.0007166 cell surface 
receptor 
signaling 
pathway

52 4.46E-05 ENSP00000046794,ENSP00000217652,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENS
P00000234313,ENSP00000244007,ENSP00000257570,ENSP00000262367,ENSP00000262506,ENSP00
000262741,ENSP00000263125,ENSP00000264933,ENSP00000264972,ENSP00000265073,ENSP00000
265165,ENSP00000267973,ENSP00000268712,ENSP00000282588,ENSP00000285968,ENSP00000290
246,ENSP00000293328,ENSP00000300134,ENSP00000323889,ENSP00000333266,ENSP00000333873,
ENSP00000334229,ENSP00000339186,ENSP00000354061,ENSP00000354340,ENSP00000354566,ENS
P00000359719,ENSP00000362287,ENSP00000363763,ENSP00000364902,ENSP00000366563,ENSP00
000367721,ENSP00000369217,ENSP00000378485,ENSP00000379330,ENSP00000379616,ENSP00000
380921,ENSP00000387739,ENSP00000395590,ENSP00000405574,ENSP00000417963,ENSP00000425
845,ENSP00000430432,ENSP00000431445,ENSP00000439594,ENSP00000440273,ENSP00000442349

AMOTL1,ARIH1,CD3E,CD3G,CIB1,CREBBP,CSNK2A2,EIF2C2,EIF2C3,E
LMO2,EPHB2,FYB,GRAP2,HDAC2,IFI35,ITGA1,KIAA0528,LCP2,LEF1,
MAPK14,MATK,MYH11,MYL12A,NCOR1,NFATC2,NUP160,NUP205,
OASL,P2RX7,PDCD6,PIK3CD,PIK3R3,PLCG1,PLEK,POFUT1,PPP2R5D,
PRKACB,PRKCQ,SCYL2,SH2B2,SH3KBP1,STAT5B,STAT6,SUB1,TBL1XR
1,THEMIS,TRIM25,UBA3,UBA7,WASL,WDR61,ZAP70

GO.0046632 alpha-beta T 
cell 
differentiation

8 4.85E-05 ENSP00000264972,ENSP00000265165,ENSP00000268712,ENSP00000300134,ENSP00000327025,ENS
P00000340347,ENSP00000349723,ENSP00000399518

BCL11B,LEF1,NCOR1,RORC,SATB1,STAT6,TCF7,ZAP70

GO.0042110 T cell 
activation

15 5.44E-05 ENSP00000262965,ENSP00000268712,ENSP00000293328,ENSP00000300134,ENSP00000324890,ENS
P00000327025,ENSP00000340347,ENSP00000349723,ENSP00000366563,ENSP00000371219,ENSP00
000392028,ENSP00000399518,ENSP00000431445,ENSP00000439594,ENSP00000442349

BCL11B,CD28,CD3G,CHD7,NCOR1,P2RX7,PIK3CD,RHOH,RORC,SATB
1,STAT5B,STAT6,TCF3,TCF7,THEMIS



GO.0044271 cellular 
nitrogen 
compound 
biosynthetic 
process

74 6.13E-05 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000253363,ENS
P00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00
000262965,ENSP00000263202,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000
265963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276
201,ENSP00000278060,ENSP00000282050,ENSP00000285968,ENSP00000287143,ENSP00000290231,
ENSP00000293328,ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000312697,ENS
P00000323858,ENSP00000323889,ENSP00000325548,ENSP00000325905,ENSP00000327025,ENSP00
000331487,ENSP00000333266,ENSP00000335677,ENSP00000339122,ENSP00000339381,ENSP00000
340347,ENSP00000340409,ENSP00000340823,ENSP00000342905,ENSP00000346827,ENSP00000347
184,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000353741,
ENSP00000354394,ENSP00000356001,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENS
P00000360216,ENSP00000367721,ENSP00000369682,ENSP00000377892,ENSP00000379330,ENSP00
000379847,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000
405574,ENSP00000410447,ENSP00000417214,ENSP00000417401,ENSP00000418379,ENSP00000430
432,ENSP00000442349

ADNP,ALDH9A1,ARHGAP35,ATP5A1,BCL11B,C14orf166,CHD5,CHD7
,CNDP2,CPSF3,CREBBP,CSNK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1
,DNTT,EIF2C2,ETF1,FOXK2,GATAD2B,GTF2F2,GTF2H1,HDAC2,HELZ2
,HTT,IKZF2,KAT6A,LEF1,MAPK14,MAX,MRPL18,MRPS26,NCOA5,NC
OR1,NFATC2,NPLOC4,NSD1,NUP160,NUP205,P2RX7,PAOX,PARP15,
PMM2,PRG3,RBM39,RGS12,RNGTT,RORC,SATB1,SATB2,SMPD1,SRS
F5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,T
CF7,TRIM25,UBA7,UFD1L,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF14
3,ZNF512

GO.0044249 cellular 
biosynthetic 
process

89 8.02E-05 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000250693,ENS
P00000253363,ENSP00000259253,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENSP00
000262450,ENSP00000262506,ENSP00000262741,ENSP00000262965,ENSP00000263202,ENSP00000
265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268
261,ENSP00000268482,ENSP00000268712,ENSP00000276201,ENSP00000278060,ENSP00000282050,
ENSP00000285968,ENSP00000287143,ENSP00000290231,ENSP00000290349,ENSP00000292616,ENS
P00000293328,ENSP00000295640,ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00
000311572,ENSP00000312697,ENSP00000323858,ENSP00000323889,ENSP00000325548,ENSP00000
325905,ENSP00000327025,ENSP00000327589,ENSP00000331487,ENSP00000333266,ENSP00000335
677,ENSP00000339122,ENSP00000339381,ENSP00000340347,ENSP00000340409,ENSP00000340823,
ENSP00000342905,ENSP00000343741,ENSP00000346827,ENSP00000347184,ENSP00000347648,ENS
P00000349723,ENSP00000351490,ENSP00000353401,ENSP00000353741,ENSP00000354394,ENSP00
000355632,ENSP00000356001,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000
360216,ENSP00000363852,ENSP00000364902,ENSP00000365757,ENSP00000366563,ENSP00000367
721,ENSP00000369682,ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00000385720,
ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENS
P00000417214,ENSP00000417401,ENSP00000418379,ENSP00000430432,ENSP00000442349,ENSP00
000458238

ADNP,ALDH9A1,ARHGAP35,ART1,ATP5A1,ATR,BCL11B,C14orf166,C
BR1,CHD5,CHD7,CNDP2,CPSF3,CREBBP,CSNK2A2,CUX1,CYCS,DDX5
4,DHX38,DMAP1,DNTT,EIF2C2,ETF1,FOXK2,GALNT2,GATAD2B,GLU
D2,GTF2F2,GTF2H1,HDAC2,HELZ2,HTT,IKZF2,KAT6A,LEF1,LRWD1,M
APK14,MAX,MRPL18,MRPS26,NCOA5,NCOR1,NFATC2,NPLOC4,NSD
1,NUP160,NUP205,P2RX7,PAOX,PARP15,PI4KA,PIK3CD,PIK3R3,PIP4
K2A,PMM2,POFUT1,PRG3,PTGR1,RBM39,RGS12,RNGTT,RNPEP,RO
RC,SATB1,SATB2,SLC44A1,SMPD1,SRSF5,SRSF7,STAT1,STAT5B,STAT
6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TRIM25,UBA7,UFD1L,UG
GT1,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF143,ZNF512

GO.0002757 immune 
response-
activating 
signal 
transduction

19 9.30E-05 ENSP00000046794,ENSP00000223023,ENSP00000229794,ENSP00000244007,ENSP00000262367,ENS
P00000263125,ENSP00000264972,ENSP00000290246,ENSP00000324890,ENSP00000339186,ENSP00
000354340,ENSP00000354566,ENSP00000359719,ENSP00000366563,ENSP00000379330,ENSP00000
417963,ENSP00000425845,ENSP00000431445,ENSP00000439594

CD28,CD3E,CD3G,CREBBP,ELMO2,FYB,GRAP2,LCP2,MAPK14,NFATC
2,PIK3CD,PLCG1,PPP2R5D,PRKACB,PRKCQ,THEMIS,UBA3,WASL,ZAP
70



GO.0050658 RNA transport 12 0.000166 ENSP00000238112,ENSP00000252512,ENSP00000261700,ENSP00000268482,ENSP00000276201,ENS
P00000285968,ENSP00000325905,ENSP00000347184,ENSP00000352738,ENSP00000356001,ENSP00
000367721,ENSP00000377892

C14orf166,CPSF3,DHX38,G3BP2,HTT,MRPL18,NUP160,NUP205,SRS
F5,SRSF7,UPF3B,XPO7

GO.0015931 nucleobase-
containing 
compound 
transport

13 0.000194 ENSP00000238112,ENSP00000252512,ENSP00000261700,ENSP00000268482,ENSP00000276201,ENS
P00000285968,ENSP00000325905,ENSP00000347184,ENSP00000352738,ENSP00000356001,ENSP00
000367721,ENSP00000377892,ENSP00000442349

C14orf166,CPSF3,DHX38,G3BP2,HTT,MRPL18,NUP160,NUP205,P2R
X7,SRSF5,SRSF7,UPF3B,XPO7

GO.0033151 V(D)J 
recombinatio
n

5 0.000225 ENSP00000262965,ENSP00000265165,ENSP00000308620,ENSP00000340347,ENSP00000349723 BCL11B,LEF1,RAG2,TCF3,TCF7

GO.0044281 small 
molecule 
metabolic 
process

51 0.000225 ENSP00000223023,ENSP00000229794,ENSP00000244007,ENSP00000259253,ENSP00000262367,ENS
P00000262741,ENSP00000268261,ENSP00000268712,ENSP00000271373,ENSP00000271620,ENSP00
000278060,ENSP00000282050,ENSP00000284719,ENSP00000285968,ENSP00000287143,ENSP00000
290349,ENSP00000293328,ENSP00000295640,ENSP00000300441,ENSP00000301729,ENSP00000302
728,ENSP00000307786,ENSP00000309548,ENSP00000311572,ENSP00000325548,ENSP00000327589,
ENSP00000333664,ENSP00000345988,ENSP00000346827,ENSP00000347184,ENSP00000348762,ENS
P00000354687,ENSP00000356953,ENSP00000358060,ENSP00000358896,ENSP00000359719,ENSP00
000363852,ENSP00000364475,ENSP00000365462,ENSP00000365757,ENSP00000366563,ENSP00000
367323,ENSP00000367721,ENSP00000370517,ENSP00000377470,ENSP00000384774,ENSP00000388
658,ENSP00000405574,ENSP00000417401,ENSP00000417963,ENSP00000458238

ACAA1,ACSF2,ALDH9A1,AS3MT,ATP5A1,CBR1,CNDP2,CNP,CREBBP,
CYCS,ECI1,FBP1,GLUD2,GUSB,HELZ2,HK1,HTT,KCNAB2,LSS,MAPK14
,MPC2,MT-
ND1,NCOR1,NUP160,NUP205,OLA1,PAOX,PCCA,PDP2,PFKP,PI4KA,P
IK3CD,PIK3R3,PIP4K2A,PLCG1,PLCH1,PMM2,PPP2R5D,PRG3,PRKAC
B,PRUNE,PTGR1,RNPEP,SDHC,SLC25A12,SLC44A1,STAT5B,TARS2,TB
L1XR1,UGGT1,WASL

GO.0006403 RNA 
localization

12 0.000272 ENSP00000238112,ENSP00000252512,ENSP00000261700,ENSP00000268482,ENSP00000276201,ENS
P00000285968,ENSP00000325905,ENSP00000347184,ENSP00000352738,ENSP00000356001,ENSP00
000367721,ENSP00000377892

C14orf166,CPSF3,DHX38,G3BP2,HTT,MRPL18,NUP160,NUP205,SRS
F5,SRSF7,UPF3B,XPO7

GO.0045087 innate 
immune 
response

30 0.000272 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000242351,ENS
P00000244007,ENSP00000250693,ENSP00000257570,ENSP00000262367,ENSP00000262510,ENSP00
000263125,ENSP00000264972,ENSP00000290246,ENSP00000300134,ENSP00000323889,ENSP00000
324890,ENSP00000333266,ENSP00000339186,ENSP00000354340,ENSP00000354394,ENSP00000359
719,ENSP00000362287,ENSP00000366563,ENSP00000378485,ENSP00000378920,ENSP00000379330,
ENSP00000395590,ENSP00000417963,ENSP00000431445,ENSP00000442349

ART1,CD28,CD3G,CREBBP,EIF2C2,EIF2C3,ELMO2,GRAP2,IFI35,LCP2,
MAPK14,MATK,NFATC2,NLRC5,OASL,P2RX7,PIK3CD,PLCG1,PPP2R5
D,PRKACB,PRKCQ,SLC26A6,STAT1,STAT6,TRIM25,UBA3,UBA7,WASL
,ZAP70,ZC3HAV1

GO.0002376 immune 
system 
process

48 0.000293 ENSP00000181839,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENSP00000229340,ENS
P00000229794,ENSP00000234313,ENSP00000242351,ENSP00000244007,ENSP00000250693,ENSP00
000255194,ENSP00000257570,ENSP00000262367,ENSP00000262510,ENSP00000263125,ENSP00000
268712,ENSP00000282588,ENSP00000290246,ENSP00000293328,ENSP00000312734,ENSP00000323
889,ENSP00000324890,ENSP00000327025,ENSP00000333266,ENSP00000333873,ENSP00000339186,
ENSP00000342681,ENSP00000349723,ENSP00000354340,ENSP00000354394,ENSP00000355632,ENS
P00000359719,ENSP00000361892,ENSP00000362287,ENSP00000365757,ENSP00000367323,ENSP00
000377148,ENSP00000378485,ENSP00000378920,ENSP00000379330,ENSP00000392028,ENSP00000
395590,ENSP00000399518,ENSP00000417963,ENSP00000425845,ENSP00000431445,ENSP00000439
594,ENSP00000451511

AP1G1,AP3B1,ART1,BCL11B,CD28,CD3G,CD5,CDK13,CHD7,CIB1,CRE
BBP,EIF2C2,EIF2C3,ELMO2,FYB,GALNT2,GRAP2,IFI35,ITGA1,KCNAB
2,LY75,MAPK14,MATK,NCOR1,NFATC2,NLRC5,OASL,PIP4K2A,PLCG1
,PLEK,PPP2R5D,PRKACB,PRKCQ,RAB35,RAB8B,RORC,SART3,SATB1,S
LC26A6,STAT1,STAT5B,STK4,THEMIS,TRIM25,UBA3,UBA7,WASL,ZC
3HAV1



GO.0002768 immune 
response-
regulating cell 
surface 
receptor 
signaling 
pathway

18 0.000332 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000244007,ENSP00000262367,ENS
P00000263125,ENSP00000264972,ENSP00000290246,ENSP00000339186,ENSP00000354340,ENSP00
000354566,ENSP00000359719,ENSP00000362287,ENSP00000366563,ENSP00000379330,ENSP00000
425845,ENSP00000431445,ENSP00000439594

CD3E,CD3G,CREBBP,EIF2C2,EIF2C3,ELMO2,FYB,GRAP2,LCP2,NFATC
2,PIK3CD,PLCG1,PRKACB,PRKCQ,THEMIS,UBA3,WASL,ZAP70

GO.0007169 transmembra
ne receptor 
protein 
tyrosine 
kinase 
signaling 
pathway

25 0.000341 ENSP00000046794,ENSP00000217652,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENS
P00000244007,ENSP00000262741,ENSP00000264933,ENSP00000264972,ENSP00000290246,ENSP00
000293328,ENSP00000324890,ENSP00000334229,ENSP00000354394,ENSP00000354566,ENSP00000
359719,ENSP00000362287,ENSP00000363763,ENSP00000366563,ENSP00000378485,ENSP00000379
616,ENSP00000380921,ENSP00000417963,ENSP00000430432,ENSP00000440273

CD28,CD3E,EIF2C2,EIF2C3,ELMO2,EPHB2,HDAC2,KIAA0528,LCP2,M
APK14,MATK,MYH11,MYL12A,PDCD6,PIK3CD,PIK3R3,PLCG1,PPP2R
5D,PRKACB,SH2B2,SH3KBP1,STAT1,STAT5B,WASL,ZAP70

GO.0030097 hemopoiesis 21 0.000371 ENSP00000181839,ENSP00000228284,ENSP00000229794,ENSP00000234313,ENSP00000268712,ENS
P00000293328,ENSP00000300134,ENSP00000324890,ENSP00000327025,ENSP00000333873,ENSP00
000340347,ENSP00000349723,ENSP00000354566,ENSP00000361892,ENSP00000365757,ENSP00000
366563,ENSP00000367323,ENSP00000371219,ENSP00000392028,ENSP00000399518,ENSP00000439
594

BCL11B,CD28,CD3E,CDK13,CHD7,CIB1,KCNAB2,MAPK14,NCOR1,PIK
3CD,PIP4K2A,PLEK,RHOH,RORC,SART3,SATB1,STAT5B,STAT6,STK4,T
CF7,THEMIS

GO.0030098 lymphocyte 
differentiation

13 0.000371 ENSP00000268712,ENSP00000293328,ENSP00000300134,ENSP00000324890,ENSP00000327025,ENS
P00000340347,ENSP00000349723,ENSP00000354566,ENSP00000366563,ENSP00000371219,ENSP00
000392028,ENSP00000399518,ENSP00000439594

BCL11B,CD28,CD3E,CHD7,NCOR1,PIK3CD,RHOH,RORC,SATB1,STAT5
B,STAT6,TCF7,THEMIS

GO.0002764 immune 
response-
regulating 
signaling 
pathway

20 0.000431 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000244007,ENS
P00000262367,ENSP00000263125,ENSP00000264972,ENSP00000290246,ENSP00000339186,ENSP00
000354340,ENSP00000354566,ENSP00000359719,ENSP00000362287,ENSP00000366563,ENSP00000
379330,ENSP00000417963,ENSP00000425845,ENSP00000431445,ENSP00000439594

CD3E,CD3G,CREBBP,EIF2C2,EIF2C3,ELMO2,FYB,GRAP2,LCP2,MAPK1
4,NFATC2,PIK3CD,PLCG1,PPP2R5D,PRKACB,PRKCQ,THEMIS,UBA3,
WASL,ZAP70



GO.0044260 cellular 
macromolecul
e metabolic 
process

112 0.000447 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000229812,ENSP00000235090,ENSP00000238112,ENSP00000238497,ENSP00
000250693,ENSP00000253363,ENSP00000259253,ENSP00000259512,ENSP00000260926,ENSP00000
261700,ENSP00000262367,ENSP00000262506,ENSP00000263125,ENSP00000263202,ENSP00000263
239,ENSP00000264972,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,
ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000268876,ENS
P00000276201,ENSP00000280665,ENSP00000285968,ENSP00000290231,ENSP00000292616,ENSP00
000293328,ENSP00000296792,ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000
308179,ENSP00000309548,ENSP00000323288,ENSP00000323858,ENSP00000323889,ENSP00000325
905,ENSP00000327025,ENSP00000331487,ENSP00000333266,ENSP00000333873,ENSP00000335677,
ENSP00000337353,ENSP00000339122,ENSP00000339245,ENSP00000339381,ENSP00000340347,ENS
P00000340823,ENSP00000342905,ENSP00000343741,ENSP00000344193,ENSP00000347251,ENSP00
000347648,ENSP00000347719,ENSP00000349723,ENSP00000351490,ENSP00000352264,ENSP00000
353401,ENSP00000353741,ENSP00000354061,ENSP00000354340,ENSP00000354394,ENSP00000355
560,ENSP00000355632,ENSP00000356001,ENSP00000357644,ENSP00000358060,ENSP00000359393,
ENSP00000359719,ENSP00000360828,ENSP00000361892,ENSP00000362287,ENSP00000363763,ENS
P00000364310,ENSP00000364902,ENSP00000366563,ENSP00000367721,ENSP00000368124,ENSP00
000369217,ENSP00000369682,ENSP00000369703,ENSP00000377892,ENSP00000378485,ENSP00000
379330,ENSP00000379847,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00000399
518,ENSP00000401197,ENSP00000405574,ENSP00000409279,ENSP00000410447,ENSP00000413493,
ENSP00000417214,ENSP00000417401,ENSP00000417963,ENSP00000418379,ENSP00000425845,ENS
P00000430432,ENSP00000433919,ENSP00000442349

ADNP,ARHGAP35,ARIH1,ART1,ATR,BCL11B,C14orf166,CAMK1D,CD
2AP,CDK13,CHD7,CIB1,CLNS1A,CPSF3,CPSF3L,CREBBP,CSNK2A2,CU
X1,CYCS,DCP1B,DDX18,DDX27,DDX54,DERL1,DHX38,EIF2C2,EIF2C3,
EPHB2,ETF1,FOXK2,FYB,GALNT2,GATAD2B,GPS1,GTF2F2,GTF2H1,H
2AFX,HDAC2,HELZ2,HMGB3,IKZF2,KAT6A,LEF1,LRWD1,MAPK14,MA
TK,MAX,MRPL18,MRPS26,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,N
UP160,NUP205,OTUD4,P2RX7,PARP15,PDP2,PIK3CD,PMM2,POFUT
1,PPP2R5D,PRKACB,PRKCQ,RBM39,RGS12,RNASE1,RORC,RPUSD2,S
ART3,SATB1,SATB2,SCYL2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,STK38
,STK4,SUB1,TAF1L,TARS2,TBCD,TBCE,TBL1XR1,TCF7,TDP1,TRIM25,T
RMT6,TUBB2A,UBA3,UBA7,UFD1L,UGGT1,UNC45B,UPF3B,USP19,U
TP15,VIPAS39,VPS4B,WASL,WDR3,WDR61,WDR77,YTHDC1,ZAP70,
ZFX,ZNF143,ZNF512

GO.0051130 positive 
regulation of 
cellular 
component 
organization

33 0.000594 ENSP00000223023,ENSP00000228284,ENSP00000229794,ENSP00000234313,ENSP00000238497,ENS
P00000252699,ENSP00000262506,ENSP00000263125,ENSP00000265165,ENSP00000267973,ENSP00
000268712,ENSP00000282516,ENSP00000298375,ENSP00000312734,ENSP00000324890,ENSP00000
333873,ENSP00000334229,ENSP00000340823,ENSP00000342905,ENSP00000347184,ENSP00000353
401,ENSP00000354061,ENSP00000360165,ENSP00000361027,ENSP00000361057,ENSP00000363763,
ENSP00000368124,ENSP00000370517,ENSP00000379330,ENSP00000379616,ENSP00000385720,ENS
P00000430432,ENSP00000442349

ACTN4,ACTRT1,ADNP,AKR1E2,AMOT,ARHGAP35,CAMK1D,CD28,CI
B1,CSNK2A2,CUX1,EPHB2,GTF2F2,HDAC2,HTT,KIAA0528,LEF1,MAP
K14,MYH11,NCOR1,NFATC2,NIPBL,P2RX7,PFKP,PLEK,PRKCQ,RAB8B
,SART3,SCYL2,SURF4,VPS4B,WASL,WDR61



GO.0018130 heterocycle 
biosynthetic 
process

65 0.000817 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000253363,ENS
P00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00
000262965,ENSP00000263202,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000
265963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276
201,ENSP00000282050,ENSP00000285968,ENSP00000287143,ENSP00000290231,ENSP00000293328,
ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000312697,ENSP00000323858,ENS
P00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331487,ENSP00000333266,ENSP00
000335677,ENSP00000339122,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000
342905,ENSP00000347184,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00000353
401,ENSP00000354394,ENSP00000357644,ENSP00000358497,ENSP00000360216,ENSP00000367721,
ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00000385720,ENSP00000392028,ENS
P00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00000417214,ENSP00
000417401,ENSP00000418379,ENSP00000430432

ADNP,ARHGAP35,ATP5A1,BCL11B,C14orf166,CHD5,CHD7,CPSF3,CR
EBBP,CSNK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,DNTT,EIF2C2,FO
XK2,GATAD2B,GTF2F2,GTF2H1,HDAC2,HELZ2,HTT,IKZF2,KAT6A,LEF
1,MAPK14,MAX,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NU
P205,PARP15,PMM2,PRG3,RBM39,RGS12,RNGTT,RORC,SATB1,SAT
B2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,TBL1XR1,TCF3,T
CF7,TRIM25,UBA7,UFD1L,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF14
3,ZNF512

GO.0051716 cellular 
response to 
stimulus

101 0.000853 ENSP00000046794,ENSP00000217652,ENSP00000220592,ENSP00000223023,ENSP00000229340,ENS
P00000229794,ENSP00000229812,ENSP00000234313,ENSP00000242351,ENSP00000244007,ENSP00
000249822,ENSP00000251810,ENSP00000252699,ENSP00000257570,ENSP00000259512,ENSP00000
260926,ENSP00000262367,ENSP00000262506,ENSP00000262741,ENSP00000263125,ENSP00000263
202,ENSP00000264933,ENSP00000264972,ENSP00000265073,ENSP00000265165,ENSP00000265713,
ENSP00000265963,ENSP00000267973,ENSP00000268712,ENSP00000278060,ENSP00000282516,ENS
P00000282588,ENSP00000285968,ENSP00000290246,ENSP00000293328,ENSP00000298375,ENSP00
000306496,ENSP00000307786,ENSP00000312697,ENSP00000312734,ENSP00000316543,ENSP00000
323858,ENSP00000323889,ENSP00000325548,ENSP00000327025,ENSP00000331487,ENSP00000333
266,ENSP00000333873,ENSP00000334229,ENSP00000337353,ENSP00000339186,ENSP00000339381,
ENSP00000339399,ENSP00000340409,ENSP00000342905,ENSP00000343741,ENSP00000345988,ENS
P00000347184,ENSP00000347251,ENSP00000352264,ENSP00000352738,ENSP00000354061,ENSP00
000354340,ENSP00000354394,ENSP00000356022,ENSP00000358896,ENSP00000359719,ENSP00000
360165,ENSP00000361027,ENSP00000361892,ENSP00000362287,ENSP00000364310,ENSP00000364
475,ENSP00000364902,ENSP00000365944,ENSP00000366563,ENSP00000367721,ENSP00000369217,
ENSP00000369682,ENSP00000370517,ENSP00000371219,ENSP00000377148,ENSP00000378485,ENS
P00000378920,ENSP00000379616,ENSP00000380903,ENSP00000380921,ENSP00000385720,ENSP00
000387739,ENSP00000395590,ENSP00000400717,ENSP00000401197,ENSP00000405574,ENSP00000
415430,ENSP00000417963,ENSP00000425845,ENSP00000431445,ENSP00000439594,ENSP00000440
273,ENSP00000442349,ENSP00000458238

ACTN4,ACTRT1,ADNP,AKR1E2,AMOT,AMOTL1,AP1G1,ARHGAP35,A
RIH1,ARPP19,AS3MT,ATR,CD2AP,CD3G,CIB1,CNDP2,CREBBP,CRYZ,C
SNK2A2,CYCS,DDX54,DERL1,DMAP1,EIF2C2,EIF2C3,ELMO2,FBP1,FB
XO6,FYB,G3BP2,GNA13,GPS1,GRAP2,GTF2H1,GTSE1,H2AFX,HTT,IFI
35,ITGA1,KAT6A,KIAA0528,LCP2,LEF1,MAPK14,MATK,MRPS26,MYH
11,MYL12A,NCOR1,NIPBL,NPLOC4,NUP160,NUP205,OASL,P2RX7,P
AOX,PDCD6,PFKP,PI4KA,PIK3CD,PIK3R3,PLCG1,PLCH1,PLEK,POFUT1
,PPP2R5D,PRKACB,PRKCQ,RAB33B,RAB35,RAB8B,RAPH1,RGS12,RH
OH,ROBO3,RORC,RRM2B,SATB2,SCYL2,SH2B2,SH3KBP1,SLC26A6,S
MPD1,SOD2,STAT1,STAT5B,STK38,STK4,SUB1,TBL1XR1,TDP1,THEM
IS,TRIM25,UBA3,UBA7,UFD1L,USP19,WASL,WDR61,ZAP70,ZC3HAV
1

GO.0050776 regulation of 
immune 
response

26 0.00104 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000244007,ENS
P00000262367,ENSP00000262510,ENSP00000263125,ENSP00000264972,ENSP00000290246,ENSP00
000293328,ENSP00000300134,ENSP00000339186,ENSP00000354340,ENSP00000354394,ENSP00000
354566,ENSP00000359719,ENSP00000362287,ENSP00000366563,ENSP00000377148,ENSP00000379
330,ENSP00000417963,ENSP00000425845,ENSP00000431445,ENSP00000439594,ENSP00000442349

AP1G1,CD3E,CD3G,CREBBP,EIF2C2,EIF2C3,ELMO2,FYB,GRAP2,LCP2,
MAPK14,NFATC2,NLRC5,P2RX7,PIK3CD,PLCG1,PPP2R5D,PRKACB,PR
KCQ,STAT1,STAT5B,STAT6,THEMIS,UBA3,WASL,ZAP70



GO.0051028 mRNA 
transport

10 0.00118 ENSP00000238112,ENSP00000252512,ENSP00000268482,ENSP00000276201,ENSP00000285968,ENS
P00000325905,ENSP00000347184,ENSP00000352738,ENSP00000367721,ENSP00000377892

CPSF3,DHX38,G3BP2,HTT,NUP160,NUP205,SRSF5,SRSF7,UPF3B,XP
O7

GO.1902582 single-
organism 
intracellular 
transport

32 0.00119 ENSP00000217652,ENSP00000229340,ENSP00000238112,ENSP00000238497,ENSP00000252512,ENS
P00000259512,ENSP00000263202,ENSP00000268482,ENSP00000271373,ENSP00000276201,ENSP00
000282050,ENSP00000285968,ENSP00000306496,ENSP00000312734,ENSP00000325905,ENSP00000
331487,ENSP00000334229,ENSP00000339122,ENSP00000353401,ENSP00000354061,ENSP00000356
001,ENSP00000366563,ENSP00000367721,ENSP00000377148,ENSP00000377470,ENSP00000377892,
ENSP00000388658,ENSP00000397947,ENSP00000425845,ENSP00000432279,ENSP00000440586,ENS
P00000442349

AP1G1,ATP5A1,CHMP1B,CNP,CPSF3,CUX1,DERL1,DHX38,FYB,KIAA0
528,MPC2,MRPL18,MYL12A,NPLOC4,NUP160,NUP205,P2RX7,PIK3C
D,PLEKHA8,RAB33B,RAB35,RAB8B,SCYL2,SLC25A12,SRSF5,SRSF7,UF
D1L,UPF3B,USO1,VIPAS39,VPS4B,XPO7

GO.0006955 immune 
response

35 0.00122 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000242351,ENS
P00000244007,ENSP00000250693,ENSP00000257570,ENSP00000262367,ENSP00000262510,ENSP00
000263125,ENSP00000264972,ENSP00000265165,ENSP00000287143,ENSP00000290246,ENSP00000
323889,ENSP00000324890,ENSP00000327025,ENSP00000333266,ENSP00000339186,ENSP00000340
347,ENSP00000354340,ENSP00000354394,ENSP00000359719,ENSP00000362287,ENSP00000366563,
ENSP00000378485,ENSP00000378920,ENSP00000379330,ENSP00000395590,ENSP00000417963,ENS
P00000425845,ENSP00000431445,ENSP00000442349,ENSP00000451511

ART1,CD28,CD3G,CREBBP,EIF2C2,EIF2C3,ELMO2,FYB,GRAP2,IFI35,L
CP2,LEF1,LY75,MAPK14,MATK,NFATC2,NLRC5,OASL,P2RX7,PIK3CD,
PLCG1,PPP2R5D,PRG3,PRKACB,PRKCQ,RORC,SLC26A6,STAT1,TCF7,
TRIM25,UBA3,UBA7,WASL,ZAP70,ZC3HAV1

GO.0002684 positive 
regulation of 
immune 
system 
process

26 0.00124 ENSP00000046794,ENSP00000223023,ENSP00000242351,ENSP00000244007,ENSP00000255194,ENS
P00000262367,ENSP00000262510,ENSP00000262965,ENSP00000265165,ENSP00000290246,ENSP00
000293328,ENSP00000300134,ENSP00000339186,ENSP00000340900,ENSP00000342681,ENSP00000
354340,ENSP00000359719,ENSP00000366563,ENSP00000368124,ENSP00000377148,ENSP00000379
330,ENSP00000417963,ENSP00000425845,ENSP00000431445,ENSP00000439594,ENSP00000442349

AP1G1,AP3B1,CAMK1D,CD3G,CD5,CREBBP,ELMO2,FYB,GRAP2,LCP2
,LEF1,MIA3,NFATC2,NLRC5,P2RX7,PIK3CD,PLCG1,PPP2R5D,PRKACB
,STAT5B,STAT6,TCF3,THEMIS,UBA3,WASL,ZC3HAV1

GO.0006396 RNA 
processing

24 0.00124 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000228284,ENSP00000235090,ENS
P00000238112,ENSP00000253363,ENSP00000261700,ENSP00000265963,ENSP00000268482,ENSP00
000276201,ENSP00000296792,ENSP00000308179,ENSP00000312981,ENSP00000323858,ENSP00000
325905,ENSP00000339245,ENSP00000340823,ENSP00000358497,ENSP00000362287,ENSP00000377
892,ENSP00000392028,ENSP00000413493,ENSP00000433919

C14orf166,CDK13,CHD7,CLNS1A,CPSF3,CPSF3L,DDX54,DHX38,EIF2C
2,EIF2C3,GTF2F2,GTF2H1,RBM39,RNGTT,SART3,SRSF5,SRSF7,TRMT
6,UPF3B,USP39,UTP15,WDR3,WDR77,YTHDC1

GO.0007167 enzyme linked 
receptor 
protein 
signaling 
pathway

28 0.00124 ENSP00000046794,ENSP00000217652,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENS
P00000244007,ENSP00000262741,ENSP00000264933,ENSP00000264972,ENSP00000265073,ENSP00
000265165,ENSP00000268712,ENSP00000290246,ENSP00000293328,ENSP00000324890,ENSP00000
334229,ENSP00000354394,ENSP00000354566,ENSP00000359719,ENSP00000362287,ENSP00000363
763,ENSP00000366563,ENSP00000378485,ENSP00000379616,ENSP00000380921,ENSP00000417963,
ENSP00000430432,ENSP00000440273

CD28,CD3E,EIF2C2,EIF2C3,ELMO2,EPHB2,HDAC2,KIAA0528,LCP2,LE
F1,MAPK14,MATK,MYH11,MYL12A,NCOR1,PDCD6,PIK3CD,PIK3R3,P
LCG1,PPP2R5D,PRKACB,SH2B2,SH3KBP1,STAT1,STAT5B,SUB1,WASL
,ZAP70

GO.0016482 cytoplasmic 
transport

24 0.00124 ENSP00000229340,ENSP00000238112,ENSP00000238497,ENSP00000252512,ENSP00000255194,ENS
P00000259512,ENSP00000263202,ENSP00000268482,ENSP00000276201,ENSP00000285968,ENSP00
000306496,ENSP00000312734,ENSP00000325905,ENSP00000331487,ENSP00000339122,ENSP00000
347184,ENSP00000354061,ENSP00000356001,ENSP00000367721,ENSP00000377148,ENSP00000377
892,ENSP00000425845,ENSP00000440586,ENSP00000442349

AP1G1,AP3B1,CPSF3,DERL1,DHX38,FYB,HTT,MRPL18,NPLOC4,NUP1
60,NUP205,P2RX7,RAB33B,RAB35,RAB8B,SCYL2,SRSF5,SRSF7,UFD1
L,UPF3B,USO1,VIPAS39,VPS4B,XPO7



GO.1901362 organic cyclic 
compound 
biosynthetic 
process

66 0.00124 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000253363,ENS
P00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00
000262965,ENSP00000263202,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000
265963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276
201,ENSP00000282050,ENSP00000285968,ENSP00000287143,ENSP00000290231,ENSP00000293328,
ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000312697,ENSP00000323858,ENS
P00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331487,ENSP00000333266,ENSP00
000335677,ENSP00000339122,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000
342905,ENSP00000347184,ENSP00000347648,ENSP00000348762,ENSP00000349723,ENSP00000351
490,ENSP00000353401,ENSP00000354394,ENSP00000357644,ENSP00000358497,ENSP00000360216,
ENSP00000367721,ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00000385720,ENS
P00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00
000417214,ENSP00000417401,ENSP00000418379,ENSP00000430432

ADNP,ARHGAP35,ATP5A1,BCL11B,C14orf166,CHD5,CHD7,CPSF3,CR
EBBP,CSNK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,DNTT,EIF2C2,FO
XK2,GATAD2B,GTF2F2,GTF2H1,HDAC2,HELZ2,HTT,IKZF2,KAT6A,LEF
1,LSS,MAPK14,MAX,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160
,NUP205,PARP15,PMM2,PRG3,RBM39,RGS12,RNGTT,RORC,SATB1,
SATB2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,TBL1XR1,TCF
3,TCF7,TRIM25,UBA7,UFD1L,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZN
F143,ZNF512

GO.0016337 single 
organismal 
cell-cell 
adhesion

18 0.00128 ENSP00000217652,ENSP00000234313,ENSP00000262965,ENSP00000268712,ENSP00000293328,ENS
P00000300134,ENSP00000324890,ENSP00000327025,ENSP00000340347,ENSP00000349723,ENSP00
000352264,ENSP00000366563,ENSP00000371219,ENSP00000392028,ENSP00000399518,ENSP00000
431445,ENSP00000439594,ENSP00000442349

BCL11B,CD28,CD2AP,CD3G,CHD7,MYL12A,NCOR1,P2RX7,PIK3CD,PL
EK,RHOH,RORC,SATB1,STAT5B,STAT6,TCF3,TCF7,THEMIS



GO.0043170 macromolecul
e metabolic 
process

117 0.00128 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000229812,ENSP00000235090,ENSP00000238112,ENSP00000238497,ENSP00
000250693,ENSP00000253363,ENSP00000259253,ENSP00000259512,ENSP00000260926,ENSP00000
261700,ENSP00000262367,ENSP00000262506,ENSP00000263125,ENSP00000263202,ENSP00000263
239,ENSP00000264972,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,
ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000268876,ENS
P00000276201,ENSP00000280665,ENSP00000285968,ENSP00000290231,ENSP00000292616,ENSP00
000293328,ENSP00000295640,ENSP00000296792,ENSP00000300134,ENSP00000302728,ENSP00000
304985,ENSP00000307786,ENSP00000308179,ENSP00000309548,ENSP00000323288,ENSP00000323
858,ENSP00000323889,ENSP00000324890,ENSP00000325905,ENSP00000327025,ENSP00000331487,
ENSP00000333266,ENSP00000333873,ENSP00000335677,ENSP00000337353,ENSP00000339122,ENS
P00000339245,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENSP00
000343741,ENSP00000344193,ENSP00000347251,ENSP00000347648,ENSP00000347719,ENSP00000
349723,ENSP00000351490,ENSP00000352264,ENSP00000353401,ENSP00000353741,ENSP00000354
061,ENSP00000354340,ENSP00000354394,ENSP00000355560,ENSP00000355632,ENSP00000356001,
ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000359393,ENSP00000359719,ENS
P00000360828,ENSP00000361892,ENSP00000362287,ENSP00000363763,ENSP00000364310,ENSP00
000364902,ENSP00000366563,ENSP00000367721,ENSP00000368124,ENSP00000369217,ENSP00000
369682,ENSP00000369703,ENSP00000377892,ENSP00000378485,ENSP00000379330,ENSP00000379
847,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000401197,
ENSP00000405574,ENSP00000409279,ENSP00000410447,ENSP00000413493,ENSP00000417214,ENS
P00000417401,ENSP00000417963,ENSP00000418379,ENSP00000421566,ENSP00000425845,ENSP00
000430432,ENSP00000433919,ENSP00000442349

ADNP,ARHGAP35,ARIH1,ART1,ATR,BCL11B,C14orf166,CAMK1D,CD
28,CD2AP,CDK13,CHD7,CIB1,CLNS1A,CPSF3,CPSF3L,CREBBP,CSNK2
A2,CUX1,CYCS,DCP1B,DDX18,DDX27,DDX54,DERL1,DHX38,EIF2C2,E
IF2C3,EPHB2,ETF1,FOXK2,FYB,GALNT2,GATAD2B,GPS1,GTF2F2,GTF
2H1,GUSB,H2AFX,HDAC2,HELZ2,HMGB3,IKZF2,KAT6A,LEF1,LRWD1,
MAPK14,MATK,MAX,MRPL18,MRPS26,NCOA5,NCOR1,NFATC2,NPL
OC4,NSD1,NUP160,NUP205,OTUD4,P2RX7,PARP15,PDP2,PIK3CD,P
MM2,POFUT1,PPP2R5D,PRKACB,PRKCQ,RBM39,RGS12,RNASE1,RN
GTT,RNPEP,RORC,RPUSD2,SART3,SATB1,SATB2,SCYL2,SRSF5,SRSF7,
STAT1,STAT5B,STAT6,STK38,STK4,SUB1,TAF1L,TARS2,TBCD,TBCE,T
BL1XR1,TCF7,TDP1,TRIM25,TRMT6,TUBB2A,UBA3,UBA7,UFD1L,UG
GT1,UNC45B,UPF3B,USP19,UTP15,VIPAS39,VPS4B,WASL,WDR3,W
DR61,WDR77,XPNPEP1,YTHDC1,ZAP70,ZFX,ZNF143,ZNF512

GO.0034654 nucleobase-
containing 
compound 
biosynthetic 
process

63 0.00139 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000253363,ENS
P00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00
000262965,ENSP00000263202,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000
265963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276
201,ENSP00000282050,ENSP00000285968,ENSP00000290231,ENSP00000293328,ENSP00000300134,
ENSP00000304985,ENSP00000307786,ENSP00000312697,ENSP00000323858,ENSP00000323889,ENS
P00000325905,ENSP00000327025,ENSP00000331487,ENSP00000333266,ENSP00000335677,ENSP00
000339122,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENSP00000
347648,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000354394,ENSP00000357
644,ENSP00000358497,ENSP00000360216,ENSP00000367721,ENSP00000377892,ENSP00000379330,
ENSP00000379847,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENS
P00000405574,ENSP00000410447,ENSP00000417214,ENSP00000417401,ENSP00000418379,ENSP00
000430432

ADNP,ARHGAP35,ATP5A1,BCL11B,C14orf166,CHD5,CHD7,CPSF3,CR
EBBP,CSNK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,DNTT,EIF2C2,FO
XK2,GATAD2B,GTF2F2,GTF2H1,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,M
APK14,MAX,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP20
5,PARP15,PMM2,RBM39,RGS12,RNGTT,RORC,SATB1,SATB2,SRSF5,
SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,TBL1XR1,TCF3,TCF7,TRIM
25,UBA7,UFD1L,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF143,ZNF512



GO.0019438 aromatic 
compound 
biosynthetic 
process

64 0.0014 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000253363,ENS
P00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00
000262965,ENSP00000263202,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000
265963,ENSP00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268712,ENSP00000276
201,ENSP00000282050,ENSP00000285968,ENSP00000287143,ENSP00000290231,ENSP00000293328,
ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000312697,ENSP00000323858,ENS
P00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331487,ENSP00000333266,ENSP00
000335677,ENSP00000339122,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000
342905,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000354
394,ENSP00000357644,ENSP00000358497,ENSP00000360216,ENSP00000367721,ENSP00000377892,
ENSP00000379330,ENSP00000379847,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENS
P00000399518,ENSP00000405574,ENSP00000410447,ENSP00000417214,ENSP00000417401,ENSP00
000418379,ENSP00000430432

ADNP,ARHGAP35,ATP5A1,BCL11B,C14orf166,CHD5,CHD7,CPSF3,CR
EBBP,CSNK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,DNTT,EIF2C2,FO
XK2,GATAD2B,GTF2F2,GTF2H1,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,M
APK14,MAX,NCOA5,NCOR1,NFATC2,NPLOC4,NSD1,NUP160,NUP20
5,PARP15,PMM2,PRG3,RBM39,RGS12,RNGTT,RORC,SATB1,SATB2,S
RSF5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,TBL1XR1,TCF3,TCF7,
TRIM25,UBA7,UFD1L,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF143,ZN
F512

GO.0010467 gene 
expression

75 0.00165 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000235090,ENSP00000238112,ENSP00000251810,ENSP00000253363,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00000
262965,ENSP00000264933,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265
963,ENSP00000267973,ENSP00000268482,ENSP00000268712,ENSP00000276201,ENSP00000280665,
ENSP00000285968,ENSP00000290231,ENSP00000293328,ENSP00000296792,ENSP00000300134,ENS
P00000304985,ENSP00000307786,ENSP00000308179,ENSP00000312697,ENSP00000312981,ENSP00
000323858,ENSP00000325905,ENSP00000327025,ENSP00000335677,ENSP00000339122,ENSP00000
339245,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENSP00000347
648,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000353741,ENSP00000354394,
ENSP00000356001,ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000362287,ENS
P00000367721,ENSP00000369682,ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00
000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000
410447,ENSP00000413493,ENSP00000417214,ENSP00000417401,ENSP00000418379,ENSP00000430
432,ENSP00000433919,ENSP00000442349

ADNP,ARHGAP35,BCL11B,C14orf166,CDK13,CHD5,CHD7,CLNS1A,C
PSF3,CPSF3L,CREBBP,CSNK2A2,CUX1,CYCS,DCP1B,DDX54,DHX38,D
MAP1,EIF2C2,EIF2C3,ETF1,FOXK2,GATAD2B,GTF2F2,GTF2H1,HDAC
2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,MAX,MRPL18,MRPS26,NCOA5,
NCOR1,NFATC2,NSD1,NUP160,NUP205,P2RX7,PARP15,PDCD6,RBM
39,RGS12,RNGTT,RORC,RRM2B,SART3,SATB1,SATB2,SRSF5,SRSF7,S
TAT1,STAT5B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TRMT6
,UPF3B,USP39,UTP15,VIPAS39,WASL,WDR3,WDR61,WDR77,YTHDC
1,ZFX,ZNF143,ZNF512

GO.0006793 phosphorus 
metabolic 
process

43 0.00178 ENSP00000181839,ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000251810,ENS
P00000259253,ENSP00000262506,ENSP00000262741,ENSP00000263125,ENSP00000264972,ENSP00
000265963,ENSP00000268261,ENSP00000269373,ENSP00000271620,ENSP00000282050,ENSP00000
284719,ENSP00000307786,ENSP00000309548,ENSP00000343741,ENSP00000345988,ENSP00000347
251,ENSP00000354061,ENSP00000354687,ENSP00000356953,ENSP00000358497,ENSP00000359719,
ENSP00000361892,ENSP00000363763,ENSP00000363852,ENSP00000364475,ENSP00000365757,ENS
P00000366563,ENSP00000367323,ENSP00000368124,ENSP00000370517,ENSP00000377470,ENSP00
000378485,ENSP00000384774,ENSP00000417963,ENSP00000418379,ENSP00000425845,ENSP00000
442349,ENSP00000458238

ATP5A1,ATR,CAMK1D,CDK13,CNP,CSNK2A2,CYCS,EPHB2,FBP1,FN3
KRP,FYB,GPS1,GTF2H1,HK1,KCNAB2,MAPK14,MATK,MT-
ND1,OLA1,P2RX7,PDP2,PFKP,PI4KA,PIK3CD,PIK3R3,PIP4K2A,PLCH1,
PLEK,PMM2,PPP2R5D,PRKACB,PRKCQ,PRUNE,RNGTT,RRM2B,SCYL2
,SDHC,SLC44A1,STK38,STK4,TAF1L,UGGT1,ZAP70



GO.0009059 macromolecul
e biosynthetic 
process

72 0.00178 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000250693,ENS
P00000253363,ENSP00000259253,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENSP00
000262450,ENSP00000262506,ENSP00000262965,ENSP00000263202,ENSP00000265073,ENSP00000
265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268261,ENSP00000268
482,ENSP00000268712,ENSP00000276201,ENSP00000285968,ENSP00000290231,ENSP00000292616,
ENSP00000293328,ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000312697,ENS
P00000323858,ENSP00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331487,ENSP00
000333266,ENSP00000335677,ENSP00000339122,ENSP00000339381,ENSP00000340347,ENSP00000
340823,ENSP00000342905,ENSP00000343741,ENSP00000347648,ENSP00000349723,ENSP00000351
490,ENSP00000353401,ENSP00000353741,ENSP00000354394,ENSP00000355632,ENSP00000356001,
ENSP00000357644,ENSP00000358060,ENSP00000358497,ENSP00000360216,ENSP00000364902,ENS
P00000367721,ENSP00000369682,ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00
000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000
410447,ENSP00000417214,ENSP00000417401,ENSP00000418379,ENSP00000430432

ADNP,ARHGAP35,ART1,ATR,BCL11B,C14orf166,CHD5,CHD7,CPSF3,
CREBBP,CSNK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,DNTT,EIF2C2,E
TF1,FOXK2,GALNT2,GATAD2B,GTF2F2,GTF2H1,HDAC2,HELZ2,IKZF2,
KAT6A,LEF1,LRWD1,MAPK14,MAX,MRPL18,MRPS26,NCOA5,NCOR1
,NFATC2,NPLOC4,NSD1,NUP160,NUP205,PARP15,PMM2,POFUT1,R
BM39,RGS12,RNGTT,RORC,SATB1,SATB2,SRSF5,SRSF7,STAT1,STAT5
B,STAT6,SUB1,TAF1L,TARS2,TBL1XR1,TCF3,TCF7,TRIM25,UBA7,UFD
1L,UGGT1,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF143,ZNF512

GO.0002520 immune 
system 
development

21 0.00193 ENSP00000181839,ENSP00000228284,ENSP00000229794,ENSP00000234313,ENSP00000268712,ENS
P00000293328,ENSP00000300134,ENSP00000324890,ENSP00000327025,ENSP00000333873,ENSP00
000340347,ENSP00000349723,ENSP00000354566,ENSP00000361892,ENSP00000365757,ENSP00000
366563,ENSP00000367323,ENSP00000371219,ENSP00000392028,ENSP00000399518,ENSP00000439
594

BCL11B,CD28,CD3E,CDK13,CHD7,CIB1,KCNAB2,MAPK14,NCOR1,PIK
3CD,PIP4K2A,PLEK,RHOH,RORC,SART3,SATB1,STAT5B,STAT6,STK4,T
CF7,THEMIS

GO.0006796 phosphate-
containing 
compound 
metabolic 
process

42 0.00219 ENSP00000181839,ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000251810,ENS
P00000259253,ENSP00000262506,ENSP00000262741,ENSP00000263125,ENSP00000264972,ENSP00
000265963,ENSP00000268261,ENSP00000269373,ENSP00000282050,ENSP00000284719,ENSP00000
307786,ENSP00000309548,ENSP00000343741,ENSP00000345988,ENSP00000347251,ENSP00000354
061,ENSP00000354687,ENSP00000356953,ENSP00000358497,ENSP00000359719,ENSP00000361892,
ENSP00000363763,ENSP00000363852,ENSP00000364475,ENSP00000365757,ENSP00000366563,ENS
P00000367323,ENSP00000368124,ENSP00000370517,ENSP00000377470,ENSP00000378485,ENSP00
000384774,ENSP00000417963,ENSP00000418379,ENSP00000425845,ENSP00000442349,ENSP00000
458238

ATP5A1,ATR,CAMK1D,CDK13,CNP,CSNK2A2,CYCS,EPHB2,FBP1,FN3
KRP,FYB,GPS1,GTF2H1,HK1,KCNAB2,MAPK14,MATK,MT-
ND1,OLA1,P2RX7,PDP2,PFKP,PI4KA,PIK3CD,PIK3R3,PIP4K2A,PLCH1,
PLEK,PMM2,PPP2R5D,PRKACB,PRKCQ,RNGTT,RRM2B,SCYL2,SDHC,
SLC44A1,STK38,STK4,TAF1L,UGGT1,ZAP70

GO.0002521 leukocyte 
differentiation

14 0.00225 ENSP00000229794,ENSP00000268712,ENSP00000293328,ENSP00000300134,ENSP00000324890,ENS
P00000327025,ENSP00000340347,ENSP00000349723,ENSP00000354566,ENSP00000366563,ENSP00
000371219,ENSP00000392028,ENSP00000399518,ENSP00000439594

BCL11B,CD28,CD3E,CHD7,MAPK14,NCOR1,PIK3CD,RHOH,RORC,SAT
B1,STAT5B,STAT6,TCF7,THEMIS



GO.0006950 response to 
stress

66 0.00225 ENSP00000046794,ENSP00000217652,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENS
P00000234313,ENSP00000242351,ENSP00000244007,ENSP00000250693,ENSP00000251810,ENSP00
000255194,ENSP00000257570,ENSP00000259512,ENSP00000262367,ENSP00000262510,ENSP00000
263202,ENSP00000264933,ENSP00000264972,ENSP00000265713,ENSP00000265963,ENSP00000282
516,ENSP00000282588,ENSP00000285968,ENSP00000290246,ENSP00000298375,ENSP00000300134,
ENSP00000307786,ENSP00000312697,ENSP00000323889,ENSP00000324890,ENSP00000331487,ENS
P00000333266,ENSP00000333873,ENSP00000337353,ENSP00000339186,ENSP00000340900,ENSP00
000343741,ENSP00000347251,ENSP00000354340,ENSP00000354394,ENSP00000354687,ENSP00000
356022,ENSP00000359719,ENSP00000360165,ENSP00000361892,ENSP00000362287,ENSP00000364
310,ENSP00000365944,ENSP00000366084,ENSP00000367721,ENSP00000368124,ENSP00000369682,
ENSP00000370517,ENSP00000377892,ENSP00000378485,ENSP00000378920,ENSP00000379330,ENS
P00000379616,ENSP00000395590,ENSP00000400717,ENSP00000401197,ENSP00000415430,ENSP00
000417963,ENSP00000431445,ENSP00000440273,ENSP00000451511

ABCC4,ACTRT1,AKR1E2,AP3B1,ART1,ATR,CAMK1D,CD28,CD3G,CIB1
,CREBBP,CYCS,DERL1,DMAP1,EIF2C2,EIF2C3,ELMO2,FBXO6,GNA13,
GPS1,GRAP2,GTF2H1,GTSE1,H2AFX,IFI35,ITGA1,KAT6A,LCP2,LY75,
MAPK14,MATK,MIA3,MRPS26,MT-
ND1,MYH11,MYL12A,NFATC2,NIPBL,NLRC5,NPLOC4,NUP160,NUP2
05,OASL,PDCD6,PFKP,PLCG1,PLEK,PPP2R5D,PRKACB,RRM2B,SH2B2
,SLC26A6,SOD2,SRSF5,STAT1,STAT6,STK4,TDP1,TRIM25,UBA3,UBA
7,UFD1L,USP19,WASL,ZAP70,ZC3HAV1

GO.0043383 negative T cell 
selection

4 0.00225 ENSP00000264972,ENSP00000324890,ENSP00000354566,ENSP00000439594 CD28,CD3E,THEMIS,ZAP70

GO.0044255 cellular lipid 
metabolic 
process

25 0.00239 ENSP00000229794,ENSP00000234313,ENSP00000244007,ENSP00000262367,ENSP00000262741,ENS
P00000268712,ENSP00000287143,ENSP00000290349,ENSP00000293328,ENSP00000295640,ENSP00
000300441,ENSP00000301729,ENSP00000311572,ENSP00000317445,ENSP00000333664,ENSP00000
340409,ENSP00000359719,ENSP00000363852,ENSP00000365462,ENSP00000365757,ENSP00000366
563,ENSP00000405574,ENSP00000417401,ENSP00000442349,ENSP00000458238

ACAA1,ACSF2,CBR1,CREBBP,ECI1,HELZ2,MAPK14,NCOR1,P2RX7,PC
CA,PI4KA,PIK3CD,PIK3R3,PIP4K2A,PLCG1,PLEK,PRG3,PRKACB,PSAPL
1,PTGR1,RNPEP,SLC44A1,SMPD1,STAT5B,TBL1XR1

GO.0000398 mRNA 
splicing, via 
spliceosome

12 0.00287 ENSP00000181839,ENSP00000228284,ENSP00000235090,ENSP00000238112,ENSP00000268482,ENS
P00000276201,ENSP00000312981,ENSP00000325905,ENSP00000339245,ENSP00000340823,ENSP00
000377892,ENSP00000433919

CDK13,CLNS1A,CPSF3,DHX38,GTF2F2,SART3,SRSF5,SRSF7,UPF3B,U
SP39,WDR77,YTHDC1

GO.0030154 cell 
differentiation

61 0.00287 ENSP00000217652,ENSP00000223023,ENSP00000224784,ENSP00000229340,ENSP00000229794,ENS
P00000234313,ENSP00000235090,ENSP00000244007,ENSP00000260818,ENSP00000260926,ENSP00
000262367,ENSP00000262450,ENSP00000262506,ENSP00000263125,ENSP00000265165,ENSP00000
268712,ENSP00000268876,ENSP00000282516,ENSP00000282588,ENSP00000284073,ENSP00000286
070,ENSP00000288368,ENSP00000290349,ENSP00000293328,ENSP00000298942,ENSP00000300134,
ENSP00000312734,ENSP00000316543,ENSP00000321703,ENSP00000324890,ENSP00000327025,ENS
P00000333873,ENSP00000335677,ENSP00000339122,ENSP00000340900,ENSP00000342905,ENSP00
000347184,ENSP00000349723,ENSP00000354394,ENSP00000354566,ENSP00000355560,ENSP00000
361027,ENSP00000361892,ENSP00000365757,ENSP00000366563,ENSP00000367323,ENSP00000368
124,ENSP00000371219,ENSP00000377148,ENSP00000377470,ENSP00000378485,ENSP00000378920,
ENSP00000379330,ENSP00000379616,ENSP00000392028,ENSP00000399518,ENSP00000400717,ENS
P00000402219,ENSP00000405574,ENSP00000430432,ENSP00000439594

ACTA2,ADNP,AMOT,AP1G1,BCL11B,CAMK1D,CBR1,CD28,CD3E,CHD
5,CHD7,CIB1,CNP,CREBBP,CSNK2A2,DNAJC13,FOXK2,GNA13,HDAC
2,HTT,ITGA1,KCNAB2,LEF1,MAPK14,MATK,MIA3,MSI2,MYH11,MYL
12A,NCOR1,NFATC2,NIPBL,PIK3CD,PIP4K2A,PLCG1,PLEK,PREX2,PRK
CQ,PTER,RAB35,RAB8B,RAPH1,RBM45,RHOH,RORC,SATB1,SATB2,S
LC26A6,STAT1,STAT5B,STAT6,STK4,TACC1,TBCE,TBL1XR1,THEMIS,U
NC45B,VIPAS39,VSIG1,WASL,WDR77



GO.0034645 cellular 
macromolecul
e biosynthetic 
process

70 0.00287 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000250693,ENS
P00000253363,ENSP00000259253,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENSP00
000262450,ENSP00000262506,ENSP00000262965,ENSP00000263202,ENSP00000265073,ENSP00000
265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268261,ENSP00000268
482,ENSP00000268712,ENSP00000276201,ENSP00000290231,ENSP00000292616,ENSP00000293328,
ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000312697,ENSP00000323858,ENS
P00000323889,ENSP00000325905,ENSP00000327025,ENSP00000331487,ENSP00000333266,ENSP00
000335677,ENSP00000339122,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000
342905,ENSP00000343741,ENSP00000347648,ENSP00000349723,ENSP00000351490,ENSP00000353
401,ENSP00000353741,ENSP00000354394,ENSP00000355632,ENSP00000356001,ENSP00000357644,
ENSP00000358060,ENSP00000358497,ENSP00000360216,ENSP00000364902,ENSP00000369682,ENS
P00000377892,ENSP00000379330,ENSP00000379847,ENSP00000385720,ENSP00000392028,ENSP00
000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00000417214,ENSP00000
417401,ENSP00000418379,ENSP00000430432

ADNP,ARHGAP35,ART1,ATR,BCL11B,C14orf166,CHD5,CHD7,CPSF3,
CREBBP,CSNK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,DNTT,EIF2C2,E
TF1,FOXK2,GALNT2,GATAD2B,GTF2F2,GTF2H1,HDAC2,HELZ2,IKZF2,
KAT6A,LEF1,LRWD1,MAPK14,MAX,MRPL18,MRPS26,NCOA5,NCOR1
,NFATC2,NPLOC4,NSD1,PARP15,PMM2,POFUT1,RBM39,RGS12,RNG
TT,RORC,SATB1,SATB2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TA
F1L,TARS2,TBL1XR1,TCF3,TCF7,TRIM25,UBA7,UFD1L,UGGT1,UPF3B
,VIPAS39,WASL,WDR61,ZFX,ZNF143,ZNF512

GO.0045086 positive 
regulation of 
interleukin-2 
biosynthetic 
process

4 0.00296 ENSP00000263125,ENSP00000293328,ENSP00000324890,ENSP00000354566 CD28,CD3E,PRKCQ,STAT5B

GO.0048869 cellular 
developmenta
l process

63 0.00307 ENSP00000217652,ENSP00000223023,ENSP00000224784,ENSP00000228284,ENSP00000229340,ENS
P00000229794,ENSP00000234313,ENSP00000235090,ENSP00000244007,ENSP00000260818,ENSP00
000260926,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00000263125,ENSP00000
265165,ENSP00000268712,ENSP00000268876,ENSP00000282516,ENSP00000282588,ENSP00000284
073,ENSP00000286070,ENSP00000288368,ENSP00000290349,ENSP00000293328,ENSP00000298942,
ENSP00000300134,ENSP00000312734,ENSP00000316543,ENSP00000321703,ENSP00000324890,ENS
P00000327025,ENSP00000333873,ENSP00000335677,ENSP00000339122,ENSP00000340900,ENSP00
000342905,ENSP00000347184,ENSP00000349723,ENSP00000354394,ENSP00000354566,ENSP00000
355560,ENSP00000361027,ENSP00000365757,ENSP00000366563,ENSP00000367323,ENSP00000368
124,ENSP00000369257,ENSP00000371219,ENSP00000377148,ENSP00000377470,ENSP00000378485,
ENSP00000378920,ENSP00000379330,ENSP00000379616,ENSP00000392028,ENSP00000399518,ENS
P00000400717,ENSP00000402219,ENSP00000405574,ENSP00000430432,ENSP00000439594,ENSP00
000442349

ACTA2,ADNP,AMOT,AP1G1,BCL11B,CAMK1D,CBR1,CD28,CD3E,CHD
5,CHD7,CIB1,CNP,CREBBP,CSNK2A2,DNAJC13,FOXK2,GNA13,HDAC
2,HTT,ITGA1,KCNAB2,LEF1,MAPK14,MATK,MIA3,MSI2,MYH11,MYL
12A,NCOR1,NFATC2,NIPBL,P2RX7,PIK3CD,PIP4K2A,PLCG1,PLEK,PRE
X2,PRKCQ,PTER,RAB35,RAB8B,RAPH1,RBM45,RHOH,RORC,RPGRIP1
L,SART3,SATB1,SATB2,SLC26A6,STAT1,STAT5B,STAT6,TACC1,TBCE,T
BL1XR1,THEMIS,UNC45B,VIPAS39,VSIG1,WASL,WDR77

GO.0032787 monocarboxyl
ic acid 
metabolic 
process

18 0.00309 ENSP00000229794,ENSP00000271373,ENSP00000287143,ENSP00000290349,ENSP00000293328,ENS
P00000295640,ENSP00000300441,ENSP00000301729,ENSP00000309548,ENSP00000311572,ENSP00
000333664,ENSP00000346827,ENSP00000347184,ENSP00000358896,ENSP00000365462,ENSP00000
370517,ENSP00000384774,ENSP00000417963

ACAA1,ACSF2,ALDH9A1,AS3MT,CBR1,ECI1,HK1,HTT,MAPK14,MPC2
,PCCA,PDP2,PFKP,PPP2R5D,PRG3,PTGR1,RNPEP,STAT5B



GO.0033153 T cell receptor 
V(D)J 
recombinatio
n

3 0.00327 ENSP00000265165,ENSP00000340347,ENSP00000349723 BCL11B,LEF1,TCF7

GO.0032774 RNA 
biosynthetic 
process

57 0.00334 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000251810,ENS
P00000253363,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00
000262506,ENSP00000262965,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000
265963,ENSP00000267973,ENSP00000268482,ENSP00000268712,ENSP00000276201,ENSP00000285
968,ENSP00000290231,ENSP00000293328,ENSP00000300134,ENSP00000304985,ENSP00000307786,
ENSP00000312697,ENSP00000323858,ENSP00000325905,ENSP00000327025,ENSP00000335677,ENS
P00000339122,ENSP00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENSP00
000347648,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000354394,ENSP00000
357644,ENSP00000358497,ENSP00000367721,ENSP00000377892,ENSP00000379330,ENSP00000379
847,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000405574,
ENSP00000410447,ENSP00000417214,ENSP00000417401,ENSP00000418379,ENSP00000430432

ADNP,ARHGAP35,BCL11B,C14orf166,CHD5,CHD7,CPSF3,CREBBP,CS
NK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,EIF2C2,FOXK2,GATAD2B,
GTF2F2,GTF2H1,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,MAX,NC
OA5,NCOR1,NFATC2,NSD1,NUP160,NUP205,PARP15,RBM39,RGS12
,RNGTT,RORC,RRM2B,SATB1,SATB2,SRSF5,SRSF7,STAT1,STAT5B,ST
AT6,SUB1,TAF1L,TBL1XR1,TCF3,TCF7,UPF3B,VIPAS39,WASL,WDR61
,ZFX,ZNF143,ZNF512

GO.0006351 transcription, 
DNA-
templated

55 0.00341 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000238112,ENSP00000251810,ENS
P00000253363,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENSP00000262450,ENSP00
000262506,ENSP00000262965,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000
265963,ENSP00000267973,ENSP00000268482,ENSP00000268712,ENSP00000276201,ENSP00000290
231,ENSP00000293328,ENSP00000300134,ENSP00000304985,ENSP00000307786,ENSP00000312697,
ENSP00000323858,ENSP00000325905,ENSP00000327025,ENSP00000335677,ENSP00000339122,ENS
P00000339381,ENSP00000340347,ENSP00000340823,ENSP00000342905,ENSP00000347648,ENSP00
000349723,ENSP00000351490,ENSP00000353401,ENSP00000354394,ENSP00000357644,ENSP00000
358497,ENSP00000377892,ENSP00000379330,ENSP00000379847,ENSP00000385720,ENSP00000392
028,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000410447,ENSP00000417214,
ENSP00000417401,ENSP00000418379,ENSP00000430432

ADNP,ARHGAP35,BCL11B,C14orf166,CHD5,CHD7,CPSF3,CREBBP,CS
NK2A2,CUX1,CYCS,DDX54,DHX38,DMAP1,EIF2C2,FOXK2,GATAD2B,
GTF2F2,GTF2H1,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,MAX,NC
OA5,NCOR1,NFATC2,NSD1,PARP15,RBM39,RGS12,RNGTT,RORC,RR
M2B,SATB1,SATB2,SRSF5,SRSF7,STAT1,STAT5B,STAT6,SUB1,TAF1L,
TBL1XR1,TCF3,TCF7,UPF3B,VIPAS39,WASL,WDR61,ZFX,ZNF143,ZNF
512

GO.0001775 cell activation 21 0.00352 ENSP00000217652,ENSP00000229794,ENSP00000234313,ENSP00000252699,ENSP00000263125,ENS
P00000268712,ENSP00000287143,ENSP00000293328,ENSP00000300134,ENSP00000324890,ENSP00
000327025,ENSP00000340347,ENSP00000349723,ENSP00000366084,ENSP00000366563,ENSP00000
392028,ENSP00000399518,ENSP00000400717,ENSP00000431445,ENSP00000439594,ENSP00000442
349

ABCC4,ACTN4,BCL11B,CD28,CD3G,CHD7,GNA13,MAPK14,MYL12A,
NCOR1,P2RX7,PIK3CD,PLEK,PRG3,PRKCQ,RORC,SATB1,STAT5B,STA
T6,TCF7,THEMIS



GO.0048518 positive 
regulation of 
biological 
process

86 0.00358 ENSP00000046794,ENSP00000181839,ENSP00000220592,ENSP00000223023,ENSP00000224784,ENS
P00000228284,ENSP00000229794,ENSP00000234313,ENSP00000235090,ENSP00000238497,ENSP00
000244007,ENSP00000255194,ENSP00000259512,ENSP00000260926,ENSP00000261700,ENSP00000
262367,ENSP00000262450,ENSP00000262506,ENSP00000262510,ENSP00000262741,ENSP00000262
965,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,
ENSP00000268712,ENSP00000276201,ENSP00000278060,ENSP00000282516,ENSP00000287143,ENS
P00000288368,ENSP00000290246,ENSP00000296792,ENSP00000298375,ENSP00000307786,ENSP00
000308620,ENSP00000312697,ENSP00000312734,ENSP00000323889,ENSP00000327025,ENSP00000
333873,ENSP00000335677,ENSP00000339186,ENSP00000339381,ENSP00000340409,ENSP00000340
900,ENSP00000342681,ENSP00000342905,ENSP00000343741,ENSP00000347184,ENSP00000347719,
ENSP00000352264,ENSP00000354061,ENSP00000354340,ENSP00000354394,ENSP00000359719,ENS
P00000360165,ENSP00000361057,ENSP00000361892,ENSP00000362590,ENSP00000364310,ENSP00
000366563,ENSP00000370517,ENSP00000377148,ENSP00000378485,ENSP00000378920,ENSP00000
379616,ENSP00000379847,ENSP00000387739,ENSP00000392028,ENSP00000395929,ENSP00000400
717,ENSP00000401197,ENSP00000405574,ENSP00000410447,ENSP00000415430,ENSP00000417401,
ENSP00000417963,ENSP00000418379,ENSP00000425845,ENSP00000430432,ENSP00000431445,ENS
P00000439594,ENSP00000440273,ENSP00000442349

ACTA2,ACTRT1,ADNP,AKR1E2,AMOTL1,AP1G1,AP3B1,ATR,C14orf1
66,CD2AP,CD3G,CD5,CDK13,CHD5,CHD7,CIB1,CREBBP,CSNK2A2,CY
CS,DERL1,DMAP1,EIF2C2,ELMO2,FOXK2,FYB,GNA13,GRAP2,GTF2H
1,GTSE1,H2AFX,HDAC2,HELZ2,HTT,IKZF2,KAT6A,LCP2,LEF1,MAPK14
,MATK,MIA3,MYH11,NCOR1,NIPBL,NLRC5,NSD1,P2RX7,PAOX,PFKP,
PIK3CD,PIK3R3,PLCG1,PLEK,PPP2R5D,PREX2,PRG3,PRKACB,RAB8B,
RAG2,RGS12,RORC,SART3,SATB2,SCYL2,SH2B2,SLC26A6,SMPD1,ST
AT1,STK4,SUB1,SURF4,TAF1L,TBC1D22B,TBCD,TBL1XR1,TCF3,THEM
IS,TRIM25,UBA3,UPF3B,USP19,UTP15,VPS4B,WASL,WDR61,WDR77
,ZNF143

GO.0006996 organelle 
organization

57 0.00366 ENSP00000223023,ENSP00000228284,ENSP00000229794,ENSP00000234313,ENSP00000235090,ENS
P00000249822,ENSP00000251810,ENSP00000252699,ENSP00000255194,ENSP00000260818,ENSP00
000260926,ENSP00000262367,ENSP00000262450,ENSP00000262965,ENSP00000265165,ENSP00000
267973,ENSP00000268712,ENSP00000282516,ENSP00000285968,ENSP00000290246,ENSP00000292
616,ENSP00000296051,ENSP00000307786,ENSP00000308620,ENSP00000312734,ENSP00000321703,
ENSP00000331487,ENSP00000333873,ENSP00000334229,ENSP00000336775,ENSP00000341848,ENS
P00000347719,ENSP00000352264,ENSP00000355560,ENSP00000356001,ENSP00000356022,ENSP00
000357644,ENSP00000358060,ENSP00000359393,ENSP00000361027,ENSP00000361057,ENSP00000
364310,ENSP00000367721,ENSP00000369682,ENSP00000376127,ENSP00000377148,ENSP00000377
470,ENSP00000379616,ENSP00000380921,ENSP00000392028,ENSP00000395929,ENSP00000405574,
ENSP00000418379,ENSP00000430432,ENSP00000432279,ENSP00000440586,ENSP00000442349

ACTN4,AMOT,AP1G1,AP3B1,ARPP19,CD2AP,CHD5,CHD7,CHMP1B,
CIB1,CNP,CREBBP,CYCS,DNAJC13,ELMO2,GATAD2B,GOLGB1,H2AFX
,HDAC2,HMGB3,HPS3,KIAA0528,LEF1,LRWD1,MAPK14,MAU2,MRP
L18,MRPS26,MYH11,NCOR1,NIPBL,NPLOC4,NSD1,NUP160,NUP205,
P2RX7,PLEK,RAB8B,RAG2,RRM2B,SART3,SATB2,SH3KBP1,SOD2,SUR
F4,SYNM,TACC1,TAF1L,TARS2,TBCD,TBCE,TBL1XR1,TCF3,USO1,WA
SL,WDR61,WDR77

GO.0006366 transcription 
from RNA 
polymerase II 
promoter

24 0.00386 ENSP00000238112,ENSP00000251810,ENSP00000262367,ENSP00000262450,ENSP00000265073,ENS
P00000265165,ENSP00000265963,ENSP00000268482,ENSP00000268712,ENSP00000276201,ENSP00
000293328,ENSP00000307786,ENSP00000325905,ENSP00000327025,ENSP00000335677,ENSP00000
340823,ENSP00000349723,ENSP00000351490,ENSP00000353401,ENSP00000358497,ENSP00000377
892,ENSP00000379330,ENSP00000379847,ENSP00000418379

BCL11B,CHD5,CPSF3,CREBBP,CUX1,CYCS,DHX38,FOXK2,GTF2F2,GTF
2H1,LEF1,MAX,NCOR1,NFATC2,RNGTT,RORC,RRM2B,SRSF5,SRSF7,S
TAT5B,SUB1,TAF1L,UPF3B,ZNF143



GO.0046907 intracellular 
transport

33 0.00407 ENSP00000217652,ENSP00000229340,ENSP00000238112,ENSP00000238497,ENSP00000252512,ENS
P00000259512,ENSP00000263202,ENSP00000264933,ENSP00000268482,ENSP00000271373,ENSP00
000276201,ENSP00000282050,ENSP00000285968,ENSP00000306496,ENSP00000312734,ENSP00000
325905,ENSP00000331487,ENSP00000334229,ENSP00000339122,ENSP00000353401,ENSP00000354
061,ENSP00000356001,ENSP00000366563,ENSP00000367721,ENSP00000377148,ENSP00000377470,
ENSP00000377892,ENSP00000388658,ENSP00000397947,ENSP00000425845,ENSP00000432279,ENS
P00000440586,ENSP00000442349

AP1G1,ATP5A1,CHMP1B,CNP,CPSF3,CUX1,DERL1,DHX38,FYB,KIAA0
528,MPC2,MRPL18,MYL12A,NPLOC4,NUP160,NUP205,P2RX7,PDCD
6,PIK3CD,PLEKHA8,RAB33B,RAB35,RAB8B,SCYL2,SLC25A12,SRSF5,S
RSF7,UFD1L,UPF3B,USO1,VIPAS39,VPS4B,XPO7

GO.0038093 Fc receptor 
signaling 
pathway

12 0.00408 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000244007,ENSP00000263125,ENS
P00000290246,ENSP00000324890,ENSP00000339186,ENSP00000362287,ENSP00000366563,ENSP00
000379330,ENSP00000431445

CD28,CD3G,EIF2C2,EIF2C3,ELMO2,GRAP2,LCP2,NFATC2,PIK3CD,PLC
G1,PRKCQ,WASL

GO.0050896 response to 
stimulus

109 0.00408 ENSP00000046794,ENSP00000217652,ENSP00000220592,ENSP00000224784,ENSP00000229340,ENS
P00000229794,ENSP00000229812,ENSP00000234313,ENSP00000238497,ENSP00000244007,ENSP00
000249822,ENSP00000250693,ENSP00000251810,ENSP00000255194,ENSP00000257570,ENSP00000
259512,ENSP00000260926,ENSP00000262506,ENSP00000262510,ENSP00000262741,ENSP00000262
965,ENSP00000263202,ENSP00000264933,ENSP00000264972,ENSP00000265073,ENSP00000265165,
ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268712,ENSP00000278060,ENS
P00000282516,ENSP00000285968,ENSP00000287143,ENSP00000290246,ENSP00000293328,ENSP00
000298375,ENSP00000306496,ENSP00000307786,ENSP00000311572,ENSP00000312697,ENSP00000
312734,ENSP00000316543,ENSP00000323858,ENSP00000323889,ENSP00000325548,ENSP00000327
025,ENSP00000331487,ENSP00000333266,ENSP00000333873,ENSP00000334229,ENSP00000337353,
ENSP00000339186,ENSP00000339381,ENSP00000339399,ENSP00000340900,ENSP00000342905,ENS
P00000343741,ENSP00000345988,ENSP00000347184,ENSP00000347251,ENSP00000349723,ENSP00
000352264,ENSP00000352738,ENSP00000354061,ENSP00000354340,ENSP00000354394,ENSP00000
354687,ENSP00000355560,ENSP00000356022,ENSP00000358896,ENSP00000360165,ENSP00000361
892,ENSP00000362287,ENSP00000364310,ENSP00000364475,ENSP00000364902,ENSP00000365944,
ENSP00000366084,ENSP00000367721,ENSP00000368124,ENSP00000369217,ENSP00000369682,ENS
P00000370517,ENSP00000371219,ENSP00000377148,ENSP00000377470,ENSP00000377892,ENSP00
000378485,ENSP00000378920,ENSP00000379616,ENSP00000380921,ENSP00000385720,ENSP00000
387739,ENSP00000388658,ENSP00000392028,ENSP00000395590,ENSP00000399518,ENSP00000400
717,ENSP00000401197,ENSP00000415430,ENSP00000417963,ENSP00000425845,ENSP00000431445,
ENSP00000439594,ENSP00000440273,ENSP00000442349,ENSP00000451511,ENSP00000458238

ABCC4,ACTA2,ACTRT1,ADNP,AKR1E2,AMOTL1,AP1G1,AP3B1,ARHG
AP35,ARIH1,ARPP19,ART1,AS3MT,ATR,BCL11B,CAMK1D,CD2AP,CD
3G,CHD7,CIB1,CNDP2,CNP,CRYZ,CSNK2A2,CYCS,DDX54,DERL1,DMA
P1,EIF2C2,EIF2C3,ELMO2,FBP1,FBXO6,FYB,G3BP2,GNA13,GPS1,GR
AP2,GTF2H1,GTSE1,H2AFX,HTT,IFI35,KAT6A,KIAA0528,LCP2,LEF1,L
Y75,MAPK14,MATK,MIA3,MRPS26,MT-
ND1,MYH11,MYL12A,NCOR1,NIPBL,NLRC5,NPLOC4,NUP160,NUP20
5,OASL,P2RX7,PAOX,PDCD6,PFKP,PI4KA,PIK3R3,PLCG1,PLCH1,PLEK,
POFUT1,PPP2R5D,PRG3,PTGR1,RAB33B,RAB35,RAB8B,RAPH1,RGS1
2,RHOH,RORC,RRM2B,SATB1,SATB2,SCYL2,SH2B2,SH3KBP1,SLC25A
12,SLC26A6,SOD2,SRSF5,STAT1,STAT5B,STK38,STK4,SUB1,TBCE,TCF
3,TDP1,THEMIS,TRIM25,UBA3,UBA7,UFD1L,USP19,VPS4B,WDR61,Z
AP70

GO.0016310 phosphorylati
on

29 0.00429 ENSP00000181839,ENSP00000229794,ENSP00000229812,ENSP00000262506,ENSP00000262741,ENS
P00000263125,ENSP00000264972,ENSP00000265963,ENSP00000269373,ENSP00000307786,ENSP00
000343741,ENSP00000347251,ENSP00000354061,ENSP00000354687,ENSP00000356953,ENSP00000
359719,ENSP00000361892,ENSP00000363763,ENSP00000365757,ENSP00000366563,ENSP00000368
124,ENSP00000370517,ENSP00000378485,ENSP00000384774,ENSP00000417963,ENSP00000418379,
ENSP00000425845,ENSP00000442349,ENSP00000458238

ATR,CAMK1D,CDK13,CSNK2A2,CYCS,EPHB2,FN3KRP,FYB,GPS1,GTF2
H1,HK1,MAPK14,MATK,MT-
ND1,P2RX7,PFKP,PI4KA,PIK3CD,PIK3R3,PIP4K2A,PPP2R5D,PRKACB,
PRKCQ,SCYL2,SDHC,STK38,STK4,TAF1L,ZAP70



GO.0043367 CD4-positive, 
alpha-beta T 
cell 
differentiation

5 0.00429 ENSP00000265165,ENSP00000268712,ENSP00000300134,ENSP00000327025,ENSP00000399518 LEF1,NCOR1,RORC,SATB1,STAT6

GO.0048522 positive 
regulation of 
cellular 
process

77 0.00429 ENSP00000046794,ENSP00000181839,ENSP00000220592,ENSP00000223023,ENSP00000228284,ENS
P00000229794,ENSP00000234313,ENSP00000235090,ENSP00000238497,ENSP00000242351,ENSP00
000244007,ENSP00000255194,ENSP00000259512,ENSP00000260926,ENSP00000261700,ENSP00000
262367,ENSP00000262450,ENSP00000262506,ENSP00000262510,ENSP00000262741,ENSP00000262
965,ENSP00000265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,
ENSP00000268712,ENSP00000276201,ENSP00000278060,ENSP00000282516,ENSP00000287143,ENS
P00000296792,ENSP00000298375,ENSP00000300134,ENSP00000307786,ENSP00000312697,ENSP00
000312734,ENSP00000323889,ENSP00000327025,ENSP00000333873,ENSP00000335677,ENSP00000
339186,ENSP00000340409,ENSP00000340900,ENSP00000342681,ENSP00000342905,ENSP00000343
741,ENSP00000347184,ENSP00000352264,ENSP00000354061,ENSP00000354394,ENSP00000359719,
ENSP00000360165,ENSP00000361027,ENSP00000361057,ENSP00000361892,ENSP00000364310,ENS
P00000366563,ENSP00000370517,ENSP00000377148,ENSP00000378485,ENSP00000378920,ENSP00
000379616,ENSP00000379847,ENSP00000385720,ENSP00000387739,ENSP00000395929,ENSP00000
401197,ENSP00000405574,ENSP00000410447,ENSP00000415430,ENSP00000417401,ENSP00000418
379,ENSP00000430432,ENSP00000431445,ENSP00000440273,ENSP00000442349

ACTRT1,ADNP,AKR1E2,AMOT,AMOTL1,AP1G1,AP3B1,ARHGAP35,A
TR,C14orf166,CD2AP,CD3G,CD5,CDK13,CHD5,CIB1,CREBBP,CSNK2A
2,CYCS,DERL1,DMAP1,EIF2C2,FOXK2,GRAP2,GTF2H1,GTSE1,H2AFX,
HDAC2,HELZ2,HTT,IKZF2,KAT6A,LCP2,LEF1,MAPK14,MATK,MIA3,M
YH11,NCOR1,NIPBL,NLRC5,NSD1,P2RX7,PAOX,PFKP,PIK3CD,PIK3R3,
PLCG1,PLEK,PRG3,PRKACB,RAB8B,RORC,SART3,SATB2,SCYL2,SH2B2
,SLC26A6,SMPD1,STAT1,STAT6,STK4,SUB1,SURF4,TAF1L,TBL1XR1,T
CF3,TRIM25,UPF3B,USP19,UTP15,VPS4B,WASL,WDR61,WDR77,ZC3
HAV1,ZNF143

GO.0033077 T cell 
differentiation 
in thymus

6 0.00445 ENSP00000262965,ENSP00000293328,ENSP00000308620,ENSP00000324890,ENSP00000349723,ENS
P00000354566

BCL11B,CD28,CD3E,RAG2,STAT5B,TCF3

GO.0035556 intracellular 
signal 
transduction

41 0.00535 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000229340,ENSP00000229794,ENS
P00000229812,ENSP00000234313,ENSP00000244007,ENSP00000263125,ENSP00000264972,ENSP00
000288368,ENSP00000293328,ENSP00000306496,ENSP00000307786,ENSP00000312734,ENSP00000
324890,ENSP00000339186,ENSP00000339381,ENSP00000345988,ENSP00000347251,ENSP00000352
738,ENSP00000354394,ENSP00000354566,ENSP00000359719,ENSP00000361027,ENSP00000361892,
ENSP00000362287,ENSP00000366563,ENSP00000367721,ENSP00000371219,ENSP00000378920,ENS
P00000379330,ENSP00000379616,ENSP00000385720,ENSP00000387739,ENSP00000400717,ENSP00
000415430,ENSP00000417963,ENSP00000425845,ENSP00000440273,ENSP00000458238

AMOT,AMOTL1,ARHGAP35,CD28,CD3E,CYCS,EIF2C2,EIF2C3,FYB,G3
BP2,GNA13,GPS1,GRAP2,GTSE1,LCP2,MAPK14,MYH11,NFATC2,NU
P160,PI4KA,PIK3CD,PLCG1,PLCH1,PLEK,PPP2R5D,PREX2,PRKACB,PR
KCQ,RAB33B,RAB35,RAB8B,RGS12,RHOH,SH2B2,SLC26A6,STAT1,ST
AT5B,STK38,STK4,WASL,ZAP70



GO.0071840 cellular 
component 
organization 
or biogenesis

83 0.0056 ENSP00000220592,ENSP00000223023,ENSP00000229340,ENSP00000234313,ENSP00000235090,ENS
P00000244007,ENSP00000249822,ENSP00000251810,ENSP00000252699,ENSP00000255194,ENSP00
000259512,ENSP00000260818,ENSP00000260926,ENSP00000262367,ENSP00000262450,ENSP00000
262506,ENSP00000262965,ENSP00000263125,ENSP00000264893,ENSP00000265165,ENSP00000267
973,ENSP00000268712,ENSP00000282516,ENSP00000282588,ENSP00000285968,ENSP00000288368,
ENSP00000290246,ENSP00000292616,ENSP00000296051,ENSP00000296792,ENSP00000307786,ENS
P00000308179,ENSP00000308620,ENSP00000312734,ENSP00000312981,ENSP00000316543,ENSP00
000321195,ENSP00000321703,ENSP00000331487,ENSP00000333873,ENSP00000336775,ENSP00000
339245,ENSP00000339399,ENSP00000340900,ENSP00000341848,ENSP00000342905,ENSP00000347
719,ENSP00000349723,ENSP00000353741,ENSP00000354566,ENSP00000355560,ENSP00000356001,
ENSP00000356022,ENSP00000357644,ENSP00000358060,ENSP00000359393,ENSP00000361027,ENS
P00000361057,ENSP00000361892,ENSP00000362153,ENSP00000362287,ENSP00000364310,ENSP00
000364475,ENSP00000367721,ENSP00000369682,ENSP00000369703,ENSP00000376127,ENSP00000
377148,ENSP00000377470,ENSP00000377892,ENSP00000379616,ENSP00000380921,ENSP00000385
720,ENSP00000392028,ENSP00000395929,ENSP00000402219,ENSP00000405574,ENSP00000418379,
ENSP00000425845,ENSP00000430432,ENSP00000431445,ENSP00000432279,ENSP00000440586

ACTN4,ADNP,AMOT,AP1G1,AP3B1,ARHGAP35,ARPP19,ATP11B,BCL
11B,CD3E,CD3G,CHD5,CHD7,CHMP1B,CIB1,CNP,CREBBP,CRYZ,CSNK
2A2,CYCS,DERL1,DNAJC13,EIF2C2,EIF2C3,ELMO2,ETF1,FBP1,FYB,GA
TAD2B,GNL2,GOLGB1,H2AFX,HDAC2,HMGB3,HPS3,ITGA1,LEF1,LR
WD1,MAU2,MIA3,MRPL18,MRPS26,MYH11,NCOR1,NIPBL,NPLOC4,
NSD1,NUP160,NUP205,PLCG1,PLEK,PREX2,PRKCQ,RAB35,RAB8B,RA
G2,RAPH1,RRM2B,SATB2,SEPT11,SH3KBP1,SOD2,SRSF5,STK4,SURF
4,SYNM,TACC1,TAF1L,TARS2,TBCD,TBCE,TBL1XR1,TCF3,TUBB2A,US
O1,USP39,UTP15,VSIG1,WASL,WDR3,WDR61,WDR77,YTHDC1

GO.0045058 T cell 
selection

5 0.00569 ENSP00000300134,ENSP00000324890,ENSP00000349723,ENSP00000354566,ENSP00000439594 BCL11B,CD28,CD3E,STAT6,THEMIS

GO.0046649 lymphocyte 
activation

14 0.00594 ENSP00000268712,ENSP00000293328,ENSP00000300134,ENSP00000324890,ENSP00000327025,ENS
P00000340347,ENSP00000349723,ENSP00000366563,ENSP00000371219,ENSP00000392028,ENSP00
000399518,ENSP00000431445,ENSP00000439594,ENSP00000442349

BCL11B,CD28,CD3G,CHD7,NCOR1,P2RX7,PIK3CD,RHOH,RORC,SATB
1,STAT5B,STAT6,TCF7,THEMIS

GO.0009968 negative 
regulation of 
signal 
transduction

28 0.00676 ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000251810,ENSP00000262510,ENS
P00000263125,ENSP00000264933,ENSP00000265165,ENSP00000282588,ENSP00000290231,ENSP00
000333873,ENSP00000339381,ENSP00000340409,ENSP00000347184,ENSP00000347251,ENSP00000
352738,ENSP00000354061,ENSP00000354394,ENSP00000354566,ENSP00000356022,ENSP00000359
719,ENSP00000361892,ENSP00000364475,ENSP00000369257,ENSP00000371219,ENSP00000380921,
ENSP00000385720,ENSP00000442349

ARHGAP35,CD3E,CIB1,FBP1,G3BP2,GPS1,HTT,ITGA1,LEF1,MAPK14,
NCOA5,NLRC5,P2RX7,PDCD6,PLEK,PRKACB,PRKCQ,RGS12,RHOH,RP
GRIP1L,RRM2B,SCYL2,SH3KBP1,SMPD1,SOD2,STAT1,STK38,STK4

GO.0098609 cell-cell 
adhesion

19 0.00723 ENSP00000217652,ENSP00000234313,ENSP00000262965,ENSP00000268712,ENSP00000290246,ENS
P00000293328,ENSP00000300134,ENSP00000324890,ENSP00000327025,ENSP00000340347,ENSP00
000349723,ENSP00000352264,ENSP00000366563,ENSP00000371219,ENSP00000392028,ENSP00000
399518,ENSP00000431445,ENSP00000439594,ENSP00000442349

BCL11B,CD28,CD2AP,CD3G,CHD7,ELMO2,MYL12A,NCOR1,P2RX7,PI
K3CD,PLEK,RHOH,RORC,SATB1,STAT5B,STAT6,TCF3,TCF7,THEMIS

GO.0030258 lipid 
modification

9 0.00728 ENSP00000229794,ENSP00000262741,ENSP00000301729,ENSP00000333664,ENSP00000365462,ENS
P00000365757,ENSP00000366563,ENSP00000369461,ENSP00000458238

ACAA1,ECI1,ECI2,MAPK14,PCCA,PI4KA,PIK3CD,PIK3R3,PIP4K2A

GO.0071705 nitrogen 
compound 
transport

17 0.00746 ENSP00000238112,ENSP00000252512,ENSP00000261700,ENSP00000268482,ENSP00000276201,ENS
P00000285968,ENSP00000321195,ENSP00000325905,ENSP00000347184,ENSP00000352738,ENSP00
000356001,ENSP00000363852,ENSP00000367721,ENSP00000377892,ENSP00000388658,ENSP00000
397947,ENSP00000442349

ATP11B,C14orf166,CPSF3,DHX38,G3BP2,HTT,MRPL18,NUP160,NUP
205,P2RX7,PLEKHA8,SLC25A12,SLC44A1,SRSF5,SRSF7,UPF3B,XPO7



GO.0006629 lipid 
metabolic 
process

28 0.00792 ENSP00000229794,ENSP00000234313,ENSP00000244007,ENSP00000262367,ENSP00000262741,ENS
P00000268712,ENSP00000282050,ENSP00000287143,ENSP00000290349,ENSP00000293328,ENSP00
000295640,ENSP00000300441,ENSP00000301729,ENSP00000311572,ENSP00000317445,ENSP00000
333664,ENSP00000340409,ENSP00000345988,ENSP00000348762,ENSP00000359719,ENSP00000363
852,ENSP00000365462,ENSP00000365757,ENSP00000366563,ENSP00000417401,ENSP00000417580,
ENSP00000442349,ENSP00000458238

ACAA1,ACSF2,ATP5A1,CBR1,CREBBP,ECI1,HELZ2,IAH1,LSS,MAPK14,
NCOR1,P2RX7,PCCA,PI4KA,PIK3CD,PIK3R3,PIP4K2A,PLCG1,PLCH1,P
LEK,PRG3,PRKACB,PSAPL1,PTGR1,RNPEP,SLC44A1,SMPD1,STAT5B

GO.0008380 RNA splicing 14 0.00908 ENSP00000181839,ENSP00000228284,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENS
P00000261700,ENSP00000268482,ENSP00000276201,ENSP00000312981,ENSP00000325905,ENSP00
000339245,ENSP00000340823,ENSP00000377892,ENSP00000433919

C14orf166,CDK13,CLNS1A,CPSF3,DHX38,GTF2F2,RBM39,SART3,SRS
F5,SRSF7,UPF3B,USP39,WDR77,YTHDC1

GO.0016071 mRNA 
metabolic 
process

19 0.00908 ENSP00000181839,ENSP00000228284,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENS
P00000265963,ENSP00000267973,ENSP00000268482,ENSP00000276201,ENSP00000280665,ENSP00
000312981,ENSP00000325905,ENSP00000339245,ENSP00000340823,ENSP00000353741,ENSP00000
358497,ENSP00000362287,ENSP00000377892,ENSP00000433919

CDK13,CLNS1A,CPSF3,DCP1B,DHX38,EIF2C3,ETF1,GTF2F2,GTF2H1,
RBM39,RNGTT,SART3,SRSF5,SRSF7,UPF3B,USP39,WDR61,WDR77,Y
THDC1

GO.0016568 chromatin 
modification

18 0.0102 ENSP00000260926,ENSP00000262367,ENSP00000262450,ENSP00000262965,ENSP00000265165,ENS
P00000265713,ENSP00000267973,ENSP00000268712,ENSP00000292616,ENSP00000308620,ENSP00
000357644,ENSP00000359393,ENSP00000392028,ENSP00000395929,ENSP00000399518,ENSP00000
405574,ENSP00000418379,ENSP00000430432

CHD5,CHD7,CREBBP,GATAD2B,HDAC2,HMGB3,KAT6A,LEF1,LRWD1,
NCOR1,NSD1,RAG2,SATB1,SATB2,TAF1L,TBL1XR1,TCF3,WDR61

GO.0043368 positive T cell 
selection

4 0.0102 ENSP00000264972,ENSP00000300134,ENSP00000349723,ENSP00000439594 BCL11B,STAT6,THEMIS,ZAP70

GO.0045321 leukocyte 
activation

15 0.0103 ENSP00000046794,ENSP00000268712,ENSP00000287143,ENSP00000293328,ENSP00000300134,ENS
P00000324890,ENSP00000327025,ENSP00000340347,ENSP00000349723,ENSP00000366563,ENSP00
000392028,ENSP00000399518,ENSP00000431445,ENSP00000439594,ENSP00000442349

BCL11B,CD28,CD3G,CHD7,LCP2,NCOR1,P2RX7,PIK3CD,PRG3,RORC,
SATB1,STAT5B,STAT6,TCF7,THEMIS



GO.0016043 cellular 
component 
organization

80 0.0111 ENSP00000220592,ENSP00000223023,ENSP00000229340,ENSP00000234313,ENSP00000235090,ENS
P00000244007,ENSP00000249822,ENSP00000251810,ENSP00000252699,ENSP00000255194,ENSP00
000259512,ENSP00000260818,ENSP00000260926,ENSP00000262367,ENSP00000262450,ENSP00000
262506,ENSP00000262965,ENSP00000263125,ENSP00000264893,ENSP00000265165,ENSP00000267
973,ENSP00000268712,ENSP00000282516,ENSP00000282588,ENSP00000285968,ENSP00000288368,
ENSP00000290246,ENSP00000292616,ENSP00000296051,ENSP00000307786,ENSP00000308620,ENS
P00000312734,ENSP00000312981,ENSP00000316543,ENSP00000321195,ENSP00000321703,ENSP00
000331487,ENSP00000333873,ENSP00000336775,ENSP00000339245,ENSP00000339399,ENSP00000
340900,ENSP00000341848,ENSP00000342905,ENSP00000347719,ENSP00000349723,ENSP00000353
741,ENSP00000354566,ENSP00000355560,ENSP00000356001,ENSP00000356022,ENSP00000357644,
ENSP00000358060,ENSP00000359393,ENSP00000361027,ENSP00000361057,ENSP00000361892,ENS
P00000362287,ENSP00000364310,ENSP00000364475,ENSP00000367721,ENSP00000369682,ENSP00
000369703,ENSP00000376127,ENSP00000377148,ENSP00000377470,ENSP00000377892,ENSP00000
379616,ENSP00000380921,ENSP00000385720,ENSP00000392028,ENSP00000395929,ENSP00000402
219,ENSP00000405574,ENSP00000418379,ENSP00000425845,ENSP00000430432,ENSP00000431445,
ENSP00000432279,ENSP00000440586

ACTN4,ADNP,AMOT,AP1G1,AP3B1,ARHGAP35,ARPP19,ATP11B,BCL
11B,CD3E,CD3G,CHD5,CHD7,CHMP1B,CIB1,CNP,CREBBP,CRYZ,CSNK
2A2,CYCS,DERL1,DNAJC13,EIF2C2,EIF2C3,ELMO2,ETF1,FBP1,FYB,GA
TAD2B,GOLGB1,H2AFX,HDAC2,HMGB3,HPS3,ITGA1,LEF1,LRWD1,M
AU2,MIA3,MRPL18,MRPS26,MYH11,NCOR1,NIPBL,NPLOC4,NSD1,N
UP160,NUP205,PLCG1,PLEK,PREX2,PRKCQ,RAB35,RAB8B,RAG2,RAP
H1,RRM2B,SATB2,SEPT11,SH3KBP1,SOD2,SRSF5,STK4,SURF4,SYNM
,TACC1,TAF1L,TARS2,TBCD,TBCE,TBL1XR1,TCF3,TUBB2A,USO1,USP
39,VSIG1,WASL,WDR61,WDR77,YTHDC1

GO.0043933 macromolecul
ar complex 
subunit 
organization

44 0.0114 ENSP00000220592,ENSP00000223023,ENSP00000228284,ENSP00000235090,ENSP00000238497,ENS
P00000252699,ENSP00000259512,ENSP00000260926,ENSP00000262367,ENSP00000262450,ENSP00
000262965,ENSP00000264893,ENSP00000265165,ENSP00000267973,ENSP00000268712,ENSP00000
285968,ENSP00000292616,ENSP00000308620,ENSP00000312981,ENSP00000333873,ENSP00000339
245,ENSP00000339399,ENSP00000340900,ENSP00000352264,ENSP00000353741,ENSP00000354566,
ENSP00000356001,ENSP00000356022,ENSP00000357644,ENSP00000359393,ENSP00000362287,ENS
P00000364310,ENSP00000364475,ENSP00000369682,ENSP00000369703,ENSP00000377892,ENSP00
000379616,ENSP00000392028,ENSP00000395929,ENSP00000405574,ENSP00000418379,ENSP00000
430432,ENSP00000431445,ENSP00000433919

ACTN4,CD2AP,CD3E,CD3G,CHD5,CHD7,CIB1,CLNS1A,CREBBP,CRYZ,
DERL1,EIF2C2,EIF2C3,ETF1,FBP1,GATAD2B,H2AFX,HDAC2,HMGB3,L
EF1,LRWD1,MIA3,MRPL18,MRPS26,MYH11,NCOR1,NSD1,NUP205,R
AG2,SART3,SATB2,SEPT11,SOD2,SRSF5,TAF1L,TBL1XR1,TCF3,TUBB2
A,USP39,VPS4B,WASL,WDR61,WDR77,YTHDC1

GO.0044267 cellular 
protein 
metabolic 
process

62 0.0123 ENSP00000181839,ENSP00000220592,ENSP00000229794,ENSP00000229812,ENSP00000238497,ENS
P00000250693,ENSP00000259253,ENSP00000259512,ENSP00000262367,ENSP00000262450,ENSP00
000262506,ENSP00000262965,ENSP00000263125,ENSP00000263202,ENSP00000264972,ENSP00000
265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268261,ENSP00000268
876,ENSP00000285968,ENSP00000308620,ENSP00000309548,ENSP00000312697,ENSP00000312981,
ENSP00000323889,ENSP00000331487,ENSP00000333266,ENSP00000343741,ENSP00000347251,ENS
P00000347719,ENSP00000352264,ENSP00000353741,ENSP00000354061,ENSP00000354340,ENSP00
000355560,ENSP00000355632,ENSP00000356001,ENSP00000358060,ENSP00000358497,ENSP00000
359719,ENSP00000361892,ENSP00000363763,ENSP00000364902,ENSP00000366563,ENSP00000367
721,ENSP00000368124,ENSP00000369217,ENSP00000369682,ENSP00000369703,ENSP00000378485,
ENSP00000395929,ENSP00000399518,ENSP00000401197,ENSP00000405574,ENSP00000409279,ENS
P00000417963,ENSP00000418379,ENSP00000425845,ENSP00000430432,ENSP00000442349

ARIH1,ART1,ATR,CAMK1D,CD2AP,CDK13,CHD5,CREBBP,CSNK2A2,D
ERL1,DMAP1,EIF2C2,EPHB2,ETF1,FYB,GALNT2,GPS1,GTF2H1,HDAC
2,KAT6A,LEF1,MAPK14,MATK,MRPL18,MRPS26,NPLOC4,NSD1,NUP
160,NUP205,OTUD4,P2RX7,PDP2,PIK3CD,PMM2,POFUT1,PPP2R5D,
PRKACB,PRKCQ,RAG2,RNGTT,SATB1,SCYL2,STK38,STK4,TAF1L,TARS
2,TBCD,TBCE,TBL1XR1,TCF3,TRIM25,TUBB2A,UBA3,UBA7,UFD1L,U
GGT1,UNC45B,USP19,USP39,VPS4B,WDR61,ZAP70



GO.0023057 negative 
regulation of 
signaling

29 0.0133 ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000251810,ENSP00000262510,ENS
P00000263125,ENSP00000264933,ENSP00000265165,ENSP00000282588,ENSP00000290231,ENSP00
000333873,ENSP00000339381,ENSP00000340409,ENSP00000342905,ENSP00000347184,ENSP00000
347251,ENSP00000352738,ENSP00000354061,ENSP00000354394,ENSP00000354566,ENSP00000356
022,ENSP00000359719,ENSP00000361892,ENSP00000364475,ENSP00000369257,ENSP00000371219,
ENSP00000380921,ENSP00000385720,ENSP00000442349

ADNP,ARHGAP35,CD3E,CIB1,FBP1,G3BP2,GPS1,HTT,ITGA1,LEF1,M
APK14,NCOA5,NLRC5,P2RX7,PDCD6,PLEK,PRKACB,PRKCQ,RGS12,R
HOH,RPGRIP1L,RRM2B,SCYL2,SH3KBP1,SMPD1,SOD2,STAT1,STK38,
STK4

GO.0002682 regulation of 
immune 
system 
process

32 0.0139 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000244007,ENSP00000255194,ENS
P00000262367,ENSP00000262510,ENSP00000262965,ENSP00000265165,ENSP00000267973,ENSP00
000290246,ENSP00000293328,ENSP00000300134,ENSP00000333873,ENSP00000339186,ENSP00000
340900,ENSP00000342681,ENSP00000354340,ENSP00000354394,ENSP00000359393,ENSP00000359
719,ENSP00000360165,ENSP00000362287,ENSP00000366563,ENSP00000368124,ENSP00000377148,
ENSP00000379330,ENSP00000417963,ENSP00000425845,ENSP00000431445,ENSP00000439594,ENS
P00000442349

ACTRT1,AP1G1,AP3B1,CAMK1D,CD3G,CD5,CIB1,CREBBP,EIF2C2,EIF
2C3,ELMO2,FYB,GRAP2,HMGB3,LCP2,LEF1,MIA3,NFATC2,NLRC5,P2
RX7,PIK3CD,PLCG1,PPP2R5D,PRKACB,STAT1,STAT5B,STAT6,TCF3,T
HEMIS,UBA3,WASL,WDR61

GO.0048523 negative 
regulation of 
cellular 
process

69 0.0142 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000229812,ENSP00000234313,ENS
P00000235090,ENSP00000238497,ENSP00000242351,ENSP00000251810,ENSP00000257570,ENSP00
000260926,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00000262510,ENSP00000
262965,ENSP00000263125,ENSP00000264933,ENSP00000267973,ENSP00000268712,ENSP00000282
050,ENSP00000282516,ENSP00000282588,ENSP00000287143,ENSP00000290231,ENSP00000291568,
ENSP00000293328,ENSP00000300134,ENSP00000306496,ENSP00000306822,ENSP00000323858,ENS
P00000323889,ENSP00000325905,ENSP00000327025,ENSP00000333873,ENSP00000339381,ENSP00
000340347,ENSP00000340409,ENSP00000340900,ENSP00000342905,ENSP00000343741,ENSP00000
347251,ENSP00000347719,ENSP00000349723,ENSP00000352738,ENSP00000353401,ENSP00000354
061,ENSP00000354340,ENSP00000354394,ENSP00000354566,ENSP00000356022,ENSP00000359393,
ENSP00000359719,ENSP00000361892,ENSP00000362287,ENSP00000363763,ENSP00000364475,ENS
P00000368124,ENSP00000369257,ENSP00000371219,ENSP00000379330,ENSP00000380921,ENSP00
000381010,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00000415430,ENSP00000
430432,ENSP00000442349

ADNP,ATP5A1,ATR,AVEN,BCL11B,CAMK1D,CD3E,CHD5,CIB1,CREBB
P,CSNK2A2,CSTB,CUX1,DDX54,EIF2C2,EIF2C3,EPHB2,FBP1,G3BP2,G
PS1,GTSE1,HDAC2,HMGB3,ITGA1,MAPK14,MIA3,NCOA5,NCOR1,NF
ATC2,NIPBL,NLRC5,NSD1,OASL,P2RX7,PDCD6,PLEK,PRG3,PRKACB,P
RKCQ,PRKRIP1,RAB33B,RGS12,RHOH,RORC,RPGRIP1L,RRM2B,SATB
1,SATB2,SCYL2,SH3KBP1,SMPD1,SOD2,SRSF7,STAT1,STAT5B,STAT6,
STK38,STK4,TBCD,TBL1XR1,TCF3,TCF7,TRIM25,UBA3,VPS4B,WASL,
WDR61,WDR77,ZC3HAV1

GO.0006397 mRNA 
processing

15 0.0146 ENSP00000181839,ENSP00000228284,ENSP00000235090,ENSP00000238112,ENSP00000253363,ENS
P00000265963,ENSP00000268482,ENSP00000276201,ENSP00000312981,ENSP00000325905,ENSP00
000339245,ENSP00000340823,ENSP00000358497,ENSP00000377892,ENSP00000433919

CDK13,CLNS1A,CPSF3,DHX38,GTF2F2,GTF2H1,RBM39,RNGTT,SART
3,SRSF5,SRSF7,UPF3B,USP39,WDR77,YTHDC1

GO.0010648 negative 
regulation of 
cell 
communicatio
n

29 0.0148 ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000251810,ENSP00000262510,ENS
P00000263125,ENSP00000264933,ENSP00000265165,ENSP00000282588,ENSP00000290231,ENSP00
000333873,ENSP00000339381,ENSP00000340409,ENSP00000342905,ENSP00000347184,ENSP00000
347251,ENSP00000352738,ENSP00000354061,ENSP00000354394,ENSP00000354566,ENSP00000356
022,ENSP00000359719,ENSP00000361892,ENSP00000364475,ENSP00000369257,ENSP00000371219,
ENSP00000380921,ENSP00000385720,ENSP00000442349

ADNP,ARHGAP35,CD3E,CIB1,FBP1,G3BP2,GPS1,HTT,ITGA1,LEF1,M
APK14,NCOA5,NLRC5,P2RX7,PDCD6,PLEK,PRKACB,PRKCQ,RGS12,R
HOH,RPGRIP1L,RRM2B,SCYL2,SH3KBP1,SMPD1,SOD2,STAT1,STK38,
STK4



GO.0048519 negative 
regulation of 
biological 
process

73 0.0148 ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000229812,ENSP00000234313,ENS
P00000235090,ENSP00000238497,ENSP00000242351,ENSP00000249822,ENSP00000251810,ENSP00
000257570,ENSP00000260926,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00000
262510,ENSP00000262965,ENSP00000263125,ENSP00000264933,ENSP00000265963,ENSP00000267
973,ENSP00000268712,ENSP00000282050,ENSP00000282516,ENSP00000282588,ENSP00000287143,
ENSP00000290231,ENSP00000291568,ENSP00000293328,ENSP00000300134,ENSP00000306496,ENS
P00000306822,ENSP00000323858,ENSP00000325905,ENSP00000327025,ENSP00000333266,ENSP00
000333873,ENSP00000339381,ENSP00000340347,ENSP00000340409,ENSP00000340900,ENSP00000
342905,ENSP00000343741,ENSP00000347251,ENSP00000347719,ENSP00000349723,ENSP00000352
264,ENSP00000352738,ENSP00000353401,ENSP00000354061,ENSP00000354340,ENSP00000354394,
ENSP00000354566,ENSP00000356022,ENSP00000359393,ENSP00000359719,ENSP00000361892,ENS
P00000362287,ENSP00000363763,ENSP00000364475,ENSP00000368124,ENSP00000369257,ENSP00
000371219,ENSP00000379330,ENSP00000380921,ENSP00000381010,ENSP00000395929,ENSP00000
399518,ENSP00000401197,ENSP00000405574,ENSP00000415430,ENSP00000430432,ENSP00000442
349

ADNP,ARPP19,ATP5A1,ATR,AVEN,BCL11B,CAMK1D,CD2AP,CD3E,C
HD5,CIB1,CREBBP,CSNK2A2,CSTB,CUX1,DDX54,EIF2C2,EIF2C3,EPHB
2,FBP1,G3BP2,GPS1,GTF2H1,GTSE1,HDAC2,HMGB3,ITGA1,MAPK14
,MIA3,NCOA5,NCOR1,NFATC2,NIPBL,NLRC5,NSD1,OASL,P2RX7,PDC
D6,PLEK,PRG3,PRKACB,PRKCQ,PRKRIP1,RAB33B,RGS12,RHOH,RORC
,RPGRIP1L,RRM2B,SATB1,SATB2,SCYL2,SH3KBP1,SMPD1,SOD2,SRSF
7,STAT1,STAT5B,STAT6,STK38,STK4,TBCD,TBL1XR1,TCF3,TCF7,UBA
3,UBA7,USP19,VPS4B,WASL,WDR61,WDR77,ZC3HAV1

GO.0006090 pyruvate 
metabolic 
process

6 0.0149 ENSP00000271373,ENSP00000309548,ENSP00000347184,ENSP00000370517,ENSP00000384774,ENS
P00000417963

HK1,HTT,MPC2,PDP2,PFKP,PPP2R5D

GO.0051649 establishment 
of localization 
in cell

38 0.0164 ENSP00000046794,ENSP00000217652,ENSP00000223023,ENSP00000229340,ENSP00000234313,ENS
P00000238112,ENSP00000238497,ENSP00000252512,ENSP00000252699,ENSP00000259512,ENSP00
000263202,ENSP00000264933,ENSP00000268482,ENSP00000271373,ENSP00000276201,ENSP00000
282050,ENSP00000285968,ENSP00000306496,ENSP00000312734,ENSP00000325905,ENSP00000331
487,ENSP00000334229,ENSP00000339122,ENSP00000340900,ENSP00000353401,ENSP00000354061,
ENSP00000356001,ENSP00000366084,ENSP00000366563,ENSP00000367721,ENSP00000377148,ENS
P00000377470,ENSP00000377892,ENSP00000388658,ENSP00000397947,ENSP00000425845,ENSP00
000440586,ENSP00000442349

ABCC4,ACTN4,AP1G1,ATP5A1,CNP,CPSF3,CUX1,DERL1,DHX38,FYB,
KIAA0528,LCP2,MIA3,MPC2,MRPL18,MYL12A,NPLOC4,NUP160,NU
P205,P2RX7,PDCD6,PIK3CD,PLEK,PLEKHA8,RAB33B,RAB35,RAB8B,S
CYL2,SLC25A12,SRSF5,SRSF7,UFD1L,UPF3B,USO1,VIPAS39,VPS4B,
WASL,XPO7

GO.0043536 positive 
regulation of 
blood vessel 
endothelial 
cell migration

4 0.0168 ENSP00000244007,ENSP00000333873,ENSP00000361027,ENSP00000387739 AMOT,AMOTL1,CIB1,PLCG1

GO.0003365 establishment 
of cell polarity 
involved in 
ameboidal cell 
migration

2 0.0169 ENSP00000361027,ENSP00000387739 AMOT,AMOTL1

GO.0016050 vesicle 
organization

10 0.019 ENSP00000223023,ENSP00000238497,ENSP00000255194,ENSP00000312734,ENSP00000334229,ENS
P00000352264,ENSP00000377148,ENSP00000432279,ENSP00000440586,ENSP00000442349

AP1G1,AP3B1,CD2AP,CHMP1B,KIAA0528,P2RX7,RAB8B,USO1,VPS4
B,WASL



GO.0010501 RNA 
secondary 
structure 
unwinding

5 0.0196 ENSP00000220592,ENSP00000263239,ENSP00000323858,ENSP00000360828,ENSP00000362287 DDX18,DDX27,DDX54,EIF2C2,EIF2C3

GO.0010638 positive 
regulation of 
organelle 
organization

19 0.0196 ENSP00000223023,ENSP00000228284,ENSP00000234313,ENSP00000238497,ENSP00000262506,ENS
P00000263125,ENSP00000267973,ENSP00000268712,ENSP00000282516,ENSP00000298375,ENSP00
000324890,ENSP00000334229,ENSP00000347184,ENSP00000360165,ENSP00000361027,ENSP00000
361057,ENSP00000370517,ENSP00000379616,ENSP00000442349

ACTRT1,AKR1E2,AMOT,CD28,CSNK2A2,HTT,KIAA0528,MYH11,NCO
R1,NIPBL,P2RX7,PFKP,PLEK,PRKCQ,SART3,SURF4,VPS4B,WASL,WDR
61

GO.0048584 positive 
regulation of 
response to 
stimulus

40 0.0196 ENSP00000046794,ENSP00000223023,ENSP00000229794,ENSP00000234313,ENSP00000242351,ENS
P00000244007,ENSP00000249822,ENSP00000252699,ENSP00000262367,ENSP00000262450,ENSP00
000262510,ENSP00000262741,ENSP00000282588,ENSP00000290246,ENSP00000293328,ENSP00000
298375,ENSP00000300134,ENSP00000323889,ENSP00000333873,ENSP00000334229,ENSP00000339
186,ENSP00000343741,ENSP00000347184,ENSP00000354340,ENSP00000359719,ENSP00000360165,
ENSP00000364310,ENSP00000366563,ENSP00000368124,ENSP00000370517,ENSP00000377148,ENS
P00000379330,ENSP00000379616,ENSP00000417963,ENSP00000425845,ENSP00000430432,ENSP00
000431445,ENSP00000439594,ENSP00000440273,ENSP00000442349

ACTN4,ACTRT1,AKR1E2,AP1G1,ARPP19,ATR,CAMK1D,CD3G,CHD5,C
IB1,CREBBP,ELMO2,FYB,GRAP2,H2AFX,HDAC2,HTT,ITGA1,KIAA0528
,LCP2,MAPK14,MYH11,NFATC2,NLRC5,P2RX7,PFKP,PIK3CD,PIK3R3,
PLCG1,PLEK,PPP2R5D,PRKACB,SH2B2,STAT5B,STAT6,THEMIS,TRIM
25,UBA3,WASL,ZC3HAV1

GO.1901575 organic 
substance 
catabolic 
process

34 0.0201 ENSP00000238497,ENSP00000244007,ENSP00000259512,ENSP00000263202,ENSP00000267973,ENS
P00000271620,ENSP00000276201,ENSP00000278060,ENSP00000280665,ENSP00000301729,ENSP00
000302728,ENSP00000307786,ENSP00000312981,ENSP00000323889,ENSP00000327589,ENSP00000
331487,ENSP00000333266,ENSP00000333664,ENSP00000340409,ENSP00000345988,ENSP00000352
264,ENSP00000353741,ENSP00000359719,ENSP00000362287,ENSP00000365462,ENSP00000369217,
ENSP00000370517,ENSP00000377470,ENSP00000384774,ENSP00000401197,ENSP00000417580,ENS
P00000417963,ENSP00000421566,ENSP00000442349

ACAA1,ARIH1,CD2AP,CNP,CYCS,DCP1B,DERL1,ECI1,EIF2C3,ETF1,GL
UD2,GUSB,HK1,IAH1,NPLOC4,P2RX7,PAOX,PCCA,PFKP,PLCG1,PLCH
1,PPP2R5D,PRKACB,PRUNE,SMPD1,TRIM25,UBA7,UFD1L,UPF3B,US
P19,USP39,VPS4B,WDR61,XPNPEP1

GO.0019752 carboxylic 
acid 
metabolic 
process

22 0.0211 ENSP00000229794,ENSP00000271373,ENSP00000287143,ENSP00000290349,ENSP00000293328,ENS
P00000295640,ENSP00000300441,ENSP00000301729,ENSP00000309548,ENSP00000311572,ENSP00
000325548,ENSP00000327589,ENSP00000333664,ENSP00000346827,ENSP00000347184,ENSP00000
356953,ENSP00000358060,ENSP00000358896,ENSP00000365462,ENSP00000370517,ENSP00000384
774,ENSP00000417963

ACAA1,ACSF2,ALDH9A1,AS3MT,CBR1,CNDP2,ECI1,GLUD2,HK1,HTT,
MAPK14,MPC2,PCCA,PDP2,PFKP,PPP2R5D,PRG3,PTGR1,RNPEP,SDH
C,STAT5B,TARS2



GO.0044699 single-
organism 
process

147 0.0211 ENSP00000181839,ENSP00000220592,ENSP00000223023,ENSP00000224784,ENSP00000228284,ENS
P00000229340,ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000235090,ENSP00
000238112,ENSP00000244007,ENSP00000250693,ENSP00000252512,ENSP00000257570,ENSP00000
259253,ENSP00000259512,ENSP00000260818,ENSP00000260926,ENSP00000262367,ENSP00000262
450,ENSP00000262506,ENSP00000262741,ENSP00000263202,ENSP00000263665,ENSP00000264893,
ENSP00000265073,ENSP00000265165,ENSP00000265963,ENSP00000267973,ENSP00000268482,ENS
P00000268876,ENSP00000271620,ENSP00000276201,ENSP00000278060,ENSP00000282516,ENSP00
000284073,ENSP00000284719,ENSP00000285968,ENSP00000286070,ENSP00000287143,ENSP00000
290246,ENSP00000290349,ENSP00000291568,ENSP00000293328,ENSP00000295640,ENSP00000296
051,ENSP00000298375,ENSP00000298942,ENSP00000300441,ENSP00000301659,ENSP00000301729,
ENSP00000302728,ENSP00000306496,ENSP00000306822,ENSP00000307280,ENSP00000307786,ENS
P00000309548,ENSP00000311572,ENSP00000312734,ENSP00000312981,ENSP00000316543,ENSP00
000317445,ENSP00000321195,ENSP00000323858,ENSP00000323889,ENSP00000324890,ENSP00000
325548,ENSP00000325905,ENSP00000327025,ENSP00000327589,ENSP00000331487,ENSP00000333
266,ENSP00000333664,ENSP00000333873,ENSP00000335677,ENSP00000336775,ENSP00000337353,
ENSP00000339122,ENSP00000339186,ENSP00000339381,ENSP00000339399,ENSP00000340409,ENS
P00000342905,ENSP00000343741,ENSP00000345988,ENSP00000346827,ENSP00000347251,ENSP00
000347719,ENSP00000347924,ENSP00000348762,ENSP00000349723,ENSP00000350032,ENSP00000
352738,ENSP00000353741,ENSP00000354061,ENSP00000354687,ENSP00000355560,ENSP00000355
632,ENSP00000356001,ENSP00000356022,ENSP00000356953,ENSP00000358060,ENSP00000358896,
ENSP00000359393,ENSP00000362287,ENSP00000363852,ENSP00000364475,ENSP00000365462,ENS
P00000365944,ENSP00000366084,ENSP00000366563,ENSP00000367721,ENSP00000368124,ENSP00
000369217,ENSP00000369257,ENSP00000369682,ENSP00000369703,ENSP00000370517,ENSP00000
376127,ENSP00000377148,ENSP00000377892,ENSP00000378485,ENSP00000378920,ENSP00000379
616,ENSP00000380921,ENSP00000381010,ENSP00000384774,ENSP00000388658,ENSP00000392028,
ENSP00000395590,ENSP00000395929,ENSP00000401197,ENSP00000402219,ENSP00000415430,ENS
P00000417401,ENSP00000417580,ENSP00000417963,ENSP00000418379,ENSP00000430432,ENSP00
000431445,ENSP00000433919,ENSP00000439594,ENSP00000440273,ENSP00000440586,ENSP00000
442349,ENSP00000458238

ABCC4,ACAA1,ACSF2,ACTA2,ADNP,AKR1E2,ALDH9A1,AP1G1,ARIH1
,ART1,AS3MT,ATP11B,ATR,AVEN,BCL11B,CAMK1D,CBR1,CD28,CD3
G,CDK13,CHD5,CHD7,CIB1,CLNS1A,CNDP2,CNTN3,CPSF3,CREBBP,C
RYZ,CSNK2A2,CSTB,CYCS,DDX54,DERL1,DHX38,DNAJC13,ECI1,EIF2C
2,EIF2C3,ELMO2,ETF1,FBP1,FBXO6,FOXK2,FRMD4A,G3BP2,GALNT2,
GLUD2,GPS1,GRAP2,GSDMA,GTF2H1,GTSE1,GUSB,HDAC2,HELZ2,H
K1,HMGB3,HPS3,IAH1,IFI35,LEF1,LSS,MAPK14,MATK,MAU2,MRPL1
8,MRPS26,MSI2,MT-
ND1,MYH11,MYL1,NIPBL,NPLOC4,NSD1,NUP160,NUP205,OASL,OL
A1,P2RX7,PAOX,PCCA,PDP2,PFKP,PI4KA,PIK3CD,PIK3R3,PLCG1,PLC
H1,PLEK,PPP2R5D,PRG3,PRKRIP1,PRUNE,PSAPL1,PTER,PTGR1,RAB3
3B,RAB35,RAB8B,RAPH1,RBM45,RGS12,RNPEP,RORC,RPGRIP1L,SAR
T3,SATB2,SCYL2,SDHC,SEPT11,SFXN4,SH2B2,SH3KBP1,SLC25A12,SL
C26A6,SLC44A1,SMPD1,SOD2,SRSF5,SRSF7,STAT5B,STK38,SUB1,SY
NM,TAF1L,TARS2,TBCD,TBCE,TDP1,THEMIS,TRIM25,TUBB2A,UBA7,
UFD1L,UGGT1,UNC45B,UPF3B,USO1,USP19,USP39,VIPAS39,VSIG1,
WASL,WDR61,WDR77,XPO7



GO.0031325 positive 
regulation of 
cellular 
metabolic 
process

53 0.0227 ENSP00000046794,ENSP00000220592,ENSP00000228284,ENSP00000229794,ENSP00000234313,ENS
P00000242351,ENSP00000244007,ENSP00000249822,ENSP00000259512,ENSP00000260926,ENSP00
000261700,ENSP00000262367,ENSP00000262510,ENSP00000262965,ENSP00000265073,ENSP00000
265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268712,ENSP00000276
201,ENSP00000278060,ENSP00000282516,ENSP00000287143,ENSP00000296792,ENSP00000298375,
ENSP00000300134,ENSP00000307786,ENSP00000323889,ENSP00000327025,ENSP00000333873,ENS
P00000335677,ENSP00000340409,ENSP00000342905,ENSP00000353401,ENSP00000354061,ENSP00
000354394,ENSP00000354566,ENSP00000359719,ENSP00000360165,ENSP00000361892,ENSP00000
364310,ENSP00000368124,ENSP00000370517,ENSP00000379616,ENSP00000379847,ENSP00000395
929,ENSP00000405574,ENSP00000410447,ENSP00000417401,ENSP00000418379,ENSP00000430432,
ENSP00000442349

ACTRT1,ADNP,AKR1E2,ARPP19,C14orf166,CAMK1D,CD3E,CIB1,CRE
BBP,CUX1,CYCS,DERL1,EIF2C2,FOXK2,GTF2H1,H2AFX,HDAC2,HELZ2
,IKZF2,KAT6A,LCP2,LEF1,MAPK14,MYH11,NCOR1,NIPBL,NLRC5,NSD
1,P2RX7,PAOX,PFKP,PLCG1,PLEK,PRG3,PRKACB,RORC,SART3,SATB2
,SCYL2,SMPD1,STAT1,STAT6,STK4,SUB1,TAF1L,TBL1XR1,TCF3,TRIM
25,UPF3B,UTP15,WDR61,ZC3HAV1,ZNF143

GO.0006369 termination of 
RNA 
polymerase II 
transcription

5 0.0233 ENSP00000238112,ENSP00000268482,ENSP00000276201,ENSP00000325905,ENSP00000377892 CPSF3,DHX38,SRSF5,SRSF7,UPF3B

GO.0006259 DNA 
metabolic 
process

20 0.0257 ENSP00000251810,ENSP00000262450,ENSP00000262965,ENSP00000263202,ENSP00000265165,ENS
P00000265963,ENSP00000292616,ENSP00000307786,ENSP00000308620,ENSP00000323889,ENSP00
000331487,ENSP00000333266,ENSP00000333873,ENSP00000337353,ENSP00000340347,ENSP00000
343741,ENSP00000349723,ENSP00000359393,ENSP00000364310,ENSP00000365944

ATR,BCL11B,CHD5,CIB1,CYCS,FBXO6,GTF2H1,H2AFX,HMGB3,LEF1,L
RWD1,NPLOC4,RAG2,RRM2B,TCF3,TCF7,TDP1,TRIM25,UBA7,UFD1L

GO.0006325 chromatin 
organization

19 0.0257 ENSP00000228284,ENSP00000235090,ENSP00000260926,ENSP00000262367,ENSP00000262450,ENS
P00000262965,ENSP00000265165,ENSP00000267973,ENSP00000268712,ENSP00000292616,ENSP00
000308620,ENSP00000357644,ENSP00000359393,ENSP00000364310,ENSP00000392028,ENSP00000
395929,ENSP00000405574,ENSP00000418379,ENSP00000430432

CHD5,CHD7,CREBBP,GATAD2B,H2AFX,HDAC2,HMGB3,LEF1,LRWD1,
NCOR1,NSD1,RAG2,SART3,SATB2,TAF1L,TBL1XR1,TCF3,WDR61,WD
R77

GO.0006406 mRNA export 
from nucleus

6 0.0257 ENSP00000238112,ENSP00000268482,ENSP00000276201,ENSP00000325905,ENSP00000367721,ENS
P00000377892

CPSF3,DHX38,NUP160,SRSF5,SRSF7,UPF3B

GO.0045893 positive 
regulation of 
transcription, 
DNA-
templated

32 0.0257 ENSP00000220592,ENSP00000229794,ENSP00000260926,ENSP00000261700,ENSP00000262367,ENS
P00000262510,ENSP00000262965,ENSP00000263125,ENSP00000265073,ENSP00000265165,ENSP00
000265713,ENSP00000265963,ENSP00000267973,ENSP00000282516,ENSP00000296792,ENSP00000
300134,ENSP00000323889,ENSP00000324890,ENSP00000327025,ENSP00000333873,ENSP00000335
677,ENSP00000340823,ENSP00000353401,ENSP00000354394,ENSP00000368124,ENSP00000379847,
ENSP00000395929,ENSP00000405574,ENSP00000410447,ENSP00000417401,ENSP00000418379,ENS
P00000430432

C14orf166,CAMK1D,CD28,CIB1,CREBBP,CUX1,EIF2C2,FOXK2,GTF2F
2,GTF2H1,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,NIPBL,NLRC5,N
SD1,PRKCQ,RORC,SATB2,STAT1,STAT6,SUB1,TAF1L,TBL1XR1,TCF3,T
RIM25,UTP15,WDR61,ZNF143



GO.0071427 mRNA-
containing 
ribonucleopro
tein complex 
export from 
nucleus

6 0.0257 ENSP00000238112,ENSP00000268482,ENSP00000276201,ENSP00000325905,ENSP00000367721,ENS
P00000377892

CPSF3,DHX38,NUP160,SRSF5,SRSF7,UPF3B

GO.0042221 response to 
chemical

65 0.0271 ENSP00000217652,ENSP00000220592,ENSP00000223023,ENSP00000229340,ENSP00000229794,ENS
P00000238497,ENSP00000242351,ENSP00000244007,ENSP00000257570,ENSP00000259512,ENSP00
000260926,ENSP00000262506,ENSP00000262741,ENSP00000262965,ENSP00000263202,ENSP00000
264933,ENSP00000265165,ENSP00000268712,ENSP00000278060,ENSP00000285968,ENSP00000290
246,ENSP00000293328,ENSP00000300134,ENSP00000307786,ENSP00000311572,ENSP00000312697,
ENSP00000312734,ENSP00000323889,ENSP00000324890,ENSP00000325548,ENSP00000331487,ENS
P00000333266,ENSP00000333873,ENSP00000334229,ENSP00000339399,ENSP00000340347,ENSP00
000340409,ENSP00000342905,ENSP00000343741,ENSP00000347184,ENSP00000349723,ENSP00000
354394,ENSP00000354566,ENSP00000354687,ENSP00000356022,ENSP00000358896,ENSP00000361
027,ENSP00000362287,ENSP00000364475,ENSP00000365944,ENSP00000366563,ENSP00000367721,
ENSP00000369217,ENSP00000377470,ENSP00000378920,ENSP00000379330,ENSP00000379616,ENS
P00000385720,ENSP00000388658,ENSP00000392028,ENSP00000395590,ENSP00000401197,ENSP00
000417963,ENSP00000440273,ENSP00000442349

ADNP,AMOT,ARHGAP35,ARIH1,AS3MT,ATR,BCL11B,CD28,CD3E,CH
D7,CIB1,CNDP2,CNP,CRYZ,CSNK2A2,CYCS,DERL1,DMAP1,EIF2C2,EIF
2C3,ELMO2,FBP1,FBXO6,HTT,IFI35,KIAA0528,LEF1,MAPK14,MT-
ND1,MYH11,MYL12A,NCOR1,NFATC2,NPLOC4,NUP160,NUP205,OA
SL,P2RX7,PAOX,PDCD6,PIK3CD,PIK3R3,PLCG1,PPP2R5D,PTGR1,RAB
35,RAB8B,SATB2,SH2B2,SLC25A12,SLC26A6,SMPD1,SOD2,STAT1,ST
AT5B,STAT6,TCF3,TCF7,TRIM25,UBA7,UFD1L,USP19,VPS4B,WASL,Z
C3HAV1

GO.0038095 Fc-epsilon 
receptor 
signaling 
pathway

9 0.0274 ENSP00000046794,ENSP00000220592,ENSP00000244007,ENSP00000263125,ENSP00000324890,ENS
P00000339186,ENSP00000362287,ENSP00000366563,ENSP00000379330

CD28,EIF2C2,EIF2C3,GRAP2,LCP2,NFATC2,PIK3CD,PLCG1,PRKCQ

GO.0016573 histone 
acetylation

7 0.0275 ENSP00000262367,ENSP00000262450,ENSP00000262965,ENSP00000265165,ENSP00000265713,ENS
P00000312697,ENSP00000418379

CHD5,CREBBP,DMAP1,KAT6A,LEF1,TAF1L,TCF3

GO.0071702 organic 
substance 
transport

39 0.0275 ENSP00000046794,ENSP00000217652,ENSP00000229340,ENSP00000234313,ENSP00000238112,ENS
P00000238497,ENSP00000252512,ENSP00000252699,ENSP00000259512,ENSP00000260818,ENSP00
000261700,ENSP00000263202,ENSP00000264933,ENSP00000268482,ENSP00000271373,ENSP00000
276201,ENSP00000285968,ENSP00000306496,ENSP00000312734,ENSP00000321195,ENSP00000325
905,ENSP00000331487,ENSP00000334229,ENSP00000339122,ENSP00000340900,ENSP00000347184,
ENSP00000352738,ENSP00000356001,ENSP00000363852,ENSP00000367721,ENSP00000377892,ENS
P00000378920,ENSP00000384774,ENSP00000388658,ENSP00000425845,ENSP00000431445,ENSP00
000432279,ENSP00000440586,ENSP00000442349

ACTN4,ATP11B,C14orf166,CD3G,CHMP1B,CPSF3,DERL1,DHX38,DN
AJC13,FYB,G3BP2,HK1,HTT,KIAA0528,LCP2,MIA3,MPC2,MRPL18,M
YL12A,NPLOC4,NUP160,NUP205,P2RX7,PDCD6,PLEK,RAB33B,RAB3
5,RAB8B,SLC25A12,SLC26A6,SLC44A1,SRSF5,SRSF7,UFD1L,UPF3B,U
SO1,VIPAS39,VPS4B,XPO7

GO.0045060 negative 
thymic T cell 
selection

3 0.0286 ENSP00000264972,ENSP00000324890,ENSP00000354566 CD28,CD3E,ZAP70



GO.0051276 chromosome 
organization

23 0.029 ENSP00000228284,ENSP00000235090,ENSP00000238497,ENSP00000260926,ENSP00000262367,ENS
P00000262450,ENSP00000262965,ENSP00000265165,ENSP00000267973,ENSP00000268712,ENSP00
000282516,ENSP00000292616,ENSP00000308620,ENSP00000357644,ENSP00000359393,ENSP00000
364310,ENSP00000376127,ENSP00000392028,ENSP00000395929,ENSP00000405574,ENSP00000418
379,ENSP00000430432,ENSP00000432279

CHD5,CHD7,CHMP1B,CREBBP,GATAD2B,H2AFX,HDAC2,HMGB3,LEF
1,LRWD1,MAU2,NCOR1,NIPBL,NSD1,RAG2,SART3,SATB2,TAF1L,TBL
1XR1,TCF3,VPS4B,WDR61,WDR77

GO.0055114 oxidation-
reduction 
process

25 0.029 ENSP00000229794,ENSP00000251810,ENSP00000278060,ENSP00000282050,ENSP00000290349,ENS
P00000298375,ENSP00000301729,ENSP00000307786,ENSP00000311572,ENSP00000327589,ENSP00
000333664,ENSP00000339399,ENSP00000346827,ENSP00000354687,ENSP00000356022,ENSP00000
356953,ENSP00000359719,ENSP00000365462,ENSP00000366084,ENSP00000367323,ENSP00000369
461,ENSP00000370517,ENSP00000384774,ENSP00000388658,ENSP00000417963

ABCC4,ACAA1,AKR1E2,ALDH9A1,ATP5A1,CBR1,CRYZ,CYCS,ECI1,ECI
2,GLUD2,HK1,KCNAB2,MAPK14,MT-
ND1,PAOX,PCCA,PFKP,PPP2R5D,PRKACB,PTGR1,RRM2B,SDHC,SLC2
5A12,SOD2

GO.1902532 negative 
regulation of 
intracellular 
signal 
transduction

14 0.029 ENSP00000229812,ENSP00000234313,ENSP00000251810,ENSP00000264933,ENSP00000333873,ENS
P00000340409,ENSP00000347251,ENSP00000352738,ENSP00000354394,ENSP00000356022,ENSP00
000364475,ENSP00000371219,ENSP00000385720,ENSP00000442349

ARHGAP35,CIB1,FBP1,G3BP2,GPS1,P2RX7,PDCD6,PLEK,RHOH,RRM
2B,SMPD1,SOD2,STAT1,STK38

GO.0009056 catabolic 
process

37 0.0297 ENSP00000238497,ENSP00000244007,ENSP00000259512,ENSP00000263202,ENSP00000267973,ENS
P00000271620,ENSP00000276201,ENSP00000278060,ENSP00000280665,ENSP00000298942,ENSP00
000301729,ENSP00000302728,ENSP00000306496,ENSP00000307786,ENSP00000312981,ENSP00000
323889,ENSP00000327589,ENSP00000331487,ENSP00000333266,ENSP00000333664,ENSP00000339
399,ENSP00000340409,ENSP00000345988,ENSP00000352264,ENSP00000353741,ENSP00000359719,
ENSP00000362287,ENSP00000365462,ENSP00000369217,ENSP00000370517,ENSP00000377470,ENS
P00000384774,ENSP00000401197,ENSP00000417580,ENSP00000417963,ENSP00000421566,ENSP00
000442349

ACAA1,ARIH1,CD2AP,CNP,CRYZ,CYCS,DCP1B,DERL1,ECI1,EIF2C3,ET
F1,GLUD2,GUSB,HK1,IAH1,NPLOC4,P2RX7,PAOX,PCCA,PFKP,PLCG1,
PLCH1,PPP2R5D,PRKACB,PRUNE,PTER,RAB33B,SMPD1,TRIM25,UBA
7,UFD1L,UPF3B,USP19,USP39,VPS4B,WDR61,XPNPEP1

GO.0019318 hexose 
metabolic 
process

9 0.0308 ENSP00000229794,ENSP00000268261,ENSP00000359719,ENSP00000364475,ENSP00000364902,ENS
P00000370517,ENSP00000384774,ENSP00000388658,ENSP00000417963

FBP1,HK1,MAPK14,PFKP,PMM2,POFUT1,PPP2R5D,PRKACB,SLC25A
12

GO.0043412 macromolecul
e modification

52 0.0317 ENSP00000181839,ENSP00000203001,ENSP00000229794,ENSP00000229812,ENSP00000250693,ENS
P00000259253,ENSP00000262367,ENSP00000262450,ENSP00000262506,ENSP00000262965,ENSP00
000263125,ENSP00000264972,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000
267973,ENSP00000268261,ENSP00000285968,ENSP00000308620,ENSP00000309548,ENSP00000312
697,ENSP00000323288,ENSP00000323889,ENSP00000333266,ENSP00000343741,ENSP00000347251,
ENSP00000353741,ENSP00000354061,ENSP00000354340,ENSP00000355632,ENSP00000358497,ENS
P00000359719,ENSP00000360216,ENSP00000361892,ENSP00000363763,ENSP00000364902,ENSP00
000365944,ENSP00000366563,ENSP00000367721,ENSP00000368124,ENSP00000369217,ENSP00000
378485,ENSP00000395929,ENSP00000399518,ENSP00000401197,ENSP00000405574,ENSP00000409
279,ENSP00000417963,ENSP00000418379,ENSP00000425845,ENSP00000430432,ENSP00000442349

ARIH1,ART1,ATR,CAMK1D,CDK13,CHD5,CREBBP,CSNK2A2,DMAP1,
DNTT,EPHB2,ETF1,FBXO6,FYB,GALNT2,GPS1,GTF2H1,HDAC2,KAT6A
,LEF1,MAPK14,MATK,NSD1,NUP160,NUP205,OTUD4,P2RX7,PDP2,P
IK3CD,PMM2,POFUT1,PPP2R5D,PRKACB,PRKCQ,RAG2,RNGTT,RPUS
D2,SATB1,SCYL2,STK38,STK4,TAF1L,TBL1XR1,TCF3,TRIM25,TRMT6,
UBA3,UBA7,UGGT1,USP19,WDR61,ZAP70

GO.0050792 regulation of 
viral process

9 0.0318 ENSP00000238497,ENSP00000242351,ENSP00000257570,ENSP00000259512,ENSP00000265165,ENS
P00000265963,ENSP00000324890,ENSP00000340823,ENSP00000354394

CD28,DERL1,GTF2F2,GTF2H1,LEF1,OASL,STAT1,VPS4B,ZC3HAV1



GO.0009987 cellular 
process

165 0.0319 ENSP00000181839,ENSP00000203001,ENSP00000220592,ENSP00000223023,ENSP00000224784,ENS
P00000229340,ENSP00000229794,ENSP00000229812,ENSP00000234313,ENSP00000238112,ENSP00
000242351,ENSP00000244007,ENSP00000250693,ENSP00000253363,ENSP00000255194,ENSP00000
257570,ENSP00000259253,ENSP00000259512,ENSP00000260818,ENSP00000260926,ENSP00000261
700,ENSP00000262367,ENSP00000262506,ENSP00000262741,ENSP00000263125,ENSP00000263202,
ENSP00000263239,ENSP00000264893,ENSP00000265073,ENSP00000265165,ENSP00000265963,ENS
P00000267973,ENSP00000268261,ENSP00000268482,ENSP00000268876,ENSP00000269373,ENSP00
000271620,ENSP00000276201,ENSP00000278060,ENSP00000280665,ENSP00000284073,ENSP00000
284719,ENSP00000285968,ENSP00000286070,ENSP00000287143,ENSP00000290231,ENSP00000290
349,ENSP00000292616,ENSP00000293328,ENSP00000295640,ENSP00000296051,ENSP00000296792,
ENSP00000298375,ENSP00000298942,ENSP00000300441,ENSP00000301659,ENSP00000301729,ENS
P00000304985,ENSP00000306496,ENSP00000306822,ENSP00000307280,ENSP00000307786,ENSP00
000308179,ENSP00000311572,ENSP00000312734,ENSP00000316543,ENSP00000317445,ENSP00000
321195,ENSP00000323288,ENSP00000323858,ENSP00000323889,ENSP00000324890,ENSP00000325
548,ENSP00000325905,ENSP00000327025,ENSP00000327589,ENSP00000331487,ENSP00000333266,
ENSP00000333664,ENSP00000333873,ENSP00000335677,ENSP00000336775,ENSP00000337353,ENS
P00000339122,ENSP00000339186,ENSP00000339245,ENSP00000339381,ENSP00000339399,ENSP00
000340409,ENSP00000340823,ENSP00000341848,ENSP00000342905,ENSP00000343741,ENSP00000
344193,ENSP00000345988,ENSP00000346827,ENSP00000347251,ENSP00000347648,ENSP00000347
719,ENSP00000347924,ENSP00000349723,ENSP00000350032,ENSP00000351490,ENSP00000352738,
ENSP00000353741,ENSP00000354061,ENSP00000354394,ENSP00000354687,ENSP00000355632,ENS
P00000356001,ENSP00000356022,ENSP00000356953,ENSP00000357644,ENSP00000358060,ENSP00
000358497,ENSP00000358896,ENSP00000359393,ENSP00000359719,ENSP00000360165,ENSP00000
360828,ENSP00000361057,ENSP00000362287,ENSP00000363852,ENSP00000364310,ENSP00000364
475,ENSP00000364902,ENSP00000365462,ENSP00000366563,ENSP00000367721,ENSP00000368124,
ENSP00000369217,ENSP00000369682,ENSP00000370517,ENSP00000376127,ENSP00000377148,ENS
P00000377892,ENSP00000378485,ENSP00000378920,ENSP00000379616,ENSP00000379847,ENSP00
000380921,ENSP00000384774,ENSP00000388658,ENSP00000392028,ENSP00000395590,ENSP00000
395929,ENSP00000401197,ENSP00000402219,ENSP00000409279,ENSP00000410447,ENSP00000413
493,ENSP00000415430,ENSP00000417214,ENSP00000417401,ENSP00000417963,ENSP00000418379,
ENSP00000421566,ENSP00000430432,ENSP00000431445,ENSP00000432279,ENSP00000439594,ENS
P00000440273,ENSP00000440586,ENSP00000442349,ENSP00000458238

ACAA1,ACSF2,ACTA2,ACTRT1,ADNP,AKR1E2,ALDH9A1,AP1G1,AP3B
1,ARIH1,ART1,AS3MT,ATP11B,ATR,AVEN,BCL11B,C14orf166,CAMK
1D,CBR1,CD28,CD3G,CDK13,CHD7,CHMP1B,CIB1,CNDP2,CPSF3,CPS
F3L,CREBBP,CRYZ,CSNK2A2,CYCS,DCP1B,DDX18,DDX27,DDX54,DER
L1,DHX38,DNAJC13,ECI1,EIF2C2,EIF2C3,ETF1,FBP1,FN3KRP,FOXK2,F
RMD4A,G3BP2,GALNT2,GATAD2B,GLUD2,GOLGB1,GPS1,GRAP2,GS
DMA,GTF2F2,GTF2H1,GTSE1,H2AFX,HDAC2,HELZ2,HK1,HMGB3,HP
S3,IFI35,IKZF2,LEF1,LRWD1,MAPK14,MATK,MAU2,MAX,MRPL18,M
RPS26,MSI2,MT-
ND1,MYH11,MYL1,NCOA5,NPLOC4,NSD1,NUP160,NUP205,OASL,OL
A1,OTUD4,P2RX7,PAOX,PARP15,PCCA,PFKP,PI4KA,PIK3CD,PIK3R3,P
LCG1,PLCH1,PLEK,PMM2,POFUT1,PPP2R5D,PRG3,PRKACB,PRKCQ,P
RUNE,PSAPL1,PTER,PTGR1,RAB33B,RAB35,RAB8B,RAPH1,RBM39,R
BM45,RGS12,RNASE1,RNGTT,RNPEP,RORC,RPUSD2,SATB2,SCYL2,S
DHC,SEPT11,SFXN4,SH2B2,SH3KBP1,SLC25A12,SLC26A6,SLC44A1,S
MPD1,SOD2,SRSF5,SRSF7,STAT1,STAT5B,STK38,SUB1,SURF4,SYNM,
TAF1L,TARS2,TBCD,TDP1,THEMIS,TRIM25,TRMT6,UBA7,UFD1L,UG
GT1,UNC45B,UPF3B,USO1,USP19,UTP15,VIPAS39,VSIG1,WASL,WD
R3,WDR61,XPNPEP1,YTHDC1,ZC3HAV1,ZFX,ZNF143,ZNF512

GO.0016032 viral process 20 0.0336 ENSP00000181839,ENSP00000238497,ENSP00000242351,ENSP00000244007,ENSP00000259512,ENS
P00000261700,ENSP00000262367,ENSP00000265963,ENSP00000285968,ENSP00000323889,ENSP00
000324890,ENSP00000340823,ENSP00000354394,ENSP00000358497,ENSP00000364310,ENSP00000
367721,ENSP00000377148,ENSP00000399518,ENSP00000418379,ENSP00000432279

AP1G1,C14orf166,CD28,CDK13,CHMP1B,CREBBP,DERL1,GTF2F2,GT
F2H1,H2AFX,NUP160,NUP205,PLCG1,RNGTT,SATB1,STAT1,TAF1L,T
RIM25,VPS4B,ZC3HAV1



GO.0048583 regulation of 
response to 
stimulus

59 0.0336 ENSP00000046794,ENSP00000220592,ENSP00000223023,ENSP00000229794,ENSP00000229812,ENS
P00000234313,ENSP00000244007,ENSP00000249822,ENSP00000251810,ENSP00000252699,ENSP00
000262367,ENSP00000262450,ENSP00000262506,ENSP00000262510,ENSP00000262741,ENSP00000
264933,ENSP00000265165,ENSP00000285968,ENSP00000290231,ENSP00000290246,ENSP00000293
328,ENSP00000298375,ENSP00000300134,ENSP00000306496,ENSP00000323889,ENSP00000333873,
ENSP00000334229,ENSP00000339186,ENSP00000340409,ENSP00000343741,ENSP00000347184,ENS
P00000347251,ENSP00000352738,ENSP00000354061,ENSP00000354340,ENSP00000354394,ENSP00
000356022,ENSP00000360165,ENSP00000361892,ENSP00000362287,ENSP00000364310,ENSP00000
364475,ENSP00000366563,ENSP00000367721,ENSP00000368124,ENSP00000370517,ENSP00000371
219,ENSP00000377148,ENSP00000379330,ENSP00000379616,ENSP00000380921,ENSP00000401197,
ENSP00000417963,ENSP00000425845,ENSP00000430432,ENSP00000431445,ENSP00000439594,ENS
P00000440273,ENSP00000442349

ACTN4,ACTRT1,AKR1E2,AP1G1,ARPP19,ATR,CAMK1D,CD3G,CHD5,C
IB1,CREBBP,CSNK2A2,EIF2C2,EIF2C3,ELMO2,FBP1,FYB,G3BP2,GPS1,
GRAP2,H2AFX,HDAC2,HTT,KIAA0528,LCP2,LEF1,MAPK14,MYH11,N
COA5,NFATC2,NLRC5,NUP160,NUP205,P2RX7,PDCD6,PFKP,PIK3CD,
PIK3R3,PLCG1,PLEK,PPP2R5D,RAB33B,RHOH,RRM2B,SCYL2,SH2B2,S
H3KBP1,SMPD1,SOD2,STAT1,STAT5B,STAT6,STK38,STK4,THEMIS,TR
IM25,UBA3,USP19,WASL

GO.0009893 positive 
regulation of 
metabolic 
process

61 0.0366 ENSP00000046794,ENSP00000220592,ENSP00000224784,ENSP00000228284,ENSP00000229794,ENS
P00000234313,ENSP00000242351,ENSP00000244007,ENSP00000249822,ENSP00000259512,ENSP00
000260926,ENSP00000261700,ENSP00000262367,ENSP00000262510,ENSP00000262965,ENSP00000
265073,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000268
712,ENSP00000276201,ENSP00000278060,ENSP00000282516,ENSP00000287143,ENSP00000288368,
ENSP00000296792,ENSP00000298375,ENSP00000300134,ENSP00000307786,ENSP00000323889,ENS
P00000327025,ENSP00000333873,ENSP00000335677,ENSP00000339381,ENSP00000340409,ENSP00
000342905,ENSP00000347719,ENSP00000353401,ENSP00000354061,ENSP00000354394,ENSP00000
354566,ENSP00000359719,ENSP00000360165,ENSP00000361892,ENSP00000362590,ENSP00000364
310,ENSP00000366563,ENSP00000368124,ENSP00000370517,ENSP00000379616,ENSP00000379847,
ENSP00000385720,ENSP00000395929,ENSP00000400717,ENSP00000405574,ENSP00000410447,ENS
P00000417401,ENSP00000418379,ENSP00000430432,ENSP00000442349

ACTA2,ACTRT1,ADNP,AKR1E2,ARHGAP35,ARPP19,C14orf166,CAMK
1D,CD3E,CIB1,CREBBP,CUX1,CYCS,DERL1,EIF2C2,FOXK2,GNA13,GTF
2H1,H2AFX,HDAC2,HELZ2,IKZF2,KAT6A,LCP2,LEF1,MAPK14,MYH11,
NCOR1,NIPBL,NLRC5,NSD1,P2RX7,PAOX,PFKP,PIK3CD,PLCG1,PLEK,
PREX2,PRG3,PRKACB,RGS12,RORC,SART3,SATB2,SCYL2,SMPD1,STA
T1,STAT6,STK4,SUB1,TAF1L,TBC1D22B,TBCD,TBL1XR1,TCF3,TRIM25
,UPF3B,UTP15,WDR61,ZC3HAV1,ZNF143

GO.0022613 ribonucleopro
tein complex 
biogenesis

12 0.0376 ENSP00000220592,ENSP00000228284,ENSP00000235090,ENSP00000296792,ENSP00000308179,ENS
P00000312981,ENSP00000339245,ENSP00000362153,ENSP00000362287,ENSP00000377892,ENSP00
000392028,ENSP00000433919

CHD7,CLNS1A,EIF2C2,EIF2C3,GNL2,SART3,SRSF5,USP39,UTP15,WD
R3,WDR77,YTHDC1

GO.0007113 endomitotic 
cell cycle

2 0.0392 ENSP00000333873,ENSP00000354340 CIB1,UBA3

GO.2000370 positive 
regulation of 
clathrin-
mediated 
endocytosis

2 0.0392 ENSP00000223023,ENSP00000354061 SCYL2,WASL



GO.0045935 positive 
regulation of 
nucleobase-
containing 
compound 
metabolic 
process

35 0.0432 ENSP00000220592,ENSP00000229794,ENSP00000242351,ENSP00000260926,ENSP00000261700,ENS
P00000262367,ENSP00000262510,ENSP00000262965,ENSP00000263125,ENSP00000265073,ENSP00
000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000282516,ENSP00000
296792,ENSP00000300134,ENSP00000323889,ENSP00000324890,ENSP00000327025,ENSP00000333
873,ENSP00000335677,ENSP00000342905,ENSP00000353401,ENSP00000354394,ENSP00000364310,
ENSP00000368124,ENSP00000379847,ENSP00000395929,ENSP00000405574,ENSP00000410447,ENS
P00000417401,ENSP00000418379,ENSP00000430432,ENSP00000442349

ADNP,C14orf166,CAMK1D,CD28,CIB1,CREBBP,CUX1,EIF2C2,FOXK2,
GTF2H1,H2AFX,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,NIPBL,NL
RC5,NSD1,P2RX7,PRKCQ,RORC,SATB2,STAT1,STAT6,SUB1,TAF1L,TB
L1XR1,TCF3,TRIM25,UTP15,WDR61,ZC3HAV1,ZNF143

GO.0051168 nuclear 
export

7 0.0432 ENSP00000238112,ENSP00000252512,ENSP00000268482,ENSP00000276201,ENSP00000325905,ENS
P00000367721,ENSP00000377892

CPSF3,DHX38,NUP160,SRSF5,SRSF7,UPF3B,XPO7

GO.0006913 nucleocytopla
smic transport

10 0.0441 ENSP00000238112,ENSP00000252512,ENSP00000268482,ENSP00000276201,ENSP00000285968,ENS
P00000325905,ENSP00000347184,ENSP00000367721,ENSP00000377892,ENSP00000425845

CPSF3,DHX38,FYB,HTT,NUP160,NUP205,SRSF5,SRSF7,UPF3B,XPO7

GO.0044403 symbiosis, 
encompassing 
mutualism 
through 
parasitism

21 0.0441 ENSP00000181839,ENSP00000238497,ENSP00000242351,ENSP00000244007,ENSP00000259512,ENS
P00000261700,ENSP00000262367,ENSP00000265165,ENSP00000265963,ENSP00000285968,ENSP00
000323889,ENSP00000324890,ENSP00000340823,ENSP00000354394,ENSP00000358497,ENSP00000
364310,ENSP00000367721,ENSP00000377148,ENSP00000399518,ENSP00000418379,ENSP00000432
279

AP1G1,C14orf166,CD28,CDK13,CHMP1B,CREBBP,DERL1,GTF2F2,GT
F2H1,H2AFX,LEF1,NUP160,NUP205,PLCG1,RNGTT,SATB1,STAT1,TA
F1L,TRIM25,VPS4B,ZC3HAV1

GO.0051254 positive 
regulation of 
RNA 
metabolic 
process

32 0.0447 ENSP00000220592,ENSP00000229794,ENSP00000242351,ENSP00000260926,ENSP00000261700,ENS
P00000262367,ENSP00000262510,ENSP00000262965,ENSP00000263125,ENSP00000265073,ENSP00
000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000282516,ENSP00000
296792,ENSP00000300134,ENSP00000323889,ENSP00000324890,ENSP00000327025,ENSP00000333
873,ENSP00000335677,ENSP00000353401,ENSP00000354394,ENSP00000368124,ENSP00000379847,
ENSP00000395929,ENSP00000405574,ENSP00000410447,ENSP00000417401,ENSP00000418379,ENS
P00000430432

C14orf166,CAMK1D,CD28,CIB1,CREBBP,CUX1,EIF2C2,FOXK2,GTF2H
1,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,NIPBL,NLRC5,NSD1,PRK
CQ,RORC,SATB2,STAT1,STAT6,SUB1,TAF1L,TBL1XR1,TCF3,TRIM25,U
TP15,WDR61,ZC3HAV1,ZNF143

GO.0051173 positive 
regulation of 
nitrogen 
compound 
metabolic 
process

36 0.0448 ENSP00000220592,ENSP00000229794,ENSP00000242351,ENSP00000260926,ENSP00000261700,ENS
P00000262367,ENSP00000262510,ENSP00000262965,ENSP00000263125,ENSP00000265073,ENSP00
000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000276201,ENSP00000
278060,ENSP00000282516,ENSP00000296792,ENSP00000300134,ENSP00000323889,ENSP00000327
025,ENSP00000333873,ENSP00000335677,ENSP00000342905,ENSP00000353401,ENSP00000354394,
ENSP00000364310,ENSP00000368124,ENSP00000379847,ENSP00000395929,ENSP00000405574,ENS
P00000410447,ENSP00000417401,ENSP00000418379,ENSP00000430432,ENSP00000442349

ADNP,C14orf166,CAMK1D,CIB1,CREBBP,CUX1,EIF2C2,FOXK2,GTF2H
1,H2AFX,HDAC2,HELZ2,IKZF2,KAT6A,LEF1,MAPK14,NIPBL,NLRC5,NS
D1,P2RX7,PAOX,PRKCQ,RORC,SATB2,STAT1,STAT6,SUB1,TAF1L,TBL
1XR1,TCF3,TRIM25,UPF3B,UTP15,WDR61,ZC3HAV1,ZNF143

GO.0033043 regulation of 
organelle 
organization

26 0.0453 ENSP00000181839,ENSP00000223023,ENSP00000228284,ENSP00000234313,ENSP00000238497,ENS
P00000262506,ENSP00000263125,ENSP00000267973,ENSP00000268712,ENSP00000282516,ENSP00
000298375,ENSP00000306496,ENSP00000324890,ENSP00000333873,ENSP00000334229,ENSP00000
347184,ENSP00000347719,ENSP00000352264,ENSP00000360165,ENSP00000361027,ENSP00000361
057,ENSP00000370517,ENSP00000379616,ENSP00000395929,ENSP00000432279,ENSP00000442349

ACTRT1,AKR1E2,AMOT,CD28,CD2AP,CDK13,CHMP1B,CIB1,CSNK2A
2,HTT,KIAA0528,MYH11,NCOR1,NIPBL,NSD1,P2RX7,PFKP,PLEK,PRK
CQ,RAB33B,SART3,SURF4,TBCD,VPS4B,WASL,WDR61



GO.0043436 oxoacid 
metabolic 
process

23 0.0459 ENSP00000229794,ENSP00000271373,ENSP00000271620,ENSP00000287143,ENSP00000290349,ENS
P00000293328,ENSP00000295640,ENSP00000300441,ENSP00000301729,ENSP00000309548,ENSP00
000311572,ENSP00000325548,ENSP00000327589,ENSP00000333664,ENSP00000346827,ENSP00000
347184,ENSP00000356953,ENSP00000358060,ENSP00000358896,ENSP00000365462,ENSP00000370
517,ENSP00000384774,ENSP00000417963

ACAA1,ACSF2,ALDH9A1,AS3MT,CBR1,CNDP2,ECI1,GLUD2,HK1,HTT,
MAPK14,MPC2,PCCA,PDP2,PFKP,PPP2R5D,PRG3,PRUNE,PTGR1,RN
PEP,SDHC,STAT5B,TARS2

GO.0018205 peptidyl-
lysine 
modification

11 0.046 ENSP00000262367,ENSP00000262450,ENSP00000262965,ENSP00000265165,ENSP00000265713,ENS
P00000267973,ENSP00000285968,ENSP00000312697,ENSP00000367721,ENSP00000395929,ENSP00
000418379

CHD5,CREBBP,DMAP1,KAT6A,LEF1,NSD1,NUP160,NUP205,TAF1L,T
CF3,WDR61

GO.0006464 cellular 
protein 
modification 
process

49 0.0462 ENSP00000181839,ENSP00000229794,ENSP00000229812,ENSP00000250693,ENSP00000259253,ENS
P00000262367,ENSP00000262450,ENSP00000262506,ENSP00000262965,ENSP00000263125,ENSP00
000264972,ENSP00000265165,ENSP00000265713,ENSP00000265963,ENSP00000267973,ENSP00000
268261,ENSP00000285968,ENSP00000308620,ENSP00000309548,ENSP00000312697,ENSP00000323
889,ENSP00000333266,ENSP00000343741,ENSP00000347251,ENSP00000353741,ENSP00000354061,
ENSP00000354340,ENSP00000355632,ENSP00000358497,ENSP00000359719,ENSP00000361892,ENS
P00000363763,ENSP00000364902,ENSP00000365944,ENSP00000366563,ENSP00000367721,ENSP00
000368124,ENSP00000369217,ENSP00000378485,ENSP00000395929,ENSP00000399518,ENSP00000
401197,ENSP00000405574,ENSP00000409279,ENSP00000417963,ENSP00000418379,ENSP00000425
845,ENSP00000430432,ENSP00000442349

ARIH1,ART1,ATR,CAMK1D,CDK13,CHD5,CREBBP,CSNK2A2,DMAP1,E
PHB2,ETF1,FBXO6,FYB,GALNT2,GPS1,GTF2H1,HDAC2,KAT6A,LEF1,
MAPK14,MATK,NSD1,NUP160,NUP205,OTUD4,P2RX7,PDP2,PIK3CD
,PMM2,POFUT1,PPP2R5D,PRKACB,PRKCQ,RAG2,RNGTT,SATB1,SCYL
2,STK38,STK4,TAF1L,TBL1XR1,TCF3,TRIM25,UBA3,UBA7,UGGT1,US
P19,WDR61,ZAP70

GO.0016570 histone 
modification

12 0.0462 ENSP00000262367,ENSP00000262450,ENSP00000262965,ENSP00000265165,ENSP00000265713,ENS
P00000267973,ENSP00000312697,ENSP00000395929,ENSP00000399518,ENSP00000405574,ENSP00
000418379,ENSP00000430432

CHD5,CREBBP,DMAP1,HDAC2,KAT6A,LEF1,NSD1,SATB1,TAF1L,TBL1
XR1,TCF3,WDR61

GO.0071166 ribonucleopro
tein complex 
localization

6 0.0477 ENSP00000238112,ENSP00000268482,ENSP00000276201,ENSP00000325905,ENSP00000367721,ENS
P00000377892

CPSF3,DHX38,NUP160,SRSF5,SRSF7,UPF3B

GO.0022618 ribonucleopro
tein complex 
assembly

8 0.0481 ENSP00000220592,ENSP00000228284,ENSP00000235090,ENSP00000312981,ENSP00000339245,ENS
P00000362287,ENSP00000377892,ENSP00000433919

CLNS1A,EIF2C2,EIF2C3,SART3,SRSF5,USP39,WDR77,YTHDC1

GO.0001779 natural killer 
cell 
differentiation

3 0.0487 ENSP00000262965,ENSP00000293328,ENSP00000366563 PIK3CD,STAT5B,TCF3

GO.0048541 Peyer s patch 
development

3 0.0487 ENSP00000262965,ENSP00000293328,ENSP00000327025 RORC,STAT5B,TCF3



GO.0007165 signal 
transduction

75 0.0498 ENSP00000046794,ENSP00000217652,ENSP00000220592,ENSP00000223023,ENSP00000229340,ENS
P00000229794,ENSP00000229812,ENSP00000234313,ENSP00000244007,ENSP00000249822,ENSP00
000252699,ENSP00000257570,ENSP00000259512,ENSP00000262367,ENSP00000262506,ENSP00000
262741,ENSP00000263125,ENSP00000264933,ENSP00000264972,ENSP00000265073,ENSP00000265
165,ENSP00000267973,ENSP00000268712,ENSP00000282588,ENSP00000285968,ENSP00000290246,
ENSP00000293328,ENSP00000306496,ENSP00000307786,ENSP00000312734,ENSP00000316543,ENS
P00000323858,ENSP00000323889,ENSP00000327025,ENSP00000333266,ENSP00000333873,ENSP00
000334229,ENSP00000339186,ENSP00000339381,ENSP00000340409,ENSP00000345988,ENSP00000
347184,ENSP00000347251,ENSP00000352264,ENSP00000352738,ENSP00000354061,ENSP00000354
340,ENSP00000356022,ENSP00000359719,ENSP00000361027,ENSP00000361892,ENSP00000362287,
ENSP00000364902,ENSP00000366563,ENSP00000367721,ENSP00000369217,ENSP00000371219,ENS
P00000378485,ENSP00000378920,ENSP00000379616,ENSP00000380921,ENSP00000385720,ENSP00
000387739,ENSP00000395590,ENSP00000400717,ENSP00000405574,ENSP00000415430,ENSP00000
417963,ENSP00000425845,ENSP00000430432,ENSP00000431445,ENSP00000439594,ENSP00000440
273,ENSP00000442349,ENSP00000458238

ACTN4,AMOT,AMOTL1,ARHGAP35,ARIH1,ARPP19,CD2AP,CD3G,CIB
1,CREBBP,CSNK2A2,CYCS,DDX54,DERL1,EIF2C2,EIF2C3,ELMO2,FYB,
G3BP2,GNA13,GPS1,GRAP2,GTSE1,HDAC2,HTT,IFI35,ITGA1,KIAA05
28,LCP2,LEF1,MAPK14,MATK,MYH11,MYL12A,NCOR1,NUP160,NUP
205,OASL,P2RX7,PDCD6,PI4KA,PIK3CD,PIK3R3,PLCG1,PLCH1,PLEK,P
OFUT1,PPP2R5D,PRKACB,PRKCQ,RAB33B,RAB35,RAB8B,RAPH1,RGS
12,RHOH,RORC,SCYL2,SH2B2,SH3KBP1,SLC26A6,SMPD1,SOD2,STAT
5B,STK38,STK4,SUB1,TBL1XR1,THEMIS,TRIM25,UBA3,UBA7,WASL,
WDR61,ZAP70

Kegg
#pathway ID pathway 

description
observed ge  false discove  matching proteins in your network (IDs) matching proteins in your network (labels)

4660 T cell receptor 
signaling 
pathway

12 1.33E-06 ENSP00000046794,ENSP00000229794,ENSP00000244007,ENSP00000262741,ENSP00000263125,ENS
P00000264972,ENSP00000324890,ENSP00000339186,ENSP00000354566,ENSP00000366563,ENSP00
000379330,ENSP00000431445

CD28,CD3E,CD3G,GRAP2,LCP2,MAPK14,NFATC2,PIK3CD,PIK3R3,PL
CG1,PRKCQ,ZAP70

4919 Thyroid 
hormone 
signaling 
pathway

9 0.0025 ENSP00000244007,ENSP00000262367,ENSP00000262741,ENSP00000268712,ENSP00000354394,ENS
P00000359719,ENSP00000366563,ENSP00000370517,ENSP00000430432

CREBBP,HDAC2,NCOR1,PFKP,PIK3CD,PIK3R3,PLCG1,PRKACB,STAT1

5162 Measles 9 0.00416 ENSP00000262506,ENSP00000262741,ENSP00000263125,ENSP00000293328,ENSP00000324890,ENS
P00000354394,ENSP00000354566,ENSP00000366563,ENSP00000431445

CD28,CD3E,CD3G,CSNK2A2,PIK3CD,PIK3R3,PRKCQ,STAT1,STAT5B

4670 Leukocyte 
transendothel
ial migration

8 0.0075 ENSP00000217652,ENSP00000229794,ENSP00000244007,ENSP00000252699,ENSP00000262741,ENS
P00000366563,ENSP00000371219,ENSP00000385720

ACTN4,ARHGAP35,MAPK14,MYL12A,PIK3CD,PIK3R3,PLCG1,RHOH

4611 Platelet 
activation

8 0.0128 ENSP00000046794,ENSP00000217652,ENSP00000229794,ENSP00000262741,ENSP00000359719,ENS
P00000366563,ENSP00000385720,ENSP00000400717

ARHGAP35,GNA13,LCP2,MAPK14,MYL12A,PIK3CD,PIK3R3,PRKACB

4520 Adherens 
junction

6 0.0132 ENSP00000223023,ENSP00000252699,ENSP00000262367,ENSP00000262506,ENSP00000265165,ENS
P00000340347

ACTN4,CREBBP,CSNK2A2,LEF1,TCF7,WASL

5161 Hepatitis B 8 0.0155 ENSP00000262367,ENSP00000262741,ENSP00000293328,ENSP00000300134,ENSP00000307786,ENS
P00000354394,ENSP00000366563,ENSP00000379330

CREBBP,CYCS,NFATC2,PIK3CD,PIK3R3,STAT1,STAT5B,STAT6



5166 HTLV-I 
infection

11 0.0155 ENSP00000262367,ENSP00000262741,ENSP00000262965,ENSP00000293328,ENSP00000343741,ENS
P00000354566,ENSP00000359719,ENSP00000365817,ENSP00000366563,ENSP00000379330,ENSP00
000431445

ATR,CD3E,CD3G,CREBBP,HLA-
E,NFATC2,PIK3CD,PIK3R3,PRKACB,STAT5B,TCF3

51 Fructose and 
mannose 
metabolism

4 0.0159 ENSP00000268261,ENSP00000364475,ENSP00000370517,ENSP00000384774 FBP1,HK1,PFKP,PMM2

3015 mRNA 
surveillance 
pathway

6 0.0159 ENSP00000238112,ENSP00000276201,ENSP00000284073,ENSP00000353741,ENSP00000358497,ENS
P00000417963

CPSF3,ETF1,MSI2,PPP2R5D,RNGTT,UPF3B

4068 FoxO signaling 
pathway

7 0.0159 ENSP00000229794,ENSP00000262367,ENSP00000262741,ENSP00000308620,ENSP00000356022,ENS
P00000361892,ENSP00000366563

CREBBP,MAPK14,PIK3CD,PIK3R3,RAG2,SOD2,STK4

4370 VEGF 
signaling 
pathway

5 0.0159 ENSP00000229794,ENSP00000244007,ENSP00000262741,ENSP00000366563,ENSP00000379330 MAPK14,NFATC2,PIK3CD,PIK3R3,PLCG1

5169 Epstein-Barr 
virus infection

9 0.0159 ENSP00000229794,ENSP00000244007,ENSP00000262367,ENSP00000262506,ENSP00000262741,ENS
P00000359719,ENSP00000365817,ENSP00000366563,ENSP00000430432

CREBBP,CSNK2A2,HDAC2,HLA-
E,MAPK14,PIK3CD,PIK3R3,PLCG1,PRKACB

5200 Pathways in 
cancer

12 0.0159 ENSP00000244007,ENSP00000262367,ENSP00000262741,ENSP00000265165,ENSP00000293328,ENS
P00000307786,ENSP00000340347,ENSP00000351490,ENSP00000354394,ENSP00000361892,ENSP00
000366563,ENSP00000430432

CREBBP,CYCS,HDAC2,LEF1,MAX,PIK3CD,PIK3R3,PLCG1,STAT1,STAT
5B,STK4,TCF7

5203 Viral 
carcinogenesi
s

9 0.0159 ENSP00000252699,ENSP00000262367,ENSP00000262741,ENSP00000265963,ENSP00000293328,ENS
P00000359719,ENSP00000365817,ENSP00000366563,ENSP00000430432

ACTN4,CREBBP,GTF2H1,HDAC2,HLA-
E,PIK3CD,PIK3R3,PRKACB,STAT5B

5210 Colorectal 
cancer

5 0.0159 ENSP00000262741,ENSP00000265165,ENSP00000307786,ENSP00000340347,ENSP00000366563 CYCS,LEF1,PIK3CD,PIK3R3,TCF7

5221 Acute myeloid 
leukemia

5 0.0159 ENSP00000262741,ENSP00000265165,ENSP00000293328,ENSP00000340347,ENSP00000366563 LEF1,PIK3CD,PIK3R3,STAT5B,TCF7

4650 Natural killer 
cell mediated 
cytotoxicity

7 0.0167 ENSP00000046794,ENSP00000244007,ENSP00000262741,ENSP00000264972,ENSP00000365817,ENS
P00000366563,ENSP00000379330

HLA-E,LCP2,NFATC2,PIK3CD,PIK3R3,PLCG1,ZAP70

4750 Inflammatory 
mediator 
regulation of 
TRP channels

6 0.02 ENSP00000229794,ENSP00000244007,ENSP00000262741,ENSP00000263125,ENSP00000359719,ENS
P00000366563

MAPK14,PIK3CD,PIK3R3,PLCG1,PRKACB,PRKCQ

4664 Fc epsilon RI 
signaling 
pathway

5 0.0214 ENSP00000046794,ENSP00000229794,ENSP00000244007,ENSP00000262741,ENSP00000366563 LCP2,MAPK14,PIK3CD,PIK3R3,PLCG1



4810 Regulation of 
actin 
cytoskeleton

9 0.0214 ENSP00000217652,ENSP00000223023,ENSP00000252699,ENSP00000262741,ENSP00000282588,ENS
P00000365757,ENSP00000366563,ENSP00000385720,ENSP00000400717

ACTN4,ARHGAP35,GNA13,ITGA1,MYL12A,PIK3CD,PIK3R3,PIP4K2A,
WASL

4310 Wnt signaling 
pathway

7 0.0235 ENSP00000262367,ENSP00000262506,ENSP00000265165,ENSP00000340347,ENSP00000359719,ENS
P00000379330,ENSP00000405574

CREBBP,CSNK2A2,LEF1,NFATC2,PRKACB,TBL1XR1,TCF7

4917 Prolactin 
signaling 
pathway

5 0.0239 ENSP00000229794,ENSP00000262741,ENSP00000293328,ENSP00000354394,ENSP00000366563 MAPK14,PIK3CD,PIK3R3,STAT1,STAT5B

71 Fatty acid 
degradation

4 0.0262 ENSP00000301729,ENSP00000333664,ENSP00000346827,ENSP00000369461 ACAA1,ALDH9A1,ECI1,ECI2

5016 Huntington s 
disease

8 0.0271 ENSP00000262367,ENSP00000282050,ENSP00000307786,ENSP00000336747,ENSP00000347184,ENS
P00000356022,ENSP00000356953,ENSP00000430432

ATP5A1,CREBBP,CYCS,HDAC2,HIP1,HTT,SDHC,SOD2

5100 Bacterial 
invasion of 
epithelial cells

5 0.0271 ENSP00000223023,ENSP00000262741,ENSP00000264893,ENSP00000352264,ENSP00000366563 CD2AP,PIK3CD,PIK3R3,SEPT11,WASL

4070 Phosphatidyli
nositol 
signaling 
system

5 0.0348 ENSP00000244007,ENSP00000262741,ENSP00000365757,ENSP00000366563,ENSP00000458238 PI4KA,PIK3CD,PIK3R3,PIP4K2A,PLCG1

4722 Neurotrophin 
signaling 
pathway

6 0.0376 ENSP00000229794,ENSP00000244007,ENSP00000262741,ENSP00000366563,ENSP00000378485,ENS
P00000440273

MAPK14,MATK,PIK3CD,PIK3R3,PLCG1,SH2B2

5213 Endometrial 
cancer

4 0.0378 ENSP00000262741,ENSP00000265165,ENSP00000340347,ENSP00000366563 LEF1,PIK3CD,PIK3R3,TCF7

4640 Hematopoieti
c cell lineage

5 0.0438 ENSP00000282588,ENSP00000342681,ENSP00000354566,ENSP00000360216,ENSP00000431445 CD3E,CD3G,CD5,DNTT,ITGA1

5215 Prostate 
cancer

5 0.0438 ENSP00000262367,ENSP00000262741,ENSP00000265165,ENSP00000340347,ENSP00000366563 CREBBP,LEF1,PIK3CD,PIK3R3,TCF7

4380 Osteoclast 
differentiation

6 0.0443 ENSP00000046794,ENSP00000229794,ENSP00000262741,ENSP00000354394,ENSP00000366563,ENS
P00000379330

LCP2,MAPK14,NFATC2,PIK3CD,PIK3R3,STAT1

5223 Non-small cell 
lung cancer

4 0.0443 ENSP00000244007,ENSP00000262741,ENSP00000361892,ENSP00000366563 PIK3CD,PIK3R3,PLCG1,STK4

4064 NF-kappa B 
signaling 
pathway

5 0.0463 ENSP00000244007,ENSP00000262506,ENSP00000263125,ENSP00000264972,ENSP00000323889 CSNK2A2,PLCG1,PRKCQ,TRIM25,ZAP70

5164 Influenza A 7 0.0463 ENSP00000229794,ENSP00000262367,ENSP00000262741,ENSP00000307786,ENSP00000323889,ENS
P00000354394,ENSP00000366563

CREBBP,CYCS,MAPK14,PIK3CD,PIK3R3,STAT1,TRIM25

4530 Tight junction 6 0.0473 ENSP00000217652,ENSP00000252699,ENSP00000262506,ENSP00000263125,ENSP00000379616,ENS
P00000387739

ACTN4,AMOTL1,CSNK2A2,MYH11,MYL12A,PRKCQ



Supptbl17_gprofiler_DiM_Bcellspecific

#pathway ID pathway description
observed 
gene count

false 
discovery rate matching proteins in your network (IDs) matching proteins in your network (labels)

GO.0006996 organelle organization 72 6.72E-09 ENSP00000206474,ENSP00000217133,ENSP00000217455,EN
SP00000229595,ENSP00000231509,ENSP00000245539,ENSP0
0000254950,ENSP00000256001,ENSP00000263360,ENSP0000
0264758,ENSP00000265136,ENSP00000265175,ENSP0000026
5465,ENSP00000282041,ENSP00000287647,ENSP0000028820
7,ENSP00000290246,ENSP00000293760,ENSP00000295685,E
NSP00000300403,ENSP00000301905,ENSP00000310520,ENS
P00000310697,ENSP00000315569,ENSP00000315700,ENSP00
000317790,ENSP00000321449,ENSP00000323439,ENSP00000
324020,ENSP00000324172,ENSP00000325074,ENSP00000327
077,ENSP00000340279,ENSP00000343690,ENSP00000344055
,ENSP00000345445,ENSP00000345895,ENSP00000346437,EN
SP00000347733,ENSP00000348461,ENSP00000348573,ENSP0
0000348984,ENSP00000349959,ENSP00000353098,ENSP0000
0354730,ENSP00000355086,ENSP00000355217,ENSP0000035
6379,ENSP00000356602,ENSP00000363092,ENSP0000036431
0,ENSP00000368237,ENSP00000368686,ENSP00000370343,E
NSP00000371321,ENSP00000376178,ENSP00000378699,ENS
P00000380661,ENSP00000385834,ENSP00000389934,ENSP00
000393596,ENSP00000395232,ENSP00000417229,ENSP00000
418428,ENSP00000431040,ENSP00000432279,ENSP00000432
768,ENSP00000432786,ENSP00000445677,ENSP00000448012
,ENSP00000453785,ENSP00000455507

ACOT8,ACTR3B,ADD1,AKAP9,AP3D1,ARPC2,ASF
1A,ASPM,ATG7,ATL2,ATP2B2,BIRC6,BRSK2,CCN
B2,CDK1,CEP250,CEP290,CHAF1B,CHAMP1,CHC
HD10,CHMP1B,CKAP5,CLTCL1,COBL,DARS2,DIS3
L2,DPYSL3,E2F4,EED,EIF2A,ELMO2,EPG5,ERCC4,
EXOC5,FAM54A,FANCD2,H2AFX,HAUS4,IRF4,KD
M2A,KIF15,LEMD2,MCMBP,MRPL22,MRPS7,NR
3C1,NUP50,OBSCN,PBK,PCM1,POLA2,PPP2R2A,
PRKG1,RAC1,RFC1,RICTOR,RRP7A,SAMM50,SEC
24B,SMC6,SNX1,SNX6,SON,SPTBN5,SSX2IP,STX2,
TF,TPX2,TRRAP,TUBB1,VPS4A,VTA1



GO.0022402 cell cycle process 39 5.49E-08 ENSP00000206474,ENSP00000216455,ENSP00000217133,EN
SP00000219313,ENSP00000254950,ENSP00000265465,ENSP0
0000287647,ENSP00000288207,ENSP00000297431,ENSP0000
0299421,ENSP00000300403,ENSP00000301905,ENSP0000031
0520,ENSP00000310697,ENSP00000315569,ENSP0000032402
0,ENSP00000325074,ENSP00000327077,ENSP00000332973,E
NSP00000345895,ENSP00000347733,ENSP00000348573,ENS
P00000348984,ENSP00000353098,ENSP00000354573,ENSP00
000354730,ENSP00000356379,ENSP00000357879,ENSP00000
364310,ENSP00000368686,ENSP00000371321,ENSP00000380
661,ENSP00000391311,ENSP00000393596,ENSP00000412324
,ENSP00000432279,ENSP00000432768,ENSP00000445677,EN
SP00000448012

AKAP9,ASPM,BIRC6,BRSK2,CCNB2,CEP250,CEP2
90,CHAMP1,CHMP1B,CKAP5,CLTCL1,DIS3L2,E2F
4,ERCC4,FANCD2,H2AFX,HAUS4,ILK,KIF15,MACF
1,MCMBP,NUP50,ORC5,PBK,PCM1,POLA2,PPP2
R2A,PPP2R5C,PSMA3,PSMD4,PSMD7,RFC1,SEPT
5,SMAD3,SON,TPX2,TRRAP,TUBB1,VPS4A



GO.0071840 cellular component 
organization or biogenesis

94 3.72E-07 ENSP00000168216,ENSP00000206474,ENSP00000210187,EN
SP00000217133,ENSP00000217455,ENSP00000229595,ENSP0
0000231509,ENSP00000245539,ENSP00000254950,ENSP0000
0256001,ENSP00000259633,ENSP00000263360,ENSP0000026
4758,ENSP00000265136,ENSP00000265245,ENSP0000026546
5,ENSP00000282041,ENSP00000287647,ENSP00000288207,E
NSP00000290246,ENSP00000293760,ENSP00000295685,ENS
P00000296792,ENSP00000300403,ENSP00000301905,ENSP00
000308179,ENSP00000310520,ENSP00000310697,ENSP00000
315569,ENSP00000315700,ENSP00000317790,ENSP00000321
449,ENSP00000323439,ENSP00000324020,ENSP00000324172
,ENSP00000325074,ENSP00000327077,ENSP00000332973,EN
SP00000333326,ENSP00000338774,ENSP00000339299,ENSP0
0000340279,ENSP00000341247,ENSP00000343690,ENSP0000
0345445,ENSP00000345895,ENSP00000347733,ENSP0000034
8461,ENSP00000348573,ENSP00000348984,ENSP0000035309
8,ENSP00000353741,ENSP00000354730,ENSP00000355086,E
NSP00000355217,ENSP00000356379,ENSP00000356602,ENS
P00000358716,ENSP00000359128,ENSP00000361290,ENSP00
000362300,ENSP00000364310,ENSP00000366557,ENSP00000
368237,ENSP00000369736,ENSP00000370343,ENSP00000371
321,ENSP00000377944,ENSP00000378699,ENSP00000380444
,ENSP00000380661,ENSP00000381098,ENSP00000385834,EN
SP00000389934,ENSP00000392270,ENSP00000393596,ENSP0
0000395232,ENSP00000413234,ENSP00000417229,ENSP0000
0418081,ENSP00000418287,ENSP00000418428,ENSP0000042
0195,ENSP00000428924,ENSP00000431040,ENSP0000043227
9,ENSP00000432768,ENSP00000432786,ENSP00000436005,E
NSP00000445677,ENSP00000448012,ENSP00000453785,ENS
P00000455507,ENSP00000462023

ACOT8,ACTR3B,ADD1,AKAP9,AP2A2,ARPC2,ASF
1A,ASPM,ATL2,ATP2B2,BCL11A,BIRC6,BRSK2,CA
CNA2D2,CCNB2,CD72,CDK1,CEP250,CEP290,CH
AF1B,CHAMP1,CHCHD10,CHMP1B,CIAO1,CKAP5
,CLTCL1,COBL,COL4A6,CRNKL1,DARS2,DDX20,DI
S3L2,DPYSL3,EED,EIF2A,EIF2C1,ELMO2,EPG5,ER
CC4,ETF1,EXOC5,FAM54A,FANCD2,GRIP1,GSPT2
,H2AFX,HAUS4,HSD17B10,IRF4,KDM2A,KIF15,LE
MD2,LSG1,LYN,MCMBP,MRPL22,MRPS7,MYO9B
,NPM3,NR3C1,NUP50,OBSCN,PBK,PCM1,POLA2,
PPP2R2A,RAB26,RAC1,RFC1,RPL17,RRP7A,SAM
M50,SMAD3,SMC6,SNX1,SNX6,SON,SPTBN5,SRS
F10,SSX2IP,STRAP,TBCA,TF,TPX2,TRAPPC4,TRIO,
TRRAP,TUBA8,TUBB1,UTP14A,UTP15,VPS4A,VT
A1,WDR3



GO.0007049 cell cycle 42 7.65E-07 ENSP00000206474,ENSP00000216455,ENSP00000217133,EN
SP00000219313,ENSP00000254950,ENSP00000265465,ENSP0
0000287647,ENSP00000288207,ENSP00000297431,ENSP0000
0299421,ENSP00000300403,ENSP00000301905,ENSP0000031
0520,ENSP00000310697,ENSP00000315569,ENSP0000031570
0,ENSP00000324020,ENSP00000325074,ENSP00000327077,E
NSP00000332973,ENSP00000341247,ENSP00000345895,ENS
P00000347251,ENSP00000347733,ENSP00000348573,ENSP00
000348984,ENSP00000353098,ENSP00000354573,ENSP00000
354730,ENSP00000356379,ENSP00000357879,ENSP00000364
310,ENSP00000371321,ENSP00000380661,ENSP00000381932
,ENSP00000391311,ENSP00000393596,ENSP00000412324,EN
SP00000432279,ENSP00000432768,ENSP00000445677,ENSP0
0000448012

AKAP9,ASPM,BIRC6,BRSK2,CCNB2,CEP250,CEP2
90,CHAF1B,CHAMP1,CHMP1B,CKAP5,CLTCL1,DI
S3L2,DYRK1A,ERCC4,FANCD2,GPS1,GSPT2,H2AF
X,HAUS4,ILK,KIF15,MACF1,MCMBP,NUP50,ORC
5,PBK,PCM1,POLA2,PPP2R2A,PPP2R5C,PSMA3,P
SMD4,PSMD7,RFC1,SEPT5,SMAD3,SON,TPX2,TR
RAP,TUBB1,VPS4A

GO.1902589 single-organism organelle 
organization

51 3.92E-06 ENSP00000206474,ENSP00000217133,ENSP00000245539,EN
SP00000254950,ENSP00000256001,ENSP00000263360,ENSP0
0000264758,ENSP00000265136,ENSP00000265175,ENSP0000
0265465,ENSP00000282041,ENSP00000287647,ENSP0000028
8207,ENSP00000295685,ENSP00000300403,ENSP0000030190
5,ENSP00000310520,ENSP00000310697,ENSP00000315569,E
NSP00000317790,ENSP00000323439,ENSP00000324020,ENS
P00000327077,ENSP00000340279,ENSP00000343690,ENSP00
000345445,ENSP00000346437,ENSP00000347733,ENSP00000
348461,ENSP00000348984,ENSP00000349959,ENSP00000353
098,ENSP00000354730,ENSP00000355086,ENSP00000356379
,ENSP00000363092,ENSP00000368686,ENSP00000370343,EN
SP00000371321,ENSP00000376178,ENSP00000378699,ENSP0
0000380661,ENSP00000385834,ENSP00000393596,ENSP0000
0431040,ENSP00000432279,ENSP00000432768,ENSP0000043
2786,ENSP00000445677,ENSP00000448012,ENSP0000045550
7

ACTR3B,ADD1,ARPC2,ASPM,ATG7,BIRC6,BRSK2,
CCNB2,CDK1,CEP250,CEP290,CHAMP1,CHMP1B,
CKAP5,CLTCL1,COBL,DARS2,DIS3L2,DPYSL3,E2F4
,EED,EPG5,ERCC4,FANCD2,HAUS4,IRF4,KDM2A,
KIF15,MCMBP,MRPL22,MRPS7,OBSCN,PBK,PCM
1,POLA2,PRKG1,RAC1,RFC1,RICTOR,SAMM50,SE
C24B,SMC6,SON,SPTBN5,SSX2IP,STX2,TF,TPX2,T
RRAP,TUBB1,VPS4A



GO.0016043 cellular component 
organization

89 4.21E-06 ENSP00000168216,ENSP00000206474,ENSP00000210187,EN
SP00000217133,ENSP00000217455,ENSP00000229595,ENSP0
0000231509,ENSP00000245539,ENSP00000254950,ENSP0000
0256001,ENSP00000259633,ENSP00000263360,ENSP0000026
4758,ENSP00000265136,ENSP00000265465,ENSP0000028204
1,ENSP00000287647,ENSP00000288207,ENSP00000290246,E
NSP00000293760,ENSP00000295685,ENSP00000300403,ENS
P00000301905,ENSP00000310520,ENSP00000310697,ENSP00
000315569,ENSP00000315700,ENSP00000317790,ENSP00000
321449,ENSP00000323439,ENSP00000324020,ENSP00000324
172,ENSP00000325074,ENSP00000327077,ENSP00000332973
,ENSP00000333326,ENSP00000338774,ENSP00000339299,EN
SP00000340279,ENSP00000341247,ENSP00000343690,ENSP0
0000345445,ENSP00000345895,ENSP00000347733,ENSP0000
0348461,ENSP00000348573,ENSP00000348984,ENSP0000035
3098,ENSP00000353741,ENSP00000354730,ENSP0000035508
6,ENSP00000355217,ENSP00000356379,ENSP00000356602,E
NSP00000358716,ENSP00000361290,ENSP00000362300,ENS
P00000364310,ENSP00000366557,ENSP00000368237,ENSP00
000369736,ENSP00000370343,ENSP00000371321,ENSP00000
378699,ENSP00000380444,ENSP00000380661,ENSP00000381
098,ENSP00000385834,ENSP00000389934,ENSP00000392270
,ENSP00000393596,ENSP00000395232,ENSP00000413234,EN
SP00000417229,ENSP00000418081,ENSP00000418287,ENSP0
0000418428,ENSP00000420195,ENSP00000428924,ENSP0000
0431040,ENSP00000432279,ENSP00000432768,ENSP0000043
2786,ENSP00000436005,ENSP00000445677,ENSP0000044801
2,ENSP00000453785,ENSP00000455507,ENSP00000462023

ACOT8,ACTR3B,ADD1,AKAP9,AP2A2,ARPC2,ASF
1A,ASPM,ATL2,ATP2B2,BCL11A,BIRC6,BRSK2,CA
CNA2D2,CCNB2,CD72,CDK1,CEP250,CEP290,CH
AF1B,CHAMP1,CHCHD10,CHMP1B,CIAO1,CKAP5
,CLTCL1,COBL,COL4A6,CRNKL1,DARS2,DDX20,DI
S3L2,DPYSL3,EED,EIF2A,EIF2C1,ELMO2,EPG5,ER
CC4,ETF1,EXOC5,FAM54A,FANCD2,GRIP1,GSPT2
,H2AFX,HAUS4,HSD17B10,IRF4,KDM2A,KIF15,LE
MD2,LYN,MCMBP,MRPL22,MRPS7,MYO9B,NR3
C1,NUP50,OBSCN,PBK,PCM1,POLA2,PPP2R2A,R
AB26,RAC1,RFC1,RPL17,RRP7A,SAMM50,SMAD3
,SMC6,SNX1,SNX6,SON,SPTBN5,SRSF10,SSX2IP,S
TRAP,TBCA,TF,TPX2,TRAPPC4,TRIO,TRRAP,TUBA
8,TUBB1,VPS4A,VTA1

GO.1903047 mitotic cell cycle process 29 4.55E-06 ENSP00000206474,ENSP00000216455,ENSP00000219313,EN
SP00000254950,ENSP00000265465,ENSP00000288207,ENSP0
0000297431,ENSP00000300403,ENSP00000301905,ENSP0000
0310697,ENSP00000315569,ENSP00000324020,ENSP0000032
5074,ENSP00000327077,ENSP00000345895,ENSP0000034773
3,ENSP00000348573,ENSP00000353098,ENSP00000354730,E
NSP00000356379,ENSP00000357879,ENSP00000368686,ENS
P00000380661,ENSP00000393596,ENSP00000412324,ENSP00
000432279,ENSP00000432768,ENSP00000445677,ENSP00000
448012

AKAP9,ASPM,BIRC6,BRSK2,CCNB2,CEP250,CEP2
90,CHAMP1,CHMP1B,CKAP5,CLTCL1,DIS3L2,E2F
4,HAUS4,KIF15,MCMBP,NUP50,ORC5,PBK,PCM1
,POLA2,PPP2R2A,PPP2R5C,PSMA3,PSMD4,PSM
D7,TPX2,TRRAP,VPS4A



GO.0000278 mitotic cell cycle 30 1.19E-05 ENSP00000206474,ENSP00000216455,ENSP00000219313,EN
SP00000254950,ENSP00000265465,ENSP00000288207,ENSP0
0000297431,ENSP00000300403,ENSP00000301905,ENSP0000
0310697,ENSP00000315569,ENSP00000324020,ENSP0000032
5074,ENSP00000327077,ENSP00000345895,ENSP0000034773
3,ENSP00000348573,ENSP00000353098,ENSP00000354730,E
NSP00000356379,ENSP00000357879,ENSP00000371321,ENS
P00000380661,ENSP00000381932,ENSP00000393596,ENSP00
000412324,ENSP00000432279,ENSP00000432768,ENSP00000
445677,ENSP00000448012

AKAP9,ASPM,BIRC6,BRSK2,CCNB2,CEP250,CEP2
90,CHAMP1,CHMP1B,CKAP5,CLTCL1,DIS3L2,DYR
K1A,HAUS4,KIF15,MCMBP,NUP50,ORC5,PBK,PC
M1,POLA2,PPP2R2A,PPP2R5C,PSMA3,PSMD4,PS
MD7,RFC1,TPX2,TRRAP,VPS4A

GO.0044267 cellular protein metabolic 
process

69 2.62E-05 ENSP00000181839,ENSP00000216455,ENSP00000217133,EN
SP00000217182,ENSP00000219313,ENSP00000234179,ENSP0
0000245539,ENSP00000246957,ENSP00000254950,ENSP0000
0258960,ENSP00000261308,ENSP00000262395,ENSP0000026
2455,ENSP00000263360,ENSP00000264758,ENSP0000026517
5,ENSP00000289371,ENSP00000295770,ENSP00000296125,E
NSP00000296543,ENSP00000301905,ENSP00000308176,ENS
P00000320043,ENSP00000323439,ENSP00000325074,ENSP00
000334928,ENSP00000335636,ENSP00000336721,ENSP00000
338673,ENSP00000338774,ENSP00000339299,ENSP00000341
247,ENSP00000345083,ENSP00000345445,ENSP00000345895
,ENSP00000346012,ENSP00000346437,ENSP00000347251,EN
SP00000347733,ENSP00000349959,ENSP00000350278,ENSP0
0000353741,ENSP00000354061,ENSP00000354347,ENSP0000
0354772,ENSP00000355086,ENSP00000357047,ENSP0000035
7879,ENSP00000362576,ENSP00000363092,ENSP0000036319
3,ENSP00000368716,ENSP00000369736,ENSP00000370343,E
NSP00000378699,ENSP00000381932,ENSP00000385834,ENS
P00000389934,ENSP00000390500,ENSP00000412324,ENSP00
000413001,ENSP00000422554,ENSP00000428924,ENSP00000
431040,ENSP00000432786,ENSP00000446479,ENSP00000451
261,ENSP00000455507,ENSP00000462023

ADAMTS12,ADD1,AGBL1,ATG7,BCL11A,BTK,CDK
1,CDK10,CDK13,DARS2,DYRK1A,EED,EEF1A2,EIF
5B,ERP44,ETF1,EXOC5,FAM125B,FICD,GFPT1,GP
S1,GSPT2,IRF4,KDM2A,LARP1,LYN,LYPLA1,MAP2
K3,MED12,MED23,MRPL22,MRPS7,NAA15,NAA
16,NAA20,NMT1,NUP50,OBSCN,PBK,PPP2R2A,P
PP2R5C,PPWD1,PRKD3,PRKG1,PSMA3,PSMD4,P
SMD7,PTPRB,RICTOR,RPL17,RPL36AL,SAMM50,
SCYL2,SEC24B,SLC30A7,SMC6,STK3,STT3B,TBCA,
TF,TGM4,TRAF4,TRAP1,TRIO,TRRAP,TUBB1,UBE
2J1,VPS4A,YARS

GO.0048285 organelle fission 20 0.000259 ENSP00000206474,ENSP00000217455,ENSP00000254950,EN
SP00000287647,ENSP00000288207,ENSP00000300403,ENSP0
0000301905,ENSP00000310520,ENSP00000310697,ENSP0000
0315569,ENSP00000324020,ENSP00000353098,ENSP0000035
4730,ENSP00000356379,ENSP00000378699,ENSP0000039359
6,ENSP00000395232,ENSP00000432279,ENSP00000432768,E
NSP00000445677

ACOT8,ASPM,BIRC6,BRSK2,CCNB2,CDK1,CHAMP
1,CHMP1B,CKAP5,CLTCL1,DIS3L2,ERCC4,FAM54
A,FANCD2,HAUS4,KIF15,MCMBP,PBK,TPX2,VPS4
A



GO.0044237 cellular metabolic process 124 0.000315 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217133,ENSP00000217182,ENSP0
0000217455,ENSP00000219313,ENSP00000219905,ENSP0000
0222553,ENSP00000228251,ENSP00000229595,ENSP0000023
1509,ENSP00000234179,ENSP00000245539,ENSP0000024695
7,ENSP00000254950,ENSP00000258145,ENSP00000258960,E
NSP00000261308,ENSP00000262395,ENSP00000262455,ENS
P00000263774,ENSP00000265175,ENSP00000265465,ENSP00
000265495,ENSP00000268720,ENSP00000282041,ENSP00000
287647,ENSP00000289371,ENSP00000295770,ENSP00000296
125,ENSP00000296543,ENSP00000296792,ENSP00000297431
,ENSP00000299518,ENSP00000301587,ENSP00000301905,EN
SP00000302393,ENSP00000308176,ENSP00000308179,ENSP0
0000308334,ENSP00000310520,ENSP00000315569,ENSP0000
0315700,ENSP00000321449,ENSP00000322450,ENSP0000032
2898,ENSP00000324172,ENSP00000325074,ENSP0000033297
3,ENSP00000334928,ENSP00000335636,ENSP00000336721,E
NSP00000337926,ENSP00000338673,ENSP00000338774,ENS
P00000339299,ENSP00000341247,ENSP00000345083,ENSP00
000345445,ENSP00000345895,ENSP00000346012,ENSP00000
347251,ENSP00000347733,ENSP00000348984,ENSP00000349
959,ENSP00000350278,ENSP00000351407,ENSP00000351811
,ENSP00000352463,ENSP00000353098,ENSP00000353741,EN
SP00000354061,ENSP00000354347,ENSP00000354772,ENSP0
0000355086,ENSP00000356146,ENSP00000356545,ENSP0000
0357879,ENSP00000358554,ENSP00000358716,ENSP0000035
8814,ENSP00000358955,ENSP00000359128,ENSP0000036026
8,ENSP00000362300,ENSP00000362576,ENSP00000363092,E
NSP00000364310,ENSP00000364700,ENSP00000365439,ENS
P00000366557,ENSP00000368017,ENSP00000368686,ENSP00
000368716,ENSP00000369736,ENSP00000371321,ENSP00000
376372,ENSP00000377944,ENSP00000378699,ENSP00000381
932,ENSP00000385834,ENSP00000386488,ENSP00000389649
ENSP00000389934 ENSP00000390500 ENSP00000392270 EN

ACOT8,ADAMTS12,AGBL1,AHCYL1,ALDH18A1,A
RNT,ASF1A,ATP2B2,ATP5H,ATP5J,ATP5S,BCAS2,
BCL11A,BTK,CACNA1E,CACNA2D2,CDK1,CDK10,
CDK13,CHAF1B,CHCHD10,CPNE7,CRNKL1,CSDA,
DARS2,DDX20,DIS3L2,DYRK1A,E2F4,EBF1,EDC4,
EEF1A2,EIF2C1,EIF5B,ELF2,EPG5,ERCC4,ERP44,E
TF1,EXOC5,FAM125B,FAM54A,FANCD2,FICD,FLI
1,GFPT1,GNS,GPS1,GSPT2,H2AFX,HNRNPK,HSD1
7B10,IDH3A,KDM2A,KIAA1324,LARP1,LDHAL6B,
LYN,MAP2K3,MCMBP,MGA,MRPL22,MRPS7,NA
A15,NAA16,NAA20,NAMPT,NDUFS3,NDUFV1,N
MT1,NPM3,NR3C1,NUP50,OBSCN,OMD,ORC5,P
BK,PLD4,POLA2,PPP2R2A,PPP2R5C,PPWD1,PRK
D3,PRKG1,PSMA3,PSMD4,PSMD7,PTPRB,RFC1,R
ICTOR,RPL17,RPL36AL,RRP7A,SAMM50,SCAF8,S
CYL2,SEC24B,SLC30A7,SMAD3,SNX1,SON,SRSF1
0,STK3,STRAP,STT3B,SUGP2,TBCA,TCF20,TF,TG
M4,TRAF4,TRAP1,TRIO,TRIP13,TRRAP,TUBB1,UB
E2J1,UTP14A,UTP15,VPS4A,WDR3,YARS,ZC3H8,
ZFC3H1



GO.0044260 cellular macromolecule 
metabolic process

106 0.000315 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217133,ENSP00000217182,ENSP0
0000219313,ENSP00000219905,ENSP00000228251,ENSP0000
0229595,ENSP00000231509,ENSP00000234179,ENSP0000024
5539,ENSP00000246957,ENSP00000254950,ENSP0000025896
0,ENSP00000261308,ENSP00000262395,ENSP00000262455,E
NSP00000263360,ENSP00000265175,ENSP00000265465,ENS
P00000265495,ENSP00000287647,ENSP00000289371,ENSP00
000295770,ENSP00000296125,ENSP00000296543,ENSP00000
296792,ENSP00000297431,ENSP00000301905,ENSP00000308
176,ENSP00000308179,ENSP00000310447,ENSP00000310520
,ENSP00000315569,ENSP00000315700,ENSP00000320043,EN
SP00000321449,ENSP00000322898,ENSP00000325074,ENSP0
0000332973,ENSP00000334928,ENSP00000335636,ENSP0000
0336721,ENSP00000337926,ENSP00000338673,ENSP0000033
8774,ENSP00000339299,ENSP00000341247,ENSP0000034508
3,ENSP00000345445,ENSP00000345895,ENSP00000346012,E
NSP00000347251,ENSP00000347733,ENSP00000348984,ENS
P00000349959,ENSP00000350278,ENSP00000351407,ENSP00
000351811,ENSP00000352463,ENSP00000353098,ENSP00000
353741,ENSP00000354061,ENSP00000354347,ENSP00000354
772,ENSP00000355086,ENSP00000356146,ENSP00000357879
,ENSP00000358554,ENSP00000358716,ENSP00000358814,EN
SP00000359128,ENSP00000362300,ENSP00000362576,ENSP0
0000363092,ENSP00000364310,ENSP00000365439,ENSP0000
0366557,ENSP00000368017,ENSP00000368686,ENSP0000036
8716,ENSP00000369736,ENSP00000371321,ENSP0000037794
4,ENSP00000378699,ENSP00000381932,ENSP00000385834,E
NSP00000386488,ENSP00000389934,ENSP00000390500,ENS
P00000392270,ENSP00000399985,ENSP00000412324,ENSP00
000413001,ENSP00000420195,ENSP00000422554,ENSP00000
428924,ENSP00000431040,ENSP00000432786,ENSP00000446
479,ENSP00000451261,ENSP00000453785,ENSP00000455507
ENSP00000462023

ADAMTS12,AGBL1,AHCYL1,ARNT,ASF1A,BCAS2,
BCL11A,BTK,CDK1,CDK10,CDK13,CHAF1B,CRNKL
1,CSDA,DARS2,DDX20,DIS3L2,DYRK1A,E2F4,EBF
1,EDC4,EED,EEF1A2,EIF2C1,EIF5B,ELF2,ERCC4,E
RP44,ETF1,EXOC5,FAM125B,FANCD2,FICD,FLI1,
GFPT1,GLS2,GPS1,GSPT2,H2AFX,HNRNPK,HSD17
B10,KDM2A,LARP1,LYN,LYPLA1,MAP2K3,MCMB
P,MGA,MRPL22,MRPS7,NAA15,NAA16,NAA20,N
MT1,NPM3,NR3C1,NUP50,OBSCN,ORC5,PBK,PO
LA2,PPP2R2A,PPP2R5C,PPWD1,PRKD3,PRKG1,P
SMA3,PSMD4,PSMD7,PTPRB,RFC1,RICTOR,RPL1
7,RPL36AL,RRP7A,SAMM50,SCAF8,SCYL2,SEC24
B,SLC30A7,SMAD3,SNX1,SON,SRSF10,STK3,STRA
P,STT3B,SUGP2,TBCA,TCF20,TF,TGM4,TRAF4,TR
AP1,TRIO,TRIP13,TRRAP,TUBB1,UBE2J1,UTP14A
,UTP15,VPS4A,WDR3,YARS,ZC3H8,ZFC3H1



GO.0008152 metabolic process 135 0.000575 ENSP00000166345,ENSP00000181839,ENSP00000210187,EN
SP00000216455,ENSP00000217455,ENSP00000219313,ENSP0
0000219905,ENSP00000228251,ENSP00000229595,ENSP0000
0234179,ENSP00000245539,ENSP00000246957,ENSP0000025
4950,ENSP00000258145,ENSP00000258960,ENSP0000026130
8,ENSP00000262395,ENSP00000262455,ENSP00000263774,E
NSP00000265175,ENSP00000265245,ENSP00000265465,ENS
P00000265495,ENSP00000268720,ENSP00000282041,ENSP00
000287647,ENSP00000290216,ENSP00000295770,ENSP00000
296792,ENSP00000297431,ENSP00000298375,ENSP00000299
518,ENSP00000301587,ENSP00000301905,ENSP00000302393
,ENSP00000308176,ENSP00000308179,ENSP00000308334,EN
SP00000310520,ENSP00000315569,ENSP00000315700,ENSP0
0000320043,ENSP00000321449,ENSP00000322450,ENSP0000
0322898,ENSP00000324020,ENSP00000325074,ENSP0000033
2973,ENSP00000333326,ENSP00000334928,ENSP0000033563
6,ENSP00000336721,ENSP00000337854,ENSP00000337926,E
NSP00000338673,ENSP00000338774,ENSP00000339299,ENS
P00000343690,ENSP00000344055,ENSP00000345083,ENSP00
000345445,ENSP00000345895,ENSP00000346012,ENSP00000
347251,ENSP00000347733,ENSP00000347872,ENSP00000348
349,ENSP00000348461,ENSP00000348984,ENSP00000349658
,ENSP00000349959,ENSP00000350278,ENSP00000351407,EN
SP00000351811,ENSP00000352463,ENSP00000353098,ENSP0
0000353741,ENSP00000354061,ENSP00000354347,ENSP0000
0354573,ENSP00000354772,ENSP00000354920,ENSP0000035
5086,ENSP00000356146,ENSP00000356545,ENSP0000035787
9,ENSP00000358554,ENSP00000358716,ENSP00000358814,E
NSP00000358955,ENSP00000359128,ENSP00000360268,ENS
P00000361290,ENSP00000361616,ENSP00000362300,ENSP00
000362576,ENSP00000363092,ENSP00000364310,ENSP00000
364700,ENSP00000365439,ENSP00000366557,ENSP00000368
017,ENSP00000368237,ENSP00000368686,ENSP00000368716
ENSP00000369736 ENSP00000376372 ENSP00000377944 EN

ACOT8,ADAMTS12,AGBL1,AHCYL1,AKR1E2,ALD
H18A1,AP3D1,ARNT,ASF1A,ATL2,ATP5H,ATP5J,A
TP5S,BCAS2,BCL11A,BTK,CACNA1E,CACNA2D2,C
DK1,CDK10,CDK13,CHAF1B,CHCHD10,CIAO1,CO
L4A6,COMTD1,CPNE7,CRNKL1,CSDA,DARS2,DDX
20,DIS3L2,DPYSL3,DYRK1A,E2F4,EBF1,EDC4,EIF2
C1,ELF2,EPG5,ERCC4,ERP44,ETF1,EXOC5,FAM12
5B,FAM54A,FANCD2,FICD,FLI1,GFPT1,GNS,GPS1,
H2AFX,HEXDC,HNRNPK,IDH3A,KDM2A,KIAA132
4,KIF15,LARP1,LDHAL6B,LSG1,LYN,LYPLA1,MACF
1,MAP2K3,MCMBP,METTL13,MGA,MRPL22,MR
PS7,MYO9A,MYO9B,NAA16,NAA20,NDUFS3,ND
UFV1,NMT1,NPM3,NUP50,OBSCN,OMD,ORC5,P
BK,PLD4,POLA2,PPP2R2A,PPP2R5C,PPWD1,PRK
D3,PRKG1,PSMA3,PSMD4,PSMD7,PTPRB,RAB26,
RAC1,RICTOR,RPL17,RPL36AL,RRP7A,SAMM50,S
CAF8,SCRN2,SCYL2,SEC24B,SEPT5,SLC30A7,SMA
D3,SNX1,SON,SRSF10,STK3,STRAP,STT3B,SUGP2,
TBCA,TCF20,TF,TRAF4,TRAP1,TRIO,TRIP13,TRRA
P,TUBA8,UBE2J1,UTP14A,UTP15,VAT1,VPS4A,W
DR3,XPNPEP3,YARS,ZC3H8,ZFC3H1



GO.0048583 regulation of response to 
stimulus

64 0.000575 ENSP00000216455,ENSP00000219313,ENSP00000224337,EN
SP00000228251,ENSP00000231509,ENSP00000246957,ENSP0
0000258960,ENSP00000262735,ENSP00000263774,ENSP0000
0290246,ENSP00000293760,ENSP00000295685,ENSP0000029
8375,ENSP00000301905,ENSP00000308176,ENSP0000031069
7,ENSP00000314193,ENSP00000315700,ENSP00000327077,E
NSP00000332973,ENSP00000334958,ENSP00000336721,ENS
P00000338673,ENSP00000339299,ENSP00000340279,ENSP00
000345083,ENSP00000345895,ENSP00000346437,ENSP00000
347251,ENSP00000348349,ENSP00000348461,ENSP00000350
071,ENSP00000351407,ENSP00000352336,ENSP00000354061
,ENSP00000354573,ENSP00000354772,ENSP00000355217,EN
SP00000356379,ENSP00000356425,ENSP00000356545,ENSP0
0000357153,ENSP00000357879,ENSP00000358955,ENSP0000
0361310,ENSP00000362300,ENSP00000363092,ENSP0000036
3193,ENSP00000364310,ENSP00000364898,ENSP0000036655
7,ENSP00000376178,ENSP00000378699,ENSP00000380444,E
NSP00000381932,ENSP00000385834,ENSP00000390500,ENS
P00000392270,ENSP00000393596,ENSP00000413234,ENSP00
000417229,ENSP00000422554,ENSP00000451261,ENSP00000
455507

ADAMTS12,AKR1E2,AP2A2,ARNT,ARPC2,ASPM,
ATG7,BIRC6,BLNK,BRSK2,BTK,CACNA1E,CD1D,C
DK1,CDK10,CHAF1B,CRNKL1,CSDA,DYRK1A,EIF2
A,EIF2C1,ELMO2,FAM125B,GPS1,H2AFX,KIAA13
24,LARP1,LEMD2,MACF1,MAP2K3,MED12,MYO
9A,MYO9B,NDUFS3,NMT1,NR3C1,NUP50,OBSC
N,PBK,PCM1,PLCG2,POLH,PPARA,PRKG1,PSMA3
,PSMD4,PSMD7,RAC1,RLTPR,SCYL2,SMAD3,SNX
6,SSX2IP,STK3,STRAP,STRN3,STX2,SYK,TF,TRAP1,
TRIO,UBE2J1,UCHL5,WDR75



GO.0019538 protein metabolic process 72 0.000705 ENSP00000181839,ENSP00000216455,ENSP00000217133,EN
SP00000217182,ENSP00000219313,ENSP00000234179,ENSP0
0000245539,ENSP00000246957,ENSP00000254950,ENSP0000
0258960,ENSP00000261308,ENSP00000262395,ENSP0000026
2455,ENSP00000262735,ENSP00000263360,ENSP0000026517
5,ENSP00000289371,ENSP00000290216,ENSP00000295770,E
NSP00000296125,ENSP00000296543,ENSP00000301905,ENS
P00000308176,ENSP00000320043,ENSP00000323439,ENSP00
000325074,ENSP00000332973,ENSP00000334928,ENSP00000
335636,ENSP00000336721,ENSP00000338673,ENSP00000338
774,ENSP00000339299,ENSP00000341247,ENSP00000345083
,ENSP00000345445,ENSP00000345895,ENSP00000346012,EN
SP00000346437,ENSP00000347251,ENSP00000347733,ENSP0
0000349658,ENSP00000349959,ENSP00000350278,ENSP0000
0353741,ENSP00000354061,ENSP00000354347,ENSP0000035
4772,ENSP00000355086,ENSP00000357047,ENSP0000035787
9,ENSP00000362576,ENSP00000363092,ENSP00000363193,E
NSP00000368716,ENSP00000369736,ENSP00000370343,ENS
P00000378699,ENSP00000381932,ENSP00000385834,ENSP00
000389934,ENSP00000390500,ENSP00000412324,ENSP00000
413001,ENSP00000422554,ENSP00000428924,ENSP00000431
040,ENSP00000432786,ENSP00000446479,ENSP00000451261
,ENSP00000455507,ENSP00000462023

ADAMTS12,AGBL1,ATG7,BCL11A,BTK,CDK1,CDK
10,CDK13,DARS2,DYRK1A,EED,EEF1A2,EIF5B,ER
P44,ETF1,EXOC5,FAM125B,FICD,GFPT1,GPS1,GS
PT2,IRF4,KDM2A,LARP1,LYN,LYPLA1,MAP2K3,M
ED12,MED23,MRPL22,MRPS7,NAA15,NAA16,NA
A20,NMT1,NUP50,OBSCN,PBK,PPARA,PPP2R2A,
PPP2R5C,PPWD1,PRKD3,PRKG1,PSMA3,PSMD4,
PSMD7,PTPRB,RICTOR,RPL17,RPL36AL,SAMM50
,SCRN2,SCYL2,SEC24B,SLC30A7,SMAD3,SMC6,ST
K3,STT3B,TBCA,TF,TGM4,TRAF4,TRAP1,TRIO,TR
RAP,TUBB1,UBE2J1,VPS4A,XPNPEP3,YARS

GO.0080134 regulation of response to stress 36 0.000875 ENSP00000216455,ENSP00000219313,ENSP00000228251,EN
SP00000246957,ENSP00000262395,ENSP00000298375,ENSP0
0000301905,ENSP00000308176,ENSP00000310697,ENSP0000
0314193,ENSP00000315700,ENSP00000332973,ENSP0000033
6721,ENSP00000345083,ENSP00000345895,ENSP0000034643
7,ENSP00000348461,ENSP00000349959,ENSP00000352336,E
NSP00000357153,ENSP00000357879,ENSP00000358955,ENS
P00000361310,ENSP00000361965,ENSP00000363092,ENSP00
000364310,ENSP00000366557,ENSP00000376178,ENSP00000
378699,ENSP00000381932,ENSP00000385834,ENSP00000390
500,ENSP00000413234,ENSP00000422554,ENSP00000451261
,ENSP00000455507

ADA,ADAMTS12,AKR1E2,AP2A2,ATG7,BRSK2,BT
K,CD1D,CDK1,CHAF1B,CRNKL1,CSDA,DYRK1A,H2
AFX,KIAA1324,LARP1,MAP2K3,NUP50,OBSCN,PB
K,PLCG2,POLH,PRKG1,PSMA3,PSMD4,PSMD7,RA
C1,RICTOR,SMAD3,STK3,STX2,TF,TRAF4,TRAP1,
UBE2J1,WDR75



GO.0048518 positive regulation of biological 
process

84 0.000993 ENSP00000181839,ENSP00000216455,ENSP00000219313,EN
SP00000222553,ENSP00000224337,ENSP00000228251,ENSP0
0000229595,ENSP00000251507,ENSP00000254950,ENSP0000
0255305,ENSP00000256001,ENSP00000258960,ENSP0000026
2735,ENSP00000263360,ENSP00000265136,ENSP0000026549
5,ENSP00000290246,ENSP00000290378,ENSP00000296543,E
NSP00000296792,ENSP00000298375,ENSP00000300403,ENS
P00000303366,ENSP00000308176,ENSP00000310447,ENSP00
000314193,ENSP00000315700,ENSP00000322898,ENSP00000
324172,ENSP00000327077,ENSP00000332973,ENSP00000334
958,ENSP00000336721,ENSP00000338774,ENSP00000339299
,ENSP00000343690,ENSP00000344055,ENSP00000345083,EN
SP00000346437,ENSP00000348349,ENSP00000348573,ENSP0
0000350071,ENSP00000350844,ENSP00000351407,ENSP0000
0354061,ENSP00000354573,ENSP00000354772,ENSP0000035
6379,ENSP00000357153,ENSP00000357879,ENSP0000035871
6,ENSP00000358814,ENSP00000358955,ENSP00000361965,E
NSP00000362300,ENSP00000363092,ENSP00000364310,ENS
P00000364898,ENSP00000365439,ENSP00000366557,ENSP00
000368686,ENSP00000368716,ENSP00000370343,ENSP00000
371321,ENSP00000377665,ENSP00000378699,ENSP00000380
444,ENSP00000381098,ENSP00000381932,ENSP00000385834
,ENSP00000386488,ENSP00000390500,ENSP00000393596,EN
SP00000393860,ENSP00000399985,ENSP00000412324,ENSP0
0000417229,ENSP00000418081,ENSP00000418287,ENSP0000
0428924,ENSP00000436005,ENSP00000445677,ENSP0000044
8012,ENSP00000453785

ACTC1,ACTR3B,ADA,AHCYL1,AKAP9,AKR1E2,AP3
D1,ARNT,ASF1A,ASPM,ATG7,ATP2B2,BCL11A,BI
RC6,BLNK,BTK,CACNA2D2,CD1D,CDK1,CDK13,CE
P290,CHAF1B,CIAO1,CLTCL1,COBL,CRNKL1,CSDA
,DDX20,DPYSL3,DYRK1A,E2F4,EBF1,EED,EIF2A,EI
F2C1,ELF2,ELMO2,FAM125B,FLI1,GAPVD1,GLS2,
GRIP1,H2AFX,HNRNPK,IRF4,KIAA1324,LARP1,LM
AN2,LYN,MACF1,MAP2K3,MYO9A,MYO9B,NAA1
5,NAA16,NAMPT,NMT1,PAX5,PCM1,PLEKHA2,P
PARA,PPP2R5C,PRKG1,PSMA3,PSMD4,PSMD7,R
ABGAP1L,RFC1,RLTPR,SCYL2,SMAD3,SNX1,STK3,
STRN3,SYK,TF,TPX2,TRAPPC4,TRIO,UTP15,VPS4
A,WDR75,XPO4,ZC3H8

GO.0046907 intracellular transport 34 0.001 ENSP00000210187,ENSP00000254950,ENSP00000265245,EN
SP00000265465,ENSP00000282041,ENSP00000296557,ENSP0
0000301587,ENSP00000303366,ENSP00000308334,ENSP0000
0317790,ENSP00000327077,ENSP00000340279,ENSP0000034
2935,ENSP00000344055,ENSP00000345445,ENSP0000034589
5,ENSP00000350854,ENSP00000352336,ENSP00000354061,E
NSP00000355217,ENSP00000356602,ENSP00000358814,ENS
P00000364898,ENSP00000376178,ENSP00000389649,ENSP00
000389934,ENSP00000413234,ENSP00000420195,ENSP00000
428924,ENSP00000432279,ENSP00000436005,ENSP00000445
677,ENSP00000453785,ENSP00000462023

AHCYL1,AP2A2,AP3D1,ARFIP1,ATP5H,ATP5J,ATP
5S,CHMP1B,CLTCL1,EPG5,EXOC5,LMAN2,LSG1,L
YN,NUP50,PCM1,PLCG2,POLA2,RAB26,RPL17,SA
MM50,SCYL2,SDCBP2,SNX1,SNX6,SPTBN5,SRSF1
0,SSX2IP,STX2,SYK,TRAPPC4,VPS13D,VPS4A,VTA
1



GO.0000280 nuclear division 18 0.00102 ENSP00000206474,ENSP00000254950,ENSP00000287647,EN
SP00000288207,ENSP00000300403,ENSP00000301905,ENSP0
0000310520,ENSP00000310697,ENSP00000315569,ENSP0000
0324020,ENSP00000353098,ENSP00000354730,ENSP0000035
6379,ENSP00000378699,ENSP00000393596,ENSP0000043227
9,ENSP00000432768,ENSP00000445677

ASPM,BIRC6,BRSK2,CCNB2,CDK1,CHAMP1,CHM
P1B,CKAP5,CLTCL1,DIS3L2,ERCC4,FANCD2,HAUS
4,KIF15,MCMBP,PBK,TPX2,VPS4A

GO.0007067 mitotic nuclear division 16 0.00102 ENSP00000206474,ENSP00000254950,ENSP00000288207,EN
SP00000300403,ENSP00000301905,ENSP00000310697,ENSP0
0000315569,ENSP00000324020,ENSP00000353098,ENSP0000
0354730,ENSP00000356379,ENSP00000378699,ENSP0000039
3596,ENSP00000432279,ENSP00000432768,ENSP0000044567
7

ASPM,BIRC6,BRSK2,CCNB2,CDK1,CHAMP1,CHM
P1B,CKAP5,CLTCL1,DIS3L2,HAUS4,KIF15,MCMBP
,PBK,TPX2,VPS4A



GO.0043170 macromolecule metabolic 
process

110 0.00102 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217133,ENSP00000217182,ENSP0
0000219313,ENSP00000219905,ENSP00000228251,ENSP0000
0229595,ENSP00000231509,ENSP00000234179,ENSP0000024
5539,ENSP00000246957,ENSP00000254950,ENSP0000025814
5,ENSP00000258960,ENSP00000261308,ENSP00000262395,E
NSP00000262455,ENSP00000263360,ENSP00000265175,ENS
P00000265465,ENSP00000265495,ENSP00000287647,ENSP00
000289371,ENSP00000290216,ENSP00000295770,ENSP00000
296125,ENSP00000296543,ENSP00000296792,ENSP00000297
431,ENSP00000301905,ENSP00000308176,ENSP00000308179
,ENSP00000310447,ENSP00000310520,ENSP00000315569,EN
SP00000315700,ENSP00000321449,ENSP00000322898,ENSP0
0000325074,ENSP00000332973,ENSP00000334928,ENSP0000
0335636,ENSP00000336721,ENSP00000337926,ENSP0000033
8673,ENSP00000338774,ENSP00000339299,ENSP0000034124
7,ENSP00000345083,ENSP00000345445,ENSP00000345895,E
NSP00000346012,ENSP00000347251,ENSP00000347733,ENS
P00000348984,ENSP00000349658,ENSP00000349959,ENSP00
000350278,ENSP00000351407,ENSP00000351811,ENSP00000
352463,ENSP00000353098,ENSP00000353741,ENSP00000354
061,ENSP00000354347,ENSP00000354772,ENSP00000355086
,ENSP00000356146,ENSP00000357879,ENSP00000358554,EN
SP00000358716,ENSP00000358814,ENSP00000359128,ENSP0
0000361290,ENSP00000362300,ENSP00000362576,ENSP0000
0363092,ENSP00000364310,ENSP00000364700,ENSP0000036
5439,ENSP00000366557,ENSP00000368017,ENSP0000036868
6,ENSP00000368716,ENSP00000369736,ENSP00000371321,E
NSP00000377944,ENSP00000378699,ENSP00000381932,ENS
P00000385834,ENSP00000386488,ENSP00000389934,ENSP00
000390500,ENSP00000392270,ENSP00000399985,ENSP00000
412324,ENSP00000413001,ENSP00000420195,ENSP00000422
554,ENSP00000428924,ENSP00000431040,ENSP00000432786
ENSP00000446479 ENSP00000451261 ENSP00000453785 EN

ADAMTS12,AGBL1,AHCYL1,ARNT,ASF1A,BCAS2,
BCL11A,BTK,CDK1,CDK10,CDK13,CHAF1B,COL4A
6,CRNKL1,CSDA,DARS2,DDX20,DIS3L2,DYRK1A,E
2F4,EBF1,EDC4,EED,EEF1A2,EIF2C1,EIF5B,ELF2,E
RCC4,ERP44,ETF1,EXOC5,FAM125B,FANCD2,FIC
D,FLI1,GFPT1,GLS2,GNS,GPS1,GSPT2,H2AFX,HN
RNPK,HSD17B10,KDM2A,LARP1,LYN,MAP2K3,M
CMBP,MGA,MRPL22,MRPS7,NAA15,NAA16,NAA
20,NMT1,NPM3,NR3C1,NUP50,OBSCN,OMD,OR
C5,PBK,POLA2,PPP2R2A,PPP2R5C,PPWD1,PRKD
3,PRKG1,PSMA3,PSMD4,PSMD7,PTPRB,RFC1,RIC
TOR,RPL17,RPL36AL,RRP7A,SAMM50,SCAF8,SCR
N2,SCYL2,SEC24B,SLC30A7,SMAD3,SNX1,SON,SR
SF10,STK3,STRAP,STT3B,SUGP2,TBCA,TCF20,TF,
TGM4,TRAF4,TRAP1,TRIO,TRIP13,TRRAP,TUBB1,
UBE2J1,UTP14A,UTP15,VPS4A,WDR3,XPNPEP3,
YARS,ZC3H8,ZFC3H1

GO.0044772 mitotic cell cycle phase 
transition

15 0.00173 ENSP00000216455,ENSP00000219313,ENSP00000265465,EN
SP00000288207,ENSP00000297431,ENSP00000310697,ENSP0
0000325074,ENSP00000327077,ENSP00000348573,ENSP0000
0357879,ENSP00000368686,ENSP00000378699,ENSP0000038
0661,ENSP00000432768,ENSP00000448012

AKAP9,BRSK2,CCNB2,CDK1,CEP250,CEP290,CKA
P5,E2F4,ORC5,PCM1,POLA2,PPP2R2A,PSMA3,PS
MD4,PSMD7



GO.0080135 regulation of cellular response 
to stress

23 0.00224 ENSP00000228251,ENSP00000246957,ENSP00000262395,EN
SP00000298375,ENSP00000301905,ENSP00000310697,ENSP0
0000314193,ENSP00000315700,ENSP00000336721,ENSP0000
0345895,ENSP00000346437,ENSP00000358955,ENSP0000036
1310,ENSP00000363092,ENSP00000364310,ENSP0000036489
8,ENSP00000366557,ENSP00000381932,ENSP00000385834,E
NSP00000390500,ENSP00000428924,ENSP00000451261,ENS
P00000455507

AKR1E2,ATG7,BRSK2,CHAF1B,CRNKL1,CSDA,DYR
K1A,H2AFX,KIAA1324,LARP1,LYN,NUP50,OBSCN,
PBK,POLH,PRKG1,STK3,SYK,TF,TRAF4,TRAP1,UB
E2J1,WDR75

GO.0044238 primary metabolic process 121 0.00233 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217133,ENSP00000217182,ENSP0
0000217455,ENSP00000219313,ENSP00000219905,ENSP0000
0222553,ENSP00000228251,ENSP00000229595,ENSP0000023
4179,ENSP00000245539,ENSP00000246957,ENSP0000025495
0,ENSP00000258145,ENSP00000258960,ENSP00000261308,E
NSP00000262395,ENSP00000262455,ENSP00000263774,ENS
P00000265175,ENSP00000265465,ENSP00000265495,ENSP00
000268720,ENSP00000287647,ENSP00000289371,ENSP00000
290216,ENSP00000295770,ENSP00000296125,ENSP00000296
543,ENSP00000296792,ENSP00000297431,ENSP00000299518
,ENSP00000301587,ENSP00000301905,ENSP00000302393,EN
SP00000308176,ENSP00000308179,ENSP00000308334,ENSP0
0000310520,ENSP00000315569,ENSP00000315700,ENSP0000
0320043,ENSP00000321449,ENSP00000322450,ENSP0000032
2898,ENSP00000324172,ENSP00000325074,ENSP0000033297
3,ENSP00000334928,ENSP00000335636,ENSP00000336721,E
NSP00000337854,ENSP00000337926,ENSP00000338673,ENS
P00000338774,ENSP00000339299,ENSP00000341247,ENSP00
000345083,ENSP00000345445,ENSP00000345895,ENSP00000
346012,ENSP00000347251,ENSP00000347733,ENSP00000348
984,ENSP00000349658,ENSP00000349959,ENSP00000350278
,ENSP00000351407,ENSP00000351811,ENSP00000352463,EN
SP00000353098,ENSP00000353741,ENSP00000354061,ENSP0
0000354347,ENSP00000354772,ENSP00000355086,ENSP0000
0356146,ENSP00000357879,ENSP00000358554,ENSP0000035
8716,ENSP00000358814,ENSP00000359128,ENSP0000036026
8,ENSP00000362300,ENSP00000362576,ENSP00000363092,E
NSP00000364310,ENSP00000364700,ENSP00000365439,ENS
P00000366557,ENSP00000368017,ENSP00000368686,ENSP00
000368716,ENSP00000369736,ENSP00000371321,ENSP00000
376372,ENSP00000377944,ENSP00000378699,ENSP00000381
932,ENSP00000385834,ENSP00000386488,ENSP00000389649
ENSP00000389934 ENSP00000390500 ENSP00000392270 EN

ACOT8,ADAMTS12,AGBL1,AHCYL1,ALDH18A1,A
RNT,ASF1A,ATP2B2,ATP5H,ATP5J,ATP5S,BCAS2,
BCL11A,BTK,CDK1,CDK10,CDK13,CHAF1B,CHCH
D10,CPNE7,CRNKL1,CSDA,DARS2,DDX20,DIS3L2,
DYRK1A,E2F4,EBF1,EDC4,EEF1A2,EIF2C1,EIF5B,E
LF2,ERCC4,ERP44,ETF1,EXOC5,FAM125B,FANCD
2,FICD,FLI1,GFPT1,GNS,GPS1,GSPT2,H2AFX,HEX
DC,HNRNPK,HSD17B10,IDH3A,KDM2A,LARP1,LD
HAL6B,LYN,LYPLA1,MAP2K3,MCMBP,MGA,MRP
L22,MRPS7,NAA15,NAA16,NAA20,NAMPT,NDUF
S3,NDUFV1,NMT1,NPM3,NUP50,OBSCN,OMD,O
RC5,PBK,PLD4,POLA2,PPP2R2A,PPP2R5C,PPWD
1,PRKD3,PRKG1,PSMA3,PSMD4,PSMD7,PTPRB,R
FC1,RICTOR,RPL17,RPL36AL,RRP7A,SAMM50,SC
AF8,SCRN2,SCYL2,SEC24B,SLC30A7,SMAD3,SON,
SRSF10,STK3,STRAP,STT3B,SUGP2,TBCA,TCF20,T
F,TGM4,TRAF4,TRAP1,TRIO,TRIP13,TRRAP,TUBB
1,UBE2J1,UTP14A,UTP15,VPS4A,WDR3,XPNPEP
3,YARS,ZC3H8,ZFC3H1



GO.0071704 organic substance metabolic 
process

122 0.00458 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217133,ENSP00000217182,ENSP0
0000217455,ENSP00000219313,ENSP00000219905,ENSP0000
0222553,ENSP00000228251,ENSP00000229595,ENSP0000023
4179,ENSP00000245539,ENSP00000246957,ENSP0000025495
0,ENSP00000258145,ENSP00000258960,ENSP00000261308,E
NSP00000262395,ENSP00000262455,ENSP00000263774,ENS
P00000265175,ENSP00000265465,ENSP00000265495,ENSP00
000268720,ENSP00000287647,ENSP00000289371,ENSP00000
290216,ENSP00000295770,ENSP00000296125,ENSP00000296
543,ENSP00000296792,ENSP00000297431,ENSP00000299518
,ENSP00000301587,ENSP00000301905,ENSP00000302393,EN
SP00000308176,ENSP00000308179,ENSP00000308334,ENSP0
0000310520,ENSP00000315569,ENSP00000315700,ENSP0000
0321449,ENSP00000322450,ENSP00000322898,ENSP0000032
4172,ENSP00000325074,ENSP00000332973,ENSP0000033492
8,ENSP00000335636,ENSP00000336721,ENSP00000337854,E
NSP00000337926,ENSP00000338673,ENSP00000338774,ENS
P00000339299,ENSP00000341247,ENSP00000345083,ENSP00
000345445,ENSP00000345895,ENSP00000346012,ENSP00000
347251,ENSP00000347733,ENSP00000348984,ENSP00000349
658,ENSP00000349959,ENSP00000350278,ENSP00000351407
,ENSP00000351811,ENSP00000352463,ENSP00000353098,EN
SP00000353741,ENSP00000354061,ENSP00000354347,ENSP0
0000354772,ENSP00000355086,ENSP00000356146,ENSP0000
0357879,ENSP00000358554,ENSP00000358716,ENSP0000035
8814,ENSP00000359128,ENSP00000360268,ENSP0000036129
0,ENSP00000362300,ENSP00000362576,ENSP00000363092,E
NSP00000364310,ENSP00000364700,ENSP00000365439,ENS
P00000366557,ENSP00000368017,ENSP00000368686,ENSP00
000368716,ENSP00000369736,ENSP00000371321,ENSP00000
376372,ENSP00000377944,ENSP00000378699,ENSP00000381
932,ENSP00000385834,ENSP00000386488,ENSP00000389649
ENSP00000389934 ENSP00000390500 ENSP00000392270 EN

ACOT8,ADAMTS12,AGBL1,AHCYL1,ALDH18A1,A
RNT,ASF1A,ATP2B2,ATP5H,ATP5J,ATP5S,BCAS2,
BCL11A,BTK,CDK1,CDK10,CDK13,CHAF1B,CHCH
D10,COL4A6,CPNE7,CRNKL1,CSDA,DARS2,DDX2
0,DIS3L2,DYRK1A,E2F4,EBF1,EDC4,EEF1A2,EIF2C
1,EIF5B,ELF2,ERCC4,ERP44,ETF1,EXOC5,FAM125
B,FANCD2,FICD,FLI1,GFPT1,GNS,GPS1,GSPT2,H2
AFX,HEXDC,HNRNPK,HSD17B10,IDH3A,KDM2A,L
ARP1,LDHAL6B,LYN,MAP2K3,MCMBP,MGA,MRP
L22,MRPS7,NAA15,NAA16,NAA20,NAMPT,NDUF
S3,NDUFV1,NMT1,NPM3,NUP50,OBSCN,OMD,O
RC5,PBK,PLD4,POLA2,PPP2R2A,PPP2R5C,PPWD
1,PRKD3,PRKG1,PSMA3,PSMD4,PSMD7,PTPRB,R
FC1,RICTOR,RPL17,RPL36AL,RRP7A,SAMM50,SC
AF8,SCRN2,SCYL2,SEC24B,SLC30A7,SMAD3,SNX
1,SON,SRSF10,STK3,STRAP,STT3B,SUGP2,TBCA,T
CF20,TF,TGM4,TRAF4,TRAP1,TRIO,TRIP13,TRRA
P,TUBB1,UBE2J1,UTP14A,UTP15,VPS4A,WDR3,X
PNPEP3,YARS,ZC3H8,ZFC3H1



GO.0010646 regulation of cell 
communication

54 0.00513 ENSP00000216455,ENSP00000219313,ENSP00000224337,EN
SP00000228251,ENSP00000231509,ENSP00000246957,ENSP0
0000258960,ENSP00000263774,ENSP00000293760,ENSP0000
0298375,ENSP00000301905,ENSP00000310697,ENSP0000031
4193,ENSP00000315700,ENSP00000324172,ENSP0000032707
7,ENSP00000332973,ENSP00000336721,ENSP00000338673,E
NSP00000339299,ENSP00000340279,ENSP00000345083,ENS
P00000346437,ENSP00000347251,ENSP00000348349,ENSP00
000348461,ENSP00000350071,ENSP00000351407,ENSP00000
354061,ENSP00000354573,ENSP00000354772,ENSP00000355
217,ENSP00000356379,ENSP00000356425,ENSP00000357879
,ENSP00000358955,ENSP00000363092,ENSP00000363193,EN
SP00000364898,ENSP00000365439,ENSP00000366557,ENSP0
0000370343,ENSP00000378699,ENSP00000380444,ENSP0000
0381932,ENSP00000385834,ENSP00000390500,ENSP0000039
1311,ENSP00000392270,ENSP00000393596,ENSP0000041323
4,ENSP00000417229,ENSP00000422554,ENSP00000455507

ADAMTS12,AKR1E2,AP2A2,ARNT,ASPM,ATG7,A
TP2B2,BIRC6,BLNK,BRSK2,CDK1,CDK10,CHAF1B,
CRNKL1,CSDA,DYRK1A,EIF2A,FAM125B,GPS1,HN
RNPK,IRF4,KIAA1324,LARP1,LEMD2,MACF1,MAP
2K3,MED12,MYO9A,MYO9B,NDUFS3,NMT1,NR3
C1,OBSCN,PBK,PCM1,PRKG1,PSMA3,PSMD4,PS
MD7,RAC1,SCYL2,SEPT5,SMAD3,SNX6,SSX2IP,ST
K3,STRAP,STRN3,SYK,TF,TRAP1,TRIO,UCHL5,WD
R75

GO.0006396 RNA processing 22 0.00561 ENSP00000168216,ENSP00000181839,ENSP00000261308,EN
SP00000296792,ENSP00000308179,ENSP00000315569,ENSP0
0000321449,ENSP00000332973,ENSP00000337926,ENSP0000
0348984,ENSP00000356146,ENSP00000358554,ENSP0000035
8716,ENSP00000358814,ENSP00000359128,ENSP0000036230
0,ENSP00000365439,ENSP00000366557,ENSP00000368017,E
NSP00000377944,ENSP00000392270,ENSP00000420195

AHCYL1,BCAS2,CDK13,CRNKL1,DDX20,DIS3L2,EI
F2C1,HNRNPK,HSD17B10,NPM3,PPWD1,RRP7A,
SCAF8,SMAD3,SON,SRSF10,STRAP,SUGP2,UTP14
A,UTP15,WDR3,ZFC3H1



GO.0034641 cellular nitrogen compound 
metabolic process

83 0.00619 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217182,ENSP00000219313,ENSP0
0000219905,ENSP00000222553,ENSP00000228251,ENSP0000
0229595,ENSP00000231509,ENSP00000245539,ENSP0000026
1308,ENSP00000263360,ENSP00000263774,ENSP0000026546
5,ENSP00000265495,ENSP00000287647,ENSP00000289371,E
NSP00000296543,ENSP00000296792,ENSP00000297431,ENS
P00000301587,ENSP00000308176,ENSP00000308179,ENSP00
000308334,ENSP00000310447,ENSP00000310520,ENSP00000
315569,ENSP00000315700,ENSP00000318868,ENSP00000321
449,ENSP00000322450,ENSP00000322898,ENSP00000324172
,ENSP00000325074,ENSP00000332973,ENSP00000336721,EN
SP00000337926,ENSP00000338774,ENSP00000341247,ENSP0
0000345895,ENSP00000346012,ENSP00000346437,ENSP0000
0347733,ENSP00000348984,ENSP00000351407,ENSP0000035
1811,ENSP00000352463,ENSP00000353098,ENSP0000035374
1,ENSP00000354347,ENSP00000355086,ENSP00000356146,E
NSP00000356425,ENSP00000357047,ENSP00000357879,ENS
P00000358554,ENSP00000358716,ENSP00000358814,ENSP00
000359128,ENSP00000360268,ENSP00000362300,ENSP00000
362576,ENSP00000364310,ENSP00000365439,ENSP00000366
557,ENSP00000368017,ENSP00000368686,ENSP00000370343
,ENSP00000371321,ENSP00000377944,ENSP00000378699,EN
SP00000386488,ENSP00000389649,ENSP00000392270,ENSP0
0000399985,ENSP00000417229,ENSP00000418428,ENSP0000
0420195,ENSP00000431040,ENSP00000432786,ENSP0000046
2023

AHCYL1,ALDH18A1,ARNT,ASF1A,ATG7,ATP2B2,A
TP5H,ATP5J,ATP5S,BCAS2,BCL11A,BTK,CDK1,CD
K13,CHAF1B,CHCHD10,CRNKL1,CSDA,DARS2,DD
X20,DIS3L2,E2F4,EBF1,EDC4,EED,EEF1A2,EIF2A,
EIF2C1,EIF5B,ELF2,ERCC4,ETF1,FANCD2,FLI1,GFP
T1,GLS2,GSPT2,H2AFX,HNRNPK,HSD17B10,IRF4,
KDM2A,LARP1,MCMBP,MED23,MGA,MRPL22,M
RPS7,NAA15,NAMPT,NDUFS3,NDUFV1,NPM3,N
R3C1,NUP50,ORC5,POLA2,PPP2R2A,PPWD1,PS
MA3,PSMD4,PSMD7,RFC1,RPL17,RPL36AL,RRP7
A,SCAF8,SHMT1,SMAD3,SON,SRSF10,STRAP,SUG
P2,TCF20,TRIP13,TRRAP,UCHL5,UTP14A,UTP15,
WDR3,YARS,ZC3H8,ZFC3H1



GO.0048522 positive regulation of cellular 
process

72 0.00853 ENSP00000181839,ENSP00000216455,ENSP00000219313,EN
SP00000222553,ENSP00000224337,ENSP00000228251,ENSP0
0000229595,ENSP00000254950,ENSP00000256001,ENSP0000
0258960,ENSP00000262735,ENSP00000263360,ENSP0000026
5136,ENSP00000265495,ENSP00000296543,ENSP0000029679
2,ENSP00000298375,ENSP00000300403,ENSP00000303366,E
NSP00000308176,ENSP00000310447,ENSP00000314193,ENS
P00000315700,ENSP00000322898,ENSP00000327077,ENSP00
000332973,ENSP00000334958,ENSP00000336721,ENSP00000
338774,ENSP00000339299,ENSP00000343690,ENSP00000344
055,ENSP00000345083,ENSP00000346437,ENSP00000348573
,ENSP00000350071,ENSP00000350844,ENSP00000351407,EN
SP00000352336,ENSP00000354061,ENSP00000354573,ENSP0
0000354772,ENSP00000356379,ENSP00000357153,ENSP0000
0357879,ENSP00000358716,ENSP00000358955,ENSP0000036
1965,ENSP00000362300,ENSP00000363092,ENSP0000036431
0,ENSP00000364898,ENSP00000365439,ENSP00000366557,E
NSP00000368686,ENSP00000368716,ENSP00000370343,ENS
P00000378699,ENSP00000381098,ENSP00000381932,ENSP00
000385834,ENSP00000386488,ENSP00000390500,ENSP00000
393596,ENSP00000393860,ENSP00000399985,ENSP00000412
324,ENSP00000417229,ENSP00000418287,ENSP00000428924
,ENSP00000448012,ENSP00000455507

ACTR3B,ADA,AKAP9,AKR1E2,AP3D1,ARNT,ASF1
A,ASPM,ATG7,BCL11A,BIRC6,BLNK,BTK,CD1D,CD
K1,CDK13,CEP290,CHAF1B,CIAO1,COBL,CRNKL1,
CSDA,DDX20,DPYSL3,DYRK1A,E2F4,EBF1,EED,EIF
2A,EIF2C1,ELF2,FAM125B,FLI1,GLS2,GRIP1,H2AF
X,HNRNPK,IRF4,KIAA1324,LARP1,LMAN2,LYN,M
ACF1,MAP2K3,NAA15,NAA16,NAMPT,NMT1,OB
SCN,PAX5,PCM1,PLCG2,PLEKHA2,PPARA,PPP2R
5C,PRKG1,PSMA3,PSMD4,PSMD7,RLTPR,SCYL2,S
MAD3,STK3,STRN3,SYK,TF,TPX2,TRIO,UTP15,VP
S4A,WDR75,ZC3H8

GO.0051649 establishment of localization in 
cell

38 0.00853 ENSP00000210187,ENSP00000254950,ENSP00000265245,EN
SP00000265465,ENSP00000282041,ENSP00000290216,ENSP0
0000296557,ENSP00000301587,ENSP00000303366,ENSP0000
0308334,ENSP00000310447,ENSP00000310697,ENSP0000031
7790,ENSP00000327077,ENSP00000340279,ENSP0000034293
5,ENSP00000344055,ENSP00000345445,ENSP00000345895,E
NSP00000350854,ENSP00000352336,ENSP00000354061,ENS
P00000354730,ENSP00000355217,ENSP00000356602,ENSP00
000358814,ENSP00000364898,ENSP00000376178,ENSP00000
385834,ENSP00000389649,ENSP00000389934,ENSP00000391
311,ENSP00000413234,ENSP00000420195,ENSP00000436005
,ENSP00000445677,ENSP00000453785,ENSP00000462023

AHCYL1,AP2A2,AP3D1,ARFIP1,ATP5H,ATP5J,ATP
5S,BRSK2,CHAMP1,CLTCL1,EPG5,EXOC5,GLS2,L
MAN2,LSG1,NUP50,PCM1,PLCG2,POLA2,RAB26,
RPL17,SAMM50,SCRN2,SCYL2,SDCBP2,SEPT5,SN
X1,SNX6,SPTBN5,SRSF10,SSX2IP,STX2,SYK,TF,TR
APPC4,VPS13D,VPS4A,VTA1



GO.0033554 cellular response to stress 36 0.0096 ENSP00000166345,ENSP00000216455,ENSP00000219313,EN
SP00000228251,ENSP00000229595,ENSP00000262455,ENSP0
0000264758,ENSP00000282041,ENSP00000287647,ENSP0000
0295770,ENSP00000298375,ENSP00000310520,ENSP0000031
0697,ENSP00000315700,ENSP00000345083,ENSP0000034589
5,ENSP00000346437,ENSP00000347251,ENSP00000347733,E
NSP00000351407,ENSP00000354347,ENSP00000356425,ENS
P00000357879,ENSP00000358955,ENSP00000363092,ENSP00
000364310,ENSP00000364898,ENSP00000366557,ENSP00000
371321,ENSP00000385834,ENSP00000390500,ENSP00000412
324,ENSP00000417229,ENSP00000432786,ENSP00000451261
,ENSP00000455507

ADD1,AKR1E2,ARNT,ASF1A,ATG7,BRSK2,CHAF1B
,CRNKL1,CSDA,EIF2A,EPG5,ERCC4,ERP44,FANCD
2,GFPT1,GPS1,H2AFX,KDM2A,KIAA1324,MAP2K
3,NUP50,OBSCN,PPP2R5C,PRKG1,PSMA3,PSMD
4,PSMD7,RFC1,STK3,STT3B,SYK,TF,TRIP13,TRRA
P,UBE2J1,UCHL5

GO.0007010 cytoskeleton organization 23 0.0113 ENSP00000206474,ENSP00000217133,ENSP00000256001,EN
SP00000264758,ENSP00000265136,ENSP00000290246,ENSP0
0000295685,ENSP00000310697,ENSP00000317790,ENSP0000
0327077,ENSP00000340279,ENSP00000343690,ENSP0000034
8461,ENSP00000348984,ENSP00000349959,ENSP0000035473
0,ENSP00000356379,ENSP00000363092,ENSP00000378699,E
NSP00000380661,ENSP00000385834,ENSP00000432768,ENS
P00000455507

ACTR3B,ADD1,ARPC2,ASPM,BRSK2,CDK1,CEP25
0,CHAMP1,CKAP5,COBL,DPYSL3,ELMO2,HAUS4,
OBSCN,PCM1,PRKG1,RAC1,RICTOR,SON,SPTBN5
,SSX2IP,TF,TUBB1

GO.0043067 regulation of programmed cell 
death

32 0.0127 ENSP00000216455,ENSP00000217182,ENSP00000219313,EN
SP00000228251,ENSP00000231509,ENSP00000246957,ENSP0
0000258960,ENSP00000262395,ENSP00000263774,ENSP0000
0290378,ENSP00000296543,ENSP00000299421,ENSP0000030
8176,ENSP00000310447,ENSP00000327077,ENSP0000033297
3,ENSP00000339299,ENSP00000345083,ENSP00000348461,E
NSP00000348984,ENSP00000352336,ENSP00000357879,ENS
P00000358716,ENSP00000358955,ENSP00000361965,ENSP00
000365439,ENSP00000368716,ENSP00000378699,ENSP00000
386488,ENSP00000393596,ENSP00000428924,ENSP00000455
507

ACTC1,ADA,BIRC6,BTK,CDK1,CSDA,DDX20,EEF1A
2,GLS2,HNRNPK,ILK,KIAA1324,LYN,MAP2K3,NAA
15,NAA16,NDUFS3,NMT1,NR3C1,OBSCN,PCM1,
PLCG2,PSMA3,PSMD4,PSMD7,RAC1,SMAD3,SO
N,TRAF4,TRAP1,TRIO,ZC3H8



GO.0031325 positive regulation of cellular 
metabolic process

52 0.0132 ENSP00000216455,ENSP00000217182,ENSP00000219313,EN
SP00000222553,ENSP00000228251,ENSP00000229595,ENSP0
0000231509,ENSP00000262735,ENSP00000263360,ENSP0000
0265495,ENSP00000296543,ENSP00000296792,ENSP0000029
8375,ENSP00000300403,ENSP00000308176,ENSP0000031570
0,ENSP00000322898,ENSP00000327077,ENSP00000332973,E
NSP00000336721,ENSP00000338673,ENSP00000338774,ENS
P00000345083,ENSP00000346437,ENSP00000348573,ENSP00
000349959,ENSP00000350071,ENSP00000350844,ENSP00000
351407,ENSP00000352336,ENSP00000354061,ENSP00000357
879,ENSP00000358955,ENSP00000362300,ENSP00000363092
,ENSP00000364310,ENSP00000364898,ENSP00000365439,EN
SP00000366557,ENSP00000368686,ENSP00000368716,ENSP0
0000370343,ENSP00000378699,ENSP00000381098,ENSP0000
0381932,ENSP00000385834,ENSP00000386488,ENSP0000039
0500,ENSP00000399985,ENSP00000417229,ENSP0000044801
2,ENSP00000455507

AKAP9,AKR1E2,ARNT,ASF1A,ATG7,BCL11A,BTK,
CDK1,CDK10,CEP290,CHAF1B,CRNKL1,CSDA,DYR
K1A,E2F4,EBF1,EED,EEF1A2,EIF2A,EIF2C1,ELF2,F
LI1,GRIP1,H2AFX,HNRNPK,IRF4,KIAA1324,LARP1
,MAP2K3,NAA15,NAA16,NAMPT,NR3C1,OBSCN,
PAX5,PCM1,PLCG2,PPARA,PRKG1,PSMA3,PSMD
4,PSMD7,RICTOR,SCYL2,SMAD3,STK3,STRN3,SYK
,TF,TPX2,UTP15,ZC3H8

GO.0000086 G2/M transition of mitotic cell 
cycle

9 0.0137 ENSP00000288207,ENSP00000310697,ENSP00000325074,EN
SP00000327077,ENSP00000348573,ENSP00000378699,ENSP0
0000380661,ENSP00000432768,ENSP00000448012

AKAP9,BRSK2,CCNB2,CDK1,CEP250,CEP290,CKA
P5,PCM1,PPP2R2A

GO.0010941 regulation of cell death 33 0.0137 ENSP00000216455,ENSP00000217182,ENSP00000219313,EN
SP00000228251,ENSP00000231509,ENSP00000246957,ENSP0
0000258960,ENSP00000262395,ENSP00000262735,ENSP0000
0263774,ENSP00000290378,ENSP00000296543,ENSP0000029
9421,ENSP00000308176,ENSP00000310447,ENSP0000032707
7,ENSP00000332973,ENSP00000339299,ENSP00000345083,E
NSP00000348461,ENSP00000348984,ENSP00000352336,ENS
P00000357879,ENSP00000358716,ENSP00000358955,ENSP00
000361965,ENSP00000365439,ENSP00000368716,ENSP00000
378699,ENSP00000386488,ENSP00000393596,ENSP00000428
924,ENSP00000455507

ACTC1,ADA,BIRC6,BTK,CDK1,CSDA,DDX20,EEF1A
2,GLS2,HNRNPK,ILK,KIAA1324,LYN,MAP2K3,NAA
15,NAA16,NDUFS3,NMT1,NR3C1,OBSCN,PCM1,
PLCG2,PPARA,PSMA3,PSMD4,PSMD7,RAC1,SMA
D3,SON,TRAF4,TRAP1,TRIO,ZC3H8

GO.0016032 viral process 21 0.0137 ENSP00000181839,ENSP00000216455,ENSP00000217455,EN
SP00000219313,ENSP00000254950,ENSP00000258960,ENSP0
0000332973,ENSP00000345895,ENSP00000346437,ENSP0000
0348461,ENSP00000354772,ENSP00000356602,ENSP0000035
7153,ENSP00000357879,ENSP00000364310,ENSP0000036489
8,ENSP00000365439,ENSP00000413234,ENSP00000428924,E
NSP00000432279,ENSP00000462023

ACOT8,AP2A2,ATG7,CD1D,CDK13,CHMP1B,FAM
125B,H2AFX,HNRNPK,LYN,NMT1,NUP50,PSMA3,
PSMD4,PSMD7,RAC1,RPL17,SMAD3,SYK,VPS4A,
VTA1



GO.0051641 cellular localization 42 0.0137 ENSP00000210187,ENSP00000254950,ENSP00000265245,EN
SP00000265465,ENSP00000282041,ENSP00000290216,ENSP0
0000296557,ENSP00000301587,ENSP00000303366,ENSP0000
0308334,ENSP00000310447,ENSP00000310697,ENSP0000031
7790,ENSP00000327077,ENSP00000340279,ENSP0000034293
5,ENSP00000345445,ENSP00000345895,ENSP00000348461,E
NSP00000350854,ENSP00000352336,ENSP00000354061,ENS
P00000354730,ENSP00000355217,ENSP00000356379,ENSP00
000356602,ENSP00000358814,ENSP00000364898,ENSP00000
376178,ENSP00000378699,ENSP00000380661,ENSP00000385
834,ENSP00000389649,ENSP00000389934,ENSP00000391311
,ENSP00000413234,ENSP00000420195,ENSP00000436005,EN
SP00000445677,ENSP00000453785,ENSP00000455507,ENSP0
0000462023

AHCYL1,AP2A2,ARFIP1,ASPM,ATP5H,ATP5J,ATP
5S,BRSK2,CDK1,CEP250,CHAMP1,CLTCL1,EPG5,E
XOC5,GLS2,LMAN2,LSG1,NUP50,OBSCN,PCM1,P
LCG2,POLA2,RAB26,RAC1,RPL17,SAMM50,SCRN
2,SCYL2,SDCBP2,SEPT5,SNX1,SNX6,SPTBN5,SRSF
10,SSX2IP,STX2,SYK,TF,TRAPPC4,VPS13D,VPS4A,
VTA1

GO.1902582 single-organism intracellular 
transport

28 0.0137 ENSP00000210187,ENSP00000254950,ENSP00000265175,EN
SP00000265465,ENSP00000282041,ENSP00000301587,ENSP0
0000303366,ENSP00000308334,ENSP00000317790,ENSP0000
0327077,ENSP00000340279,ENSP00000344055,ENSP0000034
5445,ENSP00000350854,ENSP00000352336,ENSP0000035406
1,ENSP00000355217,ENSP00000356602,ENSP00000358814,E
NSP00000364898,ENSP00000389649,ENSP00000389934,ENS
P00000420195,ENSP00000428924,ENSP00000432279,ENSP00
000436005,ENSP00000453785,ENSP00000462023

AHCYL1,AP3D1,ATP5H,ATP5J,ATP5S,CHMP1B,EP
G5,EXOC5,LMAN2,LYN,PCM1,PLCG2,POLA2,RAB
26,RPL17,SAMM50,SCYL2,SEC24B,SNX1,SNX6,SP
TBN5,SRSF10,SSX2IP,SYK,TRAPPC4,VPS13D,VPS4
A,VTA1

GO.0044085 cellular component biogenesis 40 0.014 ENSP00000166345,ENSP00000168216,ENSP00000206474,EN
SP00000217133,ENSP00000229595,ENSP00000254950,ENSP0
0000264758,ENSP00000265136,ENSP00000265175,ENSP0000
0265245,ENSP00000296792,ENSP00000308179,ENSP0000031
5569,ENSP00000315700,ENSP00000317790,ENSP0000032144
9,ENSP00000327077,ENSP00000332973,ENSP00000333326,E
NSP00000340279,ENSP00000343690,ENSP00000356379,ENS
P00000356602,ENSP00000358716,ENSP00000359128,ENSP00
000362300,ENSP00000364310,ENSP00000366557,ENSP00000
368237,ENSP00000368686,ENSP00000369736,ENSP00000377
944,ENSP00000380661,ENSP00000392270,ENSP00000417229
,ENSP00000418287,ENSP00000420195,ENSP00000432279,EN
SP00000448012,ENSP00000455507

ADD1,ASF1A,ASPM,ATL2,CEP250,CEP290,CHAF1
B,CHMP1B,CIAO1,COBL,CRNKL1,DDX20,DIS3L2,
DPYSL3,E2F4,EIF2A,EIF2C1,H2AFX,HAUS4,HSD17
B10,LSG1,NPM3,OBSCN,PCM1,RRP7A,SEC24B,S
MAD3,SPTBN5,SRSF10,SSX2IP,STRAP,TBCA,TRIP
13,TUBA8,TUBB1,UTP14A,UTP15,VPS4A,VTA1,
WDR3



GO.0043933 macromolecular complex 
subunit organization

42 0.0142 ENSP00000168216,ENSP00000206474,ENSP00000217133,EN
SP00000229595,ENSP00000231509,ENSP00000245539,ENSP0
0000254950,ENSP00000256001,ENSP00000263360,ENSP0000
0264758,ENSP00000265136,ENSP00000265175,ENSP0000029
5685,ENSP00000299421,ENSP00000315700,ENSP0000031779
0,ENSP00000321449,ENSP00000327077,ENSP00000332973,E
NSP00000333326,ENSP00000341247,ENSP00000343690,ENS
P00000347733,ENSP00000348461,ENSP00000353741,ENSP00
000356379,ENSP00000358716,ENSP00000362300,ENSP00000
364310,ENSP00000366557,ENSP00000368237,ENSP00000369
736,ENSP00000370343,ENSP00000376178,ENSP00000385834
,ENSP00000392270,ENSP00000417229,ENSP00000420195,EN
SP00000431040,ENSP00000432768,ENSP00000432786,ENSP0
0000462023

ACTR3B,ADD1,ARPC2,ASF1A,ASPM,ATL2,CHAF1
B,CKAP5,COBL,CRNKL1,DDX20,DPYSL3,EED,EIF2
A,EIF2C1,ETF1,GSPT2,H2AFX,HAUS4,HSD17B10,I
LK,IRF4,KDM2A,MRPL22,MRPS7,NR3C1,PCM1,R
AC1,RPL17,RRP7A,SEC24B,SMAD3,SPTBN5,SRSF
10,STRAP,STX2,TBCA,TF,TRRAP,TUBA8,TUBB1,V
PS4A

GO.0022613 ribonucleoprotein complex 
biogenesis

13 0.0143 ENSP00000265245,ENSP00000296792,ENSP00000308179,EN
SP00000315569,ENSP00000321449,ENSP00000358716,ENSP0
0000359128,ENSP00000362300,ENSP00000366557,ENSP0000
0377944,ENSP00000392270,ENSP00000417229,ENSP0000042
0195

CRNKL1,DDX20,DIS3L2,EIF2A,EIF2C1,LSG1,NPM3
,RRP7A,SRSF10,STRAP,UTP14A,UTP15,WDR3

GO.0009893 positive regulation of metabolic 
process

60 0.0145 ENSP00000216455,ENSP00000217182,ENSP00000219313,EN
SP00000222553,ENSP00000228251,ENSP00000229595,ENSP0
0000231509,ENSP00000251507,ENSP00000262735,ENSP0000
0263360,ENSP00000265495,ENSP00000290378,ENSP0000029
6543,ENSP00000296792,ENSP00000298375,ENSP0000030040
3,ENSP00000308176,ENSP00000315700,ENSP00000322898,E
NSP00000327077,ENSP00000332973,ENSP00000336721,ENS
P00000338673,ENSP00000338774,ENSP00000339299,ENSP00
000345083,ENSP00000346437,ENSP00000348349,ENSP00000
348573,ENSP00000349959,ENSP00000350071,ENSP00000350
844,ENSP00000351407,ENSP00000352336,ENSP00000354061
,ENSP00000357879,ENSP00000358955,ENSP00000362300,EN
SP00000363092,ENSP00000364310,ENSP00000364898,ENSP0
0000365439,ENSP00000366557,ENSP00000368686,ENSP0000
0368716,ENSP00000370343,ENSP00000371321,ENSP0000037
7665,ENSP00000378699,ENSP00000380444,ENSP0000038109
8,ENSP00000381932,ENSP00000385834,ENSP00000386488,E
NSP00000390500,ENSP00000399985,ENSP00000417229,ENS
P00000436005,ENSP00000448012,ENSP00000453785

ACTC1,AKAP9,AKR1E2,ARNT,ASF1A,ATG7,BCL11
A,BTK,CDK1,CDK10,CEP290,CHAF1B,CRNKL1,CS
DA,DYRK1A,E2F4,EBF1,EED,EEF1A2,EIF2A,EIF2C
1,ELF2,FLI1,GAPVD1,GRIP1,H2AFX,HNRNPK,IRF4
,KIAA1324,LARP1,MAP2K3,MYO9A,MYO9B,NAA
15,NAA16,NAMPT,NR3C1,PAX5,PCM1,PLCG2,PP
ARA,PRKG1,PSMA3,PSMD4,PSMD7,RABGAP1L,R
FC1,RICTOR,SCYL2,SMAD3,SNX1,STK3,STRN3,SY
K,TF,TPX2,TRAPPC4,TRIO,UTP15,ZC3H8



GO.0006793 phosphorus metabolic process 38 0.0149 ENSP00000181839,ENSP00000217455,ENSP00000220584,EN
SP00000222553,ENSP00000234179,ENSP00000259727,ENSP0
0000263774,ENSP00000268720,ENSP00000301587,ENSP0000
0301905,ENSP00000308176,ENSP00000308334,ENSP0000032
2450,ENSP00000324172,ENSP00000325074,ENSP0000033492
8,ENSP00000338673,ENSP00000339299,ENSP00000345083,E
NSP00000347170,ENSP00000347251,ENSP00000347733,ENS
P00000349959,ENSP00000354061,ENSP00000354347,ENSP00
000360268,ENSP00000363092,ENSP00000376372,ENSP00000
378699,ENSP00000381932,ENSP00000385834,ENSP00000389
649,ENSP00000390500,ENSP00000393596,ENSP00000417229
,ENSP00000418428,ENSP00000428924,ENSP00000455507

ACOT8,ALDH18A1,ATP2B2,ATP5H,ATP5J,ATP5S,
BIRC6,BTK,CDK1,CDK10,CDK13,CHCHD10,CPNE7
,DYRK1A,EIF2A,FDFT1,GFPT1,GMPR,GPS1,LYN,M
AP2K3,NAMPT,NDUFS3,NDUFV1,NEIL1,OBSCN,P
BK,PLD4,PPP2R2A,PRKD3,PRKG1,PTPRB,RICTOR,
SCYL2,STK3,TF,TRIO,TRRAP

GO.0010604 positive regulation of 
macromolecule metabolic 
process

49 0.0149 ENSP00000216455,ENSP00000219313,ENSP00000222553,EN
SP00000228251,ENSP00000229595,ENSP00000231509,ENSP0
0000262735,ENSP00000263360,ENSP00000265495,ENSP0000
0290378,ENSP00000296543,ENSP00000296792,ENSP0000030
0403,ENSP00000308176,ENSP00000322898,ENSP0000032707
7,ENSP00000332973,ENSP00000336721,ENSP00000338673,E
NSP00000338774,ENSP00000345083,ENSP00000346437,ENS
P00000348461,ENSP00000348573,ENSP00000349959,ENSP00
000350071,ENSP00000350844,ENSP00000351407,ENSP00000
352336,ENSP00000354061,ENSP00000357879,ENSP00000362
300,ENSP00000364310,ENSP00000364898,ENSP00000365439
,ENSP00000368686,ENSP00000368716,ENSP00000370343,EN
SP00000378699,ENSP00000381098,ENSP00000381932,ENSP0
0000385834,ENSP00000386488,ENSP00000390500,ENSP0000
0399985,ENSP00000417229,ENSP00000428924,ENSP0000044
8012,ENSP00000453785

ACTC1,AKAP9,ARNT,ASF1A,ATG7,BCL11A,BTK,C
DK1,CDK10,CEP290,CSDA,DYRK1A,E2F4,EBF1,EE
D,EIF2A,EIF2C1,ELF2,FLI1,GRIP1,H2AFX,HNRNPK
,IRF4,LARP1,LYN,MAP2K3,NAA15,NAA16,NAMP
T,NR3C1,PAX5,PCM1,PLCG2,PPARA,PSMA3,PSM
D4,PSMD7,RAC1,RICTOR,SCYL2,SMAD3,SNX1,ST
K3,STRN3,SYK,TF,TPX2,UTP15,ZC3H8

GO.0015031 protein transport 29 0.0149 ENSP00000210187,ENSP00000254950,ENSP00000255305,EN
SP00000265175,ENSP00000265245,ENSP00000265465,ENSP0
0000296557,ENSP00000303366,ENSP00000328103,ENSP0000
0344055,ENSP00000345445,ENSP00000345895,ENSP0000034
6437,ENSP00000350854,ENSP00000354772,ENSP0000035521
7,ENSP00000356602,ENSP00000358814,ENSP00000364898,E
NSP00000376178,ENSP00000385834,ENSP00000389934,ENS
P00000413234,ENSP00000428924,ENSP00000432279,ENSP00
000445677,ENSP00000448012,ENSP00000453785,ENSP00000
462023

AHCYL1,AP2A2,AP3D1,ARFIP1,ATG7,CEP290,CH
MP1B,CLTCL1,EIF4ENIF1,EXOC5,FAM125B,LMA
N2,LSG1,LYN,NUP50,POLA2,RAB26,RPL17,SAM
M50,SEC24B,SNX1,SNX6,STX2,SYK,TF,VPS13D,V
PS4A,VTA1,XPO4



GO.0006464 cellular protein modification 
process

49 0.0155 ENSP00000181839,ENSP00000216455,ENSP00000219313,EN
SP00000234179,ENSP00000258960,ENSP00000261308,ENSP0
0000262395,ENSP00000263360,ENSP00000265175,ENSP0000
0295770,ENSP00000296125,ENSP00000296543,ENSP0000030
1905,ENSP00000308176,ENSP00000320043,ENSP0000032343
9,ENSP00000325074,ENSP00000334928,ENSP00000335636,E
NSP00000338673,ENSP00000338774,ENSP00000339299,ENS
P00000345083,ENSP00000345895,ENSP00000346437,ENSP00
000347251,ENSP00000347733,ENSP00000349959,ENSP00000
353741,ENSP00000354061,ENSP00000354347,ENSP00000356
425,ENSP00000357047,ENSP00000357879,ENSP00000363092
,ENSP00000363193,ENSP00000368716,ENSP00000370343,EN
SP00000378699,ENSP00000381932,ENSP00000385834,ENSP0
0000390500,ENSP00000413001,ENSP00000417229,ENSP0000
0428924,ENSP00000432786,ENSP00000446479,ENSP0000045
1261,ENSP00000455507

AGBL1,ATG7,BCL11A,BTK,CDK1,CDK10,CDK13,D
YRK1A,EED,EIF2A,ETF1,FICD,GFPT1,GPS1,IRF4,K
DM2A,LYN,LYPLA1,MAP2K3,MED12,MED23,NAA
15,NAA16,NAA20,NMT1,NUP50,OBSCN,PBK,PPP
2R2A,PPWD1,PRKD3,PRKG1,PSMA3,PSMD4,PS
MD7,PTPRB,RICTOR,SCYL2,SEC24B,SMC6,STK3,S
TT3B,TF,TGM4,TRAF4,TRIO,TRRAP,UBE2J1,UCHL
5



GO.0006139 nucleobase-containing 
compound metabolic process

72 0.0164 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000219905,ENSP00000222553,ENSP00000228251,ENSP0
0000229595,ENSP00000231509,ENSP00000261308,ENSP0000
0263360,ENSP00000263774,ENSP00000265465,ENSP0000026
5495,ENSP00000287647,ENSP00000296543,ENSP0000029679
2,ENSP00000297431,ENSP00000301587,ENSP00000308176,E
NSP00000308179,ENSP00000308334,ENSP00000310447,ENS
P00000310520,ENSP00000315569,ENSP00000315700,ENSP00
000318868,ENSP00000321449,ENSP00000322450,ENSP00000
322898,ENSP00000324172,ENSP00000325074,ENSP00000332
973,ENSP00000337926,ENSP00000338774,ENSP00000341247
,ENSP00000345895,ENSP00000346437,ENSP00000347733,EN
SP00000348984,ENSP00000351407,ENSP00000351811,ENSP0
0000352463,ENSP00000353098,ENSP00000353741,ENSP0000
0354347,ENSP00000355086,ENSP00000356146,ENSP0000035
6425,ENSP00000357047,ENSP00000358554,ENSP0000035871
6,ENSP00000358814,ENSP00000359128,ENSP00000362300,E
NSP00000362576,ENSP00000364310,ENSP00000365439,ENS
P00000366557,ENSP00000368017,ENSP00000368686,ENSP00
000370343,ENSP00000371321,ENSP00000377944,ENSP00000
378699,ENSP00000386488,ENSP00000389649,ENSP00000392
270,ENSP00000399985,ENSP00000418428,ENSP00000420195
,ENSP00000432786,ENSP00000462023

AHCYL1,ARNT,ASF1A,ATG7,ATP2B2,ATP5H,ATP5
J,ATP5S,BCAS2,BCL11A,BTK,CDK1,CDK13,CHAF1
B,CHCHD10,CRNKL1,CSDA,DARS2,DDX20,DIS3L2
,E2F4,EBF1,EDC4,EED,EIF2C1,ELF2,ERCC4,ETF1,F
ANCD2,FLI1,GFPT1,GLS2,GSPT2,H2AFX,HNRNPK,
HSD17B10,IRF4,KDM2A,MCMBP,MED23,MGA,N
AA15,NAMPT,NDUFS3,NDUFV1,NPM3,NR3C1,N
UP50,ORC5,POLA2,PPP2R2A,PPWD1,RFC1,RPL1
7,RRP7A,SCAF8,SHMT1,SMAD3,SON,SRSF10,STR
AP,SUGP2,TCF20,TRIP13,TRRAP,UCHL5,UTP14A,
UTP15,WDR3,YARS,ZC3H8,ZFC3H1

GO.0009968 negative regulation of signal 
transduction

26 0.0164 ENSP00000216455,ENSP00000219313,ENSP00000228251,EN
SP00000231509,ENSP00000246957,ENSP00000263774,ENSP0
0000293760,ENSP00000301905,ENSP00000332973,ENSP0000
0347251,ENSP00000350071,ENSP00000354061,ENSP0000035
5217,ENSP00000356425,ENSP00000357879,ENSP0000035895
5,ENSP00000361965,ENSP00000363193,ENSP00000370343,E
NSP00000381932,ENSP00000390500,ENSP00000392270,ENS
P00000393596,ENSP00000413234,ENSP00000422554,ENSP00
000428924

ADA,ADAMTS12,AP2A2,BIRC6,CSDA,DYRK1A,GP
S1,IRF4,KIAA1324,LEMD2,LYN,MED12,NDUFS3,
NR3C1,PBK,PSMA3,PSMD4,PSMD7,SCYL2,SMAD
3,SNX6,STK3,STRAP,STRN3,TRAP1,UCHL5

GO.0016071 mRNA metabolic process 18 0.0164 ENSP00000181839,ENSP00000261308,ENSP00000325074,EN
SP00000337926,ENSP00000341247,ENSP00000348984,ENSP0
0000351811,ENSP00000353741,ENSP00000356146,ENSP0000
0358554,ENSP00000358716,ENSP00000358814,ENSP0000036
2300,ENSP00000365439,ENSP00000366557,ENSP0000039227
0,ENSP00000420195,ENSP00000462023

AHCYL1,BCAS2,CDK13,CRNKL1,DDX20,EDC4,EIF2
C1,ETF1,GSPT2,HNRNPK,PPP2R2A,PPWD1,RPL1
7,SCAF8,SON,SRSF10,STRAP,SUGP2



GO.0030030 cell projection organization 25 0.0164 ENSP00000259633,ENSP00000265136,ENSP00000265175,EN
SP00000295685,ENSP00000299421,ENSP00000310697,ENSP0
0000317790,ENSP00000324172,ENSP00000327077,ENSP0000
0339299,ENSP00000340279,ENSP00000343690,ENSP0000034
6437,ENSP00000363092,ENSP00000368686,ENSP0000037617
8,ENSP00000378699,ENSP00000380444,ENSP00000380661,E
NSP00000381098,ENSP00000413234,ENSP00000428924,ENS
P00000436005,ENSP00000448012,ENSP00000453785

AP2A2,ARPC2,ATG7,ATP2B2,BRSK2,CD72,CDK1,
CEP250,CEP290,COBL,DPYSL3,E2F4,GRIP1,ILK,LY
N,MYO9B,PCM1,PRKG1,SEC24B,SNX1,SPTBN5,S
SX2IP,STX2,TRAPPC4,TRIO

GO.0042981 regulation of apoptotic process 31 0.0164 ENSP00000216455,ENSP00000217182,ENSP00000219313,EN
SP00000228251,ENSP00000231509,ENSP00000246957,ENSP0
0000258960,ENSP00000262395,ENSP00000263774,ENSP0000
0290378,ENSP00000296543,ENSP00000299421,ENSP0000030
8176,ENSP00000310447,ENSP00000327077,ENSP0000033297
3,ENSP00000339299,ENSP00000345083,ENSP00000348461,E
NSP00000348984,ENSP00000357879,ENSP00000358716,ENS
P00000358955,ENSP00000361965,ENSP00000365439,ENSP00
000368716,ENSP00000378699,ENSP00000386488,ENSP00000
393596,ENSP00000428924,ENSP00000455507

ACTC1,ADA,BIRC6,BTK,CDK1,CSDA,DDX20,EEF1A
2,GLS2,HNRNPK,ILK,KIAA1324,LYN,MAP2K3,NAA
15,NAA16,NDUFS3,NMT1,NR3C1,OBSCN,PCM1,
PSMA3,PSMD4,PSMD7,RAC1,SMAD3,SON,TRAF
4,TRAP1,TRIO,ZC3H8

GO.0045184 establishment of protein 
localization

30 0.0164 ENSP00000210187,ENSP00000254950,ENSP00000255305,EN
SP00000265175,ENSP00000265245,ENSP00000265465,ENSP0
0000296557,ENSP00000303366,ENSP00000328103,ENSP0000
0334958,ENSP00000344055,ENSP00000345445,ENSP0000034
5895,ENSP00000346437,ENSP00000350854,ENSP0000035477
2,ENSP00000355217,ENSP00000356602,ENSP00000358814,E
NSP00000364898,ENSP00000376178,ENSP00000385834,ENS
P00000389934,ENSP00000413234,ENSP00000428924,ENSP00
000432279,ENSP00000445677,ENSP00000448012,ENSP00000
453785,ENSP00000462023

AHCYL1,AP2A2,AP3D1,ARFIP1,ATG7,CEP290,CH
MP1B,CLTCL1,EIF4ENIF1,EXOC5,FAM125B,LMA
N2,LSG1,LYN,NUP50,POLA2,RAB26,RLTPR,RPL17
,SAMM50,SEC24B,SNX1,SNX6,STX2,SYK,TF,VPS1
3D,VPS4A,VTA1,XPO4



GO.0006796 phosphate-containing 
compound metabolic process

37 0.0166 ENSP00000181839,ENSP00000220584,ENSP00000222553,EN
SP00000234179,ENSP00000259727,ENSP00000263774,ENSP0
0000268720,ENSP00000301587,ENSP00000301905,ENSP0000
0308176,ENSP00000308334,ENSP00000322450,ENSP0000032
4172,ENSP00000325074,ENSP00000334928,ENSP0000033867
3,ENSP00000339299,ENSP00000345083,ENSP00000347170,E
NSP00000347251,ENSP00000347733,ENSP00000349959,ENS
P00000354061,ENSP00000354347,ENSP00000360268,ENSP00
000363092,ENSP00000376372,ENSP00000378699,ENSP00000
381932,ENSP00000385834,ENSP00000389649,ENSP00000390
500,ENSP00000393596,ENSP00000417229,ENSP00000418428
,ENSP00000428924,ENSP00000455507

ALDH18A1,ATP2B2,ATP5H,ATP5J,ATP5S,BIRC6,B
TK,CDK1,CDK10,CDK13,CHCHD10,CPNE7,DYRK1
A,EIF2A,FDFT1,GFPT1,GMPR,GPS1,LYN,MAP2K3,
NAMPT,NDUFS3,NDUFV1,NEIL1,OBSCN,PBK,PLD
4,PPP2R2A,PRKD3,PRKG1,PTPRB,RICTOR,SCYL2,
STK3,TF,TRIO,TRRAP

GO.0044710 single-organism metabolic 
process

68 0.0166 ENSP00000166345,ENSP00000216455,ENSP00000217455,EN
SP00000219313,ENSP00000222553,ENSP00000229595,ENSP0
0000231509,ENSP00000245539,ENSP00000258145,ENSP0000
0262735,ENSP00000263360,ENSP00000263774,ENSP0000026
5175,ENSP00000265465,ENSP00000268720,ENSP0000028204
1,ENSP00000287647,ENSP00000295770,ENSP00000298375,E
NSP00000299518,ENSP00000301587,ENSP00000302393,ENS
P00000308334,ENSP00000310520,ENSP00000310697,ENSP00
000315700,ENSP00000320043,ENSP00000322450,ENSP00000
324172,ENSP00000327077,ENSP00000332973,ENSP00000344
055,ENSP00000345083,ENSP00000345895,ENSP00000347251
,ENSP00000347733,ENSP00000347872,ENSP00000354061,EN
SP00000354347,ENSP00000355086,ENSP00000356425,ENSP0
0000356545,ENSP00000357879,ENSP00000358814,ENSP0000
0358955,ENSP00000360268,ENSP00000361290,ENSP0000036
2300,ENSP00000362576,ENSP00000364310,ENSP0000036470
0,ENSP00000364898,ENSP00000370343,ENSP00000371321,E
NSP00000376372,ENSP00000378699,ENSP00000385834,ENS
P00000389649,ENSP00000390500,ENSP00000395232,ENSP00
000418081,ENSP00000418287,ENSP00000418428,ENSP00000
428924,ENSP00000431040,ENSP00000432786,ENSP00000451
261,ENSP00000453785

ACOT8,AHCYL1,AKR1E2,ALDH18A1,AP3D1,ASF1
A,ATP2B2,ATP5H,ATP5J,ATP5S,BRSK2,CACNA1E,
CACNA2D2,CDK1,CHAF1B,CHCHD10,CIAO1,COL4
A6,CPNE7,DARS2,EED,EIF2C1,EPG5,ERCC4,FAM5
4A,FANCD2,GFPT1,GNS,GPS1,H2AFX,IDH3A,IRF4
,KDM2A,KIAA1324,LDHAL6B,LYN,LYPLA1,MAP2K
3,MRPL22,MRPS7,NAMPT,NDUFS3,NDUFV1,NR3
C1,NUP50,OMD,PCM1,PLD4,POLA2,PPARA,PSM
A3,PSMD4,PSMD7,RFC1,SCYL2,SEC24B,SMAD3,S
NX1,STK3,STT3B,SYK,TF,TRIP13,TRRAP,UBE2J1,U
CHL5,VAT1,YARS



GO.0006807 nitrogen compound metabolic 
process

84 0.0171 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217182,ENSP00000219313,ENSP0
0000219905,ENSP00000222553,ENSP00000228251,ENSP0000
0229595,ENSP00000231509,ENSP00000245539,ENSP0000025
8145,ENSP00000261308,ENSP00000263360,ENSP0000026377
4,ENSP00000265465,ENSP00000265495,ENSP00000287647,E
NSP00000289371,ENSP00000296543,ENSP00000296792,ENS
P00000297431,ENSP00000301587,ENSP00000308176,ENSP00
000308179,ENSP00000308334,ENSP00000310520,ENSP00000
315569,ENSP00000315700,ENSP00000320043,ENSP00000321
449,ENSP00000322450,ENSP00000322898,ENSP00000324172
,ENSP00000325074,ENSP00000332973,ENSP00000336721,EN
SP00000337926,ENSP00000338774,ENSP00000341247,ENSP0
0000345895,ENSP00000346012,ENSP00000346437,ENSP0000
0347733,ENSP00000348984,ENSP00000351407,ENSP0000035
1811,ENSP00000352463,ENSP00000353098,ENSP0000035374
1,ENSP00000354347,ENSP00000355086,ENSP00000356146,E
NSP00000356425,ENSP00000357047,ENSP00000357879,ENS
P00000358554,ENSP00000358716,ENSP00000358814,ENSP00
000359128,ENSP00000360268,ENSP00000362300,ENSP00000
362576,ENSP00000364310,ENSP00000364700,ENSP00000365
439,ENSP00000366557,ENSP00000368017,ENSP00000368686
,ENSP00000370343,ENSP00000371321,ENSP00000377944,EN
SP00000378699,ENSP00000386488,ENSP00000389649,ENSP0
0000392270,ENSP00000399985,ENSP00000417229,ENSP0000
0418428,ENSP00000420195,ENSP00000431040,ENSP0000043
2786,ENSP00000462023

AHCYL1,ALDH18A1,ARNT,ASF1A,ATG7,ATP2B2,A
TP5H,ATP5J,ATP5S,BCAS2,BCL11A,BTK,CDK1,CD
K13,CHAF1B,CHCHD10,CRNKL1,CSDA,DARS2,DD
X20,DIS3L2,E2F4,EBF1,EDC4,EED,EEF1A2,EIF2A,
EIF2C1,EIF5B,ELF2,ERCC4,ETF1,FANCD2,FLI1,GFP
T1,GNS,GSPT2,H2AFX,HNRNPK,HSD17B10,IRF4,
KDM2A,LARP1,LYPLA1,MCMBP,MED23,MGA,M
RPL22,MRPS7,NAA15,NAMPT,NDUFS3,NDUFV1,
NPM3,NR3C1,NUP50,OMD,ORC5,POLA2,PPP2R2
A,PPWD1,PSMA3,PSMD4,PSMD7,RFC1,RPL17,R
PL36AL,RRP7A,SCAF8,SMAD3,SON,SRSF10,STRA
P,SUGP2,TCF20,TRIP13,TRRAP,UCHL5,UTP14A,U
TP15,WDR3,YARS,ZC3H8,ZFC3H1

GO.0051297 centrosome organization 6 0.0171 ENSP00000206474,ENSP00000327077,ENSP00000340279,EN
SP00000378699,ENSP00000380661,ENSP00000432768

CDK1,CEP250,CKAP5,HAUS4,PCM1,SSX2IP



GO.0010467 gene expression 66 0.0173 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000216455,ENSP00000217182,ENSP00000219313,ENSP0
0000219905,ENSP00000228251,ENSP00000229595,ENSP0000
0231509,ENSP00000245539,ENSP00000261308,ENSP0000026
3360,ENSP00000265495,ENSP00000289371,ENSP0000029654
3,ENSP00000296792,ENSP00000308176,ENSP00000308179,E
NSP00000310447,ENSP00000315569,ENSP00000315700,ENS
P00000321449,ENSP00000322898,ENSP00000325074,ENSP00
000327077,ENSP00000332973,ENSP00000336721,ENSP00000
337926,ENSP00000338774,ENSP00000341247,ENSP00000345
895,ENSP00000346012,ENSP00000347733,ENSP00000348984
,ENSP00000349658,ENSP00000351407,ENSP00000351811,EN
SP00000352463,ENSP00000353741,ENSP00000355086,ENSP0
0000356146,ENSP00000356425,ENSP00000357047,ENSP0000
0357879,ENSP00000358554,ENSP00000358716,ENSP0000035
8814,ENSP00000359128,ENSP00000362300,ENSP0000036257
6,ENSP00000365439,ENSP00000366557,ENSP00000368017,E
NSP00000368686,ENSP00000370343,ENSP00000371321,ENS
P00000377944,ENSP00000386488,ENSP00000392270,ENSP00
000399985,ENSP00000417229,ENSP00000420195,ENSP00000
431040,ENSP00000432786,ENSP00000462023

AHCYL1,ARNT,ASF1A,BCAS2,BCL11A,BTK,CDK13,
CHAF1B,CRNKL1,CSDA,DARS2,DDX20,DIS3L2,E2F
4,EBF1,EDC4,EED,EEF1A2,EIF2A,EIF2C1,EIF5B,EL
F2,ETF1,FLI1,GLS2,GSPT2,HNRNPK,HSD17B10,IR
F4,KDM2A,LARP1,MED23,MGA,MRPL22,MRPS7,
NAA15,NPM3,NR3C1,NUP50,PCM1,PPP2R2A,PP
WD1,PSMA3,PSMD4,PSMD7,RFC1,RPL17,RPL36
AL,RRP7A,SCAF8,SMAD3,SON,SRSF10,STRAP,SU
GP2,TCF20,TRIP13,TRRAP,UCHL5,UTP14A,UTP1
5,WDR3,XPNPEP3,YARS,ZC3H8,ZFC3H1

GO.0016192 vesicle-mediated transport 27 0.0213 ENSP00000210187,ENSP00000254950,ENSP00000265175,EN
SP00000282041,ENSP00000290216,ENSP00000290246,ENSP0
0000295685,ENSP00000303366,ENSP00000310697,ENSP0000
0344055,ENSP00000348461,ENSP00000352336,ENSP0000035
4061,ENSP00000354573,ENSP00000355217,ENSP0000035660
2,ENSP00000364898,ENSP00000376178,ENSP00000376372,E
NSP00000377665,ENSP00000385834,ENSP00000391311,ENS
P00000413234,ENSP00000432279,ENSP00000436005,ENSP00
000445677,ENSP00000453785

AP2A2,AP3D1,ARPC2,BRSK2,CHMP1B,CLTCL1,EL
MO2,EPG5,GAPVD1,LMAN2,MACF1,PLCG2,PLD4
,RAB26,RAC1,SCRN2,SCYL2,SEC24B,SEPT5,SNX1,
SNX6,STX2,SYK,TF,TRAPPC4,VPS4A,VTA1



GO.0008104 protein localization 35 0.0226 ENSP00000210187,ENSP00000254950,ENSP00000255305,EN
SP00000265175,ENSP00000265245,ENSP00000265465,ENSP0
0000296557,ENSP00000303366,ENSP00000327077,ENSP0000
0328103,ENSP00000334958,ENSP00000345445,ENSP0000034
5895,ENSP00000346437,ENSP00000350854,ENSP0000035473
0,ENSP00000354772,ENSP00000355217,ENSP00000356602,E
NSP00000358814,ENSP00000364898,ENSP00000376178,ENS
P00000378699,ENSP00000380661,ENSP00000381098,ENSP00
000385834,ENSP00000389934,ENSP00000413234,ENSP00000
428924,ENSP00000432279,ENSP00000445677,ENSP00000448
012,ENSP00000453785,ENSP00000455507,ENSP00000462023

AHCYL1,AP2A2,ARFIP1,ATG7,CDK1,CEP250,CEP2
90,CHAMP1,CHMP1B,CLTCL1,EIF4ENIF1,EXOC5,
FAM125B,GRIP1,LMAN2,LSG1,LYN,NUP50,OBSC
N,PCM1,POLA2,RAB26,RLTPR,RPL17,SAMM50,S
EC24B,SNX1,SNX6,STX2,SYK,TF,VPS13D,VPS4A,V
TA1,XPO4

GO.0033043 regulation of organelle 
organization

26 0.028 ENSP00000181839,ENSP00000229595,ENSP00000254950,EN
SP00000256001,ENSP00000258960,ENSP00000263360,ENSP0
0000264758,ENSP00000265175,ENSP00000295685,ENSP0000
0296557,ENSP00000298375,ENSP00000299421,ENSP0000030
0403,ENSP00000310447,ENSP00000310520,ENSP0000031419
3,ENSP00000315700,ENSP00000317790,ENSP00000347872,E
NSP00000350844,ENSP00000358955,ENSP00000363092,ENS
P00000366557,ENSP00000380661,ENSP00000432279,ENSP00
000455507

ACTR3B,ADD1,AKR1E2,ARFIP1,ARPC2,ASF1A,CD
K13,CEP250,CHAF1B,CHMP1B,CRNKL1,EED,ERC
C4,GLS2,ILK,KIAA1324,NMT1,OBSCN,PAX5,PRKG
1,SEC24B,SPTBN5,TPX2,VAT1,VPS4A,WDR75

GO.0072369 regulation of lipid transport by 
positive regulation of 
transcription from RNA 
polymerase II promoter

2 0.0282 ENSP00000262735,ENSP00000365439 HNRNPK,PPARA



GO.0046483 heterocycle metabolic process 73 0.0283 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000219905,ENSP00000222553,ENSP00000228251,ENSP0
0000229595,ENSP00000231509,ENSP00000261308,ENSP0000
0263360,ENSP00000263774,ENSP00000265465,ENSP0000026
5495,ENSP00000287647,ENSP00000296543,ENSP0000029679
2,ENSP00000297431,ENSP00000301587,ENSP00000308176,E
NSP00000308179,ENSP00000308334,ENSP00000310447,ENS
P00000310520,ENSP00000315569,ENSP00000315700,ENSP00
000318868,ENSP00000321449,ENSP00000322450,ENSP00000
322898,ENSP00000324172,ENSP00000325074,ENSP00000332
973,ENSP00000337926,ENSP00000338774,ENSP00000341247
,ENSP00000345895,ENSP00000346437,ENSP00000347733,EN
SP00000348984,ENSP00000351407,ENSP00000351811,ENSP0
0000352463,ENSP00000353098,ENSP00000353741,ENSP0000
0354347,ENSP00000355086,ENSP00000356146,ENSP0000035
6425,ENSP00000357047,ENSP00000358554,ENSP0000035871
6,ENSP00000358814,ENSP00000359128,ENSP00000360268,E
NSP00000362300,ENSP00000362576,ENSP00000364310,ENS
P00000365439,ENSP00000366557,ENSP00000368017,ENSP00
000368686,ENSP00000370343,ENSP00000371321,ENSP00000
377944,ENSP00000378699,ENSP00000386488,ENSP00000389
649,ENSP00000392270,ENSP00000399985,ENSP00000418428
,ENSP00000420195,ENSP00000432786,ENSP00000462023

AHCYL1,ALDH18A1,ARNT,ASF1A,ATG7,ATP2B2,A
TP5H,ATP5J,ATP5S,BCAS2,BCL11A,BTK,CDK1,CD
K13,CHAF1B,CHCHD10,CRNKL1,CSDA,DARS2,DD
X20,DIS3L2,E2F4,EBF1,EDC4,EED,EIF2C1,ELF2,ER
CC4,ETF1,FANCD2,FLI1,GFPT1,GLS2,GSPT2,H2AF
X,HNRNPK,HSD17B10,IRF4,KDM2A,MCMBP,ME
D23,MGA,NAA15,NAMPT,NDUFS3,NDUFV1,NP
M3,NR3C1,NUP50,ORC5,POLA2,PPP2R2A,PPWD
1,RFC1,RPL17,RRP7A,SCAF8,SHMT1,SMAD3,SON
,SRSF10,STRAP,SUGP2,TCF20,TRIP13,TRRAP,UC
HL5,UTP14A,UTP15,WDR3,YARS,ZC3H8,ZFC3H1

GO.0009057 macromolecule catabolic 
process

23 0.0284 ENSP00000216455,ENSP00000219313,ENSP00000254950,EN
SP00000258145,ENSP00000295770,ENSP00000310697,ENSP0
0000315569,ENSP00000320043,ENSP00000325074,ENSP0000
0341247,ENSP00000346437,ENSP00000351811,ENSP0000035
3741,ENSP00000354772,ENSP00000356425,ENSP0000035787
9,ENSP00000362300,ENSP00000364700,ENSP00000378699,E
NSP00000412324,ENSP00000422554,ENSP00000451261,ENS
P00000462023

ADAMTS12,ATG7,BRSK2,CDK1,DIS3L2,EDC4,EIF2
C1,ETF1,FAM125B,GNS,GSPT2,LYPLA1,OMD,PPP
2R2A,PPP2R5C,PSMA3,PSMD4,PSMD7,RPL17,ST
T3B,UBE2J1,UCHL5,VPS4A



GO.0048856 anatomical structure 
development

66 0.0286 ENSP00000168216,ENSP00000181839,ENSP00000210187,EN
SP00000224337,ENSP00000228251,ENSP00000229595,ENSP0
0000231509,ENSP00000258960,ENSP00000259633,ENSP0000
0262395,ENSP00000262735,ENSP00000263360,ENSP0000026
3774,ENSP00000264758,ENSP00000265136,ENSP0000026517
5,ENSP00000288207,ENSP00000290378,ENSP00000293760,E
NSP00000295685,ENSP00000296543,ENSP00000310697,ENS
P00000315569,ENSP00000317790,ENSP00000321449,ENSP00
000327077,ENSP00000328103,ENSP00000332973,ENSP00000
334928,ENSP00000334958,ENSP00000338774,ENSP00000339
299,ENSP00000340279,ENSP00000342935,ENSP00000343690
,ENSP00000346437,ENSP00000348573,ENSP00000349959,EN
SP00000351407,ENSP00000356379,ENSP00000356425,ENSP0
0000357153,ENSP00000358716,ENSP00000361965,ENSP0000
0363092,ENSP00000363193,ENSP00000364310,ENSP0000036
5439,ENSP00000376372,ENSP00000378699,ENSP0000038044
4,ENSP00000380661,ENSP00000381098,ENSP00000381932,E
NSP00000385834,ENSP00000389649,ENSP00000390500,ENS
P00000393596,ENSP00000413234,ENSP00000418081,ENSP00
000428924,ENSP00000436005,ENSP00000445677,ENSP00000
451261,ENSP00000453785,ENSP00000455507

ACTC1,ADA,ADD1,AKAP9,AP2A2,ARNT,ARPC2,A
SF1A,ASPM,ATG7,ATP5J,BCL11A,BIRC6,BLNK,BR
SK2,CACNA2D2,CCNB2,CD1D,CD72,CDK1,CDK13,
CEP250,CLTCL1,COBL,CSDA,DDX20,DIS3L2,DPYS
L3,DYRK1A,EED,EIF4ENIF1,GRIP1,H2AFX,HNRNP
K,HSD17B10,LEMD2,LYN,MED12,MYO9B,NAA15
,NDUFS3,NMT1,NR3C1,OBSCN,PCM1,PLD4,PPAR
A,PRKG1,PTPRB,RAB26,RICTOR,RLTPR,RRP7A,SD
CBP2,SEC24B,SMAD3,SNX1,SPTBN5,SSX2IP,STK3
,TF,TRAF4,TRAPPC4,TRIO,UBE2J1,UCHL5

GO.0031365 N-terminal protein amino acid 
modification

4 0.0299 ENSP00000258960,ENSP00000296543,ENSP00000335636,EN
SP00000368716

NAA15,NAA16,NAA20,NMT1

GO.0018193 peptidyl-amino acid 
modification

22 0.0316 ENSP00000258960,ENSP00000261308,ENSP00000265175,EN
SP00000295770,ENSP00000299421,ENSP00000308176,ENSP0
0000310697,ENSP00000323439,ENSP00000327077,ENSP0000
0335636,ENSP00000338774,ENSP00000345083,ENSP0000034
5895,ENSP00000347733,ENSP00000349959,ENSP0000035434
7,ENSP00000370343,ENSP00000378699,ENSP00000381932,E
NSP00000413001,ENSP00000428924,ENSP00000451261

AGBL1,BCL11A,BRSK2,BTK,CDK1,DYRK1A,GFPT1,
ILK,IRF4,LYN,MAP2K3,NAA20,NMT1,NUP50,PCM
1,PPWD1,RICTOR,SEC24B,SMC6,STT3B,TRRAP,U
BE2J1



GO.0032502 developmental process 72 0.0379 ENSP00000168216,ENSP00000181839,ENSP00000210187,EN
SP00000224337,ENSP00000228251,ENSP00000229595,ENSP0
0000231509,ENSP00000254950,ENSP00000258960,ENSP0000
0259633,ENSP00000262395,ENSP00000262735,ENSP0000026
3360,ENSP00000263774,ENSP00000264758,ENSP0000026513
6,ENSP00000265175,ENSP00000265495,ENSP00000288207,E
NSP00000290378,ENSP00000293760,ENSP00000295685,ENS
P00000296543,ENSP00000298047,ENSP00000310697,ENSP00
000315569,ENSP00000317790,ENSP00000321449,ENSP00000
322898,ENSP00000323439,ENSP00000327077,ENSP00000328
103,ENSP00000334928,ENSP00000334958,ENSP00000338774
,ENSP00000339299,ENSP00000340279,ENSP00000342935,EN
SP00000343690,ENSP00000344055,ENSP00000346437,ENSP0
0000348573,ENSP00000349959,ENSP00000351407,ENSP0000
0356379,ENSP00000356425,ENSP00000357153,ENSP0000035
8716,ENSP00000361965,ENSP00000363092,ENSP0000036319
3,ENSP00000364310,ENSP00000365439,ENSP00000368341,E
NSP00000376372,ENSP00000378699,ENSP00000380444,ENS
P00000380661,ENSP00000381098,ENSP00000381932,ENSP00
000385834,ENSP00000389649,ENSP00000390500,ENSP00000
393596,ENSP00000413234,ENSP00000418081,ENSP00000428
924,ENSP00000436005,ENSP00000445677,ENSP00000451261
,ENSP00000453785,ENSP00000455507

ACTC1,ADA,ADD1,AKAP9,AP2A2,AP3D1,ARNT,A
RPC2,ASF1A,ASPM,ATG7,ATP5J,BCL11A,BIRC6,B
LNK,BRSK2,CACNA2D2,CCNB2,CD1D,CD72,CDK1,
CDK13,CEP250,CLTCL1,COBL,CSDA,DDX20,DIS3L
2,DPYSL3,DYRK1A,EBF1,EED,EIF4ENIF1,ELF2,FAT
3,GRIP1,H2AFX,HNRNPK,HSD17B10,LEMD2,LYN,
MED12,MYO9B,NAA15,NDUFS3,NMT1,NR3C1,O
BSCN,PCM1,PLD4,PPARA,PRKG1,PTPRB,RAB26,R
BM24,RICTOR,RLTPR,RRP7A,SDCBP2,SEC24B,SM
C6,SNX1,SPTBN5,SSX2IP,STK3,TF,TRAF4,TRAPPC
4,TRIO,UBE2J1,UCHL5,VPS4A

GO.0009894 regulation of catabolic process 21 0.0385 ENSP00000216455,ENSP00000219313,ENSP00000262735,EN
SP00000298375,ENSP00000301905,ENSP00000310697,ENSP0
0000314193,ENSP00000315700,ENSP00000332973,ENSP0000
0336721,ENSP00000346437,ENSP00000351407,ENSP0000035
6425,ENSP00000357879,ENSP00000358955,ENSP0000036309
2,ENSP00000366557,ENSP00000378699,ENSP00000451261,E
NSP00000453785,ENSP00000455507

AKR1E2,ARNT,ATG7,BRSK2,CDK1,CHAF1B,CRNKL
1,KIAA1324,LARP1,OBSCN,PBK,PPARA,PRKG1,PS
MA3,PSMD4,PSMD7,SMAD3,SNX1,UBE2J1,UCHL
5,WDR75

GO.0030029 actin filament-based process 14 0.0385 ENSP00000256001,ENSP00000264758,ENSP00000265136,EN
SP00000290378,ENSP00000295685,ENSP00000310697,ENSP0
0000317790,ENSP00000343690,ENSP00000348461,ENSP0000
0349959,ENSP00000363092,ENSP00000380444,ENSP0000038
5834,ENSP00000455507

ACTC1,ACTR3B,ADD1,ARPC2,BRSK2,COBL,DPYSL
3,MYO9B,OBSCN,PRKG1,RAC1,RICTOR,SPTBN5,T
F



GO.0031331 positive regulation of cellular 
catabolic process

14 0.0385 ENSP00000216455,ENSP00000219313,ENSP00000262735,EN
SP00000298375,ENSP00000315700,ENSP00000336721,ENSP0
0000346437,ENSP00000351407,ENSP00000357879,ENSP0000
0358955,ENSP00000363092,ENSP00000366557,ENSP0000037
8699,ENSP00000455507

AKR1E2,ARNT,ATG7,CDK1,CHAF1B,CRNKL1,KIAA
1324,LARP1,OBSCN,PPARA,PRKG1,PSMA3,PSMD
4,PSMD7

GO.0038096 Fc-gamma receptor signaling 
pathway involved in 
phagocytosis

6 0.0385 ENSP00000290246,ENSP00000295685,ENSP00000348461,EN
SP00000352336,ENSP00000364898,ENSP00000428924

ARPC2,ELMO2,LYN,PLCG2,RAC1,SYK

GO.0043412 macromolecule modification 49 0.0385 ENSP00000181839,ENSP00000216455,ENSP00000219313,EN
SP00000234179,ENSP00000258960,ENSP00000261308,ENSP0
0000262395,ENSP00000263360,ENSP00000265175,ENSP0000
0295770,ENSP00000296125,ENSP00000296543,ENSP0000030
1905,ENSP00000308176,ENSP00000323439,ENSP0000032507
4,ENSP00000334928,ENSP00000335636,ENSP00000338673,E
NSP00000338774,ENSP00000339299,ENSP00000345083,ENS
P00000345895,ENSP00000346437,ENSP00000347170,ENSP00
000347251,ENSP00000347733,ENSP00000349959,ENSP00000
353741,ENSP00000354061,ENSP00000354347,ENSP00000356
425,ENSP00000357047,ENSP00000357879,ENSP00000363092
,ENSP00000363193,ENSP00000368716,ENSP00000370343,EN
SP00000378699,ENSP00000381932,ENSP00000385834,ENSP0
0000390500,ENSP00000413001,ENSP00000417229,ENSP0000
0428924,ENSP00000432786,ENSP00000446479,ENSP0000045
1261,ENSP00000455507

AGBL1,ATG7,BCL11A,BTK,CDK1,CDK10,CDK13,D
YRK1A,EED,EIF2A,ETF1,FICD,GFPT1,GPS1,IRF4,K
DM2A,LYN,MAP2K3,MED12,MED23,NAA15,NAA
16,NAA20,NEIL1,NMT1,NUP50,OBSCN,PBK,PPP2
R2A,PPWD1,PRKD3,PRKG1,PSMA3,PSMD4,PSM
D7,PTPRB,RICTOR,SCYL2,SEC24B,SMC6,STK3,STT
3B,TF,TGM4,TRAF4,TRIO,TRRAP,UBE2J1,UCHL5

GO.0009896 positive regulation of catabolic 
process

15 0.0394 ENSP00000216455,ENSP00000219313,ENSP00000262735,EN
SP00000298375,ENSP00000315700,ENSP00000336721,ENSP0
0000346437,ENSP00000351407,ENSP00000357879,ENSP0000
0358955,ENSP00000363092,ENSP00000366557,ENSP0000037
8699,ENSP00000453785,ENSP00000455507

AKR1E2,ARNT,ATG7,CDK1,CHAF1B,CRNKL1,KIAA
1324,LARP1,OBSCN,PPARA,PRKG1,PSMA3,PSMD
4,PSMD7,SNX1

GO.0002520 immune system development 17 0.0414 ENSP00000181839,ENSP00000224337,ENSP00000264758,EN
SP00000288207,ENSP00000327077,ENSP00000332973,ENSP0
0000334958,ENSP00000338774,ENSP00000357153,ENSP0000
0361965,ENSP00000364898,ENSP00000365439,ENSP0000037
6372,ENSP00000385834,ENSP00000390500,ENSP0000039998
5,ENSP00000428924

ADA,ADD1,BCL11A,BLNK,CCNB2,CD1D,CDK13,FL
I1,HNRNPK,LYN,PCM1,PLD4,RLTPR,SMAD3,STK3
,SYK,TF

GO.0032535 regulation of cellular 
component size

11 0.0414 ENSP00000256001,ENSP00000264758,ENSP00000295685,EN
SP00000299421,ENSP00000317790,ENSP00000324172,ENSP0
0000327077,ENSP00000338774,ENSP00000349959,ENSP0000
0354573,ENSP00000368686

ACTR3B,ADD1,ARPC2,ATP2B2,BCL11A,E2F4,ILK,
MACF1,PCM1,RICTOR,SPTBN5



GO.0038093 Fc receptor signaling pathway 10 0.0414 ENSP00000290246,ENSP00000295685,ENSP00000308176,EN
SP00000348461,ENSP00000349959,ENSP00000352336,ENSP0
0000362300,ENSP00000364898,ENSP00000378699,ENSP0000
0428924

ARPC2,BTK,CDK1,EIF2C1,ELMO2,LYN,PLCG2,RAC
1,RICTOR,SYK

GO.0050794 regulation of cellular process 119 0.0414 ENSP00000166345,ENSP00000181839,ENSP00000210187,EN
SP00000216455,ENSP00000219313,ENSP00000219905,ENSP0
0000222553,ENSP00000224337,ENSP00000228251,ENSP0000
0229595,ENSP00000237696,ENSP00000242607,ENSP0000024
6957,ENSP00000254950,ENSP00000255305,ENSP0000025600
1,ENSP00000258960,ENSP00000259633,ENSP00000262455,E
NSP00000262735,ENSP00000263774,ENSP00000264758,ENS
P00000265136,ENSP00000265175,ENSP00000265495,ENSP00
000288207,ENSP00000289371,ENSP00000290246,ENSP00000
290378,ENSP00000293760,ENSP00000296543,ENSP00000296
557,ENSP00000296792,ENSP00000298375,ENSP00000300403
,ENSP00000301905,ENSP00000303366,ENSP00000310447,EN
SP00000310520,ENSP00000310697,ENSP00000314193,ENSP0
0000315569,ENSP00000315700,ENSP00000317790,ENSP0000
0320043,ENSP00000322898,ENSP00000324172,ENSP0000032
5074,ENSP00000327077,ENSP00000328103,ENSP0000033297
3,ENSP00000334928,ENSP00000334958,ENSP00000336721,E
NSP00000337641,ENSP00000338774,ENSP00000339299,ENS
P00000340279,ENSP00000342935,ENSP00000343690,ENSP00
000344055,ENSP00000345895,ENSP00000346437,ENSP00000
347170,ENSP00000347251,ENSP00000347872,ENSP00000348
349,ENSP00000348461,ENSP00000348573,ENSP00000348984
,ENSP00000350071,ENSP00000350844,ENSP00000351407,EN
SP00000352463,ENSP00000353741,ENSP00000354061,ENSP0
0000354347,ENSP00000354772,ENSP00000355217,ENSP0000
0356379,ENSP00000356425,ENSP00000357047,ENSP0000035
7153,ENSP00000357879,ENSP00000358716,ENSP0000035881
4,ENSP00000358955,ENSP00000361310,ENSP00000362300,E
NSP00000362576,ENSP00000364310,ENSP00000364898,ENS
P00000365439,ENSP00000366557,ENSP00000368341,ENSP00
000368716,ENSP00000371321,ENSP00000376178,ENSP00000
377390,ENSP00000377665,ENSP00000380444,ENSP00000380
661,ENSP00000381098,ENSP00000381932,ENSP00000385834
ENSP00000390500 ENSP00000391311 ENSP00000393860 EN

ACTC1,ACTR3B,ADAMTS12,ADD1,AHCYL1,AKAP
9,AKR1E2,AP2A2,AP3D1,ARFIP1,ARNT,ASF1A,AS
PM,ATG7,ATP2B2,BCL11A,BLNK,BRSK2,CCNB2,C
D1D,CD72,CDK13,CEP250,CHAF1B,CHMP1B,CIA
O1,CKAP5,CLTCL1,COBL,CRNKL1,CSDA,DDX20,DI
S3L2,DPYSL3,DYRK1A,EBF1,EIF2C1,EIF4ENIF1,EIF
5B,ELF2,ELMO2,ERCC4,ERP44,ETF1,FAM125B,G
APVD1,GFPT1,GLS2,GPS1,GRIP1,H2AFX,HNRNPK
,HVCN1,KDM2A,KIAA1324,LARP1,LEMD2,LMAN
2,LYN,LYPLA1,MED23,MGA,MYO9A,MYO9B,NAA
15,NAA16,NAMPT,NDUFS3,NEIL1,NMT1,NUP50,
OBSCN,PAX5,PBK,PCM1,PLEKHA2,POLH,PPARA,
PPP2R2A,PPP2R5C,PPP2R5E,PPP6R3,PSMA3,PS
MD4,PSMD7,PTPRB,RAB26,RAC1,RARRES1,RBM
24,RFC1,RLTPR,SCYL2,SDCBP2,SEC24B,SEPT5,SM
AD3,SNX6,SON,SPTBN5,SRSF10,SSX2IP,STK3,STR
N3,STX2,SYK,TCF20,TF,TPX2,TRAP1,TRIO,TRIP13,
UCHL5,UTP15,VAT1,VPS4A,WDR75,XPO4,YARS



GO.0051130 positive regulation of cellular 
component organization

26 0.0414 ENSP00000254950,ENSP00000256001,ENSP00000258960,EN
SP00000263360,ENSP00000265136,ENSP00000298375,ENSP0
0000299421,ENSP00000303366,ENSP00000310447,ENSP0000
0314193,ENSP00000315700,ENSP00000327077,ENSP0000033
2973,ENSP00000338774,ENSP00000343690,ENSP0000034995
9,ENSP00000352336,ENSP00000354061,ENSP00000354573,E
NSP00000358955,ENSP00000363092,ENSP00000364898,ENS
P00000365439,ENSP00000366557,ENSP00000428924,ENSP00
000455507

ACTR3B,AKR1E2,BCL11A,CHAF1B,COBL,CRNKL1,
DPYSL3,EED,GLS2,HNRNPK,ILK,KIAA1324,LMAN2
,LYN,MACF1,NMT1,OBSCN,PCM1,PLCG2,PRKG1,
RICTOR,SCYL2,SMAD3,SYK,VPS4A,WDR75

GO.0044767 single-organism developmental 
process

71 0.0423 ENSP00000168216,ENSP00000181839,ENSP00000210187,EN
SP00000224337,ENSP00000228251,ENSP00000229595,ENSP0
0000231509,ENSP00000254950,ENSP00000258960,ENSP0000
0259633,ENSP00000262395,ENSP00000262735,ENSP0000026
3360,ENSP00000263774,ENSP00000264758,ENSP0000026513
6,ENSP00000265175,ENSP00000265495,ENSP00000288207,E
NSP00000290378,ENSP00000293760,ENSP00000295685,ENS
P00000296543,ENSP00000298047,ENSP00000310697,ENSP00
000315569,ENSP00000317790,ENSP00000321449,ENSP00000
322898,ENSP00000323439,ENSP00000327077,ENSP00000328
103,ENSP00000334928,ENSP00000334958,ENSP00000338774
,ENSP00000339299,ENSP00000340279,ENSP00000342935,EN
SP00000343690,ENSP00000344055,ENSP00000346437,ENSP0
0000348573,ENSP00000349959,ENSP00000351407,ENSP0000
0356379,ENSP00000356425,ENSP00000357153,ENSP0000035
8716,ENSP00000361965,ENSP00000363092,ENSP0000036319
3,ENSP00000364310,ENSP00000365439,ENSP00000368341,E
NSP00000376372,ENSP00000378699,ENSP00000380444,ENS
P00000380661,ENSP00000381098,ENSP00000381932,ENSP00
000385834,ENSP00000389649,ENSP00000390500,ENSP00000
393596,ENSP00000413234,ENSP00000418081,ENSP00000428
924,ENSP00000436005,ENSP00000451261,ENSP00000453785
,ENSP00000455507

ACTC1,ADA,ADD1,AKAP9,AP2A2,AP3D1,ARNT,A
RPC2,ASF1A,ASPM,ATG7,ATP5J,BCL11A,BIRC6,B
LNK,BRSK2,CACNA2D2,CCNB2,CD1D,CD72,CDK1,
CDK13,CEP250,COBL,CSDA,DDX20,DIS3L2,DPYSL
3,DYRK1A,EBF1,EED,EIF4ENIF1,ELF2,FAT3,GRIP1,
H2AFX,HNRNPK,HSD17B10,LEMD2,LYN,MED12,
MYO9B,NAA15,NDUFS3,NMT1,NR3C1,OBSCN,P
CM1,PLD4,PPARA,PRKG1,PTPRB,RAB26,RBM24,
RICTOR,RLTPR,RRP7A,SDCBP2,SEC24B,SMC6,SN
X1,SPTBN5,SSX2IP,STK3,TF,TRAF4,TRAPPC4,TRI
O,UBE2J1,UCHL5,VPS4A



GO.0071822 protein complex subunit 
organization

30 0.0423 ENSP00000168216,ENSP00000206474,ENSP00000217133,EN
SP00000229595,ENSP00000245539,ENSP00000254950,ENSP0
0000256001,ENSP00000264758,ENSP00000265136,ENSP0000
0265175,ENSP00000295685,ENSP00000299421,ENSP0000031
5700,ENSP00000317790,ENSP00000327077,ENSP0000033297
3,ENSP00000333326,ENSP00000341247,ENSP00000343690,E
NSP00000348461,ENSP00000353741,ENSP00000356379,ENS
P00000364310,ENSP00000368237,ENSP00000369736,ENSP00
000376178,ENSP00000385834,ENSP00000431040,ENSP00000
432768,ENSP00000462023

ACTR3B,ADD1,ARPC2,ASF1A,ASPM,ATL2,CHAF1
B,CKAP5,COBL,DPYSL3,ETF1,GSPT2,H2AFX,HAUS
4,HSD17B10,ILK,MRPL22,MRPS7,PCM1,RAC1,RP
L17,SEC24B,SMAD3,SPTBN5,STX2,TBCA,TF,TUBA
8,TUBB1,VPS4A

GO.0007059 chromosome segregation 9 0.0426 ENSP00000166345,ENSP00000254950,ENSP00000287647,EN
SP00000310520,ENSP00000315569,ENSP00000353098,ENSP0
0000354730,ENSP00000418287,ENSP00000432279

CHAMP1,CHMP1B,CIAO1,DIS3L2,ERCC4,FANCD2
,MCMBP,TRIP13,VPS4A

GO.0051128 regulation of cellular 
component organization

40 0.0426 ENSP00000181839,ENSP00000229595,ENSP00000254950,EN
SP00000256001,ENSP00000258960,ENSP00000263360,ENSP0
0000263774,ENSP00000264758,ENSP00000265136,ENSP0000
0265175,ENSP00000296557,ENSP00000298375,ENSP0000029
9421,ENSP00000300403,ENSP00000303366,ENSP0000031044
7,ENSP00000310520,ENSP00000314193,ENSP00000315700,E
NSP00000317790,ENSP00000320043,ENSP00000327077,ENS
P00000332973,ENSP00000338774,ENSP00000343690,ENSP00
000347872,ENSP00000350844,ENSP00000352336,ENSP00000
353741,ENSP00000354061,ENSP00000354573,ENSP00000358
955,ENSP00000363092,ENSP00000365439,ENSP00000366557
,ENSP00000380661,ENSP00000392270,ENSP00000428924,EN
SP00000432279,ENSP00000455507

ACTR3B,ADD1,AKR1E2,ARFIP1,ASF1A,BCL11A,C
DK13,CEP250,CHAF1B,CHMP1B,COBL,CRNKL1,D
PYSL3,EED,ERCC4,ETF1,GLS2,HNRNPK,ILK,KIAA1
324,LMAN2,LYN,LYPLA1,MACF1,NDUFS3,NMT1,
OBSCN,PAX5,PCM1,PLCG2,PRKG1,SCYL2,SEC24B
,SMAD3,SPTBN5,STRAP,TPX2,VAT1,VPS4A,WDR
75

GO.0002768 immune response-regulating 
cell surface receptor signaling 
pathway

13 0.0456 ENSP00000216455,ENSP00000219313,ENSP00000290246,EN
SP00000295685,ENSP00000308176,ENSP00000334958,ENSP0
0000348461,ENSP00000349959,ENSP00000352336,ENSP0000
0357879,ENSP00000362300,ENSP00000364898,ENSP0000037
8699

ARPC2,BTK,CDK1,EIF2C1,ELMO2,PLCG2,PSMA3,
PSMD4,PSMD7,RAC1,RICTOR,RLTPR,SYK

GO.0032107 regulation of response to 
nutrient levels

10 0.0456 ENSP00000262735,ENSP00000298375,ENSP00000314193,EN
SP00000315700,ENSP00000336721,ENSP00000346437,ENSP0
0000358955,ENSP00000363092,ENSP00000366557,ENSP0000
0455507

AKR1E2,ATG7,CHAF1B,CRNKL1,KIAA1324,LARP1,
OBSCN,PPARA,PRKG1,WDR75



GO.0009966 regulation of signal 
transduction

43 0.0475 ENSP00000216455,ENSP00000219313,ENSP00000224337,EN
SP00000228251,ENSP00000231509,ENSP00000246957,ENSP0
0000258960,ENSP00000263774,ENSP00000293760,ENSP0000
0301905,ENSP00000327077,ENSP00000332973,ENSP0000033
8673,ENSP00000339299,ENSP00000340279,ENSP0000034508
3,ENSP00000347251,ENSP00000348349,ENSP00000348461,E
NSP00000350071,ENSP00000351407,ENSP00000354061,ENS
P00000354573,ENSP00000354772,ENSP00000355217,ENSP00
000356379,ENSP00000356425,ENSP00000357879,ENSP00000
358955,ENSP00000363193,ENSP00000364898,ENSP00000370
343,ENSP00000378699,ENSP00000380444,ENSP00000381932
,ENSP00000385834,ENSP00000390500,ENSP00000392270,EN
SP00000393596,ENSP00000413234,ENSP00000417229,ENSP0
0000422554,ENSP00000455507

ADAMTS12,AP2A2,ARNT,ASPM,BIRC6,BLNK,CDK
1,CDK10,CSDA,DYRK1A,EIF2A,FAM125B,GPS1,IR
F4,KIAA1324,LEMD2,MACF1,MAP2K3,MED12,M
YO9A,MYO9B,NDUFS3,NMT1,NR3C1,OBSCN,PBK
,PCM1,PSMA3,PSMD4,PSMD7,RAC1,SCYL2,SMA
D3,SNX6,SSX2IP,STK3,STRAP,STRN3,SYK,TF,TRAP
1,TRIO,UCHL5

GO.0023051 regulation of signaling 47 0.0475 ENSP00000216455,ENSP00000219313,ENSP00000224337,EN
SP00000228251,ENSP00000231509,ENSP00000246957,ENSP0
0000258960,ENSP00000263774,ENSP00000293760,ENSP0000
0301905,ENSP00000310697,ENSP00000324172,ENSP0000032
7077,ENSP00000332973,ENSP00000338673,ENSP0000033929
9,ENSP00000340279,ENSP00000345083,ENSP00000347251,E
NSP00000348349,ENSP00000348461,ENSP00000350071,ENS
P00000351407,ENSP00000354061,ENSP00000354573,ENSP00
000354772,ENSP00000355217,ENSP00000356379,ENSP00000
356425,ENSP00000357879,ENSP00000358955,ENSP00000363
193,ENSP00000364898,ENSP00000365439,ENSP00000370343
,ENSP00000378699,ENSP00000380444,ENSP00000381932,EN
SP00000385834,ENSP00000390500,ENSP00000391311,ENSP0
0000392270,ENSP00000393596,ENSP00000413234,ENSP0000
0417229,ENSP00000422554,ENSP00000455507

ADAMTS12,AP2A2,ARNT,ASPM,ATP2B2,BIRC6,B
LNK,BRSK2,CDK1,CDK10,CSDA,DYRK1A,EIF2A,FA
M125B,GPS1,HNRNPK,IRF4,KIAA1324,LEMD2,M
ACF1,MAP2K3,MED12,MYO9A,MYO9B,NDUFS3,
NMT1,NR3C1,OBSCN,PBK,PCM1,PSMA3,PSMD4,
PSMD7,RAC1,SCYL2,SEPT5,SMAD3,SNX6,SSX2IP,
STK3,STRAP,STRN3,SYK,TF,TRAP1,TRIO,UCHL5



GO.0050789 regulation of biological process 122 0.0475 ENSP00000166345,ENSP00000181839,ENSP00000210187,EN
SP00000216455,ENSP00000219313,ENSP00000219905,ENSP0
0000222553,ENSP00000224337,ENSP00000228251,ENSP0000
0229595,ENSP00000237696,ENSP00000242607,ENSP0000024
6957,ENSP00000251507,ENSP00000254950,ENSP0000025530
5,ENSP00000256001,ENSP00000258960,ENSP00000259633,E
NSP00000262455,ENSP00000262735,ENSP00000263774,ENS
P00000264758,ENSP00000265136,ENSP00000265175,ENSP00
000265495,ENSP00000288207,ENSP00000289371,ENSP00000
290246,ENSP00000290378,ENSP00000293760,ENSP00000296
543,ENSP00000296557,ENSP00000296792,ENSP00000298375
,ENSP00000300403,ENSP00000301905,ENSP00000303366,EN
SP00000310447,ENSP00000310520,ENSP00000310697,ENSP0
0000314193,ENSP00000315569,ENSP00000315700,ENSP0000
0317790,ENSP00000322898,ENSP00000324172,ENSP0000032
5074,ENSP00000327077,ENSP00000328103,ENSP0000033297
3,ENSP00000334928,ENSP00000334958,ENSP00000336721,E
NSP00000337641,ENSP00000338774,ENSP00000339299,ENS
P00000340279,ENSP00000342935,ENSP00000343690,ENSP00
000344055,ENSP00000345895,ENSP00000346437,ENSP00000
347170,ENSP00000347251,ENSP00000347872,ENSP00000348
349,ENSP00000348461,ENSP00000348573,ENSP00000348984
,ENSP00000350071,ENSP00000350844,ENSP00000351407,EN
SP00000352463,ENSP00000353741,ENSP00000354061,ENSP0
0000354347,ENSP00000354772,ENSP00000355217,ENSP0000
0356379,ENSP00000356425,ENSP00000357047,ENSP0000035
7153,ENSP00000357879,ENSP00000358716,ENSP0000035895
5,ENSP00000361310,ENSP00000362300,ENSP00000362576,E
NSP00000364310,ENSP00000364700,ENSP00000364898,ENS
P00000365439,ENSP00000366557,ENSP00000368341,ENSP00
000368716,ENSP00000371321,ENSP00000376178,ENSP00000
377390,ENSP00000377665,ENSP00000380444,ENSP00000380
661,ENSP00000381098,ENSP00000381932,ENSP00000385834
ENSP00000390500 ENSP00000391311 ENSP00000393860 EN

ACTC1,ACTR3B,ADAMTS12,ADD1,AKAP9,AKR1E
2,AP2A2,AP3D1,ARFIP1,ARNT,ASF1A,ASPM,ATG
7,ATP2B2,BCL11A,BLNK,BRSK2,CCNB2,CD1D,CD
72,CDK13,CEP250,CHAF1B,CHCHD10,CHMP1B,C
IAO1,CKAP5,CLTCL1,COBL,CRNKL1,CSDA,DDX20,
DIS3L2,DPYSL3,DYRK1A,EBF1,EIF2C1,EIF4ENIF1,
EIF5B,ELF2,ELMO2,ERCC4,ERP44,ETF1,FAM125B
,FICD,GAPVD1,GFPT1,GLS2,GPS1,GRIP1,H2AFX,H
NRNPK,HVCN1,KDM2A,KIAA1324,LARP1,LEMD2,
LMAN2,LYN,MED23,MGA,MYO9A,MYO9B,NAA1
5,NAA16,NAMPT,NDUFS3,NEIL1,NMT1,NUP50,O
MD,PAX5,PBK,PCM1,PLEKHA2,POLH,PPARA,PPP
2R2A,PPP2R5C,PPP2R5E,PPP6R3,PSMA3,PSMD4
,PSMD7,PTPRB,RAB26,RABGAP1L,RAC1,RARRES
1,RBM24,RFC1,RLTPR,SCYL2,SDCBP2,SEC24B,SE
PT5,SMAD3,SNX1,SNX6,SON,SPTBN5,SRSF10,SSX
2IP,STK3,STRN3,STX2,SYK,TCF20,TF,TPX2,TRAP1,
TRAPPC4,TRIO,TRIP13,UCHL5,UTP15,VAT1,VPS4
A,WDR75,XPO4,YARS

GO.0016239 positive regulation of 
macroautophagy

8 0.0487 ENSP00000298375,ENSP00000315700,ENSP00000336721,EN
SP00000346437,ENSP00000358955,ENSP00000363092,ENSP0
0000366557,ENSP00000455507

AKR1E2,ATG7,CHAF1B,CRNKL1,KIAA1324,LARP1,
OBSCN,PRKG1



GO.1901360 organic cyclic compound 
metabolic process

74 0.0487 ENSP00000166345,ENSP00000168216,ENSP00000181839,EN
SP00000217455,ENSP00000219905,ENSP00000220584,ENSP0
0000222553,ENSP00000228251,ENSP00000229595,ENSP0000
0261308,ENSP00000263360,ENSP00000263774,ENSP0000026
5465,ENSP00000265495,ENSP00000287647,ENSP0000029654
3,ENSP00000296792,ENSP00000297431,ENSP00000301587,E
NSP00000308176,ENSP00000308179,ENSP00000308334,ENS
P00000310447,ENSP00000310520,ENSP00000315569,ENSP00
000315700,ENSP00000318868,ENSP00000321449,ENSP00000
322450,ENSP00000322898,ENSP00000324172,ENSP00000325
074,ENSP00000332973,ENSP00000337926,ENSP00000338774
,ENSP00000341247,ENSP00000345895,ENSP00000346437,EN
SP00000347733,ENSP00000348984,ENSP00000351407,ENSP0
0000351811,ENSP00000352463,ENSP00000353098,ENSP0000
0353741,ENSP00000354347,ENSP00000355086,ENSP0000035
6146,ENSP00000356425,ENSP00000357047,ENSP0000035855
4,ENSP00000358716,ENSP00000358814,ENSP00000359128,E
NSP00000360268,ENSP00000362300,ENSP00000362576,ENS
P00000364310,ENSP00000365439,ENSP00000366557,ENSP00
000368017,ENSP00000368686,ENSP00000370343,ENSP00000
371321,ENSP00000377944,ENSP00000378699,ENSP00000386
488,ENSP00000389649,ENSP00000392270,ENSP00000399985
,ENSP00000418428,ENSP00000420195,ENSP00000432786,EN
SP00000462023

ACOT8,AHCYL1,ALDH18A1,ARNT,ASF1A,ATG7,A
TP2B2,ATP5H,ATP5J,ATP5S,BCAS2,BCL11A,BTK,
CDK1,CDK13,CHAF1B,CHCHD10,CRNKL1,CSDA,D
ARS2,DDX20,DIS3L2,E2F4,EBF1,EDC4,EED,EIF2C
1,ELF2,ERCC4,ETF1,FANCD2,FDFT1,FLI1,GFPT1,G
LS2,GSPT2,H2AFX,HNRNPK,HSD17B10,IRF4,KDM
2A,MCMBP,MED23,MGA,NAA15,NAMPT,NDUFS
3,NDUFV1,NPM3,NUP50,ORC5,POLA2,PPP2R2A,
PPWD1,RFC1,RPL17,RRP7A,SCAF8,SHMT1,SMAD
3,SON,SRSF10,STRAP,SUGP2,TCF20,TRIP13,TRRA
P,UCHL5,UTP14A,UTP15,WDR3,YARS,ZC3H8,ZFC
3H1

KEGG
#pathway ID pathway description observed gene false discovery matching proteins in your network (IDs) matching proteins in your network (labels)

3008 Ribosome biogenesis in 
eukaryotes

7 0.00322 ENSP00000265245,ENSP00000268802,ENSP00000296792,EN
SP00000308179,ENSP00000314193,ENSP00000321449,ENSP0
0000377944

LSG1,NOB1,RRP7A,UTP14A,UTP15,WDR3,WDR7
5

4662 B cell receptor signaling 
pathway

7 0.00322 ENSP00000224337,ENSP00000259633,ENSP00000308176,EN
SP00000348461,ENSP00000352336,ENSP00000364898,ENSP0
0000428924

BLNK,BTK,CD72,LYN,PLCG2,RAC1,SYK

4664 Fc epsilon RI signaling pathway 6 0.0113 ENSP00000308176,ENSP00000345083,ENSP00000348461,EN
SP00000352336,ENSP00000364898,ENSP00000428924

BTK,LYN,MAP2K3,PLCG2,RAC1,SYK



BP immune response-regulating cell surface receptor signaling pathway GO:0002768 380 4.26e-02 19

source term name
Gene Ontology (Biological process)

term ID n. of
term
genes

corrected
p-value

B
C

E
LLS

T
C

E
LLS

BP immune response-activating cell surface receptor signaling pathway GO:0002429 350 4.93e-02 18

BP antigen receptor-mediated signaling pathway GO:0050851 209 2.36e-02 14

BP T cell receptor signaling pathway GO:0050852 164 4.36e-02 12

BP regulation of signal transduction by p53 class mediator GO:1901796 162 3.85e-02 12

BP alpha-beta T cell activation GO:0046631 108 4.08e-03 11

BP nitrogen compound metabolic process GO:0006807 6866 1.22e-03 153

BP cellular nitrogen compound metabolic process GO:0034641 6428 7.18e-05 150

BP organic cyclic compound metabolic process GO:1901360 6134 8.86e-03 137

BP heterocycle metabolic process GO:0046483 5897 8.27e-03 133

BP cellular aromatic compound metabolic process GO:0006725 5931 1.15e-02 133

BP nucleobase-containing compound metabolic process GO:0006139 5731 1.52e-02 129

BP V(D)J recombination GO:0033151 17 1.64e-02 5

BP antigen processing and presentation of exogenous peptide antigen via MHC ... GO:0002480 7 6.38e-05 5

BP response to type I interferon GO:0034340 82 2.03e-02 9

BP cellular response to type I interferon GO:0071357 78 1.33e-02 9

BP type I interferon signaling pathway GO:0060337 78 1.33e-02 9

BP RNA phosphodiester bond hydrolysis GO:0090501 133 3.13e-02 11

BP response to stimulus GO:0050896 8162 2.76e-02 169

BP immune system process GO:0002376 2387 5.06e-04 71

BP antigen processing and presentation GO:0019882 220 1.79e-03 16

BP antigen processing and presentation of peptide antigen GO:0048002 175 1.63e-02 13

BP antigen processing and presentation of peptide antigen via MHC class I GO:0002474 91 7.48e-05 12

BP immune response GO:0006955 1530 8.32e-03 49

BP lymphocyte differentiation GO:0030098 307 3.28e-02 17

BP T cell differentiation GO:0030217 205 3.75e-03 15

BP cellular component organization or biogenesis GO:0071840 6104 1.10e-09 151137

BP cellular component biogenesis GO:0044085 2808 1.95e-05 80

BP cellular process GO:0009987 15037 1.77e-02 255

BP cellular component organization GO:0016043 5957 9.97e-09 146135

BP macromolecular complex subunit organization GO:0043933 2427 1.74e-02 67

BP organelle organization GO:0006996 3207 2.06e-09 98

BP chromosome organization GO:0051276 632 3.86e-02 25

BP cellular component assembly GO:0022607 2541 4.18e-04 71

BP organelle assembly GO:0070925 584 3.10e-02 24

BP cell cycle process GO:0022402 1298 7.49e-03 42

BP single-organism cellular process GO:0044763 10097 1.19e-02 190

BP single-organism organelle organization GO:1902589 1642 1.19e-04 54

BP chromosome segregation GO:0007059 335 4.64e-02 17

BP mitotic cell cycle GO:0000278 978 4.34e-02 33

BP mitotic cell cycle process GO:1903047 891 1.68e-02 32

CC MHC protein complex GO:0042611 24 2.14e-04 7

source term name
Gene Ontology (Cellular component)

term ID n. of
term
genes

corrected
p-value

B
C

E
LLS

T
C

E
LLS

CC MHC class I protein complex GO:0042612 8 6.18e-09 7

CC T cell receptor complex GO:0042101 19 3.01e-02 5

CC lumenal side of endoplasmic reticulum membrane GO:0098553 24 5.21e-03 6

CC integral component of lumenal side of endoplasmic reticulum membrane GO:0071556 24 5.21e-03 6

CC coated vesicle membrane GO:0030662 133 4.98e-03 12

CC ER to Golgi transport vesicle membrane GO:0012507 50 4.31e-02 7

CC organelle GO:0043226 12783 1.46e-07 241253

CC non-membrane-bounded organelle GO:0043228 2744 3.63e-05 78

CC organelle part GO:0044422 8325 1.50e-08 183187

CC membrane-bounded organelle GO:0043227 11980 1.74e-06 226242

CC macromolecular complex GO:0032991 4830 1.50e-12 136116

CC catalytic complex GO:1902494 1270 4.99e-02 41

CC protein complex GO:0043234 2970 1.84e-08 91

CC ribonucleoprotein complex GO:1990904 765 1.72e-02 29

CC membrane-enclosed lumen GO:0031974 4391 2.76e-06 112113

CC organelle lumen GO:0043233 4391 2.76e-06 112113

CC intracellular GO:0005622 13967 1.09e-07 255269

CC intracellular part GO:0044424 13571 3.35e-08 251267

CC cytoplasm GO:0005737 10599 1.33e-09 218222

CC cytoplasmic part GO:0044444 8001 8.54e-06 170173

CC cytosol GO:0005829 3355 2.55e-06 93 90

CC intracellular ribonucleoprotein complex GO:0030529 764 1.68e-02 29

CC intracellular organelle GO:0043229 11692 2.01e-07 227234

CC intracellular organelle lumen GO:0070013 4391 2.76e-06 112113

CC intracellular organelle part GO:0044446 8126 1.51e-08 180186

CC intracellular non-membrane-bounded organelle GO:0043232 2744 3.63e-05 78

CC intracellular membrane-bounded organelle GO:0043231 10318 1.70e-05 202215

CC nucleus GO:0005634 6910 4.85e-04 147148

CC nuclear part GO:0044428 3919 1.76e-06 104105

CC nuclear lumen GO:0031981 3544 2.03e-05 94 96

CC nucleoplasm GO:0005654 2967 6.91e-07 87 86

CC chromosome GO:0005694 920 4.45e-03 34

CC spindle GO:0005819 298 4.15e-02 16

MF lactate dehydrogenase activity GO:0004457 6 2.35e-03 4

source term name
Gene Ontology (Molecular function)

term ID n. of
term
genes

corrected
p-value

B
C

E
LLS

T
C

E
LLS

MF L-lactate dehydrogenase activity GO:0004459 5 7.91e-04 4

MF RNA binding GO:0003723 1617 1.43e-02 48

MF poly(A) RNA binding GO:0044822 1176 2.48e-02 38

MF binding GO:0005488 13312 3.17e-04 239251

MF heterocyclic compound binding GO:1901363 5948 2.22e-03 129136

MF organic cyclic compound binding GO:0097159 6027 4.86e-03 129136

MF nucleoside phosphate binding GO:1901265 2385 1.92e-02 66

MF nucleotide binding GO:0000166 2384 1.89e-02 66

MF ribonucleotide binding GO:0032553 1891 2.23e-02 53

MF purine nucleotide binding GO:0017076 1887 4.45e-02 52

MF purine ribonucleotide binding GO:0032555 1874 3.67e-02 52

MF nucleoside binding GO:0001882 1850 1.18e-02 53

MF purine nucleoside binding GO:0001883 1843 1.06e-02 53

MF ribonucleoside binding GO:0032549 1843 2.30e-02 52

MF purine ribonucleoside binding GO:0032550 1840 2.20e-02 52

MF protein binding GO:0005515 8896 5.81e-06 184

MF purine ribonucleoside triphosphate binding GO:0035639 1831 1.91e-02 52

MF catalytic activity GO:0003824 5930 2.28e-05 124143

MF nucleoside-triphosphatase activity GO:0017111 761 4.36e-02 28

MF ribonuclease activity GO:0004540 99 1.33e-02 10

MF ribonuclease A activity GO:0004522 4 1.96e-04 4

MF transcription factor activity, RNA polymerase II core promoter sequence- ... GO:0000983 21 7.50e-05 7

MF transcription factor activity, RNA polymerase II core promoter sequenc ... GO:0001075 9 3.72e-04 5

keg Viral myocarditis KEGG:05416 56 1.72e-02 7

source term name
Biological pathways (KEGG)

term ID n. of
term
genes

corrected
p-value

B
C

E
LLS

T
C

E
LLS

keg HTLV-I infection KEGG:05166 258 4.24e-02 15

keg Herpes simplex infection KEGG:05168 183 1.49e-02 13

keg Autoimmune thyroid disease KEGG:05320 50 9.37e-04 8

keg Th1 and Th2 cell differentiation KEGG:04658 90 3.12e-04 11

keg Fc epsilon RI signaling pathway KEGG:04664 71 4.81e-03 8

keg Type I diabetes mellitus KEGG:04940 41 2.20e-03 7

keg Epstein-Barr virus infection KEGG:05169 202 1.08e-02 14

keg Natural killer cell mediated cytotoxicity KEGG:04650 129 4.30e-02 10

keg Allograft rejection KEGG:05330 35 7.33e-04 7

keg B cell receptor signaling pathway KEGG:04662 74 6.49e-03 8

keg Graft-versus-host disease KEGG:05332 37 1.08e-03 7

keg T cell receptor signaling pathway KEGG:04660 107 9.27e-03 10

keg Basal transcription factors KEGG:03022 44 3.09e-02 6



Supptbl19_PepTable_DiM1lbl_BvsTcells

Row

User 

Flag OK Cmpd. m/z meas. Mr calc. z ? m/z [ppm] RMS90 [ppm] Rt [min] Scores #Cmpds. Site [%] Rank P Sequence Modifications

1 false 766 701.443 700.4483 1 -17.98 118.2 28.67 15.3 (M:15.3) 1 3 1 K.EKGALK.Q Dimethyl: 1, 6

2 true 966 704.3739 703.3653 1 1.85 85.75 24.33 15.8 (M:15.8) 1 1 0 R.YGPPSR.R Dimethyl: 1

3 false 1855 704.4668 703.453 1 9.24 93.3 30.5 20.6 (M:20.6) 1 9 0 R.NIAAAGK.F Dimethyl:2H(4): 1; Dimethyl: 7

4 false 1855 704.4668 703.4666 1 -10.05 159.31 30.5 20.9 (M:20.9) 1 5 1 K.LLMKK.K Oxidation: 3; Dimethyl: 1, 4

5 true 1855 704.4668 703.4632 1 -5.26 114.77 30.5 31.2 (M:31.2) 2 1 0 R.LIFAGK.Q Dimethyl: 1, 6

6 false 1165 705.4204 704.4069 1 8.87 157.98 28.67 17.0 (M:17.0) 1 2 0 K.GTSGSLK.T Dimethyl: 1, 7

7 false 1831 705.4266 704.4221 1 -3.9 100.9 31.33 20.2 (M:20.2) 1 8 0 R.LEFLR.I Dimethyl: 1



8 false 1831 705.4266 704.4142 1 7.25 109.43 31.33 20.8 (M:20.8) 2 5 0 K.EILMK.R Oxidation: 4; Dimethyl: 1, 5

9 true 1814 705.4327 704.4221 1 4.7 67.14 31.67 27.4 (M:27.4) 3 1 0 K.EIFLR.E Dimethyl: 1

10 true 1814 705.4327 704.4221 1 4.7 67.14 31.67 27.4 (M:27.4) 3 1 0 K.EIFLR.E Dimethyl: 1

11 false 1814 705.4327 704.4221 1 4.7 119.29 31.67 15.1 (M:15.1) 1 8 0 R.EFLLR.V Dimethyl: 1

12 true 1814 705.4327 704.4221 1 4.7 67.14 31.67 27.4 (M:27.4) 3 1 0 K.EIFLR.E Dimethyl: 1

13 true 3180 706.4224 705.4323 1 -24.32 100.38 37 20.1 (M:20.1) 1 1 1 R.NNKDK.E Dimethyl:2H(4): 3; Dimethyl: 1, 5

14 true 3180 706.4224 705.4071 1 11.28 126.36 37 20.1 (M:20.1) 1 1 1 K.NNKDR.F Dimethyl:2H(4): 3; Dimethyl: 1



15 false 1239 706.4374 705.4323 1 -3.03 85.38 26.83 20.4 (M:20.4) 1 2 1 K.DDKLR.T Dimethyl:2H(4): 1; Dimethyl: 3

16 false 1239 706.4374 705.4323 1 -3.03 85.38 26.83 20.4 (M:20.4) 1 2 1 K.DDKIR.D Dimethyl:2H(4): 1; Dimethyl: 3

17 false 1239 706.4374 705.4323 1 -3.03 85.38 26.83 20.4 (M:20.4) 1 2 1 K.DDKIR.T Dimethyl:2H(4): 1; Dimethyl: 3

18 false 1239 706.4374 705.4323 1 -3.03 82.18 26.83 20.4 (M:20.4) 1 2 1 R.DDRLK.K Dimethyl:2H(4): 1; Dimethyl: 5

19 true 347 707.4124 706.4054 1 -0.32 70.91 21.5 21.9 (M:21.9) 2 1 0 K.FYPPK.I Dimethyl: 1, 5

20 false 3098 707.4605 706.4527 1 0.7 1350.64 51.17 15.6 (M:15.6) 1 2 0 K.TAVSAAK.A Dimethyl:2H(4): 7; Dimethyl: 1

21 false 1142 708.3949 707.3789 1 12.38 117.06 28 15.8 (M:15.8) 1 4 0 R.AMFALR.N



22 false 1017 709.3401 708.3443 1 -16.05 27.41 28 22.9 (M:22.9) 1 2 0 M.SEYIR.V Acetyl: 1

23 false 2125 709.4477 708.4472 1 -9.59 124.23 32.5 18.6 (M:18.6) 2 5 0 R.EFLLR.V Dimethyl:2H(4): 1

24 true 1832 709.4511 708.4472 1 -4.75 143.74 31.33 30.8 (M:30.8) 2 1 0 K.EIFLR.E Dimethyl:2H(4): 1

25 false 1832 709.4511 708.4472 1 -4.75 158.54 31.33 16.6 (M:16.6) 1 5 0 R.LEFLR.I Dimethyl:2H(4): 1

26 true 1832 709.4511 708.4472 1 -4.75 143.74 31.33 30.8 (M:30.8) 2 1 0 K.EIFLR.E Dimethyl:2H(4): 1

27 false 1832 709.4511 708.4394 1 6.33 149.68 31.33 15.2 (M:15.2) 1 9 0 K.EILMK.R

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 5

28 true 1832 709.4511 708.4472 1 -4.75 143.74 31.33 30.8 (M:30.8) 2 1 0 K.EIFLR.E Dimethyl:2H(4): 1



29 false 1455 712.4008 711.3956 1 -2.92 172.41 30.5 18.2 (M:18.2) 1 4 1 K.KDFFK.K Dimethyl: 5

30 false 756 712.4407 711.4279 1 7.71 139.63 26.33 15.1 (M:15.1) 1 6 0 R.ALDPIR.L Dimethyl: 1

31 false 989 713.3885 712.3694 1 16.6 194.12 27.5 15.1 (M:15.1) 1 6 0 K.TEFER.N Dimethyl:2H(4): 1

32 false 989 713.3885 712.3657 1 21.79 199.08 27.5 17.6 (M:17.6) 1 4 0 R.HPFER.I Dimethyl: 1

33 false 989 713.3885 712.3694 1 16.6 194.12 27.5 15.1 (M:15.1) 1 6 0 R.ETFER.I Dimethyl:2H(4): 1

34 false 1490 714.4511 713.4436 1 0.35 208.33 29.5 15.7 (M:15.7) 1 3 0 R.ALVLDR.L Dimethyl: 1

35 true 1524 714.4536 713.4436 1 3.86 215.18 30.5 27.8 (M:27.8) 2 1 0 K.DGLIIR.K Dimethyl: 1



36 true 852 715.3906 714.3813 1 2.79 78.92 27 26.1 (M:26.1) 1 1 0 R.LDFHR.E Dimethyl: 1

37 true 1281 715.418 714.4036 1 9.91 136.62 29.17 20.1 (M:20.1) 1 1 0 K.MFTIR.G Dimethyl:2H(4): 1; Oxidation: 1

38 true 1281 715.418 714.4003 1 14.62 202.07 29.17 20.1 (M:20.1) 1 1 0 R.FFVDR.D Dimethyl:2H(4): 1

39 true 1050 715.4221 714.4065 1 11.74 75.3 28 22.3 (M:22.3) 1 1 0 K.DLHFK.M Dimethyl: 1, 5

40 false 1050 715.4221 714.4024 1 17.37 83.62 28 18.6 (M:18.6) 1 2 0 K.DLGNLR.Y Dimethyl: 1

41 true 1050 715.4221 714.4065 1 11.74 75.3 28 22.3 (M:22.3) 1 1 0 K.DLHFK.M Dimethyl: 1, 5

42 false 1050 715.4221 714.4137 1 1.66 78.41 28 18.6 (M:18.6) 1 2 1 R.DLAGRR.V Dimethyl: 1



43 false 1050 715.4221 714.4137 1 1.66 78.41 28 18.6 (M:18.6) 1 2 1 R.DIQRR.K Dimethyl: 1

44 true 509 715.4299 714.4276 1 -6.88 172.81 26.67 26.6 (M:26.6) 1 1 0 M.AVQISK.K Acetyl: 1; Dimethyl: 6

45 false 509 715.4299 714.4388 1 -22.58 188.8 26.67 24.1 (M:24.1) 1 2 0 R.AIQLSR.D Dimethyl: 1

46 true 348 715.4623 714.4556 1 -0.77 146.16 21.5 17.0 (M:17.0) 1 1 0 K.FYPPK.I Dimethyl:2H(4): 1, 5

47 false 1470 716.3829 715.3865 1 -15.17 117.65 30.33 15.2 (M:15.2) 1 4 0 K.EVAELR.G

48 true 544 716.4107 715.4017 1 2.44 235.55 22.67 24.9 (M:24.9) 2 1 0 K.YGPPVR.T Dimethyl: 1

49 true 2030 717.4159 716.4159 1 -10.17 183.75 31.83 18.8 (M:18.8) 1 1 0 K.FSIYR.W Dimethyl:2H(4): 1



50 false 3592 718.4625 717.465 1 -13.56 173.51 43.33 16.0 (M:16.0) 1 10 1 K.HIKHK.F Dimethyl: 1, 5

51 false 3592 718.4625 717.465 1 -13.56 173.55 43.33 16.7 (M:16.7) 1 50 4 1 R.KHLHK.L Dimethyl: 1, 5

52 true 545 720.4364 719.4268 1 3.2 168.57 22.67 33.1 (M:33.1) 2 1 0 K.YGPPVR.T Dimethyl:2H(4): 1

53 true 583 721.4267 720.417 1 3.39 156.96 25.67 31.1 (M:31.1) 1 1 0 K.IIYER.A Dimethyl: 1

54 true 2350 722.3659 721.3429 1 21.86 86.47 34.17 18.6 (M:18.6) 1 1 1 -.MDSRK.L Acetyl: 1; Oxidation: 1; Dimethyl: 5

55 false 3275 722.3717 721.3581 1 8.76 240.65 40.17 16.0 (M:16.0) 1 4 0 -.MNFLR.G Acetyl: 1

56 true 1882 723.4253 722.4149 1 4.29 182.05 31.17 33.2 (M:33.2) 1 1 0 -.MIIYR.D Dimethyl: 1



57 true 2394 723.4417 722.4367 1 -3.1 106.59 33.17 34.0 (M:34.0) 2 1 0 K.YLPFK.V Dimethyl: 1, 5

58 true 1078 723.4716 722.4567 1 10.56 91.01 27.83 19.3 (M:19.3) 1 1 0 K.DLHFK.M Dimethyl:2H(4): 1, 5

59 true 1078 723.4716 722.4567 1 10.56 91.01 27.83 19.3 (M:19.3) 1 1 0 K.DLHFK.M Dimethyl:2H(4): 1, 5

60 true 2362 724.4243 723.4068 1 14.12 119.2 36.67 25.4 (M:25.4) 2 1 0 R.NLFFR.V Dimethyl: 1

61 true 1485 725.389 724.3908 1 -12.54 229.65 29.5 20.7 (M:20.7) 1 1 0 R.FFEVR.R Dimethyl: 1

62 true 1962 725.3982 724.3829 1 10.93 225.4 31.83 23.6 (M:23.6) 1 1 0 R.EVFMK.L Oxidation: 4; Dimethyl: 1, 5

63 true 584 725.4532 724.4421 1 5.2 180.19 25.67 24.3 (M:24.3) 1 1 0 K.IIYER.A Dimethyl:2H(4): 1



64 false 584 725.4532 724.4309 1 20.68 189.26 25.67 15.2 (M:15.2) 1 4 0 K.LFEEK.V Dimethyl:2H(4): 1; Dimethyl: 5

65 true 2301 725.4563 724.4523 1 -4.62 105.63 32.67 22.0 (M:22.0) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

66 true 2301 725.4563 724.4523 1 -4.62 105.63 32.67 22.0 (M:22.0) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

67 true 2301 725.4563 724.4523 1 -4.62 105.63 32.67 22.0 (M:22.0) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

68 true 2301 725.4563 724.4523 1 -4.62 105.63 32.67 22.0 (M:22.0) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

69 false 1704 726.4502 725.4436 1 -0.86 189.36 30.5 15.5 (M:15.5) 1 2 0 K.LLTSHK.R Dimethyl: 6

70 true 1224 727.4105 726.4065 1 -4.47 141.65 27.5 24.6 (M:24.6) 3 1 0 R.FIYTR.E Dimethyl: 1



71 true 1601 727.4425 726.44 1 -6.59 111.65 29.33 26.4 (M:26.4) 2 1 0 -.MIIYR.D Dimethyl:2H(4): 1

72 false 1601 727.4425 726.4214 1 19.01 212.17 29.33 18.6 (M:18.6) 1 2 0 R.VSNGYK.I Dimethyl:2H(4): 1; Dimethyl: 6

73 false 894 728.4256 727.4163 1 2.8 29.49 25.83 16.3 (M:16.3) 1 2 1 -.MHIRK.A Oxidation: 1; Dimethyl: 1

74 true 1735 728.4468 727.4319 1 10.4 180.38 36.83 23.3 (M:23.3) 1 1 0 R.NLFFR.V Dimethyl:2H(4): 1

75 false 1833 728.4654 727.4592 1 -1.46 259.54 31 25.4 (M:25.4) 1 3 0 K.GGANLIK.E Dimethyl: 1, 7

76 true 2080 728.4681 727.4592 1 2.21 205.15 32.17 30.9 (M:30.9) 2 1 0 K.AVEILR.T Dimethyl: 1

77 false 2080 728.4681 727.4592 1 2.21 198.99 32.17 21.1 (M:21.1) 2 4 0 R.IVDILR.G



78 true 2080 728.4681 727.4592 1 2.21 219.8 32.17 30.9 (M:30.9) 2 1 1 -.RELLK.Q Acetyl: 1; Dimethyl: 5

79 false 2080 728.4681 727.4592 1 2.21 177.15 32.17 19.9 (M:19.9) 2 6 0 R.ELGLIR.K Dimethyl: 1

80 true 1632 728.4771 727.4844 1 -19.99 237.89 30.17 17.2 (M:17.2) 1 1 0 R.AVELIK.Q Dimethyl: 1, 6

81 true 854 729.4041 728.397 1 -0.17 189.16 26.83 22.1 (M:22.1) 1 1 0 K.FEIHR.C Dimethyl: 1

82 true 1529 729.4147 728.4159 1 -11.64 237.61 29.5 19.7 (M:19.7) 1 1 0 R.FFEVR.R Dimethyl:2H(4): 1

83 true 1280 729.4168 728.4181 1 -11.72 133.62 27.17 17.9 (M:17.9) 1 1 0 K.EAAAIAR.Y Dimethyl: 1

84 false 1280 729.4168 728.4181 1 -11.72 134.47 27.17 15.8 (M:15.8) 1 3 0 K.ELKPSR.N



85 true 1963 729.4213 728.4081 1 8.21 296.69 31.83 26.0 (M:26.0) 1 1 0 R.EVFMK.L

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 5

86 true 3030 729.4329 728.4181 1 10.39 192.41 38 15.8 (M:15.8) 1 1 0 K.IANDIR.F Dimethyl: 1

87 true 472 729.4336 728.4255 1 1.1 212.04 26.33 26.7 (M:26.7) 2 1 0 K.NAPMLK.S Dimethyl: 1, 6

88 false 589 729.4341 728.4432 1 -22.46 192.1 26 25.2 (M:25.2) 2 4 0 K.NVDILK.D Dimethyl: 6

89 true 838 730.4738 729.4687 1 -2.96 246.18 26.67 16.8 (M:16.8) 1 1 0 K.IAPELR.E Dimethyl:2H(4): 1

90 true 4 731.4077 730.3974 1 4.25 224.93 19.67 47.8 (M:47.8) 1 1 0 R.IAGEASR.L Dimethyl: 1

91 false 4 731.4077 730.4047 1 -5.86 198.62 19.67 21.4 (M:21.4) 1 5 0 R.LVGMPAK.R Oxidation: 4



92 false 713 731.4366 730.4225 1 9.26 297.2 26.5 15.7 (M:15.7) 2 3 1 K.DILKDK.G

93 false 1225 731.4368 730.4203 1 12.6 247.21 27.5 16.9 (M:16.9) 2 4 0 K.FFETK.L Dimethyl:2H(4): 1; Dimethyl: 5

94 false 6 731.4416 730.4316 1 3.74 328.77 19.83 16.8 (M:16.8) 1 4 0 K.FITYR.S Dimethyl:2H(4): 1

95 true 6 731.4416 730.4316 1 3.74 282.04 19.83 30.0 (M:30.0) 2 1 0 R.FIYTR.E Dimethyl:2H(4): 1

96 false 1282 732.4212 731.4 1 18.98 219.1 29.17 17.9 (M:17.9) 1 2 0 K.MLDGLR.K Dimethyl: 1

97 true 1282 732.4212 731.4218 1 -10.76 177.61 29.17 20.0 (M:20.0) 1 1 0 K.DGFIPK.N Dimethyl: 1, 6

98 true 901 732.4324 731.4218 1 4.53 240.2 27 32.1 (M:32.1) 1 1 0 R.GFVPEK.N Dimethyl: 1, 6



99 false 901 732.4324 731.4268 1 -2.36 202.33 27 19.6 (M:19.6) 1 4 0 R.LWPER.A Dimethyl:2H(4): 1

100 false 901 732.4324 731.4364 1 -15.41 204.06 27 16.8 (M:16.8) 1 5 0 R.ISMIIR.D

101 false 895 732.4443 731.438 1 -1.44 113.2 25.83 17.9 (M:17.9) 1 2 0 R.FHIQR.N Dimethyl:2H(4): 1

102 false 895 732.4443 731.438 1 -1.44 113.2 25.83 17.9 (M:17.9) 1 2 0 R.FHIQR.N Dimethyl:2H(4): 1

103 true 895 732.4443 731.4302 1 9.3 75.93 25.83 18.0 (M:18.0) 1 1 0 K.MHLAGK.T

Dimethyl:2H(4): 1; Oxidation: 1; 

Dimethyl: 6

104 false 980 733.4226 732.4283 1 -17.67 195.21 30 17.7 (M:17.7) 1 3 0 R.VAAAFAR.S Dimethyl: 1

105 true 855 733.4304 732.4221 1 1.4 84.56 26.83 32.3 (M:32.3) 1 1 0 K.FEIHR.C Dimethyl:2H(4): 1



106 true 1289 734.343 733.3429 1 -9.77 162.93 29.33 17.7 (M:17.7) 1 1 0 -.MSGAGNK.R Acetyl: 1; Dimethyl: 7

107 true 1493 734.4288 733.4374 1 -21.65 196.67 30.33 32.2 (M:32.2) 1 1 0 K.GVFEVK.S Dimethyl: 1, 6

108 false 1049 734.4611 733.471 1 -23.44 198.36 28.67 17.7 (M:17.7) 1 2 0 K.ALMVPK.D

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 6

109 true 1049 734.4611 733.4487 1 6.97 221.46 28.67 45.4 (M:45.4) 1 1 0 M.ALHVPK.A Acetyl: 1; Dimethyl: 6

110 true 3 735.434 734.4225 1 5.77 276.93 19.67 35.1 (M:35.1) 2 1 0 R.IAGEASR.L Dimethyl:2H(4): 1

111 true 1202 736.3952 735.3915 1 -4.87 162.44 26.67 34.4 (M:34.4) 3 1 0 K.DIAAYR.A Dimethyl: 1

112 true 1202 736.3952 735.3915 1 -4.87 162.44 26.67 34.4 (M:34.4) 3 1 0 K.DIAAYR.A Dimethyl: 1



113 false 616 736.4012 735.3803 1 18.49 388.4 26.33 17.8 (M:17.8) 1 3 0 K.DYLAAIA.-

114 false 1283 736.4123 735.3915 1 18.28 257.07 29.67 21.9 (M:21.9) 1 2 0 R.DSVFLR.F

115 false 1283 736.4123 735.4167 1 -15.88 305.88 29.67 18.9 (M:18.9) 1 5 0 K.ITDFIK.F

116 false 1283 736.4123 735.4167 1 -15.88 466.82 29.67 16.5 (M:16.5) 1 8 0 K.DLTFLK.E

117 true 1394 736.4702 735.4581 1 6.52 113.25 28.5 22.9 (M:22.9) 1 1 0 K.YLGVPR.Y Dimethyl:2H(4): 1

118 true 6 737.3611 736.3504 1 4.65 324.93 20.5 26.0 (M:26.0) 2 1 0 K.GNYAER.V Dimethyl: 1

119 false 2610 738.3629 737.3629 1 -9.87 433.45 40 15.7 (M:15.7) 1 3 0 K.SSEMTK.N Dimethyl: 1, 6



120 false 692 738.4524 737.4436 1 2.15 230.91 26.17 21.5 (M:21.5) 1 2 0 K.DLPLPR.F Dimethyl: 1

121 false 692 738.4524 737.4436 1 2.15 257.69 26.17 16.0 (M:16.0) 1 3 0 R.VEPPLR.A Dimethyl: 1

122 false 1262 739.3976 738.3986 1 -11.18 194.52 28.33 17.7 (M:17.7) 1 3 0 R.EFMIK.T Oxidation: 3; Dimethyl: 1, 5

123 true 1262 739.3976 738.3734 1 22.84 227.23 28.33 26.7 (M:26.7) 1 1 0 K.EFIMR.C Oxidation: 4; Dimethyl: 1

124 false 1262 739.3976 738.3884 1 2.64 45.43 28.33 15.1 (M:15.1) 1 7 0 R.EVGQMK.L Dimethyl:2H(4): 1; Oxidation: 5

125 true 2889 739.4455 738.4428 1 -6.2 88.79 36 32.1 (M:32.1) 1 1 0 R.YFLLR.A Dimethyl: 1

126 true 95 740.4146 739.4017 1 7.55 251.19 20.5 16.9 (M:16.9) 1 1 0 R.FIYNR.V Dimethyl: 1



127 true 1158 740.4213 739.4166 1 -3.59 166.94 26.67 47.3 (M:47.3) 3 1 0 K.DIAAYR.A Dimethyl:2H(4): 1

128 true 1158 740.4213 739.4166 1 -3.59 166.94 26.67 47.3 (M:47.3) 3 1 0 K.DIAAYR.A Dimethyl:2H(4): 1

129 true 1358 740.434 739.4418 1 -20.32 279.83 29.67 16.5 (M:16.5) 1 1 0 K.DSIFVK.I Dimethyl:2H(4): 6

130 true 902 740.4797 739.472 1 0.58 285.35 27 18.7 (M:18.7) 1 1 0 R.GFVPEK.N Dimethyl:2H(4): 1, 6

131 true 1199 740.4874 739.4844 1 -5.71 229.6 28 32.9 (M:32.9) 1 1 0 R.VIEVPK.V Dimethyl: 1, 6

132 true 797 741.3765 740.3606 1 11.66 336.39 27.33 26.2 (M:26.2) 2 1 0 R.NFNYR.R Dimethyl: 1

133 true 7 741.3837 740.3755 1 1.25 344.56 20.33 20.5 (M:20.5) 1 1 0 K.GNYAER.V Dimethyl:2H(4): 1



134 true 2622 741.439 740.4221 1 13.03 208.68 36.5 18.4 (M:18.4) 1 1 1 R.KGSFFK.Q Dimethyl: 6

135 true 693 741.4605 740.4545 1 -1.73 148.35 25.17 32.0 (M:32.0) 2 1 0 R.QLPVTR.T Dimethyl: 1

136 true 693 741.4605 740.4545 1 -1.73 148.35 25.17 32.0 (M:32.0) 2 1 0 R.QLPVTR.T Dimethyl: 1

137 false 693 741.4605 740.4545 1 -1.73 134.63 25.17 27.8 (M:27.8) 1 2 0 K.QLLPSR.Y Dimethyl: 1

138 true 3002 742.3733 741.3697 1 -4.96 173.77 35.83 48.8 (M:48.8) 6 1 0 R.TLYGFGG.- Dimethyl: 1

139 false 2233 742.4289 741.4061 1 20.85 265.23 35.5 18.9 (M:18.9) 1 2 0 K.YTVFGK.V Dimethyl: 6

140 true 851 742.4389 741.4286 1 4.08 196.34 25.67 31.0 (M:31.0) 3 1 0 K.HVVFGR.V Dimethyl: 1



141 false 491 742.4592 741.4385 1 18.16 193.97 27.17 15.1 (M:15.1) 1 3 0 M.AAAGALAK.H Acetyl: 1; Dimethyl: 8

142 true 3272 743.344 742.3328 1 5.25 220.62 40.5 19.6 (M:19.6) 2 1 0 R.FMMMR.A Dimethyl: 1

143 true 901 743.3996 742.3974 1 -6.82 65.94 27.33 21.0 (M:21.0) 1 1 0 M.AGEVIGR.T Acetyl: 1

144 false 2474 743.4278 742.4337 1 -17.82 115.12 39 22.1 (M:22.1) 3 5 0 R.AAEILAR.D

145 false 894 743.4438 742.4411 1 -6.22 103.37 26.83 22.4 (M:22.4) 5 4 0 K.CGLPIK.M Carbamidomethyl: 1; Dimethyl: 1, 6

146 false 668 743.4474 742.445 1 -6.52 321.4 26.83 23.4 (M:23.4) 5 4 1 K.QQKIAR.L

147 true 668 743.4474 742.4337 1 8.59 322.61 26.83 34.1 (M:34.1) 7 1 0 K.DIQLAR.R Dimethyl: 1



148 false 1028 743.4502 742.445 1 -2.73 268.03 27.67 20.0 (M:20.0) 1 7 1 R.EARLAR.G Dimethyl: 1

149 false 1028 743.4502 742.445 1 -2.73 276.72 27.67 17.9 (M:17.9) 1 9 1 R.LDRLAR.V

150 false 2890 743.4708 742.4701 1 -8.9 66.11 36 20.9 (M:20.9) 1 2 1 R.DKVLIR.I

151 false 2873 743.4758 742.4589 1 12.9 277.85 37.83 22.9 (M:22.9) 1 6 0 K.LNDLIK.R Dimethyl: 6

152 false 2873 743.4758 742.4589 1 12.9 37.83 21.6 (M:21.6) 1 9 0 R.SSLPALK.K Dimethyl: 1

153 true 2873 743.4758 742.468 1 0.71 273.23 37.83 31.4 (M:31.4) 2 1 0 R.YFLLR.A Dimethyl:2H(4): 1

154 false 1336 744.4673 743.4541 1 7.94 508.62 28.83 16.7 (M:16.7) 1 3 1 R.GSKSPLK.R Dimethyl: 7



155 false 1108 744.4684 743.4704 1 -12.53 129.58 28 20.6 (M:20.6) 1 8 1 K.AAPARAR.L Dimethyl:2H(4): 1

156 true 1108 744.4684 743.4615 1 -0.6 140.22 28 49.5 (M:49.5) 7 1 0 R.VTIMPK.D Dimethyl: 1, 6

157 false 2019 744.4728 743.4592 1 8.52 213.07 32.67 16.6 (M:16.6) 1 6 0 R.IPVNNR.F Dimethyl:2H(4): 1

158 true 628 745.3992 744.3857 1 8.38 299.81 27.17 27.5 (M:27.5) 2 1 0 R.NFNYR.R Dimethyl:2H(4): 1

159 true 1275 745.4036 744.413 1 -22.31 133.63 29.17 15.8 (M:15.8) 2 1 0 M.SGIALSR.L Acetyl: 1

160 true 750 745.4211 744.413 1 1.17 112.81 25 16.3 (M:16.3) 1 1 0 K.DSAGVIR.S Dimethyl: 1

161 true 1816 745.4237 744.4108 1 7.52 282.41 31.83 19.0 (M:19.0) 1 1 0 R.FDLYR.A Dimethyl:2H(4): 1



162 true 1816 745.4237 744.4108 1 7.52 282.41 31.83 19.0 (M:19.0) 1 1 0 R.FDIYR.K Dimethyl:2H(4): 1

163 false 959 745.4377 744.4432 1 -17.19 163.11 27.67 15.6 (M:15.6) 1 4 0 K.NVHSTK.F Dimethyl:2H(4): 1; Dimethyl: 6

164 true 463 745.4814 744.4618 1 16.5 240.72 22.17 19.4 (M:19.4) 1 1 1 K.LCKHK.S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 3; Dimethyl: 5

165 true 728 745.4836 744.4796 1 -4.37 121.42 25.17 33.2 (M:33.2) 2 1 0 R.QLPVTR.T Dimethyl:2H(4): 1

166 true 728 745.4836 744.4796 1 -4.37 121.42 25.17 33.2 (M:33.2) 2 1 0 R.QLPVTR.T Dimethyl:2H(4): 1

167 false 473 745.4856 744.4796 1 -1.65 192.05 25.33 16.9 (M:16.9) 1 4 0 K.QLLPSR.Y Dimethyl:2H(4): 1

168 true 3003 746.3992 745.3948 1 -3.95 143.27 35.83 48.8 (M:48.8) 7 1 0 R.TLYGFGG.- Dimethyl:2H(4): 1



169 false 1596 746.4247 745.4334 1 -21.45 247.36 30.17 21.4 (M:21.4) 1 2 0 K.IGNASTK.R Dimethyl: 1, 7

170 true 2811 746.4494 745.4408 1 1.78 97.49 39.83 36.0 (M:36.0) 4 1 0 K.ITIMPK.H Oxidation: 4; Dimethyl: 6

171 true 1648 746.4652 745.4537 1 5.63 237.62 35.5 27.1 (M:27.1) 5 1 0 K.HVVFGR.V Dimethyl:2H(4): 1

172 false 722 747.4201 746.4109 1 2.61 251.68 26.67 15.4 (M:15.4) 1 2 0 K.NLMVSR.G Dimethyl: 1

173 true 453 747.4205 746.3997 1 18.11 117.51 23.83 15.2 (M:15.2) 1 1 0 R.VCLVEK.A Carbamidomethyl: 2

174 true 1508 747.4428 746.436 1 -0.71 195.84 30.83 19.6 (M:19.6) 1 1 0 K.ICVVTK.D Carbamidomethyl: 2; Dimethyl: 6

175 false 1508 747.4428 746.4174 1 24.21 193.12 30.83 16.6 (M:16.6) 1 4 0 K.VTDQTK.S Dimethyl: 1, 6



176 false 1508 747.4428 746.4174 1 24.21 149.86 30.83 16.6 (M:16.6) 1 4 1 R.EEGKTK.N Dimethyl: 1, 6

177 false 2475 747.45 746.4327 1 13.43 190.2 39 15.5 (M:15.5) 1 8 0 R.FPLTNK.E Dimethyl: 6

178 false 2475 747.45 746.4473 1 -6.11 189.48 39 22.6 (M:22.6) 1 3 1 R.MLAIKR.C Oxidation: 1

179 true 1243 747.463 746.4588 1 -4.14 195.29 27.17 33.7 (M:33.7) 9 1 0 K.DIQLAR.R Dimethyl:2H(4): 1

180 true 574 747.4667 746.4476 1 15.75 196.25 27.67 17.4 (M:17.4) 1 1 0 K.DPSAVAK.H Dimethyl:2H(4): 1; Dimethyl: 7

181 false 1029 747.4739 746.4724 1 -7.82 243.17 27.67 19.2 (M:19.2) 5 9 1 R.MLIKAK.M Oxidation: 1; Dimethyl: 6

182 false 1029 747.4739 746.4724 1 -7.82 277.54 27.67 28.5 (M:28.5) 5 6 1 K.MIKALK.L Oxidation: 1; Dimethyl: 6



183 false 1925 748.4338 747.4313 1 -6.38 323.9 31.67 19.9 (M:19.9) 1 9 0 K.LMATLR.N Oxidation: 2; Dimethyl: 1

184 true 1925 748.4338 747.4279 1 -1.88 338.7 31.67 35.3 (M:35.3) 3 1 0 R.IFDLGR.K Dimethyl: 1

185 false 1925 748.4338 747.4313 1 -6.38 323.9 31.67 19.9 (M:19.9) 1 9 0 K.LMATLR.N Oxidation: 2; Dimethyl: 1

186 true 510 748.4343 747.4279 1 -1.15 248 26.67 20.5 (M:20.5) 2 1 0 K.NVANFK.K Dimethyl: 1, 6

187 false 510 748.4343 747.4279 1 -1.15 297.27 26.67 17.5 (M:17.5) 2 2 0 R.NVNVFK.F Dimethyl: 6

188 false 2156 748.4348 747.4429 1 -20.51 32.67 28.1 (M:28.1) 1 2 0 K.LNLDNK.D Dimethyl:2H(4): 1

189 true 1019 748.4359 747.4279 1 0.98 334.07 27.5 32.2 (M:32.2) 1 1 0 R.FVEIGR.I Dimethyl: 1



190 false 1166 748.4555 747.4564 1 -11.01 252.17 28.67 18.2 (M:18.2) 1 3 1 R.LMEKK.F Oxidation: 2; Dimethyl: 1, 4, 5

191 true 3078 748.4747 747.4643 1 4.12 165.62 37.67 28.9 (M:28.9) 2 1 0 R.FLTIVR.H

192 false 3078 748.4747 747.4531 1 19.13 207.08 37.67 26.3 (M:26.3) 1 86.45 2 0 R.DVFLVK.E Dimethyl: 6

193 true 2250 748.4773 747.4531 1 22.61 298.44 33.67 34.5 (M:34.5) 1 1 0 K.LDGFIK.S Dimethyl: 1, 6

194 false 2598 748.482 747.4683 1 8.54 254.89 36.17 15.2 (M:15.2) 1 7 0 K.FWIVK.N Dimethyl: 1, 5

195 false 2598 748.482 747.4792 1 -6.04 233.98 36.17 15.7 (M:15.7) 1 5 0 R.DLITVR.V Dimethyl:2H(4): 1

196 true 1745 749.4745 748.4611 1 8.14 288.54 31.33 23.2 (M:23.2) 1 1 0 R.YLDFK.V Dimethyl:2H(4): 1, 5



197 true 896 750.4213 749.4146 1 -0.73 269.92 25.83 23.4 (M:23.4) 2 1 0 R.MFAPTK.T Dimethyl: 1, 6

198 false 1597 750.4508 749.4585 1 -19.99 337.22 30.17 23.0 (M:23.0) 1 4 0 K.IGNASTK.R Dimethyl:2H(4): 1; Dimethyl: 7

199 false 666 752.439 751.4341 1 -3.08 275.62 25.83 21.6 (M:21.6) 1 2 0 K.EGIHIR.L Dimethyl: 1

200 false 666 752.439 751.4341 1 -3.08 276.12 25.83 16.5 (M:16.5) 1 4 0 R.AEVHLR.K Dimethyl: 1

201 true 1853 752.4627 751.453 1 3.2 342.68 32 27.5 (M:27.5) 3 1 0 R.IFDLGR.K Dimethyl:2H(4): 1

202 true 1020 752.4684 751.453 1 10.77 381.93 27.5 36.1 (M:36.1) 1 1 0 R.FVEIGR.I Dimethyl:2H(4): 1

203 false 1004 752.4747 751.4816 1 -18.74 380.2 28.67 20.7 (M:20.7) 1 2 1 R.LMEKK.F

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 4, 5



204 true 1004 752.4747 751.453 1 19.16 400.86 28.67 21.3 (M:21.3) 1 1 0 R.FLEGVR.N Dimethyl:2H(4): 1

205 false 1738 753.42 752.4003 1 16.41 118.29 30 17.1 (M:17.1) 1 4 1 K.FAMKTR.Q

206 false 1738 753.42 752.4221 1 -12.5 69.73 30 15.6 (M:15.6) 1 7 0 R.QFQFK.A Dimethyl: 1, 5

207 false 1738 753.42 752.4221 1 -12.5 28.23 30 15.8 (M:15.8) 1 6 1 K.QFQKF.- Dimethyl: 1, 4

208 true 1738 753.42 752.4255 1 -16.98 31.98 30 25.3 (M:25.3) 1 90.3 1 1 R.MKQFK.D Oxidation: 1; Dimethyl: 2, 5

209 false 1738 753.42 752.4218 1 -12.08 134.02 30 21.1 (M:21.1) 1 2 0 R.DSSGVTK.S Dimethyl:2H(4): 1; Dimethyl: 7

210 false 1155 754.4898 753.5 1 -23.22 349.45 27.83 20.4 (M:20.4) 1 3 0 K.VIEPLK.D Dimethyl: 1, 6



211 true 1155 754.4898 753.4749 1 10.12 392.02 27.83 23.5 (M:23.5) 1 1 0 R.LVEPLR.A Dimethyl: 1

212 true 1167 755.481 754.4814 1 -10.1 167.63 28.67 24.5 (M:24.5) 1 1 1 K.TRIIPR.H

213 true 3120 756.3885 755.3926 1 -15 269.18 37.83 16.9 (M:16.9) 2 1 1 K.THEKNK.E

214 true 1938 756.405 755.404 1 -8.31 496.81 33.33 16.1 (M:16.1) 1 1 0 K.CFFVK.F Carbamidomethyl: 1; Dimethyl: 1, 5

215 false 1917 756.4544 755.4654 1 -24.06 163.01 33 20.4 (M:20.4) 1 3 0 K.LGGQLLR.A

216 false 697 756.4713 755.4654 1 -1.77 256 28.83 23.5 (M:23.5) 2 2 0 K.NINIVR.K Dimethyl: 1

217 true 511 756.474 755.4781 1 -15.04 269.39 26.67 16.4 (M:16.4) 1 1 0 K.NVANFK.K Dimethyl:2H(4): 1, 6



218 false 1050 756.4838 755.4905 1 -18.46 229.4 28.67 17.6 (M:17.6) 1 3 0 K.IANAIVK.A Dimethyl: 7

219 false 2272 756.4903 755.5018 1 -24.81 248.71 32.83 17.7 (M:17.7) 1 4 1 R.RVNALK.N Dimethyl: 1, 6

220 true 2272 756.4903 755.4905 1 -9.96 309.68 32.83 24.9 (M:24.9) 1 1 0 K.VLIDIR.E Dimethyl: 1

221 false 2272 756.4903 755.4905 1 -9.96 280.73 32.83 17.9 (M:17.9) 1 3 0 R.IVDILR.G Dimethyl: 1

222 false 2272 756.4903 755.4843 1 -1.77 270.21 32.83 16.7 (M:16.7) 1 7 0 R.ADHLLK.A Dimethyl:2H(4): 1; Dimethyl: 6

223 true 578 757.4308 756.413 1 13.93 104.19 24.33 16.8 (M:16.8) 1 1 0 K.TDAIPGR.L Dimethyl: 1

224 true 1116 757.4338 756.4283 1 -2.27 263.98 28.83 31.8 (M:31.8) 1 1 0 R.NPVFPR.F Dimethyl: 1



225 false 1017 758.4382 757.4334 1 -3.33 136.65 26 16.5 (M:16.5) 1 9 0 K.AIADNVK.D Dimethyl: 7

226 false 1017 758.4382 757.4446 1 -18.14 185.82 26 17.2 (M:17.2) 1 7 1 R.NIKEAR.E Dimethyl: 1

227 false 1017 758.4382 757.4446 1 -18.14 111.22 26 19.0 (M:19.0) 1 3 0 K.TAGINVR.K Dimethyl: 1

228 true 1284 758.46 757.4446 1 10.66 244.06 29.17 15.1 (M:15.1) 1 1 0 R.NNITLR.W Dimethyl: 1

229 false 475 758.4715 757.4698 1 -7.37 234.18 26.33 17.3 (M:17.3) 1 3 0 R.NINITK.D Dimethyl: 1, 6

230 true 593 758.4752 757.481 1 -17.33 161.98 26.17 17.8 (M:17.8) 1 1 1 K.KIQITR.I

231 true 1591 758.4794 757.4586 1 17.85 306.81 30 40.2 (M:40.2) 1 1 0 K.LDEILK.E Dimethyl: 6



232 true 351 759.4477 758.4439 1 -4.59 229.48 21.5 26.0 (M:26.0) 1 1 0 R.FLAQPR.Q Dimethyl: 1

233 true 923 759.4569 758.4588 1 -12.13 164.1 26.33 24.8 (M:24.8) 2 1 0 R.DAGLPVR.D Dimethyl:2H(4): 1

234 false 1323 760.4277 759.4378 1 -22.9 281.75 28.67 21.9 (M:21.9) 1 2 0 K.LEETIK.S Dimethyl: 6

235 true 1320 760.467 759.4564 1 4.3 204.39 28 34.0 (M:34.0) 7 1 0 R.VTIMPK.D Oxidation: 4; Dimethyl: 1, 6

236 false 1320 760.467 759.4503 1 12.44 212.39 28 19.1 (M:19.1) 3 6 0 K.VPEMPK.K Dimethyl:2H(4): 1; Dimethyl: 6

237 false 1320 760.467 759.4429 1 22.17 270.05 28 22.0 (M:22.0) 1 3 0 K.VPLEDR.V Dimethyl:2H(4): 1

238 false 1885 760.4808 759.4677 1 7.73 232.71 32.83 19.8 (M:19.8) 1 7 0 R.ISMIIR.D Dimethyl: 1



239 false 1885 760.4808 759.4792 1 -7.48 175.99 32.83 16.6 (M:16.6) 1 10 1 K.GKNEPK.A Dimethyl:2H(4): 2; Dimethyl: 1, 6

240 false 1885 760.4808 759.4854 1 -15.62 228.31 32.83 20.2 (M:20.2) 1 5 1 K.SSLIGKK.K Dimethyl: 7

241 true 818 760.4898 759.4905 1 -10.46 298.96 28.83 39.4 (M:39.4) 1 1 0 K.NINIVR.K Dimethyl:2H(4): 1

242 false 25 761.4406 760.4265 1 8.92 345.17 21.67 15.8 (M:15.8) 1 2 1 K.SPMVRK.F Oxidation: 3; Dimethyl: 1

243 true 579 761.4552 760.4381 1 12.83 168.46 24.33 15.3 (M:15.3) 1 1 0 K.TDAIPGR.L Dimethyl:2H(4): 1

244 true 1118 761.4573 760.4534 1 -4.32 378.87 28.83 24.9 (M:24.9) 1 1 0 R.NPVFPR.F Dimethyl:2H(4): 1

245 false 1618 761.4818 760.4629 1 15.18 323.05 31.5 16.3 (M:16.3) 1 9 1 K.ARMSLK.D Dimethyl: 1, 6



246 false 1561 761.4875 760.4629 1 22.73 273.06 30.67 21.9 (M:21.9) 1 9 1 R.MSKVLR.S Dimethyl: 1

247 false 1561 761.4875 760.4629 1 22.73 343.12 30.67 22.8 (M:22.8) 1 7 1 K.VKMALR.T Oxidation: 3; Dimethyl: 2

248 false 1560 761.4894 760.4959 1 -18.15 416.3 29.83 28.5 (M:28.5) 2 2 1 K.RVVFLK.Q

249 false 1560 761.4894 760.4959 1 -18.15 343.58 29.83 27.9 (M:27.9) 1 62.4 3 1 R.KVFLAR.D Dimethyl: 1

250 true 1560 761.4894 760.4847 1 -3.4 347.6 29.83 45.5 (M:45.5) 3 1 0 K.QAFVLK.E Dimethyl: 1, 6

251 false 1876 762.49 761.4949 1 -15.95 504.9 31.33 17.0 (M:17.0) 1 6 0 R.LASNVAK.R Dimethyl:2H(4): 1; Dimethyl: 7

252 false 1876 762.49 761.4949 1 -15.95 504.9 31.33 17.0 (M:17.0) 1 6 0 R.LASNVAK.R Dimethyl:2H(4): 1; Dimethyl: 7



253 true 7 763.42 762.4098 1 3.74 292.89 19.83 38.5 (M:38.5) 2 1 0 K.QGFPMK.Q Dimethyl: 1, 6

254 false 2158 763.4226 762.4137 1 2.19 291.41 33 25.6 (M:25.6) 2 3 1 K.GRFQQK.Q

255 false 2158 763.4226 762.431 1 -20.46 384.3 33 20.4 (M:20.4) 1 5 1 R.DMKTLK.K Dimethyl: 1

256 true 594 763.4493 762.4388 1 4.24 389.29 26.17 16.5 (M:16.5) 1 1 0 K.QIYVGR.A Dimethyl: 1

257 true 1200 763.4499 762.4276 1 19.73 360.86 29 38.4 (M:38.4) 1 1 0 R.NFLGEK.Y Dimethyl: 1, 6

258 false 1200 763.4499 762.4538 1 -14.55 308.13 29 19.4 (M:19.4) 1 10 1 R.EKAVER.R Dimethyl:2H(4): 2

259 true 725 764.3778 763.3737 1 -4.22 328.78 26.67 19.5 (M:19.5) 1 1 0 R.NCWPR.V

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1



260 false 1385 764.3836 763.3647 1 15.26 260.11 29.83 22.4 (M:22.4) 1 3 0 R.GCISGSR.A Carbamidomethyl: 2; Dimethyl: 1

261 false 1385 764.3836 763.3865 1 -13.23 219.44 29.83 21.9 (M:21.9) 1 4 0 R.DAFDLR.M Dimethyl: 1

262 false 1018 764.4757 763.4742 1 -7.52 199.42 26 15.9 (M:15.9) 1 9 1 K.DKVQSK.I Dimethyl:2H(4): 1; Dimethyl: 6

263 true 1018 764.4757 763.4854 1 -22.22 179.11 26 25.6 (M:25.6) 1 1 1 R.SRNTVK.M Dimethyl:2H(4): 1; Dimethyl: 6

264 true 3352 766.4144 765.4021 1 6.55 128.95 38.33 24.0 (M:24.0) 1 1 0 K.ITSDFR.I Dimethyl: 1

265 false 353 767.4675 766.4411 1 24.9 218.74 21.67 15.7 (M:15.7) 1 2 1 K.KIMFGK.K Oxidation: 3; Dimethyl: 6

266 true 853 767.4703 766.4639 1 -1.16 174.5 25.67 26.3 (M:26.3) 2 1 0 K.QIYVGR.A Dimethyl:2H(4): 1



267 true 1137 768.401 767.4 1 -8.14 548.24 28.83 23.6 (M:23.6) 1 1 0 K.IMSAFR.G Oxidation: 2; Dimethyl: 1

268 false 1137 768.401 767.4065 1 -16.63 326.71 28.83 16.3 (M:16.3) 1 5 0 K.TSETFK.N Dimethyl: 1, 6

269 true 1386 768.4109 767.4116 1 -10.3 224.35 29.83 22.4 (M:22.4) 1 1 0 R.DAFDLR.M Dimethyl:2H(4): 1

270 false 726 768.4944 767.5018 1 -19 311.8 26.83 15.7 (M:15.7) 1 2 1 K.APKIQR.L Dimethyl: 1, 3

271 true 3353 770.4385 769.4272 1 5.25 68.67 38.33 25.4 (M:25.4) 2 1 0 K.ITSDFR.I Dimethyl:2H(4): 1

272 false 3353 770.4385 769.4272 1 5.25 311.17 38.33 22.0 (M:22.0) 1 3 0 K.LGETYR.D Dimethyl:2H(4): 1

273 false 2318 770.4386 769.4492 1 -23.19 311.69 36.33 23.1 (M:23.1) 1 3 1 R.RMLMK.W

Dimethyl:2H(4): 1; Oxidation: 2, 4; 

Dimethyl: 5



274 false 2318 770.4386 769.4492 1 -23.19 311.69 36.33 23.1 (M:23.1) 1 3 1 K.RMLMK.F

Dimethyl:2H(4): 1; Oxidation: 2, 4; 

Dimethyl: 5

275 false 2318 770.4386 769.4306 1 0.99 380.36 36.33 20.6 (M:20.6) 1 40.82 6 1 K.KSSNMK.S

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 6

276 true 1429 770.5031 769.5062 1 -13.48 200.62 30.33 15.1 (M:15.1) 1 1 0 R.QGVLGIK.V Dimethyl: 1, 7

277 true 474 771.4427 770.436 1 -0.78 354.68 25.67 21.1 (M:21.1) 1 1 0 R.CTLPPK.- Carbamidomethyl: 1; Dimethyl: 1, 6

278 false 474 771.4427 770.436 1 -0.78 379.21 25.67 18.4 (M:18.4) 3 2 0 R.CLPTPK.C Carbamidomethyl: 1; Dimethyl: 1, 6

279 true 3792 771.4533 770.4367 1 12.04 379.14 46.83 30.9 (M:30.9) 1 1 0 K.ILGFFF.- Dimethyl: 1

280 false 1278 771.4642 770.46 1 -4.02 276.39 27.5 18.3 (M:18.3) 1 3 0 K.QGFPMK.Q Dimethyl:2H(4): 1, 6



281 false 2181 771.4676 770.4691 1 -11.35 130.95 31.33 17.9 (M:17.9) 1 6 0 R.WTPVIK.D Dimethyl: 6

282 true 464 771.4716 770.4724 1 -10.49 296.97 22.17 27.8 (M:27.8) 2 1 0 K.IMPVQK.Q Dimethyl: 1, 6

283 false 464 771.4716 770.4763 1 -15.47 290.22 22.17 19.8 (M:19.8) 1 3 1 K.LAGINKR.F

284 false 873 771.4838 770.4902 1 -17.78 297.17 27 22.3 (M:22.3) 1 5 0 R.VAELALK.A Dimethyl: 7

285 false 873 771.4838 770.465 1 14.82 351.17 27 24.8 (M:24.8) 1 2 0 R.AAEILAR.D Dimethyl: 1

286 false 873 771.4838 770.465 1 14.82 233.82 27 22.2 (M:22.2) 1 7 0 R.ISLASPR.Q Dimethyl: 1

287 true 1201 771.4984 770.4778 1 17.23 263.37 29 16.2 (M:16.2) 1 1 0 R.NFLGEK.Y Dimethyl:2H(4): 1, 6



288 false 1097 772.3975 771.4014 1 -14.5 340.72 28.33 21.5 (M:21.5) 3 2 0 K.DPEDLK.D Dimethyl: 1, 6

289 true 1097 772.3975 771.4028 1 -16.23 285.74 28.33 29.7 (M:29.7) 2 1 0 K.DGFHIR.V Dimethyl: 1

290 true 576 772.4275 771.4279 1 -9.92 373.9 27 26.4 (M:26.4) 1 1 0 R.GIDFHK.Q Dimethyl: 1, 6

291 true 1019 772.4476 771.4491 1 -11.29 282.76 26.17 36.3 (M:36.3) 1 1 0 K.NLDNIK.N Dimethyl: 1, 6

292 true 2226 772.4605 771.4603 1 -9.18 312.46 35.67 26.9 (M:26.9) 1 1 0 R.ATLLQAR.R

293 false 1685 772.4609 771.4491 1 5.87 638.13 31 15.8 (M:15.8) 1 3 0 R.EAGAALLK.F

294 false 2475 772.4885 771.4854 1 -5.52 334.81 33.83 21.6 (M:21.6) 1 6 1 K.LIEKNK.M Dimethyl: 6



295 false 2475 772.4885 771.4854 1 -5.52 365.6 33.83 21.6 (M:21.6) 1 6 0 R.LLTELR.R Dimethyl: 1

296 false 2475 772.4885 771.4742 1 9.02 398.11 33.83 27.4 (M:27.4) 1 2 0 K.LELEIK.N Dimethyl: 6

297 false 2475 772.4885 771.4742 1 9.02 398.11 33.83 27.4 (M:27.4) 1 2 0 K.IEIEIK.I Dimethyl: 6

298 true 607 772.4909 771.4854 1 -2.36 347.11 27.17 22.5 (M:22.5) 2 1 0 K.NLGTIAK.S Dimethyl: 1, 7

299 false 607 772.4909 771.4854 1 -2.36 611.19 27.17 16.8 (M:16.8) 1 5 1 K.IKADAAK.V Dimethyl: 1, 7

300 false 764 772.4912 771.4967 1 -16.55 505.94 27 18.3 (M:18.3) 1 4 1 K.ITNIKR.Y Dimethyl: 1

301 false 2184 772.4969 771.4854 1 5.4 548.23 32.83 18.1 (M:18.1) 1 4 1 K.SGISPKK.S Dimethyl: 1, 7



302 false 1339 772.498 771.4854 1 6.88 388.74 32.83 18.4 (M:18.4) 2 5 1 K.VQDVKK.C Dimethyl: 1, 6

303 false 1339 772.498 771.4854 1 6.88 388.38 32.83 17.4 (M:17.4) 1 7 1 R.LEKVQK.S Dimethyl: 6

304 false 1206 773.4039 772.4079 1 -14.59 274.15 31.67 15.5 (M:15.5) 1 8 0 K.SPSDVIR.K

305 false 1206 773.4039 772.3967 1 -0.06 296.33 31.67 17.6 (M:17.6) 1 3 0 K.SGEIDPK.E Dimethyl: 7

306 false 1206 773.4039 772.3828 1 17.93 635.86 31.67 16.1 (M:16.1) 1 5 1 M.AEREAR.H Acetyl: 1

307 false 1206 773.4039 772.4079 1 -14.59 300.1 31.67 19.2 (M:19.2) 1 2 0 K.GTSLDPR.F Dimethyl: 1

308 true 342 773.4522 772.4483 1 -4.36 341.02 24.83 33.0 (M:33.0) 2 1 0 K.NYVPPK.G Dimethyl: 1, 6



309 true 342 773.4522 772.4483 1 -4.36 341.02 24.83 33.0 (M:33.0) 2 1 0 K.NYVPPK.G Dimethyl: 1, 6

310 false 1141 773.4785 772.4596 1 15.04 513.02 28.67 19.9 (M:19.9) 1 10 1 K.KQWIAK.L

311 false 1141 773.4785 772.4596 1 15.04 355.74 28.67 28.8 (M:28.8) 1 2 0 R.TVWIAR.N Dimethyl: 1

312 false 595 774.4324 773.4072 1 23.13 423.8 27 19.3 (M:19.3) 1 2 0 R.FETPPR.A Dimethyl: 1

313 true 1008 774.452 773.4436 1 1.51 294.18 26.5 27.1 (M:27.1) 2 1 0 R.TPPLYR.M Dimethyl: 1

314 false 2009 774.4539 773.4535 1 -8.87 282.32 32.67 15.6 (M:15.6) 1 5 0 K.EVETLK.K Dimethyl: 1, 6

315 true 1159 775.4134 774.4058 1 0.44 252.83 26.67 26.1 (M:26.1) 1 1 0 K.NDVMIR.K Dimethyl: 1



316 false 1818 775.4398 774.4214 1 14.36 348 31 18.8 (M:18.8) 1 3 0 K.ELYYR.H Dimethyl:2H(4): 1

317 true 1818 775.4398 774.4316 1 1.19 346.67 31 24.8 (M:24.8) 2 1 0 K.VFYYK.M Dimethyl: 1, 5

318 false 1080 775.4498 774.4236 1 24.5 541.41 27.17 16.9 (M:16.9) 1 3 0 K.TLTQER.D Dimethyl: 1

319 false 1080 775.4498 774.4422 1 0.48 224.14 27.17 16.1 (M:16.1) 1 4 0 K.TIQMVR.A Dimethyl: 1

320 false 1080 775.4498 774.4422 1 0.48 224.14 27.17 16.1 (M:16.1) 1 4 0 K.TIQMVR.R Dimethyl: 1

321 false 1080 775.4498 774.4422 1 0.48 224.14 27.17 16.1 (M:16.1) 1 4 0 K.TIQMVR.S Dimethyl: 1

322 true 2227 775.4823 774.4752 1 -0.29 239.16 31.33 33.3 (M:33.3) 1 1 1 K.YPKVLR.L



323 true 903 775.5002 774.5014 1 -10.88 205.84 27 28.9 (M:28.9) 1 1 1 R.AVELRR.R Dimethyl:2H(4): 1

324 false 903 775.5002 774.4901 1 3.61 326.86 27 21.3 (M:21.3) 1 6 0 R.AAEILAR.D Dimethyl:2H(4): 1

325 true 1106 776.4522 775.4279 1 21.97 363 28.17 23.5 (M:23.5) 1 1 0 K.DGFHIR.V Dimethyl:2H(4): 1

326 false 1106 776.4522 775.4341 1 13.99 636.37 28.17 17.2 (M:17.2) 1 3 0 R.LHEHLK.Y

327 false 768 776.4609 775.4374 1 20.79 332.18 30.17 18.4 (M:18.4) 1 10 1 R.LRNAMK.G Oxidation: 5; Dimethyl: 6

328 true 768 776.4609 775.4592 1 -7.27 313.53 30.17 45.0 (M:45.0) 3 1 0 R.NVNVFK.F Dimethyl: 1, 6

329 false 1564 776.4742 775.448 1 24.33 263.23 29.67 19.2 (M:19.2) 1 8 0 K.TFPDLK.D Dimethyl: 1, 6



330 false 2348 776.4757 775.4844 1 -20.57 387.84 34.33 15.6 (M:15.6) 1 6 0 R.DVFLVK.E Dimethyl: 1, 6

331 false 2348 776.4757 775.4592 1 11.82 343.84 34.33 20.9 (M:20.9) 1 3 0 R.FELLAR.L Dimethyl: 1

332 false 1776 776.4941 775.4844 1 3.21 311.35 30.83 24.4 (M:24.4) 1 2 0 K.IFEAIK.T Dimethyl: 1, 6

333 true 1021 777.4217 776.4181 1 -4.75 450.57 27.33 28.6 (M:28.6) 1 1 0 R.AFDQIR.M Dimethyl: 1

334 false 2057 777.4355 776.4255 1 3.59 296.03 32.33 16.0 (M:16.0) 1 4 0 R.QAMPFK.C Dimethyl: 1, 6

335 true 1031 777.4467 776.4466 1 -9.19 435.85 28.33 22.3 (M:22.3) 1 1 1 R.AMDKLK.D Oxidation: 2; Dimethyl: 1, 6

336 true 1884 778.3906 777.3877 1 -5.61 263.63 31 18.3 (M:18.3) 1 1 0 K.IMVMPR.L Oxidation: 2, 4



337 false 231 778.4569 777.4636 1 -18 265.82 23.67 17.3 (M:17.3) 1 2 0 R.EVSFLK.D Dimethyl: 1, 6

338 true 1626 778.4722 777.4687 1 -4.78 295.52 30 16.8 (M:16.8) 1 1 0 K.IVFDPR.Y Dimethyl:2H(4): 1

339 false 1626 778.4722 777.4469 1 23.2 383.84 30 15.1 (M:15.1) 1 3 1 R.TKCGPR.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 2; Dimethyl: 1

340 true 2309 778.4739 777.4636 1 3.88 283.65 33.5 18.0 (M:18.0) 1 1 0 R.LETLFK.M Dimethyl: 6

341 true 179 778.4758 777.4687 1 -0.19 402.87 20.83 16.4 (M:16.4) 1 1 0 R.TPPLYR.M Dimethyl:2H(4): 1

342 false 2010 778.4784 777.4687 1 3.15 426.45 32.67 25.1 (M:25.1) 1 2 0 R.IDPFVR.T Dimethyl:2H(4): 1

343 false 2096 779.4111 778.4126 1 -11.26 351.79 34.33 17.9 (M:17.9) 1 2 0 R.NYLWR.E Dimethyl: 1



344 true 2096 779.4111 778.416 1 -15.58 239.27 34.33 22.8 (M:22.8) 1 1 0 R.VFNIMR.E

345 false 1168 779.448 778.4337 1 8.95 333.28 29.17 18.9 (M:18.9) 1 4 0 K.NTLFTR.I Dimethyl: 1

346 true 1168 779.448 778.4589 1 -23.32 324.14 29.17 21.9 (M:21.9) 1 1 0 R.NITFTK.E Dimethyl: 1, 6

347 true 1160 779.4567 778.4309 1 23.74 164.08 26.5 22.8 (M:22.8) 2 1 0 K.NDVMIR.K Dimethyl:2H(4): 1

348 true 404 779.494 778.4863 1 0.62 285.91 25.83 17.8 (M:17.8) 1 1 0 R.CLPTPK.C

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 6

349 false 404 779.494 778.4863 1 0.62 250.6 25.83 16.4 (M:16.4) 1 2 0 R.CTLPPK.-

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 6

350 true 559 780.4791 779.4781 1 -8.05 366.72 27 26.0 (M:26.0) 1 1 0 R.GIDFHK.Q Dimethyl:2H(4): 1, 6



351 true 1022 781.4465 780.4432 1 -5.06 279.5 27.33 20.7 (M:20.7) 1 1 0 R.AFDQIR.M Dimethyl:2H(4): 1

352 false 1022 781.4465 780.4494 1 -12.99 303.5 27.33 16.2 (M:16.2) 2 3 0 R.HIDQLK.E Dimethyl: 6

353 true 993 781.4744 780.4717 1 -5.87 365.51 28.33 21.3 (M:21.3) 1 1 1 R.AMDKLK.D

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 6

354 true 370 781.5048 780.4985 1 -1.32 318.69 24.83 28.4 (M:28.4) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

355 true 370 781.5048 780.4985 1 -1.32 318.69 24.83 28.4 (M:28.4) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

356 false 3049 782.4704 781.4458 1 22.06 351.98 39.33 19.8 (M:19.8) 1 3 0 -.MSPFLR.I Dimethyl:2H(4): 1

357 true 1627 782.4717 781.4636 1 1.11 344.81 30.17 15.7 (M:15.7) 1 1 0 K.SEFLVR.E Dimethyl:2H(4): 1



358 true 232 782.4827 781.4887 1 -17.05 285.16 23.67 19.7 (M:19.7) 1 1 0 R.EVSFLK.D Dimethyl:2H(4): 1; Dimethyl: 6

359 true 2097 783.4327 782.4377 1 -15.72 298.67 34.33 18.9 (M:18.9) 1 1 0 R.NYLWR.E Dimethyl:2H(4): 1

360 false 2097 783.4327 782.4258 1 -0.55 238.04 34.33 17.5 (M:17.5) 1 3 0 K.IQSMTR.M Dimethyl:2H(4): 1; Oxidation: 4

361 true 1198 783.4672 782.4588 1 1.38 349.27 29.17 18.0 (M:18.0) 1 1 0 K.NTLFTR.I Dimethyl:2H(4): 1

362 true 1398 783.4948 782.4902 1 -3.45 310.29 33.33 47.6 (M:47.6) 6 1 0 M.SIGVPIK.V Acetyl: 1; Dimethyl: 7

363 false 1711 784.4766 783.4536 1 20.03 299.93 29.83 16.7 (M:16.7) 1 2 0 R.VMMSLK.S

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 6

364 true 1711 784.4766 783.4531 1 20.73 260.54 29.83 21.8 (M:21.8) 1 1 0 K.FSAYIK.N Dimethyl: 1, 6



365 false 1711 784.4766 783.4536 1 20.03 299.93 29.83 16.7 (M:16.7) 1 2 0 R.VMMSLK.S

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 6

366 false 1299 784.5067 783.4854 1 17.87 399.73 29.67 26.4 (M:26.4) 2 2 0 K.TVPVNVK.V Dimethyl: 1

367 true 1299 784.5067 783.5094 1 -12.72 355.72 29.67 40.4 (M:40.4) 2 1 0 R.NVNVFK.F Dimethyl:2H(4): 1, 6

368 false 167 785.4683 784.4443 1 21.32 578.52 24.5 18.0 (M:18.0) 1 5 0 K.ITVDGPR.E Dimethyl: 1

369 false 167 785.4683 784.4629 1 -2.39 299.97 24.5 16.6 (M:16.6) 1 6 0 -.MAPLLGR.K Dimethyl: 1

370 true 1530 785.478 784.4807 1 -12.63 344.76 29.5 25.1 (M:25.1) 2 1 0 K.EGIVALR.R Dimethyl: 1

371 false 2093 785.4878 784.4807 1 -0.19 318.36 32.33 32.0 (M:32.0) 1 5 0 R.AIAELIR.E



372 false 2093 785.4878 784.4919 1 -14.49 311.22 32.33 21.4 (M:21.4) 1 7 1 R.INNKLR.R Dimethyl: 1

373 false 2093 785.4878 784.4807 1 -0.19 741.88 32.33 21.4 (M:21.4) 1 7 0 K.ILENLR.G Dimethyl: 1

374 false 2093 785.4878 784.4695 1 14.11 326.28 32.33 32.0 (M:32.0) 1 6 0 K.ALSPEIK.T Dimethyl: 7

375 false 2093 785.4878 784.4807 1 -0.19 304.66 32.33 35.9 (M:35.9) 2 2 0 R.INLELR.N Dimethyl: 1

376 false 201 785.4914 784.4695 1 18.67 542.25 24.33 15.4 (M:15.4) 2 6 0 K.LSIPDGK.R Dimethyl: 1, 7

377 true 201 785.4914 784.4807 1 4.37 279.15 24.33 38.2 (M:38.2) 1 1 0 K.NAGAVIGK.G Dimethyl: 1, 8

378 false 201 785.4914 784.4807 1 4.37 24.33 18.2 (M:18.2) 1 55.45 3 0 K.VQNVLGK.L Dimethyl: 1



379 false 201 785.4914 784.4919 1 -9.93 245.08 24.33 17.1 (M:17.1) 1 5 1 R.LEALRR.F Dimethyl: 1

380 true 1655 786.3667 785.3708 1 -14.53 326.78 31.5 16.1 (M:16.1) 1 1 0 M.ATYSFR.Q Acetyl: 1

381 false 1592 786.3726 785.3708 1 -6.98 402.97 30.67 15.4 (M:15.4) 1 2 0 K.SSFFDR.G Dimethyl: 1

382 false 1244 786.4386 785.4396 1 -10.45 215.9 26.83 15.7 (M:15.7) 1 4 0 K.TNGITPR.R Dimethyl: 1

383 false 1019 786.4494 785.4256 1 20.98 278.16 27.83 28.6 (M:28.6) 1 2 1 K.SRDRPR.R

384 false 1019 786.4494 785.4508 1 -11 241.24 27.83 28.6 (M:28.6) 1 2 0 R.SLSARPR.R

385 true 2649 786.4519 785.4374 1 9.21 344.26 35.83 25.6 (M:25.6) 2 1 0 R.DGFLFR.Y Dimethyl:2H(4): 1



386 false 2649 786.4519 785.4295 1 19.21 35.83 18.8 (M:18.8) 1 3 0 K.MFGIDK.D

Dimethyl:2H(4): 6; Oxidation: 1; 

Dimethyl: 1

387 true 1226 786.4552 785.4548 1 -8.75 224.2 27.33 17.9 (M:17.9) 1 1 0 K.SIVFHR.K Dimethyl: 1

388 false 2634 786.4775 785.4771 1 -8.81 355.65 34.5 15.9 (M:15.9) 1 3 1 K.YKLMR.Q

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 2

389 true 2001 786.4975 785.4961 1 -7.41 225.89 31.83 20.6 (M:20.6) 2 1 0 K.MVFTPK.D Dimethyl:2H(4): 1, 6

390 false 1871 787.4835 786.4673 1 11.25 325.48 29.83 23.9 (M:23.9) 1 6 1 K.DLKMPK.V Dimethyl: 1, 6

391 false 1871 787.4835 786.4712 1 6.37 345.84 29.83 29.2 (M:29.2) 1 4 1 R.DLRSLR.Q Dimethyl: 1

392 false 1871 787.4835 786.4712 1 6.37 261.39 29.83 29.0 (M:29.0) 1 5 1 K.NNSRIK.L Dimethyl: 1, 6



393 false 1871 787.4835 786.4712 1 6.37 261.39 29.83 29.0 (M:29.0) 1 5 1 K.NNSRIK.L Dimethyl: 1, 6

394 true 1871 787.4835 786.4851 1 -11.3 298.46 29.83 48.3 (M:48.3) 2 1 0 R.DIVSGLK.Y Dimethyl: 1, 7

395 false 1359 787.508 786.4851 1 19.85 381.77 29.5 15.4 (M:15.4) 1 6 1 K.DLVKEK.V Dimethyl: 1, 6

396 false 1359 787.508 786.5037 1 -3.81 557.56 29.5 18.3 (M:18.3) 1 3 0 R.NIMLLK.K Dimethyl: 1, 6

397 true 2225 788.4073 787.4017 1 -2.1 358.25 32.33 35.2 (M:35.2) 2 1 0 R.FYAFGR.V Dimethyl: 1

398 false 2225 788.4073 787.3977 1 3 507.08 32.33 15.4 (M:15.4) 1 10 0 R.QFSPGPR.T

399 false 1144 788.4135 787.3875 1 23.78 532.84 28.33 18.1 (M:18.1) 2 5 0 R.DSQGHGR.E Dimethyl:2H(4): 1



400 false 985 788.449 787.4262 1 19.7 354.35 27.67 17.9 (M:17.9) 1 4 0 K.CLPNTK.A Carbamidomethyl: 1; Dimethyl: 1, 6

401 false 985 788.449 787.4552 1 -17.07 220.72 27.67 16.7 (M:16.7) 1 6 1 R.SASRSPK.R Dimethyl: 1, 7

402 true 1706 788.4594 787.4592 1 -8.99 477.44 30.33 19.5 (M:19.5) 1 1 0 K.FEPLVR.D Dimethyl: 1

403 false 2666 788.4807 787.4626 1 13.78 390.89 34.67 16.1 (M:16.1) 1 2 0 K.LDIMIR.L Dimethyl: 1

404 false 2666 788.4807 787.4626 1 13.78 390.89 34.67 16.1 (M:16.1) 1 2 0 K.LDIMIR.L Dimethyl: 1

405 true 2031 789.4618 788.4644 1 -12.45 266.35 31.33 40.2 (M:40.2) 1 1 0 K.ADTLTLK.E Dimethyl: 7

406 false 2031 789.4618 788.4578 1 -4.19 360.21 31.33 26.1 (M:26.1) 1 2 0 K.SCLLLR.F Carbamidomethyl: 2; Dimethyl: 1



407 false 1531 789.5064 788.5058 1 -8.5 351.46 29.5 21.3 (M:21.3) 1 2 0 K.EGIVALR.R Dimethyl:2H(4): 1

408 true 1531 789.5064 788.4946 1 5.73 734.67 29.5 22.2 (M:22.2) 1 1 0 K.EKPVEK.K Dimethyl:2H(4): 1; Dimethyl: 6

409 false 2270 789.5084 788.517 1 -20.08 326.62 33.33 26.9 (M:26.9) 1 6 1 R.INNKLR.R Dimethyl:2H(4): 1

410 true 2270 789.5084 788.5058 1 -5.86 380.73 33.33 33.9 (M:33.9) 1 1 0 R.INLELR.N Dimethyl:2H(4): 1

411 true 1075 789.5119 788.5058 1 -1.44 595.16 27.5 17.7 (M:17.7) 1 1 0 K.IIGNNVK.K Dimethyl:2H(4): 1

412 false 1076 790.4464 789.4345 1 5.91 644.52 27.67 16.8 (M:16.8) 1 3 1 K.GSSDKLR.C Dimethyl: 5

413 false 2196 790.4817 789.4749 1 -0.52 483.58 32.5 31.7 (M:31.7) 2 2 0 K.VVEIFR.I Dimethyl: 1



414 true 1193 790.4829 789.4799 1 -5.48 275.77 27.33 15.8 (M:15.8) 1 1 0 K.SIVFHR.K Dimethyl:2H(4): 1

415 true 1161 791.4101 790.4007 1 2.67 316.03 26.67 25.7 (M:25.7) 1 1 0 K.NDVMIR.K Oxidation: 4; Dimethyl: 1

416 true 2571 791.4184 790.4259 1 -18.64 246.7 35.17 19.4 (M:19.4) 1 1 0 K.MTGADIK.L Dimethyl: 1, 7

417 false 2571 791.4184 790.4259 1 -18.64 301.67 35.17 15.6 (M:15.6) 1 5 1 K.MEKLDK.D Dimethyl: 6

418 false 2571 791.4184 790.4259 1 -18.64 335.66 35.17 15.6 (M:15.6) 1 5 1 -.MAKVEK.F Acetyl: 1; Oxidation: 1; Dimethyl: 6

419 false 905 791.4437 790.4371 1 -0.87 495.67 27.17 18.0 (M:18.0) 1 7 1 -.MAVGKNK.R Oxidation: 1; Dimethyl: 7

420 false 905 791.4437 790.4436 1 -9.12 396.36 27.17 16.9 (M:16.9) 1 9 0 K.VTTTLEK.V



421 true 1322 791.4439 790.4371 1 -0.61 594.76 27.83 20.2 (M:20.2) 1 1 0 R.MSQLIR.S Oxidation: 1; Dimethyl: 1

422 true 354 791.474 790.4701 1 -4.31 325.52 21.67 22.6 (M:22.6) 2 1 0 K.VVQVYR.K Dimethyl: 1

423 true 776 791.475 790.4589 1 11.2 358.91 25.5 19.8 (M:19.8) 1 1 0 R.TVPQYK.Y Dimethyl: 1, 6

424 false 1069 791.4976 790.4738 1 20.79 296.25 28.17 18.0 (M:18.0) 1 2 0 K.DIQDLK.F Dimethyl:2H(4): 1; Dimethyl: 6

425 false 1711 791.5044 790.5102 1 -16.49 366.07 30.5 17.7 (M:17.7) 1 2 1 K.EIEKGK.A Dimethyl:2H(4): 1; Dimethyl: 4, 6

426 false 1492 792.4273 791.4038 1 20.41 361.19 30.5 16.2 (M:16.2) 1 3 0 R.IHHETR.I

427 true 1145 792.4397 791.4268 1 7.03 341.15 28.33 38.8 (M:38.8) 2 1 0 R.FYAFGR.V Dimethyl:2H(4): 1



428 true 1453 792.4649 791.4541 1 4.44 342.6 29.33 23.1 (M:23.1) 1 1 0 R.LDLLYR.L

429 false 1669 792.4815 791.4843 1 -12.77 334.17 30.33 16.8 (M:16.8) 1 2 0 K.FEPLVR.D Dimethyl:2H(4): 1

430 true 2627 792.5014 791.4877 1 8.14 411.38 34.67 29.5 (M:29.5) 1 1 0 K.LDIMIR.L Dimethyl:2H(4): 1

431 true 2627 792.5014 791.4877 1 8.14 411.38 34.67 29.5 (M:29.5) 1 1 0 K.LDIMIR.L Dimethyl:2H(4): 1

432 true 1819 792.5112 791.5033 1 0.83 417.65 30.83 28.3 (M:28.3) 1 1 0 K.FSAYIK.N Dimethyl:2H(4): 1, 6

433 true 1662 793.4119 792.413 1 -10.6 288.63 29.17 36.2 (M:36.2) 1 1 0 R.DSFLQR.V Dimethyl: 1

434 false 1662 793.4119 792.4164 1 -14.85 322.56 29.17 24.5 (M:24.5) 1 5 1 K.DSMLRK.F Oxidation: 3; Dimethyl: 1



435 true 1814 793.4544 792.4568 1 -12.12 338.87 32.5 17.2 (M:17.2) 1 1 0 R.CVAIFK.D Carbamidomethyl: 1; Dimethyl: 1, 6

436 true 2032 793.4866 792.483 1 -4.6 310.62 31.33 21.0 (M:21.0) 2 1 0 K.SCLLLR.F

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

437 false 1482 793.4907 792.5007 1 -21.81 283.09 29.17 18.6 (M:18.6) 1 3 1 R.SRETIK.Q Dimethyl:2H(4): 1; Dimethyl: 6

438 true 2456 793.5143 792.4895 1 22.17 380.93 35.17 16.9 (M:16.9) 1 1 1 R.EEISKK.L Dimethyl:2H(4): 1; Dimethyl: 6

439 true 917 794.4267 793.4334 1 -17.65 294.39 27.67 22.3 (M:22.3) 1 1 0 K.ELYSVR.N Dimethyl: 1

440 true 698 794.4371 793.4156 1 17.79 376.33 28 28.4 (M:28.4) 1 1 0 K.NMGFAAK.A Dimethyl: 1, 7

441 true 1532 794.4887 793.4949 1 -17.04 269.6 28.83 48.5 (M:48.5) 2 1 0 K.TTILYK.L Dimethyl: 1, 6



442 true 1532 794.4887 793.4949 1 -17.04 269.6 28.83 48.5 (M:48.5) 2 1 0 K.TTILYK.L Dimethyl: 1, 6

443 true 462 794.4893 793.4698 1 15.4 111.9 24 25.8 (M:25.8) 1 1 1 R.KEAPPPK.V Dimethyl: 7

444 true 2197 794.5069 793.5 1 -0.44 324.78 32.5 38.1 (M:38.1) 1 1 0 K.VVEIFR.I Dimethyl:2H(4): 1

445 true 898 795.4144 794.4075 1 -0.48 381.77 25.83 20.0 (M:20.0) 1 1 0 R.FQPGYR.S Dimethyl: 1

446 false 317 795.4273 794.4287 1 -10.85 333.23 21.5 19.6 (M:19.6) 1 2 1 R.FTDTRK.D Dimethyl: 1

447 true 1712 796.4475 795.4279 1 15.4 358.25 30 17.4 (M:17.4) 2 1 0 R.SPFYVR.G Dimethyl: 1

448 true 784 796.4584 795.4429 1 10.42 316.4 26.83 26.2 (M:26.2) 1 1 0 K.FEAEIR.A Dimethyl:2H(4): 1



449 false 784 796.4584 795.468 1 -21.15 281.77 26.83 18.4 (M:18.4) 1 3 0 K.EFEALK.L Dimethyl:2H(4): 1; Dimethyl: 6

450 true 2095 796.4881 795.4792 1 2.04 426.68 32.17 31.0 (M:31.0) 1 1 0 R.ELFLSR.Q Dimethyl:2H(4): 1

451 false 2095 796.4881 795.4829 1 -2.61 538.73 32.17 16.2 (M:16.2) 1 9 0 R.ELVDEK.A Dimethyl:2H(4): 1, 6

452 true 1663 797.4385 796.4381 1 -8.67 335.83 29.17 29.1 (M:29.1) 1 1 0 R.DSFLQR.V Dimethyl:2H(4): 1

453 false 1663 797.4385 796.4415 1 -12.89 393.23 29.17 22.3 (M:22.3) 1 8 1 K.DSMLRK.F Dimethyl:2H(4): 1; Oxidation: 3

454 false 79 797.4598 796.4483 1 5.25 399.51 20.33 30.8 (M:30.8) 3 2 0 K.FANYVK.N Dimethyl: 1, 6

455 false 894 797.4635 796.4666 1 -13.04 426.58 27.67 19.3 (M:19.3) 2 5 1 K.MKSEVK.T

Dimethyl:2H(4): 2; Oxidation: 1; 

Dimethyl: 6



456 false 894 797.4635 796.4745 1 -22.9 372 27.67 19.3 (M:19.3) 1 5 1 K.DKYGVR.L Dimethyl:2H(4): 1; Dimethyl: 2

457 false 1110 797.4663 796.4745 1 -19.36 279.68 27 24.2 (M:24.2) 2 3 0 K.SAFVSVR.V Dimethyl:2H(4): 1

458 false 1110 797.4663 796.4782 1 -24 203.36 27 20.5 (M:20.5) 1 6 1 K.DEKEGK.E Dimethyl:2H(4): 1, 3; Dimethyl: 6

459 true 847 797.4712 796.4517 1 15.33 413.06 28.5 20.8 (M:20.8) 1 66.61 1 1 R.MSFLKK.Q Oxidation: 1; Dimethyl: 6

460 true 1773 798.4817 797.4687 1 7.16 357.64 30.17 27.3 (M:27.3) 1 1 0 K.YVLGYK.Q Dimethyl: 1, 6

461 true 2038 799.4444 798.4388 1 -2.18 289.01 33.17 36.0 (M:36.0) 1 1 0 R.LALHNFG.- Dimethyl: 1

462 false 356 800.4592 799.4626 1 -13.34 547.76 21.5 15.3 (M:15.3) 1 3 0 K.MQGVPLK.H Dimethyl: 7



463 true 356 800.4592 799.4341 1 22.29 470.53 21.5 20.6 (M:20.6) 2 1 0 R.SYPHLR.R Dimethyl: 1

464 false 1735 800.4641 799.444 1 16.01 429.91 31.5 16.7 (M:16.7) 1 2 0 R.AAPGTDLK.I Dimethyl: 8

465 false 1631 800.5178 799.5055 1 6.26 398.03 31.17 36.4 (M:36.4) 1 9 0 K.IEIEIK.I Dimethyl: 1, 6

466 false 1631 800.5178 799.5055 1 6.26 398.03 31.17 36.4 (M:36.4) 1 9 0 K.LELEIK.N Dimethyl: 1, 6

467 true 693 801.4307 800.4215 1 2.41 413.65 26.17 25.9 (M:25.9) 1 1 0 R.MGPAIER.M Dimethyl: 1

468 false 1102 801.4557 800.4545 1 -7.58 99.68 25.67 24.2 (M:24.2) 1 2 0 R.LAHYNK.R Dimethyl: 1, 6

469 true 136 802.414 801.4167 1 -12.44 389.3 23.83 19.5 (M:19.5) 1 1 0 R.CAPASIR.L Carbamidomethyl: 1; Dimethyl: 1



470 false 417 802.4249 801.4232 1 -6.99 214.68 24.83 17.7 (M:17.7) 1 8 0 K.IEEDIR.Q Dimethyl: 1

471 true 991 802.426 801.4133 1 6.73 270.48 27.83 28.5 (M:28.5) 1 1 0 R.DHLSFR.S Dimethyl: 1

472 true 1002 802.4287 801.4133 1 10.13 381.78 27.5 32.4 (M:32.4) 1 1 0 K.DFSIHR.L Dimethyl: 1

473 false 1246 802.4382 801.432 1 -1.23 557.26 26.83 16.6 (M:16.6) 1 4 1 K.KCWPR.D Carbamidomethyl: 2; Dimethyl: 1, 1

474 false 1246 802.4382 801.4345 1 -4.35 269.63 26.83 18.8 (M:18.8) 1 2 0 R.NSTVTPR.V Dimethyl: 1

475 false 1655 802.4784 801.4596 1 14.4 421.81 30.33 15.8 (M:15.8) 1 6 0 K.DSLINLK.I

476 false 1655 802.4784 801.4687 1 3.1 383.06 30.33 17.6 (M:17.6) 1 2 0 K.YGYVLR.S Dimethyl:2H(4): 1



477 false 1324 802.4961 801.4861 1 3.4 300.19 27.67 20.8 (M:20.8) 1 3 1 R.AWTIRK.G Dimethyl: 6

478 false 1324 802.4961 801.4821 1 8.41 276.98 27.67 21.6 (M:21.6) 1 2 1 K.ATSVRLR.S

479 false 1324 802.4961 801.4782 1 13.19 366.09 27.67 18.8 (M:18.8) 1 6 1 M.CGVIKK.K

Carbamidomethyl: 1; Acetyl: 1; 

Dimethyl: 5, 6

480 false 1020 803.3699 802.3821 1 -24.22 256.45 27.83 20.3 (M:20.3) 1 3 0 K.LGDDEVR.S

481 true 1024 803.4416 802.4337 1 0.69 375.13 27.5 30.2 (M:30.2) 1 1 0 K.FGVAEPR.K Dimethyl: 1

482 true 1978 803.4769 802.4639 1 7.05 371.7 33.17 39.7 (M:39.7) 1 1 0 R.LALHNFG.- Dimethyl:2H(4): 1

483 true 839 804.4624 803.4541 1 1.26 302.52 26.83 22.6 (M:22.6) 1 1 0 K.LVYPER.D Dimethyl: 1



484 true 814 804.4645 803.4592 1 -2.42 343.9 25.67 15.2 (M:15.2) 1 1 0 R.SYPHLR.R Dimethyl:2H(4): 1

485 true 187 804.4785 803.4803 1 -11.29 351.6 24.67 24.9 (M:24.9) 1 1 0 K.NSPLVSR.L Dimethyl:2H(4): 1

486 false 1475 804.4954 803.4766 1 14.32 343.01 34 23.6 (M:23.6) 3 3 1 R.NLARFR.E Dimethyl: 1

487 true 1475 804.4954 803.4905 1 -2.98 328.54 34 47.6 (M:47.6) 3 1 0 K.NIGLGFK.T Dimethyl: 1, 7

488 false 2154 804.5033 803.4905 1 6.82 363.15 34 18.3 (M:18.3) 1 5 0 R.NIFLNK.I Dimethyl: 1, 6

489 false 2906 804.5054 803.4905 1 9.4 383.18 37.83 20.1 (M:20.1) 1 8 0 K.FLLLDR.M Dimethyl: 1

490 false 2906 804.5054 803.5055 1 -9.17 519.85 37.83 20.1 (M:20.1) 1 7 0 K.AAEVLNK.H Dimethyl:2H(4): 1; Dimethyl: 7



491 false 694 805.4552 804.4466 1 1.69 391.86 26.17 18.0 (M:18.0) 1 2 0 R.MGPAIER.M Dimethyl:2H(4): 1

492 false 1486 805.4555 804.4382 1 12.48 460.99 29.33 16.7 (M:16.7) 1 4 0 R.QVYDPK.Y Dimethyl: 1, 6

493 false 1486 805.4555 804.4494 1 -1.47 317.17 29.33 17.8 (M:17.8) 1 2 0 K.EGGFIVR.D Dimethyl: 1

494 true 1902 805.4559 804.4494 1 -0.93 505.54 31.5 29.4 (M:29.4) 2 1 0 K.VEFNIR.K Dimethyl: 1

495 true 1525 805.4645 804.4494 1 9.67 468.32 31 41.7 (M:41.7) 1 1 0 R.FAGVDIR.V Dimethyl: 1

496 false 1525 805.4645 804.4494 1 9.67 459.44 31 33.0 (M:33.0) 1 2 0 R.FLNDLR.R Dimethyl: 1

497 false 1877 805.4647 804.4415 1 19.73 414.3 39 16.1 (M:16.1) 1 2 0 R.LMIVGEK.C Oxidation: 2



498 false 2105 805.4702 804.4745 1 -14.38 302.84 31 16.5 (M:16.5) 1 5 0 K.DLQVFK.V Dimethyl: 1, 6

499 false 2105 805.4702 804.4494 1 16.84 371.34 31 27.2 (M:27.2) 1 2 0 R.DIFVQR.E Dimethyl: 1

500 false 1111 805.5148 804.5259 1 -22.83 258.56 27 16.8 (M:16.8) 1 4 0 K.LIVDSVK.E Dimethyl:2H(4): 7

501 true 1111 805.5148 804.4985 1 11.09 327.83 27 28.0 (M:28.0) 3 1 0 K.FANYVK.N Dimethyl:2H(4): 1, 6

502 false 472 806.4462 805.4442 1 -6.45 268.6 24.83 17.1 (M:17.1) 1 5 0 K.MLMDIK.T Dimethyl: 1, 6

503 false 472 806.4462 805.4483 1 -11.63 278.38 24.83 19.9 (M:19.9) 1 3 0 K.IEEDIR.Q Dimethyl:2H(4): 1

504 false 992 806.45 805.448 1 -6.57 317.41 27.83 19.3 (M:19.3) 1 2 1 R.QRISMK.N Oxidation: 5; Dimethyl: 6



505 false 992 806.45 805.4487 1 -7.38 285.53 27.83 19.2 (M:19.2) 1 5 0 K.FLSHFK.R Dimethyl: 6

506 true 992 806.45 805.4384 1 5.29 317.9 27.83 48.5 (M:48.5) 1 1 0 R.DHLSFR.S Dimethyl:2H(4): 1

507 true 968 806.4533 805.4384 1 9.35 454.15 27.5 31.2 (M:31.2) 1 1 0 K.DFSIHR.L Dimethyl:2H(4): 1

508 false 623 807.4405 806.4287 1 5.7 453.55 26.33 15.8 (M:15.8) 1 2 0 R.FADGTIR.T Dimethyl: 1

509 true 3296 807.4525 806.436 1 11.39 501.51 40.33 37.5 (M:37.5) 4 1 0 -.MQAFLK.G Acetyl: 1; Dimethyl: 6

510 true 2122 807.4586 806.4473 1 5.03 619.2 32.83 15.2 (M:15.2) 1 1 0 K.MHVPAPK.M Dimethyl: 7

511 true 1025 807.4666 806.4588 1 0.61 491.34 27.5 33.5 (M:33.5) 1 1 0 K.FGVAEPR.K Dimethyl:2H(4): 1



512 false 2360 807.4773 806.4874 1 -21.48 327.98 33 28.1 (M:28.1) 2 3 0 K.QDMLLK.V Dimethyl:2H(4): 1; Dimethyl: 6

513 false 2360 807.4773 806.4538 1 20.08 317.42 33 16.2 (M:16.2) 1 6 0 R.YAGDIIK.A Dimethyl: 7

514 false 2360 807.4773 806.4902 1 -24.98 349.72 33 16.4 (M:16.4) 1 50.81 5 1 K.YKDLLK.L Dimethyl: 2

515 true 791 808.4245 807.4211 1 -4.77 238.73 25.17 36.7 (M:36.7) 1 1 0 K.NIDVCR.S

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

516 true 2273 808.4368 807.4313 1 -2.17 401.85 33 29.2 (M:29.2) 1 1 0 R.VFDMIR.R Dimethyl: 1

517 false 2273 808.4368 807.4239 1 6.97 258.93 33 18.2 (M:18.2) 1 2 1 K.VDGFSRK.S

518 false 252 808.4472 807.4239 1 19.8 418.47 21.83 17.0 (M:17.0) 1 2 0 K.FAVGSGSR.L Dimethyl: 1



519 true 840 808.4872 807.4792 1 0.82 454 26.67 18.5 (M:18.5) 1 1 0 K.LVYPER.D Dimethyl:2H(4): 1

520 false 1737 808.4986 807.4742 1 21.18 443.14 31.5 16.1 (M:16.1) 1 6 0 K.SYILEK.R Dimethyl: 1, 6

521 true 1683 808.5043 807.4967 1 0.44 329.06 31.5 32.6 (M:32.6) 2 1 0 R.IHLELR.N Dimethyl: 1

522 false 1683 808.5043 807.4826 1 17.83 376.32 31.5 19.2 (M:19.2) 1 2 1 K.DMNKIK.E Dimethyl:2H(4): 1; Dimethyl: 6

523 false 1683 808.5043 807.4905 1 8.1 351.03 31.5 19.2 (M:19.2) 1 2 0 K.FVNQLR.G Dimethyl:2H(4): 1

524 true 2865 809.3953 808.3823 1 7.07 286.36 35.83 21.4 (M:21.4) 6 1 0 K.IMEMAAK.G Oxidation: 2

525 true 180 809.4312 808.4265 1 -3.25 399.81 20.83 16.9 (M:16.9) 1 1 0 K.YLQMAR.K Dimethyl: 1



526 false 1010 809.4349 808.4331 1 -6.72 277.51 26.5 16.6 (M:16.6) 1 5 0 K.YASEAIK.G Dimethyl: 7

527 false 1903 809.4803 808.4666 1 7.94 107.59 31.5 19.5 (M:19.5) 1 6 0 R.LGVEMGK.V

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 7

528 false 1903 809.4803 808.4745 1 -1.77 427.67 31.5 23.6 (M:23.6) 2 3 0 K.VEFNIR.K Dimethyl:2H(4): 1

529 true 1526 809.4868 808.4745 1 6.25 511.31 31 18.3 (M:18.3) 1 1 0 R.FAGVDIR.V Dimethyl:2H(4): 1

530 false 2106 809.4914 808.4996 1 -19.17 324.41 31 18.7 (M:18.7) 1 3 0 K.DLQVFK.V Dimethyl:2H(4): 1; Dimethyl: 6

531 true 2106 809.4914 808.4745 1 11.9 353.05 31 23.1 (M:23.1) 1 1 0 R.DIFVQR.E Dimethyl:2H(4): 1

532 false 2630 809.5239 808.536 1 -24 450.14 40.17 15.1 (M:15.1) 1 4 0 K.SLAAFLK.K Dimethyl:2H(4): 1; Dimethyl: 7



533 true 943 810.4275 809.4106 1 11.9 409.12 27 25.0 (M:25.0) 1 1 0 R.YLMAER.L Dimethyl: 1

534 true 435 810.4404 809.4396 1 -7.99 512.53 25.33 17.7 (M:17.7) 1 1 0 R.LGHAEQK.D Dimethyl: 7

535 false 2230 810.447 809.4441 1 -5.37 355.62 32.83 16.5 (M:16.5) 1 3 0 K.IMVMPR.L Dimethyl:2H(4): 1; Oxidation: 2, 4

536 true 1364 810.4786 809.4687 1 3.19 267.23 28 43.9 (M:43.9) 3 1 0 K.YYLAPK.I Dimethyl: 1, 6

537 true 2551 810.4889 809.48 1 2.03 355.82 36.17 33.8 (M:33.8) 2 1 0 R.YLLFAR.Q Dimethyl: 1

538 false 2551 810.4889 809.4983 1 -20.56 361.64 36.17 17.5 (M:17.5) 1 59.33 3 1 K.KGMATAK.Q

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 1, 7

539 true 1261 811.4893 810.4986 1 -20.38 423.38 29.5 15.8 (M:15.8) 1 1 1 K.KQQMGR.E Dimethyl:2H(4): 1, 1



540 true 511 811.492 810.4963 1 -14.37 359.74 25.83 19.4 (M:19.4) 2 1 0 K.LPLAAQAK.L

541 true 651 811.4998 810.4963 1 -4.7 470.52 26.17 28.2 (M:28.2) 2 63.72 1 1 R.TANPPKK.R Dimethyl: 6, 7

542 true 2127 811.5173 810.4901 1 24.46 481.5 33.17 26.1 (M:26.1) 1 1 0 K.GALSYIR.V Dimethyl:2H(4): 1

543 false 2127 811.5173 810.4963 1 16.83 331.39 33.17 17.9 (M:17.9) 1 6 0 K.DIPLGIR.A Dimethyl: 1

544 true 1164 812.4506 811.4341 1 11.33 293.66 28.33 37.7 (M:37.7) 1 1 0 K.DIPFHR.V Dimethyl: 1

545 true 427 812.4566 811.449 1 0.39 345.19 21.83 17.3 (M:17.3) 1 1 0 K.FAVGSGSR.L Dimethyl:2H(4): 1

546 false 2274 812.4626 811.4564 1 -1.29 418.61 33 23.1 (M:23.1) 1 3 0 R.VFDMIR.R Dimethyl:2H(4): 1



547 false 2274 812.4626 811.4626 1 -8.92 383.44 33 17.0 (M:17.0) 1 6 0 K.VHEMLK.K Dimethyl: 1, 6

548 true 2522 812.4799 811.4742 1 -1.89 362.68 35 19.8 (M:19.8) 1 1 0 K.SSFVNVK.V Dimethyl:2H(4): 7

549 false 2094 812.4947 811.4844 1 3.76 279.37 32.67 15.8 (M:15.8) 2 5 0 K.YIVYAK.E Dimethyl: 1, 6

550 true 1811 812.5213 811.5218 1 -9.58 279.62 31.83 29.7 (M:29.7) 2 1 0 R.IHLELR.N Dimethyl:2H(4): 1

551 true 1158 813.4545 812.4466 1 0.74 281.45 28.17 19.1 (M:19.1) 2 1 0 K.GMLPDPK.N Dimethyl: 1, 7

552 true 1158 813.4545 812.4466 1 0.74 281.45 28.17 19.1 (M:19.1) 2 1 0 K.GMLPDPK.N Dimethyl: 1, 7

553 false 181 813.4577 812.4582 1 -9.58 352.83 20.83 23.0 (M:23.0) 1 2 0 K.YASEAIK.G Dimethyl:2H(4): 1



554 true 181 813.4577 812.4517 1 -1.56 376.67 20.83 30.9 (M:30.9) 1 1 0 K.YLQMAR.K Dimethyl:2H(4): 1

555 false 123 813.4578 812.4505 1 0.09 833.56 23.17 15.2 (M:15.2) 1 7 0 K.ITNPNAR.L Dimethyl: 1

556 false 123 813.4578 812.4505 1 0.09 315.19 23.17 19.5 (M:19.5) 1 3 0 K.NTPALNR.K Dimethyl: 1

557 false 123 813.4578 812.4505 1 0.09 727.01 23.17 15.2 (M:15.2) 1 7 0 K.LTGNAGPR.L Dimethyl: 1

558 true 3174 813.4635 812.4432 1 15.97 550.57 40.17 16.7 (M:16.7) 1 1 1 K.LKYFDK.L

559 true 96 813.4651 812.4644 1 -7.99 198.2 23.33 15.3 (M:15.3) 1 1 0 K.TEPVSPK.K Dimethyl: 1, 7

560 true 767 813.4732 812.4806 1 -18.14 295.5 26.83 41.5 (M:41.5) 1 1 0 K.DALHGLR.Y Dimethyl:2H(4): 1



561 false 2310 813.5224 812.5232 1 -9.95 321.42 33.5 22.2 (M:22.2) 1 6 1 R.RVELLR.N Dimethyl: 1

562 true 2310 813.5224 812.512 1 3.86 380.08 33.5 33.1 (M:33.1) 1 1 0 R.AIAELIR.E Dimethyl: 1

563 false 2310 813.5224 812.5008 1 17.67 341.83 33.5 27.0 (M:27.0) 1 2 0 K.ALSPEIK.T Dimethyl: 1, 7

564 false 2310 813.5224 812.512 1 3.86 380.15 33.5 23.0 (M:23.0) 1 4 0 R.SPVTLLR.S Dimethyl: 1

565 true 944 814.4526 813.4357 1 11.85 451.95 27 22.3 (M:22.3) 1 1 0 R.YLMAER.L Dimethyl:2H(4): 1

566 false 1200 814.4647 813.4457 1 14.35 344.67 29.17 18.7 (M:18.7) 1 2 1 K.SRSPSPR.R Dimethyl: 1

567 false 1200 814.4647 813.4709 1 -16.53 300.79 29.17 18.7 (M:18.7) 1 2 1 K.SRSPSPK.R Dimethyl: 1, 7



568 true 1200 814.4647 813.4596 1 -2.74 348.8 29.17 22.8 (M:22.8) 1 1 0 K.DQSIAPK.T Dimethyl: 1, 7

569 false 1804 814.4703 813.4469 1 19.74 408.23 29.5 16.5 (M:16.5) 1 5 0 R.GAPMGPPR.G Dimethyl:2H(4): 1

570 false 1594 814.4729 813.4821 1 -20.21 368.07 31 22.3 (M:22.3) 1 2 1 R.QNKQLR.A Dimethyl: 3

571 false 1202 814.4954 813.4709 1 21.17 361.46 29 18.5 (M:18.5) 1 6 0 R.GNGVNVVK.I Dimethyl: 1

572 false 1202 814.4954 813.4709 1 21.17 391.2 29 31.1 (M:31.1) 2 2 0 K.DIVNGLR.S Dimethyl: 1

573 false 1202 814.4954 813.4821 1 7.38 387.96 29 18.0 (M:18.0) 2 7 1 M.AANRNLK.Q Dimethyl: 7

574 false 1202 814.4954 813.4821 1 7.38 427.26 29 20.3 (M:20.3) 1 4 1 K.AAVNQRK.D Dimethyl: 7



575 true 2552 814.5157 813.5051 1 4.12 425.68 36.17 39.8 (M:39.8) 2 1 0 R.YLLFAR.Q Dimethyl:2H(4): 1

576 true 763 815.4842 814.48 1 -3.79 426.76 27.5 19.0 (M:19.0) 1 1 0 K.ALDLLDK.M Dimethyl: 7

577 false 763 815.4842 814.4913 1 -17.56 394.39 27.5 18.9 (M:18.9) 1 2 0 R.AGAVSALAK.F Dimethyl: 9

578 false 1605 815.5102 814.4913 1 14.32 333.48 35.33 18.0 (M:18.0) 1 4 0 M.AETIIIR.V

579 false 2316 815.5104 814.5214 1 -22.48 385.73 35.33 17.3 (M:17.3) 1 2 0 R.IGLLDPR.W Dimethyl:2H(4): 1

580 false 2316 815.5104 814.5065 1 -4.16 305.78 35.33 16.4 (M:16.4) 1 9 0 K.LFPAVLR.A

581 false 309 816.4421 815.4501 1 -18.74 353.85 24.67 20.7 (M:20.7) 3 2 0 R.TTPGTLAR.F



582 true 309 816.4421 815.4324 1 3.01 386.99 24.67 39.1 (M:39.1) 2 1 0 K.CGVISPR.F Carbamidomethyl: 1; Dimethyl: 1

583 true 2235 816.4695 815.4575 1 5.78 398.51 33.17 15.5 (M:15.5) 1 1 0 K.ANVLPMK.S Oxidation: 6; Dimethyl: 7

584 false 1709 816.4787 815.4753 1 -4.76 332.37 30.67 16.8 (M:16.8) 1 6 1 R.AKTSEPK.R Dimethyl: 2, 7

585 true 1079 816.48 815.4592 1 16.54 454.17 28.33 24.5 (M:24.5) 1 1 0 K.DIPFHR.V Dimethyl:2H(4): 1

586 true 82 816.4857 815.4865 1 -9.93 356.36 23.17 27.2 (M:27.2) 1 1 1 K.SRDLAVK.T Dimethyl: 7

587 false 82 816.4857 815.4753 1 3.82 329.39 23.17 17.7 (M:17.7) 1 61.15 5 1 K.DKSLTPK.T Dimethyl: 1

588 true 1159 817.4701 816.4717 1 -10.82 371.07 28.17 25.6 (M:25.6) 2 1 0 K.GMLPDPK.N Dimethyl:2H(4): 1; Dimethyl: 7



589 true 1159 817.4701 816.4717 1 -10.82 371.07 28.17 25.6 (M:25.6) 2 1 0 K.GMLPDPK.N Dimethyl:2H(4): 1; Dimethyl: 7

590 false 924 818.4156 817.4229 1 -17.76 433.22 25.67 16.7 (M:16.7) 1 5 1 K.CLREGR.Q Carbamidomethyl: 1; Dimethyl: 1

591 false 924 818.4156 817.4116 1 -4.04 253.9 25.67 28.1 (M:28.1) 1 2 0 K.CAGIDVR.L Carbamidomethyl: 1; Dimethyl: 1

592 false 899 818.4482 817.448 1 -8.67 406.07 25.83 17.1 (M:17.1) 1 5 0 K.AVVMLNR.I Oxidation: 4

593 false 899 818.4482 817.4545 1 -16.64 383.41 25.83 17.1 (M:17.1) 1 5 1 K.ASELDKK.S Dimethyl: 7

594 true 899 818.4482 817.4229 1 22.07 380.84 25.83 20.1 (M:20.1) 1 1 1 R.AAARCNK.G Carbamidomethyl: 5; Dimethyl: 7

595 false 899 818.4482 817.448 1 -8.67 411.34 25.83 18.2 (M:18.2) 2 4 0 R.AMAAVLAR.G Oxidation: 2



596 true 368 818.4547 817.448 1 -0.7 429.45 26.5 37.8 (M:37.8) 3 1 0 R.CGSVLVR.L Carbamidomethyl: 1; Dimethyl: 1

597 false 1805 818.4975 817.4847 1 6.72 355.59 29.5 16.3 (M:16.3) 1 3 0 K.DQSIAPK.T Dimethyl:2H(4): 1; Dimethyl: 7

598 false 1203 818.5204 817.496 1 20.94 548.61 29 17.2 (M:17.2) 1 6 0 R.GNGVNVVK.I Dimethyl:2H(4): 1

599 false 1203 818.5204 817.496 1 20.94 567.44 29 19.6 (M:19.6) 1 4 0 K.NNVAQLK.F Dimethyl:2H(4): 1

600 true 1203 818.5204 817.496 1 20.94 428.83 29 41.1 (M:41.1) 2 1 0 K.DIVNGLR.S Dimethyl:2H(4): 1

601 false 1203 818.5204 817.5323 1 -23.51 495.87 29 25.9 (M:25.9) 1 2 1 K.DLVVGRK.C Dimethyl:2H(4): 1

602 true 1397 818.5265 817.5189 1 0.29 359.33 28 20.4 (M:20.4) 2 1 0 K.YYLAPK.I Dimethyl:2H(4): 1, 6



603 false 1397 818.5265 817.5273 1 -9.93 368.55 28 18.9 (M:18.9) 1 2 1 K.KSSTLAK.R Dimethyl: 1, 1, 7

604 false 2725 819.4668 818.4684 1 -10.83 268.63 33.83 18.8 (M:18.8) 1 7 1 K.NMQKAK.Q Oxidation: 2; Dimethyl: 1, 4, 6

605 false 3316 819.4801 818.4902 1 -21.23 480.26 38.33 21.1 (M:21.1) 1 6 0 R.VAEAFVK.T Dimethyl: 1, 7

606 false 3087 819.4828 818.4684 1 8.68 560.41 38.67 20.7 (M:20.7) 3 6 1 R.IREMVK.Q Oxidation: 4; Dimethyl: 6

607 false 2674 819.4838 818.465 1 14.06 316.1 38.5 16.4 (M:16.4) 1 2 0 K.GDIFLVR.G

608 true 2212 819.4871 818.465 1 18.06 364.24 33.5 27.7 (M:27.7) 1 1 0 R.DGAFLIR.K Dimethyl: 1

609 false 2503 819.4895 818.48 1 2.77 541.18 38.5 18.1 (M:18.1) 2 6 0 R.VAELEAR.V Dimethyl:2H(4): 1



610 false 2184 819.5035 818.5164 1 -24.55 302.72 32.17 15.1 (M:15.1) 1 4 1 K.NEKAGIK.R Dimethyl:2H(4): 3; Dimethyl: 7

611 true 660 820.3896 819.3915 1 -11.21 386.49 24.83 24.3 (M:24.3) 2 1 0 R.YYYQR.G Dimethyl: 1

612 false 1491 820.4371 819.4239 1 7.17 316.62 28.33 19.3 (M:19.3) 1 2 0 R.NAVDAFR.V Dimethyl: 1

613 true 310 820.4662 819.4575 1 1.72 378.91 24.67 25.7 (M:25.7) 2 1 0 K.CGVISPR.F

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

614 false 727 820.5025 819.4854 1 11.96 384.94 28.33 19.4 (M:19.4) 1 4 0 R.LDLLYR.L Dimethyl: 1

615 false 727 820.5025 819.4752 1 24.41 438.93 28.33 16.3 (M:16.3) 1 8 0 M.AAALSAER.L Dimethyl:2H(4): 1

616 false 727 820.5025 819.4752 1 24.41 483.57 28.33 17.1 (M:17.1) 1 7 0 K.VTAQDVR.K Dimethyl:2H(4): 1



617 false 727 820.5025 819.4854 1 11.96 385.66 28.33 19.9 (M:19.9) 1 2 0 K.NVQLYK.M Dimethyl: 1, 6

618 false 1586 821.3902 820.398 1 -18.32 401.71 31.17 17.1 (M:17.1) 1 2 0 K.NFWNGR.W Dimethyl: 1

619 true 1586 821.3902 820.3974 1 -17.53 475.03 31.17 17.4 (M:17.4) 1 1 1 R.GGMSRGGR.G Oxidation: 3; Dimethyl: 1

620 false 1586 821.3902 820.398 1 -18.32 401.71 31.17 17.1 (M:17.1) 1 2 0 K.NFWNGR.W Dimethyl: 1

621 true 1531 821.4283 820.4299 1 -10.79 342.99 34.5 20.0 (M:20.0) 3 1 0 R.VLGMMAR.T Oxidation: 5; Dimethyl: 1

622 false 1596 821.4475 820.4331 1 8.74 412.39 30.67 17.4 (M:17.4) 2 5 0 R.DDQFLK.M Dimethyl: 1, 6

623 false 1596 821.4475 820.4443 1 -4.93 365 30.67 17.3 (M:17.3) 2 6 0 K.DGSFLVR.A Dimethyl: 1



624 true 631 821.4719 820.4745 1 -12.07 364.6 29 25.2 (M:25.2) 2 1 0 R.QLFEPR.S Dimethyl:2H(4): 1

625 false 2005 821.4863 820.4663 1 15.49 484.6 33.83 21.0 (M:21.0) 2 7 1 R.MIRMAK.E Oxidation: 4; Dimethyl: 1, 6

626 false 2005 821.4863 820.4881 1 -11.03 332.18 33.83 25.6 (M:25.6) 3 3 0 K.CLFLIK.C Carbamidomethyl: 1; Dimethyl: 6

627 true 2395 821.4919 820.4881 1 -4.19 368.5 33.17 37.6 (M:37.6) 3 1 0 -.MQIFVK.T Dimethyl: 1, 6

628 false 1497 821.4937 820.4844 1 2.47 335.5 34 16.3 (M:16.3) 1 4 0 K.VTTSEPK.K Dimethyl:2H(4): 1; Dimethyl: 7

629 false 3101 821.5057 820.4956 1 3.39 337.24 40.67 19.4 (M:19.4) 2 10 0 K.VLESSVR.S Dimethyl:2H(4): 1

630 false 3101 821.5057 820.4956 1 3.39 372.87 40.67 24.4 (M:24.4) 1 6 0 K.DLTSVVR.L Dimethyl:2H(4): 1



631 true 925 822.4411 821.4367 1 -3.51 288.34 25.67 17.5 (M:17.5) 1 1 0 K.CAGIDVR.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

632 true 477 822.4783 821.4731 1 -2.53 486.55 26.33 32.7 (M:32.7) 2 1 0 R.CGSVLVR.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

633 true 1953 823.4385 822.431 1 0.31 413.56 40.17 30.0 (M:30.0) 1 1 0 -.MQAFLK.G Acetyl: 1; Oxidation: 1; Dimethyl: 6

634 true 1604 823.4472 822.4388 1 1.34 370.9 29.67 28.1 (M:28.1) 3 1 0 R.YVGGFPR.S Dimethyl: 1

635 true 1346 823.4644 822.4422 1 18.12 436.52 29 38.7 (M:38.7) 1 1 0 K.LTGMAFR.V Dimethyl: 1

636 false 1346 823.4644 822.4673 1 -12.43 351.3 29 17.7 (M:17.7) 1 5 0 R.AFIAAMK.G Oxidation: 6; Dimethyl: 1, 7

637 true 670 823.4974 822.5076 1 -21.23 269.54 26.5 19.8 (M:19.8) 1 1 0 R.IISGHLR.G Dimethyl: 1



638 false 1778 823.5038 822.5153 1 -22.77 436.02 31 15.9 (M:15.9) 1 4 0 R.IFELNK.R Dimethyl:2H(4): 1; Dimethyl: 6

639 true 1778 823.5038 822.4901 1 7.78 515.18 31 25.1 (M:25.1) 2 1 0 R.LFENLR.M Dimethyl:2H(4): 1

640 true 652 823.5068 822.4963 1 3.85 453.67 26.33 40.9 (M:40.9) 7 1 0 K.IIAPPER.K Dimethyl: 1

641 true 652 823.5068 822.4963 1 3.85 453.67 26.33 40.9 (M:40.9) 7 1 0 K.IIAPPER.K Dimethyl: 1

642 true 652 823.5068 822.4963 1 3.85 453.67 26.33 40.9 (M:40.9) 7 1 0 K.IIAPPER.K Dimethyl: 1

643 true 578 824.4194 823.4166 1 -5.45 440.85 22.5 25.0 (M:25.0) 2 1 0 R.YYYQR.G Dimethyl:2H(4): 1

644 true 3506 824.4688 823.4592 1 2.75 393.49 39.5 27.9 (M:27.9) 1 1 0 R.DVFLFR.S Dimethyl: 1



645 true 2921 824.4734 823.4775 1 -13.8 352.56 37 16.1 (M:16.1) 1 1 1 K.DMNKIK.E

Dimethyl:2H(4): 4; Oxidation: 2; 

Dimethyl: 6

646 false 2825 824.4745 823.4701 1 -3.55 214.11 37.33 15.7 (M:15.7) 1 2 1 K.SSSKEAR.A Dimethyl:2H(4): 4; Dimethyl: 1

647 true 2074 825.4484 824.455 1 -16.89 405.98 34.33 23.7 (M:23.7) 4 1 0 R.VLGMMAR.T Dimethyl:2H(4): 1; Oxidation: 5

648 false 2171 825.4536 824.4615 1 -18.48 313.62 34.33 15.8 (M:15.8) 1 2 0 R.IGETAMK.Q

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 7

649 true 2449 825.4567 824.4615 1 -14.65 296.48 34.5 18.8 (M:18.8) 1 1 0 R.LGMDLTK.V Dimethyl:2H(4): 1; Oxidation: 3

650 false 2436 826.4789 825.4898 1 -22.02 477.73 33.33 19.4 (M:19.4) 1 3 0 R.AGQLSYK.E Dimethyl:2H(4): 1; Dimethyl: 7

651 false 1830 826.4797 825.4709 1 1.91 369.4 32.17 21.3 (M:21.3) 1 2 0 M.ALSGAPLR.V Acetyl: 1



652 false 3303 826.493 825.467 1 22.67 487.98 40.67 19.7 (M:19.7) 1 4 0 R.MSYILK.D Oxidation: 1; Dimethyl: 1, 6

653 false 3303 826.493 825.4749 1 13.16 581.1 40.67 22.1 (M:22.1) 1 3 1 K.YKFLQK.Y

654 true 1713 827.4739 826.4639 1 3.25 495.22 31 17.3 (M:17.3) 2 1 0 R.YVGGFPR.S Dimethyl:2H(4): 1

655 true 1347 827.4873 826.4673 1 15.43 515.66 29 42.0 (M:42.0) 2 1 0 K.LTGMAFR.V Dimethyl:2H(4): 1

656 true 1650 827.5052 826.5025 1 -5.5 431.19 30.83 16.6 (M:16.6) 1 1 0 R.RPSLNGK.R Dimethyl: 1, 7

657 false 2136 827.5175 826.5214 1 -13.54 605.99 32.33 15.6 (M:15.6) 1 2 0 R.ELPAPLR.S Dimethyl:2H(4): 1

658 false 3289 827.522 826.5327 1 -21.71 386.85 38 15.4 (M:15.4) 1 2 0 R.IISGHLR.G Dimethyl:2H(4): 1



659 true 3289 827.522 826.5327 1 -21.71 310.71 38 16.3 (M:16.3) 1 1 0 K.LGLHSLR.H Dimethyl:2H(4): 1

660 false 2877 827.5266 826.5037 1 18.88 338.21 37.67 18.2 (M:18.2) 1 5 0 -.MALHVPK.A Dimethyl:2H(4): 7

661 false 1811 827.5281 826.5214 1 -0.73 317.96 38.17 17.8 (M:17.8) 1 4 1 K.RTLYSK.K Dimethyl:2H(4): 1; Dimethyl: 6

662 false 1811 827.5281 826.5404 1 -23.64 374.65 38.17 17.6 (M:17.6) 1 5 0 R.VAEAFVK.T Dimethyl:2H(4): 1, 7

663 true 532 827.5319 826.5214 1 3.81 478.98 25.5 39.7 (M:39.7) 8 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

664 true 532 827.5319 826.5214 1 3.81 478.98 25.5 39.7 (M:39.7) 8 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

665 true 532 827.5319 826.5214 1 3.81 478.98 25.5 39.7 (M:39.7) 8 1 0 K.IIAPPER.K Dimethyl:2H(4): 1



666 true 546 828.4013 827.3926 1 1.76 411.15 22.33 34.3 (M:34.3) 2 1 0 R.FGGSYGGR.F Dimethyl: 1

667 true 2523 828.4665 827.4626 1 -3.99 271.78 35 17.1 (M:17.1) 1 1 1 K.SCKVFR.I

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

668 false 1779 828.494 827.4753 1 13.8 -1 31.83 17.5 (M:17.5) 1 56.81 5 1 M.PSDLAKK.K Acetyl: 1; Dimethyl: 6

669 true 1779 828.494 827.4865 1 0.24 516.39 31.83 26.3 (M:26.3) 2 1 0 R.GLQDVLR.T Dimethyl: 1

670 true 904 828.4971 827.4905 1 -0.79 432.81 29.5 19.1 (M:19.1) 1 1 0 R.AFPGPLAK.D Dimethyl: 8

671 false 3015 828.5008 827.4865 1 8.53 373.39 38 15.1 (M:15.1) 1 5 0 K.KPISDLR.C

672 false 3015 828.5008 827.4939 1 -0.39 382.76 38 16.5 (M:16.5) 1 3 0 K.MQGVPLK.H Dimethyl: 1, 7



673 false 3015 828.5008 827.4753 1 22.09 522.81 38 15.0 (M:15.0) 1 9 0 R.AAPGTDLK.I Dimethyl: 1, 8

674 false 3015 828.5008 827.5117 1 -21.82 356.42 38 16.8 (M:16.8) 1 2 0 R.LAIQDLK.L Dimethyl: 7

675 true 1337 829.4467 828.4593 1 -23.96 312.98 30 17.7 (M:17.7) 1 1 0 K.IEGTPEK.G Dimethyl: 1, 7

676 false 1248 829.4743 828.4705 1 -4.27 337.56 26.83 16.9 (M:16.9) 1 2 0 K.DNNLLGK.F Dimethyl: 1, 7

677 false 1248 829.4743 828.4705 1 -4.27 337.56 26.83 16.9 (M:16.9) 1 2 0 K.DNNLLGK.F Dimethyl: 1, 7

678 true 2628 829.5086 828.4818 1 23.57 631 34.67 17.9 (M:17.9) 1 1 0 K.AASAAAALR.Q Dimethyl: 1

679 false 1923 829.5186 828.5069 1 5.33 403.63 32.33 30.0 (M:30.0) 2 7 0 K.LISDIIR.E



680 false 1651 829.5187 828.493 1 22.23 427.34 30.83 19.2 (M:19.2) 1 10 1 K.ASAIQRR.G Dimethyl: 1

681 true 2362 829.5254 828.5165 1 1.95 315.31 33.83 18.9 (M:18.9) 1 1 1 R.MIRMAK.E Dimethyl:2H(4): 1, 6; Oxidation: 4

682 false 2458 829.5268 828.5321 1 -15.07 348.89 34.67 25.4 (M:25.4) 1 6 0 K.SLIALEK.E Dimethyl: 1, 7

683 true 2458 829.5268 828.5069 1 15.25 393.66 34.67 48.4 (M:48.4) 1 1 0 K.SLLELAR.M Dimethyl: 1

684 true 2098 829.5309 828.5383 1 -17.74 375.36 34.33 24.2 (M:24.2) 2 1 0 -.MQIFVK.T Dimethyl:2H(4): 1, 6

685 false 883 830.4426 829.4294 1 7.15 419.19 27.33 15.1 (M:15.1) 1 2 1 K.SEARDPK.E Dimethyl: 7

686 false 1926 830.4465 829.4545 1 -18.47 220.5 32.5 16.6 (M:16.6) 1 3 0 K.VADIQEK.V Dimethyl: 7



687 true 1926 830.4465 829.4344 1 5.75 274.48 32.5 19.7 (M:19.7) 2 1 0 K.DGHGLGSR.L Dimethyl:2H(4): 1

688 false 792 830.4524 829.4559 1 -12.93 428.9 26.67 20.1 (M:20.1) 1 2 1 K.AGRAYHK.Y Dimethyl: 7

689 true 792 830.4524 829.4446 1 0.6 355.32 26.67 27.2 (M:27.2) 1 1 0 K.TFLEHR.A Dimethyl: 1

690 true 911 830.4713 829.4446 1 23.31 258.25 24 17.8 (M:17.8) 1 1 0 K.YAPPAAGR.Y Dimethyl: 1

691 false 1360 830.4896 829.4658 1 19.99 279.07 29.5 16.7 (M:16.7) 1 2 0 K.NLESALR.F Dimethyl: 1

692 false 127 830.4959 829.4819 1 8.15 67.37 23.33 19.5 (M:19.5) 1 6 1 R.MKESQK.S Dimethyl:2H(4): 1, 6; Oxidation: 1

693 false 127 830.4959 829.4909 1 -2.7 358.07 23.33 28.4 (M:28.4) 2 2 0 R.NTTIPTK.Q Dimethyl: 1, 7



694 false 127 830.4959 829.4909 1 -2.7 358.07 23.33 28.4 (M:28.4) 2 2 0 R.NTTIPTK.K Dimethyl: 1, 7

695 false 127 830.4959 829.4909 1 -2.7 358.07 23.33 28.4 (M:28.4) 2 2 0 R.NTTIPTK.Q Dimethyl: 1, 7

696 true 217 830.5044 829.496 1 1.35 401.56 22.83 18.7 (M:18.7) 1 1 0 R.TSIPPQR.G Dimethyl:2H(4): 1

697 true 578 831.4468 830.4433 1 -4.5 387.65 27.17 23.7 (M:23.7) 1 1 0 K.CQNLLR.H Carbamidomethyl: 1; Dimethyl: 1

698 true 767 831.4476 830.4511 1 -12.93 551.1 26.83 18.9 (M:18.9) 1 1 1 R.WTRVNR.D

699 false 2051 831.4824 830.4749 1 0.18 297.01 33 18.3 (M:18.3) 1 6 0 R.LVSEDIK.S Dimethyl: 7

700 false 2051 831.4824 830.4749 1 0.18 413.6 33 28.6 (M:28.6) 1 92.69 2 0 K.LDTVLDK.D Dimethyl: 7



701 true 2051 831.4824 830.4684 1 8.02 472.07 33 33.6 (M:33.6) 1 1 0 R.MGLVLDR.M Dimethyl: 1

702 false 1597 831.4898 830.4974 1 -17.83 352.32 30.67 17.1 (M:17.1) 1 8 1 R.GSSIKQR.I Dimethyl: 1, 5

703 false 1597 831.4898 830.4749 1 9.19 507.07 30.67 19.2 (M:19.2) 1 3 0 K.GEELSLK.G Dimethyl: 1, 7

704 false 1597 831.4898 830.4749 1 9.19 566.37 30.67 17.3 (M:17.3) 1 6 0 K.EVSDLIK.E Dimethyl: 1

705 false 1507 831.4994 830.5014 1 -11.13 424.17 29.33 17.3 (M:17.3) 1 2 0 R.FVPTALR.V Dimethyl: 1

706 false 1670 831.5005 830.4862 1 8.53 477.49 30.17 31.9 (M:31.9) 2 2 0 K.STELLIR.K

707 false 1670 831.5005 830.5113 1 -21.72 340.25 30.17 21.6 (M:21.6) 1 8 0 K.LLTESLK.K Dimethyl: 7



708 true 547 832.4269 831.4177 1 2.29 445 22.33 42.1 (M:42.1) 2 1 0 R.FGGSYGGR.F Dimethyl:2H(4): 1

709 false 1487 832.4348 831.4429 1 -18.46 552.81 29.33 17.5 (M:17.5) 1 2 0 K.YFSIDR.V Dimethyl:2H(4): 1

710 true 2349 832.4401 831.4167 1 19.43 408.03 34.17 29.6 (M:29.6) 2 1 0 R.DFYFGK.L Dimethyl: 1, 6

711 false 2349 832.4401 831.4273 1 6.72 388.37 34.17 15.8 (M:15.8) 1 5 0 R.AACDLVR.G Carbamidomethyl: 3; Dimethyl: 1

712 false 1727 832.469 831.4637 1 -2.28 271.48 31.83 18.5 (M:18.5) 1 2 0 -.MTGQVLR.C Dimethyl: 1

713 false 1727 832.469 831.4702 1 -10.12 278.36 31.83 18.4 (M:18.4) 1 9 0 R.EASTGVLK.D Dimethyl: 8

714 false 1719 832.4844 831.4854 1 -9.95 329.01 31.83 16.6 (M:16.6) 2 5 0 R.SSILWAK.V Dimethyl: 7



715 false 1719 832.4844 831.4939 1 -20.05 302.91 31.83 15.9 (M:15.9) 1 8 1 K.MKAGGHK.V

Dimethyl:2H(4): 7; Oxidation: 1; 

Dimethyl: 1, 2

716 true 2025 832.4946 831.4967 1 -11.28 504.24 32.5 17.6 (M:17.6) 1 1 0 K.NFLAVLR.G

717 true 2726 832.519 831.5116 1 0.15 289.17 34 21.9 (M:21.9) 1 1 0 K.DLNILGR.D Dimethyl:2H(4): 1

718 true 1940 832.5256 831.5218 1 -4.24 425.06 33.5 52.8 (M:52.8) 2 1 0 K.NGFVVLK.G Dimethyl: 1, 7

719 true 312 833.455 832.429 1 22.44 558.17 24.5 18.5 (M:18.5) 1 1 0 K.TDDLITR.F

720 true 353 833.4568 832.4403 1 11.06 255.6 24.67 17.1 (M:17.1) 1 1 0 K.IVQGSSSR.L

721 false 435 833.462 832.4555 1 -0.92 671 24.83 15.2 (M:15.2) 1 3 0 K.HDPALPR.L Dimethyl: 1



722 true 435 833.462 832.4477 1 8.51 339.43 24.83 15.8 (M:15.8) 1 1 0 R.AIADMLR.A Oxidation: 5; Dimethyl: 1

723 false 435 833.462 832.4477 1 8.51 343.86 24.83 15.7 (M:15.7) 1 2 0 R.EAVAMLR.E Oxidation: 5; Dimethyl: 1

724 false 959 833.4704 832.4477 1 18.58 459.11 27.67 25.1 (M:25.1) 1 3 0 K.ELGTVMR.S Dimethyl: 1

725 true 3290 833.4831 832.4807 1 -5.83 376.41 38.17 18.8 (M:18.8) 1 1 0 R.DLFALAR.K Dimethyl: 1

726 true 1026 833.49 832.4807 1 2.4 476.17 27.67 41.6 (M:41.6) 1 1 0 K.FVEVVGR.A Dimethyl: 1

727 false 2275 833.5156 832.4906 1 21.27 236.85 35 18.1 (M:18.1) 1 2 0 K.TVTLSEK.L Dimethyl: 1, 7

728 true 1175 834.4202 833.4184 1 -6.64 378.97 29.33 35.4 (M:35.4) 1 1 0 R.EHAFFR.R Dimethyl: 1



729 true 1175 834.4202 833.4184 1 -6.64 378.97 29.33 35.4 (M:35.4) 1 1 0 K.EHAFFR.Y Dimethyl: 1

730 false 13 834.4351 833.4178 1 12.03 422.37 20 16.1 (M:16.1) 1 3 1 K.RASTMPR.L Oxidation: 5

731 true 13 834.4351 833.4218 1 7.21 372.61 20 29.0 (M:29.0) 1 1 0 K.QCVPFR.R Carbamidomethyl: 2; Dimethyl: 1

732 true 1987 834.465 833.4647 1 -8.31 366.79 30.33 24.7 (M:24.7) 1 1 0 R.DALQGFK.I Dimethyl: 1, 7

733 true 793 834.4773 833.4697 1 0.36 325.22 26.67 23.1 (M:23.1) 1 1 0 K.TFLEHR.A Dimethyl:2H(4): 1

734 true 1286 834.4807 833.4647 1 10.43 284.36 32.17 15.3 (M:15.3) 1 1 0 K.VGEIFNK.F Dimethyl: 7

735 true 312 834.4837 833.4697 1 7.97 307.45 23.33 33.0 (M:33.0) 2 1 0 K.YAPPAAGR.Y Dimethyl:2H(4): 1



736 true 2060 834.4883 833.4759 1 6.1 405.09 32.83 29.0 (M:29.0) 3 1 0 K.YNQLLR.I Dimethyl: 1

737 true 689 835.4356 834.4236 1 5.69 399.11 26.5 27.9 (M:27.9) 1 1 0 R.AVDFAER.H Dimethyl: 1

738 true 1109 835.4484 834.4236 1 21.02 353.2 28.5 19.9 (M:19.9) 1 1 0 K.ELEFGGR.F Dimethyl: 1

739 true 727 835.4594 834.4684 1 -19.5 430.19 26.83 26.0 (M:26.0) 1 1 0 K.CQNLLR.H

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

740 false 795 835.472 834.4487 1 19.17 611.1 26.67 15.8 (M:15.8) 1 5 0 R.LAADDFK.T Dimethyl: 1, 7

741 true 795 835.472 834.46 1 5.73 524.61 26.67 28.5 (M:28.5) 3 1 0 K.IEGVYAR.Q Dimethyl: 1

742 false 2402 835.4731 834.4487 1 20.45 533.12 34.33 19.4 (M:19.4) 2 2 0 K.AAFEEIK.N Dimethyl: 7



743 false 2402 835.4731 834.4521 1 16.42 647.94 34.33 15.4 (M:15.4) 1 4 0 R.MLDGTVK.T Oxidation: 1; Dimethyl: 1, 7

744 true 1247 835.4854 834.465 1 15.77 430.13 30 17.0 (M:17.0) 2 1 0 K.GSHSFLR.G Dimethyl:2H(4): 1

745 true 2661 835.4859 834.4673 1 13.51 494.97 41 20.4 (M:20.4) 4 1 0 -.MQIFVK.T Acetyl: 1; Dimethyl: 6

746 true 2517 835.4861 834.46 1 22.62 385.9 38.5 21.3 (M:21.3) 2 1 0 K.DGTFLVR.D Dimethyl: 1

747 true 2517 835.4861 834.46 1 22.62 385.9 38.5 21.3 (M:21.3) 2 1 0 K.DGTFLVR.E Dimethyl: 1

748 false 1976 835.4863 834.4963 1 -20.78 388.08 41 17.8 (M:17.8) 2 3 1 K.KNTAFVK.K Dimethyl: 7

749 true 1146 835.4869 834.4673 1 14.73 422.14 27.83 26.6 (M:26.6) 1 1 0 K.SFMGPLK.K Dimethyl: 1, 7



750 true 2311 835.4974 834.4851 1 5.97 321.22 33.5 18.1 (M:18.1) 1 1 0 R.IGSFDLK.Y Dimethyl: 1, 7

751 false 2198 835.4987 834.5 1 -10.3 5.84 32.5 21.2 (M:21.2) 1 7 0 R.LVSEDIK.S Dimethyl:2H(4): 1

752 false 2198 835.4987 834.5 1 -10.3 95.83 32.5 23.4 (M:23.4) 1 3 0 K.LDTVLDK.D Dimethyl:2H(4): 1

753 false 2198 835.4987 834.5 1 -10.3 426.28 32.5 20.3 (M:20.3) 2 8 0 K.ATVEDLK.E Dimethyl:2H(4): 1; Dimethyl: 7

754 false 2801 835.5049 834.4935 1 4.98 531.77 35.5 34.0 (M:34.0) 2 2 0 K.LGVCGAAK.K

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Dimethyl: 8

755 false 2801 835.5049 834.4935 1 4.98 414.44 35.5 23.3 (M:23.3) 2 4 0 R.AAMNQLK.A Dimethyl:2H(4): 1; Dimethyl: 7

756 true 2801 835.5049 834.4935 1 4.98 311.15 35.5 35.2 (M:35.2) 1 1 0 -.MAAAGALAK.H Dimethyl:2H(4): 9



757 true 2052 835.506 834.4935 1 6.25 365.56 33 21.8 (M:21.8) 1 1 0 R.MGLVLDR.M Dimethyl:2H(4): 1

758 false 2922 835.5121 834.5 1 5.68 490.78 38.33 16.7 (M:16.7) 1 8 0 R.VLDETAK.E Dimethyl:2H(4): 1; Dimethyl: 7

759 false 1327 836.4159 835.4076 1 1.22 410.48 29.5 16.5 (M:16.5) 1 3 0 K.DEEFIR.K Dimethyl: 1

760 false 2949 836.4346 835.4374 1 -12.15 529.61 44.17 19.5 (M:19.5) 2 7 0 R.QMFVQR.V Dimethyl: 1

761 true 1153 836.4698 835.4701 1 -9.06 287.06 27.17 19.2 (M:19.2) 1 1 1 K.QTNADKK.A Dimethyl:2H(4): 1

762 true 2355 836.4837 835.4589 1 20.97 490.47 32 15.2 (M:15.2) 1 1 1 R.AAEEEKK.R Dimethyl:2H(4): 7

763 false 1380 836.5338 835.5065 1 23.96 739.5 30.17 15.4 (M:15.4) 1 2 1 R.SLARDSK.G Dimethyl:2H(4): 1; Dimethyl: 7



764 true 1298 837.4028 836.3851 1 12.5 464.46 28.83 26.6 (M:26.6) 2 1 0 R.GFSDMPR.R Dimethyl: 1

765 false 2128 837.4356 836.4181 1 12.19 435.75 33.17 16.1 (M:16.1) 1 6 0 K.NFPFER.L Dimethyl: 1

766 false 2128 837.4356 836.4215 1 8.16 422 33.17 15.1 (M:15.1) 1 7 0 K.FGVMAER.L Dimethyl: 1

767 true 539 837.4489 836.4392 1 2.82 423.01 26 24.9 (M:24.9) 1 1 0 R.FTGSEIR.A Dimethyl: 1

768 false 539 837.4489 836.4466 1 -6.01 357.21 26 20.6 (M:20.6) 1 3 0 K.CVEFVK.S Carbamidomethyl: 1; Dimethyl: 1, 6

769 true 2006 837.4693 836.4578 1 4.96 432.88 33.83 27.6 (M:27.6) 1 1 0 K.NYILMR.M Dimethyl: 1

770 false 2396 837.4809 836.4793 1 -6.77 409.39 33.17 24.1 (M:24.1) 2 2 0 K.TASELEK.I Dimethyl:2H(4): 1; Dimethyl: 7



771 true 960 837.4921 836.4728 1 14.33 532.25 27.83 19.6 (M:19.6) 1 1 0 K.ELGTVMR.S Dimethyl:2H(4): 1

772 false 3212 837.5003 836.4979 1 -5.82 505.71 40.5 16.5 (M:16.5) 1 8 1 K.MEKLEK.R Dimethyl:2H(4): 1; Dimethyl: 3

773 true 1027 837.5038 836.5058 1 -11.07 481.22 27.67 35.8 (M:35.8) 1 1 0 K.FVEVVGR.A Dimethyl:2H(4): 1

774 true 1249 837.5259 836.5207 1 -2.54 253.52 26.83 27.2 (M:27.2) 1 1 0 K.DNNLLGK.F Dimethyl:2H(4): 1, 7

775 true 1249 837.5259 836.5207 1 -2.54 253.52 26.83 27.2 (M:27.2) 1 1 0 K.DNNLLGK.F Dimethyl:2H(4): 1, 7

776 true 2907 837.5303 836.5058 1 20.6 283.85 37.83 21.7 (M:21.7) 2 1 0 R.DLFALAR.K Dimethyl:2H(4): 1

777 true 1176 838.4484 837.4435 1 -2.83 330.71 29.33 39.2 (M:39.2) 1 1 0 R.EHAFFR.R Dimethyl:2H(4): 1



778 true 1176 838.4484 837.4435 1 -2.83 330.71 29.33 39.2 (M:39.2) 1 1 0 K.EHAFFR.Y Dimethyl:2H(4): 1

779 true 14 838.4566 837.4469 1 2.83 448.19 20 18.1 (M:18.1) 2 1 0 K.QCVPFR.R

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

780 false 1222 838.4876 837.4932 1 -15.28 440.68 28.33 16.7 (M:16.7) 3 6 1 -.MATKIDK.E Dimethyl:2H(4): 4

781 true 2061 838.5121 837.501 1 4.53 433 32.83 38.9 (M:38.9) 3 1 0 K.YNQLLR.I Dimethyl:2H(4): 1

782 true 1544 839.4374 838.4371 1 -8.27 363.88 28.83 18.1 (M:18.1) 1 1 0 K.YAISMAR.K Dimethyl: 1

783 true 2085 839.438 838.4337 1 -3.62 448.88 32.33 22.6 (M:22.6) 1 1 0 R.AAFFAER.Y Dimethyl: 1

784 true 1113 839.4536 838.4499 1 -4.2 338.22 26.83 15.7 (M:15.7) 2 1 0 K.TGFYCK.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 6



785 true 1023 839.4563 838.4487 1 0.41 312.86 27.83 28.9 (M:28.9) 1 1 0 R.LAADDFR.L Dimethyl:2H(4): 1

786 false 2101 839.4906 838.4698 1 16.05 451.65 32.83 16.7 (M:16.7) 1 4 1 R.DSVGSKSK.K Dimethyl:2H(4): 6

787 false 1147 839.4936 838.4701 1 19.34 408.12 27.83 15.3 (M:15.3) 1 9 0 R.AVYIFAR.C

788 true 796 839.4982 838.4851 1 7 517.88 26.67 24.1 (M:24.1) 2 1 0 K.IEGVYAR.Q Dimethyl:2H(4): 1

789 false 3304 839.5142 838.5102 1 -3.86 547.37 41 20.0 (M:20.0) 1 3 0 K.GIVEYVK.A Dimethyl:2H(4): 1

790 true 3304 839.5142 838.4953 1 13.93 397.58 41 43.8 (M:43.8) 3 1 0 K.YLNFVK.G Dimethyl: 1, 6

791 true 2137 839.5327 838.5276 1 -2.61 412.38 32.83 42.3 (M:42.3) 2 1 0 K.ALEIIPR.Q Dimethyl: 1



792 false 2137 839.5327 838.5137 1 13.97 454.91 32.83 26.7 (M:26.7) 1 4 1 K.VAAGRLPR.S

793 true 532 840.4333 839.4262 1 -0.16 472.36 25.67 24.0 (M:24.0) 1 1 0 R.CFGPTAR.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

794 false 2062 840.4374 839.4389 1 -10.43 493.64 32.5 15.3 (M:15.3) 1 3 1 K.SSESFKK.R Dimethyl: 7

795 true 2062 840.4374 839.429 1 1.34 466.55 32.5 35.7 (M:35.7) 1 1 0 R.FTGGFGAR.D Dimethyl: 1

796 true 71 840.4731 839.4626 1 3.85 468.58 20.17 22.1 (M:22.1) 2 1 0 R.QMFVQR.V Dimethyl:2H(4): 1

797 true 1594 840.4908 839.4793 1 5.09 451.78 30 27.5 (M:27.5) 1 1 0 R.YVEVFK.S Dimethyl: 1, 6

798 true 1286 840.5116 839.4865 1 21.21 485.84 29.17 15.6 (M:15.6) 1 1 0 R.NLPAIER.A Dimethyl: 1



799 true 1276 840.5363 839.548 1 -22.65 149.68 28.17 20.1 (M:20.1) 1 1 0 K.ISVPQIK.L Dimethyl: 1, 7

800 true 1163 841.4363 840.4102 1 22.34 464.99 28 37.7 (M:37.7) 2 1 0 R.GFSDMPR.R Dimethyl:2H(4): 1

801 true 540 841.4732 840.4643 1 1.95 475.14 26 16.4 (M:16.4) 1 1 0 R.FTGSEIR.A Dimethyl:2H(4): 1

802 false 2706 841.4871 840.483 1 -3.66 404.4 35 22.5 (M:22.5) 1 2 0 K.TCLLFR.F

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

803 true 1713 842.5064 841.5062 1 -8.34 472.41 31.5 24.8 (M:24.8) 1 1 0 K.LEFLHK.T Dimethyl: 1, 6

804 false 1713 842.5064 841.4844 1 17.51 31.5 16.6 (M:16.6) 1 50 8 1 K.MGKTIHK.Y Dimethyl: 3

805 true 1713 842.5064 841.5062 1 -8.34 472.41 31.5 24.8 (M:24.8) 1 1 0 K.LEFLHK.T Dimethyl: 1, 6



806 true 1988 842.5153 841.5183 1 -12.15 469.46 30.33 25.1 (M:25.1) 1 1 1 R.GLKEGMK.Q Dimethyl:2H(4): 3, 7; Oxidation: 6

807 true 1810 842.5156 841.5062 1 2.52 567.08 31.17 33.0 (M:33.0) 1 1 0 R.HFILEK.S Dimethyl: 1, 6

808 true 632 842.5281 841.5273 1 -7.75 339.97 24.83 32.4 (M:32.4) 1 1 0 K.VIPTATGK.G Dimethyl: 1, 8

809 true 1452 842.5335 841.5149 1 13.45 434.34 29.83 25.4 (M:25.4) 1 1 0 R.DALQGFK.I Dimethyl:2H(4): 1, 7

810 false 1452 842.5335 841.5183 1 9.45 684.05 29.83 15.2 (M:15.2) 1 3 1 R.GLKEGMK.Q Dimethyl:2H(4): 1, 7; Oxidation: 6

811 false 2958 842.5381 841.5273 1 4.23 390.12 36.5 15.5 (M:15.5) 1 4 0 K.NLGEILK.A Dimethyl: 1, 7

812 false 352 843.4258 842.4246 1 -7.2 345.22 25.17 18.9 (M:18.9) 1 2 0 M.AAAAEAAAR.F Acetyl: 1



813 true 2086 843.4627 842.4588 1 -4.09 510.19 32.33 17.2 (M:17.2) 1 1 0 R.AAFFAER.Y Dimethyl:2H(4): 1

814 true 1534 843.4668 842.4622 1 -3.16 431.95 28.83 31.2 (M:31.2) 2 1 0 K.YAISMAR.K Dimethyl:2H(4): 1

815 true 2664 843.4774 842.4498 1 24.15 403.26 41.17 17.2 (M:17.2) 1 1 0 K.ILSEEPR.W

816 false 2664 843.4774 842.4862 1 -18.99 388.08 41.17 15.1 (M:15.1) 1 6 0 K.LEEALLR.G

817 false 1206 843.4808 842.4722 1 1.47 660.31 29.17 20.3 (M:20.3) 1 4 1 R.QLERGGR.F Dimethyl: 1

818 false 1206 843.4808 842.4684 1 6.02 482.83 29.17 22.6 (M:22.6) 1 2 0 K.QGGLGPMK.I Dimethyl: 1, 8

819 true 1206 843.4808 842.4862 1 -15.03 337.75 29.17 25.2 (M:25.2) 1 1 0 R.ELIIGDR.Q Dimethyl: 1



820 false 1904 843.5295 842.5113 1 12.98 489.51 31.5 15.4 (M:15.4) 1 5 0 K.DLVDLIK.Q Dimethyl: 7

821 true 1904 843.5295 842.5226 1 -0.34 485.02 31.5 19.5 (M:19.5) 1 1 0 R.SVEVILR.A Dimethyl: 1

822 false 1818 843.5343 842.5226 1 5.34 397.69 31.67 22.6 (M:22.6) 2 2 0 M.AETIIIR.V Dimethyl: 1

823 false 4050 843.5373 842.5113 1 22.23 515.34 46.67 17.5 (M:17.5) 1 2 0 K.VTLETPK.K Dimethyl: 1, 7

824 false 3099 843.5394 842.5378 1 -6.78 353.01 37.67 25.7 (M:25.7) 2 3 0 R.ALFIVPR.Q Dimethyl: 1

825 false 2575 843.5405 842.5338 1 -0.62 450.75 36 15.1 (M:15.1) 1 4 1 R.SIAVAARK.K Dimethyl: 8

826 true 2063 844.4592 843.4541 1 -2.6 400.17 32.5 23.7 (M:23.7) 1 1 0 R.FTGGFGAR.D Dimethyl:2H(4): 1



827 false 2038 844.4875 843.4814 1 -1.39 411.24 33.83 21.6 (M:21.6) 1 6 0 R.LVETGAVR.D

828 false 2038 844.4875 843.4702 1 11.91 507.57 33.83 19.1 (M:19.1) 1 9 0 K.QELEAAK.E Dimethyl: 1, 7

829 true 203 844.4884 843.4814 1 -0.29 507.2 24.33 49.3 (M:49.3) 6 1 0 R.EIQTAVR.L Dimethyl: 1

830 false 340 844.4977 843.4814 1 10.68 598.12 25 20.8 (M:20.8) 1 10 1 K.ELKAGDR.T Dimethyl: 1, 3

831 false 340 844.4977 843.5066 1 -19.1 376.07 25 22.0 (M:22.0) 1 6 1 K.IEKEAAK.L Dimethyl: 1, 7

832 false 1724 844.5082 843.4888 1 14.35 736.33 31.83 18.2 (M:18.2) 1 2 0 K.IPAMTIAK.N

833 false 1180 844.5149 843.5178 1 -12.11 308.57 28.67 23.8 (M:23.8) 1 50 6 1 R.KELATVR.T Dimethyl: 1



834 true 1249 844.5344 843.5116 1 18.38 423.59 29.17 18.0 (M:18.0) 1 1 0 R.NLPAIER.A Dimethyl:2H(4): 1

835 false 1249 844.5344 843.5116 1 18.38 536.05 29.17 15.9 (M:15.9) 1 5 1 K.AKHSELK.Q Dimethyl:2H(4): 1

836 true 1509 845.4141 844.4153 1 -10 396.19 30.83 20.0 (M:20.0) 1 1 0 K.SNYFMK.I Dimethyl: 1, 6

837 false 1671 845.5072 844.5131 1 -15.56 573.61 30.33 18.3 (M:18.3) 1 5 1 R.RNSSLLK.V Dimethyl: 7

838 false 1671 845.5072 844.5018 1 -2.27 469.44 30.33 21.9 (M:21.9) 1 2 0 R.TLETLIR.L

839 false 1425 845.5076 844.4953 1 6 388.33 30 17.1 (M:17.1) 1 3 1 R.IERMLR.L Dimethyl: 1

840 false 1680 845.52 844.4919 1 24.55 739.17 29.67 16.9 (M:16.9) 1 6 1 R.RQFPNK.D Dimethyl: 1, 6



841 false 1680 845.52 844.4919 1 24.55 739.17 29.67 16.9 (M:16.9) 1 6 1 R.RQFPNK.E Dimethyl: 1, 6

842 false 1028 845.5252 844.5131 1 5.79 633.15 27.5 20.6 (M:20.6) 1 3 1 R.TQIKVTR.L

843 false 2397 845.5374 844.5332 1 -3.64 450.56 33.17 16.4 (M:16.4) 1 3 0 -.MQIFVK.T Dimethyl:2H(4): 1, 6; Oxidation: 1

844 true 1325 846.4049 845.4106 1 -15.26 334.71 27.67 17.9 (M:17.9) 1 1 0 R.MYSYVR.D Dimethyl: 1

845 true 994 846.4191 845.4131 1 -1.46 328.51 28.33 18.0 (M:18.0) 1 1 0 K.SSEDQPK.E Dimethyl: 1, 7

846 true 1078 846.4673 845.4585 1 1.79 448.44 27.5 24.1 (M:24.1) 1 1 0 K.YYELAR.K Dimethyl:2H(4): 1

847 true 1078 846.4673 845.4585 1 1.79 448.44 27.5 24.1 (M:24.1) 1 1 0 K.YYELAR.K Dimethyl:2H(4): 1



848 true 200 847.4697 846.4538 1 10.2 354.43 24.33 34.6 (M:34.6) 1 1 0 R.DYAPPPR.D Dimethyl:2H(4): 1

849 true 2698 847.5033 846.4963 1 -0.43 449.73 35 32.2 (M:32.2) 2 1 0 K.GDIFLVR.G Dimethyl: 1

850 false 2698 847.5033 846.5014 1 -6.37 366.62 35 16.3 (M:16.3) 1 2 0 K.HGSFLVR.E Dimethyl:2H(4): 1

851 true 2275 847.5062 846.4947 1 4.94 372 32.33 23.2 (M:23.2) 2 1 0 K.MMVAGFK.R Dimethyl:2H(4): 1, 7

852 false 1267 847.5066 846.4974 1 2.3 608.85 29.17 16.3 (M:16.3) 1 7 1 R.QLERGGR.F Dimethyl:2H(4): 1

853 false 1267 847.5066 846.4935 1 6.83 376.29 29.17 27.5 (M:27.5) 1 3 0 K.QGGLGPMK.I Dimethyl:2H(4): 1; Dimethyl: 8

854 true 1267 847.5066 846.5113 1 -14.12 389.83 29.17 29.9 (M:29.9) 1 1 0 R.ELIIGDR.Q Dimethyl:2H(4): 1



855 true 1277 847.5089 846.5113 1 -11.43 359.65 28.17 21.6 (M:21.6) 1 51.09 1 1 K.AEPGASKK.E Dimethyl:2H(4): 7; Dimethyl: 1

856 false 357 847.5112 846.5076 1 -4.25 278.99 24.33 32.5 (M:32.5) 1 97.08 2 0 R.AHPNKPK.V Dimethyl: 1, 7

857 true 357 847.5112 846.4963 1 9.01 313.56 24.33 44.8 (M:44.8) 1 1 0 K.AHPPELK.K Dimethyl: 1, 7

858 true 1361 847.5182 846.5113 1 -0.41 556.04 30.67 18.3 (M:18.3) 1 1 1 K.DGKDKPK.E Dimethyl:2H(4): 1; Dimethyl: 7

859 true 2681 847.5234 846.5215 1 -6.32 338.77 35.67 39.9 (M:39.9) 1 1 0 K.GVFEVLK.V Dimethyl: 1, 7

860 false 2681 847.5234 846.5113 1 5.74 330.95 35.67 30.6 (M:30.6) 2 2 0 R.AVEEVIR.E Dimethyl:2H(4): 1

861 true 1164 848.4291 847.4222 1 -0.4 467.56 27.83 17.6 (M:17.6) 1 50 1 1 R.KGMESPR.A Oxidation: 3; Dimethyl: 1



862 true 1128 848.4513 847.4341 1 11.75 490.71 28.33 40.5 (M:40.5) 1 1 0 R.VFHDFR.N Dimethyl: 1

863 true 1073 848.4543 847.4586 1 -13.57 356.58 28.17 18.8 (M:18.8) 1 1 1 -.MGRLDGK.V Oxidation: 1; Dimethyl: 1, 7

864 true 303 848.5024 847.4854 1 11.5 344.98 25.17 16.7 (M:16.7) 1 1 0 K.EVIHYR.V Dimethyl:2H(4): 1

865 true 291 848.5116 847.5065 1 -2.57 629.07 24.83 39.6 (M:39.6) 7 1 0 R.EIQTAVR.L Dimethyl:2H(4): 1

866 false 188 848.5148 847.4953 1 14.45 376.67 24.33 28.9 (M:28.9) 4 2 0 K.QELEAAK.E Dimethyl:2H(4): 1; Dimethyl: 7

867 false 341 848.522 847.5065 1 9.64 479.12 24.83 24.2 (M:24.2) 1 5 1 K.ELKAGDR.T Dimethyl:2H(4): 1; Dimethyl: 3

868 true 2404 848.5397 847.5295 1 3.38 420.9 34.33 17.1 (M:17.1) 1 1 0 R.FYLDVK.Q Dimethyl:2H(4): 1, 6



869 true 665 849.3505 848.3512 1 -9.35 401.39 26 19.7 (M:19.7) 1 1 0 K.EESAEER.L

870 true 2437 849.4667 848.4612 1 -2.07 419.04 33.17 22.1 (M:22.1) 2 1 0 R.TILMMGR.Y Dimethyl: 1

871 false 1450 849.4793 848.4756 1 -4.18 488.38 29.33 29.0 (M:29.0) 2 2 0 K.QLYLER.V Dimethyl: 1

872 false 2700 849.499 848.4946 1 -3.36 566.11 36 17.0 (M:17.0) 1 8 0 K.WELELK.R Dimethyl:2H(4): 6

873 true 2700 849.499 848.5018 1 -11.84 616.3 36 21.4 (M:21.4) 1 1 1 K.ANESRLK.D Dimethyl:2H(4): 7

874 false 2700 849.499 848.512 1 -23.87 670.77 36 16.9 (M:16.9) 1 10 1 R.QYNKLK.M Dimethyl: 1, 6

875 false 2548 849.53 848.5382 1 -18.19 536.73 39 27.4 (M:27.4) 2 4 1 R.RNSSLLK.V Dimethyl:2H(4): 1



876 false 1879 849.5307 848.5309 1 -8.84 410.99 39.17 21.1 (M:21.1) 1 5 0 R.TWEILK.E Dimethyl:2H(4): 1; Dimethyl: 6

877 true 1879 849.5307 848.5194 1 4.77 473.36 39.17 41.0 (M:41.0) 3 1 0 K.CLFLIK.C Carbamidomethyl: 1; Dimethyl: 1, 6

878 false 2189 850.4486 849.4357 1 6.66 428.59 33 16.2 (M:16.2) 1 2 0 R.MYSYVR.D Dimethyl:2H(4): 1

879 false 1821 850.4864 849.496 1 -19.79 205.08 31 23.8 (M:23.8) 2 3 1 K.VISEFKK.K

880 false 1821 850.4864 849.4596 1 22.99 567.65 31 18.0 (M:18.0) 1 8 0 K.QLGFSDK.Q Dimethyl: 1, 7

881 false 1821 850.4864 849.4596 1 22.99 536.14 31 27.7 (M:27.7) 1 80.11 2 1 K.QDEFKK.L Dimethyl: 1, 6

882 false 1681 850.4921 849.496 1 -13.2 445.32 29.67 18.9 (M:18.9) 1 7 1 K.KYIDQK.F Dimethyl: 1, 6



883 true 1681 850.4921 849.4749 1 11.64 450.89 29.67 40.7 (M:40.7) 2 1 0 R.QPFFQK.R Dimethyl: 1, 6

884 true 220 850.5226 849.5185 1 -3.66 476.34 21 30.6 (M:30.6) 2 1 0 R.HVQGILR.G Dimethyl: 1

885 true 2186 850.5406 849.5436 1 -12.14 434.63 35.33 53.2 (M:53.2) 2 1 0 R.LLLNPPR.R Dimethyl: 1

886 true 112 851.5075 850.5025 1 -2.61 200.8 22.67 27.0 (M:27.0) 2 1 0 R.VIVEHAR.G Dimethyl: 1

887 true 968 851.5086 850.5025 1 -1.34 352.78 27.67 38.6 (M:38.6) 1 1 0 K.VHDLALR.A Dimethyl: 1

888 true 594 851.5091 850.5025 1 -0.79 413.26 25.67 35.3 (M:35.3) 2 1 0 R.IVDLHAR.V Dimethyl: 1

889 true 1570 851.5282 850.5214 1 -0.56 580.44 29.83 47.0 (M:47.0) 2 1 0 K.FIEIAAR.K Dimethyl:2H(4): 1



890 true 2096 851.5287 850.5214 1 -0.01 493.96 33 40.5 (M:40.5) 1 1 0 K.VVIDAFR.L Dimethyl:2H(4): 1

891 false 2096 851.5287 850.5099 1 13.58 458.1 33 17.4 (M:17.4) 1 4 0 -.MALHVPK.A Dimethyl: 1, 7

892 true 2825 851.5363 850.5214 1 8.9 470.44 36.5 38.2 (M:38.2) 3 1 0 K.GDIFLVR.G Dimethyl:2H(4): 1

893 true 829 852.4057 851.396 1 2.89 500.6 26.83 55.8 (M:55.8) 1 1 0 R.AMGGGFER.E Dimethyl: 1

894 true 403 852.4509 851.4613 1 -20.82 438.27 25 34.2 (M:34.2) 1 1 0 K.AVDHALAR.L

895 true 1129 852.4792 851.4592 1 14.95 494.23 28.33 45.2 (M:45.2) 1 1 0 R.VFHDFR.N Dimethyl:2H(4): 1

896 true 342 852.4998 851.4865 1 7.02 401.02 24.83 23.9 (M:23.9) 1 1 0 R.LPPEVNR.I Dimethyl: 1



897 true 2430 852.5287 851.5117 1 11.45 608.39 37.33 20.9 (M:20.9) 2 1 0 K.DPLNPIK.Q Dimethyl: 1, 7

898 true 2966 852.5372 851.5418 1 -13.95 122.91 37 17.0 (M:17.0) 1 1 0 K.IVGLQYK.K Dimethyl:2H(4): 7

899 true 2966 852.5372 851.5418 1 -13.95 122.91 37 17.0 (M:17.0) 1 1 0 K.IVGLQYK.K Dimethyl:2H(4): 7

900 true 1030 853.4388 852.4415 1 -11.71 314.45 28 24.3 (M:24.3) 1 81.12 1 0 R.LSAMYPK.V Oxidation: 4; Dimethyl: 7

901 true 825 853.4584 852.4528 1 -1.87 435.95 27.33 20.1 (M:20.1) 2 1 0 K.MLYAATR.A Dimethyl: 1

902 false 1451 853.5034 852.4928 1 3.82 451.03 29.33 19.0 (M:19.0) 1 4 1 K.MEKLEK.R

Dimethyl:2H(4): 3; Oxidation: 1; 

Dimethyl: 6

903 true 1451 853.5034 852.5007 1 -5.39 467.63 29.33 20.5 (M:20.5) 1 1 0 K.QLYLER.V Dimethyl:2H(4): 1



904 true 3306 853.5048 852.4863 1 13.11 354.27 40.67 27.6 (M:27.6) 2 1 0 R.TILMMGR.Y Dimethyl:2H(4): 1

905 true 2236 853.5126 852.5007 1 5.42 228.76 33.17 20.5 (M:20.5) 1 1 0 R.AIADYLR.S Dimethyl:2H(4): 1

906 true 2236 853.5126 852.4891 1 18.97 357.92 33.17 20.5 (M:20.5) 1 1 1 -.MSRYLK.H Dimethyl: 1, 6

907 false 2518 854.4941 853.5062 1 -22.66 423.52 34.5 18.9 (M:18.9) 1 3 1 R.FKQYLK.N Dimethyl: 6

908 false 2518 854.4941 853.5059 1 -22.29 441.91 34.5 17.2 (M:17.2) 1 4 0 K.STSISTAK.R Dimethyl:2H(4): 1; Dimethyl: 8

909 false 926 854.5005 853.5022 1 -10.47 266.71 25.67 20.5 (M:20.5) 1 50 3 1 R.IKSPEPR.V Dimethyl: 2

910 false 797 854.5379 853.5134 1 20.14 294.48 26.5 15.3 (M:15.3) 1 8 1 R.TRLSPPR.S Dimethyl: 1



911 true 975 854.5478 853.5436 1 -3.62 443.91 26.17 27.2 (M:27.2) 1 1 0 R.HVQGILR.G Dimethyl:2H(4): 1

912 false 1460 855.437 854.4498 1 -23.47 478.25 30.67 18.8 (M:18.8) 1 3 0 R.DEVSLHK.K Dimethyl: 7

913 false 2926 855.4397 854.4538 1 -24.94 364.07 41.83 15.4 (M:15.4) 1 6 1 K.EFEKFK.F Dimethyl: 6

914 false 3759 855.4423 854.4538 1 -21.98 544.89 41.83 16.2 (M:16.2) 2 5 0 R.LYDGLFK.V

915 false 3759 855.4423 854.4544 1 -22.63 752.08 41.83 20.2 (M:20.2) 1 2 0 K.LMEVCK.E

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 6

916 true 3382 855.4447 854.4572 1 -23.14 400.97 42 34.4 (M:34.4) 2 96.98 1 1 K.EMIKYK.K Oxidation: 2; Dimethyl: 6

917 true 2676 855.447 854.4572 1 -20.43 558.41 41.83 25.0 (M:25.0) 2 68.48 1 1 K.EMIKYK.K Oxidation: 2; Dimethyl: 4



918 false 1809 855.5064 854.5113 1 -14.23 262.21 32.33 20.9 (M:20.9) 1 2 0 R.IEVEIPK.V Dimethyl: 7

919 false 1809 855.5064 854.4974 1 2.04 149.98 32.33 18.3 (M:18.3) 1 8 0 R.TTSHLLR.Y Dimethyl: 1

920 true 113 855.532 854.5276 1 -3.39 320.35 22.67 35.0 (M:35.0) 2 1 0 R.VIVEHAR.G Dimethyl:2H(4): 1

921 true 969 855.5335 854.5276 1 -1.56 385.04 27.67 48.4 (M:48.4) 3 1 0 K.VHDLALR.A Dimethyl:2H(4): 1

922 true 595 855.5343 854.5276 1 -0.68 425.94 25.67 39.2 (M:39.2) 2 1 0 R.IVDLHAR.V Dimethyl:2H(4): 1

923 false 1599 855.5359 854.545 1 -19.15 361.69 30.17 17.1 (M:17.1) 1 10 1 R.RAAAGLLR.A Dimethyl: 1

924 true 830 856.4318 855.4211 1 4 553.12 26.83 49.6 (M:49.6) 1 1 0 R.AMGGGFER.E Dimethyl:2H(4): 1



925 false 830 856.4318 855.4245 1 0.06 497.32 26.83 21.4 (M:21.4) 1 60.77 2 1 R.CKGMER.C

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 2

926 false 346 856.4768 855.4702 1 -0.79 484.48 24.83 19.3 (M:19.3) 1 2 0 K.TGVTEPPK.S Dimethyl: 8

927 true 1493 856.5023 855.4814 1 15.89 348.44 28.17 27.1 (M:27.1) 1 1 0 R.DIQSLPR.N Dimethyl: 1

928 false 2521 856.5216 855.5039 1 12.19 351.88 32.83 15.8 (M:15.8) 1 4 1 R.LGARGNIR.Q

929 false 1075 856.5269 855.5178 1 2.11 488.17 29.5 17.8 (M:17.8) 1 4 0 R.QLEAIVR.I Dimethyl: 1

930 true 343 856.5272 855.5116 1 9.68 620.93 24.67 15.1 (M:15.1) 1 1 0 R.LPPEVNR.I Dimethyl:2H(4): 1

931 true 1167 857.3972 856.3902 1 -0.26 537.36 29.17 37.4 (M:37.4) 1 1 0 K.FACFER.T Carbamidomethyl: 3; Dimethyl: 1



932 true 561 857.4681 856.4589 1 2.27 419.15 25.83 22.0 (M:22.0) 1 1 0 R.CPNLAVR.E Carbamidomethyl: 1; Dimethyl: 1

933 true 183 857.4844 856.4779 1 -0.83 389.96 20.67 22.8 (M:22.8) 2 1 0 K.MLYAATR.A Dimethyl:2H(4): 1

934 false 627 857.4849 856.4956 1 -21 595.79 26.17 15.1 (M:15.1) 1 6 0 R.DGIGGPGPK.G Dimethyl:2H(4): 1; Dimethyl: 9

935 true 1503 857.4973 856.5018 1 -13.79 439.75 30.67 28.6 (M:28.6) 4 1 0 M.AETIIIR.V Acetyl: 1

936 false 2015 857.5075 856.4841 1 18.86 250.14 33.67 17.9 (M:17.9) 1 3 0 R.MHSILIK.N Oxidation: 1

937 false 648 857.5188 856.5131 1 -1.77 491.66 27.67 19.3 (M:19.3) 1 60.99 4 1 K.NAKLVER.L Dimethyl: 1

938 true 2407 857.5195 856.5109 1 1.54 403.38 37.33 23.4 (M:23.4) 1 1 0 K.NYIFLR.N Dimethyl:2H(4): 1



939 true 1849 858.3882 857.3854 1 -5.17 434.15 31.17 20.2 (M:20.2) 1 1 0 K.FCFSNR.M Carbamidomethyl: 2; Dimethyl: 1

940 true 421 858.4652 857.4607 1 -3.18 452.47 24.67 16.6 (M:16.6) 1 1 0 R.AEELQLR.R

941 false 421 858.4652 857.4759 1 -20.95 396.21 24.67 16.6 (M:16.6) 1 3 0 K.AVVWDLR.K

942 false 146 858.4775 857.4858 1 -18.15 280.34 23.33 15.0 (M:15.0) 1 4 0 K.DILNEVK.C Dimethyl: 7

943 false 938 858.4864 857.4872 1 -9.41 463.24 27.33 22.3 (M:22.3) 1 59.22 2 1 R.KNYIHR.D Dimethyl: 1

944 true 938 858.4864 857.4759 1 3.68 469.07 27.33 31.0 (M:31.0) 1 1 0 R.ELYIHR.I Dimethyl: 1

945 false 938 858.4864 857.4721 1 8.15 449.59 27.33 16.3 (M:16.3) 1 6 0 K.MYLYLK.Q Dimethyl: 6



946 true 1837 858.498 857.4971 1 -7.41 375.68 29.83 32.7 (M:32.7) 1 1 0 R.NESLLVR.L Dimethyl: 1

947 false 1837 858.498 857.5011 1 -12.1 396.49 29.83 16.5 (M:16.5) 1 10 0 K.DGWLVLK.E Dimethyl: 7

948 false 1837 858.498 857.4971 1 -7.41 367.28 29.83 24.1 (M:24.1) 1 3 1 K.DKGDIVR.A Dimethyl: 1, 2

949 true 633 858.5025 857.4971 1 -2.1 443.46 24.67 26.7 (M:26.7) 2 1 0 M.ALVETAVR.G

950 false 2695 858.5077 857.4971 1 3.92 568.52 33.67 17.3 (M:17.3) 1 6 1 K.DIRAAEK.K Dimethyl: 1, 7

951 false 2695 858.5077 857.4971 1 3.92 263.18 33.67 18.0 (M:18.0) 1 5 0 K.IDNISIR.T Dimethyl: 1

952 false 2486 858.5145 857.4971 1 11.82 432.05 33.67 17.1 (M:17.1) 1 50 8 1 R.KLLDEGR.S Dimethyl: 1



953 false 2486 858.5145 857.4905 1 19.42 391.79 33.67 21.8 (M:21.8) 1 3 1 M.LIMRGAR.I Acetyl: 1

954 false 1642 858.5225 857.5251 1 -11.48 485.67 29.67 22.5 (M:22.5) 1 3 0 R.QPFFQK.R Dimethyl:2H(4): 1, 6

955 true 1642 858.5225 857.5098 1 6.29 474.24 29.67 30.2 (M:30.2) 1 74.43 1 1 K.QDEFKK.L Dimethyl:2H(4): 1, 6

956 true 1111 858.5257 857.5222 1 -4.38 332.36 28.5 21.0 (M:21.0) 1 50 1 1 R.IKADVEK.S Dimethyl: 1, 7

957 false 1111 858.5257 857.5222 1 -4.38 465.62 28.5 19.6 (M:19.6) 1 70.24 3 1 K.AKDLVEK.L Dimethyl: 1, 7

958 false 1111 858.5257 857.5335 1 -17.47 465.62 28.5 19.6 (M:19.6) 1 3 1 K.VRSLVEK.A Dimethyl: 7

959 true 3246 858.5309 857.5222 1 1.62 348.5 40.33 22.3 (M:22.3) 2 1 0 K.QIIETAK.Q Dimethyl: 1, 7



960 false 3822 859.4048 858.3946 1 3.37 496.61 42.5 31.6 (M:31.6) 7 76.31 2 0 K.EMFNFK.R Oxidation: 2; Dimethyl: 6

961 false 3822 859.4048 858.4157 1 -21.21 518.02 42.5 17.8 (M:17.8) 1 10 0 K.IPPEEMK.E Oxidation: 6

962 false 3567 859.4056 858.4058 1 -8.75 545.27 42.33 16.1 (M:16.1) 1 8 0 R.YLCFTR.S Carbamidomethyl: 3

963 false 513 859.4365 858.4459 1 -19.46 379.8 26.67 15.6 (M:15.6) 1 3 0 K.QVYMDK.L

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 6

964 true 513 859.4365 858.431 1 -2.08 491.99 26.67 47.1 (M:47.1) 2 1 0 R.CAYVYK.A Carbamidomethyl: 1; Dimethyl: 1, 6

965 true 234 859.4402 858.4348 1 -2.14 327.53 23.67 16.1 (M:16.1) 1 1 0 R.ENYIHR.I Dimethyl: 1

966 true 745 859.4506 858.4308 1 14.64 427.64 26.5 17.7 (M:17.7) 1 1 1 K.QREEAAR.K



967 false 745 859.4506 858.4447 1 -1.55 525.36 26.5 15.5 (M:15.5) 1 2 0 K.EQNGEVK.E Dimethyl: 1, 7

968 false 3730 859.4724 858.4811 1 -18.62 710.95 41.17 22.1 (M:22.1) 1 2 1 K.ATAKDTPK.S Dimethyl: 8

969 true 649 859.4938 858.4811 1 6.32 499.67 26.5 43.6 (M:43.6) 1 1 0 R.LTIAEER.D Dimethyl: 1

970 false 649 859.4938 858.4811 1 6.32 365.54 26.5 24.0 (M:24.0) 1 9 0 R.TLDLLER.I

971 false 649 859.4938 858.4698 1 19.39 470.45 26.5 27.7 (M:27.7) 1 3 0 K.AEEILEK.G Dimethyl: 7

972 false 2868 859.521 858.5109 1 3.26 427.52 43 21.6 (M:21.6) 2 6 1 K.LGKCILR.F Carbamidomethyl: 4

973 false 1488 859.5222 858.5225 1 -8.77 549.91 30.67 15.4 (M:15.4) 1 7 0 R.TTSHLLR.Y Dimethyl:2H(4): 1



974 false 1599 859.5312 858.5175 1 7.54 661.91 31 34.7 (M:34.7) 9 4 1 R.SKENLLK.L Dimethyl: 7

975 false 1599 859.5312 858.5175 1 7.54 654.5 31 40.1 (M:40.1) 9 95.14 2 1 K.SEKNILK.E Dimethyl: 7

976 true 1599 859.5312 858.5175 1 7.54 533.21 31 56.1 (M:56.1) 10 1 0 K.STELLIR.K Dimethyl: 1

977 false 719 860.4515 859.4586 1 -16.62 464.1 26.67 19.6 (M:19.6) 1 3 0 K.DGKPMLR.Q Oxidation: 5; Dimethyl: 3

978 false 719 860.4515 859.4552 1 -12.7 531.09 26.67 17.0 (M:17.0) 1 6 0 R.ATVWDLR.K

979 false 1107 860.4726 859.4837 1 -21.4 374.9 27.83 15.8 (M:15.8) 1 2 1 R.AEMKTPK.R Dimethyl: 4, 7

980 false 1952 860.4858 859.4916 1 -15.23 343.99 30.17 20.0 (M:20.0) 1 3 0 K.TPPPVPPR.T



981 false 1265 860.5051 859.4876 1 11.96 480.45 28.33 15.4 (M:15.4) 1 6 1 K.RSSEILR.K

982 true 963 860.5263 859.5065 1 14.5 483.9 27.67 38.7 (M:38.7) 2 1 0 R.DIQSLPR.N Dimethyl:2H(4): 1

983 false 963 860.5263 859.5015 1 20.36 609.36 27.67 15.5 (M:15.5) 1 8 1 K.SKEAEIK.R Dimethyl: 1, 2

984 false 2522 860.542 859.5429 1 -9.54 349.94 32.83 17.3 (M:17.3) 1 8 0 K.NIDLVVR.E Dimethyl:2H(4): 1

985 false 2522 860.542 859.5252 1 11.09 383.08 32.83 19.3 (M:19.3) 1 4 0 K.IAAAMPVR.A Dimethyl:2H(4): 1

986 false 2558 860.5469 859.528 1 13.53 453.72 39.17 15.1 (M:15.1) 1 3 0 K.LGFAGIVR.E Dimethyl: 1

987 true 326 861.3931 860.3876 1 -2.07 374.69 23.17 16.9 (M:16.9) 1 1 0 K.DDAEVER.L Dimethyl: 1



988 true 1409 861.4197 860.4153 1 -3.31 547.28 29.17 26.0 (M:26.0) 1 1 0 K.FACFER.T

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

989 true 2021 861.426 860.4181 1 0.78 460.89 32.17 31.4 (M:31.4) 3 1 0 R.FFSGYGR.L Dimethyl: 1

990 true 1785 861.4513 860.4517 1 -8.9 443.14 33.5 17.6 (M:17.6) 2 1 0 K.CFALYR.Q

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

991 false 768 861.4594 860.4538 1 -1.95 375.12 26.83 18.2 (M:18.2) 1 2 0 R.CIANSLR.T Carbamidomethyl: 1; Dimethyl: 1

992 true 2605 861.4609 860.4545 1 -1.03 405.12 35.33 22.7 (M:22.7) 1 1 0 K.WFPEVR.H Dimethyl: 1

993 false 590 861.465 860.4426 1 17.59 444.48 25.67 15.6 (M:15.6) 1 2 0 R.IESTMPR.V Dimethyl: 1

994 true 20 861.4824 860.488 1 -15.02 461.36 19.83 15.0 (M:15.0) 1 1 1 K.MKGFYR.S Dimethyl:2H(4): 2; Dimethyl: 1



995 false 1710 861.5007 860.4806 1 14.87 420.12 29.33 16.6 (M:16.6) 1 3 0 R.GGWGISPR.G Dimethyl:2H(4): 1

996 true 1710 861.5007 860.5018 1 -9.65 430.67 29.33 19.4 (M:19.4) 1 1 1 K.GSKTPSPR.L Dimethyl:2H(4): 1

997 false 977 861.5042 860.5008 1 -4.44 261.19 25.83 15.3 (M:15.3) 1 4 0 R.DYPALVK.S Dimethyl: 1, 7

998 false 628 861.5102 860.4979 1 5.8 383.63 26.17 19.1 (M:19.1) 1 3 0 R.DTPMLPK.D Dimethyl:2H(4): 1; Dimethyl: 7

999 true 628 861.5102 860.5018 1 1.34 414.91 26.17 27.4 (M:27.4) 1 1 0 R.DNVGVGIR.S Dimethyl:2H(4): 1

1000 false 910 861.543 860.5382 1 -2.85 380.63 27.67 18.7 (M:18.7) 1 56.36 6 1 K.NAKLVER.L Dimethyl:2H(4): 3

1001 false 2780 861.5512 860.5633 1 -22.55 352.18 37 24.5 (M:24.5) 1 8 0 K.LISDIIR.E Dimethyl:2H(4): 1



1002 false 2780 861.5512 860.5484 1 -5.21 384.18 37 23.0 (M:23.0) 1 10 1 K.FERILK.Q Dimethyl: 1, 6

1003 true 2780 861.5512 860.5371 1 7.82 388.78 37 34.6 (M:34.6) 2 1 0 K.FGDLILK.A Dimethyl: 1, 7

1004 true 576 862.4479 861.4596 1 -21.97 445.58 26 21.7 (M:21.7) 1 1 0 K.GSEGIFPK.S Dimethyl: 8

1005 false 1147 862.5009 861.501 1 -8.66 890.17 29.33 25.1 (M:25.1) 1 2 0 R.LEIYHR.F Dimethyl:2H(4): 1

1006 false 901 862.5114 861.5123 1 -9.47 402.62 27.17 29.6 (M:29.6) 1 63.74 2 1 R.KNYIHR.D Dimethyl:2H(4): 1

1007 true 901 862.5114 861.501 1 3.56 417.58 27.17 33.4 (M:33.4) 1 1 0 R.ELYIHR.I Dimethyl:2H(4): 1

1008 false 1838 862.5208 861.5334 1 -23.06 314.02 29.83 18.4 (M:18.4) 1 50 7 1 K.KLTNAQR.S Dimethyl:2H(4): 1



1009 true 2696 862.5305 861.5222 1 1.18 446.94 33.67 32.3 (M:32.3) 1 1 0 K.IDNISIR.T Dimethyl:2H(4): 1

1010 false 2487 862.5403 861.5222 1 12.59 374.44 33.5 16.7 (M:16.7) 1 6 0 K.QQSQLAK.Q Dimethyl:2H(4): 1; Dimethyl: 7

1011 false 2487 862.5403 861.5222 1 12.59 438.67 33.5 19.5 (M:19.5) 1 4 1 K.IKIEGDR.H Dimethyl:2H(4): 2

1012 true 3214 862.5488 861.5473 1 -6.73 420.33 40.33 36.3 (M:36.3) 2 1 0 K.QIIETAK.Q Dimethyl:2H(4): 1; Dimethyl: 7

1013 false 3214 862.5488 861.5222 1 22.43 454.88 40.33 26.0 (M:26.0) 2 50 4 1 R.KLLDEGR.S Dimethyl:2H(4): 1

1014 true 197 863.4316 862.4153 1 10.45 379.72 24.5 21.2 (M:21.2) 2 1 0 K.CCLVQR.I Carbamidomethyl: 1, 2; Dimethyl: 1

1015 false 235 863.4659 862.4599 1 -1.47 414.66 23.5 16.9 (M:16.9) 1 2 0 R.ENYIHR.I Dimethyl:2H(4): 1



1016 true 651 863.5185 862.5062 1 5.82 520.8 26.5 47.4 (M:47.4) 1 1 0 R.LTIAEER.D Dimethyl:2H(4): 1

1017 false 651 863.5185 862.4946 1 19.22 636.95 26.5 22.2 (M:22.2) 1 50 7 1 R.MKSNLAK.F Oxidation: 1; Dimethyl: 2, 7

1018 false 651 863.5185 862.5313 1 -23.3 470.45 26.5 21.2 (M:21.2) 1 10 1 R.LKEEEK.R Dimethyl:2H(4): 1; Dimethyl: 2, 6

1019 false 651 863.5185 862.502 1 10.65 566 26.5 26.2 (M:26.2) 1 3 0 K.TILAMMK.T Dimethyl: 1, 7

1020 false 4102 863.5415 862.5528 1 -21.53 466.85 46.83 18.3 (M:18.3) 2 5 1 K.YKDLLK.L Dimethyl: 1, 2, 6

1021 true 1672 863.5492 862.5426 1 -0.75 548.92 30.5 56.5 (M:56.5) 15 1 0 K.STELLIR.K Dimethyl:2H(4): 1

1022 false 1672 863.5492 862.5426 1 -0.75 696.62 30.5 22.5 (M:22.5) 1 4 1 K.SEKNILK.E Dimethyl:2H(4): 1



1023 false 1793 863.5498 862.536 1 7.51 481.82 32 17.2 (M:17.2) 1 5 1 R.ACKLAIR.E

Carbamidomethyl: 2; 

Dimethyl:2H(4): 3

1024 true 880 864.4369 863.4171 1 14.49 532.5 30.83 16.3 (M:16.3) 1 1 1 K.ADTKMDR.K Dimethyl: 4

1025 false 1438 864.5461 863.5229 1 18.4 426.39 28.17 15.5 (M:15.5) 1 5 0 K.IHAGPITK.H Dimethyl: 1

1026 false 2488 864.5497 863.5452 1 -3.28 485.55 33.5 16.1 (M:16.1) 1 4 1 R.CVELKK.S

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1; Dimethyl: 5, 6

1027 false 2488 864.5497 863.5303 1 13.99 575.07 33.5 15.5 (M:15.5) 1 8 1 R.MAKLFAK.Q Dimethyl: 3, 7

1028 true 2024 865.4475 864.4432 1 -3.48 583.16 32.17 28.9 (M:28.9) 2 1 0 R.FFSGYGR.L Dimethyl:2H(4): 1

1029 true 2382 865.466 864.4494 1 10.76 457.17 36.33 36.3 (M:36.3) 7 1 0 M.AAVFPYR.G Acetyl: 1



1030 false 721 865.4815 864.4957 1 -24.73 618.49 26.17 15.2 (M:15.2) 1 8 1 K.KIYEEK.K Dimethyl: 1, 6

1031 true 2520 865.4848 864.4796 1 -2.43 553.02 34.17 21.9 (M:21.9) 2 1 0 K.WFPEVR.H Dimethyl:2H(4): 1

1032 false 1254 865.5176 864.5181 1 -9.04 411.24 29 28.2 (M:28.2) 1 2 0 K.HLDALLR.Q Dimethyl: 1

1033 false 1254 865.5176 864.5294 1 -22.02 331.76 29 26.9 (M:26.9) 1 3 1 R.LGKNHIR.T Dimethyl: 1

1034 true 1254 865.5176 864.5181 1 -9.04 408.22 29 50.0 (M:50.0) 1 1 0 K.IHDLALR.A Dimethyl: 1

1035 true 1250 865.5283 864.5181 1 3.37 487.44 29.5 29.8 (M:29.8) 1 1 0 K.AHIDIIR.G Dimethyl: 1

1036 false 1024 866.436 865.4294 1 -0.73 355.19 26 17.2 (M:17.2) 1 4 0 K.DLANYSR.D Dimethyl: 1



1037 false 577 866.4474 865.4592 1 -22.12 388.25 26 25.8 (M:25.8) 1 2 1 R.RSFICR.M Carbamidomethyl: 5; Dimethyl: 1

1038 true 577 866.4474 865.4368 1 3.81 510.65 26 29.7 (M:29.7) 1 1 0 K.FENLCK.I Carbamidomethyl: 5; Dimethyl: 1, 6

1039 true 498 866.4536 865.448 1 -1.98 438.68 25.67 15.6 (M:15.6) 1 1 0 K.YCQVIR.V Carbamidomethyl: 2; Dimethyl: 1

1040 false 1149 866.5287 865.5245 1 -3.54 450.46 29.33 17.7 (M:17.7) 1 50 4 1 K.KIAAEMK.A

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 7

1041 true 1062 867.4603 866.461 1 -9.19 441.24 26.17 53.2 (M:53.2) 1 1 0 R.HADLDIR.L Dimethyl: 1

1042 false 2736 867.4744 866.4833 1 -18.67 543.88 36.67 15.4 (M:15.4) 1 2 1 K.SEKQCK.Q

Carbamidomethyl: 5; 

Dimethyl:2H(4): 3; Dimethyl: 1, 6

1043 true 2736 867.4744 866.465 1 2.43 378.12 36.67 17.6 (M:17.6) 1 1 0 K.FAFDIAR.G Dimethyl: 1



1044 true 662 867.4892 866.4812 1 0.91 551.75 26.33 42.6 (M:42.6) 2 1 0 R.CAYVYK.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 6

1045 false 2777 867.5256 866.5061 1 14.09 651.99 35.17 19.3 (M:19.3) 1 6 1 R.NQEKER.E Dimethyl:2H(4): 1, 4

1046 false 2777 867.5256 866.5313 1 -14.9 646.64 35.17 19.3 (M:19.3) 1 6 1 R.NQEKEK.L Dimethyl:2H(4): 1, 4; Dimethyl: 6

1047 false 2986 867.5297 866.502 1 23.54 462.53 38.67 19.2 (M:19.2) 1 7 1 -.MCGVIKK.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

1048 true 2986 867.5297 866.5266 1 -4.82 464.28 38.67 31.7 (M:31.7) 2 1 0 R.VFIGTFK.A Dimethyl: 1, 7

1049 false 2089 867.536 866.5164 1 14.28 423.88 33.17 15.3 (M:15.3) 1 2 0 K.YGVDLIR.Y Dimethyl:2H(4): 1

1050 true 2076 868.4577 867.4637 1 -15.25 479.09 34.33 20.5 (M:20.5) 1 1 0 K.MQSPHIK.L Dimethyl: 7



1051 true 1689 868.5066 867.4939 1 6.29 525.28 36.17 29.1 (M:29.1) 2 1 0 R.CALGIFR.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

1052 false 2485 868.5212 867.5037 1 11.77 685.16 34.83 16.4 (M:16.4) 1 2 1 K.TIGDKMK.K

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 7

1053 true 2629 868.5218 867.5106 1 4.49 478.84 34.67 37.7 (M:37.7) 1 1 0 R.YIEIFK.S Dimethyl: 1, 6

1054 false 2629 868.5218 867.4967 1 20.52 508.86 34.67 19.5 (M:19.5) 1 8 1 R.YQVKFR.R Dimethyl: 4

1055 true 2629 868.5218 867.5106 1 4.49 478.84 34.67 37.7 (M:37.7) 1 1 0 R.YIEIFK.S Dimethyl: 1, 6

1056 true 841 868.5241 867.5178 1 -1.14 562.11 26.67 26.4 (M:26.4) 2 1 0 K.DLILNPR.S Dimethyl: 1

1057 true 841 868.5241 867.5178 1 -1.14 562.11 26.67 26.4 (M:26.4) 2 1 0 K.DLILNPR.S Dimethyl: 1



1058 false 841 868.5241 867.5178 1 -1.14 482.34 26.67 22.7 (M:22.7) 1 3 0 K.VLEPINR.H Dimethyl: 1

1059 false 841 868.5241 867.529 1 -14.08 212.46 26.67 16.4 (M:16.4) 1 4 1 K.VRIIDPR.K

1060 true 1225 869.4191 868.4079 1 4.53 415.65 29.17 24.1 (M:24.1) 1 1 0 R.QFFDER.W Dimethyl: 1

1061 true 1601 869.4513 868.4443 1 -0.28 499.13 30.67 37.1 (M:37.1) 1 1 0 K.YGDAFIR.G Dimethyl: 1

1062 true 2376 869.4626 868.444 1 13.06 411.92 36.67 20.1 (M:20.1) 1 1 0 K.SSNSSDLK.R Dimethyl:2H(4): 1

1063 true 1232 869.5417 868.5432 1 -10.16 406.25 29 52.8 (M:52.8) 1 1 0 K.IHDLALR.A Dimethyl:2H(4): 1

1064 false 1232 869.5417 868.5432 1 -10.16 386.41 29 20.2 (M:20.2) 1 3 0 K.HLDALLR.Q Dimethyl:2H(4): 1



1065 false 2140 869.5465 868.5494 1 -11.77 455.45 32.33 21.0 (M:21.0) 1 3 0 R.LLNAAAIR.G Dimethyl: 1

1066 false 2140 869.5465 868.5395 1 -0.39 538.6 32.33 16.9 (M:16.9) 1 6 1 K.LFHRIR.G Dimethyl: 1

1067 false 1358 869.5507 868.5432 1 0.24 374.74 29.67 22.4 (M:22.4) 1 2 0 K.AHIDIIR.G Dimethyl:2H(4): 1

1068 false 1707 870.4127 869.4032 1 2.58 457.66 30.5 15.1 (M:15.1) 1 3 0 R.GFGDSFGR.M Dimethyl: 1

1069 true 780 870.4851 869.4731 1 5.45 439.33 25.33 31.1 (M:31.1) 3 1 0 K.YCQVIR.V

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

1070 false 565 870.5011 869.5021 1 -9.57 787.47 25.5 15.8 (M:15.8) 1 2 0 R.HQGELVR.K Dimethyl:2H(4): 1

1071 true 1596 870.5073 869.4899 1 11.66 450.18 29.83 26.1 (M:26.1) 1 1 0 K.VEYYLK.W Dimethyl: 1, 6



1072 false 1547 870.5345 869.5335 1 -7.13 341.05 29 23.9 (M:23.9) 2 3 0 M.AVSVTPIR.D Dimethyl: 1

1073 false 1547 870.5345 869.5123 1 17.14 452.04 29 26.9 (M:26.9) 2 2 0 R.WIVSPLR.H

1074 true 11 870.5349 869.5222 1 6.17 249.86 21.67 23.3 (M:23.3) 1 1 1 K.KLEDGPK.F Dimethyl: 1, 1, 7

1075 false 1919 870.5389 869.5195 1 13.89 345.09 31.5 16.7 (M:16.7) 1 3 1 R.VVRNNLR.V

1076 true 1591 871.4295 870.4236 1 -1.57 421.07 28.67 31.1 (M:31.1) 1 1 0 R.NIDYYR.L Dimethyl: 1

1077 false 1920 871.4644 870.4637 1 -7.44 745.79 31.83 16.6 (M:16.6) 1 7 0 R.DLSDAYK.V Dimethyl:2H(4): 1; Dimethyl: 7

1078 true 1063 871.4839 870.4861 1 -10.92 419.33 26.17 30.4 (M:30.4) 1 1 0 R.HADLDIR.L Dimethyl:2H(4): 1



1079 true 533 871.4886 870.4923 1 -12.63 311.07 26.83 21.7 (M:21.7) 1 1 0 R.AGAVEQLR.T Dimethyl: 1

1080 false 2062 871.5058 870.5175 1 -21.7 325.42 30.67 21.1 (M:21.1) 1 3 0 K.LQEANLK.V Dimethyl: 1, 7

1081 true 826 871.52 870.4963 1 18.85 425.2 26.83 26.2 (M:26.2) 1 1 0 K.ALEHAFK.L Dimethyl: 1, 7

1082 false 2276 871.5566 870.5539 1 -5.18 529.89 32.83 35.5 (M:35.5) 1 2 0 R.LILIESR.I Dimethyl: 1

1083 true 580 872.4116 871.411 1 -7.54 600.05 22.5 22.3 (M:22.3) 1 1 0 K.AMFSSSAK.I Oxidation: 2; Dimethyl: 1

1084 true 832 872.4275 871.416 1 4.79 487.25 26.83 18.8 (M:18.8) 1 1 0 R.AMGGGFER.E Dimethyl:2H(4): 1; Oxidation: 2

1085 true 2059 872.4555 871.4514 1 -3.63 487.02 32.33 29.3 (M:29.3) 3 1 0 R.IFYDMK.V Dimethyl: 1, 6



1086 false 566 872.5114 871.5015 1 2.99 600.85 25.5 28.1 (M:28.1) 1 2 0 R.ASEPISLK.N Dimethyl: 8

1087 false 1819 872.5348 871.5379 1 -11.8 593.46 32 19.0 (M:19.0) 1 3 1 K.DKSLTPK.T Dimethyl: 1, 2, 7

1088 false 2299 872.54 871.5429 1 -11.62 379.64 31.83 17.7 (M:17.7) 3 5 0 K.DLILNPR.S Dimethyl:2H(4): 1

1089 false 2299 872.54 871.5429 1 -11.62 379.64 31.83 17.7 (M:17.7) 3 5 0 K.DLILNPR.S Dimethyl:2H(4): 1

1090 false 842 872.5497 871.5429 1 -0.58 532.57 26.67 28.0 (M:28.0) 1 2 0 K.VLEPINR.H Dimethyl:2H(4): 1

1091 false 842 872.5497 871.528 1 16.54 527.89 26.67 17.9 (M:17.9) 1 7 0 K.IFINLPR.S

1092 true 842 872.5497 871.5429 1 -0.58 505.25 26.67 41.3 (M:41.3) 2 1 0 K.AAPLNINK.V Dimethyl:2H(4): 1



1093 true 1226 873.4467 872.433 1 7.37 505.14 29.17 38.4 (M:38.4) 1 1 0 R.QFFDER.W Dimethyl:2H(4): 1

1094 true 541 873.4533 872.4364 1 10.99 428.36 26 16.0 (M:16.0) 1 1 0 K.DPMEPPR.F Dimethyl:2H(4): 1

1095 true 1571 873.4806 872.4694 1 4.48 539.79 30.67 44.9 (M:44.9) 1 1 0 K.YGDAFIR.G Dimethyl:2H(4): 1

1096 false 1163 873.4989 872.508 1 -18.76 287.79 26.5 15.8 (M:15.8) 1 4 1 K.ALDTKIGR.Y

1097 true 2398 873.5375 872.5266 1 4.2 471.87 33 35.2 (M:35.2) 3 1 1 K.RMINAIK.E Dimethyl: 7

1098 false 3175 873.5509 872.5266 1 19.48 666.19 40.83 23.1 (M:23.1) 1 15.31 2 1 K.RMINAIK.E Dimethyl: 1

1099 true 2651 873.5547 872.5422 1 6 364.9 36.5 19.4 (M:19.4) 1 1 0 K.AHLTFPK.D Dimethyl:2H(4): 1; Dimethyl: 7



1100 false 423 874.457 873.4556 1 -6.75 492.84 24.67 18.1 (M:18.1) 1 2 1 K.DAEDKIR.F Dimethyl: 5

1101 true 1325 874.4896 873.4742 1 9.22 514.57 28.83 34.1 (M:34.1) 1 1 0 K.VCADLIR.G Carbamidomethyl: 2; Dimethyl: 1

1102 false 1325 874.4896 873.492 1 -11.09 426 28.83 21.6 (M:21.6) 1 8 0 R.ELGTSVLR.A

1103 false 1325 874.4896 873.492 1 -11.09 443.1 28.83 21.6 (M:21.6) 1 8 0 K.EVGSVSLR.M Dimethyl: 1

1104 false 1325 874.4896 873.4742 1 9.22 838.66 28.83 21.6 (M:21.6) 1 7 0 R.AMAQNAIK.A Dimethyl: 8

1105 false 1989 874.4952 873.492 1 -4.69 687 30.33 16.5 (M:16.5) 1 7 1 K.ELETVRK.Q

1106 false 1989 874.4952 873.492 1 -4.69 432.11 30.33 15.8 (M:15.8) 1 10 1 R.ELTERAK.D Dimethyl: 7



1107 true 1287 874.509 873.496 1 6.58 498.29 29.83 34.6 (M:34.6) 2 1 0 R.VDPVNFK.L Dimethyl: 1, 7

1108 true 1287 874.509 873.496 1 6.58 498.29 29.83 34.6 (M:34.6) 2 1 0 R.VDPVNFK.L Dimethyl: 1, 7

1109 false 1085 874.5234 873.5072 1 10.13 401.09 26.83 30.8 (M:30.8) 1 2 0 R.YLVPQAR.V Dimethyl: 1

1110 false 2276 874.5374 873.5171 1 14.86 480.22 32.5 16.7 (M:16.7) 1 7 0 R.IEVASSIK.L Dimethyl: 1

1111 false 1240 874.55 873.5324 1 11.85 533.62 28 16.1 (M:16.1) 1 6 0 R.FGPLASVK.I Dimethyl: 1, 8

1112 true 1240 874.55 873.5324 1 11.85 540.92 28 27.4 (M:27.4) 2 1 0 K.FGPALSVK.V Dimethyl: 1, 8

1113 false 2746 874.5559 873.5564 1 -8.84 543.25 35 21.2 (M:21.2) 1 2 0 R.QFLFQK.K Dimethyl:2H(4): 1, 6



1114 true 792 875.4393 874.4331 1 -1.18 433.57 25.17 18.1 (M:18.1) 1 1 0 K.DNMALQR.V Dimethyl: 1

1115 true 1592 875.4628 874.4487 1 7.85 495.06 28.67 19.1 (M:19.1) 1 1 0 R.NIDYYR.L Dimethyl:2H(4): 1

1116 false 2526 875.4889 874.4872 1 -6.46 546.95 35 16.2 (M:16.2) 1 3 0 K.SLATQATR.K Dimethyl: 1

1117 true 2526 875.4889 874.4834 1 -2.07 528.37 35 17.6 (M:17.6) 1 1 0 K.LSDMIPK.S Oxidation: 4; Dimethyl: 1, 7

1118 false 1696 875.4935 874.4888 1 -2.92 843.85 31.83 17.8 (M:17.8) 1 2 0 R.DLSDAYK.V Dimethyl:2H(4): 1, 7

1119 true 1630 875.5036 874.4913 1 5.84 432.47 30 19.6 (M:19.6) 1 1 0 R.VIEPFSR.V Dimethyl: 1

1120 false 439 875.5195 874.5124 1 -0.16 417.69 23.83 15.7 (M:15.7) 1 3 1 R.EKTAALSK.A Dimethyl: 2



1121 true 439 875.5195 874.5174 1 -5.92 449.63 23.83 31.7 (M:31.7) 2 1 0 K.TQIPTQR.Y Dimethyl:2H(4): 1

1122 false 2076 875.5213 874.531 1 -19.41 463.8 32.67 31.9 (M:31.9) 3 75.49 4 1 R.QIKAIMK.E Oxidation: 6; Dimethyl: 1

1123 true 2076 875.5213 874.5276 1 -15.56 465.5 32.67 40.2 (M:40.2) 4 1 1 R.KGQVIQF.- Dimethyl: 1, 1

1124 true 567 875.5243 874.5174 1 -0.45 492.78 25.5 31.3 (M:31.3) 1 1 0 R.AGAVEQLR.T Dimethyl:2H(4): 1

1125 false 1921 875.5265 874.5177 1 1.75 511.67 33.33 15.4 (M:15.4) 1 7 1 K.RHLFFK.D Dimethyl: 6

1126 false 1921 875.5265 874.531 1 -13.41 418.47 33.33 16.2 (M:16.2) 1 5.44 6 1 R.KVNVLMK.V Oxidation: 6; Dimethyl: 7

1127 false 2063 875.5282 874.5124 1 9.8 448.52 30.67 18.3 (M:18.3) 1 2 1 K.SQETVKK.L Dimethyl: 1, 7



1128 true 2063 875.5282 874.5426 1 -24.68 537.87 30.67 19.4 (M:19.4) 1 1 0 K.LPSSVGQK.K Dimethyl:2H(4): 1; Dimethyl: 8

1129 true 1150 875.5394 874.531 1 1.23 455.69 27.83 36.0 (M:36.0) 4 50 1 1 R.KVNVLMK.V Oxidation: 6; Dimethyl: 1

1130 false 1150 875.5394 874.5429 1 -12.35 549.43 27.83 20.9 (M:20.9) 1 6 1 R.KHFIFK.V Dimethyl: 1, 1

1131 false 1224 875.5479 874.5612 1 -23.56 455.12 28.33 15.5 (M:15.5) 1 10 1 K.MGLKGPLK.T Dimethyl:2H(4): 4

1132 false 1224 875.5479 874.5538 1 -15.11 437.89 28.33 16.0 (M:16.0) 1 9 1 K.KNQQAVK.D Dimethyl:2H(4): 1; Dimethyl: 7

1133 true 583 876.4214 875.4327 1 -21.23 365.09 25.67 17.5 (M:17.5) 1 1 0 K.EYVDYR.E Dimethyl:2H(4): 1

1134 true 722 876.4489 875.46 1 -20.93 470.04 26.17 15.3 (M:15.3) 1 1 0 R.ATLSEDGK.Y Dimethyl: 1, 8



1135 true 2894 876.5587 875.548 1 3.85 492.43 38 42.3 (M:42.3) 2 1 0 K.VLSLNFK.D Dimethyl: 1, 7

1136 false 2894 876.5587 875.548 1 3.85 349.99 38 20.0 (M:20.0) 1 3 0 K.AITALGFK.Q Dimethyl: 1, 8

1137 false 1600 877.4641 876.4544 1 2.76 634.44 30.17 29.3 (M:29.3) 1 2 0 R.HFAEWR.H Dimethyl:2H(4): 1

1138 false 1600 877.4641 876.4777 1 -23.79 480.63 30.17 21.1 (M:21.1) 1 4 1 R.ASSSRSVR.T Dimethyl: 1

1139 true 1673 877.5073 876.5069 1 -7.89 502.4 31.33 32.3 (M:32.3) 1 1 0 R.LAVYIDR.V Dimethyl: 1

1140 true 2805 877.5417 876.5321 1 2.71 445.51 37.17 39.2 (M:39.2) 1 1 0 R.SFDLLVK.N Dimethyl: 1, 7

1141 false 2805 877.5417 876.5331 1 1.55 464.51 37.17 15.7 (M:15.7) 1 50 6 1 R.KIISDNR.V Dimethyl:2H(4): 1



1142 true 2034 877.5507 876.5331 1 11.79 458.64 33.83 15.8 (M:15.8) 1 1 0 M.AALLSSAGR.L Dimethyl:2H(4): 1

1143 true 781 877.5551 876.5433 1 5.18 363.56 25.33 26.0 (M:26.0) 2 1 1 R.KIIYER.A Dimethyl: 1, 1

1144 true 1614 878.4321 877.4215 1 3.73 429.22 31.17 15.7 (M:15.7) 1 1 0 K.AQDLEMK.M Oxidation: 6; Dimethyl: 7

1145 true 1614 878.4321 877.4328 1 -9.06 453.05 31.17 15.7 (M:15.7) 1 50 1 1 R.EAKAEMR.R Oxidation: 6; Dimethyl: 1

1146 true 1614 878.4321 877.4215 1 3.73 455.21 31.17 15.7 (M:15.7) 1 1 0 K.VSGSPEMK.V Oxidation: 7; Dimethyl: 8

1147 false 1529 878.5021 877.5134 1 -21.17 265.56 28.33 25.7 (M:25.7) 1 2 0 R.LAVSHVPR.S

1148 true 1326 878.5131 877.4993 1 7.4 581.29 28.83 38.4 (M:38.4) 1 1 0 K.VCADLIR.G

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1



1149 false 1326 878.5131 877.5208 1 -17.02 510.02 28.83 20.3 (M:20.3) 1 10 1 R.MQFKIR.S Dimethyl: 1, 4

1150 false 1328 878.5531 877.5385 1 8.35 390.52 29.67 21.3 (M:21.3) 1 3 0 K.LHGKPDK.T Dimethyl: 1, 4, 7

1151 true 1328 878.5531 877.5498 1 -4.44 452.79 29.67 54.8 (M:54.8) 10 1 0 R.HLQLAIR.N Dimethyl: 1

1152 false 1824 878.5557 877.5498 1 -1.57 522.32 30.33 18.4 (M:18.4) 2 62.78 7 1 K.HIRTPVK.V Dimethyl: 1

1153 false 1 879.4801 878.4605 1 13.99 288.32 19.17 16.9 (M:16.9) 1 2 0 R.LMDVMVK.E Oxidation: 5; Dimethyl: 7

1154 true 511 879.4895 878.4862 1 -4.46 435.25 25 41.8 (M:41.8) 2 1 0 R.FSNISAGK.A Dimethyl: 1, 8

1155 false 511 879.4895 878.5011 1 -21.44 388.73 25 22.5 (M:22.5) 2 2 1 K.DDKASQK.S Dimethyl:2H(4): 1; Dimethyl: 3, 7



1156 false 611 879.5021 878.4974 1 -2.9 347.32 25.83 15.8 (M:15.8) 1 2 0 R.SIHEIPR.Q Dimethyl: 1

1157 false 611 879.5021 878.4974 1 -2.9 347.32 25.83 15.8 (M:15.8) 1 2 0 R.SIHEIPR.E Dimethyl: 1

1158 true 2944 879.5055 878.5014 1 -3.68 401.2 36.5 26.4 (M:26.4) 2 1 0 K.YGVFPLR.G Dimethyl: 1

1159 true 2944 879.5055 878.5014 1 -3.68 401.2 36.5 26.4 (M:26.4) 2 1 0 R.YGVFPLR.G Dimethyl: 1

1160 false 2527 879.5068 878.5113 1 -13.43 331.44 35 18.2 (M:18.2) 1 3 0 R.LDFSITK.D Dimethyl: 1, 7

1161 false 2527 879.5068 878.5197 1 -22.99 -1 35 17.9 (M:17.9) 1 4 1 K.TTCKIPK.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 7

1162 true 2527 879.5068 878.5085 1 -10.22 375.08 35 23.8 (M:23.8) 1 1 0 K.LSDMIPK.S

Dimethyl:2H(4): 7; Oxidation: 4; 

Dimethyl: 1



1163 false 1631 879.528 878.531 1 -11.63 548.08 30 17.5 (M:17.5) 1 3 1 K.ITMKGNR.E Dimethyl:2H(4): 4; Dimethyl: 1

1164 true 3333 879.5497 878.5226 1 22.63 385.52 40.83 16.1 (M:16.1) 1 1 0 K.TVYSILR.H Dimethyl: 1

1165 true 828 879.5583 878.5466 1 5.04 452.66 26.67 39.7 (M:39.7) 1 1 0 K.ALEHAFK.L Dimethyl:2H(4): 1, 7

1166 false 1736 880.4995 879.5016 1 -10.64 533.69 31 15.9 (M:15.9) 1 2 0 R.IFYDMK.V Dimethyl:2H(4): 1, 6

1167 false 466 880.5141 879.4926 1 16.05 369.33 25.17 18.0 (M:18.0) 1 4 0 K.IQDVHLR.F

1168 false 466 880.5141 879.5178 1 -12.52 358.79 25.17 32.9 (M:32.9) 1 2 0 R.DVVNHLK.G Dimethyl: 1, 7

1169 true 1675 881.4162 880.4076 1 1.52 560.87 30.33 16.3 (M:16.3) 1 1 0 K.LDDDSER.K Dimethyl:2H(4): 1



1170 true 2098 881.455 880.4477 1 0.05 533.83 32.17 20.7 (M:20.7) 1 1 0 R.AESLMFR.S Dimethyl: 1

1171 false 2098 881.455 880.4584 1 -12.16 357.35 32.17 15.1 (M:15.1) 1 5 0 R.LAIMMMK.K Oxidation: 5; Dimethyl: 7

1172 true 1863 881.5348 880.532 1 -5.12 515.51 31.33 21.7 (M:21.7) 1 1 0 R.LAVYIDR.V Dimethyl:2H(4): 1

1173 true 987 882.4579 881.4545 1 -4.43 370.95 27.83 33.0 (M:33.0) 1 1 0 R.GLEFDNR.I Dimethyl:2H(4): 1

1174 true 929 882.4924 881.4681 1 19.29 456.12 26 16.6 (M:16.6) 1 1 0 K.AMLSTGFK.I Dimethyl: 8

1175 true 1690 882.5427 881.5447 1 -10.48 276.1 36 15.5 (M:15.5) 1 1 1 R.NLIKNPR.A Dimethyl: 4

1176 true 1452 882.5501 881.5462 1 -3.84 540.09 29.33 32.3 (M:32.3) 1 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7



1177 true 1452 882.5501 881.5462 1 -3.84 540.09 29.33 32.3 (M:32.3) 1 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7

1178 false 2317 882.5564 881.5447 1 5.04 441.85 34.17 15.3 (M:15.3) 1 6 1 R.NLIKNPR.A Dimethyl: 1

1179 false 2317 882.5564 881.5559 1 -7.68 389.55 34.17 15.3 (M:15.3) 1 6 1 R.NALKRPR.D Dimethyl: 1

1180 false 2317 882.5564 881.5335 1 17.77 738.92 34.17 18.3 (M:18.3) 1 3 1 R.DSLHKAK.Y Dimethyl: 1, 5, 7

1181 false 2321 883.4301 882.4382 1 -17.33 415.73 36.33 16.8 (M:16.8) 1 3 1 -.MNRGFSK.K Oxidation: 1; Dimethyl: 7

1182 true 2130 883.4763 882.46 1 10.32 565 33.33 33.1 (M:33.1) 2 1 0 R.DYIAFAR.G Dimethyl: 1

1183 false 1984 883.494 882.4851 1 1.8 634.42 33.5 15.1 (M:15.1) 1 10 0 K.FASFIDK.V Dimethyl: 1, 7



1184 false 1984 883.494 882.4851 1 1.8 634.42 33.5 15.1 (M:15.1) 1 10 0 K.FASFIDK.V Dimethyl: 1, 7

1185 true 2630 883.5007 882.4901 1 3.73 518.73 34.67 40.9 (M:40.9) 2 1 0 K.LFDFPGR.G Dimethyl:2H(4): 1

1186 true 896 883.5036 882.5175 1 -23.93 271.83 27.5 18.1 (M:18.1) 1 1 1 R.VSEPKAPK.A Dimethyl: 8

1187 true 723 883.5076 882.4923 1 9.04 574.63 26.33 39.7 (M:39.7) 3 1 0 K.GANPVEIR.R Dimethyl: 1

1188 true 2845 883.525 882.5265 1 -9.97 438.21 36.5 30.4 (M:30.4) 1 1 0 R.YGVFPLR.G Dimethyl:2H(4): 1

1189 true 2845 883.525 882.5265 1 -9.97 438.21 36.5 30.4 (M:30.4) 1 1 0 K.YGVFPLR.G Dimethyl:2H(4): 1

1190 false 1027 883.5342 882.5426 1 -17.75 764.04 30.5 15.7 (M:15.7) 1 4 0 R.IEVEIPK.V Dimethyl: 1, 7



1191 false 1443 883.5535 882.5364 1 11.04 671.84 30.17 15.7 (M:15.7) 1 4 0 R.EISYAIK.N Dimethyl:2H(4): 1; Dimethyl: 7

1192 true 1711 884.361 883.3644 1 -11.97 497.1 29.17 25.6 (M:25.6) 1 1 0 R.GEMGDDGR.D Dimethyl:2H(4): 1; Oxidation: 3

1193 false 3 884.4841 883.4552 1 24.4 982.79 18 20.8 (M:20.8) 1 2 0 R.HAWDATK.S Dimethyl: 1, 7

1194 true 3 884.4841 883.4763 1 0.51 967.56 18 54.1 (M:54.1) 1 1 0 K.HAVSEGTK.A Dimethyl: 1, 8

1195 true 3 884.4841 883.4763 1 0.51 967.56 18 54.1 (M:54.1) 1 1 0 K.HAVSEGTK.A Dimethyl: 1, 8

1196 false 2230 884.5076 883.5015 1 -1.31 582.95 31.5 20.4 (M:20.4) 1 3 0 K.LEPVENK.A Dimethyl: 1, 7

1197 true 2230 884.5076 883.5127 1 -14.01 404.87 31.5 33.3 (M:33.3) 3 1 0 M.AVSVTPIR.D Acetyl: 1



1198 false 2385 884.5166 883.5127 1 -3.85 445.14 38 16.7 (M:16.7) 1 2 0 R.GSIEIPLR.D

1199 true 533 884.5221 883.5127 1 2.35 544.24 25.5 50.3 (M:50.3) 1 1 0 K.TAVAPIER.V Dimethyl: 1

1200 true 533 884.5221 883.5127 1 2.35 544.24 25.5 50.3 (M:50.3) 1 1 0 K.TAVAPIER.V Dimethyl: 1

1201 false 533 884.5221 883.528 1 -14.9 435.63 25.5 17.2 (M:17.2) 1 5 0 -.LPVFGAPR.F Dimethyl: 1

1202 false 2602 884.5515 883.5491 1 -5.5 394.31 34.33 26.9 (M:26.9) 1 2 0 K.GAIDVLIR.E Dimethyl: 1

1203 true 2458 885.3765 884.3851 1 -17.93 423.99 38.83 28.7 (M:28.7) 1 1 0 -.MDAGFFR.G Acetyl: 1

1204 false 3150 885.4537 884.451 1 -5.17 508.54 36.83 16.6 (M:16.6) 1 4 1 K.RMLDMR.I Dimethyl:2H(4): 1; Oxidation: 2, 5



1205 false 393 885.5047 884.4967 1 0.81 478.77 23.67 15.4 (M:15.4) 1 3 1 K.GPDEAKIK.A Dimethyl: 8

1206 false 393 885.5047 884.4967 1 0.81 478.77 23.67 15.4 (M:15.4) 1 3 1 K.GPDEAKIK.A Dimethyl: 8

1207 false 2 885.513 884.5269 1 -23.92 374.77 19.17 16.9 (M:16.9) 1 6 0 K.IVEHAEK.Q Dimethyl:2H(4): 1; Dimethyl: 7

1208 false 2 885.513 884.4902 1 17.54 389.51 19.17 15.2 (M:15.2) 1 7 0 K.HLMLLSR.A Oxidation: 3

1209 false 2 885.513 884.5192 1 -15.2 427.52 19.17 18.0 (M:18.0) 1 2 1 R.RILQAER.H

1210 true 2856 885.5179 884.5058 1 5.49 490.85 37.67 47.7 (M:47.7) 1 1 0 R.FGDFVLR.S Dimethyl:2H(4): 1

1211 false 856 885.5225 884.512 1 3.67 484.71 26.83 19.6 (M:19.6) 1 7 0 K.VFEHIGK.R Dimethyl: 1, 7



1212 false 856 885.5225 884.5331 1 -20.19 532.99 26.83 18.6 (M:18.6) 2 10 0 K.GADQVLVK.K Dimethyl: 1, 8

1213 true 1087 885.5319 884.5382 1 -15.24 373.13 26.83 22.3 (M:22.3) 2 1 0 R.GPTVPNIR.L Dimethyl:2H(4): 1

1214 false 415 886.505 885.4807 1 19.12 453.04 25.33 21.1 (M:21.1) 1 2 0 R.GTLDPVEK.A Dimethyl: 8

1215 false 415 886.505 885.5171 1 -21.92 396.52 25.33 18.7 (M:18.7) 1 3 0 K.VIAEAVEK.W Dimethyl: 8

1216 false 415 886.505 885.492 1 6.45 425.8 25.33 15.1 (M:15.1) 1 10 0 R.TKPEVER.Y Dimethyl: 1

1217 false 415 886.505 885.5032 1 -6.22 420.34 25.33 16.1 (M:16.1) 1 8 1 K.ARVEVER.D Dimethyl: 1

1218 true 848 886.517 885.5284 1 -21.07 381.81 27.33 28.8 (M:28.8) 1 1 1 M.NQEKLAK.L Dimethyl: 1, 7



1219 false 848 886.517 885.5171 1 -8.4 549.21 27.33 23.6 (M:23.6) 1 4 1 K.SKEELPK.A Dimethyl: 2, 7

1220 true 2158 886.54 885.5284 1 4.95 501.2 32.83 33.6 (M:33.6) 2 1 0 R.GIEITGIR.L Dimethyl: 1

1221 false 2158 886.54 885.5171 1 17.62 447.12 32.83 18.6 (M:18.6) 1 3 0 R.GLDIEGVK.T Dimethyl: 1, 8

1222 false 2826 886.5415 885.5284 1 6.59 630.3 35.5 27.2 (M:27.2) 3 2 0 K.GGVAGGSILK.G Dimethyl: 10

1223 true 1855 886.5421 885.5284 1 7.33 515.16 32 31.4 (M:31.4) 1 1 0 R.QLESLIR.L Dimethyl: 1

1224 false 1855 886.5421 885.5284 1 7.33 541.62 32 20.8 (M:20.8) 1 7 1 K.DKGEIIR.E Dimethyl: 1, 2

1225 false 965 886.5429 885.5535 1 -20.14 490.67 28 20.6 (M:20.6) 1 9 0 R.TDVAALLK.T Dimethyl: 1, 8



1226 true 965 886.5429 885.5284 1 8.23 423.86 28 41.1 (M:41.1) 1 1 1 R.KLLDEGR.S Dimethyl: 1, 1

1227 true 2958 886.5477 885.5324 1 9.08 529.01 38.33 34.4 (M:34.4) 1 1 0 R.SVPTWLK.L Dimethyl: 1, 7

1228 false 2958 886.5477 885.5586 1 -20.44 558.47 38.33 15.7 (M:15.7) 1 4 1 K.VPSPAQKK.L Dimethyl:2H(4): 1

1229 false 1886 886.5644 885.5648 1 -8.59 569.31 30.67 15.9 (M:15.9) 1 3 1 R.AKSQIALK.L Dimethyl: 8

1230 false 1886 886.5644 885.5648 1 -8.59 376.53 30.67 15.4 (M:15.4) 1 4 1 K.LLKSEIR.R Dimethyl: 1

1231 true 671 887.4301 886.4396 1 -18.92 481.33 26.83 15.7 (M:15.7) 1 1 0 K.NSGEPEAK.Q Dimethyl: 1, 8

1232 true 770 887.4976 886.4872 1 3.52 438.95 26.67 18.4 (M:18.4) 1 1 1 K.SKSPAELR.S



1233 true 2131 887.5019 886.4851 1 10.72 558.31 33.33 28.9 (M:28.9) 2 1 0 R.DYIAFAR.G Dimethyl:2H(4): 1

1234 false 1470 887.5105 886.4872 1 18.07 433.89 28.17 16.0 (M:16.0) 1 6 0 K.NEIQSLR.D Dimethyl: 1

1235 true 583 887.5249 886.5124 1 5.96 453.28 26.17 39.9 (M:39.9) 1 1 0 K.IVEELTR.I Dimethyl: 1

1236 false 924 887.5293 886.5422 1 -22.82 464.22 27.67 20.0 (M:20.0) 1 10 1 K.MRVVLNK.A Dimethyl: 7

1237 false 924 887.5293 886.5124 1 10.83 389.28 27.67 25.8 (M:25.8) 1 5 1 K.ATAKDTPK.S Dimethyl: 4, 8

1238 false 724 887.533 886.5124 1 14.99 867.64 26.33 16.2 (M:16.2) 1 9 1 R.LEKGVDVK.F

1239 true 724 887.533 886.5174 1 9.31 580.53 26.33 41.9 (M:41.9) 1 1 0 K.GANPVEIR.R Dimethyl:2H(4): 1



1240 false 1382 887.5473 886.5236 1 18.49 442.95 30.33 20.9 (M:20.9) 1 8 1 R.QITDKAR.E Dimethyl: 1, 5

1241 false 1382 887.5473 886.5488 1 -9.85 395.41 30.33 26.5 (M:26.5) 1 4 1 K.EQLSKVK.E Dimethyl: 1, 7

1242 false 1028 887.5586 886.5488 1 2.89 482.55 30.5 17.2 (M:17.2) 1 5 1 R.EGILKTAK.A Dimethyl: 8

1243 false 1028 887.5586 886.5677 1 -18.47 481.92 30.5 18.6 (M:18.6) 1 2 0 R.IEVEIPK.V Dimethyl:2H(4): 1; Dimethyl: 7

1244 true 1411 888.5028 887.4865 1 10.1 419.98 29.17 29.7 (M:29.7) 1 1 0 K.LAEQFPR.Q Dimethyl: 1

1245 false 727 888.5184 887.5014 1 10.94 583.82 26.67 17.2 (M:17.2) 1 5 0 K.IENLDPR.G Dimethyl:2H(4): 1

1246 false 727 888.5184 887.5266 1 -17.37 907.87 26.67 17.1 (M:17.1) 1 7 0 K.LPEGDLGK.E Dimethyl:2H(4): 1; Dimethyl: 8



1247 false 727 888.5184 887.5266 1 -17.37 907.87 26.67 16.9 (M:16.9) 1 8 0 K.LEPVENK.A Dimethyl:2H(4): 1; Dimethyl: 7

1248 false 2778 888.5375 887.5263 1 4.46 453.91 38 25.2 (M:25.2) 1 9 0 R.CSVLLIR.H Carbamidomethyl: 1; Dimethyl: 1

1249 true 2847 888.5402 887.544 1 -12.47 492.97 35.83 46.6 (M:46.6) 3 1 0 R.TSASIILR.G Dimethyl: 1

1250 false 2847 888.5402 887.5263 1 7.52 445.77 35.83 29.2 (M:29.2) 1 8 0 R.IGVMSLIR.K

1251 false 2305 888.5416 887.5328 1 1.73 437.5 36.33 40.5 (M:40.5) 3 3 0 R.GSDSLLLK.Q Dimethyl: 1, 8

1252 true 2305 888.5416 887.5263 1 9.07 500.11 36.33 47.2 (M:47.2) 3 1 0 R.QMSLLLR.R Dimethyl: 1

1253 true 592 888.5487 887.5378 1 4.07 591.15 25.5 49.0 (M:49.0) 1 1 0 K.TAVAPIER.V Dimethyl:2H(4): 1



1254 true 592 888.5487 887.5378 1 4.07 591.15 25.5 49.0 (M:49.0) 1 1 0 K.TAVAPIER.V Dimethyl:2H(4): 1

1255 false 592 888.5487 887.5266 1 16.71 505.98 25.5 15.3 (M:15.3) 1 6 0 K.GLEPALEK.F Dimethyl:2H(4): 1

1256 false 592 888.5487 887.5491 1 -8.57 897.12 25.5 18.1 (M:18.1) 1 4 1 R.TANPVAKR.Q Dimethyl:2H(4): 1

1257 false 255 888.5524 887.5378 1 8.23 440.61 24.17 17.7 (M:17.7) 1 2 0 R.LVEDKPR.S Dimethyl:2H(4): 1

1258 true 1712 889.4478 888.4487 1 -9.22 367.19 29.17 24.5 (M:24.5) 1 1 0 R.NLDLCAR.G Carbamidomethyl: 5; Dimethyl: 1

1259 true 878 889.4481 888.4487 1 -8.95 465.5 26.17 34.4 (M:34.4) 1 1 0 R.CILQDGR.V Carbamidomethyl: 1; Dimethyl: 1

1260 false 849 889.4862 888.4916 1 -14.27 446.68 27.17 15.2 (M:15.2) 1 3 1 K.VTTSEPKK.K



1261 true 849 889.4862 888.4739 1 5.7 405.42 27.17 18.0 (M:18.0) 1 1 0 R.VIEMVDR.I Dimethyl: 1

1262 false 849 889.4862 888.4916 1 -14.27 418.98 27.17 18.0 (M:18.0) 1 2 0 M.ATSDIQVK.E Dimethyl: 1

1263 false 1262 889.5003 888.4967 1 -4.15 373.53 29.33 16.2 (M:16.2) 1 4 0 K.QEQLSPR.S Dimethyl:2H(4): 1

1264 true 1262 889.5003 888.5103 1 -19.42 454.53 29.33 29.3 (M:29.3) 1 1 0 K.CIQTVLK.E Carbamidomethyl: 1; Dimethyl: 7

1265 false 1077 889.5154 888.5181 1 -11.23 581.16 28.33 21.5 (M:21.5) 1 4 1 R.NFSPLKR.E Dimethyl: 1

1266 false 1077 889.5154 888.5294 1 -23.85 566.2 28.33 16.9 (M:16.9) 1 10 1 K.FIARAQR.I Dimethyl: 1

1267 false 2408 889.5279 888.5103 1 11.65 522.87 37.17 18.0 (M:18.0) 1 50 9 1 K.KMAENIK.L Dimethyl: 1, 7



1268 false 1758 889.5319 888.5153 1 10.51 255.8 37.17 17.0 (M:17.0) 1 7 1 K.GVNKMHK.C

Dimethyl:2H(4): 7; Oxidation: 5; 

Dimethyl: 1

1269 false 1758 889.5319 888.5215 1 3.55 303.05 37.17 17.0 (M:17.0) 1 8 1 K.RMINAIK.E Oxidation: 2; Dimethyl: 7

1270 false 1758 889.5319 888.5331 1 -9.46 573.22 37.17 18.4 (M:18.4) 1 4 0 R.SPVTNIAR.T Dimethyl:2H(4): 1

1271 false 1758 889.5319 888.5294 1 -5.29 281.17 37.17 17.5 (M:17.5) 1 6 1 K.RAAQFLR.K Dimethyl: 1

1272 true 733 890.4496 889.4328 1 10.78 503.21 25.17 17.3 (M:17.3) 1 1 1 -.MVEDPKR.K Oxidation: 1

1273 false 1872 890.4683 889.4658 1 -5.28 439.63 29.83 17.8 (M:17.8) 1 2 0 R.DFLSQPR.L Dimethyl: 1

1274 false 1872 890.4683 889.4393 1 24.46 479.46 29.83 15.5 (M:15.5) 1 7 0 K.NEEELTK.S Dimethyl: 1



1275 true 997 890.4722 889.4658 1 -0.98 515.65 27.33 22.5 (M:22.5) 1 1 0 R.AYGPGLER.S Dimethyl: 1

1276 false 2860 890.4723 889.4579 1 8.05 711.94 36.33 16.7 (M:16.7) 1 6 0 K.AMGDAEIK.D Dimethyl: 1, 8

1277 true 476 890.4731 889.4658 1 0.09 428.57 25.5 20.3 (M:20.3) 1 1 0 R.FLESNPR.V Dimethyl: 1

1278 false 849 890.5132 889.4993 1 7.36 527.58 27.17 18.2 (M:18.2) 1 4 0 K.MIINDPR.Y Dimethyl:2H(4): 1

1279 false 849 890.5132 889.5022 1 4.19 697.04 27.17 20.9 (M:20.9) 1 3 0 R.LFQLVDR.R

1280 true 2015 890.5134 889.5022 1 4.49 583.23 33.33 64.1 (M:64.1) 1 1 0 K.IADFGLAR.L Dimethyl: 1

1281 false 2015 890.5134 889.4943 1 13.32 518.23 33.33 17.8 (M:17.8) 1 9 0 K.TLDCVVK.N Carbamidomethyl: 4; Dimethyl: 1, 7



1282 true 2015 890.5134 889.5022 1 4.49 583.23 33.33 64.1 (M:64.1) 1 1 0 K.IADFGLAR.V Dimethyl: 1

1283 false 2015 890.5134 889.5055 1 0.71 467.94 33.33 18.2 (M:18.2) 1 7 1 K.QAQMKLK.Y Oxidation: 4; Dimethyl: 7

1284 false 2015 890.5134 889.5022 1 4.49 583.23 33.33 60.9 (M:60.9) 1 2 0 K.LADFGLAR.A Dimethyl: 1

1285 false 2941 890.5228 889.499 1 18.54 488.84 37.17 15.7 (M:15.7) 1 4 1 K.MRVMGLR.R Dimethyl: 1

1286 true 2159 890.5242 889.5022 1 16.63 529.04 33.33 39.8 (M:39.8) 1 1 0 K.AGLVEFAR.S Dimethyl: 1

1287 false 2159 890.5242 889.5385 1 -24.22 479.9 33.33 17.9 (M:17.9) 1 10 1 K.KLFEGLR.F Dimethyl: 1

1288 false 2159 890.5242 889.5273 1 -11.61 92.63 33.33 23.4 (M:23.4) 1 3 0 K.AIIVEFAK.Q



1289 false 1782 890.5399 889.5385 1 -6.65 460.48 31 29.1 (M:29.1) 1 5 1 K.ARLFAEK.I Dimethyl: 1, 7

1290 false 1782 890.5399 889.5422 1 -10.81 536.04 31 33.1 (M:33.1) 1 3 0 K.QEIIAEK.E Dimethyl:2H(4): 1; Dimethyl: 7

1291 false 1782 890.5399 889.5385 1 -6.65 516.69 31 40.0 (M:40.0) 1 89.44 2 1 R.ARFIVEK.A Dimethyl: 7

1292 true 1782 890.5399 889.5273 1 5.97 538.29 31 47.5 (M:47.5) 1 1 0 R.AQFLVEK.A Dimethyl: 1, 7

1293 false 1856 890.547 889.5535 1 -15.48 484.46 32.5 26.4 (M:26.4) 1 2 0 R.SLDGVLVR.V Dimethyl:2H(4): 1

1294 true 1856 890.547 889.5273 1 13.9 488.99 32.5 31.5 (M:31.5) 1 1 0 K.NVIVFDK.S Dimethyl: 1, 7

1295 true 1791 891.4388 890.4419 1 -11.71 368.72 32.17 21.9 (M:21.9) 1 1 0 K.ALDEMEK.Q Dimethyl: 1, 7



1296 false 2747 891.5085 890.4895 1 13.13 474.45 35.67 16.2 (M:16.2) 1 3 1 K.GTKALMDK.V Dimethyl: 8

1297 false 2747 891.5085 890.5123 1 -12.44 457.37 35.67 16.8 (M:16.8) 1 2 0 K.ADANLSLR.A Dimethyl:2H(4): 1

1298 true 250 891.5279 890.5086 1 13.43 386.54 23 37.6 (M:37.6) 1 1 0 R.LAPGGHVGR.F Dimethyl: 1

1299 true 584 891.5461 890.5375 1 1.49 530.17 26.17 46.4 (M:46.4) 2 1 0 K.IVEELTR.I Dimethyl:2H(4): 1

1300 false 2700 891.5519 890.5487 1 -4.57 230.07 34.83 16.1 (M:16.1) 1 7 1 K.LQKASER.W Dimethyl:2H(4): 1; Dimethyl: 3

1301 false 2700 891.5519 890.5561 1 -12.86 443.76 34.83 23.7 (M:23.7) 1 3 0 R.LIVDMIR.T Dimethyl:2H(4): 1

1302 true 857 891.5564 890.5338 1 17.25 487.26 28 38.7 (M:38.7) 1 1 0 R.EIPIVHR.V Dimethyl: 1



1303 true 2913 892.4863 891.4814 1 -2.66 462.79 35.5 43.7 (M:43.7) 1 1 0 R.NLADYLR.S Dimethyl: 1

1304 false 795 892.4978 891.4814 1 10.25 631.71 27 19.4 (M:19.4) 1 6 0 R.FVNDTLR.S Dimethyl: 1

1305 true 767 892.529 891.5116 1 11.31 580.1 28.33 54.1 (M:54.1) 1 1 0 K.LAEQFPR.Q Dimethyl:2H(4): 1

1306 true 1987 892.5298 891.5306 1 -9.01 477.53 31.83 17.2 (M:17.2) 2 1 0 R.YIGFSNK.A Dimethyl:2H(4): 1, 7

1307 true 1137 892.5406 891.5116 1 24.35 597.65 28.17 31.2 (M:31.2) 1 1 0 K.VFGPGVER.T Dimethyl:2H(4): 1

1308 true 2848 892.5617 891.5579 1 -3.86 496.28 35.83 21.2 (M:21.2) 2 1 0 R.GSDSLLLK.Q Dimethyl:2H(4): 1; Dimethyl: 8

1309 false 2848 892.5617 891.5514 1 3.45 507.18 35.83 19.8 (M:19.8) 2 9 0 R.QMSLLLR.R Dimethyl:2H(4): 1



1310 false 2958 893.4455 892.4403 1 -2.34 617.23 44.5 16.1 (M:16.1) 1 3 0 R.AYAEGINR.V

1311 false 2958 893.4455 892.425 1 14.74 634.04 44.5 16.1 (M:16.1) 1 3 0 K.TSSDTINR.M

1312 true 879 893.4737 892.4738 1 -8.33 478.73 26.17 24.6 (M:24.6) 1 1 0 R.CILQDGR.V

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

1313 true 729 893.4767 892.4705 1 -1.17 410.29 26.5 18.7 (M:18.7) 1 1 0 K.DSFHSLR.D Dimethyl:2H(4): 1

1314 false 3 893.4851 892.4906 1 -14.25 496.39 19.33 16.9 (M:16.9) 1 7 0 K.SLEFLEK.V Dimethyl: 7

1315 true 3 893.4851 892.4767 1 1.33 475.68 19.33 24.6 (M:24.6) 1 1 1 R.KGNYAER.V Dimethyl: 1, 1

1316 false 1 893.4885 892.4767 1 5.12 392.11 15 18.8 (M:18.8) 1 5 1 K.AGDQKYR.Y Dimethyl: 1, 5



1317 true 1 893.4885 892.4614 1 22.2 281.33 15 21.1 (M:21.1) 1 1 1 R.SSKSNQSK.K Dimethyl: 8

1318 true 1716 893.4902 892.4841 1 -1.23 538.81 30.67 21.0 (M:21.0) 1 1 0 R.VMLYPSR.I Dimethyl: 1

1319 true 2631 893.4904 892.4841 1 -1.09 473.82 34.5 23.3 (M:23.3) 1 1 0 R.ELFVMAR.E Dimethyl: 1

1320 false 2631 893.4904 892.4688 1 15.98 317.56 34.5 17.5 (M:17.5) 1 2 0 K.QSNTMLK.K Oxidation: 5; Dimethyl: 1, 7

1321 false 535 893.5052 892.5028 1 -5.52 508.66 25.33 24.2 (M:24.2) 1 2 1 K.NQNSSRK.E Dimethyl:2H(4): 1; Dimethyl: 7

1322 false 535 893.5052 892.4956 1 2.55 547.68 25.33 19.4 (M:19.4) 1 4 0 R.IEPSPYR.F Dimethyl:2H(4): 1

1323 false 535 893.5052 892.5168 1 -21.09 710 25.33 16.5 (M:16.5) 1 9 1 R.IKNSEDK.S Dimethyl:2H(4): 1; Dimethyl: 7



1324 false 535 893.5052 892.5102 1 -13.79 590.71 25.33 19.9 (M:19.9) 1 3 1 R.LGAMARDK.G Dimethyl:2H(4): 1

1325 true 1404 894.4611 893.4429 1 12.2 332.32 29.83 17.9 (M:17.9) 1 1 0 R.CAEIFAR.G Carbamidomethyl: 1; Dimethyl: 1

1326 true 951 894.4998 893.4909 1 1.83 632.68 27.33 35.1 (M:35.1) 1 1 0 R.AYGPGLER.S Dimethyl:2H(4): 1

1327 true 613 894.5102 893.5083 1 -6 392.77 25.83 37.0 (M:37.0) 1 1 0 R.EHIAQLR.K Dimethyl: 1

1328 false 939 894.5182 893.5083 1 2.88 466.47 27.33 21.8 (M:21.8) 1 2 0 R.GGHDVLLR.A Dimethyl: 1

1329 true 2141 894.5315 893.5273 1 -3.38 578.47 33.33 31.4 (M:31.4) 2 1 0 K.IADFGLAR.L Dimethyl:2H(4): 1

1330 true 2141 894.5315 893.5273 1 -3.38 578.47 33.33 31.4 (M:31.4) 2 1 0 K.LADFGLAR.A Dimethyl:2H(4): 1



1331 true 2141 894.5315 893.5273 1 -3.38 578.47 33.33 31.4 (M:31.4) 2 1 0 K.IADFGLAR.V Dimethyl:2H(4): 1

1332 true 2237 894.5362 893.5273 1 1.87 582.22 33.33 71.5 (M:71.5) 2 1 0 K.AGLVEFAR.S Dimethyl:2H(4): 1

1333 false 2132 894.5465 893.5222 1 19.02 107.49 33.17 15.4 (M:15.4) 1 6 0 R.SLASYGLK.D Dimethyl: 1, 8

1334 true 629 895.4388 894.4269 1 5.08 571.86 26.33 25.5 (M:25.5) 1 1 0 R.DVYMSPR.D Dimethyl: 1

1335 true 514 895.467 894.4633 1 -3.98 554.94 26.67 46.6 (M:46.6) 1 1 0 R.NCAAYLK.L Carbamidomethyl: 2; Dimethyl: 1, 7

1336 false 514 895.467 894.4559 1 4.27 570.2 26.67 16.2 (M:16.2) 1 3 1 R.GSDYGRGK.R Dimethyl: 1, 8

1337 true 514 895.467 894.4633 1 -3.98 554.94 26.67 46.6 (M:46.6) 1 1 0 R.NCAAYLK.L Carbamidomethyl: 2; Dimethyl: 1, 7



1338 true 697 895.5297 894.5035 1 21.06 546.4 26.17 16.4 (M:16.4) 1 1 1 K.ALEHKNR.L Dimethyl: 5

1339 true 2779 895.5369 894.5299 1 -0.34 478.09 38 26.1 (M:26.1) 2 1 0 K.MLPTFVR.S Dimethyl:2H(4): 1

1340 false 2779 895.5369 894.5076 1 24.6 563.08 38 17.5 (M:17.5) 2 2 0 R.YIPPHLR.N

1341 true 2631 895.5471 894.5477 1 -8.75 455.53 35.33 20.7 (M:20.7) 1 1 0 R.AVLEYLR.S Dimethyl:2H(4): 1

1342 true 734 895.5634 894.5589 1 -3.04 469.31 26.17 30.8 (M:30.8) 1 1 0 R.EVIIHPR.F Dimethyl:2H(4): 1

1343 true 796 896.5015 895.5065 1 -13.73 513.19 27 19.2 (M:19.2) 1 1 0 R.FVNDTLR.S Dimethyl:2H(4): 1

1344 true 2951 896.5107 895.5065 1 -3.47 452.55 35.5 52.1 (M:52.1) 1 1 0 R.NLADYLR.S Dimethyl:2H(4): 1



1345 false 2802 896.5207 895.5317 1 -20.36 520.47 35.5 25.8 (M:25.8) 2 3 0 K.LGDYGLAK.K Dimethyl:2H(4): 1; Dimethyl: 8

1346 true 2802 896.5207 895.5167 1 -3.7 425.03 35.5 38.7 (M:38.7) 2 1 0 K.GYGFGLVK.L Dimethyl: 1, 8

1347 true 948 896.5236 895.5065 1 10.89 628.36 27.83 19.2 (M:19.2) 1 1 0 R.EAYNLVR.D Dimethyl:2H(4): 1

1348 true 741 897.4764 896.4828 1 -15.25 614.81 23.33 32.2 (M:32.2) 2 1 0

R.AAAGGAVAPG

R.G

1349 false 189 897.478 896.4716 1 -0.95 541.79 24.33 19.1 (M:19.1) 1 3 1 K.SPDHTKGK.Q Dimethyl: 8

1350 false 535 897.4827 896.4651 1 11.51 499.18 24.33 17.0 (M:17.0) 1 3 1 M.GRMHAPGK.G Oxidation: 3; Dimethyl: 8

1351 true 535 897.4827 896.4716 1 4.24 485.3 24.33 40.9 (M:40.9) 5 1 0 M.ATPPSQVR.Q Acetyl: 1



1352 false 278 897.491 896.4902 1 -7.18 428.63 24.33 16.4 (M:16.4) 1 2 1 R.APPPMRGK.N Oxidation: 5; Dimethyl: 1

1353 false 3016 897.4951 896.4756 1 13.58 477.98 38 19.4 (M:19.4) 1 2 0 R.GFELTFR.T Dimethyl: 1

1354 true 1651 897.5063 896.4967 1 2.59 551.84 35.5 21.8 (M:21.8) 1 1 1 K.QYSSKTK.M Dimethyl: 1, 7

1355 true 1717 897.5147 896.5092 1 -1.98 510.55 30.67 21.6 (M:21.6) 1 1 0 R.VMLYPSR.I Dimethyl:2H(4): 1

1356 false 2632 897.5167 896.5269 1 -19.52 528 34.5 18.2 (M:18.2) 1 5 0 R.EIVSYVR.Q Dimethyl:2H(4): 1

1357 false 2632 897.5167 896.5092 1 0.26 571.77 34.5 27.6 (M:27.6) 1 3 0 R.ELFVMAR.E Dimethyl:2H(4): 1

1358 true 627 897.5178 896.512 1 -1.66 468.61 27.67 36.0 (M:36.0) 1 1 0 K.AFLEKPH.- Dimethyl: 1, 5



1359 false 998 897.5346 896.5331 1 -6.45 490.25 27.33 16.3 (M:16.3) 1 3 0 R.AGPELQVK.L Dimethyl: 1, 8

1360 true 3334 897.5549 896.5371 1 11.71 493.84 40.83 19.7 (M:19.7) 1 1 0 R.IFSAYIK.E Dimethyl: 1, 7

1361 true 184 898.4639 897.4491 1 8.36 510.96 23.33 35.1 (M:35.1) 1 1 0 K.AICDHVR.D Carbamidomethyl: 3; Dimethyl: 1

1362 false 1266 898.4738 897.4491 1 19.39 513.09 29.5 16.7 (M:16.7) 1 2 0 R.TLGHAMPR.E Oxidation: 6

1363 true 614 898.5339 897.5334 1 -7.5 401.91 25.83 17.9 (M:17.9) 1 1 0 R.EHIAQLR.K Dimethyl:2H(4): 1

1364 false 389 898.5415 897.5284 1 6.47 318.43 24.5 18.6 (M:18.6) 1 7 0 R.VLSPEAVR.N Dimethyl: 1

1365 true 940 898.5426 897.5334 1 2.12 507.72 27.17 35.4 (M:35.4) 1 1 0 R.GGHDVLLR.A Dimethyl:2H(4): 1



1366 true 630 899.4628 898.452 1 3.86 502.88 26.33 28.5 (M:28.5) 2 1 0 R.DVYMSPR.D Dimethyl:2H(4): 1

1367 false 2452 899.5148 898.5287 1 -23.45 665.82 34.33 16.6 (M:16.6) 1 2 1 K.ALEHKNR.L Dimethyl:2H(4): 1

1368 false 898 899.5378 898.5236 1 7.63 567.55 26.83 16.5 (M:16.5) 1 2 1 R.KEISPAVR.K

1369 false 898 899.5378 898.5488 1 -20.33 407.33 26.83 15.1 (M:15.1) 1 3 0 K.GIDLAQVK.G Dimethyl: 1, 8

1370 false 1289 899.5563 898.5348 1 15.8 540.37 29.17 15.4 (M:15.4) 1 4 1 R.RISLASPR.Q

1371 false 1289 899.5563 898.56 1 -12.16 542.94 29.17 16.2 (M:16.2) 1 3 1 K.QLVDKLR.K Dimethyl: 1

1372 true 2033 899.5641 898.56 1 -3.5 380.61 31.33 31.1 (M:31.1) 1 1 0 K.IVVNLTGR.L Dimethyl: 1



1373 true 635 900.4932 899.4865 1 -0.69 434.51 25.67 18.1 (M:18.1) 1 1 0 R.LADHFGGK.L Dimethyl: 1, 8

1374 true 635 900.4932 899.4865 1 -0.69 434.51 25.67 18.1 (M:18.1) 1 1 0 R.LADHFGGK.L Dimethyl: 1, 8

1375 true 1828 900.5012 899.5076 1 -15.17 422.08 32.5 17.3 (M:17.3) 1 1 0 M.ALVETAVR.G Acetyl: 1

1376 false 668 900.5087 899.4899 1 12.85 440.35 26 15.2 (M:15.2) 1 5 0 -.MLSPAALR.R Acetyl: 1

1377 true 274 900.5201 899.5127 1 0.18 563.49 23.83 19.5 (M:19.5) 1 1 0 R.DAVTHIGR.V Dimethyl:2H(4): 1

1378 true 1744 900.545 899.544 1 -7.01 454.77 30.83 23.5 (M:23.5) 1 1 0 K.DVLTVVVR.D

1379 true 1584 901.4424 900.4375 1 -2.64 475.57 31.83 30.8 (M:30.8) 1 1 0 -.MEDPVIR.I Acetyl: 1



1380 true 206 901.5074 900.5029 1 -3.05 578.78 24.17 35.7 (M:35.7) 1 1 0 K.VAVSAAAER.V Dimethyl: 1

1381 true 2668 901.5117 900.5078 1 -3.75 649.43 34.67 21.4 (M:21.4) 1 1 1 R.KEEEMK.K

Dimethyl:2H(4): 1, 1; Oxidation: 5; 

Dimethyl: 6

1382 true 2668 901.5117 900.4826 1 24.15 699.46 34.67 21.4 (M:21.4) 1 1 1 K.EKEEMR.K Dimethyl:2H(4): 1, 2; Oxidation: 5

1383 true 3017 901.519 900.5007 1 12.22 393.85 38 18.1 (M:18.1) 1 1 0 R.GFELTFR.T Dimethyl:2H(4): 1

1384 true 1618 901.5227 900.5103 1 5.7 657.39 28.83 17.5 (M:17.5) 2 1 0 K.ELVMLPR.E Oxidation: 4; Dimethyl: 1

1385 false 1821 901.5363 900.5069 1 24.59 527.39 32.33 17.2 (M:17.2) 1 6 0 K.FLQPGSPK.K Dimethyl: 8

1386 false 2027 901.5413 900.5467 1 -13.97 357.6 31.83 18.0 (M:18.0) 1 3 1 K.QLMKTPK.Q Dimethyl: 1, 7



1387 true 3353 901.5551 900.5579 1 -11.12 516.02 39.5 30.3 (M:30.3) 2 1 1 K.VRMLLGGK.I Dimethyl: 8

1388 true 3147 901.5597 900.5433 1 10.09 495.52 39.5 40.2 (M:40.2) 2 1 0 K.DIILPFR.V Dimethyl: 1

1389 false 1658 901.5614 900.5376 1 18.29 31.33 15.5 (M:15.5) 1 50 3 1 K.IGNKMMK.A Dimethyl:2H(4): 1, 7; Oxidation: 6

1390 true 1615 902.456 901.4505 1 -2.04 27.02 31.17 17.6 (M:17.6) 1 1 0 M.SELDQLR.Q Acetyl: 1

1391 true 654 902.4719 901.4691 1 -5.01 213.25 26 31.3 (M:31.3) 1 1 0 R.IGATPMER.I Dimethyl: 1

1392 true 185 902.4897 901.4742 1 9.12 85.3 23.33 42.1 (M:42.1) 1 1 0 K.AICDHVR.D

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

1393 false 1490 902.5034 901.512 1 -17.59 184.06 29.5 16.5 (M:16.5) 1 2 1 K.ETKESPK.I Dimethyl: 1, 3, 7



1394 true 1490 902.5034 901.5022 1 -6.63 132.84 29.5 25.9 (M:25.9) 2 1 0 K.EAGVFVPR.S Dimethyl: 1

1395 true 807 902.5583 901.5535 1 -2.67 104.28 26.5 18.1 (M:18.1) 1 1 0 R.VLVPATDR.N Dimethyl:2H(4): 1

1396 true 1371 903.4816 902.4709 1 3.75 211.39 27.5 17.9 (M:17.9) 1 1 0 K.DNAESALK.K Dimethyl: 1, 8

1397 true 1208 903.5054 902.5086 1 -11.64 239.37 31.83 18.4 (M:18.4) 1 1 0 R.AHGHAGVVK.A Dimethyl: 9

1398 true 1965 903.5167 902.5226 1 -14.53 153.13 31.83 17.3 (M:17.3) 1 1 0 K.FLEPTLR.L Dimethyl: 1

1399 true 515 903.5188 902.5135 1 -2.17 104.76 26.67 45.5 (M:45.5) 2 1 0 R.NCAAYLK.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 7

1400 true 515 903.5188 902.5135 1 -2.17 104.76 26.67 45.5 (M:45.5) 2 1 0 R.NCAAYLK.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 7



1401 true 2405 903.5387 902.5226 1 9.84 153.98 34.33 17.9 (M:17.9) 1 1 0 K.DLLPVYR.D Dimethyl: 1

1402 true 2384 903.5544 902.5564 1 -10.31 93.68 32.33 33.6 (M:33.6) 1 1 0 R.DLSYLTK.Y Dimethyl:2H(4): 1, 7

1403 true 900 903.5562 902.5564 1 -8.31 101.26 26.83 17.0 (M:17.0) 1 1 0 K.EVSTYIK.K Dimethyl:2H(4): 1, 7

1404 true 1536 904.4863 903.4814 1 -2.64 163.3 29.67 31.7 (M:31.7) 1 1 0 K.TFEINPR.H Dimethyl: 1

1405 true 1953 904.5022 903.5099 1 -16.64 270.84 30.33 24.8 (M:24.8) 1 1 0 R.CLVLDTK.D Carbamidomethyl: 1; Dimethyl: 1, 7

1406 true 2026 904.5217 903.5178 1 -3.78 97.82 32.17 31.8 (M:31.8) 2 1 0 R.YVLGTAPR.A Dimethyl: 1

1407 false 3643 904.5276 903.5099 1 11.48 240.37 40.5 17.0 (M:17.0) 1 2 0 R.CVSELLK.R Carbamidomethyl: 1; Dimethyl: 1, 7



1408 false 30 905.4684 904.4437 1 19.25 185.78 21.67 15.5 (M:15.5) 2 2 0 R.ICTQAER.Q Carbamidomethyl: 2; Dimethyl: 1

1409 false 207 905.5328 904.5164 1 10.08 161.24 24.17 22.0 (M:22.0) 1 2 1 R.MVVASSKR.G Dimethyl: 7

1410 true 207 905.5328 904.528 1 -2.69 132.84 24.17 48.0 (M:48.0) 1 1 0 K.VAVSAAAER.V Dimethyl:2H(4): 1

1411 false 207 905.5328 904.5416 1 -17.7 225.19 24.17 15.8 (M:15.8) 1 7 1 R.TAMAVKTK.L Dimethyl: 1, 8

1412 true 2530 905.5603 904.5382 1 16.33 103.64 35.5 44.8 (M:44.8) 1 1 0 R.FTDILIR.H Dimethyl: 1

1413 true 653 905.566 904.5622 1 -3.86 139.65 27.67 38.3 (M:38.3) 1 1 0 K.AFLEKPH.- Dimethyl:2H(4): 1, 5

1414 true 3552 905.5742 904.5684 1 -1.67 87.38 39.83 22.6 (M:22.6) 1 1 0 K.DIILPFR.V Dimethyl:2H(4): 1



1415 true 128 906.422 905.4211 1 -7.05 145.95 23.83 16.7 (M:16.7) 1 1 0 K.NMACVQR.T Carbamidomethyl: 4; Dimethyl: 1

1416 false 768 906.4799 905.4641 1 9.45 112.23 26.67 16.2 (M:16.2) 1 4 1 R.EAKAEMR.R Oxidation: 6; Dimethyl: 1, 3

1417 true 3105 906.485 905.4858 1 -8.98 81.09 50.33 49.3 (M:49.3) 2 1 0 R.EIAQDFK.T Dimethyl: 1, 7

1418 false 622 906.5007 905.512 1 -20.47 173.08 26 17.1 (M:17.1) 1 56.02 5 1 K.DKAEEVR.D Dimethyl:2H(4): 2; Dimethyl: 1

1419 true 622 906.5007 905.4942 1 -0.88 186.17 26 44.2 (M:44.2) 1 1 0 R.IGATPMER.I Dimethyl:2H(4): 1

1420 false 622 906.5007 905.4981 1 -5.11 176.83 26 16.2 (M:16.2) 1 7 1 K.GLGDNRSR.H Dimethyl:2H(4): 1

1421 false 3222 906.5223 905.4971 1 19.79 239.82 38.83 17.5 (M:17.5) 1 4 1 R.IIFDDKR.F



1422 false 3222 906.5223 905.5222 1 -7.96 196.6 38.83 18.8 (M:18.8) 1 2 0 K.SASLPYIK.Q Dimethyl: 8

1423 false 3222 906.5223 905.5004 1 16.07 232.95 38.83 17.6 (M:17.6) 1 3 0 R.ILMGSTLR.K Oxidation: 3

1424 true 1491 906.5235 905.5273 1 -12.22 148.95 29.5 21.1 (M:21.1) 1 1 0 K.EAGVFVPR.S Dimethyl:2H(4): 1

1425 false 1891 906.5355 905.512 1 17.92 209.4 32.17 15.1 (M:15.1) 1 4 1 K.DAEDKIR.F Dimethyl:2H(4): 1; Dimethyl: 5

1426 true 1436 907.4259 906.4207 1 -2.36 53.83 28 17.3 (M:17.3) 2 1 0 R.CYDVYR.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

1427 true 1720 907.4753 906.4633 1 5.22 128.22 31.33 36.3 (M:36.3) 1 1 0 K.FMTDPIR.I Dimethyl: 1

1428 true 1141 907.4922 906.4923 1 -8.18 55.46 31.33 21.6 (M:21.6) 1 1 0 K.NFSLAATR.S Dimethyl: 1



1429 true 2178 907.5092 906.4848 1 18.86 81.37 35.33 27.2 (M:27.2) 1 1 0 K.DDLEDIK.L Dimethyl:2H(4): 1; Dimethyl: 7

1430 false 2178 907.5092 906.5062 1 -4.77 119.7 35.33 24.7 (M:24.7) 1 3 0 K.FSIEDLK.A Dimethyl: 1, 7

1431 false 2016 907.5521 906.5477 1 -3.13 176.44 31.83 16.0 (M:16.0) 1 3 0 K.FLPTELR.D Dimethyl:2H(4): 1

1432 true 2016 907.5521 906.5477 1 -3.13 166.22 31.83 32.3 (M:32.3) 1 1 0 K.FLEPTLR.L Dimethyl:2H(4): 1

1433 true 2107 908.4442 907.4256 1 12.47 102.98 30.83 28.2 (M:28.2) 1 1 0 R.NTLMDMR.L Dimethyl: 1

1434 false 1209 908.4667 907.4663 1 -7.57 160.78 29 18.6 (M:18.6) 1 3 0 K.YYMDLK.E

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 6

1435 false 1209 908.4667 907.4473 1 13.3 257.38 29 17.3 (M:17.3) 1 5 0 R.MSWEALK.K Oxidation: 1; Dimethyl: 7



1436 true 768 908.5008 907.4763 1 18.97 112.08 26.33 24.9 (M:24.9) 2 1 0 K.VDNLTYR.T Dimethyl: 1

1437 true 1537 908.5077 907.5065 1 -6.66 142.59 29.67 26.8 (M:26.8) 1 1 0 K.TFEINPR.H Dimethyl:2H(4): 1

1438 false 1406 908.5247 907.5099 1 8.31 128.81 29.83 18.1 (M:18.1) 1 2 0 R.QLESMIR.L Dimethyl:2H(4): 1

1439 true 655 908.526 907.5239 1 -5.73 100.55 26 21.3 (M:21.3) 1 1 0 K.QHLVEVR.S Dimethyl: 1

1440 true 2475 908.553 907.5531 1 -8.09 111.65 35.33 15.4 (M:15.4) 1 1 0 R.QFVLAFK.K Dimethyl: 1, 7

1441 true 2849 908.558 907.5463 1 4.86 102.05 35.83 15.8 (M:15.8) 2 1 0 K.TCTIILR.G

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

1442 true 1812 908.5717 907.5615 1 3.22 233.65 31 22.5 (M:22.5) 1 74.65 1 0 K.VKPFMVR.D Dimethyl:2H(4): 2



1443 false 1812 908.5717 907.5652 1 -0.86 136.38 31 19.1 (M:19.1) 1 3 0 K.GGIMIPEK.A Dimethyl:2H(4): 1, 8

1444 true 425 909.4176 908.4141 1 -4.11 106.57 25.17 35.5 (M:35.5) 1 1 0 R.YHSDFGR.Q Dimethyl: 1

1445 true 161 910.448 909.4462 1 -6.09 124.42 23.67 26.2 (M:26.2) 2 1 0 K.NMACVQR.T

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

1446 true 1291 910.4629 909.4378 1 19.58 142.65 29.33 17.8 (M:17.8) 1 1 0 R.TDACFIR.V Carbamidomethyl: 4; Dimethyl: 1

1447 true 847 910.5139 909.5032 1 3.77 97.18 27.17 65.4 (M:65.4) 1 1 0 R.DALTGHLR.T Dimethyl: 1

1448 true 847 910.5139 909.5032 1 3.77 97.18 27.17 65.4 (M:65.4) 1 1 0 R.DALTGHLR.T Dimethyl: 1

1449 true 847 910.5139 909.5032 1 3.77 97.18 27.17 65.4 (M:65.4) 1 1 0 R.DALTGHLR.T Dimethyl: 1



1450 true 210 910.5198 909.5284 1 -17.45 111.59 24 28.6 (M:28.6) 1 1 0 K.TIDQIHK.E Dimethyl: 1, 7

1451 true 323 911.4955 910.4872 1 1.08 61.48 24.83 33.4 (M:33.4) 1 1 0 R.LQTAEPPR.V

1452 true 1721 911.4996 910.4884 1 4.3 124.98 31.33 26.5 (M:26.5) 1 1 0 K.FMTDPIR.I Dimethyl:2H(4): 1

1453 true 1474 911.508 910.5025 1 -1.89 94.12 30.33 36.6 (M:36.6) 1 1 0 R.VPFLDHR.F Dimethyl: 1

1454 true 1858 911.5167 910.5025 1 7.65 173.02 32.33 37.4 (M:37.4) 1 1 0 R.DLPHFVR.T Dimethyl: 1

1455 true 1142 911.5167 910.5174 1 -8.74 108.28 31.17 22.5 (M:22.5) 1 1 0 K.NFSLAATR.S Dimethyl:2H(4): 1

1456 true 2108 912.4675 911.4507 1 10.47 114.28 30.83 20.1 (M:20.1) 1 1 0 R.NTLMDMR.L Dimethyl:2H(4): 1



1457 false 1454 912.4689 911.4501 1 12.57 212.36 29.83 16.0 (M:16.0) 1 2 1 K.FDGKDFR.W Dimethyl: 1

1458 true 2567 912.4899 911.46 1 24.83 258.59 34.17 16.2 (M:16.2) 1 1 0 K.DSTISSFK.D Dimethyl: 8

1459 true 1027 912.5171 911.4902 1 21.45 86.2 28.17 23.4 (M:23.4) 1 1 0 K.VTNEDFK.K Dimethyl:2H(4): 7; Dimethyl: 1

1460 true 1358 912.5243 911.5204 1 -3.72 148.29 29.83 16.8 (M:16.8) 1 1 0 K.TEWLDGK.H Dimethyl:2H(4): 1, 7

1461 true 726 912.5421 911.544 1 -10.1 152.31 27.83 18.3 (M:18.3) 1 1 0 K.ILVPEGTR.D Dimethyl: 1

1462 true 1528 912.5546 911.544 1 3.65 121.74 30.5 20.9 (M:20.9) 1 1 0 R.TLLVADPR.R Dimethyl: 1

1463 true 2097 912.5549 911.5593 1 -12.75 163.39 33 29.6 (M:29.6) 1 1 0 K.FLVHNVK.E Dimethyl: 1, 7



1464 true 1954 912.5618 911.5602 1 -6.21 124.56 30.33 17.4 (M:17.4) 1 1 0 R.CLVLDTK.D

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 7

1465 true 2154 913.4351 912.4341 1 -6.92 103.8 35 35.0 (M:35.0) 1 1 0 M.ASDFYLR.Y Acetyl: 1

1466 true 426 913.4408 912.4392 1 -6.2 51.34 25.17 38.4 (M:38.4) 1 1 0 R.YHSDFGR.Q Dimethyl:2H(4): 1

1467 false 881 913.4505 912.4593 1 -17.58 152.06 27.5 24.7 (M:24.7) 1 89.2 2 0 K.EVYFAEK.V Dimethyl: 7

1468 true 881 913.4505 912.4341 1 9.96 187.88 27.5 41.0 (M:41.0) 1 1 0 R.AYEFAER.C Dimethyl: 1

1469 false 881 913.4505 912.4459 1 -2.94 170.57 27.5 21.5 (M:21.5) 1 5 1 K.RDAMCGK.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 7

1470 true 1109 913.5075 912.4851 1 16.58 189.32 27.83 22.9 (M:22.9) 1 1 0 R.HIESMIR.M Dimethyl: 1



1471 true 108 913.5494 912.5393 1 3.14 117.49 20.33 24.9 (M:24.9) 2 1 0 K.TVGATALPR.L Dimethyl: 1

1472 true 760 914.484 913.4691 1 8.34 263.92 27.67 38.3 (M:38.3) 1 1 0 R.GLPPSMER.G Dimethyl: 1

1473 true 1292 914.4851 913.4629 1 16.27 157.44 29.17 20.3 (M:20.3) 1 1 0 R.TDACFIR.V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

1474 false 2359 914.5218 913.5279 1 -14.58 -1 37.5 15.4 (M:15.4) 1 2 1 K.MLTMKAK.H

Dimethyl:2H(4): 5; Oxidation: 1, 4; 

Dimethyl: 1

1475 true 2652 914.5229 913.5233 1 -8.38 66.66 40.83 37.9 (M:37.9) 1 1 0 M.ADVLSVLR.Q Acetyl: 1

1476 false 2652 914.5229 913.512 1 3.9 160.15 40.83 17.5 (M:17.5) 1 9 0 R.VTALDPDK.N Dimethyl: 1, 8

1477 false 556 914.5266 913.5394 1 -22.02 80.35 26.67 20.1 (M:20.1) 1 3 1 K.DVAKDMK.S

Dimethyl:2H(4): 1, 7; Oxidation: 6; 

Dimethyl: 4



1478 true 556 914.5266 913.536 1 -18.34 109.27 26.67 45.0 (M:45.0) 3 1 0 R.EIAQDFK.T Dimethyl:2H(4): 1, 7

1479 true 729 914.5387 913.5233 1 8.93 159.76 26.67 31.1 (M:31.1) 1 1 0 K.LQEVLER.A Dimethyl: 1

1480 false 729 914.5387 913.5233 1 8.93 163.65 26.67 20.8 (M:20.8) 1 3 0 R.AVVIVDDR.G Dimethyl: 1

1481 false 729 914.5387 913.5233 1 8.93 163.65 26.67 20.8 (M:20.8) 1 3 0 R.AVVIVDDR.G Dimethyl: 1

1482 false 848 914.5398 913.5535 1 -22.95 115.87 27.17 15.5 (M:15.5) 1 2 0 K.NIETHLK.E Dimethyl:2H(4): 1; Dimethyl: 7

1483 true 848 914.5398 913.5283 1 4.55 84.38 27.17 36.0 (M:36.0) 1 1 0 R.DALTGHLR.T Dimethyl:2H(4): 1

1484 true 848 914.5398 913.5283 1 4.55 84.38 27.17 36.0 (M:36.0) 1 1 0 R.DALTGHLR.T Dimethyl:2H(4): 1



1485 true 848 914.5398 913.5283 1 4.55 84.38 27.17 36.0 (M:36.0) 1 1 0 R.DALTGHLR.T Dimethyl:2H(4): 1

1486 false 128 914.5409 913.5283 1 5.83 178.42 23.5 19.0 (M:19.0) 1 2 1 R.IEDPPRR.K Dimethyl:2H(4): 1

1487 false 128 914.5409 913.5283 1 5.83 174.03 23.5 16.6 (M:16.6) 1 3 1 R.IEPPDRR.W Dimethyl:2H(4): 1

1488 false 1072 914.5708 913.5848 1 -23.27 122.61 28.5 20.1 (M:20.1) 1 5 1 K.EAEKLLK.V Dimethyl: 1, 4, 7

1489 false 1072 914.5708 913.5709 1 -8.05 99.54 28.5 18.9 (M:18.9) 1 9 1 R.GSIQKLIR.I

1490 true 1072 914.5708 913.5484 1 16.52 149.04 28.5 32.5 (M:32.5) 1 1 0 K.EVEQLIK.Q Dimethyl: 1, 7

1491 false 3315 914.573 913.5484 1 18.88 124.67 39.5 15.8 (M:15.8) 1 7 1 K.SKEELPK.A Dimethyl: 1, 2, 7



1492 true 3315 914.573 913.5597 1 6.6 135.6 39.5 24.2 (M:24.2) 1 1 0 K.SIVGELLR.E Dimethyl: 1

1493 true 927 915.4837 914.4821 1 -6.2 141.96 25.83 35.5 (M:35.5) 1 1 0 R.NSLPDSVR.I Dimethyl: 1

1494 true 672 915.5296 914.5185 1 4.17 156.16 27.17 37.3 (M:37.3) 1 1 0 R.NVLVESAR.I Dimethyl: 1

1495 true 672 915.5296 914.5185 1 4.17 156.16 27.17 37.3 (M:37.3) 1 1 0 R.NVLVESAR.L Dimethyl: 1

1496 true 1507 915.5337 914.5276 1 -1.28 148.49 30.33 29.5 (M:29.5) 1 1 0 R.VPFLDHR.F Dimethyl:2H(4): 1

1497 true 1859 915.5393 914.5276 1 4.89 133.61 32.33 34.5 (M:34.5) 1 1 0 R.DLPHFVR.T Dimethyl:2H(4): 1

1498 true 769 916.4917 915.4814 1 3.29 169.95 26.5 25.8 (M:25.8) 2 1 0 K.LPEYNPR.T Dimethyl: 1



1499 false 72 916.5234 915.5138 1 2.54 318.95 20.17 16.1 (M:16.1) 1 2 1 K.VTAQDVRK.E

1500 true 1858 916.5599 915.5463 1 6.82 126.71 32 20.1 (M:20.1) 1 1 0 R.MVLVGDVK.D Dimethyl: 1, 8

1501 true 2489 916.5756 915.5703 1 -2.14 69.51 34.5 35.6 (M:35.6) 1 1 0 R.FCVSLVK.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 7

1502 false 30 917.4648 916.4363 1 23.21 63.74 21.33 15.9 (M:15.9) 1 9 1 R.QEEEARR.A

1503 false 30 917.4648 916.4502 1 8.04 106.79 21.33 20.0 (M:20.0) 1 4 0 R.QEEENIK.K Dimethyl: 7

1504 true 30 917.4648 916.4502 1 8.04 101.57 21.33 51.0 (M:51.0) 1 1 0 R.NDEELNK.L Dimethyl: 1, 7

1505 false 30 917.4648 916.4726 1 -16.45 89.8 21.33 16.8 (M:16.8) 1 8 1 K.GGSKDQNR.T Dimethyl: 1, 4



1506 false 30 917.4648 916.4614 1 -4.21 48.95 21.33 22.0 (M:22.0) 1 3 0 K.GEISELNR.L

1507 false 882 917.4763 916.4844 1 -16.7 27.5 15.2 (M:15.2) 1 9 0 K.EVYFAEK.V Dimethyl:2H(4): 1

1508 true 882 917.4763 916.4592 1 10.71 184.92 27.5 41.9 (M:41.9) 1 1 0 R.AYEFAER.C Dimethyl:2H(4): 1

1509 false 949 917.515 916.5229 1 -16.62 185.5 27.17 17.3 (M:17.3) 1 4 1 K.VKESAAEK.G Dimethyl: 2, 8

1510 true 949 917.515 916.4978 1 10.8 212.3 27.17 29.0 (M:29.0) 1 1 0 R.GEGITSGLR.H Dimethyl: 1

1511 false 1110 917.5303 916.5454 1 -24.38 139.01 28 15.9 (M:15.9) 1 2 1 R.VRTSTGIR.A Dimethyl: 1

1512 false 2186 917.5731 916.5746 1 -9.6 163.76 32.83 15.1 (M:15.1) 1 2 0 K.KPYIQLK.D Dimethyl: 7



1513 true 1643 918.4963 917.4759 1 14.27 93.65 29.83 35.6 (M:35.6) 2 1 0 K.YPFNPPR.T Dimethyl: 1

1514 false 1762 918.5028 917.5004 1 -5.37 120.42 31.33 16.4 (M:16.4) 1 2 0 R.EMLSAALR.T Dimethyl: 1

1515 false 1762 918.5028 917.507 1 -12.47 208.19 31.33 15.2 (M:15.2) 1 4 0 R.ETGVDLTK.D Dimethyl: 1, 8

1516 false 588 918.5222 917.5004 1 15.76 264.06 25.83 16.6 (M:16.6) 1 5 0 R.ALSLEAMR.E Dimethyl: 1

1517 false 588 918.5222 917.5182 1 -3.58 220.32 25.83 21.1 (M:21.1) 1 2 0 K.ATVLTTER.K Dimethyl: 1

1518 true 2077 918.5368 917.5335 1 -4.31 128.98 31.83 27.8 (M:27.8) 3 1 0 K.FSVSPVVR.V Dimethyl: 1

1519 true 873 918.5466 917.5484 1 -9.89 110.47 27.17 22.1 (M:22.1) 2 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1



1520 true 873 918.5466 917.5484 1 -9.89 110.47 27.17 22.1 (M:22.1) 2 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1

1521 true 2350 918.5545 917.5335 1 14.99 127.17 34.17 25.9 (M:25.9) 2 1 0 R.DAFVAIVR.S Dimethyl: 1

1522 true 305 918.5796 917.5786 1 -6.82 74.83 24 18.1 (M:18.1) 1 1 0 K.TIDQIHK.E Dimethyl:2H(4): 1, 7

1523 false 118 919.4636 918.4593 1 -3.29 147.83 23.67 19.0 (M:19.0) 1 4 0 -.MAAALSAER.L

1524 false 118 919.4636 918.4705 1 -15.51 143.1 23.67 17.9 (M:17.9) 1 5 1 K.QRIMAER.E Oxidation: 4

1525 true 226 919.4757 918.4593 1 9.96 206.08 25 24.5 (M:24.5) 1 1 0 R.IGATNMER.M Dimethyl: 1

1526 false 1604 919.4768 918.4811 1 -12.59 77.33 31 17.5 (M:17.5) 1 2 0 K.DEVPYLR.K Dimethyl: 1



1527 true 1604 919.4768 918.4732 1 -4.04 161.71 31 21.5 (M:21.5) 1 1 0 R.EDMIDIK.L Dimethyl: 1, 7

1528 true 793 919.4962 918.4845 1 4.88 187.87 25.33 47.9 (M:47.9) 1 1 0 R.CLADSAVK.L Carbamidomethyl: 1; Dimethyl: 1, 8

1529 false 793 919.4962 918.4779 1 11.97 100.2 25.33 15.0 (M:15.0) 1 10 0 -.MAAVAMLGR.R

1530 false 33 919.5008 918.5134 1 -21.7 105.57 22 15.6 (M:15.6) 1 3 0 R.AISSSAISR.A Dimethyl: 1

1531 true 1140 919.5254 918.5062 1 12.88 170.12 28.83 38.7 (M:38.7) 1 1 0 K.ITPFEEK.M Dimethyl: 1, 7

1532 false 1140 919.5254 918.5324 1 -15.58 517.83 28.83 26.3 (M:26.3) 1 5 0 R.AVQAELEK.V Dimethyl:2H(4): 1

1533 false 1549 919.5562 918.5287 1 22.02 154.15 29 15.8 (M:15.8) 1 4 1 R.QELARFK.Q Dimethyl: 7



1534 true 797 919.5587 918.5436 1 8.46 134.25 27.17 44.2 (M:44.2) 1 1 0 R.NVLVESAR.L Dimethyl:2H(4): 1

1535 true 797 919.5587 918.5436 1 8.46 134.25 27.17 44.2 (M:44.2) 1 1 0 R.NVLVESAR.I Dimethyl:2H(4): 1

1536 true 1137 920.4292 919.4433 1 -23.23 97.75 28.5 30.3 (M:30.3) 1 1 0 M.TEQMTLR.G Acetyl: 1

1537 false 1385 920.4833 919.4685 1 8.2 189.48 30.17 17.9 (M:17.9) 1 2 0 K.AAVAEMEK.S Oxidation: 6; Dimethyl: 1, 8

1538 true 727 920.5143 919.5065 1 0.49 145.77 26.5 47.1 (M:47.1) 2 1 0 K.LPEYNPR.T Dimethyl:2H(4): 1

1539 true 437 921.4897 920.4716 1 11.82 170.79 25 38.9 (M:38.9) 1 1 0 R.AYAEGINR.V Dimethyl: 1

1540 true 2025 921.5098 920.4967 1 6.25 66.82 34.5 20.0 (M:20.0) 1 1 0 R.FSLELER.E Dimethyl: 1



1541 false 2025 921.5098 920.5113 1 -9.6 244.64 34.5 15.4 (M:15.4) 1 4 1 R.MVVASSKR.G Oxidation: 1; Dimethyl: 7

1542 true 950 921.5166 920.5229 1 -14.71 158.67 27.17 46.0 (M:46.0) 3 1 0 R.GEGITSGLR.H Dimethyl:2H(4): 1

1543 false 1111 921.5518 920.5382 1 6.91 190.77 28 18.3 (M:18.3) 1 6 1 K.VRSGEWK.G Dimethyl:2H(4): 1; Dimethyl: 7

1544 true 2277 922.4779 921.4742 1 -3.91 152.51 33 33.1 (M:33.1) 2 1 0 R.VFDMLNR.R Dimethyl: 1

1545 false 1399 922.5295 921.5255 1 -3.59 108.75 28 20.9 (M:20.9) 2 2 0 R.ENILVMR.L Dimethyl:2H(4): 1; Oxidation: 6

1546 true 1826 922.5307 921.5072 1 17.53 136.3 32.67 29.5 (M:29.5) 2 1 0 R.FGRPDFK.D Dimethyl: 1, 7

1547 false 1826 922.5307 921.5436 1 -21.91 66.41 32.67 17.2 (M:17.2) 1 50 4 1 K.KYALPFR.V Dimethyl: 1



1548 true 397 922.5318 921.5433 1 -20.39 133.45 25.83 37.4 (M:37.4) 1 1 0 K.ATVLTTER.K Dimethyl:2H(4): 1

1549 true 643 922.5448 921.5368 1 0.77 102.71 26.17 15.2 (M:15.2) 1 1 1 R.IMLRDAR.Q Dimethyl:2H(4): 1; Oxidation: 2

1550 true 1052 922.5517 921.5648 1 -21.99 114.15 28 49.8 (M:49.8) 1 1 0 R.EQLVHIK.E Dimethyl: 1, 7

1551 true 2105 922.5591 921.5586 1 -7.34 118.06 31.83 28.6 (M:28.6) 2 1 0 K.FSVSPVVR.V Dimethyl:2H(4): 1

1552 true 2841 922.5595 921.5586 1 -6.89 118.08 34.67 43.5 (M:43.5) 2 1 0 R.DAFVAIVR.S Dimethyl:2H(4): 1

1553 false 2090 922.5772 921.5507 1 20.79 308.89 33 24.0 (M:24.0) 1 2 1 K.DVKDMVK.A Dimethyl:2H(4): 3; Dimethyl: 1, 7

1554 true 2090 922.5772 921.5648 1 5.56 151.06 33 30.9 (M:30.9) 1 1 0 R.DVPLPVVR.V Dimethyl: 1



1555 true 1031 923.4645 922.4582 1 -1.11 187.64 27.33 17.9 (M:17.9) 1 1 0 K.TVYPMER.L Dimethyl: 1

1556 true 1005 923.5002 922.476 1 18.34 143.58 28.33 42.0 (M:42.0) 1 1 0 K.SILYDER.S Dimethyl: 1

1557 true 2163 923.548 922.5389 1 2.01 98.39 33 27.1 (M:27.1) 2 1 0 R.YIPPHLR.N Dimethyl: 1

1558 false 1676 924.4616 923.4498 1 4.87 162.13 30.33 18.7 (M:18.7) 1 2 0 R.DADSQATGK.Q Dimethyl:2H(4): 1

1559 false 1676 924.4616 923.4389 1 16.67 266.28 30.33 17.8 (M:17.8) 1 3 0 R.FPDENFK.L Dimethyl: 7

1560 false 1364 924.4634 923.4456 1 11.39 356.24 28.83 23.5 (M:23.5) 1 2 1 K.KEECMK.K

Carbamidomethyl: 4; Oxidation: 5; 

Dimethyl: 1, 1, 6

1561 true 1364 924.4634 923.4535 1 2.89 217.16 28.83 27.2 (M:27.2) 2 1 0 R.ALTECFR.R Carbamidomethyl: 5; Dimethyl: 1



1562 false 2172 924.4992 923.4749 1 18.37 210.79 33.33 15.5 (M:15.5) 1 3 0 R.EDDSVTAK.D Dimethyl:2H(4): 1; Dimethyl: 8

1563 true 1386 924.5075 923.4936 1 7.24 176.54 30.17 25.8 (M:25.8) 1 1 0 K.AAVAEMEK.S

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 8

1564 true 1233 924.5204 923.5189 1 -6.24 92.28 28.83 25.1 (M:25.1) 1 1 0 K.SDLGVHLR.K Dimethyl: 1

1565 true 1634 924.5529 923.5378 1 8.42 158.12 31.67 20.4 (M:20.4) 1 50 1 1 K.NKYNTPK.Y Dimethyl:2H(4): 1; Dimethyl: 7

1566 true 2149 924.558 923.5412 1 10.34 149.96 34.83 16.0 (M:16.0) 1 1 1 K.QKVQSMK.E

Dimethyl:2H(4): 7; Oxidation: 6; 

Dimethyl: 2

1567 true 382 925.3917 924.3912 1 -7.38 88.73 25 33.6 (M:33.6) 1 1 0 R.FCYHDR.L Carbamidomethyl: 2; Dimethyl: 1

1568 true 345 925.5157 924.4967 1 12.72 177.62 25 35.2 (M:35.2) 1 1 0 R.AYAEGINR.V Dimethyl:2H(4): 1



1569 true 2721 925.525 924.5177 1 0.1 143.49 37 33.0 (M:33.0) 2 1 0 R.FLTVMMK.H Dimethyl: 1, 7

1570 true 1538 925.5655 924.5644 1 -6.7 150.22 29.67 28.3 (M:28.3) 1 1 0 K.VIPELNGK.L Dimethyl: 1, 8

1571 true 1697 926.4628 925.4514 1 4.43 136.92 36.33 57.5 (M:57.5) 4 1 0 K.NMMLFSR.Q Dimethyl: 1

1572 false 1697 926.4628 925.4658 1 -11.1 225.6 36.33 22.6 (M:22.6) 1 3 0 M.NFESFVR.D Dimethyl: 1

1573 true 2278 926.5035 925.496 1 0.29 169.57 33.33 15.7 (M:15.7) 1 1 0 K.YGLAWER.Y Dimethyl:2H(4): 1

1574 true 2135 926.513 925.4993 1 6.86 114.19 33.33 23.9 (M:23.9) 1 1 0 R.VFDMLNR.R Dimethyl:2H(4): 1

1575 true 1332 926.5205 925.4909 1 24.08 130.66 29.33 27.7 (M:27.7) 1 1 0 R.FANYIDK.V Dimethyl: 1, 7



1576 false 1355 926.5707 925.5709 1 -8.12 148.72 30 19.7 (M:19.7) 1 9 1 K.VSAPRVGGK.R Dimethyl: 1, 9

1577 true 112 927.4665 926.461 1 -1.93 142.69 20.5 48.1 (M:48.1) 3 1 0 K.QTFGYGAR.L Dimethyl: 1

1578 true 1750 927.4928 926.4934 1 -8.46 278.66 31.33 19.7 (M:19.7) 1 1 1 K.NKINGEPR.G

1579 true 201 927.5148 926.5185 1 -11.9 236.14 23.67 23.0 (M:23.0) 1 78.75 1 1 K.LHKSSAEK.E Dimethyl: 8

1580 true 835 927.5339 926.5347 1 -8.7 79.66 25.33 40.6 (M:40.6) 1 1 0 R.CLADSAVK.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8

1581 true 1281 927.5504 926.564 1 -22.53 122.17 27.67 29.4 (M:29.4) 1 1 0 R.YIPPHLR.N Dimethyl:2H(4): 1

1582 false 3196 927.5784 926.5801 1 -9.61 98.24 37.17 17.3 (M:17.3) 1 5 0 R.DLLAALQK.V Dimethyl: 1, 8



1583 true 3196 927.5784 926.5661 1 5.39 135.77 37.17 20.4 (M:20.4) 1 1 1 K.QRALAVAAK.K

1584 true 470 928.4732 927.4736 1 -8.24 203.16 23.33 18.0 (M:18.0) 1 1 1 K.EMFSSKK.Y Oxidation: 2; Dimethyl: 1, 7

1585 false 1525 928.4882 927.4707 1 10.96 180.35 29.83 20.4 (M:20.4) 1 64.85 2 1 K.KEECMK.K

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 1, 6

1586 true 1525 928.4882 927.4786 1 2.49 221.73 29.83 35.0 (M:35.0) 2 1 0 R.ALTECFR.R

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

1587 false 2242 928.5252 927.5187 1 -0.82 358.9 33.33 21.6 (M:21.6) 1 2 0 K.LGMTPSDK.V Dimethyl:2H(4): 1, 8; Oxidation: 3

1588 true 2242 928.5252 927.5116 1 6.8 194.62 33.33 30.7 (M:30.7) 1 1 0 R.LFGEQFR.H Dimethyl:2H(4): 1

1589 true 1206 928.5426 927.544 1 -9.26 60.17 28.83 15.3 (M:15.3) 1 1 0 K.SDLGVHLR.K Dimethyl:2H(4): 1



1590 false 1659 928.5431 927.5502 1 -15.46 93.36 31.33 22.5 (M:22.5) 1 3 1 K.EQAKQLR.K Dimethyl: 1, 4

1591 true 1659 928.5431 927.5389 1 -3.36 89.79 31.33 32.8 (M:32.8) 1 1 0 R.ELLEQLR.T Dimethyl: 1

1592 false 366 928.5447 927.529 1 9 162.17 23.67 15.4 (M:15.4) 1 9 0 K.AGLVYHLR.A

1593 false 164 928.5558 927.5552 1 -7.25 174.57 23.83 17.5 (M:17.5) 2 9 1 K.GRADRPPK.L Dimethyl:2H(4): 1

1594 false 164 928.5558 927.5614 1 -13.92 149.4 23.83 19.1 (M:19.1) 1 5 1 K.RATLLQAR.R

1595 false 164 928.5558 927.5614 1 -13.92 161.5 23.83 21.6 (M:21.6) 1 3 1 K.RLLSANVR.V

1596 false 164 928.5558 927.5614 1 -13.92 152.74 23.83 19.6 (M:19.6) 1 4 1 K.QLISQRR.Q Dimethyl: 1



1597 true 3316 928.5702 927.5542 1 9.41 106.28 39.5 20.3 (M:20.3) 1 1 0 R.VLVWDLR.N Dimethyl: 1

1598 false 731 929.5072 928.509 1 -9.78 106.4 26.67 26.2 (M:26.2) 1 2 1 K.LDRLQER.T

1599 true 3057 929.5219 928.5229 1 -8.94 112.71 45.83 16.4 (M:16.4) 1 1 0 K.SDAAEKPK.A Dimethyl: 1, 6, 8

1600 false 3057 929.5219 928.5229 1 -8.94 124.52 45.83 16.3 (M:16.3) 1 3 0 K.SEAEGKPK.A Dimethyl: 1, 6, 8

1601 true 1114 929.5382 928.5416 1 -11.44 85.42 31 23.0 (M:23.0) 1 1 0 K.CLGPLVSK.V Carbamidomethyl: 1; Dimethyl: 1, 8

1602 true 360 929.5383 928.5382 1 -7.67 153.9 21.67 34.6 (M:34.6) 2 1 0 K.FLQPGSPK.K Dimethyl: 1, 8

1603 false 2487 929.5487 928.5593 1 -19.24 200.15 33 16.2 (M:16.2) 1 4 0 K.LSDGVAVLK.V Dimethyl: 9



1604 true 2487 929.5487 928.5342 1 7.82 144 33 46.2 (M:46.2) 1 1 0 K.NILSADLR.S Dimethyl: 1

1605 true 1956 929.572 928.5593 1 5.8 123.17 32.5 42.4 (M:42.4) 1 1 0 K.DLAGSIIGK.G Dimethyl: 1, 9

1606 true 1875 930.4611 929.4579 1 -4.29 162.03 29.83 21.6 (M:21.6) 1 1 0 R.DCSTFLR.T

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

1607 true 473 930.4941 929.4818 1 5.4 98.78 25 15.7 (M:15.7) 1 1 0 K.VEEAAEVR.E Dimethyl: 1

1608 true 2309 930.4963 929.4765 1 13.49 129.71 36.33 39.4 (M:39.4) 3 1 0 K.NMMLFSR.Q Dimethyl:2H(4): 1

1609 true 1061 930.5049 929.507 1 -10 84.8 28 21.5 (M:21.5) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8

1610 true 1061 930.5049 929.507 1 -10 84.8 28 21.5 (M:21.5) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8



1611 true 2827 930.5578 929.5586 1 -8.68 156.52 36.5 24.1 (M:24.1) 1 1 0 R.GFLPALEK.L Dimethyl: 1, 8

1612 true 2277 931.469 930.4633 1 -1.71 124.64 32.5 16.2 (M:16.2) 1 1 0 K.TGMYYLR.T Dimethyl: 1

1613 true 113 931.4776 930.4861 1 -16.96 130.01 20.5 35.9 (M:35.9) 1 1 0 K.QTFGYGAR.L Dimethyl:2H(4): 1

1614 true 715 931.495 930.5022 1 -15.51 190.15 26.17 21.9 (M:21.9) 1 1 0 M.ATSDIQVK.E Acetyl: 1; Dimethyl: 8

1615 false 1437 931.5194 930.4957 1 17.66 229.39 27.83 16.7 (M:16.7) 1 4 0 K.CNNSKPK.K

Carbamidomethyl: 1; Dimethyl: 1, 5, 

7

1616 false 1437 931.5194 930.5035 1 9.21 130.37 27.83 18.3 (M:18.3) 1 3 1 K.ERSVVWR.R

1617 true 2509 932.4919 931.4909 1 -6.75 108.29 40 16.5 (M:16.5) 1 1 0 -.MLSERPR.R Oxidation: 1; Dimethyl: 1



1618 true 471 932.4971 931.4987 1 -9.47 224.09 23.33 23.1 (M:23.1) 1 1 1 K.EMFSSKK.Y

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 7

1619 true 95 932.5359 931.5239 1 5.05 178.22 23.17 30.8 (M:30.8) 2 1 0 K.HVPPAEVR.L Dimethyl: 1

1620 false 165 932.5809 931.5753 1 -1.74 162.48 23.67 17.5 (M:17.5) 3 4 1 K.RQEQIAK.R Dimethyl:2H(4): 1; Dimethyl: 7

1621 false 165 932.5809 931.5753 1 -1.74 149.96 23.67 19.2 (M:19.2) 3 21.79 2 1 K.AKGEQIAR.E Dimethyl:2H(4): 1; Dimethyl: 2

1622 true 142 932.5816 931.5753 1 -1 188.17 24 25.3 (M:25.3) 3 87.94 1 1 K.AKGEQIAR.E Dimethyl:2H(4): 2; Dimethyl: 1

1623 true 3394 932.5855 931.5892 1 -11.8 248.21 39.67 16.5 (M:16.5) 1 1 0 K.AAIEEVIK.K Dimethyl:2H(4): 1; Dimethyl: 8

1624 true 542 933.5008 932.4927 1 0.82 143.42 25.83 36.7 (M:36.7) 1 1 0 K.SLESINSR.L Dimethyl: 1



1625 false 542 933.5008 932.4815 1 12.85 199.52 25.83 15.6 (M:15.6) 1 7 0 R.EAQSDLSK.I Dimethyl: 1, 8

1626 false 542 933.5008 932.4912 1 2.41 150.65 25.83 18.3 (M:18.3) 1 3 1

R.GGPGGMRGGR

.G Dimethyl:2H(4): 1

1627 true 1114 933.5288 932.5113 1 10.96 363.02 27.83 16.3 (M:16.3) 1 1 1 K.LQKCNSK.G Carbamidomethyl: 4; Dimethyl: 1, 7

1628 false 732 933.5355 932.5365 1 -8.84 117.41 26.67 16.2 (M:16.2) 1 5 1 K.MVNLKEK.I Oxidation: 1; Dimethyl: 1, 7

1629 true 2488 933.55 932.5593 1 -17.72 95.71 33 34.6 (M:34.6) 1 1 0 K.NILSADLR.S Dimethyl:2H(4): 1

1630 true 2722 933.5725 932.5679 1 -2.8 131.96 37.17 40.9 (M:40.9) 2 1 0 R.FLTVMMK.H Dimethyl:2H(4): 1, 7

1631 true 1616 934.4809 933.4841 1 -11.23 122.38 32.17 25.1 (M:25.1) 1 1 0 R.IEEQLMK.L Oxidation: 6; Dimethyl: 7



1632 true 2017 934.494 933.492 1 -5.65 85.18 33.67 30.0 (M:30.0) 1 1 0 R.NFDEILR.V Dimethyl: 1

1633 false 2017 934.494 933.5027 1 -17.17 144.7 33.67 16.8 (M:16.8) 1 2 0 K.MLCEILK.V Carbamidomethyl: 3; Dimethyl: 7

1634 true 307 934.5183 933.5109 1 0.08 180.74 24.33 15.1 (M:15.1) 1 1 0 K.FSPPSDPK.T Dimethyl:2H(4): 1; Dimethyl: 8

1635 true 735 934.5658 933.5648 1 -6.65 110.9 26.33 41.2 (M:41.2) 1 1 0 K.GIPVVEHK.V Dimethyl: 1, 8

1636 true 735 934.5658 933.5648 1 -6.65 110.9 26.33 41.2 (M:41.2) 1 1 0 K.GIPVVEHK.V Dimethyl: 1, 8

1637 true 1333 934.5697 933.5411 1 22.77 127.37 29.33 38.8 (M:38.8) 1 1 0 R.FANYIDK.V Dimethyl:2H(4): 1, 7

1638 true 1679 934.5876 933.5797 1 0.63 140.98 30.17 18.0 (M:18.0) 1 1 0 K.VEIATLTR.E Dimethyl:2H(4): 1



1639 true 2278 935.4963 934.4884 1 0.68 126.03 32.5 21.7 (M:21.7) 1 1 0 K.TGMYYLR.T Dimethyl:2H(4): 1

1640 true 1030 935.5099 934.4963 1 6.73 93.06 27.83 17.4 (M:17.4) 1 1 0 K.IWYEHR.L Dimethyl:2H(4): 1

1641 true 1030 935.5099 934.4963 1 6.73 93.06 27.83 17.4 (M:17.4) 1 1 0 K.IWYEHR.L Dimethyl:2H(4): 1

1642 false 716 935.5182 934.5158 1 -5.13 138.03 26.17 16.9 (M:16.9) 1 5 1 K.TQMEKVK.L Oxidation: 3; Dimethyl: 1, 7

1643 true 716 935.5182 934.5273 1 -17.5 113.53 26.17 30.4 (M:30.4) 1 1 0 M.ATSDIQVK.E Dimethyl:2H(4): 8; Acetyl: 1

1644 false 716 935.5182 934.5124 1 -1.53 191.58 26.17 16.3 (M:16.3) 1 6 0 K.AFDSIINK.G Dimethyl: 8

1645 true 2504 935.523 934.5214 1 -6.11 119.91 35.5 17.9 (M:17.9) 1 1 0 K.FYTLFGR.S Dimethyl:2H(4): 1



1646 false 3257 935.5454 934.531 1 7.58 225.2 40.33 20.6 (M:20.6) 1 3 0 K.FIICLNK.V Carbamidomethyl: 4; Dimethyl: 7

1647 true 3257 935.5454 934.5276 1 11.18 135.91 40.33 33.1 (M:33.1) 1 1 0 K.FLPLFDR.V Dimethyl: 1

1648 true 1728 935.553 934.5538 1 -8.69 137.44 31.83 16.2 (M:16.2) 1 1 0 K.NLQYLPR.T Dimethyl:2H(4): 1

1649 false 3317 935.5545 934.5528 1 -5.92 206.77 39.33 22.1 (M:22.1) 1 6 0 R.FPFELVK.M Dimethyl: 1, 7

1650 true 458 936.4853 935.4825 1 -4.8 103.36 23.83 31.2 (M:31.2) 1 1 0 K.HEDAAIPR.R Dimethyl: 1

1651 false 2339 936.5038 935.515 1 -19.75 609.32 33.17 18.3 (M:18.3) 1 2 0 K.AFAMIIDK.L Dimethyl: 8

1652 true 850 936.5168 935.5328 1 -24.79 157.51 27.17 15.6 (M:15.6) 1 1 0 K.ITGYVVEK.K Dimethyl: 8



1653 true 1023 936.5641 935.5665 1 -10.32 53.74 28 20.5 (M:20.5) 1 1 1 K.RIHLELR.N

1654 true 2982 936.5838 935.5742 1 2.43 156.17 37.17 20.4 (M:20.4) 2 1 0 K.ILDFGLAR.H Dimethyl:2H(4): 1

1655 false 467 937.513 936.5141 1 -8.94 74.02 25.17 18.0 (M:18.0) 1 2 1 K.DKHTGPVR.A Dimethyl: 1

1656 false 467 937.513 936.5141 1 -8.94 117.62 25.17 15.1 (M:15.1) 1 3 1 R.RVEHSGPK.L Dimethyl: 8

1657 true 594 937.5207 936.4967 1 17.88 140.08 26.17 26.2 (M:26.2) 1 1 0 K.GYNIAPDR.E Dimethyl:2H(4): 1

1658 true 402 937.589 936.5884 1 -7.12 118.31 21.67 27.8 (M:27.8) 1 1 0 K.FLQPGSPK.K Dimethyl:2H(4): 1, 8

1659 false 402 937.589 936.5946 1 -13.73 208.45 21.67 15.3 (M:15.3) 1 3 1 K.FIKGSTPK.E Dimethyl:2H(4): 1; Dimethyl: 8



1660 false 2174 938.4854 937.4613 1 17.96 201.32 33.5 17.3 (M:17.3) 1 2 1 K.KMEMDLK.D Oxidation: 4; Dimethyl: 7

1661 true 2433 938.5278 937.5022 1 19.58 218.95 34.17 25.7 (M:25.7) 1 1 0 R.IVFQEFR.Q

1662 true 1657 939.4545 938.4388 1 9 154.76 31 24.8 (M:24.8) 1 1 0 K.MMEIMTR.E Dimethyl: 1

1663 true 1055 939.4983 938.4912 1 -0.21 99.75 29 34.6 (M:34.6) 1 1 0 K.LHDFGYR.G Dimethyl:2H(4): 1

1664 false 3477 939.5666 938.5409 1 19.6 170.39 40.33 16.9 (M:16.9) 2 2 1 K.GTKALMDK.V

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 8

1665 true 3258 939.571 938.5527 1 11.71 178.59 40.33 50.0 (M:50.0) 2 1 0 K.FLPLFDR.V Dimethyl:2H(4): 1

1666 true 1751 940.4925 939.4814 1 4.05 104 31.33 18.1 (M:18.1) 1 1 0 K.QLYFADR.L Dimethyl: 1



1667 true 1497 940.5109 939.4913 1 13.11 66.45 28.17 19.1 (M:19.1) 2 1 0 K.DSTISSFK.D Dimethyl: 1, 8

1668 true 459 940.5111 939.5076 1 -3.95 58.26 23.83 34.1 (M:34.1) 1 1 0 K.HEDAAIPR.R Dimethyl:2H(4): 1

1669 true 282 940.5129 939.496 1 10.25 91.19 24.33 17.5 (M:17.5) 1 1 0 K.MIEHNIR.N Dimethyl: 1

1670 true 1071 940.5147 939.496 1 12.12 180.94 27.67 44.6 (M:44.6) 1 1 0 R.HLMQDLR.T Dimethyl: 1

1671 false 1204 940.5167 939.515 1 -5.95 186.19 28.17 15.5 (M:15.5) 1 4 0 R.MGFGNLNK.V Dimethyl:2H(4): 1; Dimethyl: 8

1672 false 2409 940.5235 939.5066 1 10.27 169.2 34.17 22.2 (M:22.2) 1 2 0 K.SVFEAFGK.I Dimethyl: 1, 8

1673 false 2409 940.5235 939.5178 1 -1.67 154.44 34.17 18.7 (M:18.7) 1 3 1 K.EGFTRFK.D Dimethyl: 1, 7



1674 false 2409 940.5235 939.5066 1 10.27 169.2 34.17 22.2 (M:22.2) 1 2 0 K.SVFEAFGK.I Dimethyl: 1, 8

1675 true 944 940.532 939.5212 1 3.82 146.91 27.33 50.0 (M:50.0) 1 1 0 K.IADMGHLK.Y Dimethyl: 1, 8

1676 true 1600 940.5836 939.5753 1 1.08 160.28 30 39.1 (M:39.1) 1 1 0 R.LLVVTDPR.A Dimethyl: 1

1677 true 722 941.447 940.4403 1 -0.6 150.84 26.67 37.6 (M:37.6) 2 1 0 R.QGYGEGFR.W Dimethyl: 1

1678 false 1661 941.4908 940.4906 1 -7.5 119.14 31.67 17.7 (M:17.7) 1 3 0 K.ELDYFAK.A Dimethyl: 1, 7

1679 true 1661 941.4908 940.5018 1 -19.43 151.96 31.67 18.6 (M:18.6) 1 1 0 R.IDEFHPK.A Dimethyl: 1, 7

1680 false 1529 941.4921 940.48 1 5.12 227.7 30.17 15.1 (M:15.1) 1 2 0 K.GLPDMQPR.L Dimethyl: 1



1681 true 354 941.5042 940.4978 1 -0.97 163.77 24.83 20.9 (M:20.9) 1 1 0 K.GAPEGVIDR.C Dimethyl: 1

1682 true 1141 941.5099 940.4906 1 12.75 131.69 28.83 51.6 (M:51.6) 1 1 0 K.EVYFAEK.V Dimethyl: 1, 7

1683 true 472 941.5505 940.5494 1 -6.59 157.1 22.17 61.2 (M:61.2) 2 1 0 R.HVFGQAVK.N Dimethyl: 1, 8

1684 false 731 941.5506 940.5203 1 24.53 140.5 27.67 20.1 (M:20.1) 1 2 1 R.RERPEVR.V

1685 false 731 941.5506 940.5229 1 21.68 227.5 27.67 20.0 (M:20.0) 2 3 0 R.AGIPAEEVK.E Dimethyl: 9

1686 false 731 941.5506 940.5454 1 -2.18 168.91 27.67 15.6 (M:15.6) 1 9 1 K.RPEERVK.V Dimethyl: 7

1687 true 1699 942.4581 941.4463 1 4.8 80.3 36.33 21.6 (M:21.6) 1 52.42 1 0 K.NMMLFSR.Q Oxidation: 2; Dimethyl: 1



1688 true 148 942.481 941.4753 1 -1.71 96.51 23 29.7 (M:29.7) 1 1 0 R.IECSHIR.H Carbamidomethyl: 3; Dimethyl: 1

1689 true 2280 942.5085 941.4942 1 7.43 122.26 33 20.9 (M:20.9) 1 1 0 R.VFDMLNR.R Dimethyl:2H(4): 1; Oxidation: 4

1690 true 1340 942.5602 941.5294 1 24.94 154.84 29.33 27.4 (M:27.4) 1 1 0 K.AVIDLNNR.W Dimethyl: 1

1691 true 1747 942.5618 941.5546 1 -0.08 70.34 32 21.0 (M:21.0) 1 1 0 K.IALLEEAR.K Dimethyl: 1

1692 false 1747 942.5618 941.5546 1 -0.08 107.61 32 20.8 (M:20.8) 1 2 0 K.LQNALEAK.S Dimethyl: 1, 8

1693 false 901 943.493 942.4997 1 -14.8 1.45 26.83 15.3 (M:15.3) 1 2 0 -.MAPWLPTK.E

1694 true 2408 943.5145 942.4885 1 19.84 160.63 35.5 37.2 (M:37.2) 2 1 0 K.FDLMYAK.R Dimethyl: 1, 7



1695 true 2408 943.5145 942.4885 1 19.84 160.63 35.5 37.2 (M:37.2) 2 1 0 K.FDLMYAK.R Dimethyl: 1, 7

1696 true 2408 943.5145 942.4885 1 19.84 160.63 35.5 37.2 (M:37.2) 2 1 0 K.FDLMYAK.R Dimethyl: 1, 7

1697 true 1593 943.5194 942.5175 1 -5.71 129.33 28.83 27.8 (M:27.8) 1 1 0 K.HFLVEDK.S Dimethyl: 1, 7

1698 true 536 943.5465 942.5386 1 0.69 181.93 25.33 16.6 (M:16.6) 1 1 0 K.ADLAAVEAK.V Dimethyl: 1, 9

1699 true 2924 943.5949 942.5936 1 -6.32 154.2 38.17 22.1 (M:22.1) 1 1 0 R.MALVGIGVK.H Dimethyl: 1, 9

1700 true 2878 944.4957 943.4835 1 5.2 157.74 37.83 15.6 (M:15.6) 1 1 1 M.ADGGDGRLR.T Dimethyl: 1

1701 true 2772 944.5188 943.524 1 -13.17 117.15 34.33 28.6 (M:28.6) 2 1 0 R.AGLQFPVGR.V



1702 true 283 944.5263 943.5211 1 -2.26 130.43 24.33 16.1 (M:16.1) 1 1 0 K.MIEHNIR.N Dimethyl:2H(4): 1

1703 false 1472 944.5269 943.5338 1 -15.07 184.06 30.5 21.1 (M:21.1) 1 6 0 K.TNDIVQAK.F Dimethyl: 1, 8

1704 false 1472 944.5269 943.5239 1 -4.59 193.11 30.5 24.7 (M:24.7) 1 3 1 K.RNWEALK.N Dimethyl: 7

1705 true 1472 944.5269 943.5338 1 -15.07 121.15 30.5 29.1 (M:29.1) 1 1 0 K.ELSDIALR.I Dimethyl: 1

1706 true 1039 944.5373 943.5211 1 9.37 184.66 27.67 20.0 (M:20.0) 1 1 0 R.HLMQDLR.T Dimethyl:2H(4): 1

1707 false 930 944.5387 943.5451 1 -14.48 94.55 25.83 21.4 (M:21.4) 1 5 0 R.VGTLLANTR.A

1708 false 2161 944.5594 943.5338 1 19.3 294.11 32.67 15.9 (M:15.9) 1 2 0 R.TQNVLGEK.G Dimethyl: 1, 8



1709 true 2161 944.5594 943.5491 1 3.15 206.2 32.67 27.3 (M:27.3) 1 1 0 R.VPFVVAER.V Dimethyl: 1

1710 false 967 944.5635 943.5338 1 23.65 119.82 27.83 29.8 (M:29.8) 1 2 0 K.ILGESEIR.D Dimethyl: 1

1711 false 967 944.5635 943.5338 1 23.65 124.65 27.83 19.3 (M:19.3) 1 50 7 1 R.EKLEELR.R Dimethyl: 2

1712 false 992 945.4836 944.4815 1 -5.48 196.79 27.67 15.9 (M:15.9) 1 2 0 K.EELDGGGIK.T Dimethyl: 9

1713 true 846 945.4852 944.4654 1 13.26 120.49 26.67 18.0 (M:18.0) 1 1 0 R.QGYGEGFR.W Dimethyl:2H(4): 1

1714 false 2105 945.4898 944.4905 1 -8.45 109.74 34.33 15.4 (M:15.4) 1 8 0 K.IDFSFER.S Dimethyl:2H(4): 1

1715 false 2105 945.4898 944.5001 1 -18.56 165.47 34.33 18.0 (M:18.0) 1 6 0 -.MSAPSALVK.Q Acetyl: 1



1716 true 637 945.5075 944.508 1 -8.14 136.43 26.33 27.2 (M:27.2) 1 1 0 K.FLPQEQR.F Dimethyl: 1

1717 true 2694 945.515 944.5008 1 7.36 123.06 43 46.8 (M:46.8) 8 1 0 M.AYAYLFK.Y Acetyl: 1; Dimethyl: 7

1718 true 834 946.4852 945.4742 1 3.91 199.04 26.67 32.5 (M:32.5) 1 1 0 R.HMFDNVK.F Dimethyl: 1, 7

1719 true 2325 946.4981 945.5066 1 -16.61 159.32 36.5 19.4 (M:19.4) 1 1 1 R.LACKEAVR.Y Carbamidomethyl: 3

1720 true 149 946.5035 945.5004 1 -4.45 68.09 23 45.1 (M:45.1) 1 1 0 R.IECSHIR.H

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

1721 false 1738 946.5329 945.5066 1 20.09 219.03 30.5 18.2 (M:18.2) 1 3 1 K.RDILMDR.I Dimethyl: 1

1722 true 1738 946.5329 945.5284 1 -2.92 161.52 30.5 43.8 (M:43.8) 2 1 0 R.VGDVYIPR.D Dimethyl: 1



1723 true 1622 946.5344 945.5396 1 -13.19 161.57 31.5 31.2 (M:31.2) 2 1 0 R.NQQIFLR.D Dimethyl: 1

1724 true 732 946.5388 945.5396 1 -8.54 175.18 26.67 15.4 (M:15.4) 1 1 0 K.YRPVIDR.T Dimethyl: 1

1725 true 1000 946.5578 945.5545 1 -4.21 147.8 27.33 16.7 (M:16.7) 1 1 0 R.GEQQLLAR.F Dimethyl:2H(4): 1

1726 true 3241 946.577 945.5648 1 5.3 167.34 39.17 37.8 (M:37.8) 2 1 0 K.ELFLGALR.K Dimethyl: 1

1727 true 1169 946.5779 945.5545 1 17 120 28.33 28.5 (M:28.5) 2 1 0 K.AVIDLNNR.W Dimethyl:2H(4): 1

1728 true 2669 946.5785 945.5648 1 6.85 119.71 34.67 25.1 (M:25.1) 1 1 0 R.VGEIVVFR.I Dimethyl: 1

1729 true 3212 946.5957 945.5899 1 -1.57 140.35 39.67 56.0 (M:56.0) 1 1 0 K.AALLEVFK.S Dimethyl: 1, 8



1730 false 3212 946.5957 945.5809 1 7.95 154.77 39.67 16.2 (M:16.2) 1 4 1 K.EKMGVFK.V

Dimethyl:2H(4): 1, 2; Oxidation: 3; 

Dimethyl: 7

1731 true 1928 947.4834 946.48 1 -4.14 187.61 31.5 38.9 (M:38.9) 1 1 0 R.AYAEFYK.N Dimethyl: 1, 7

1732 true 1909 947.4849 946.4872 1 -10.19 109.06 30.17 20.6 (M:20.6) 1 1 0 R.NGDFLPTR.L Dimethyl: 1

1733 true 241 947.5328 946.5236 1 2.03 149.51 24.17 54.9 (M:54.9) 1 1 0 K.IPPPNEPR.E Dimethyl: 1

1734 true 2487 947.5629 946.5459 1 10.26 86.33 37.83 18.9 (M:18.9) 1 1 0 K.LTTMLSHL.- Dimethyl:2H(4): 1

1735 true 2464 947.5714 946.56 1 4.4 105.3 38 47.8 (M:47.8) 2 1 0 R.NSLILGFR.S Dimethyl: 1

1736 false 2354 947.5864 946.5964 1 -18.19 100.41 34.33 16.2 (M:16.2) 1 3 1 R.SKTFKPR.I Dimethyl: 1, 2, 5



1737 true 1474 948.5526 947.559 1 -14.33 99.62 30.5 34.7 (M:34.7) 1 1 0 K.ELSDIALR.I Dimethyl:2H(4): 1

1738 false 2019 948.5527 947.544 1 1.48 206.78 32 16.9 (M:16.9) 1 9 0 K.LIQDYLR.V Dimethyl: 1

1739 true 1498 948.5587 947.5415 1 10.4 126.6 28.17 24.9 (M:24.9) 1 1 0 K.DSTISSFK.D Dimethyl:2H(4): 1, 8

1740 false 2130 948.5594 947.5692 1 -17.92 197.68 32.83 24.3 (M:24.3) 1 2 0 K.LAIDYGIK.F Dimethyl: 1, 8

1741 false 2130 948.5594 947.5692 1 -17.92 231.15 32.83 20.0 (M:20.0) 1 3 0 K.IIGDTFVK.I Dimethyl: 1, 8

1742 false 797 948.5611 947.5378 1 16.91 168.06 27.33 15.8 (M:15.8) 1 6 0 K.QHYIDLK.D Dimethyl:2H(4): 7

1743 true 797 948.5611 947.5714 1 -18.48 121.65 27.33 51.5 (M:51.5) 1 1 0 K.IADMGHLK.Y Dimethyl:2H(4): 1, 8



1744 true 1158 948.5636 947.559 1 -2.82 128.69 27.17 24.9 (M:24.9) 1 1 0 K.QLSEGQVK.S Dimethyl:2H(4): 1; Dimethyl: 8

1745 false 1158 948.5636 947.559 1 -2.82 202.25 27.17 19.9 (M:19.9) 1 2 1 K.LKQENEK.S Dimethyl:2H(4): 2; Dimethyl: 7

1746 false 1158 948.5636 947.5692 1 -13.59 176.98 27.17 15.4 (M:15.4) 1 4 1 K.LFEEKVK.C Dimethyl: 1, 7

1747 true 988 948.5655 947.5692 1 -11.58 133.37 27.83 16.4 (M:16.4) 1 1 0 R.VIIYQEK.Q Dimethyl: 1, 7

1748 true 631 948.566 947.559 1 -0.23 139 27.5 20.5 (M:20.5) 1 1 0 K.ALEELVSR.I Dimethyl:2H(4): 1

1749 true 2709 948.5761 947.5742 1 -5.72 149.98 34.83 39.4 (M:39.4) 1 1 0 K.SLPFPVTR.M Dimethyl:2H(4): 1

1750 false 3832 948.5817 947.5725 1 2.03 139.46 42.83 22.6 (M:22.6) 1 2 1 R.KTLDMIK.K Oxidation: 5; Dimethyl: 1, 1, 7



1751 true 3832 948.5817 947.5692 1 5.58 136.15 42.83 25.7 (M:25.7) 1 1 0 K.GSLLDFLK.S Dimethyl: 1, 8

1752 true 968 948.5845 947.559 1 19.29 94.99 27.83 35.3 (M:35.3) 3 1 0 K.ILGESEIR.D Dimethyl:2H(4): 1

1753 false 3096 948.5943 947.5742 1 13.5 137.84 38 18.9 (M:18.9) 1 2 0 R.ILLWDTR.C Dimethyl:2H(4): 1

1754 false 1691 949.5016 948.495 1 -0.76 369.56 32.5 16.1 (M:16.1) 1 9 0 K.VSQVIMEK.S Oxidation: 6

1755 true 2829 949.5136 948.5007 1 5.9 179.97 37.5 25.4 (M:25.4) 1 1 0 R.YGDFFIR.Q Dimethyl:2H(4): 1

1756 true 1034 949.5209 948.5029 1 11.27 184.52 27.33 21.6 (M:21.6) 1 1 0 K.TAEFQVAR.T Dimethyl: 1

1757 true 1042 949.5227 948.5029 1 13.18 158.14 28.83 23.3 (M:23.3) 1 1 0 K.VLFDNTGR.G Dimethyl: 1



1758 true 2386 949.5289 948.5178 1 4.02 140.62 32.17 16.8 (M:16.8) 1 1 0 R.DTATLSGPR.T Dimethyl:2H(4): 1

1759 true 3422 949.5474 948.5259 1 15.01 202.79 43.17 46.1 (M:46.1) 8 1 0 M.AYAYLFK.Y Dimethyl:2H(4): 7; Acetyl: 1

1760 false 3193 949.558 948.5433 1 7.81 262.39 38.83 21.9 (M:21.9) 1 4 0 R.NVWSFLK.V Dimethyl: 1, 7

1761 true 3193 949.558 948.5433 1 7.81 197.52 38.83 38.8 (M:38.8) 1 1 0 K.FIPEFIR.K Dimethyl: 1

1762 true 1142 949.561 948.5408 1 13.64 161.1 28.83 52.4 (M:52.4) 1 1 0 K.EVYFAEK.V Dimethyl:2H(4): 1, 7

1763 true 525 949.5976 948.5997 1 -9.78 174.17 22.17 46.8 (M:46.8) 1 1 0 R.HVFGQAVK.N Dimethyl:2H(4): 1, 8

1764 false 525 949.5976 948.598 1 -8.02 153.3 22.17 15.2 (M:15.2) 1 50 3 1 K.EKMLAAVK.E Dimethyl:2H(4): 8; Dimethyl: 2



1765 true 360 950.4467 949.4406 1 -1.29 124.19 24.5 41.6 (M:41.6) 1 1 0 K.YDNFAHR.T Dimethyl: 1

1766 true 2035 950.4745 949.477 1 -10.31 187.97 34 30.1 (M:30.1) 2 1 0 R.NNPFQFR.H Dimethyl: 1

1767 false 1530 950.482 949.473 1 1.86 210.37 30.17 19.6 (M:19.6) 1 3 1 R.DRGGFGASR.G Dimethyl: 1

1768 false 1530 950.482 949.4919 1 -18.09 168.67 30.17 20.4 (M:20.4) 1 2 0 R.AHPPEDPR.L Dimethyl:2H(4): 1

1769 true 2065 950.4822 949.4691 1 6.13 100.61 30.83 27.9 (M:27.9) 2 1 0 R.DVCLYPR.F Carbamidomethyl: 3; Dimethyl: 1

1770 true 1090 950.4938 949.4882 1 -1.76 185.81 26.67 15.9 (M:15.9) 1 1 0 K.NVPNWHR.D Dimethyl: 1

1771 false 880 950.4985 949.4757 1 16.34 190.99 25.5 17.3 (M:17.3) 1 2 0 K.DIQDFEK.N Dimethyl: 1, 7



1772 true 730 950.4998 949.4869 1 5.96 177.66 26.33 39.0 (M:39.0) 1 1 0 K.SDPVVSYR.E Dimethyl: 1

1773 true 356 950.5068 949.4981 1 1.5 160.82 25.17 58.7 (M:58.7) 2 1 0 K.DIIHDPGR.G Dimethyl: 1

1774 true 2829 950.5239 949.5022 1 15.17 227.02 38 56.2 (M:56.2) 2 1 0 R.GIFEPFGR.I Dimethyl: 1

1775 false 2829 950.5239 949.5243 1 -8.12 219.57 38 16.9 (M:16.9) 1 6 1

K.GGKSNASGGR.

G Dimethyl:2H(4): 3; Dimethyl: 1

1776 true 2778 950.5387 949.5484 1 -17.93 138.58 35.33 30.2 (M:30.2) 4 1 0 K.ITGYIVEK.R Dimethyl: 8

1777 false 2778 950.5387 949.5385 1 -7.52 112.13 35.33 29.1 (M:29.1) 2 3 0 K.IFNLYPR.K Dimethyl: 1

1778 false 2778 950.5387 949.5385 1 -7.52 112.13 35.33 29.1 (M:29.1) 2 3 0 K.IFNLYPR.K Dimethyl: 1



1779 true 1714 950.5578 949.5535 1 -3.14 231.33 30.5 41.5 (M:41.5) 4 1 0 R.VGDVYIPR.D Dimethyl:2H(4): 1

1780 false 1714 950.5578 949.5456 1 5.13 264.49 30.5 18.8 (M:18.8) 1 50 6 0 K.KPVDMEK.I

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 1, 7

1781 true 1211 950.5692 949.5647 1 -2.91 165.6 31.83 32.9 (M:32.9) 2 1 0 R.NQQIFLR.D Dimethyl:2H(4): 1

1782 true 3279 950.595 949.5899 1 -2.29 184.41 39.17 45.0 (M:45.0) 1 1 0 K.ELFLGALR.K Dimethyl:2H(4): 1

1783 false 3279 950.595 949.582 1 5.98 202.27 39.17 16.8 (M:16.8) 1 6 0 R.LMGLEALK.S

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 8

1784 false 1910 951.5115 950.5045 1 -0.27 132.98 30.17 17.8 (M:17.8) 1 3 0 R.LNGDMTPK.A

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 8

1785 true 1910 951.5115 950.5123 1 -8.53 66.15 30.17 29.8 (M:29.8) 1 1 0 R.NGDFLPTR.L Dimethyl:2H(4): 1



1786 false 284 951.5371 950.5157 1 14.84 136.64 24.5 17.0 (M:17.0) 1 5 0 K.SQTMPALR.S Dimethyl:2H(4): 1; Oxidation: 4

1787 false 3102 951.5602 950.5409 1 12.73 160.61 39.33 15.7 (M:15.7) 1 8 0 -.MSAPSALVK.Q Dimethyl:2H(4): 1; Oxidation: 1

1788 true 2532 951.5609 950.5387 1 15.72 136.28 35.5 41.9 (M:41.9) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

1789 true 2532 951.5609 950.5387 1 15.72 136.28 35.5 41.9 (M:41.9) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

1790 true 2532 951.5609 950.5387 1 15.72 136.28 35.5 41.9 (M:41.9) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

1791 true 242 951.5618 950.5487 1 6.08 212.48 24.17 26.2 (M:26.2) 1 1 0 K.IPPPNEPR.E Dimethyl:2H(4): 1

1792 true 1594 951.5716 950.5677 1 -3.58 91.06 28.83 38.4 (M:38.4) 1 1 0 K.HFLVEDK.S Dimethyl:2H(4): 1, 7



1793 false 1594 951.5716 950.5524 1 12.45 117.55 28.83 15.9 (M:15.9) 1 2 1 R.AKDGPEDK.F Dimethyl:2H(4): 2, 8; Dimethyl: 1

1794 true 544 952.4553 951.4484 1 -0.43 232.7 25.83 17.9 (M:17.9) 1 1 0 K.CYVPETR.R Carbamidomethyl: 1; Dimethyl: 1

1795 true 2313 952.4994 951.4848 1 7.67 192.79 33 20.8 (M:20.8) 1 1 0 K.ETLMQFR.E Dimethyl: 1

1796 false 1007 952.5013 951.4964 1 -2.47 67.52 28 18.2 (M:18.2) 1 3 0 K.IDFGDPTR.A Dimethyl:2H(4): 1

1797 true 1330 952.5081 951.4997 1 1.12 132.22 29.5 17.4 (M:17.4) 1 1 0 R.MDLSEVAR.S Dimethyl:2H(4): 1

1798 false 1670 952.5234 951.5287 1 -13.17 181.51 30.33 16.9 (M:16.9) 1 2 1 R.SSSAEQKR.D Dimethyl:2H(4): 7; Dimethyl: 1

1799 false 541 952.5444 951.5502 1 -13.67 125.04 24.33 15.6 (M:15.6) 1 3 1 R.HRLLEEK.G Dimethyl: 7



1800 true 541 952.5444 951.5138 1 24.53 106.65 24.33 47.5 (M:47.5) 1 1 0 K.HLAAVEER.K Dimethyl: 1

1801 true 2409 952.5574 951.543 1 7.55 130.18 35 38.2 (M:38.2) 1 1 0 K.FVADGIFK.A Dimethyl: 1, 8

1802 false 1115 952.5651 951.5654 1 -7.96 156.22 28 15.5 (M:15.5) 1 2 0 K.WHSLLLR.R Dimethyl: 1

1803 true 1115 952.5651 951.5547 1 3.26 144.82 28 16.8 (M:16.8) 1 1 1 -.MPRIMIK.G Dimethyl:2H(4): 7; Oxidation: 1, 5

1804 true 2162 952.572 951.5691 1 -4.67 204.16 32.83 21.7 (M:21.7) 2 1 0 K.LIQDYLR.V Dimethyl:2H(4): 1

1805 true 3194 953.5821 952.5684 1 6.78 157.52 38.83 51.1 (M:51.1) 1 1 0 K.FIPEFIR.K Dimethyl:2H(4): 1

1806 false 3194 953.5821 952.5684 1 6.78 172.19 38.83 15.3 (M:15.3) 1 3 0 R.NVWSFLK.V Dimethyl:2H(4): 1; Dimethyl: 7



1807 true 361 954.4726 953.4657 1 -0.42 114.18 24.5 42.8 (M:42.8) 1 1 0 K.YDNFAHR.T Dimethyl:2H(4): 1

1808 true 2036 954.5013 953.5021 1 -8.48 194 34 30.1 (M:30.1) 2 1 0 R.NNPFQFR.H Dimethyl:2H(4): 1

1809 true 1531 954.5157 953.4942 1 14.88 104.14 30.17 21.8 (M:21.8) 2 1 0 R.DVCLYPR.F

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

1810 true 731 954.5163 953.512 1 -3.16 179.06 26.33 37.9 (M:37.9) 1 1 0 K.SDPVVSYR.E Dimethyl:2H(4): 1

1811 true 881 954.5221 953.5232 1 -8.81 108.81 25.5 25.3 (M:25.3) 1 1 0 K.DIIHDPGR.G Dimethyl:2H(4): 1

1812 true 1091 954.5253 953.5133 1 4.9 105.78 26.67 32.2 (M:32.2) 2 1 0 K.NVPNWHR.D Dimethyl:2H(4): 1

1813 false 2606 954.5316 953.5372 1 -13.42 221.17 37.83 16.0 (M:16.0) 1 5 0 K.IQTEFEK.K Dimethyl:2H(4): 1; Dimethyl: 7



1814 false 653 954.5344 953.5372 1 -10.46 144.06 26.33 15.7 (M:15.7) 1 9 0 R.VINEEYK.I Dimethyl:2H(4): 1; Dimethyl: 7

1815 true 397 954.5366 953.5294 1 -0.08 107.59 24.83 19.8 (M:19.8) 1 1 0 R.IQAGDPVAR.Y Dimethyl: 1

1816 true 3005 954.5441 953.5273 1 10 230.24 38 49.3 (M:49.3) 2 1 0 R.GIFEPFGR.I Dimethyl:2H(4): 1

1817 true 1227 954.5483 953.5447 1 -3.82 136.42 28.33 17.5 (M:17.5) 1 1 0 R.FLHATLPR.K

1818 false 1006 954.5511 953.5546 1 -11.24 115.05 27.67 19.6 (M:19.6) 1 5 0 K.TVTVHLEK.V Dimethyl: 8

1819 false 1006 954.5511 953.5229 1 21.94 106.19 27.67 23.2 (M:23.2) 1 2 1 R.IRIMHER.E

1820 true 810 955.4878 954.4705 1 10.5 74.83 26.83 18.3 (M:18.3) 1 1 0 R.QMHEQVR.S Dimethyl: 1



1821 true 1747 955.5313 954.5302 1 -6.48 213.51 31.5 43.4 (M:43.4) 1 1 0 R.AYAEFYK.N Dimethyl:2H(4): 1, 7

1822 false 2943 955.5466 954.5321 1 7.58 211.54 37.33 19.7 (M:19.7) 1 4 1 K.APPMDKLR.G Dimethyl: 6

1823 true 2943 955.5466 954.5287 1 11.11 239.94 37.33 36.9 (M:36.9) 1 1 0 K.AGPIWDLR.L Dimethyl: 1

1824 true 2943 955.5466 954.5287 1 11.11 239.94 37.33 36.9 (M:36.9) 1 1 0 K.AGPIWDLR.L Dimethyl: 1

1825 true 848 955.5588 954.5498 1 1.76 173.48 26.67 39.0 (M:39.0) 3 1 0 K.VLDSGAPIR.I Dimethyl: 1

1826 false 285 955.5632 954.5386 1 18.12 147.33 24.5 26.7 (M:26.7) 2 55.5 2 0 K.LSSAPPDLK.E Dimethyl: 9

1827 true 326 956.5007 955.4735 1 20.78 291.9 25.83 15.1 (M:15.1) 1 1 0 K.CYVPETR.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



1828 true 1879 956.5215 955.5239 1 -10.12 231.21 31.33 31.4 (M:31.4) 1 1 0 R.HDGAFLIR.E Dimethyl: 1

1829 true 1115 956.5267 955.5099 1 9.98 189.84 27.83 17.4 (M:17.4) 1 1 0 R.VMEYINR.L Dimethyl:2H(4): 1

1830 false 945 956.5444 955.5161 1 21.96 287.3 27.33 20.0 (M:20.0) 1 2 0 K.VTVEMHLK.E

1831 false 945 956.5444 955.5525 1 -16.07 151.78 27.33 16.5 (M:16.5) 1 6 0 K.TTLLHMLK.D

1832 true 945 956.5444 955.5161 1 21.96 170.16 27.33 27.2 (M:27.2) 1 1 0 K.IADMGHLK.Y Oxidation: 4; Dimethyl: 1, 8

1833 true 678 956.547 955.5491 1 -9.81 183.45 27.67 41.1 (M:41.1) 2 1 0 K.AGEVFIHK.D Dimethyl: 1, 8

1834 false 678 956.547 955.5161 1 24.71 158.83 27.67 18.7 (M:18.7) 2 2 0 R.EAIAMLHK.D Oxidation: 5; Dimethyl: 8



1835 true 542 956.551 955.5389 1 5.03 99.88 24.33 60.6 (M:60.6) 1 1 0 K.HLAAVEER.K Dimethyl:2H(4): 1

1836 true 2366 956.5515 955.5429 1 1.36 198.27 33.5 46.0 (M:46.0) 2 1 0 R.VVFQEFR.Q Dimethyl:2H(4): 1

1837 false 2366 956.5515 955.5273 1 17.65 192.32 33.5 17.1 (M:17.1) 1 7 1 K.VHKLEMR.E Oxidation: 6; Dimethyl: 1

1838 false 450 956.5521 955.5451 1 -0.27 127.7 25.17 15.5 (M:15.5) 1 5 0 R.GSITQGIPR.S Dimethyl: 1

1839 true 450 956.5521 955.5603 1 -16.22 324.04 25.17 18.1 (M:18.1) 1 1 1 K.AARAAFPPK.T Dimethyl: 9

1840 false 450 956.5521 955.5239 1 21.82 185.46 25.17 15.4 (M:15.4) 1 6 1 R.RHLYDPK.N Dimethyl: 7

1841 false 450 956.5521 955.5239 1 21.82 185.46 25.17 15.4 (M:15.4) 1 6 1 R.RHLYDPK.M Dimethyl: 7



1842 true 2256 956.5568 955.5541 1 -4.82 316.73 34.33 19.1 (M:19.1) 1 1 1 K.GFRNGAFK.V Dimethyl:2H(4): 1; Dimethyl: 8

1843 true 442 956.5654 955.5528 1 5.51 345.23 24.83 15.9 (M:15.9) 1 1 0 K.LSVYSEAK.K Dimethyl:2H(4): 1; Dimethyl: 8

1844 true 1044 956.568 955.5603 1 0.41 114.99 26.5 24.6 (M:24.6) 2 1 0 R.VVAHLYAR.Q Dimethyl: 1

1845 false 1122 957.5155 956.4927 1 16.15 202.65 28.5 16.2 (M:16.2) 1 3 0 -.DSPLPVSSR.V

1846 false 1122 957.5155 956.4927 1 16.15 92.98 28.5 15.4 (M:15.4) 1 5 0 K.VDVGEASPR.T Dimethyl: 1

1847 false 1122 957.5155 956.4927 1 16.15 85.54 28.5 20.3 (M:20.3) 1 2 0 K.GAPESVIER.C

1848 true 2333 957.5218 956.5291 1 -15.21 112.79 32 15.2 (M:15.2) 1 1 0 R.TIGISVDPR.R



1849 true 654 957.5234 956.5113 1 5.05 151.29 26 38.0 (M:38.0) 1 1 0 K.VIEPGCVR.V Carbamidomethyl: 6; Dimethyl: 1

1850 false 3934 957.5283 956.5291 1 -8.4 172.65 44.17 18.5 (M:18.5) 1 2 1 K.KNQSPDGK.N Dimethyl: 1, 1, 8

1851 false 167 957.5429 956.5331 1 2.66 127.87 23.67 20.5 (M:20.5) 1 2 0 R.LFPNADPK.A Dimethyl: 1, 8

1852 true 1139 958.4838 957.488 1 -11.89 119.27 28.33 22.3 (M:22.3) 1 1 0 R.QLQEDAAR.L Dimethyl: 1

1853 true 1473 958.5102 957.492 1 11.44 83.99 28.17 40.4 (M:40.4) 1 1 0 K.HFELGGDK.K Dimethyl: 1, 8

1854 false 811 958.5138 957.5171 1 -11.05 185.08 27 17.5 (M:17.5) 1 3 1 R.YYSGEKK.A Dimethyl: 1, 6, 7

1855 true 811 958.5138 957.5032 1 3.47 98.89 27 46.1 (M:46.1) 1 1 0 R.YHIEVNR.V Dimethyl: 1



1856 true 854 958.5347 957.5317 1 -4.51 142.61 29 38.8 (M:38.8) 1 1 0 K.CNLPLTGK.Q Carbamidomethyl: 1; Dimethyl: 1, 8

1857 false 736 958.544 957.543 1 -6.56 120.97 26.33 15.2 (M:15.2) 1 4 1 K.MKKPEAVR.W

1858 false 2752 958.5511 957.5243 1 20.28 149.84 41 16.8 (M:16.8) 5 5 0 R.NLQVSDVR.S Dimethyl: 1

1859 true 398 958.5599 957.5545 1 -1.99 117.99 24.83 36.4 (M:36.4) 1 1 0 R.IQAGDPVAR.Y Dimethyl:2H(4): 1

1860 true 1332 958.588 957.5859 1 -5.4 117.8 27.67 18.4 (M:18.4) 1 1 0 R.QTATQLLK.L Dimethyl: 1, 8

1861 false 1332 958.588 957.5607 1 20.84 74.16 27.67 17.3 (M:17.3) 1 2 1 R.KNLESALR.F Dimethyl: 1

1862 true 2600 959.5102 958.4834 1 20.31 182.71 35.67 17.9 (M:17.9) 1 1 0 K.FDLMYAK.R Oxidation: 4; Dimethyl: 1, 7



1863 true 2600 959.5102 958.4834 1 20.31 182.71 35.67 17.9 (M:17.9) 1 1 0 K.FDLMYAK.R Oxidation: 4; Dimethyl: 1, 7

1864 true 2600 959.5102 958.4834 1 20.31 182.71 35.67 17.9 (M:17.9) 1 1 0 K.FDLMYAK.R Oxidation: 4; Dimethyl: 1, 7

1865 false 2635 959.52 958.5236 1 -11.33 77.1 34.5 15.9 (M:15.9) 1 2 1 R.DKYGPPVR.T Dimethyl: 2

1866 true 2635 959.52 958.5164 1 -3.82 124.85 34.5 46.1 (M:46.1) 1 1 0 R.SYYFPVK.N Dimethyl: 1, 7

1867 true 2488 959.5287 958.5158 1 5.89 98.77 37.83 19.6 (M:19.6) 1 1 0 K.LTTMLSHL.- Oxidation: 4; Dimethyl: 1

1868 false 1392 959.533 958.5447 1 -19.79 142.54 30 20.2 (M:20.2) 1 4 1 K.ETGQKLQK.L Dimethyl: 1

1869 false 1392 959.533 958.517 1 9.17 86.78 30 15.8 (M:15.8) 1 8 0 -.MFPTMLK.I

Dimethyl:2H(4): 1; Oxidation: 1, 5; 

Dimethyl: 7



1870 true 1392 959.533 958.531 1 -5.48 90.37 30 39.6 (M:39.6) 2 1 0 R.VMEHFIK.L Dimethyl: 1, 7

1871 true 2462 959.535 958.527 1 0.76 126.25 32.67 34.8 (M:34.8) 1 1 0 K.DVAVMQLR.S Dimethyl: 1

1872 false 1748 959.544 958.527 1 10.2 181.48 32.17 22.3 (M:22.3) 1 2 0 K.GIIDCVVR.I Carbamidomethyl: 5; Dimethyl: 1

1873 false 1748 959.544 958.527 1 10.2 181.48 32.17 22.3 (M:22.3) 1 2 0 K.GIIDCVVR.I Carbamidomethyl: 5; Dimethyl: 1

1874 false 1766 959.5472 958.527 1 13.48 256.07 31.83 18.4 (M:18.4) 1 3 0 K.LADMGIAIR.V

1875 true 2944 959.5714 958.5538 1 10.73 186.24 37.33 35.3 (M:35.3) 2 1 0 K.AGPIWDLR.L Dimethyl:2H(4): 1

1876 true 2944 959.5714 958.5538 1 10.73 186.24 37.33 35.3 (M:35.3) 2 1 0 K.AGPIWDLR.L Dimethyl:2H(4): 1



1877 true 724 959.5839 958.5749 1 1.81 191.72 26.67 55.8 (M:55.8) 2 1 0 K.VLDSGAPIR.I Dimethyl:2H(4): 1

1878 false 2704 959.5961 958.5862 1 2.75 121.43 34.83 15.4 (M:15.4) 1 50 3 1 R.KLTGANPAR.I Dimethyl:2H(4): 1

1879 true 903 960.4912 959.4825 1 1.48 118.66 27 25.2 (M:25.2) 1 1 0 K.ELGFSSHR.K Dimethyl: 1

1880 false 1540 960.513 959.4924 1 13.88 194.78 30.33 19.7 (M:19.7) 1 2 0 R.TESTELPR.T Dimethyl: 1

1881 false 851 960.539 959.5288 1 3.04 135.73 27.17 23.7 (M:23.7) 1 7 1 R.ETIEREK.E Dimethyl: 1, 7

1882 false 851 960.539 959.5175 1 14.74 223.3 27.17 23.5 (M:23.5) 1 10 1 K.EEEKELK.E Dimethyl: 4, 7

1883 false 851 960.539 959.5288 1 3.04 172.93 27.17 30.5 (M:30.5) 1 3 0 R.TETQNALK.E Dimethyl: 1, 8



1884 false 851 960.539 959.5288 1 3.04 135.73 27.17 23.7 (M:23.7) 1 7 1 K.ETLREEK.N Dimethyl: 1, 7

1885 true 1847 960.5464 959.5491 1 -10.32 235.05 31.33 33.3 (M:33.3) 1 1 0 R.HDGAFLIR.E Dimethyl:2H(4): 1

1886 false 327 960.5467 959.54 1 -0.62 167.98 25.67 15.3 (M:15.3) 1 3 1 K.DRSTNALK.E Dimethyl: 1, 8

1887 false 488 960.5515 959.5362 1 8.37 124.93 25.17 17.3 (M:17.3) 1 2 0 K.ETIMLGPK.T Oxidation: 4; Dimethyl: 1, 8

1888 true 488 960.5515 959.5651 1 -21.81 215.23 25.17 18.8 (M:18.8) 1 1 1 K.SSLVASKLAG.- Dimethyl: 7

1889 false 2398 960.5592 959.544 1 8.26 244.7 39 16.3 (M:16.3) 3 3 0 R.LWQTTVGK.T Dimethyl: 8

1890 false 2398 960.5592 959.5288 1 24.14 203.91 39 16.2 (M:16.2) 1 4 0 K.EQAASITGK.E Dimethyl: 1, 9



1891 false 3442 960.5615 959.5651 1 -11.37 187.54 40.83 18.5 (M:18.5) 2 2 1 K.SGEVKATIK.V Dimethyl: 9

1892 false 2081 960.5638 959.5586 1 -2.21 132.94 33.67 15.6 (M:15.6) 1 2 1 M.SVACVLKR.K Carbamidomethyl: 4; Dimethyl: 7

1893 false 1957 960.5688 959.5651 1 -3.72 138.88 30.33 15.1 (M:15.1) 1 3 1 R.NKTIESLK.T Dimethyl: 1

1894 true 2234 960.5696 959.5742 1 -12.37 218.15 34.83 30.0 (M:30.0) 1 1 0 K.IEPPGLFR.G Dimethyl:2H(4): 1

1895 false 188 960.5821 959.5702 1 4.82 293.09 20.83 16.5 (M:16.5) 1 2 0 R.VAAQGDIVR.D Dimethyl:2H(4): 1

1896 true 1045 960.5865 959.5854 1 -6.5 137.66 26.5 37.3 (M:37.3) 2 1 0 R.VVAHLYAR.Q Dimethyl:2H(4): 1

1897 true 277 961.4548 960.4512 1 -3.85 77.15 23.83 24.6 (M:24.6) 1 1 0 M.SEAAVADTR.R Acetyl: 1



1898 true 1025 961.497 960.4851 1 4.81 116.8 27.83 35.6 (M:35.6) 1 1 0 R.MITHFER.S Dimethyl: 1

1899 true 159 961.5171 960.5063 1 3.68 196.34 24.5 28.9 (M:28.9) 1 1 1 K.CDVDIRK.D Carbamidomethyl: 1; Dimethyl: 1, 7

1900 true 159 961.5171 960.5063 1 3.68 196.34 24.5 28.9 (M:28.9) 1 1 1 K.CDVDIRK.D Carbamidomethyl: 1; Dimethyl: 1, 7

1901 true 1495 961.5176 960.5063 1 4.21 254.55 29.5 15.1 (M:15.1) 1 1 1 K.AKECNGVK.A Carbamidomethyl: 4; Dimethyl: 2, 8

1902 true 451 961.547 960.5364 1 3.37 143.29 26 26.4 (M:26.4) 1 1 0 K.VIEPGCVR.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

1903 true 1491 962.5145 961.4981 1 9.49 144.03 30 26.4 (M:26.4) 1 1 0 R.NFEALNAR.G Dimethyl: 1

1904 false 1886 962.5295 961.5018 1 21.2 193.77 33 28.5 (M:28.5) 1 4 0 R.EASPEEIR.R Dimethyl:2H(4): 1



1905 true 1886 962.5295 961.5233 1 -1.08 225.85 33 52.0 (M:52.0) 1 1 0 R.QLFEELR.R Dimethyl: 1

1906 false 1886 962.5295 961.5267 1 -4.59 253.86 33 26.5 (M:26.5) 1 56.13 5 1 K.KLSAECAK.Y Carbamidomethyl: 6; Dimethyl: 1, 8

1907 false 1886 962.5295 961.5154 1 7.08 200.87 33 21.1 (M:21.1) 1 10 1 K.MKELEEK.T Dimethyl: 1, 7

1908 false 1886 962.5295 961.5267 1 -4.59 271.57 33 22.1 (M:22.1) 1 50.46 8 1 K.QLMKNEK.G Oxidation: 3; Dimethyl: 1, 4

1909 false 2939 962.5327 961.5345 1 -9.45 117.11 36.83 16.0 (M:16.0) 1 3 0 R.GSQGFAVIR.L Dimethyl: 1

1910 true 812 962.5374 961.5283 1 1.86 82.47 27 30.8 (M:30.8) 1 1 0 R.YHIEVNR.V Dimethyl:2H(4): 1

1911 true 1013 962.5447 961.5233 1 14.71 174.82 27.83 15.9 (M:15.9) 1 1 0 R.QIGADFQK.G Dimethyl: 1, 8



1912 true 579 962.5484 961.536 1 5.29 168.13 26.17 25.1 (M:25.1) 1 1 0 R.YFDPATGK.F Dimethyl:2H(4): 1, 8

1913 false 3259 962.5648 961.5597 1 -2.18 141.73 40.17 17.1 (M:17.1) 1 2 0 K.DTLGLFLR.E Dimethyl: 1

1914 true 3259 962.5648 961.563 1 -5.68 293.03 40.17 17.6 (M:17.6) 1 1 1 K.QMTKLGIK.A Oxidation: 2; Dimethyl: 4

1915 false 222 962.5653 961.5495 1 8.91 226.46 24 18.1 (M:18.1) 1 7 1 K.QRQELEK.T Dimethyl:2H(4): 1

1916 true 24 962.5657 961.5597 1 -1.32 187.32 20.17 38.1 (M:38.1) 2 1 0 K.IGQGYQIK.D Dimethyl: 1, 8

1917 false 1199 962.5713 961.5597 1 4.48 151.31 27.17 16.4 (M:16.4) 1 8 1 R.IDFDRIK.A Dimethyl: 1, 7

1918 false 1007 962.5999 961.5858 1 7.09 294.45 27.67 15.1 (M:15.1) 1 2 1 K.RNTTIPTK.Q Dimethyl:2H(4): 8



1919 false 1007 962.5999 961.5858 1 7.09 294.45 27.67 15.1 (M:15.1) 1 2 1 K.RNTTIPTK.Q Dimethyl:2H(4): 8

1920 true 1007 962.5999 961.5998 1 -7.37 161.4 27.67 15.4 (M:15.4) 1 1 0 K.IILSDLEK.F Dimethyl:2H(4): 8

1921 true 1768 963.5011 962.4862 1 7.94 160.93 30.67 28.0 (M:28.0) 1 1 0 R.YLYYTGR.I Dimethyl: 1

1922 true 429 963.5202 962.5045 1 8.81 106.69 24.83 16.7 (M:16.7) 1 1 0 R.LGAPMADEK.L Dimethyl:2H(4): 1

1923 true 1407 963.5328 962.5185 1 7.22 97.53 29.83 31.0 (M:31.0) 1 1 0 K.EYVQQLR.S Dimethyl: 1

1924 false 1407 963.5328 962.5269 1 -1.51 68.87 29.83 17.3 (M:17.3) 1 3 0 R.GCVQAQLR.C

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

1925 false 2782 963.5469 962.5335 1 6.42 202.11 37.67 18.9 (M:18.9) 1 7 1 R.EDAAKEIR.R Dimethyl:2H(4): 5



1926 false 2782 963.5469 962.5185 1 21.92 256.55 37.67 18.9 (M:18.9) 1 7 0 K.GLEYNVLR.L

1927 false 2782 963.5469 962.5293 1 10.75 222.88 37.67 25.1 (M:25.1) 1 2 0 K.QMSLMVAK.D Dimethyl: 1, 8

1928 true 2782 963.5469 962.5372 1 2.58 183.77 37.67 31.0 (M:31.0) 2 1 0 K.QCFLVLR.Q Carbamidomethyl: 2; Dimethyl: 1

1929 false 2782 963.5469 962.5185 1 21.92 214.37 37.67 21.9 (M:21.9) 1 5 0 K.EYNIGVLR.H

1930 false 1753 963.5551 962.5487 1 -0.95 112.46 31.67 17.4 (M:17.4) 1 3 0 R.SPSPPPPPR.R Dimethyl:2H(4): 1

1931 true 2489 963.557 962.5409 1 9.15 139.19 37.83 17.7 (M:17.7) 1 1 0 K.LTTMLSHL.- Dimethyl:2H(4): 1; Oxidation: 4

1932 false 2489 963.557 962.5586 1 -9.28 169.24 37.83 15.2 (M:15.2) 1 2 0 R.TLIENGEK.I Dimethyl:2H(4): 1; Dimethyl: 8



1933 true 1906 963.5594 962.5521 1 0.03 166.8 31.5 41.7 (M:41.7) 2 1 0 K.GIIDCVVR.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

1934 true 1906 963.5594 962.5521 1 0.03 166.8 31.5 41.7 (M:41.7) 2 1 0 K.GIIDCVVR.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

1935 false 1906 963.5594 962.5586 1 -6.75 168.02 31.5 15.4 (M:15.4) 1 7 0 K.LQGETDIK.Q Dimethyl:2H(4): 1; Dimethyl: 8

1936 true 1545 963.5846 962.5801 1 -2.84 99.36 34.83 58.6 (M:58.6) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

1937 true 1545 963.5846 962.5801 1 -2.84 99.36 34.83 58.6 (M:58.6) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

1938 false 1545 963.5846 962.5549 1 23.26 95.71 34.83 22.7 (M:22.7) 2 2 0 R.INVTGIYR.A Dimethyl: 1

1939 true 1545 963.5846 962.5801 1 -2.84 99.36 34.83 58.6 (M:58.6) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8



1940 true 1545 963.5846 962.5801 1 -2.84 99.36 34.83 58.6 (M:58.6) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

1941 true 1545 963.5846 962.5801 1 -2.84 99.36 34.83 58.6 (M:58.6) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

1942 true 1598 963.5939 962.5851 1 1.57 176.46 29.67 24.9 (M:24.9) 1 1 0 K.LAPAQYIR.Y Dimethyl:2H(4): 1

1943 false 1359 964.5012 963.5138 1 -20.57 182.68 31.17 23.0 (M:23.0) 1 3 1 K.REDITFR.I Dimethyl: 1

1944 true 1359 964.5012 963.5059 1 -12.42 225.66 31.17 23.1 (M:23.1) 1 1 1 K.ERESIMK.E Oxidation: 6; Dimethyl: 1, 7

1945 true 1359 964.5012 963.5025 1 -8.93 162.94 31.17 23.1 (M:23.1) 1 1 0 K.IGDTIDFR.G Dimethyl: 1

1946 true 191 964.5132 963.5059 1 0.01 161.45 24.33 24.5 (M:24.5) 1 1 0 K.CAATALSSK.L Carbamidomethyl: 1; Dimethyl: 1, 9



1947 true 679 964.602 963.5993 1 -4.77 163.64 27.67 60.5 (M:60.5) 1 1 0 K.AGEVFIHK.D Dimethyl:2H(4): 1, 8

1948 true 725 965.4432 964.4437 1 -8.02 224.17 26.17 27.9 (M:27.9) 1 1 0 R.GEGMPQYR.N Dimethyl: 1

1949 true 604 965.4602 964.4549 1 -2.04 204.38 26.17 28.5 (M:28.5) 2 1 0 K.CGNVNFAR.R Carbamidomethyl: 1; Dimethyl: 1

1950 true 923 965.4909 964.4767 1 7.22 123.08 27.5 48.4 (M:48.4) 1 1 0 R.YHSEFVR.Q Dimethyl: 1

1951 true 2357 965.5052 964.5052 1 -7.5 161.98 32.17 39.6 (M:39.6) 1 1 0 K.CGDLVFAK.M Carbamidomethyl: 1; Dimethyl: 1, 8

1952 false 2357 965.5052 964.5201 1 -22.97 216.11 32.17 16.8 (M:16.8) 1 3 0 R.LADCIADK.L

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Dimethyl: 8

1953 true 1496 965.5257 964.5052 1 13.72 196.99 30.33 38.6 (M:38.6) 1 1 0 R.GCAVVEFK.M Carbamidomethyl: 2; Dimethyl: 1, 8



1954 true 1247 965.5396 964.5164 1 16.51 197.88 28 27.0 (M:27.0) 2 1 0 R.SMVVQAFR.D Dimethyl: 1

1955 true 904 965.5576 964.5454 1 5.09 157.7 27.17 38.5 (M:38.5) 1 1 0 R.GLVLDHGAR.H Dimethyl: 1

1956 true 2202 965.5725 964.5644 1 0.88 113.06 33.17 25.6 (M:25.6) 1 1 0 R.GVVIGFDAR.A Dimethyl:2H(4): 1

1957 true 503 965.5775 964.5706 1 -0.38 131.47 25 23.4 (M:23.4) 1 1 0 R.IAIVNHDK.C Dimethyl: 1, 8

1958 false 2909 965.5838 964.5929 1 -16.95 159.89 37.83 16.9 (M:16.9) 1 3 1 K.LKLVMADK.D Dimethyl:2H(4): 1; Oxidation: 5

1959 true 379 966.487 965.4818 1 -2.19 136.16 25.17 33.1 (M:33.1) 1 1 0 K.YEITEQR.K Dimethyl: 1

1960 true 1009 966.5116 965.4818 1 23.31 203.07 28.17 48.2 (M:48.2) 1 1 0 R.SFGETLER.G Dimethyl: 1



1961 false 1009 966.5116 965.4852 1 19.82 202.32 28.17 24.5 (M:24.5) 1 3 0 M.SMVTSLER.L Oxidation: 2; Dimethyl: 1

1962 false 2650 966.5276 965.5154 1 5.09 270.79 35.83 16.7 (M:16.7) 1 3 0 R.VAMIDETR.N Dimethyl:2H(4): 1

1963 true 2650 966.5276 965.5004 1 20.55 161.49 35.83 19.8 (M:19.8) 1 1 0 R.MSDGLFLR.K Dimethyl: 1

1964 true 1492 966.5304 965.5182 1 5.12 178.92 30.67 39.3 (M:39.3) 1 1 0 K.TTDGYLLR.L Dimethyl: 1

1965 true 1510 966.5323 965.5335 1 -8.71 130.15 29.33 15.9 (M:15.9) 2 1 0 R.LQYYVPR.G Dimethyl: 1

1966 true 990 966.5335 965.5182 1 8.31 155.37 27.17 34.8 (M:34.8) 1 1 0 K.LYSESLAR.Y Dimethyl: 1

1967 true 725 966.5379 965.5294 1 1.24 116.71 26.5 31.6 (M:31.6) 1 1 0 K.IHDLVDAR.D Dimethyl: 1



1968 true 971 966.5445 965.5407 1 -3.59 181.44 24.5 28.8 (M:28.8) 2 1 1 R.RQPEVPGR.D Dimethyl: 1

1969 false 1887 966.5544 965.5518 1 -4.83 210.96 33 21.0 (M:21.0) 1 6 0 R.QLASAAMAK.Y

Dimethyl:2H(4): 1; Oxidation: 7; 

Dimethyl: 9

1970 false 1887 966.5544 965.5518 1 -4.83 235.72 33 23.5 (M:23.5) 1 55.45 2 1 K.KLSAECAK.Y

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Dimethyl: 8

1971 true 1887 966.5544 965.5484 1 -1.34 198.77 33 55.2 (M:55.2) 1 1 0 R.QLFEELR.R Dimethyl:2H(4): 1

1972 false 1887 966.5544 965.5518 1 -4.83 209.77 33 21.8 (M:21.8) 1 5 1 K.QLMKNEK.G

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 7

1973 true 1474 966.5595 965.5422 1 10.37 99.62 28.17 34.7 (M:34.7) 1 1 0 K.HFELGGDK.K Dimethyl:2H(4): 1, 8

1974 true 356 966.5596 965.5658 1 -14.01 96.71 24.83 16.2 (M:16.2) 1 1 0 K.LQEAPRPK.S Dimethyl: 8



1975 true 1719 967.5195 966.5113 1 0.94 144.52 30.67 15.7 (M:15.7) 1 1 0 R.YLYYTGR.I Dimethyl:2H(4): 1

1976 true 584 967.5283 966.5065 1 15.1 280.33 25.83 19.6 (M:19.6) 1 1 1 K.CKMLTMK.A Carbamidomethyl: 1; Dimethyl: 2, 7

1977 false 2355 967.5354 966.5287 1 -0.55 130.83 34.33 17.3 (M:17.3) 1 2 1 K.DKGFGFIR.L Dimethyl: 1

1978 true 2355 967.5354 966.5175 1 11.06 203.25 34.33 23.2 (M:23.2) 1 1 0 R.DFNQFIK.A Dimethyl: 1, 7

1979 true 1723 967.5557 966.5436 1 4.99 134.81 31.33 25.5 (M:25.5) 1 1 0 R.DGYAQILR.D Dimethyl:2H(4): 1

1980 false 1723 967.5557 966.5498 1 -1.41 181.28 31.33 19.5 (M:19.5) 1 2 0 K.QAAPEKPVK.K

1981 true 3281 967.5678 966.5539 1 6.9 207.73 39.33 27.6 (M:27.6) 1 1 0 K.LIFYDLR.G Dimethyl: 1



1982 false 3281 967.5678 966.5656 1 -5.28 226.07 39.33 15.4 (M:15.4) 1 2 1 R.LMAARVMK.R Dimethyl:2H(4): 8; Oxidation: 7

1983 false 2636 967.5709 966.5666 1 -3.07 128.28 34.5 15.8 (M:15.8) 1 2 0 R.SYYFPVK.N Dimethyl:2H(4): 1, 7

1984 false 2755 967.571 966.5862 1 -23.24 343.49 37.67 15.6 (M:15.6) 1 9 0 R.AISHLAVTK.Q Dimethyl: 9

1985 true 2755 967.571 966.5623 1 1.51 192.4 37.67 44.2 (M:44.2) 2 1 0 K.QCFLVLR.Q

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

1986 true 1403 967.5809 966.5812 1 -7.89 101.67 29.83 28.5 (M:28.5) 1 1 0 R.VMEHFIK.L Dimethyl:2H(4): 1, 7

1987 false 1403 967.5809 966.5544 1 19.83 219.83 29.83 16.1 (M:16.1) 1 2 0 K.QMMLIQK.V

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 7

1988 true 1512 968.481 967.4876 1 -14.24 176.49 31 29.1 (M:29.1) 2 1 0 R.NGYGFINR.N Dimethyl: 1



1989 true 1081 968.5207 967.5099 1 3.62 194.98 27.5 18.8 (M:18.8) 1 1 0 R.VIPEYCR.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

1990 true 1331 968.5226 967.531 1 -16.21 203.28 29.5 17.6 (M:17.6) 1 1 1 K.TCSQKEK.Q

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Dimethyl: 5, 7

1991 true 913 968.5561 967.5451 1 3.86 205.11 27.17 51.8 (M:51.8) 1 1 0 R.AAPNAVLER.F Dimethyl: 1

1992 true 659 969.4769 968.4688 1 0.85 201.26 26.17 15.3 (M:15.3) 1 1 0 R.GEGMPQYR.N Dimethyl:2H(4): 1

1993 false 1860 969.4833 968.4967 1 -21.39 235.97 32.17 15.6 (M:15.6) 1 2 0 K.DLGNGYFK.E Dimethyl: 1, 8

1994 true 499 969.4864 968.48 1 -0.91 163.41 26.33 35.2 (M:35.2) 2 1 0 K.CGNVNFAR.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

1995 true 924 969.5094 968.5018 1 0.37 86.92 27.5 42.1 (M:42.1) 1 1 0 R.YHSEFVR.Q Dimethyl:2H(4): 1



1996 true 1330 969.5098 968.5051 1 -2.69 173.84 29.5 27.9 (M:27.9) 1 1 0 K.VLEFNCR.F

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

1997 false 1330 969.5098 968.5179 1 -15.81 388.26 29.5 15.9 (M:15.9) 1 3 1 K.EDDPGPKK.S Dimethyl: 1, 7, 8

1998 false 1589 969.5143 968.4967 1 10.61 164.03 31.17 20.4 (M:20.4) 1 4 0 K.ELEFYLR.K

1999 false 1589 969.5143 968.508 1 -0.98 197.21 31.17 19.6 (M:19.6) 1 8 1 R.NYLKEFR.T

2000 true 1589 969.5143 968.5113 1 -4.46 164.9 31.17 27.7 (M:27.7) 2 1 1 R.MRSGSYIK.A Dimethyl: 8

2001 false 1890 969.5389 968.5291 1 2.61 131.82 30.83 21.4 (M:21.4) 2 6 1 K.HKEQSEK.H Dimethyl: 1, 2, 7

2002 false 1890 969.5389 968.5117 1 20.58 216.2 30.83 27.8 (M:27.8) 2 3 1 K.NKEDFEK.T Dimethyl:2H(4): 1; Dimethyl: 7



2003 true 1890 969.5389 968.5331 1 -1.54 125.44 30.83 41.1 (M:41.1) 2 1 0 K.QFSQYIK.N Dimethyl: 1, 7

2004 false 1566 969.5433 968.5593 1 -23.96 140.78 29.83 18.7 (M:18.7) 1 7 1 K.VFSGKSER.S Dimethyl:2H(4): 5; Dimethyl: 1

2005 false 1566 969.5433 968.5593 1 -23.96 148.32 29.83 29.7 (M:29.7) 1 2 0 R.GLTQSYLR.E Dimethyl:2H(4): 1

2006 true 1249 969.5591 968.5415 1 10.57 150.93 28 17.8 (M:17.8) 1 1 0 R.SMVVQAFR.D Dimethyl:2H(4): 1

2007 true 593 969.5694 968.5565 1 5.88 61.53 24.33 21.7 (M:21.7) 2 1 1 K.CDVDIRK.D

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 7

2008 true 593 969.5694 968.5565 1 5.88 61.53 24.33 21.7 (M:21.7) 2 1 1 K.CDVDIRK.D

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 7

2009 true 905 969.5821 968.5705 1 4.46 104.65 27.17 46.4 (M:46.4) 1 1 0 R.GLVLDHGAR.H Dimethyl:2H(4): 1



2010 false 743 969.592 968.6019 1 -17.64 194.19 23.33 15.4 (M:15.4) 2 8 1 K.QKTGQVPK.K Dimethyl: 1, 2, 8

2011 false 743 969.592 968.5655 1 19.89 165.67 23.33 17.8 (M:17.8) 2 5 1 K.NVGKQDPK.R Dimethyl: 1, 4, 8

2012 false 743 969.592 968.5767 1 8.3 211.05 23.33 19.5 (M:19.5) 1 4 1 K.QPNSAIRK.C Dimethyl: 1, 8

2013 true 397 969.5954 968.5895 1 -1.35 92.35 23.83 29.9 (M:29.9) 2 1 1 R.YKVQDPR.N Dimethyl:2H(4): 1, 2

2014 true 969 970.5399 969.5103 1 23.02 173.42 28.17 33.7 (M:33.7) 1 1 0 M.SMVTSLER.L Dimethyl:2H(4): 1; Oxidation: 2

2015 false 2723 970.5466 969.5358 1 3.63 173.75 37.17 23.7 (M:23.7) 2 2 0 K.VLFTCFK.R Carbamidomethyl: 5; Dimethyl: 1, 7

2016 false 2723 970.5466 969.5358 1 3.63 173.75 37.17 23.7 (M:23.7) 2 2 0 K.VLFTCFK.R Carbamidomethyl: 5; Dimethyl: 1, 7



2017 false 1511 970.5524 969.5586 1 -13.88 183.48 29.33 25.9 (M:25.9) 1 2 0 R.LQYYVPR.G Dimethyl:2H(4): 1

2018 true 1511 970.5524 969.5545 1 -9.73 195.46 29.33 29.6 (M:29.6) 1 1 0 R.AAVPAQEPR.Q Dimethyl:2H(4): 1

2019 false 1511 970.5524 969.5396 1 5.66 119.95 29.33 15.1 (M:15.1) 1 7 0 K.WSPALQIR.T

2020 true 991 970.5597 969.5433 1 9.43 153.17 27.17 50.9 (M:50.9) 1 1 0 K.LYSESLAR.Y Dimethyl:2H(4): 1

2021 false 991 970.5597 969.5356 1 17.39 233.71 27.17 18.6 (M:18.6) 1 2 1 M.ATLPAADRR.A

2022 false 1143 970.5798 969.5607 1 12.17 176.31 29.33 18.2 (M:18.2) 1 4 0 R.AQELAAAIR.D Dimethyl: 1

2023 false 1143 970.5798 969.5495 1 23.74 196.49 29.33 17.1 (M:17.1) 1 5 0 K.VVSSPAGTPK.K Dimethyl: 10



2024 true 1014 970.5871 969.5607 1 19.67 142.29 28.83 55.7 (M:55.7) 1 1 0 R.NIVEAAAVR.D Dimethyl: 1

2025 false 1014 970.5871 969.5859 1 -6.24 260.46 28.83 18.5 (M:18.5) 1 5 0 R.AALQELLGK.G Dimethyl: 9

2026 false 252 970.589 969.5658 1 16.44 93.72 22.83 23.2 (M:23.2) 1 2 1 R.RQPEVPGR.D Dimethyl:2H(4): 1

2027 true 87 970.5972 969.6099 1 -20.52 174.74 20.17 27.0 (M:27.0) 1 1 0 K.IGQGYQIK.D Dimethyl:2H(4): 1, 8

2028 true 427 971.5101 970.4985 1 4.46 91.32 24.83 20.4 (M:20.4) 1 1 0 K.EIHQFNR.D Dimethyl: 1

2029 true 2334 971.524 970.5236 1 -7.06 143.9 32 23.4 (M:23.4) 1 1 0 K.HELIEFR.R Dimethyl: 1

2030 true 3460 971.5489 970.5196 1 22.67 155.46 39.17 15.0 (M:15.0) 1 1 1 R.ANKDDKPR.E Dimethyl: 6



2031 true 1601 971.5887 970.5811 1 0.26 198.81 30 54.5 (M:54.5) 2 1 0 R.ITQLELAR.Q Dimethyl: 1

2032 true 1513 972.5119 971.5127 1 -8.33 179.01 31 31.9 (M:31.9) 2 1 0 R.NGYGFINR.N Dimethyl:2H(4): 1

2033 true 1028 972.5151 971.4899 1 18.41 193.28 28.33 37.1 (M:37.1) 1 1 1 K.MKGDYFR.Y Dimethyl: 1, 2

2034 true 169 972.5336 971.5328 1 -6.67 199.71 25.33 51.6 (M:51.6) 1 1 1 K.SKEYFSK.Q Dimethyl: 1, 2, 7

2035 false 169 972.5336 971.54 1 -14.08 229.27 25.33 18.1 (M:18.1) 1 4 1 R.SPSGSRTPK.R Dimethyl: 1, 9

2036 false 2574 972.5552 971.5261 1 22.44 249.68 39.17 33.3 (M:33.3) 4 3 1 R.RIQQASNR.A

2037 false 2574 972.5552 971.54 1 8.13 194.74 39.17 25.4 (M:25.4) 2 4 1 K.QIERENK.A Dimethyl: 1, 7



2038 false 1980 972.5561 971.5301 1 19.21 220.02 33.83 20.6 (M:20.6) 2 9 1 R.AGDRWLAR.G Dimethyl: 1

2039 true 852 972.5562 971.54 1 9.21 237.61 27.33 55.0 (M:55.0) 1 1 0 K.NLQVSEVR.I Dimethyl: 1

2040 false 1343 972.5617 971.54 1 14.79 218.84 29 25.0 (M:25.0) 1 4 1 R.DRQGLDIK.S Dimethyl: 8

2041 true 1343 972.5617 971.544 1 10.65 222.63 29 46.4 (M:46.4) 1 1 0 K.QHYIDLK.D Dimethyl: 1, 7

2042 false 2940 972.5691 971.5651 1 -3.38 171.47 42.17 24.6 (M:24.6) 17 6 0 R.ALTSSGVPGK.A Dimethyl: 1, 10

2043 true 2940 972.5691 971.5553 1 6.8 126.22 42.17 66.6 (M:66.6) 27 1 0 R.AGLQFPVGR.V Dimethyl: 1

2044 false 2878 972.5693 971.5764 1 -14.71 185.75 37.17 16.6 (M:16.6) 1 7 1 K.DQISRVAK.M Dimethyl: 1, 8



2045 false 2136 972.5733 971.5764 1 -10.68 179.59 33.33 16.3 (M:16.3) 1 4 1 R.ESNARIVK.W Dimethyl: 1, 8

2046 false 2136 972.5733 971.5651 1 0.88 182.57 33.33 15.9 (M:15.9) 1 6 1 K.EEGNKLVK.K Dimethyl: 5, 8

2047 true 914 972.5793 971.5702 1 1.88 218.65 27.17 49.6 (M:49.6) 1 1 0 R.AAPNAVLER.F Dimethyl:2H(4): 1

2048 true 545 973.436 972.4301 1 -1.38 86.64 24.17 54.9 (M:54.9) 1 1 0 R.DYSNYQR.D Dimethyl: 1

2049 true 3010 973.5427 972.5361 1 -0.7 86.94 44.17 19.3 (M:19.3) 1 1 0 R.LLCMRPR.L Carbamidomethyl: 3; Dimethyl: 1

2050 true 600 973.5432 972.5467 1 -11.03 167.46 24.5 20.7 (M:20.7) 1 1 0 K.TVWLPAMK.A Dimethyl: 1

2051 false 624 973.5472 972.5314 1 8.71 192.03 22.83 17.9 (M:17.9) 1 2 0 -.MSAPSALVK.Q Acetyl: 1; Dimethyl: 9



2052 true 624 973.5472 972.5604 1 -21.07 231.51 22.83 20.7 (M:20.7) 1 1 1 K.TLKENANK.A Dimethyl: 1, 3

2053 true 2233 973.5486 972.5554 1 -14.47 128.93 32.17 30.6 (M:30.6) 1 1 0 K.CGDLVFAK.M

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8

2054 true 2501 973.5531 972.5539 1 -8.27 274.89 34.67 23.8 (M:23.8) 1 1 1 K.QLEMRLR.D Dimethyl: 1

2055 false 2501 973.5531 972.524 1 22.4 294.19 34.67 21.0 (M:21.0) 1 50 3 1 K.KLEAAEER.R Dimethyl: 1

2056 true 2258 973.5664 972.5426 1 16.97 159.91 33.67 20.6 (M:20.6) 1 1 0 K.NIELAVMR.R Dimethyl: 1

2057 true 1636 973.5754 972.5554 1 13.1 141.54 30.33 22.5 (M:22.5) 1 1 0 R.GCAVVEFK.M

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 8

2058 true 1569 974.507 973.4981 1 1.68 220.18 30 37.4 (M:37.4) 1 1 0 R.APNDFNLR.D Dimethyl: 1



2059 false 2202 974.5569 973.5379 1 12.05 111.28 35.33 15.9 (M:15.9) 1 4 1 R.LACKEAVR.Y Carbamidomethyl: 3; Dimethyl: 1

2060 false 589 974.5644 973.5556 1 1.56 174.01 25.83 23.2 (M:23.2) 4 3 1 K.ASLRESLAK.L

2061 true 589 974.5644 973.5597 1 -2.56 165.75 25.83 27.2 (M:27.2) 8 1 0 R.LFEERPK.G Dimethyl: 1, 7

2062 false 589 974.5644 973.5379 1 19.78 189.35 25.83 16.3 (M:16.3) 1 50 9 1 R.KSMQLSPR.G Dimethyl: 1

2063 true 2745 974.5695 973.5556 1 6.74 96.26 34.17 18.6 (M:18.6) 1 1 1 R.ELANSKTR.D Dimethyl: 1, 6

2064 false 3461 974.5723 973.5444 1 21.19 224.84 39.33 18.5 (M:18.5) 1 4 0 R.TPSNLTASK.L Dimethyl: 1, 9

2065 false 2015 974.5735 973.5597 1 6.77 142.92 42.17 16.4 (M:16.4) 1 2 1 K.DGPKFLNK.V Dimethyl: 1, 8



2066 false 3085 974.5762 973.563 1 6.01 525.23 39.17 16.0 (M:16.0) 4 7 0 K.ASLNLVAMK.R Dimethyl: 9

2067 false 2718 974.5764 973.5743 1 -5.28 153.66 36.67 18.6 (M:18.6) 1 3 1 K.QKIMSVIR.E

2068 true 1415 974.6012 973.5858 1 8.33 212.33 29.33 45.2 (M:45.2) 3 1 0 R.AQELAAAIR.D Dimethyl:2H(4): 1

2069 false 1415 974.6012 973.5994 1 -5.61 249.14 29.33 18.9 (M:18.9) 1 9 1 K.QMTKLGIK.A Dimethyl: 1, 4

2070 false 1415 974.6012 973.611 1 -17.48 211.32 29.33 24.6 (M:24.6) 1 3 0 R.AALQELLGK.G Dimethyl:2H(4): 1

2071 true 1295 974.6115 973.5858 1 18.86 165.07 29.17 42.1 (M:42.1) 2 1 0 R.NIVEAAAVR.D Dimethyl:2H(4): 1

2072 false 321 975.5163 974.5219 1 -13.24 128.7 24.67 18.8 (M:18.8) 1 3 0 R.DTMLQALR.F Dimethyl: 1



2073 true 321 975.5163 974.5033 1 5.86 156.04 24.67 35.9 (M:35.9) 1 1 0 K.LSEELSGGR.L Dimethyl: 1

2074 true 1393 975.5298 974.5259 1 -3.46 119.46 30 31.4 (M:31.4) 1 1 0 R.VMEHFIK.L Oxidation: 2; Dimethyl: 1, 7

2075 true 392 975.5316 974.5236 1 0.72 121.72 24.83 42.5 (M:42.5) 1 1 0 K.EIHQFNR.D Dimethyl:2H(4): 1

2076 true 2335 975.5478 974.5487 1 -8.38 111.47 32 23.0 (M:23.0) 1 1 0 K.HELIEFR.R Dimethyl:2H(4): 1

2077 false 1001 975.5489 974.5397 1 2.02 121.28 27.33 15.9 (M:15.9) 1 5 1 K.EGKTSLER.E Dimethyl: 1, 3

2078 true 1929 975.5607 974.5549 1 -1.55 148.19 32 32.1 (M:32.1) 1 1 0 R.VLFENAVR.K Dimethyl: 1

2079 true 3368 975.5675 974.5372 1 23.67 142.94 41 31.3 (M:31.3) 2 1 0 K.MFVGQIPR.S Dimethyl: 1



2080 true 1435 975.5854 974.5834 1 -5.47 181.58 30.5 15.6 (M:15.6) 1 1 1 R.VMEKGSIK.C Dimethyl: 1, 4, 8

2081 false 1062 975.5928 974.6025 1 -17.46 117.1 30.67 16.8 (M:16.8) 1 4 1 R.RLSAIFLR.L

2082 false 1062 975.5928 974.5834 1 2.11 166.66 30.67 15.5 (M:15.5) 1 5 0 K.VTNLLMLK.G Oxidation: 6; Dimethyl: 8

2083 true 1062 975.5928 974.5913 1 -5.95 137.04 30.67 31.6 (M:31.6) 1 1 1 K.NKEIFLR.E Dimethyl: 1, 2

2084 false 742 975.5986 974.5811 1 10.49 64.87 28.33 20.0 (M:20.0) 1 2 0 R.NAALSAQLR.Q Dimethyl:2H(4): 1

2085 true 1880 975.604 974.6062 1 -9.79 189.01 31.33 49.0 (M:49.0) 1 1 0 R.ITQLELAR.Q Dimethyl:2H(4): 1

2086 false 1880 975.604 974.5811 1 15.99 205.41 31.33 18.0 (M:18.0) 1 8 1 R.LESRVSPR.T Dimethyl:2H(4): 1



2087 true 1057 976.4881 975.4774 1 3.53 65.76 28 27.9 (M:27.9) 1 1 0 K.SHDSLSFR.D Dimethyl: 1

2088 true 1966 976.5438 975.5423 1 -5.87 374.53 31.5 29.3 (M:29.3) 1 1 1 R.CVEAVSKK.T Carbamidomethyl: 1; Dimethyl: 7, 8

2089 false 1966 976.5438 975.5287 1 8.04 230.69 31.5 17.0 (M:17.0) 1 8 0 K.QEAADAALR.V Dimethyl:2H(4): 1

2090 true 1680 976.5528 975.5502 1 -4.72 107.99 31.83 24.1 (M:24.1) 2 1 0 R.NAFVTGIAR.Y Dimethyl: 1

2091 true 122 976.5618 975.5502 1 4.48 77.5 22.67 19.0 (M:19.0) 1 1 0 K.LSDLHAHK.L Dimethyl: 1, 8

2092 false 1729 976.5712 975.5423 1 22.11 205.15 32.17 22.4 (M:22.4) 1 2 1 K.CLATEKVK.Y Carbamidomethyl: 1; Dimethyl: 8

2093 false 2594 976.5785 975.5651 1 6.29 166.46 39.67 25.3 (M:25.3) 2 3 1 K.QIERENK.A Dimethyl:2H(4): 1; Dimethyl: 7



2094 false 2282 976.5795 975.5502 1 22.56 190.64 32.83 18.7 (M:18.7) 1 6 1 R.AKVEFNIR.K

2095 false 2282 976.5795 975.5651 1 7.27 175.59 32.83 18.7 (M:18.7) 2 7 0 R.AAIEGQTVR.D Dimethyl:2H(4): 1

2096 true 800 976.5799 975.5651 1 7.67 166.73 27.33 57.2 (M:57.2) 1 1 0 K.NLQVSEVR.I Dimethyl:2H(4): 1

2097 false 800 976.5799 975.5763 1 -3.83 170.32 27.33 23.8 (M:23.8) 1 7 1 K.LELNSGRR.Y Dimethyl:2H(4): 1

2098 false 800 976.5799 975.5804 1 -7.95 382.1 27.33 27.4 (M:27.4) 1 5 0 R.LGVNVTWR.A Dimethyl:2H(4): 1

2099 false 2640 976.5839 975.5552 1 21.92 149.79 41 18.6 (M:18.6) 1 4 1 R.AGDRWLAR.G Dimethyl:2H(4): 1

2100 false 2640 976.5839 975.5539 1 23.29 267.15 41 25.5 (M:25.5) 1 2 0 R.AVTPSNEAK.D Dimethyl:2H(4): 1; Dimethyl: 9



2101 false 2408 976.584 975.5539 1 23.41 176.05 33.33 17.5 (M:17.5) 1 9 0 R.QAAEVAAEK.S Dimethyl:2H(4): 1; Dimethyl: 9

2102 false 835 976.5854 975.5753 1 2.91 197.16 26.83 16.8 (M:16.8) 1 2 1 R.LFVEKER.D Dimethyl: 1, 5

2103 true 2673 976.5871 975.5804 1 -0.55 172.52 42 70.6 (M:70.6) 25 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1

2104 false 2670 976.5886 975.5654 1 16.32 176.49 42 17.3 (M:17.3) 2 10 1 R.LQWFAKR.C Dimethyl: 6

2105 false 2632 976.5901 975.5903 1 -7.61 177.26 33.5 22.1 (M:22.1) 12 2 0 R.ALTSSGVPGK.A Dimethyl:2H(4): 1; Dimethyl: 10

2106 false 1425 976.5939 975.5837 1 3 94.18 29.17 15.1 (M:15.1) 1 2 1 K.TPMKKPAR.E Dimethyl:2H(4): 4; Oxidation: 3

2107 true 3108 976.607 975.6055 1 -5.91 172.15 38.67 33.0 (M:33.0) 2 1 0 R.ALEIVPFR.V Dimethyl:2H(4): 1



2108 true 546 977.4594 976.4552 1 -3.18 65.09 24.17 40.6 (M:40.6) 1 1 0 R.DYSNYQR.D Dimethyl:2H(4): 1

2109 true 1268 977.5169 976.5086 1 1.09 263.76 29.5 20.8 (M:20.8) 1 1 0 -.MSVAVCLK.R

Carbamidomethyl: 6; Acetyl: 1; 

Dimethyl: 8

2110 true 2188 977.5189 976.5131 1 -1.48 201.72 32.83 42.4 (M:42.4) 1 1 0 K.HETFFIR.C Dimethyl: 1

2111 false 2459 977.5724 976.579 1 -14.19 219.76 34.67 22.1 (M:22.1) 2 4 1 K.QLEMRLR.D Dimethyl:2H(4): 1

2112 true 2459 977.5724 976.5743 1 -9.37 272.66 34.67 24.3 (M:24.3) 1 1 1 K.AAKEDIDK.A Dimethyl:2H(4): 1; Dimethyl: 3, 8

2113 false 2459 977.5724 976.5491 1 16.35 260.96 34.67 22.1 (M:22.1) 2 70.39 4 1 K.KLEAAEER.R Dimethyl:2H(4): 1

2114 true 1567 977.592 976.5833 1 1.4 201.42 29.83 32.3 (M:32.3) 2 1 0 K.QFSQYIK.N Dimethyl:2H(4): 1, 7



2115 true 3031 977.6005 976.5957 1 -2.59 184 38.17 15.1 (M:15.1) 1 1 1 K.ELFSKAVK.H Dimethyl: 5, 8

2116 true 1368 978.4896 977.4674 1 15.19 229.43 28 16.7 (M:16.7) 1 1 0 R.MSNMPNIK.K Oxidation: 4; Dimethyl: 8

2117 false 1570 978.5346 977.5294 1 -2.13 328.81 30 24.3 (M:24.3) 1 3 1 R.GTRDNFLK.T Dimethyl: 8

2118 true 1570 978.5346 977.5232 1 4.2 338.82 30 36.5 (M:36.5) 1 1 0 R.APNDFNLR.D Dimethyl:2H(4): 1

2119 true 1035 978.5415 977.5182 1 16.39 195.82 30.33 46.7 (M:46.7) 2 1 0 K.TVFDEAIR.A Dimethyl: 1

2120 true 2136 978.5572 977.5433 1 6.73 72.95 35.5 41.1 (M:41.1) 1 1 0 R.GFSLEELK.L Dimethyl: 1, 8

2121 false 2136 978.5572 977.5583 1 -8.54 96.16 35.5 25.6 (M:25.6) 1 65.79 4 1 K.KVEEEEK.L Dimethyl:2H(4): 1; Dimethyl: 1, 7



2122 true 699 978.592 977.5797 1 5.09 220.71 26 16.7 (M:16.7) 1 1 1 R.TIEKFEK.E Dimethyl: 1, 4, 7

2123 false 2434 978.6059 977.5742 1 24.91 200.35 34.17 22.6 (M:22.6) 1 2 1 R.QRLMQVR.E Dimethyl:2H(4): 1; Oxidation: 4

2124 false 2434 978.6059 977.5848 1 14.13 209.03 34.17 18.0 (M:18.0) 1 8 1 K.DGPKFLNK.V Dimethyl:2H(4): 1; Dimethyl: 8

2125 false 2434 978.6059 977.5848 1 14.13 266.56 34.17 15.9 (M:15.9) 1 10 0 K.LAVNFGTPK.S Dimethyl:2H(4): 1

2126 false 2434 978.6059 977.6113 1 -12.94 150.81 34.17 22.6 (M:22.6) 1 2 1 K.HFIFKVR.V Dimethyl:2H(4): 1

2127 false 2434 978.6059 977.5782 1 20.8 193.24 34.17 20.6 (M:20.6) 1 6 1 M.LNMWKVR.E Dimethyl:2H(4): 1

2128 true 586 979.4634 978.4771 1 -21.33 83.08 25.67 20.3 (M:20.3) 1 1 0 K.DGEAIGAYR.C Dimethyl: 1



2129 true 322 979.5398 978.5284 1 4.2 161.03 24.67 64.8 (M:64.8) 1 1 0 K.LSEELSGGR.L Dimethyl:2H(4): 1

2130 false 1296 979.5435 978.5134 1 23.27 198.94 29.17 16.9 (M:16.9) 1 5 0 K.TTAAFQQGK.I Dimethyl: 9

2131 false 1296 979.5435 978.5134 1 23.27 181.62 29.17 18.4 (M:18.4) 1 3 0 K.GSEGYLVVR.L

2132 true 3335 979.5832 978.5623 1 13.9 145.27 41 31.6 (M:31.6) 2 1 0 K.MFVGQIPR.S Dimethyl:2H(4): 1

2133 true 1595 980.4781 979.4723 1 -1.47 132.12 28.83 73.2 (M:73.2) 1 1 0 R.NSLDSFGGR.N Dimethyl: 1

2134 false 1595 980.4781 979.4723 1 -1.47 136.23 28.83 20.3 (M:20.3) 1 4 0 R.HPSNSDPVK.A

2135 false 639 980.5562 979.5563 1 -7.57 148.52 26.17 20.1 (M:20.1) 1 2 0 R.TNLQHAIR.R Dimethyl: 1



2136 false 639 980.5562 979.5674 1 -18.88 305.93 26.17 15.7 (M:15.7) 1 50 6 1 R.CVEAVSKK.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 8; Dimethyl: 1

2137 true 26 980.565 979.5575 1 0.17 176.88 20.33 31.9 (M:31.9) 1 1 1 K.FMREPIR.I Dimethyl:2H(4): 1

2138 true 2164 980.5686 979.5401 1 21.63 165.02 33 29.5 (M:29.5) 3 1 1 K.MKGDYFR.Y Dimethyl:2H(4): 1, 2

2139 true 1587 980.5697 979.5674 1 -5.1 194.82 29.17 23.9 (M:23.9) 2 55.05 1 1 R.CVEAVSKK.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 7; Dimethyl: 8

2140 true 1730 980.5708 979.5753 1 -11.93 99.66 31.83 31.6 (M:31.6) 2 1 0 R.NAFVTGIAR.Y Dimethyl:2H(4): 1

2141 true 1657 980.5882 979.5815 1 -0.56 201.95 31.17 24.1 (M:24.1) 1 1 0 K.ALTHLELR.R Dimethyl: 1

2142 false 1073 980.5947 979.5674 1 20.41 193.08 29 18.3 (M:18.3) 1 4 1 R.IRMEDIK.K

Dimethyl:2H(4): 7; Oxidation: 3; 

Dimethyl: 1



2143 false 1073 980.5947 979.5926 1 -5.24 184.23 29 16.6 (M:16.6) 1 5 1 K.LKMEDIK.E

Dimethyl:2H(4): 7; Oxidation: 3; 

Dimethyl: 1, 2

2144 true 1073 980.5947 979.5942 1 -6.94 203.46 29 32.8 (M:32.8) 1 1 0 K.QHYIDLK.D Dimethyl:2H(4): 1, 7

2145 false 1073 980.5947 979.5743 1 13.43 156.64 29 25.6 (M:25.6) 1 2 0 R.IFEPPPPK.K Dimethyl: 1, 8

2146 true 2756 980.6092 979.6004 1 1.56 167.97 37.67 39.1 (M:39.1) 1 1 0 R.SLIPSYIR.D Dimethyl:2H(4): 1

2147 false 1499 981.4949 980.4862 1 1.5 103.35 28.33 15.3 (M:15.3) 1 2 1 K.ACRYLDR.W Carbamidomethyl: 2; Dimethyl: 1

2148 true 1660 981.5024 980.4967 1 -1.61 160.09 31.33 22.4 (M:22.4) 1 1 0 K.IEYEPFR.K Dimethyl: 1

2149 false 1660 981.5024 980.5147 1 -19.92 326.76 31.33 18.3 (M:18.3) 1 66.87 4 1 K.RMATSIMK.S Oxidation: 2; Dimethyl: 8



2150 true 2189 981.5455 980.5382 1 0.04 200.64 32.83 43.8 (M:43.8) 1 1 0 K.HETFFIR.C Dimethyl:2H(4): 1

2151 true 831 981.5499 980.5403 1 2.32 131.54 26.67 35.1 (M:35.1) 1 1 0 R.GEHTLQLR.A Dimethyl: 1

2152 false 203 981.5671 980.5403 1 19.85 165.62 24.33 20.7 (M:20.7) 1 2 0 K.HLITADQR.E Dimethyl: 1

2153 true 738 981.5732 980.5705 1 -4.71 116.75 25.17 16.1 (M:16.1) 1 1 1 K.LRDYQVR.G Dimethyl:2H(4): 1

2154 true 362 981.5801 980.5655 1 7.51 125.76 24.33 42.2 (M:42.2) 1 1 0 K.IEISQHAK.Y Dimethyl: 1, 8

2155 false 1228 982.5556 981.5433 1 5.15 221.06 30.33 21.4 (M:21.4) 1 4 0 R.AELGEYIR.R Dimethyl:2H(4): 1

2156 true 1228 982.5556 981.5433 1 5.15 245.37 30.33 48.6 (M:48.6) 2 1 0 K.TVFDEAIR.A Dimethyl:2H(4): 1



2157 true 429 982.5566 981.5317 1 17.93 234.05 21.83 15.9 (M:15.9) 1 1 1 R.MYTDLRK.E Dimethyl: 1, 7

2158 false 487 982.5748 981.5433 1 24.64 123.53 25 19.4 (M:19.4) 1 2 0 R.DYLEAAIR.T Dimethyl:2H(4): 1

2159 true 2143 983.5229 982.5208 1 -5.22 192.96 32.33 32.5 (M:32.5) 1 1 0 K.ICDFGLAR.V

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

2160 true 1867 983.5289 982.5191 1 2.56 171.9 34 16.6 (M:16.6) 1 1 1 R.MSSKAMLK.V Oxidation: 1, 6; Dimethyl: 4, 8

2161 true 254 983.5346 982.5196 1 7.85 180.83 24.67 18.2 (M:18.2) 1 1 0 K.DVPNNQLR.H Dimethyl: 1

2162 false 2434 983.5564 982.5488 1 0.37 217.9 33.67 16.5 (M:16.5) 1 2 0 K.YVIYIER.V Dimethyl: 1

2163 true 1596 984.5025 983.4974 1 -2.25 87.67 28.83 65.2 (M:65.2) 1 1 0 R.NSLDSFGGR.N Dimethyl:2H(4): 1



2164 true 1172 984.516 983.5076 1 1.11 151.13 29 56.6 (M:56.6) 2 1 0 R.NNFSVGYK.T Dimethyl: 1, 8

2165 true 625 984.553 983.5539 1 -8.33 359.8 22.67 19.4 (M:19.4) 1 1 0 K.EDEVPVLK.D Dimethyl: 1, 8

2166 true 333 984.5783 983.5903 1 -19.58 220.86 25 17.8 (M:17.8) 1 1 0 K.VLTPEELK.A Dimethyl: 1, 8

2167 false 640 984.5802 983.5814 1 -8.63 119.97 26.17 15.1 (M:15.1) 1 3 0 R.TNLQHAIR.R Dimethyl:2H(4): 1

2168 true 431 984.5803 983.5764 1 -3.43 118.08 25.17 25.0 (M:25.0) 1 1 0

M.AAAVVGVSLR.

R Acetyl: 1

2169 true 1483 984.5859 983.6015 1 -23.26 130.68 30.83 34.0 (M:34.0) 2 1 0 R.NIPVITGSK.D Dimethyl: 1, 9

2170 false 488 984.5881 983.5764 1 4.5 183.68 25.17 19.5 (M:19.5) 2 2 0 K.NIVVVEGVR.I



2171 false 2340 984.6085 983.5925 1 8.85 88.6 37.33 19.4 (M:19.4) 1 50 2 1 K.DVMANVKK.M Dimethyl:2H(4): 1, 8; Oxidation: 3

2172 true 1658 984.6115 983.6066 1 -2.41 216.04 31.17 31.2 (M:31.2) 1 1 0 K.ALTHLELR.R Dimethyl:2H(4): 1

2173 false 1360 985.4493 984.4558 1 -13.98 140.69 29.67 16.0 (M:16.0) 1 3 0 K.NEMQEMK.L

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 7

2174 true 1360 985.4493 984.4553 1 -13.42 149.23 29.67 27.1 (M:27.1) 1 1 0 R.EYVDFER.E Dimethyl: 1

2175 true 1661 985.5218 984.5218 1 -7.46 171.51 31.33 18.9 (M:18.9) 1 1 0 K.IEYEPFR.K Dimethyl:2H(4): 1

2176 false 2783 985.5324 984.5187 1 6.58 180.6 37.33 18.3 (M:18.3) 1 3 0 K.QMAFMLGR.H Dimethyl:2H(4): 1

2177 true 461 985.5336 984.524 1 2.37 103.94 25.5 20.6 (M:20.6) 1 1 0 K.GAPESVIER.C Dimethyl: 1



2178 false 833 985.5677 984.5604 1 -0.02 106.6 26.67 18.7 (M:18.7) 1 3 0 R.GALLDIDLR.R

2179 true 833 985.5677 984.5654 1 -5.14 101.08 26.67 24.8 (M:24.8) 1 1 0 R.GEHTLQLR.A Dimethyl:2H(4): 1

2180 false 1532 985.5758 984.5539 1 14.84 128.17 30.17 16.0 (M:16.0) 1 9 1 K.KVVNCLPR.V Carbamidomethyl: 5

2181 true 1532 985.5758 984.5604 1 8.21 135.1 30.17 46.1 (M:46.1) 1 1 0 R.TIGISVDPR.R Dimethyl: 1

2182 false 1532 985.5758 984.5855 1 -17.31 171.08 30.17 18.6 (M:18.6) 1 3 0 R.TIVSIGDPK.K Dimethyl: 1, 9

2183 true 2367 985.5763 984.5757 1 -6.68 86.61 32.83 15.9 (M:15.9) 1 1 0 K.LQPPVTFR.L Dimethyl: 1

2184 true 308 985.5815 984.5654 1 8.88 159.42 24.33 22.1 (M:22.1) 1 1 0 K.HLITADQR.E Dimethyl:2H(4): 1



2185 false 89 985.5848 984.5906 1 -13.24 113 22.17 22.4 (M:22.4) 1 2 0 R.ILNHSVDK.K Dimethyl:2H(4): 1; Dimethyl: 8

2186 false 588 986.5044 985.5193 1 -22.42 126.27 25.83 19.6 (M:19.6) 1 2 0 K.IDNLDVNR.C Dimethyl: 1

2187 true 2720 986.5271 985.4993 1 20.75 112.93 37.83 24.6 (M:24.6) 1 1 0 R.DCIPFFR.S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

2188 true 1771 986.5308 985.5168 1 6.85 135.57 30.67 20.6 (M:20.6) 1 1 0 K.HMLPTGFR.K Dimethyl: 1

2189 true 1098 986.5389 985.5444 1 -13.01 118.11 28.33 41.6 (M:41.6) 1 1 0 K.LVLEEAER.S Dimethyl: 1

2190 true 954 986.563 985.5556 1 0.11 194.99 27.17 31.1 (M:31.1) 1 1 0 K.AQAILEASR.S Dimethyl: 1

2191 false 394 986.5644 985.5556 1 1.5 154.57 25.17 18.7 (M:18.7) 1 8 0 K.QQEIVVSR.G Dimethyl: 1



2192 false 541 986.5669 985.5556 1 4.03 357.47 25.5 22.5 (M:22.5) 1 5 0 K.IQTVSSPAR.D Dimethyl: 1

2193 true 541 986.5669 985.5556 1 4.03 181.69 25.5 43.4 (M:43.4) 1 1 0 R.VQSVEQIR.E Dimethyl: 1

2194 true 1602 986.5687 985.5597 1 1.76 161.9 30.83 42.2 (M:42.2) 1 1 0 R.AFDVTHLK.R Dimethyl: 1, 8

2195 false 2394 986.5765 985.5808 1 -11.77 192.01 34 19.1 (M:19.1) 1 2 0 K.LSQEQLIK.L Dimethyl: 8

2196 false 664 986.5977 985.592 1 -1.62 228.44 23 24.0 (M:24.0) 2 2 1 R.ILSGGREVK.K Dimethyl: 9

2197 false 363 986.6007 985.5808 1 12.79 209.87 24.5 23.4 (M:23.4) 2 50 2 1 R.KDVDAAAIK.V Dimethyl: 1, 9

2198 false 363 986.6007 985.592 1 1.4 198.1 24.5 23.4 (M:23.4) 3 50 2 1 M.KLTDNVLR.S Dimethyl: 1



2199 true 2137 986.6075 985.5936 1 6.8 72.31 35.67 46.4 (M:46.4) 1 1 0 R.GFSLEELK.L Dimethyl:2H(4): 1, 8

2200 false 2137 986.6075 985.6085 1 -8.34 91.26 35.67 28.9 (M:28.9) 1 2 1 K.KVEEEEK.L Dimethyl:2H(4): 1, 1, 7

2201 false 2137 986.6075 985.611 1 -10.86 42.5 35.67 19.8 (M:19.8) 1 5 0 K.GAVLPQEIK.L Dimethyl:2H(4): 9

2202 false 2137 986.6075 985.5899 1 10.55 79.34 35.67 20.2 (M:20.2) 1 3 1 R.RYAFELK.T Dimethyl:2H(4): 7; Dimethyl: 1

2203 true 995 987.4202 986.4345 1 -21.86 181.26 27.67 23.9 (M:23.9) 1 1 0 K.SEEEYFR.I Dimethyl: 1

2204 true 839 987.492 986.5033 1 -18.76 180.76 26.83 44.9 (M:44.9) 1 1 0 R.ALELENDR.L Dimethyl: 1

2205 true 1881 987.5215 986.5219 1 -7.81 278.04 31.5 38.4 (M:38.4) 4 1 0 K.GLMPDGTIR.F Dimethyl: 1



2206 false 1613 987.5269 986.5145 1 5.16 58.73 30.67 16.0 (M:16.0) 1 3 1 M.ADREEALR.E Dimethyl: 1

2207 false 2732 987.5337 986.5331 1 -6.77 247.78 35 21.9 (M:21.9) 1 2 1 -.MAANRNLK.Q Acetyl: 1; Dimethyl: 8

2208 true 2732 987.5337 986.5107 1 15.98 298.03 35 25.5 (M:25.5) 1 1 0 -.MAPAASELK.L Acetyl: 1; Dimethyl: 9

2209 false 2185 987.539 986.5509 1 -19.38 219.49 31.17 15.6 (M:15.6) 1 2 1 M.AQSGRASLK.E Acetyl: 1; Dimethyl: 9

2210 true 541 987.5431 986.5447 1 -9.01 89.55 25.17 23.7 (M:23.7) 1 1 0 R.DSHITNLR.G Dimethyl:2H(4): 1

2211 false 541 987.5431 986.5397 1 -3.9 129.43 25.17 18.0 (M:18.0) 1 3 1 K.EDVLEKAR.E Dimethyl: 1

2212 false 2830 987.5547 986.5509 1 -3.54 169.03 36.5 16.4 (M:16.4) 1 2 1 K.VTEGERLR.V Dimethyl: 1



2213 true 741 987.5562 986.5447 1 4.26 107.15 24.83 26.2 (M:26.2) 1 1 0 K.DVPNNQLR.H Dimethyl:2H(4): 1

2214 true 255 987.5591 986.5509 1 0.94 257.47 24.67 16.2 (M:16.2) 2 1 1 K.AAAESNLKR.V Dimethyl: 8

2215 false 2368 987.5616 986.5442 1 10.26 202.71 33.5 20.7 (M:20.7) 2 2 1 R.MSSKAMLK.V

Dimethyl:2H(4): 4; Oxidation: 1, 6; 

Dimethyl: 8

2216 false 586 987.5637 986.5549 1 1.5 229.72 22.67 18.0 (M:18.0) 1 2 1 R.DKYGPPVR.T Dimethyl: 1, 2

2217 true 1720 987.5664 986.5583 1 0.81 188.68 30.5 19.1 (M:19.1) 2 1 0

R.VNLGMNVGK.

A Dimethyl: 1, 9

2218 true 2176 987.5748 986.5583 1 9.35 123.26 33.5 23.9 (M:23.9) 1 1 0 K.MLVVGGLDR.V Dimethyl: 1

2219 false 623 987.5821 986.576 1 -1.26 192.17 25.83 15.5 (M:15.5) 1 9 1 R.KSAPSTGGVK.K Dimethyl: 1, 10



2220 false 400 988.5455 987.5172 1 21.36 420.69 24.83 16.7 (M:16.7) 1 4 1 R.AKMAAAEPR.V Oxidation: 3; Dimethyl: 2

2221 false 1117 988.5478 987.5349 1 5.65 277.95 28 16.1 (M:16.1) 1 50 3 1 K.KLGGEAETR.L Dimethyl: 1

2222 true 1117 988.5478 987.5178 1 22.96 234.8 28 37.8 (M:37.8) 1 1 0 K.HFFQPEK.N Dimethyl: 1, 7

2223 false 330 988.5479 987.5349 1 5.81 198.35 25.33 18.6 (M:18.6) 1 2 0 R.VTDALNATR.A Dimethyl: 1

2224 false 330 988.5479 987.5535 1 -13.03 220.08 25.33 17.7 (M:17.7) 1 4 1 R.DQAMKALR.A Dimethyl: 1, 5

2225 true 2775 988.549 987.5327 1 9.11 136.07 34.17 31.1 (M:31.1) 1 1 0 R.DYYINIR.K Dimethyl:2H(4): 1

2226 true 2322 988.5497 987.543 1 -0.51 231.72 35.5 45.7 (M:45.7) 3 1 0 R.YLNFFTK.A Dimethyl: 1, 7



2227 true 2005 988.5509 987.5389 1 4.77 189.94 34.33 57.6 (M:57.6) 1 1 0 K.ALIPDEFR.I Dimethyl: 1

2228 true 993 988.594 987.5866 1 0.2 113.03 27.83 17.4 (M:17.4) 1 1 0 R.IHPEPVIR.F Dimethyl: 1

2229 true 1816 988.5976 987.5691 1 21.47 143.95 31.83 16.9 (M:16.9) 1 1 1 R.FEKYLTR.L Dimethyl:2H(4): 3

2230 false 432 988.6021 987.5964 1 -1.63 242.82 25 21.9 (M:21.9) 1 3 1 K.SSLVASKLAG.- Dimethyl: 1, 7

2231 false 1456 988.6039 987.6167 1 -20.39 177.57 29.33 17.6 (M:17.6) 1 4 1 K.AARAAFPPK.T Dimethyl:2H(4): 1; Dimethyl: 9

2232 false 1456 988.6039 987.6015 1 -4.95 193.75 29.33 17.1 (M:17.1) 1 7 0 R.VLIDNINR.R Dimethyl:2H(4): 1

2233 false 1456 988.6039 987.5899 1 6.74 208.71 29.33 15.6 (M:15.6) 1 8 1 K.AAAMLLKAR.L Oxidation: 4; Dimethyl: 1



2234 true 3336 988.6098 987.5866 1 16.2 137.52 40.83 29.2 (M:29.2) 2 1 0 K.QVIIQGFR.S Dimethyl: 1

2235 true 1181 989.5004 988.4804 1 12.85 86 29.67 39.4 (M:39.4) 1 1 0 R.EYVDFER.E Dimethyl:2H(4): 1

2236 false 454 989.515 988.5131 1 -5.4 198.26 26.17 18.0 (M:18.0) 1 2 0 R.YPNGHFVK.N Dimethyl: 8

2237 true 708 989.5165 988.5198 1 -10.69 199.96 26 17.4 (M:17.4) 1 1 0 -.MLSMAGPVR.R Dimethyl: 1

2238 true 564 989.5186 988.509 1 2.3 197.89 26 35.8 (M:35.8) 2 1 0 R.NTNPNFVR.C Dimethyl: 1

2239 true 564 989.5186 988.509 1 2.3 197.89 26 35.8 (M:35.8) 2 1 0 R.NTNPNFVR.C Dimethyl: 1

2240 true 883 989.5318 988.5012 1 23.57 187.05 27.33 16.8 (M:16.8) 1 1 0 R.AEAIELCR.A Carbamidomethyl: 7; Dimethyl: 1



2241 true 227 989.5525 988.5376 1 7.73 219.95 24 28.3 (M:28.3) 1 1 1 R.IGKEEAMR.W Dimethyl: 1, 3

2242 true 739 989.5734 988.5867 1 -20.84 202.38 26.33 15.4 (M:15.4) 1 1 1 K.QYSPKMK.R

Dimethyl:2H(4): 1, 5; Oxidation: 6; 

Dimethyl: 7

2243 false 3702 989.5811 988.5818 1 -8.09 230.15 40.83 15.8 (M:15.8) 1 3 1 R.NNGKFLIR.E Dimethyl: 1

2244 false 1533 989.6008 988.6107 1 -17.29 184.97 30.17 17.3 (M:17.3) 1 2 0 R.TIVSIGDPK.K Dimethyl:2H(4): 1; Dimethyl: 9

2245 true 1533 989.6008 988.5855 1 8.12 188.55 30.17 30.7 (M:30.7) 1 1 0 R.TIGISVDPR.R Dimethyl:2H(4): 1

2246 false 1533 989.6008 988.5743 1 19.47 222.27 30.17 16.6 (M:16.6) 1 3 0 K.IPATTPETK.A Dimethyl:2H(4): 1

2247 true 3048 989.605 988.5743 1 23.72 263.09 39 15.4 (M:15.4) 1 1 1 K.EDKLAPEK.G Dimethyl:2H(4): 3; Dimethyl: 8



2248 false 462 990.4479 989.46 1 -19.55 195.14 25.33 15.8 (M:15.8) 1 2 0 R.QMADNVER.D Dimethyl: 1

2249 true 1333 990.5229 989.5328 1 -17.32 167.38 28.67 15.2 (M:15.2) 1 1 1 R.KSMQLSPR.G Oxidation: 3; Dimethyl: 1

2250 true 2037 990.5261 989.515 1 3.81 156.52 31.5 32.6 (M:32.6) 3 1 0 R.MMNGIQLR.G Dimethyl: 1

2251 true 635 990.5304 989.5294 1 -6.41 111.78 26.17 20.2 (M:20.2) 1 1 0 R.NYVTPVNR.N Dimethyl: 1

2252 true 1772 990.5504 989.5419 1 1.3 167.01 30.67 29.2 (M:29.2) 1 1 0 K.HMLPTGFR.K Dimethyl:2H(4): 1

2253 true 2341 990.5677 989.558 1 2.52 139.32 33.17 23.1 (M:23.1) 1 1 0 K.TTLVIMER.L Dimethyl: 1

2254 false 542 990.5797 989.5808 1 -8.37 202.52 25.5 19.8 (M:19.8) 1 3 0 K.IQTVSSPAR.D Dimethyl:2H(4): 1



2255 true 542 990.5797 989.5808 1 -8.37 186.43 25.5 41.8 (M:41.8) 1 1 0 R.VQSVEQIR.E Dimethyl:2H(4): 1

2256 true 2181 990.5802 989.5797 1 -6.9 196.04 36.5 67.2 (M:67.2) 1 1 0 R.GLFIIDEK.G Dimethyl: 1, 8

2257 false 915 990.5857 989.5546 1 24.02 144.98 27.17 16.5 (M:16.5) 1 5 0 K.DAQLFIQK.R Dimethyl: 8

2258 false 915 990.5857 989.5808 1 -2.4 132.07 27.17 19.7 (M:19.7) 1 2 0 K.INAVVETGR.R Dimethyl:2H(4): 1

2259 true 915 990.5857 989.5808 1 -2.4 173.24 27.17 35.7 (M:35.7) 1 1 0 K.AQAILEASR.S Dimethyl:2H(4): 1

2260 true 2748 990.5969 989.591 1 -1.35 153.22 35.17 55.7 (M:55.7) 3 1 0 K.SGVGNIFIK.N Dimethyl: 1, 9

2261 false 2748 990.5969 989.5808 1 8.96 98.33 35.17 20.4 (M:20.4) 3 2 1 K.DTAPKASLR.L Dimethyl:2H(4): 5



2262 false 2748 990.5969 989.5658 1 24.04 168.81 35.17 16.3 (M:16.3) 1 10 1 K.VDGRAGLFK.G Dimethyl: 9

2263 false 2264 990.597 989.591 1 -1.23 91.15 35.5 15.3 (M:15.3) 1 2 1 K.LSAKFGSKP.- Dimethyl: 1, 4

2264 true 1368 990.608 989.591 1 9.85 176.86 29.17 16.2 (M:16.2) 1 1 1 K.ILEEFRK.T Dimethyl: 1, 7

2265 true 603 990.6139 989.6171 1 -10.62 117.31 24.5 17.9 (M:17.9) 1 1 1 R.ILSGGREVK.K Dimethyl:2H(4): 1

2266 true 444 990.6183 989.6171 1 -6.16 176.79 25.17 18.5 (M:18.5) 1 50 1 1 M.KLTDNVLR.S Dimethyl:2H(4): 1

2267 true 996 991.4459 990.4596 1 -21.14 152.62 27.67 30.2 (M:30.2) 1 1 0 K.SEEEYFR.I Dimethyl:2H(4): 1

2268 true 1475 991.4741 990.4771 1 -10.32 104.98 30.33 15.4 (M:15.4) 1 1 0 K.TGTDEWVR.V Dimethyl: 1



2269 true 1342 991.4803 990.4811 1 -8.15 130.2 27.33 45.8 (M:45.8) 1 1 0 R.HYEDFPK.L Dimethyl: 1, 7

2270 false 840 991.5151 990.487 1 21.08 251.14 26.83 17.8 (M:17.8) 1 3 1 K.SEEAEKDK.E Dimethyl: 6, 8

2271 true 840 991.5151 990.5284 1 -20.7 185.48 26.83 42.2 (M:42.2) 1 1 0 R.ALELENDR.L Dimethyl:2H(4): 1

2272 true 470 991.5309 990.5247 1 -1.1 53.59 25.5 24.6 (M:24.6) 1 1 0 K.QDHPTLPR.A Dimethyl: 1

2273 true 1575 991.5524 990.547 1 -1.9 136.67 30.67 38.8 (M:38.8) 4 1 0 K.GLMPDGTIR.F Dimethyl:2H(4): 1

2274 false 1588 991.5548 990.551 1 -3.59 392.7 31 16.6 (M:16.6) 1 2 0 -.MAPWLPTK.E Dimethyl:2H(4): 8; Oxidation: 1

2275 true 2177 991.5992 990.5834 1 8.61 129.36 33.5 28.3 (M:28.3) 1 1 0 K.MLVVGGLDR.V Dimethyl:2H(4): 1



2276 false 1597 992.4631 991.4393 1 16.63 123.79 28.83 16.3 (M:16.3) 1 2 1

R.KMDGTPDGR.

G Oxidation: 2

2277 true 861 992.5276 991.5239 1 -3.65 184.1 25.83 37.9 (M:37.9) 2 1 0 K.YIQHTFR.K Dimethyl: 1

2278 true 2229 992.5382 991.5273 1 3.61 173.42 32.17 36.4 (M:36.4) 2 1 0 K.FGNICVVR.L Carbamidomethyl: 5; Dimethyl: 1

2279 false 2229 992.5382 991.5273 1 3.61 138.11 32.17 21.8 (M:21.8) 2 2 0 K.FNAILCAR.S Carbamidomethyl: 6; Dimethyl: 1

2280 true 2229 992.5382 991.5273 1 3.61 173.42 32.17 36.4 (M:36.4) 2 1 0 K.FGNICVVR.L Carbamidomethyl: 5; Dimethyl: 1

2281 true 916 992.5444 991.5429 1 -5.86 257.75 27 17.6 (M:17.6) 1 53.79 1 0 K.HFFQPEK.N Dimethyl:2H(4): 1; Dimethyl: 7

2282 true 775 992.5571 991.5578 1 -8.07 172.54 29.17 56.1 (M:56.1) 1 1 0 R.NNFSVGYK.T Dimethyl:2H(4): 1, 8



2283 false 775 992.5571 991.5338 1 16.11 212.53 29.17 20.8 (M:20.8) 1 2 0 K.LAVDSVFNK.F

2284 true 2987 992.5649 991.5491 1 8.55 215.11 39.33 47.1 (M:47.1) 1 1 0 K.FLIDGFPR.N Dimethyl: 1

2285 false 396 992.5706 991.56 1 3.37 183.41 25.33 16.4 (M:16.4) 1 3 0 R.VTDALNATR.A Dimethyl:2H(4): 1

2286 false 2007 992.5743 991.5702 1 -3.27 230.07 34.33 20.1 (M:20.1) 1 4 1 R.NKVISEFK.K Dimethyl: 8

2287 false 2007 992.5743 991.5852 1 -18.32 254.26 34.33 24.7 (M:24.7) 1 3 1 R.SEIDNVKK.Q Dimethyl:2H(4): 7; Dimethyl: 8

2288 true 2007 992.5743 991.564 1 2.97 225.87 34.33 60.8 (M:60.8) 1 1 0 K.ALIPDEFR.I Dimethyl:2H(4): 1

2289 true 2235 992.5777 991.5652 1 5.27 205.48 33.33 23.2 (M:23.2) 2 1 0 K.VFMQEFK.E Dimethyl:2H(4): 1, 7



2290 true 994 992.6168 991.6117 1 -2.12 120.61 27.67 21.7 (M:21.7) 1 1 0 R.IHPEPVIR.F Dimethyl:2H(4): 1

2291 true 2095 992.617 991.6004 1 9.35 167.71 33 40.9 (M:40.9) 1 1 0 R.YLVPDVVR.A Dimethyl:2H(4): 1

2292 true 3337 992.6182 991.6117 1 -0.72 88.54 40.67 19.6 (M:19.6) 2 1 0 K.QVIIQGFR.S Dimethyl:2H(4): 1

2293 true 884 993.5372 992.5263 1 3.69 232.73 27.33 22.9 (M:22.9) 1 1 0 R.AEAIELCR.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

2294 false 1182 993.5377 992.5553 1 -24.96 120.04 28.83 15.1 (M:15.1) 1 2 1 K.KAPTSSSQR.S Dimethyl:2H(4): 1

2295 true 1182 993.5377 992.544 1 -13.66 131.7 28.83 32.7 (M:32.7) 1 1 0 K.DLESLTQR.Y Dimethyl:2H(4): 1

2296 true 455 993.5408 992.5341 1 -0.57 171.6 26.17 39.8 (M:39.8) 2 1 0 R.NTNPNFVR.C Dimethyl:2H(4): 1



2297 true 455 993.5408 992.5341 1 -0.57 171.6 26.17 39.8 (M:39.8) 2 1 0 R.NTNPNFVR.C Dimethyl:2H(4): 1

2298 true 673 993.541 992.5403 1 -6.66 131.76 26.33 49.8 (M:49.8) 1 1 0 K.SLHELNPR.A Dimethyl: 1

2299 false 565 993.5417 992.5375 1 -3.12 175.48 26 18.0 (M:18.0) 1 2 0 K.IQSGQCLR.R

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

2300 false 1750 993.574 992.5804 1 -13.78 255.48 30.83 15.4 (M:15.4) 1 9 1 K.LSQSKNEK.F Dimethyl:2H(4): 1; Dimethyl: 8

2301 false 1750 993.574 992.5692 1 -2.47 208.55 30.83 16.5 (M:16.5) 1 5 1 R.LEKESAEK.G Dimethyl:2H(4): 3; Dimethyl: 8

2302 true 1750 993.574 992.5627 1 4.09 243.14 30.83 55.3 (M:55.3) 2 1 0 K.IVLSNMER.L Dimethyl:2H(4): 1

2303 true 819 993.5781 992.5906 1 -19.96 153.86 26.17 52.6 (M:52.6) 2 1 1 R.LSVDYGKK.S Dimethyl: 1, 7, 8



2304 true 819 993.5781 992.5906 1 -19.96 153.86 26.17 52.6 (M:52.6) 2 1 1 R.LSVDYGKK.S Dimethyl: 1, 7, 8

2305 true 819 993.5781 992.5906 1 -19.96 153.86 26.17 52.6 (M:52.6) 2 1 1 R.LSVDYGKK.S Dimethyl: 1, 7, 8

2306 true 674 993.582 992.5767 1 -1.96 141.67 26 49.0 (M:49.0) 1 1 0 R.IAQEIHVR.I Dimethyl: 1

2307 false 674 993.582 992.5906 1 -15.97 191.37 26 24.7 (M:24.7) 1 60.41 2 1 R.LKEAYSVK.S Dimethyl: 2, 8

2308 true 98 994.514 993.5032 1 3.54 188.38 23 24.8 (M:24.8) 1 1 0 K.YVQHTYR.T Dimethyl: 1

2309 true 2038 994.5501 993.5401 1 2.72 179.34 31.5 34.4 (M:34.4) 2 1 0 R.MMNGIQLR.G Dimethyl:2H(4): 1

2310 true 636 994.5578 993.5317 1 18.88 218.33 26.17 33.1 (M:33.1) 1 1 0 K.QIQQYMK.T Dimethyl: 1, 7



2311 true 1116 994.5681 993.5607 1 0.13 192.17 27.67 21.4 (M:21.4) 1 1 0 K.LLEELGHR.L Dimethyl: 1

2312 true 1637 994.6161 993.6099 1 -1.1 183.72 30.83 51.3 (M:51.3) 1 1 0 R.AFDVTHLK.R Dimethyl:2H(4): 1, 8

2313 false 1637 994.6161 993.5986 1 10.2 181.45 30.83 18.2 (M:18.2) 1 59.88 3 1 R.KYSEYIK.G Dimethyl:2H(4): 1, 7

2314 true 2234 995.4853 994.4906 1 -12.64 135.71 31.33 33.1 (M:33.1) 1 1 0 K.CSDIVFAR.K Carbamidomethyl: 1; Dimethyl: 1

2315 true 1715 995.4874 994.476 1 4.14 217.5 29.5 22.2 (M:22.2) 1 1 0 K.EENFFGPK.E Dimethyl: 8

2316 true 2014 995.5584 994.56 1 -8.88 147.6 33.83 41.9 (M:41.9) 1 1 1 K.DKGFGFIR.L Dimethyl: 1, 2

2317 true 2014 995.5584 994.5348 1 16.38 166.62 33.83 41.9 (M:41.9) 1 1 1 R.DRGFGFIR.L Dimethyl: 1



2318 true 2568 995.585 994.5862 1 -8.44 89.11 34.17 19.1 (M:19.1) 1 1 1 K.IFRSDGLR.G Dimethyl:2H(4): 1

2319 false 2568 995.585 994.5671 1 10.74 188.16 34.17 15.7 (M:15.7) 1 5 0 K.MLQETVAK.E

Dimethyl:2H(4): 1; Oxidation: 1; 

Dimethyl: 8

2320 false 2568 995.585 994.556 1 21.89 93.89 34.17 18.1 (M:18.1) 1 3 0 R.LVSQPQPAR.R

2321 true 558 995.6118 994.6051 1 -0.61 162.13 22.67 43.3 (M:43.3) 2 1 1 R.DKYGPPVR.T Dimethyl:2H(4): 1, 2

2322 true 2008 996.5146 995.5076 1 -0.32 113.67 34.17 23.0 (M:23.0) 1 1 0 K.EAFGFIER.G Dimethyl: 1

2323 true 597 996.5254 995.5189 1 -0.74 144.92 25.67 44.1 (M:44.1) 1 1 0 K.GIYPHEPR.H Dimethyl: 1

2324 true 319 996.5439 995.535 1 1.6 158.28 24.67 28.1 (M:28.1) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2



2325 true 319 996.5439 995.535 1 1.6 158.28 24.67 28.1 (M:28.1) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

2326 true 319 996.5439 995.535 1 1.6 158.28 24.67 28.1 (M:28.1) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

2327 true 1634 996.547 995.544 1 -4.28 126.61 35.33 48.0 (M:48.0) 2 1 0 K.NIGNTFFK.S Dimethyl: 1, 8

2328 true 2230 996.551 995.5524 1 -8.77 94.85 32.17 23.0 (M:23.0) 2 1 0 K.FGNICVVR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

2329 true 2230 996.551 995.5524 1 -8.77 94.85 32.17 23.0 (M:23.0) 2 1 0 K.FGNICVVR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

2330 false 2230 996.551 995.5524 1 -8.77 81.28 32.17 20.8 (M:20.8) 1 2 0 K.FNAILCAR.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

2331 true 223 996.5573 995.5491 1 0.94 197.57 21.5 46.6 (M:46.6) 2 1 0 K.YIQHTFR.K Dimethyl:2H(4): 1



2332 true 1851 996.5683 995.5553 1 5.81 213.68 31.17 23.4 (M:23.4) 1 1 0 R.HLFIPADR.S Dimethyl: 1

2333 true 2988 996.5874 995.5742 1 5.94 179.89 39.33 36.1 (M:36.1) 1 1 0 K.FLIDGFPR.N Dimethyl:2H(4): 1

2334 true 876 996.5933 995.568 1 18.05 180.5 28 40.2 (M:40.2) 1 1 0 K.HFFQPEK.N Dimethyl:2H(4): 1, 7

2335 true 3173 996.5962 995.5932 1 -4.25 143.67 38.33 38.3 (M:38.3) 2 1 0 R.YLNFFTK.A Dimethyl:2H(4): 1, 7

2336 true 256 997.4923 996.4876 1 -2.6 166.37 24.5 15.9 (M:15.9) 1 1 0 K.IGDTSASYR.Y Dimethyl: 1

2337 false 1809 997.4932 996.4699 1 16.13 137.33 29.67 20.6 (M:20.6) 1 2 0 K.QMAFVSDR.C Oxidation: 2; Dimethyl: 1

2338 true 1809 997.4932 996.495 1 -9.09 121.55 29.67 55.7 (M:55.7) 1 1 0 K.CESAFLSK.R Carbamidomethyl: 1; Dimethyl: 1, 8



2339 true 964 997.522 996.5029 1 11.83 195.19 27.83 31.9 (M:31.9) 1 1 0 K.YIQDFQR.E Dimethyl: 1

2340 true 2199 997.5445 996.528 1 9.25 212.73 36.83 44.5 (M:44.5) 1 1 0 K.ELEFYLR.K Dimethyl: 1

2341 false 2199 997.5445 996.5426 1 -5.39 186.38 36.83 18.9 (M:18.9) 1 5 1 R.MRSGSYIK.A Dimethyl: 1, 8

2342 true 674 997.5668 996.5654 1 -5.9 89.59 26.33 45.2 (M:45.2) 1 1 0 K.SLHELNPR.A Dimethyl:2H(4): 1

2343 true 204 997.5942 996.5878 1 -0.81 176.56 24 38.6 (M:38.6) 1 1 1 R.IGKEEAMR.W Dimethyl:2H(4): 1, 3

2344 true 1487 997.5971 996.5869 1 2.94 105.92 28.33 32.0 (M:32.0) 2 1 0 K.HVVFIAQR.R Dimethyl: 1

2345 true 675 997.6074 996.6157 1 -15.66 142.14 26 31.1 (M:31.1) 1 77.46 1 1 R.LKEAYSVK.S Dimethyl:2H(4): 1; Dimethyl: 8



2346 false 675 997.6074 996.6018 1 -1.7 95.8 26 28.0 (M:28.0) 1 2 0 R.IAQEIHVR.I Dimethyl:2H(4): 1

2347 true 2080 998.506 997.5055 1 -6.76 149.77 31.67 21.9 (M:21.9) 2 1 0 R.VYPYLCR.A Carbamidomethyl: 6; Dimethyl: 1

2348 true 99 998.5394 997.5283 1 3.79 142.7 23 28.1 (M:28.1) 1 1 0 K.YVQHTYR.T Dimethyl:2H(4): 1

2349 true 907 998.6118 997.6048 1 -0.27 217.23 27 41.1 (M:41.1) 2 1 0 K.EVVQNFAK.E Dimethyl:2H(4): 1, 8

2350 false 907 998.6118 997.6033 1 1.26 194.1 27 17.7 (M:17.7) 1 2 1 R.VRLLEAGGR.V Dimethyl: 1

2351 true 2193 998.6216 997.6299 1 -15.6 157.46 36.67 54.6 (M:54.6) 1 1 0 R.GLFIIDEK.G Dimethyl:2H(4): 1, 8

2352 true 2235 999.5101 998.5157 1 -12.93 125.44 31.33 30.2 (M:30.2) 1 1 0 K.CSDIVFAR.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



2353 false 1315 999.5308 998.5269 1 -3.42 49.94 27.33 15.1 (M:15.1) 1 50 2 1 K.KMDAHPPR.L Dimethyl:2H(4): 1; Oxidation: 2

2354 true 2508 999.5362 998.5509 1 -21.96 231.05 38.17 17.0 (M:17.0) 1 1 1 R.ANKDDKPR.E Dimethyl: 3, 6

2355 false 718 1000.533 999.5349 1 -9.21 92.39 26.17 18.2 (M:18.2) 1 2 0 R.LDAELGQAR.E Dimethyl: 1

2356 true 1989 1000.545 999.5327 1 5.03 151.66 34.17 25.7 (M:25.7) 1 1 0 K.EAFGFIER.G Dimethyl:2H(4): 1

2357 false 1826 1000.5457 999.5574 1 -18.91 222.42 38.17 24.4 (M:24.4) 1 2 1 R.RIQQASNR.A Dimethyl: 1

2358 true 598 1000.5498 999.544 1 -1.46 77.66 25.67 25.8 (M:25.8) 1 1 0 K.GIYPHEPR.H Dimethyl:2H(4): 1

2359 false 3067 1000.564 999.5423 1 14.4 189.2 38.33 16.4 (M:16.4) 1 3 1 R.NPMSDPKK.K Dimethyl: 1, 7, 8



2360 false 3067 1000.564 999.5601 1 -3.35 296.24 38.33 16.1 (M:16.1) 2 5 0 R.TQPAELGTK.L Dimethyl: 1, 9

2361 true 174 1000.5815 999.5753 1 -1.08 140.93 23.67 54.1 (M:54.1) 1 1 1 K.FKDPNAPK.R Dimethyl: 1, 2, 8

2362 false 1968 1000.5867 999.5964 1 -16.97 185.86 32.83 16.6 (M:16.6) 1 10 1 K.VPGKDTVTK.D Dimethyl: 4, 9

2363 true 1968 1000.5867 999.5787 1 0.78 150.8 32.83 49.7 (M:49.7) 2 1 0 K.VCNPIITK.L Carbamidomethyl: 2; Dimethyl: 1, 8

2364 true 1816 1000.5911 999.5804 1 3.47 210.53 31.17 31.4 (M:31.4) 1 1 0 R.HLFIPADR.S Dimethyl:2H(4): 1

2365 true 1267 1000.5941 999.5713 1 15.47 180.68 28.5 37.0 (M:37.0) 3 1 0 K.AVDSQILAR.I Dimethyl: 1

2366 false 1267 1000.5941 999.5648 1 21.99 186.47 28.5 27.8 (M:27.8) 3 2 1 -.RAMAAVLAR.G Acetyl: 1



2367 true 1142 1001.502 1000.5189 1 -24.17 134.03 28.33 15.9 (M:15.9) 1 1 0 R.EDLQAELR.A Dimethyl: 1

2368 false 746 1001.5165 1000.5342 1 -24.95 80.19 26.33 18.1 (M:18.1) 1 5 0 K.EWQLNQK.K Dimethyl: 1, 7

2369 false 746 1001.5165 1000.5189 1 -9.72 123.61 26.33 29.9 (M:29.9) 1 2 0 R.AEDAVEAIR.G Dimethyl: 1

2370 false 746 1001.5165 1000.4938 1 15.4 137.65 26.33 18.1 (M:18.1) 1 6 1 M.ADREEALR.E Acetyl: 1

2371 false 360 1001.5265 1000.531 1 -11.75 114.82 24.33 18.9 (M:18.9) 1 2 1 K.RMVMVPPR.H Oxidation: 2

2372 true 1984 1001.5456 1000.5553 1 -16.98 317.11 34.17 20.0 (M:20.0) 1 1 1 K.KLEAAEER.R Dimethyl: 1, 1

2373 true 966 1001.548 1000.528 1 12.72 181.82 27.83 36.9 (M:36.9) 1 1 0 K.YIQDFQR.E Dimethyl:2H(4): 1



2374 true 3175 1001.5771 1000.5917 1 -21.85 291.26 39.17 15.1 (M:15.1) 1 1 0 K.ITSALNLNK.E Dimethyl: 9

2375 true 2200 1001.5801 1000.5531 1 19.69 194.27 36.83 24.3 (M:24.3) 1 1 0 K.ELEFYLR.K Dimethyl:2H(4): 1

2376 true 3054 1001.6157 1000.6103 1 -1.85 123.68 39.17 17.5 (M:17.5) 1 1 0 K.QLLMSLLR.A Dimethyl: 1

2377 true 1488 1001.6176 1000.612 1 -1.64 113.44 28.33 30.9 (M:30.9) 1 1 0 K.HVVFIAQR.R Dimethyl:2H(4): 1

2378 true 803 1002.4411 1001.4454 1 -11.61 170.97 26.83 62.3 (M:62.3) 1 1 0 R.SEGFDTYR.C Dimethyl: 1

2379 false 2889 1002.5165 1001.5142 1 -4.91 159.2 43.33 23.5 (M:23.5) 1 2 0 R.ENETLIQR.R

2380 true 2081 1002.5185 1001.4971 1 14.11 152.75 32.33 35.9 (M:35.9) 1 1 0 K.TFPYQYR.Y Dimethyl: 1



2381 true 810 1002.5358 1001.5294 1 -0.89 215.3 26.5 17.6 (M:17.6) 1 1 0 K.FGQPIQER.Y Dimethyl: 1

2382 true 1153 1002.5371 1001.5306 1 -0.77 168.46 28.83 25.2 (M:25.2) 1 1 0 R.VYPYLCR.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

2383 false 2643 1002.5681 1001.5393 1 21.41 162.4 38.33 16.6 (M:16.6) 1 6 0 R.SSPSDTKPK.C Dimethyl: 7, 9

2384 false 1108 1002.5693 1001.5692 1 -7.11 142.38 28 20.3 (M:20.3) 1 2 1 R.LACKEAVR.Y Carbamidomethyl: 3; Dimethyl: 1, 4

2385 false 2721 1002.5734 1001.5444 1 21.73 588.59 36.5 18.3 (M:18.3) 1 4 0 R.LDNGEPLGR.G Dimethyl:2H(4): 1

2386 false 3062 1002.5739 1001.5808 1 -14.05 190.46 38 16.4 (M:16.4) 1 6 1 R.NLAPDEKR.S Dimethyl:2H(4): 1; Dimethyl: 7

2387 false 2390 1002.578 1001.5804 1 -9.7 140.32 38.33 18.9 (M:18.9) 6 6 1 K.KTTMIRPR.N



2388 true 735 1003.4596 1002.4593 1 -6.94 193.46 26.67 18.0 (M:18.0) 2 1 0 R.NCVYTYR.I Carbamidomethyl: 2; Dimethyl: 1

2389 true 946 1003.5102 1002.4957 1 7.19 148.37 27.33 29.6 (M:29.6) 1 1 0 K.EINFCHK.V Carbamidomethyl: 5; Dimethyl: 1, 7

2390 true 785 1003.5519 1002.542 1 2.6 285.12 26.83 26.9 (M:26.9) 1 1 0 K.CIIVEEGK.E Carbamidomethyl: 1; Dimethyl: 1, 8

2391 true 505 1003.5571 1002.5532 1 -3.36 195.6 25.67 32.7 (M:32.7) 1 1 0 R.QQQLTAMK.V Dimethyl: 1, 8

2392 true 2436 1003.5637 1002.576 1 -19.53 346.52 34.33 16.6 (M:16.6) 1 1 1 R.ANKDDKPR.E Dimethyl:2H(4): 3; Dimethyl: 6

2393 true 2140 1003.5778 1002.5896 1 -18.96 141.29 34.83 24.2 (M:24.2) 2 1 1 K.IMKSEVLR.V Dimethyl: 3

2394 false 2140 1003.5778 1002.5784 1 -7.76 214.08 34.83 15.4 (M:15.4) 1 4 1 K.EMKDIVLK.E Dimethyl: 8



2395 false 2950 1003.5805 1002.5498 1 23.29 367.94 44.33 16.4 (M:16.4) 1 4 0 R.LTVSEWLR.L

2396 true 3050 1003.5884 1002.6012 1 -19.93 189.22 45.67 18.3 (M:18.3) 2 1 0 R.IDISPSALR.K Dimethyl:2H(4): 1

2397 false 2340 1003.6002 1002.6102 1 -17.19 141.32 33.17 19.0 (M:19.0) 1 2 1 K.DKGFGFIR.L Dimethyl:2H(4): 1, 2

2398 false 3356 1003.6064 1002.576 1 23 200.18 39.5 15.8 (M:15.8) 1 4 1 R.ANKDDKPR.E Dimethyl:2H(4): 1; Dimethyl: 3

2399 false 3356 1003.6064 1002.5896 1 9.46 191.45 39.5 17.4 (M:17.4) 1 2 1 K.NKGTVCLK.T

Carbamidomethyl: 6; Dimethyl: 1, 2, 

8

2400 true 3064 1003.6167 1002.5896 1 19.75 63 37.33 16.8 (M:16.8) 1 1 1 K.IMKSEVLR.V Dimethyl: 1

2401 false 2626 1003.6239 1002.5961 1 20.4 206.18 36.5 15.6 (M:15.6) 1 2 0 K.ITASLSDLK.A Dimethyl: 1, 9



2402 true 405 1004.4726 1003.4723 1 -6.93 162.06 24.67 50.1 (M:50.1) 2 1 0

K.AGFAGDDAPR.

A Dimethyl: 1

2403 true 405 1004.4726 1003.4723 1 -6.93 162.06 24.67 50.1 (M:50.1) 2 1 0

K.AGFAGDDAPR.

A Dimethyl: 1

2404 true 405 1004.4726 1003.4723 1 -6.93 162.06 24.67 50.1 (M:50.1) 2 1 0

K.AGFAGDDAPR.

A Dimethyl: 1

2405 true 1130 1004.4964 1003.5087 1 -19.47 114.18 28.5 38.9 (M:38.9) 1 1 0 K.FTLSDHTR.F Dimethyl: 1

2406 false 2100 1004.541 1003.5195 1 14.24 171.77 32.17 17.9 (M:17.9) 1 3 0 R.MMIISPER.L Dimethyl: 1

2407 true 2100 1004.541 1003.555 1 -21.11 222.72 32.17 25.5 (M:25.5) 1 83.81 1 1 K.ENESLKTK.L Dimethyl: 1, 8

2408 false 2976 1004.5495 1003.555 1 -12.68 220.92 35.33 15.2 (M:15.2) 1 4 1 K.DINEKSSK.L Dimethyl: 1, 5, 8



2409 false 2976 1004.5495 1003.5298 1 12.36 203.64 35.33 24.1 (M:24.1) 1 2 1

R.DSAGQKGTGK.

W Dimethyl: 1, 10

2410 true 2491 1004.5632 1003.5451 1 10.81 225.18 35 54.9 (M:54.9) 2 1 0 K.DIFNQLAR.S Dimethyl: 1

2411 false 2491 1004.5632 1003.5736 1 -17.58 210.42 35 22.0 (M:22.0) 1 3 1 R.DLMQKVAK.L Oxidation: 3; Dimethyl: 1, 8

2412 false 2491 1004.5632 1003.555 1 0.96 236.9 35 22.0 (M:22.0) 1 2 1 R.DQSKLETK.V Dimethyl: 1, 8

2413 false 2491 1004.5632 1003.5485 1 7.46 204.77 35 15.4 (M:15.4) 1 6 1 R.DQAMKALR.A Oxidation: 4; Dimethyl: 1, 5

2414 false 2491 1004.5632 1003.5736 1 -17.58 168.78 35 20.2 (M:20.2) 1 4 1 K.NKLMDALK.H Oxidation: 4; Dimethyl: 1, 8

2415 true 2038 1004.591 1003.5942 1 -10.5 177.19 35.17 41.7 (M:41.7) 1 1 0 K.NIGNTFFK.S Dimethyl:2H(4): 1, 8



2416 true 1417 1004.5929 1003.5964 1 -10.68 267.09 29.33 35.2 (M:35.2) 2 1 0 K.AVDSQILAR.I Dimethyl:2H(4): 1

2417 true 2027 1004.6073 1003.5954 1 4.62 163.18 34.33 41.3 (M:41.3) 1 1 0 R.IVAEEFLK.N Dimethyl: 1, 8

2418 true 747 1005.5382 1004.544 1 -13.02 88.4 28.33 21.3 (M:21.3) 1 1 0 R.EDLQAELR.A Dimethyl:2H(4): 1

2419 false 2060 1005.5407 1004.5576 1 -24.03 176.15 34.67 15.1 (M:15.1) 1 8 1 R.KEAADMLK.A Oxidation: 6; Dimethyl: 1, 1, 8

2420 false 2060 1005.5407 1004.5403 1 -6.83 131.54 34.67 19.7 (M:19.7) 1 5 0

K.HNGVGGSPPK.

T Dimethyl: 1, 10

2421 false 2060 1005.5407 1004.5291 1 4.34 133.64 34.67 20.8 (M:20.8) 1 2 0 K.GLQEFLDR.N Dimethyl: 1

2422 true 1810 1005.543 1004.5452 1 -9.5 102.45 29.67 23.0 (M:23.0) 1 1 0 K.CESAFLSK.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8



2423 true 597 1005.5564 1004.5403 1 8.76 177.73 26 17.0 (M:17.0) 1 1 0 R.HGETVIPPR.S

2424 true 2951 1005.5933 1004.6019 1 -15.8 157.63 44.33 17.1 (M:17.1) 1 1 1 K.AYLQKQAK.A Dimethyl: 1, 8

2425 false 2773 1005.6104 1004.6019 1 1.26 307.11 35.67 16.0 (M:16.0) 1 3 0 K.LHLIGAPEK.K Dimethyl: 9

2426 false 2773 1005.6104 1004.6069 1 -3.75 129.14 35.67 16.3 (M:16.3) 1 2 0 K.HEPPKPLR.F Dimethyl:2H(4): 5

2427 true 804 1006.4655 1005.4705 1 -12.28 133.95 26.83 40.5 (M:40.5) 1 1 0 R.SEGFDTYR.C Dimethyl:2H(4): 1

2428 true 2082 1006.525 1005.5222 1 -4.4 105.79 32.33 19.5 (M:19.5) 1 1 0 K.TFPYQYR.Y Dimethyl:2H(4): 1

2429 true 637 1006.5343 1005.5178 1 9.19 68.32 25.83 24.6 (M:24.6) 1 1 0 K.EMHVGHLR.S Dimethyl: 1



2430 false 3396 1006.545 1005.5165 1 21.09 154.05 41 15.8 (M:15.8) 1 2 0 K.EVVTDLMR.Q Oxidation: 7; Dimethyl: 1

2431 true 773 1006.564 1005.5545 1 2.2 196.84 26.5 23.6 (M:23.6) 1 1 0 K.FGQPIQER.Y Dimethyl:2H(4): 1

2432 true 406 1006.5726 1005.572 1 -6.56 161.72 21.67 42.5 (M:42.5) 2 1 0 K.HQTVQLPR.E Dimethyl: 1

2433 false 225 1006.5761 1005.5896 1 -20.61 121.6 24 16.9 (M:16.9) 1 3 0 K.LTVEDLEK.E Dimethyl:2H(4): 1; Dimethyl: 8

2434 true 2757 1006.5822 1005.5681 1 6.73 222.31 37.67 15.3 (M:15.3) 1 1 1 R.VMLYPSRI.- Dimethyl: 1

2435 true 1633 1006.5853 1005.5746 1 3.33 192.9 31.17 36.8 (M:36.8) 1 1 0 R.VVSEEFLK.D Dimethyl: 1, 8

2436 true 927 1007.5314 1006.5335 1 -9.36 123.74 27.33 26.3 (M:26.3) 1 1 0 R.ADGYVLEGK.E Dimethyl: 1, 9



2437 true 1980 1007.5384 1006.5236 1 7.45 165.26 33 38.0 (M:38.0) 2 1 0 R.DYLHYIR.K Dimethyl: 1

2438 false 953 1007.5709 1006.5699 1 -6.19 207.12 27 17.3 (M:17.3) 1 2 0 R.ASLYIIGDK.S Dimethyl: 9

2439 true 953 1007.5709 1006.5419 1 21.57 216.14 27 27.5 (M:27.5) 1 1 0 R.VEVSTGMPR.R Dimethyl:2H(4): 1

2440 false 2620 1007.5984 1006.5961 1 -4.94 200.95 35.67 16.4 (M:16.4) 1 4 1 R.DTLDVKTR.H Dimethyl:2H(4): 1; Dimethyl: 6

2441 true 2083 1007.6143 1006.6113 1 -4.26 148.49 31.67 15.2 (M:15.2) 1 1 0 R.LINSLYPR.G Dimethyl:2H(4): 1

2442 true 406 1008.4966 1007.4974 1 -7.98 130.05 24.67 65.8 (M:65.8) 2 1 0

K.AGFAGDDAPR.

A Dimethyl:2H(4): 1

2443 true 406 1008.4966 1007.4974 1 -7.98 130.05 24.67 65.8 (M:65.8) 2 1 0

K.AGFAGDDAPR.

A Dimethyl:2H(4): 1



2444 true 406 1008.4966 1007.4974 1 -7.98 130.05 24.67 65.8 (M:65.8) 2 1 0

K.AGFAGDDAPR.

A Dimethyl:2H(4): 1

2445 true 1730 1008.5124 1007.4924 1 12.64 131.32 31.83 15.6 (M:15.6) 1 1 0 K.EEAYELVR.R

2446 true 1352 1008.5212 1007.5222 1 -8.21 205.11 28.5 34.1 (M:34.1) 2 1 0 K.MNLGVGAYR.D Dimethyl: 1

2447 true 1131 1008.5216 1007.5338 1 -19.3 103.37 28.5 36.2 (M:36.2) 1 1 0 K.FTLSDHTR.F Dimethyl:2H(4): 1

2448 true 2068 1008.5588 1007.5446 1 6.94 223.27 32.17 26.9 (M:26.9) 1 1 0 R.MMIISPER.L Dimethyl:2H(4): 1

2449 true 2977 1008.5717 1007.5702 1 -5.67 167.98 35.33 35.9 (M:35.9) 2 1 0 K.DIFNQLAR.S Dimethyl:2H(4): 1

2450 false 2977 1008.5717 1007.5801 1 -15.48 219.63 35.33 16.0 (M:16.0) 1 2 1 K.DINEKSSK.L Dimethyl:2H(4): 1; Dimethyl: 5, 8



2451 false 2492 1008.5864 1007.5549 1 24.02 247.54 35 16.8 (M:16.8) 1 2 1

R.DSAGQKGTGK.

W Dimethyl:2H(4): 1; Dimethyl: 10

2452 true 590 1008.5962 1007.6015 1 -12.48 170.09 25.67 21.5 (M:21.5) 1 1 0 R.LPPQQIEK.N Dimethyl: 1, 8

2453 true 3185 1008.609 1007.5953 1 6.36 168.66 39.67 24.9 (M:24.9) 1 1 0 K.SILDYLPR.E Dimethyl:2H(4): 1

2454 true 2367 1008.6177 1007.6066 1 3.83 118.7 36.83 30.0 (M:30.0) 4 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1

2455 true 2367 1008.6177 1007.6066 1 3.83 118.7 36.83 30.0 (M:30.0) 4 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1

2456 true 1403 1008.6276 1007.6289 1 -8.49 178.71 28 22.2 (M:22.2) 1 1 0 K.VCNPIITK.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 8

2457 true 2057 1009.5297 1008.5063 1 16.02 195.7 32.83 22.7 (M:22.7) 1 1 0 R.MEFGTAGLR.A Dimethyl: 1



2458 true 730 1009.5456 1008.5314 1 6.89 264.81 26.5 42.6 (M:42.6) 1 1 1 K.GKFEDMAK.A Dimethyl: 1, 2, 8

2459 false 4141 1009.6137 1008.627 1 -20.32 50 16.3 (M:16.3) 1 3 0 K.LHLIGAPEK.K Dimethyl:2H(4): 1

2460 true 361 1009.6301 1008.6055 1 17.11 91.24 23.33 41.4 (M:41.4) 1 1 1 K.KLEAAEER.R Dimethyl:2H(4): 1, 1

2461 true 258 1010.4158 1009.411 1 -2.43 176.27 24.5 22.1 (M:22.1) 1 1 0 R.FCPACGDR.L Carbamidomethyl: 2, 5; Dimethyl: 1

2462 true 1330 1010.5013 1009.4903 1 3.73 208.4 29.83 40.2 (M:40.2) 1 1 0 R.EVFEMATR.A Dimethyl: 1

2463 true 638 1010.5462 1009.5429 1 -4 98.35 25.83 30.3 (M:30.3) 1 1 0 K.EMHVGHLR.S Dimethyl:2H(4): 1

2464 true 407 1010.6019 1009.5971 1 -2.46 182.73 21.67 38.5 (M:38.5) 2 1 0 K.HQTVQLPR.E Dimethyl:2H(4): 1



2465 false 407 1010.6019 1009.6033 1 -8.59 206.49 21.67 15.4 (M:15.4) 1 3 1 R.ALQKAGGIPR.D

2466 true 2007 1011.5514 1010.5487 1 -4.55 106.97 33.17 42.8 (M:42.8) 2 1 0 R.DYLHYIR.K Dimethyl:2H(4): 1

2467 false 2007 1011.5514 1010.5375 1 6.55 147.63 33.17 20.8 (M:20.8) 1 2 0 K.DFEWNLK.N Dimethyl:2H(4): 1; Dimethyl: 7

2468 true 972 1011.5532 1010.5335 1 12.29 192.7 27.83 17.7 (M:17.7) 1 1 0 K.FGEGEATLR.M Dimethyl:2H(4): 1

2469 true 1369 1011.5762 1010.5661 1 2.71 127.57 27.83 23.1 (M:23.1) 2 1 0 K.QYLPHVAR.L Dimethyl: 1

2470 true 1251 1011.5786 1010.5661 1 5.14 179.45 28.33 52.5 (M:52.5) 2 1 0 R.HGSLGFLPR.K Dimethyl: 1

2471 true 598 1011.5789 1010.576 1 -4.32 182.82 25.5 19.7 (M:19.7) 1 1 0

K.AIGVDNPAAK.

V Dimethyl: 1, 10



2472 true 2243 1011.5832 1010.5699 1 5.99 168.67 33.17 56.6 (M:56.6) 1 1 0 R.IGSTIFGER.D Dimethyl:2H(4): 1

2473 true 759 1011.5892 1010.5811 1 0.84 133.17 26.33 24.2 (M:24.2) 1 1 0 K.EIHITNPR.K Dimethyl:2H(4): 1

2474 true 477 1011.6073 1010.6034 1 -3.37 136.32 22 27.4 (M:27.4) 2 1 0 R.QQQLTAMK.V Dimethyl:2H(4): 1, 8

2475 true 2733 1012.4674 1011.4625 1 -2.43 167.54 44.5 30.8 (M:30.8) 1 1 0 -.MMMMALSK.T Acetyl: 1; Dimethyl: 8

2476 true 1662 1012.5106 1011.5025 1 0.73 220.49 31.5 48.1 (M:48.1) 1 1 0 R.AFFSEVER.R Dimethyl: 1

2477 true 654 1012.5224 1011.5025 1 12.41 240.56 26.5 26.5 (M:26.5) 1 1 1 K.FEDRFDK.Y Dimethyl: 1, 7

2478 true 542 1012.526 1011.5138 1 4.89 91.58 25.5 35.3 (M:35.3) 1 1 0 R.VDTPHYPR.W Dimethyl: 1



2479 true 1353 1012.5456 1011.5473 1 -8.88 167.79 28.5 25.7 (M:25.7) 2 1 0 K.MNLGVGAYR.D Dimethyl:2H(4): 1

2480 true 3424 1012.556 1011.5389 1 9.72 169.58 41.17 17.6 (M:17.6) 1 1 0 R.SDFISLFR.N Dimethyl: 1

2481 true 133 1012.5596 1011.5461 1 6.11 209.65 23.67 30.1 (M:30.1) 1 1 0 K.GLEGERPAR.L Dimethyl: 1

2482 false 1172 1012.6015 1011.5899 1 4.27 227.94 28.83 23.5 (M:23.5) 1 2 1 K.GKGCPKPIK.T Carbamidomethyl: 4; Dimethyl: 9

2483 true 1690 1012.6231 1011.6077 1 8.01 159.1 31.17 28.0 (M:28.0) 1 1 0 K.NIVVVEGVR.I Dimethyl: 1

2484 true 1587 1013.4825 1012.4866 1 -11.14 190.63 31 32.2 (M:32.2) 1 1 0 R.EFEEYIR.D Dimethyl: 1

2485 true 2058 1013.5466 1012.5314 1 7.84 221.65 32.83 19.9 (M:19.9) 1 1 0 R.MEFGTAGLR.A Dimethyl:2H(4): 1



2486 true 1476 1013.5512 1012.5454 1 -1.48 229.76 30.33 48.2 (M:48.2) 1 1 0 R.VDFGAHALR.G Dimethyl: 1

2487 true 231 1014.446 1013.4361 1 2.58 237.53 24.5 24.0 (M:24.0) 1 1 0 R.FCPACGDR.L

Carbamidomethyl: 2, 5; 

Dimethyl:2H(4): 1

2488 true 704 1014.4988 1013.493 1 -1.47 132.92 25.83 54.0 (M:54.0) 1 1 0 K.HVDEFSPR.A Dimethyl: 1

2489 true 582 1014.5067 1013.493 1 6.31 225.71 26 18.6 (M:18.6) 1 1 0 K.SVPHEDFR.V Dimethyl: 1

2490 true 445 1014.5075 1013.5076 1 -7.32 209.91 25.33 35.6 (M:35.6) 1 1 0 R.NCLPGGVNR.C Carbamidomethyl: 2; Dimethyl: 1

2491 true 1331 1014.5215 1013.5154 1 -1.16 283.9 29.83 30.0 (M:30.0) 1 1 0 R.EVFEMATR.A Dimethyl:2H(4): 1

2492 true 1099 1014.5272 1013.5393 1 -19.12 107.28 28.5 30.2 (M:30.2) 1 1 0 R.LTPEEIER.M Dimethyl: 1



2493 false 266 1014.569 1013.5506 1 11.01 144.19 24.33 22.1 (M:22.1) 1 3 0 R.LQQAQAEAK.R Dimethyl: 9

2494 false 266 1014.569 1013.573 1 -11.14 101.86 24.33 16.2 (M:16.2) 1 4 1 R.GQARQASIR.G Dimethyl: 1

2495 true 266 1014.569 1013.5506 1 11.01 111.53 24.33 26.8 (M:26.8) 1 1 0 K.LLADQAEAR.R Dimethyl: 1

2496 false 2009 1014.5735 1013.558 1 8.11 154.86 34.17 36.8 (M:36.8) 1 2 0 K.EMVELPLR.H Dimethyl: 1

2497 true 1335 1014.5815 1013.5742 1 0.03 160.95 27.67 21.0 (M:21.0) 1 1 0 R.MHLGQIQR.H Dimethyl:2H(4): 1

2498 true 853 1015.4329 1014.4263 1 -0.66 219.82 26.67 18.2 (M:18.2) 1 1 0 R.GMDSYCVR.A Carbamidomethyl: 6; Dimethyl: 1

2499 true 597 1015.5185 1014.5134 1 -2.18 66.27 24.5 59.3 (M:59.3) 1 1 0 R.HFDEAVNK.Y Dimethyl: 1, 8



2500 true 434 1015.5536 1014.5498 1 -3.5 84.2 25.17 43.2 (M:43.2) 1 1 0 K.IHQETFGK.S Dimethyl: 1, 8

2501 true 673 1015.5553 1014.5498 1 -1.77 170.23 24.83 19.8 (M:19.8) 1 1 0 K.FNTPQQPK.K Dimethyl: 1, 8

2502 true 817 1015.5739 1014.571 1 -4.29 148.91 27 16.2 (M:16.2) 1 1 1 K.KLDLEDAR.I Dimethyl: 1, 1

2503 false 2493 1015.5749 1014.5611 1 6.45 517.61 34.83 18.1 (M:18.1) 3 2 1 K.IGNKEGWR.L Dimethyl: 1, 4

2504 true 1800 1015.5782 1014.575 1 -3.99 165.48 30.83 21.9 (M:21.9) 1 1 0 K.VEPFGVPSK.K Dimethyl: 1, 9

2505 true 2634 1015.59 1014.5862 1 -3.44 214.58 34.5 38.5 (M:38.5) 1 1 0 R.LPEAAFLAR.T Dimethyl: 1

2506 false 2634 1015.59 1014.5961 1 -13.19 178.81 34.5 15.5 (M:15.5) 1 5 0 K.AELDGTILK.S Dimethyl: 1, 9



2507 true 180 1015.5943 1014.6073 1 -20.01 102.63 22.33 24.3 (M:24.3) 1 1 1 R.KSAPSTGGVK.K Dimethyl: 1, 1, 10

2508 false 2913 1015.6021 1014.5961 1 -1.24 329.84 37 17.2 (M:17.2) 1 4 0 K.DLLTELQK.K Dimethyl: 1, 8

2509 true 1370 1015.6024 1014.5913 1 3.77 119.68 27.83 40.8 (M:40.8) 2 1 0 K.QYLPHVAR.L Dimethyl:2H(4): 1

2510 true 1282 1015.6048 1014.5913 1 6.15 200.03 28.33 36.6 (M:36.6) 2 1 0 R.HGSLGFLPR.K Dimethyl:2H(4): 1

2511 true 407 1016.5037 1015.5186 1 -21.79 132.21 26.33 27.1 (M:27.1) 1 1 0 K.LIEVDDER.K Dimethyl: 1

2512 true 2730 1016.5095 1015.4876 1 14.36 160.45 44.5 27.6 (M:27.6) 1 1 0 -.MMMMALSK.T Dimethyl:2H(4): 8; Acetyl: 1

2513 true 1663 1016.5349 1015.5277 1 -0.08 223.08 31.5 54.7 (M:54.7) 1 1 0 R.AFFSEVER.R Dimethyl:2H(4): 1



2514 true 1115 1016.542 1015.5338 1 0.89 91.38 26.67 48.8 (M:48.8) 1 1 0 R.HLTGEFEK.K Dimethyl: 1, 8

2515 false 2776 1016.5446 1015.5372 1 0.11 208.2 34.5 17.0 (M:17.0) 1 2 1 R.NPMSDPKK.K Oxidation: 3; Dimethyl: 1, 7, 8

2516 true 2065 1016.5473 1015.5338 1 6.05 127.35 32.33 21.9 (M:21.9) 1 1 0 R.TITTAYYR.G Dimethyl: 1

2517 true 579 1016.5501 1015.5389 1 3.86 97.48 25.33 29.9 (M:29.9) 1 1 0 R.VDTPHYPR.W Dimethyl:2H(4): 1

2518 true 993 1016.5721 1015.5662 1 -1.41 181.82 27.33 54.9 (M:54.9) 1 1 0 R.SAINEVVTR.E Dimethyl: 1

2519 false 1235 1016.5746 1015.5563 1 10.8 106.45 28.83 18.2 (M:18.2) 1 2 1 R.SRSVTWPR.S Dimethyl: 1

2520 true 2661 1016.5828 1015.5914 1 -15.55 191.26 40.83 15.5 (M:15.5) 1 1 0 R.LTSADNVLK.R Dimethyl: 1, 9



2521 true 134 1016.5847 1015.5712 1 6.11 212.58 23.67 31.6 (M:31.6) 1 1 0 K.GLEGERPAR.L Dimethyl:2H(4): 1

2522 true 1209 1016.6048 1015.5914 1 6.11 242.53 28.83 17.0 (M:17.0) 1 1 1 K.LNESDVKK.H Dimethyl: 1, 7, 8

2523 true 940 1017.4548 1016.4357 1 11.55 159.82 27.67 15.2 (M:15.2) 1 1 0 R.CNEFEMR.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

2524 true 1154 1017.4998 1016.479 1 13.3 228.79 29 38.6 (M:38.6) 2 1 0 R.YPPYYMR.R Dimethyl: 1

2525 true 604 1017.5041 1016.4977 1 -0.86 145.43 24.67 34.0 (M:34.0) 1 1 0 R.YSGNQFNR.R Dimethyl:2H(4): 1

2526 true 1588 1017.5095 1016.5117 1 -9.31 194.12 31 17.7 (M:17.7) 1 1 0 R.EFEEYIR.D Dimethyl:2H(4): 1

2527 true 1477 1017.5768 1016.5705 1 -0.95 222.31 30.17 52.0 (M:52.0) 1 1 0 R.VDFGAHALR.G Dimethyl:2H(4): 1



2528 true 2069 1017.5821 1016.5655 1 9.19 213.53 34.17 25.3 (M:25.3) 1 1 0 R.SPIAEAVFR.K Dimethyl: 1

2529 true 2822 1017.601 1016.6019 1 -7.97 205.29 36.33 38.2 (M:38.2) 8 1 0 K.VFLENVIR.D Dimethyl: 1

2530 true 1172 1017.6041 1016.5816 1 14.99 195.39 27.83 20.6 (M:20.6) 1 1 0 K.LVNDYMAK.K Dimethyl:2H(4): 1, 8

2531 true 407 1018.5236 1017.5182 1 -1.82 117.01 25.83 48.6 (M:48.6) 1 1 0 K.HVDEFSPR.A Dimethyl:2H(4): 1

2532 true 2489 1018.53 1017.5277 1 -4.94 61.71 32.83 21.4 (M:21.4) 1 1 0 K.NDVTCLLR.Q Carbamidomethyl: 5; Dimethyl: 1

2533 true 343 1018.5372 1017.5328 1 -2.75 163.85 25.33 37.2 (M:37.2) 2 1 0 R.NCLPGGVNR.C

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

2534 true 1161 1018.5397 1017.5131 1 18.97 210.28 27.17 33.0 (M:33.0) 2 1 0 R.TITSSYYR.G Dimethyl: 1



2535 true 2024 1018.5715 1017.5607 1 3.41 196.27 31.83 16.2 (M:16.2) 1 1 0 K.LQGEFQLR.L Dimethyl: 1

2536 true 1923 1018.5724 1017.5715 1 -6.22 174.9 33.17 38.5 (M:38.5) 1 1 0 K.QACVLMIK.A Carbamidomethyl: 3; Dimethyl: 1, 8

2537 true 1829 1018.5747 1017.5648 1 2.58 209.45 30.83 17.2 (M:17.2) 1 1 0 R.YIPFTHGK.R Dimethyl: 1, 8

2538 true 2010 1018.5978 1017.5831 1 7.37 204.46 34.17 20.5 (M:20.5) 1 1 0 K.EMVELPLR.H Dimethyl:2H(4): 1

2539 true 267 1018.598 1017.5757 1 14.81 162.11 24.33 20.3 (M:20.3) 1 1 0 K.LLADQAEAR.R Dimethyl:2H(4): 1

2540 true 1196 1018.6161 1017.5909 1 17.57 145.92 28.5 17.8 (M:17.8) 1 1 0 R.YADIIVHR.L Dimethyl:2H(4): 1

2541 true 640 1019.5208 1018.5386 1 -24.51 174.31 24.5 30.7 (M:30.7) 1 84.06 1 0 R.HFDEAVNK.Y Dimethyl:2H(4): 1; Dimethyl: 8



2542 true 444 1019.5555 1018.5461 1 2.06 128.46 24 37.3 (M:37.3) 2 1 0 K.FHPIQGHR.V Dimethyl: 1

2543 false 1681 1019.5573 1018.5447 1 5.15 173.61 30.17 15.1 (M:15.1) 1 2 0 R.ALLGDPSYR.E Dimethyl: 1

2544 true 2102 1019.5653 1018.5555 1 2.48 251.76 32.33 41.4 (M:41.4) 1 1 0 K.LLCDMIAK.H Carbamidomethyl: 3; Dimethyl: 1, 8

2545 true 821 1019.5776 1018.5811 1 -10.62 211.17 28.83 35.1 (M:35.1) 1 1 0 K.NNVVINYK.D Dimethyl: 1, 8

2546 true 2356 1019.5918 1018.5862 1 -1.61 352.02 33.83 25.2 (M:25.2) 1 1 1 K.IGNKEGWR.L Dimethyl:2H(4): 1; Dimethyl: 4

2547 true 2084 1019.5989 1018.6063 1 -14.41 158.46 33.67 20.2 (M:20.2) 1 52.65 1 1 K.KGEIFELK.A Dimethyl: 1, 8

2548 true 2084 1019.5989 1018.6063 1 -14.41 158.46 33.67 20.2 (M:20.2) 1 52.65 1 1 K.KGEIFELK.A Dimethyl: 1, 8



2549 false 2660 1019.611 1018.5961 1 7.53 313.04 35.67 17.9 (M:17.9) 1 2 1 R.LGREVEEK.I Dimethyl:2H(4): 1; Dimethyl: 8

2550 true 2635 1019.6143 1018.6113 1 -4.17 226.26 34.5 35.0 (M:35.0) 2 1 0 R.LPEAAFLAR.T Dimethyl:2H(4): 1

2551 false 2635 1019.6143 1018.6006 1 6.31 208.01 34.5 21.8 (M:21.8) 1 3 1 R.MSSKAMLK.V

Dimethyl:2H(4): 1, 4; Oxidation: 1, 6; 

Dimethyl: 8

2552 true 719 1020.5378 1019.5437 1 -12.94 120.46 26.33 25.9 (M:25.9) 1 1 0 K.LIEVDDER.K Dimethyl:2H(4): 1

2553 true 2066 1020.5637 1019.559 1 -2.51 194.48 32.33 27.9 (M:27.9) 2 1 0 R.TITTAYYR.G Dimethyl:2H(4): 1

2554 true 1335 1020.5791 1019.5736 1 -1.72 166.3 29.5 35.8 (M:35.8) 1 1 0 R.NECVVVIR.V

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

2555 true 774 1020.5959 1019.5913 1 -2.67 223.5 27.33 58.2 (M:58.2) 1 1 0 R.SAINEVVTR.E Dimethyl:2H(4): 1



2556 true 971 1021.4898 1020.4777 1 4.7 194.42 27.5 32.0 (M:32.0) 1 1 0 R.ASFNHFDR.D Dimethyl: 1

2557 true 1252 1021.5269 1020.5041 1 15.23 208.72 29 18.0 (M:18.0) 2 1 0 R.YPPYYMR.R Dimethyl:2H(4): 1

2558 true 1301 1021.5692 1020.5604 1 1.49 216.64 30.17 26.1 (M:26.1) 1 1 0 R.VLDQYSLR.S Dimethyl: 1

2559 false 1301 1021.5692 1020.5604 1 1.49 282.89 30.17 15.3 (M:15.3) 1 2 0

-

.AALGAAYGTAK.S Dimethyl: 11

2560 true 329 1021.5902 1020.5968 1 -13.54 139.37 24.67 15.2 (M:15.2) 1 1 0 K.SVVAPEHVK.G Dimethyl: 1, 9

2561 true 2189 1021.5922 1020.5757 1 9.1 195.33 36.33 28.4 (M:28.4) 3 1 0 K.NVPYVFVR.S Dimethyl: 1

2562 true 2871 1021.5973 1020.5688 1 20.8 282.68 36.33 34.9 (M:34.9) 1 96.47 1 1 K.AEKCNVIR.E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1



2563 true 2573 1021.6034 1020.5906 1 5.47 149.23 35.17 22.7 (M:22.7) 2 1 0 R.SPIAEAVFR.K Dimethyl:2H(4): 1

2564 true 764 1021.6212 1020.6067 1 7.05 204.55 26.5 34.1 (M:34.1) 1 1 1 K.GKFEDMAK.A Dimethyl:2H(4): 1, 2, 8

2565 true 3124 1021.6315 1020.627 1 -2.65 150.54 37 53.8 (M:53.8) 13 1 0 K.VFLENVIR.D Dimethyl:2H(4): 1

2566 true 3030 1022.5225 1021.5267 1 -11.19 148.69 35.83 30.5 (M:30.5) 1 1 0 K.NCIGDFLK.T Carbamidomethyl: 2; Dimethyl: 1, 8

2567 true 491 1022.5413 1021.5193 1 14.43 204.81 25.33 34.6 (M:34.6) 2 1 0

K.VADYGAVSGR.

E Dimethyl: 1

2568 false 491 1022.5413 1021.5556 1 -21.16 166.18 25.33 17.6 (M:17.6) 1 3 0 K.IPTPENAPR.L Dimethyl: 1

2569 true 1162 1022.5644 1021.5382 1 18.48 139.89 27.17 36.5 (M:36.5) 1 1 0 R.TITSSYYR.G Dimethyl:2H(4): 1



2570 false 2344 1022.5654 1021.5528 1 5.18 185.94 33.17 16.1 (M:16.1) 1 2 1 K.MVPTSDKGR.F Dimethyl:2H(4): 1

2571 true 3596 1022.5859 1021.5593 1 18.83 299.47 42.67 15.7 (M:15.7) 1 1 1 R.KEVADASDK.E Dimethyl:2H(4): 9; Dimethyl: 1

2572 true 2898 1022.5935 1021.5961 1 -9.59 144.77 36.33 45.5 (M:45.5) 2 1 0 K.VFQFLNAK.C Dimethyl: 1, 8

2573 true 2807 1022.6005 1021.5758 1 16.99 110.21 36.33 21.5 (M:21.5) 1 1 0 K.GMAYIEFK.T Dimethyl:2H(4): 1, 8

2574 false 2758 1022.6044 1021.5998 1 -2.55 165.72 37.5 17.6 (M:17.6) 1 9 0 K.DLVPYLDK.L Dimethyl:2H(4): 1; Dimethyl: 8

2575 false 2636 1022.6209 1021.592 1 21.08 135.41 40.5 16.2 (M:16.2) 1 3 0 R.LQGEIAHVK.K Dimethyl: 9

2576 true 372 1023.5021 1022.4967 1 -1.91 198.7 25.67 39.7 (M:39.7) 2 1 0 R.NMGYVQQR.R Dimethyl: 1



2577 true 398 1023.5245 1022.5145 1 2.61 241.26 25.17 23.8 (M:23.8) 1 1 1 K.FDSSLDRR.D Dimethyl: 1

2578 false 349 1023.5625 1022.5732 1 -17.57 193.15 26.5 15.8 (M:15.8) 1 6 1 K.ISKEEMVR.R Dimethyl:2H(4): 3

2579 false 349 1023.5625 1022.5471 1 8 288.23 26.5 16.7 (M:16.7) 1 4 1 K.GKFEEMAK.G Dimethyl: 1, 2, 8

2580 true 641 1023.5683 1022.5637 1 -2.61 89.31 24.5 34.0 (M:34.0) 1 1 0 R.HFDEAVNK.Y Dimethyl:2H(4): 1, 8

2581 true 1666 1023.5717 1022.576 1 -11.33 130.88 29 40.3 (M:40.3) 1 1 0 K.HVEDLLNK.L Dimethyl: 1, 8

2582 true 254 1023.5894 1022.5712 1 10.68 139.18 24 28.1 (M:28.1) 2 1 0 K.FHPIQGHR.V Dimethyl:2H(4): 1

2583 false 435 1023.6015 1022.6 1 -5.69 111.92 25.17 17.2 (M:17.2) 1 2 0 K.IHQETFGK.S Dimethyl:2H(4): 1, 8



2584 true 435 1023.6015 1022.5873 1 6.78 120.58 25.17 18.4 (M:18.4) 1 1 1 K.IRIEDPPR.R Dimethyl: 1

2585 true 1992 1023.6174 1022.6175 1 -7.15 133.14 32.83 33.4 (M:33.4) 1 1 0 R.QIHIDIPR.T Dimethyl:2H(4): 1

2586 true 1455 1024.4386 1023.4444 1 -12.76 102.47 30.33 24.5 (M:24.5) 1 1 0

-

.MEGASFGAGR.A Acetyl: 1

2587 false 481 1024.5116 1023.5143 1 -9.81 188.76 26.17 16.4 (M:16.4) 1 2 0 R.QEVVACMR.R

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

2588 true 2067 1024.524 1023.5178 1 -1.08 238.42 32.5 35.1 (M:35.1) 2 1 0 K.YHPGYFGK.V Dimethyl: 1, 8

2589 true 720 1024.5257 1023.5349 1 -16.1 179.16 27 52.7 (M:52.7) 1 1 0 K.DIDIHEVR.V Dimethyl: 1

2590 false 1946 1024.527 1023.5237 1 -3.89 99.27 33.17 15.6 (M:15.6) 1 2 0 K.DLTEYLSR.F Dimethyl: 1



2591 false 1837 1024.5371 1023.5237 1 6.01 216.44 32.83 17.4 (M:17.4) 1 2 0 K.NDPSLPEPK.C Dimethyl: 9

2592 true 2415 1024.5461 1023.5389 1 -0.06 278.88 34.17 47.1 (M:47.1) 3 1 0 R.ALYTFEPR.T Dimethyl: 1

2593 false 1365 1024.5497 1023.5284 1 13.75 181.35 33 16.2 (M:16.2) 1 5 1 K.MRVTFSQR.K

2594 false 1960 1024.5508 1023.5423 1 1.17 212.86 33 15.7 (M:15.7) 1 4 1 R.KEYEMLR.I Dimethyl: 1, 1

2595 true 1960 1024.5508 1023.5685 1 -24.37 54.3 33 17.5 (M:17.5) 1 1 1 R.LGMSRDAVK.F Dimethyl:2H(4): 1; Oxidation: 3

2596 true 1167 1024.595 1023.5841 1 3.54 128.92 26.67 54.1 (M:54.1) 1 1 0 R.HLTGEFEK.K Dimethyl:2H(4): 1, 8

2597 false 1958 1024.6334 1023.63 1 -3.82 197.24 32.33 15.8 (M:15.8) 1 2 1 K.MLSKTVAAK.K

Dimethyl:2H(4): 4; Oxidation: 1; 

Dimethyl: 9



2598 true 1577 1025.4793 1024.4726 1 -0.58 238.23 29.83 49.7 (M:49.7) 5 1 0

R.GGNFGFGDAR.

G Dimethyl: 1

2599 true 972 1025.515 1024.5028 1 4.8 198.79 27.5 40.8 (M:40.8) 1 1 0 R.ASFNHFDR.D Dimethyl:2H(4): 1

2600 true 886 1025.5201 1024.5012 1 11.37 177.29 27.33 34.8 (M:34.8) 1 1 0 K.FIASTGMDR.S Dimethyl: 1

2601 true 3297 1025.5409 1024.5342 1 -0.51 83.94 38.17 38.2 (M:38.2) 2 1 0 K.DASVVGFFR.D Dimethyl: 1

2602 true 1372 1025.5778 1024.5855 1 -14.63 219.89 29.67 36.3 (M:36.3) 1 1 0 R.VLDQYSLR.S Dimethyl:2H(4): 1

2603 false 1372 1025.5778 1024.5599 1 10.35 223.6 29.67 16.8 (M:16.8) 1 3 1 -.MSVKEMAK.G

Dimethyl:2H(4): 4; Acetyl: 1; 

Dimethyl: 8

2604 true 1692 1025.6132 1024.6008 1 5.01 143.26 36.33 39.4 (M:39.4) 2 1 0 K.NVPYVFVR.S Dimethyl:2H(4): 1



2605 true 734 1026.5281 1025.5216 1 -0.71 181.57 26.5 22.1 (M:22.1) 1 1 0 K.GVTCLSFSK.D Carbamidomethyl: 4; Dimethyl: 9

2606 true 927 1026.608 1025.5997 1 1.02 99.37 27.33 24.8 (M:24.8) 1 1 0 R.THVSYDIK.G Dimethyl:2H(4): 1, 8

2607 true 1110 1026.6228 1025.591 1 23.9 114.16 28.17 22.7 (M:22.7) 1 1 0 R.IAPELYHK.M Dimethyl: 1, 8

2608 true 2310 1026.6239 1025.6217 1 -4.93 140.65 32.67 36.1 (M:36.1) 2 1 0 K.QACVLMIK.A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 8

2609 true 480 1027.5227 1026.5219 1 -6.27 232.05 25.5 35.6 (M:35.6) 3 1 0 R.NMGYVQQR.R Dimethyl:2H(4): 1

2610 true 1460 1027.5232 1026.5134 1 2.42 287.88 29.5 17.9 (M:17.9) 1 1 0 R.AVFSEYQR.M Dimethyl: 1

2611 true 1123 1027.5443 1026.5134 1 22.92 192.64 28.5 23.8 (M:23.8) 1 1 0 R.EAQGYYLR.E Dimethyl: 1



2612 false 1227 1027.5526 1026.571 1 -24.99 233.14 28.33 16.8 (M:16.8) 1 6 1 K.KSLETEHK.A Dimethyl: 1, 8

2613 false 1227 1027.5526 1026.5386 1 6.5 266.68 28.33 17.1 (M:17.1) 1 3 0 R.EQTAFYIK.A Dimethyl: 8

2614 true 786 1027.5657 1026.557 1 1.34 247.54 24 34.1 (M:34.1) 3 1 0 R.QRPDLGSAR.K Dimethyl: 1

2615 true 2899 1027.5677 1026.5572 1 3.09 221.44 38.17 41.6 (M:41.6) 2 1 0 R.LFCVGFTK.K Carbamidomethyl: 3; Dimethyl: 1, 8

2616 true 350 1027.5985 1026.5961 1 -4.78 224.95 24.5 15.9 (M:15.9) 1 1 0 K.LISPEDVAK.L Dimethyl: 1, 9

2617 true 1903 1027.6155 1026.6073 1 0.82 202.34 33.17 41.8 (M:41.8) 1 1 0 K.LLQLIEDR.G Dimethyl: 1

2618 false 908 1027.6165 1026.6124 1 -3.07 177.53 26.83 15.7 (M:15.7) 1 2 1 K.IRIEDPPR.R Dimethyl:2H(4): 1



2619 true 1947 1028.5529 1027.5488 1 -3.1 99.59 33.17 22.8 (M:22.8) 1 1 0 K.DLTEYLSR.F Dimethyl:2H(4): 1

2620 true 841 1028.5569 1027.56 1 -10.11 154.13 27 37.0 (M:37.0) 1 1 0 K.DIDIHEVR.V Dimethyl:2H(4): 1

2621 true 1562 1028.5671 1027.5662 1 -6.19 210.04 30.83 21.7 (M:21.7) 1 1 0 R.DIEQLVQR.N Dimethyl: 1

2622 true 2396 1028.5718 1027.564 1 0.46 250.47 34.17 52.1 (M:52.1) 1 1 0 R.ALYTFEPR.T Dimethyl:2H(4): 1

2623 true 1770 1028.6074 1027.5848 1 14.82 167.55 30.83 19.2 (M:19.2) 1 1 0 -.MAAALALLGR.A Acetyl: 1

2624 true 1542 1028.6122 1027.6066 1 -1.65 120.8 30.5 18.9 (M:18.9) 1 1 0 K.LDHYAIIK.F Dimethyl: 1, 8

2625 true 1929 1028.6145 1027.6026 1 4.5 227.53 32.33 48.5 (M:48.5) 1 1 0 R.VLSIGDGIAR.V Dimethyl: 1



2626 true 1762 1028.6154 1027.6212 1 -12.74 92.88 37.17 26.2 (M:26.2) 1 1 1 R.RVMGLLPAK.G Oxidation: 3; Dimethyl: 9

2627 true 1787 1029.506 1028.4977 1 0.98 234.71 31.17 65.2 (M:65.2) 5 1 0

R.GGNFGFGDAR.

G Dimethyl:2H(4): 1

2628 true 2072 1029.5244 1028.5138 1 3.19 178.32 34.17 39.5 (M:39.5) 1 1 0 M.ADEELAALR.Q Acetyl: 1

2629 false 2072 1029.5244 1028.539 1 -21.24 158.36 34.17 21.2 (M:21.2) 1 2 0 K.AESLPEEAK.S Dimethyl: 1, 9

2630 false 2881 1029.5722 1028.5804 1 -15.04 313.77 37.83 19.1 (M:19.1) 1 2 0 M.AAETVELHK.L Dimethyl:2H(4): 1

2631 true 2881 1029.5722 1028.5593 1 5.48 219.78 37.83 39.0 (M:39.0) 2 1 0 K.DASVVGFFR.D Dimethyl:2H(4): 1

2632 true 2756 1029.5891 1028.6052 1 -22.71 147.54 39.17 15.9 (M:15.9) 1 1 1 K.LMDLLPKR.E Oxidation: 2; Dimethyl: 1



2633 false 3024 1029.5917 1028.5615 1 22.3 229.84 45.33 18.4 (M:18.4) 1 8 0 K.NAGETLLQR.A Dimethyl: 1

2634 false 501 1029.5983 1028.5866 1 4.32 80.96 24.17 16.3 (M:16.3) 1 2 0 R.VLDELTLAR.T

2635 true 1075 1029.6001 1028.6131 1 -19.68 202.01 27.67 16.2 (M:16.2) 1 1 1 R.AGLFKGLAPR.L

2636 false 1075 1029.6001 1028.5866 1 6.05 237.05 27.67 15.7 (M:15.7) 1 2 0 K.GQLEQITGK.G Dimethyl: 1, 9

2637 true 851 1029.6013 1028.5917 1 2.33 100.37 27 25.8 (M:25.8) 1 1 0 K.THLTELQR.L Dimethyl:2H(4): 1

2638 true 503 1030.4368 1029.4375 1 -7.72 97.05 25.17 31.7 (M:31.7) 1 1 0 R.DYDDMSPR.R Dimethyl:2H(4): 1

2639 true 1563 1030.4577 1029.459 1 -8.27 120.8 30.83 16.2 (M:16.2) 1 1 0 K.EYFADMAR.H Dimethyl: 1



2640 true 706 1030.511 1029.5091 1 -5.23 198.29 25 18.1 (M:18.1) 1 1 0 K.DQQAAEANK.N Dimethyl: 1, 9

2641 false 771 1030.5342 1029.5455 1 -18 91.76 26.5 23.8 (M:23.8) 1 2 0

K.DGVVLGADTR.

A Dimethyl: 1

2642 false 771 1030.5342 1029.5356 1 -8.4 79.72 26.5 22.3 (M:22.3) 1 3 1 K.NWEIRER.K Dimethyl: 1

2643 false 3198 1030.569 1029.5706 1 -8.59 183.9 37.33 26.4 (M:26.4) 1 3 0 R.DSQIAAIEK.T Dimethyl: 1, 9

2644 true 1523 1030.5696 1029.5859 1 -22.88 151.64 30.5 20.7 (M:20.7) 1 1 0 K.SVHDLIYK.R Dimethyl: 1, 8

2645 true 2437 1030.5764 1029.5641 1 4.88 167.98 33.67 21.1 (M:21.1) 1 1 0 K.AECLALLGR.Y Carbamidomethyl: 3; Dimethyl: 1

2646 false 2437 1030.5764 1029.5706 1 -1.45 115.83 33.67 16.4 (M:16.4) 1 4 0 K.GELASVEAVK.E Dimethyl: 10



2647 true 1032 1030.5774 1029.5607 1 9.15 185.82 27.67 53.2 (M:53.2) 1 1 0 K.LAETYLHR.I Dimethyl: 1

2648 true 1498 1030.5902 1029.5641 1 18.22 191.6 30.17 46.9 (M:46.9) 2 1 0 R.IAQLICER.I Carbamidomethyl: 6; Dimethyl: 1

2649 false 2723 1030.6072 1029.6121 1 -11.74 267.53 36.67 24.1 (M:24.1) 1 2 0 R.AATPLQIER.W Dimethyl:2H(4): 1

2650 true 2723 1030.6072 1029.5893 1 10.38 156.77 36.67 41.7 (M:41.7) 1 1 0 R.MNVLADALK.S Dimethyl: 1, 9

2651 true 2964 1030.6387 1029.6463 1 -14.37 128.51 36.5 25.8 (M:25.8) 1 1 0 K.VFQFLNAK.C Dimethyl:2H(4): 1, 8

2652 true 351 1031.5354 1030.5196 1 8.25 235.59 24.83 34.5 (M:34.5) 1 1 0 K.HYETLANR.T Dimethyl: 1

2653 true 1461 1031.5471 1030.5386 1 1.28 316.4 29.5 35.5 (M:35.5) 1 1 0 R.AVFSEYQR.M Dimethyl:2H(4): 1



2654 false 164 1031.5766 1030.5659 1 3.36 189.5 23.83 30.4 (M:30.4) 1 66.15 2 1 K.INGKDSIEK.E Dimethyl: 9

2655 true 2709 1031.5839 1030.5811 1 -4.37 210.54 34.83 35.7 (M:35.7) 3 1 0 R.GDLPFVVTR.R Dimethyl: 1

2656 true 864 1031.5891 1030.5821 1 -0.31 221.01 24 43.6 (M:43.6) 2 1 0 R.QRPDLGSAR.K Dimethyl:2H(4): 1

2657 false 864 1031.5891 1030.5593 1 21.79 262.07 24 15.3 (M:15.3) 1 6 1 R.QCIKAVER.R Carbamidomethyl: 2; Dimethyl: 1

2658 false 2662 1031.603 1030.6209 1 -24.44 210.73 36.33 25.8 (M:25.8) 2 3 0 K.ATIIVMVTR.C Dimethyl: 1

2659 false 2662 1031.603 1030.6023 1 -6.38 194.3 36.33 16.3 (M:16.3) 1 5 0 R.SLLSQNTLK.I Dimethyl: 9

2660 false 3012 1031.6062 1030.6175 1 -18.05 233.03 45.33 16.3 (M:16.3) 1 3 0 K.STLGFPLIR.F Dimethyl: 1



2661 true 3012 1031.6062 1030.6097 1 -10.43 246.16 45.33 17.5 (M:17.5) 1 1 1 K.EMKDIVLK.E Dimethyl: 1, 8

2662 false 3012 1031.6062 1030.5771 1 21.12 258.98 45.33 16.9 (M:16.9) 1 2 1 R.STRQQDIK.K Dimethyl: 1, 8

2663 false 2218 1031.6185 1030.5998 1 11.09 194.65 33.17 16.0 (M:16.0) 2 50 2 1 K.HGMKLVYK.M Dimethyl: 4, 8

2664 true 2218 1031.6185 1030.6063 1 4.77 186.37 33.17 58.1 (M:58.1) 2 1 0 R.LPLQDVYK.I Dimethyl: 1, 8

2665 true 1620 1031.6229 1030.6263 1 -10.32 135.45 29 17.6 (M:17.6) 1 1 0 K.HVEDLLNK.L Dimethyl:2H(4): 1, 8

2666 false 2880 1031.6262 1030.6175 1 1.36 170.62 37.83 15.1 (M:15.1) 1 2 0

K.IGLFGGAGVGK.

T Dimethyl: 1, 11

2667 false 1904 1031.6382 1030.6325 1 -1.5 203.43 33.17 33.6 (M:33.6) 1 2 0 K.LLQLIEDR.G Dimethyl:2H(4): 1



2668 false 1238 1032.5731 1031.5586 1 6.94 207.75 28.17 15.8 (M:15.8) 1 3 1 R.MAHKFITGK.V

2669 false 1238 1032.5731 1031.568 1 -2.16 137.39 28.17 16.5 (M:16.5) 1 2 0 K.YHPGYFGK.V Dimethyl:2H(4): 1, 8

2670 false 658 1032.5862 1031.5651 1 13.33 210.84 25.83 16.1 (M:16.1) 1 2 0 K.FTEIPNQK.Y Dimethyl: 1, 8

2671 true 588 1032.6043 1031.5798 1 16.72 209.18 26 37.0 (M:37.0) 1 1 1 K.MQTKAEIR.Q Dimethyl: 1, 4

2672 true 2346 1032.6233 1031.6277 1 -11.31 197.69 33.33 29.3 (M:29.3) 1 1 0 R.SVGLEIINR.T Dimethyl:2H(4): 1

2673 true 1930 1032.6245 1031.6015 1 15.15 241.32 32.5 49.5 (M:49.5) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

2674 false 1930 1032.6245 1031.6389 1 -21.07 189.7 32.5 23.8 (M:23.8) 1 50 6 1 K.KLIGTAGNAR.D Dimethyl:2H(4): 1



2675 true 1930 1032.6245 1031.6015 1 15.15 241.32 32.5 49.5 (M:49.5) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

2676 true 1930 1032.6245 1031.6015 1 15.15 241.32 32.5 49.5 (M:49.5) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

2677 false 3088 1032.6293 1031.6165 1 5.38 382.31 39 21.5 (M:21.5) 1 2 0 K.VQDIEQLK.D Dimethyl:2H(4): 1; Dimethyl: 8

2678 false 2074 1032.6327 1031.6492 1 -23.01 155.6 32 22.7 (M:22.7) 1 6 1 K.GGVLYVKLR.A Dimethyl: 1

2679 true 2074 1032.6327 1031.6277 1 -2.24 263.49 32 38.1 (M:38.1) 2 1 0 R.VLSIGDGIAR.V Dimethyl:2H(4): 1

2680 true 1691 1033.5042 1032.4916 1 5.06 243.29 31.17 59.8 (M:59.8) 2 1 0 R.DYFGQYGK.I Dimethyl: 1, 8

2681 false 743 1033.5159 1032.5088 1 -0.17 277.1 25 23.6 (M:23.6) 1 2 1 K.SDENDAVKK.G Dimethyl: 9



2682 true 743 1033.5159 1032.5022 1 6.14 112.42 25 29.7 (M:29.7) 1 1 0 K.NCVAIASDR.R Carbamidomethyl: 2; Dimethyl: 1

2683 true 675 1033.5296 1032.529 1 -6.48 130.77 26.33 33.5 (M:33.5) 1 1 0 K.NYDSLPHR.L Dimethyl:2H(4): 1

2684 true 2815 1033.5326 1032.5352 1 -9.62 130.03 34.5 33.2 (M:33.2) 1 1 0 K.NIDNFLNR.Y Dimethyl: 1

2685 false 786 1033.5669 1032.5451 1 13.99 239.98 27 17.9 (M:17.9) 1 3 1 K.QSKGSEEIK.Q Dimethyl: 9

2686 true 786 1033.5669 1032.5525 1 6.84 183.93 27 19.3 (M:19.3) 1 1 0 R.QMVETELK.L Dimethyl: 1, 8

2687 false 786 1033.5669 1032.5753 1 -15.22 212.25 27 17.1 (M:17.1) 1 4 1 K.VKEEQGPSK.S Dimethyl:2H(4): 2

2688 true 1664 1033.5952 1032.5855 1 2.31 244.74 31.33 58.7 (M:58.7) 1 1 0 R.AFLIEEQK.I Dimethyl: 1, 8



2689 false 1664 1033.5952 1032.6131 1 -24.3 189.45 31.33 16.6 (M:16.6) 1 7 1 K.RGNLSWLR.E Dimethyl:2H(4): 1

2690 false 1664 1033.5952 1032.5968 1 -8.55 156.99 31.33 20.5 (M:20.5) 1 5 0 K.TVQGFIGAGK.S Dimethyl: 1, 10

2691 true 466 1033.6052 1032.5968 1 1.13 113.95 24 21.0 (M:21.0) 2 1 0 K.IEYAKPTR.L Dimethyl: 1, 5

2692 true 362 1034.5478 1033.5444 1 -3.77 177.57 25.17 47.7 (M:47.7) 1 1 0 R.FSTPEQAAK.N Dimethyl: 1, 9

2693 true 1554 1034.5631 1033.5444 1 11.03 203.28 31 23.6 (M:23.6) 1 1 0 K.YPSLELER.R Dimethyl: 1

2694 true 2204 1034.5726 1033.5664 1 -1.09 232.18 32.5 20.3 (M:20.3) 1 1 1 K.LMKEMNIK.Y Dimethyl: 8

2695 true 2100 1034.5818 1033.5607 1 13.35 394.48 32.5 15.2 (M:15.2) 1 1 1 K.AAKEWQNR.C Dimethyl:2H(4): 3



2696 true 2357 1034.5962 1033.5892 1 -0.28 227.51 34.67 16.8 (M:16.8) 1 1 0 K.AECLALLGR.Y

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

2697 true 1033 1034.6004 1033.5858 1 7 201.23 27.67 24.6 (M:24.6) 1 1 0 K.LAETYLHR.I Dimethyl:2H(4): 1

2698 true 1459 1034.6007 1033.5892 1 4.09 319.82 29.17 28.1 (M:28.1) 2 1 0 R.IAQLICER.I

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

2699 true 562 1034.6403 1033.6284 1 4.47 236.19 22.33 31.6 (M:31.6) 2 1 0 K.HQPTAIIAK.T Dimethyl: 1, 9

2700 true 1101 1035.5302 1034.5284 1 -5.35 144.83 28.17 30.1 (M:30.1) 1 1 0 R.AELEEFNK.S Dimethyl: 1, 8

2701 false 1101 1035.5302 1034.5066 1 15.69 137.58 28.17 16.1 (M:16.1) 1 3 1 K.NEVEKCTK.Y Carbamidomethyl: 6; Dimethyl: 8

2702 true 1533 1035.5385 1034.5397 1 -8.15 80.39 30.67 22.0 (M:22.0) 1 1 0 K.DVFISAAER.D Dimethyl: 1



2703 true 1636 1035.5564 1034.5397 1 9.17 168.72 30.33 39.6 (M:39.6) 1 1 0 R.TTIFSPEGR.L Dimethyl: 1

2704 true 448 1035.5568 1034.5447 1 4.67 197.13 24.83 23.7 (M:23.7) 1 1 0 K.HYETLANR.T Dimethyl:2H(4): 1

2705 true 1515 1035.5849 1034.6012 1 -22.75 170.72 31.17 17.8 (M:17.8) 1 1 0 K.TTVFLADIK.D Dimethyl: 9

2706 true 2103 1035.601 1034.5888 1 4.71 152.68 32.17 18.3 (M:18.3) 1 1 0 R.SLFEQYGK.V Dimethyl:2H(4): 1, 8

2707 true 2262 1035.6246 1034.6165 1 0.81 171.33 33.83 22.3 (M:22.3) 2 1 0 K.FPLLQSFK.A Dimethyl: 1, 8

2708 true 2573 1035.6273 1034.6062 1 13.32 173.87 35.5 37.0 (M:37.0) 4 1 0 R.GDLPFVVTR.R Dimethyl:2H(4): 1

2709 true 731 1035.6361 1034.6224 1 6.27 230.28 26.33 46.6 (M:46.6) 1 1 1 K.GKFEEMAK.G Dimethyl:2H(4): 1, 2, 8



2710 false 731 1035.6361 1034.6257 1 3.01 207.6 26.33 17.8 (M:17.8) 1 57.77 3 1 -.MSVKEMAK.G Dimethyl:2H(4): 1, 4, 8; Oxidation: 6

2711 true 1688 1036.5366 1035.544 1 -14.16 178.55 31.67 19.5 (M:19.5) 1 1 0 K.TYEIWHR.R Dimethyl:2H(4): 1

2712 false 2652 1036.5799 1035.5713 1 1.24 153.45 34.67 19.7 (M:19.7) 1 2 0 R.AGFSSVSVVR.S Dimethyl: 1

2713 true 818 1036.584 1035.5728 1 3.78 195.83 27 29.8 (M:29.8) 1 1 0 R.QIEYEYK.L Dimethyl:2H(4): 1, 7

2714 false 3056 1036.6089 1035.6114 1 -9.44 468.4 39.17 20.0 (M:20.0) 1 8 1 K.LAETTDKVK.Q Dimethyl:2H(4): 1

2715 true 292 1037.4729 1036.4614 1 4.03 228.65 24.67 49.5 (M:49.5) 1 1 0 K.YHEEFER.S Dimethyl: 1

2716 true 622 1037.4989 1036.5161 1 -23.59 102.88 25.83 18.8 (M:18.8) 1 1 0 R.AMELEQER.K Dimethyl:2H(4): 1



2717 true 757 1037.5119 1036.5273 1 -21.92 92.63 25 17.8 (M:17.8) 1 1 0 K.NCVAIASDR.R

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

2718 true 2481 1037.5454 1036.5376 1 0.58 222.05 33.83 33.5 (M:33.5) 2 1 0 K.GVVTAEMFR.H Dimethyl: 1

2719 true 2816 1037.5547 1036.5603 1 -12.46 147.09 34.33 23.8 (M:23.8) 1 1 0 K.NIDNFLNR.Y Dimethyl:2H(4): 1

2720 true 3285 1037.5888 1036.5706 1 10.58 282.87 39.5 43.3 (M:43.3) 4 1 0 R.AENFFILR.R Dimethyl: 1

2721 false 165 1037.6148 1036.614 1 -6.29 244.65 23.83 16.1 (M:16.1) 1 4 0 R.AVMISAIEK.Q

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 9

2722 true 2831 1037.6373 1036.6219 1 7.87 171.12 37.33 19.2 (M:19.2) 1 1 0 R.QEYLALLR.R Dimethyl:2H(4): 1

2723 true 2016 1038.5168 1037.515 1 -5.3 230.26 34.67 22.7 (M:22.7) 3 1 0 R.CMVQFIGR.E Carbamidomethyl: 1; Dimethyl: 1



2724 true 705 1038.5377 1037.5254 1 4.87 124.67 24.83 37.2 (M:37.2) 1 1 0 K.NQNDPLPGR.I Dimethyl: 1

2725 true 1555 1038.5851 1037.5695 1 8.01 260.55 31 28.9 (M:28.9) 1 1 0 K.YPSLELER.R Dimethyl:2H(4): 1

2726 true 2205 1038.5892 1037.5915 1 -9.23 32.5 21.1 (M:21.1) 2 1 1 K.LMKEMNIK.Y Dimethyl:2H(4): 1

2727 true 3000 1038.5907 1037.591 1 -7.28 176.45 37.17 27.7 (M:27.7) 2 1 0 K.VYPISYLR.I Dimethyl: 1

2728 true 2961 1039.539 1038.5354 1 -3.57 249.41 38.67 48.8 (M:48.8) 2 1 0 R.YAVLMQMR.F Dimethyl: 1

2729 true 1145 1039.5419 1038.5498 1 -14.6 157.27 31.17 17.9 (M:17.9) 1 1 0 R.NYAQVFNK.L Dimethyl: 1, 8

2730 true 587 1039.5517 1038.5532 1 -8.4 107.64 22.5 17.1 (M:17.1) 1 1 0 K.TMTLFSALR.A



2731 true 1534 1039.5542 1038.5648 1 -17.16 143.47 30.67 19.7 (M:19.7) 1 1 0 K.DVFISAAER.D Dimethyl:2H(4): 1

2732 true 1362 1039.5663 1038.5611 1 -1.92 128.54 29.83 46.9 (M:46.9) 1 1 0 R.QIPFHDVR.F Dimethyl: 1

2733 true 1685 1039.5691 1038.5648 1 -2.81 153.31 30.33 23.5 (M:23.5) 1 1 0 R.TTIFSPEGR.L Dimethyl:2H(4): 1

2734 true 1297 1039.5767 1038.5644 1 4.79 123.92 29.17 45.0 (M:45.0) 1 1 0 K.LMQLVDHR.G Dimethyl: 1

2735 true 1099 1039.5793 1038.5896 1 -16.94 92.72 28.33 51.8 (M:51.8) 1 1 0 K.MVINHLEK.L Dimethyl: 1, 8

2736 false 1099 1039.5793 1038.5934 1 -20.63 75.94 28.33 17.4 (M:17.4) 1 4 1

K.VRAGGPGLER.

G Dimethyl: 1

2737 false 1099 1039.5793 1038.5569 1 14.5 125.37 28.33 25.4 (M:25.4) 1 2 0 K.VNMTELEK.E

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 8



2738 false 1099 1039.5793 1038.5961 1 -23.21 88.07 28.33 16.4 (M:16.4) 1 6 0 K.ELPPSVLEK.R Dimethyl: 9

2739 false 1099 1039.5793 1038.571 1 0.98 108.15 28.33 16.4 (M:16.4) 1 6 1 K.EKHLDLEK.N Dimethyl: 8

2740 true 353 1039.5934 1038.5983 1 -11.77 176.43 24.5 37.9 (M:37.9) 1 1 0

K.AMEAVAAQGK

.V Dimethyl:2H(4): 1, 10

2741 true 821 1040.5545 1039.5662 1 -18.26 140 27.67 19.2 (M:19.2) 1 1 0 R.DSLIPPQSR.K Dimethyl: 1

2742 false 494 1040.5955 1039.5774 1 10.39 113.34 25.83 15.3 (M:15.3) 1 2 1 R.IRDPNQGGK.D Dimethyl: 1, 9

2743 false 494 1040.5955 1039.5774 1 10.39 113.34 25.83 15.3 (M:15.3) 1 2 1 R.IRDPNQGGK.D Dimethyl: 1, 9

2744 true 3760 1040.6434 1039.639 1 -2.71 159.23 41.5 33.6 (M:33.6) 1 1 0 R.NEALIALLR.E Dimethyl: 1



2745 false 3760 1040.6434 1039.6551 1 -18.22 221.58 41.5 21.4 (M:21.4) 1 3 1 K.AEAMIAAKK.M

Dimethyl:2H(4): 8, 9; Oxidation: 4; 

Dimethyl: 1

2746 true 294 1041.4984 1040.4865 1 4.39 235.52 24.67 30.9 (M:30.9) 1 1 0 K.YHEEFER.S Dimethyl:2H(4): 1

2747 true 887 1041.5257 1040.4927 1 24.68 186.36 28.33 23.7 (M:23.7) 1 1 0 K.DGPGFYTTR.C Dimethyl: 1

2748 true 2238 1041.5361 1040.5419 1 -12.53 154.15 31.5 62.4 (M:62.4) 2 1 0 R.DYFGQYGK.I Dimethyl:2H(4): 1, 8

2749 true 665 1041.5378 1040.5226 1 7.65 254.22 23 28.5 (M:28.5) 2 1 0 K.YICPHAPR.I Carbamidomethyl: 3; Dimethyl: 1

2750 true 2525 1041.5651 1040.5627 1 -4.64 209.3 34.83 41.8 (M:41.8) 2 1 0 K.GVVTAEMFR.H Dimethyl:2H(4): 1

2751 true 395 1041.5697 1040.5655 1 -2.95 124.49 25 40.5 (M:40.5) 1 1 0 K.IYHPNVDK.L Dimethyl: 1, 8



2752 true 1499 1041.571 1040.5615 1 2.17 263.91 29.5 37.6 (M:37.6) 1 1 0 R.GQGESPLGIR.A Dimethyl: 1

2753 true 155 1041.5714 1040.5665 1 -2.27 117.73 23.17 27.7 (M:27.7) 1 1 0

R.AGVLAGHDNR.

V Dimethyl:2H(4): 1

2754 true 155 1041.5714 1040.5665 1 -2.27 117.73 23.17 27.7 (M:27.7) 1 1 0

R.AGVLAGHDNR.

V Dimethyl:2H(4): 1

2755 true 2778 1041.596 1040.5978 1 -8.73 116.32 34.33 27.0 (M:27.0) 1 1 0 R.DLAQALINR.G Dimethyl: 1

2756 true 1337 1041.5977 1040.6019 1 -11.01 173.59 27.67 34.6 (M:34.6) 1 1 0 K.DYPLRPPK.M Dimethyl: 1, 8

2757 true 3101 1041.6057 1040.599 1 -0.55 167.17 37.83 41.6 (M:41.6) 2 1 0 R.FLSILCTR.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

2758 true 3215 1041.6142 1040.5957 1 10.84 286.22 39.83 49.7 (M:49.7) 4 1 0 R.AENFFILR.R Dimethyl:2H(4): 1



2759 false 3110 1041.6176 1040.6118 1 -1.41 237.68 37 17.6 (M:17.6) 1 2 1 K.IKDLDPEK.E Dimethyl: 1, 2, 8

2760 true 3110 1041.6176 1040.623 1 -12.2 160.36 37 20.4 (M:20.4) 1 1 0 K.NAAGALDLLK.E Dimethyl: 1, 10

2761 false 2548 1041.6272 1040.6091 1 10.37 86.25 33 16.5 (M:16.5) 1 10 1 R.ARLAEAALAR.A

2762 false 2548 1041.6272 1040.6342 1 -13.78 93.27 33 27.3 (M:27.3) 1 2 0 K.VLQSALAAIR.H

2763 true 1665 1041.6435 1040.6358 1 0.41 239.2 31.33 21.7 (M:21.7) 1 1 0 R.AFLIEEQK.I Dimethyl:2H(4): 1, 8

2764 true 535 1042.4376 1041.4516 1 -20.4 200.93 26.33 36.5 (M:36.5) 1 1 0 K.GNYDEGFGR.K Dimethyl: 1

2765 true 706 1042.5596 1041.5505 1 1.71 89.52 24.83 30.7 (M:30.7) 1 1 0 K.NQNDPLPGR.I Dimethyl:2H(4): 1



2766 true 1503 1042.5599 1041.5401 1 11.94 196.35 34.67 29.2 (M:29.2) 2 1 0 R.CMVQFIGR.E

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

2767 true 363 1042.5721 1041.5567 1 7.75 183.7 25.17 23.3 (M:23.3) 1 1 0

K.QANELAAAAR.

A Dimethyl: 1

2768 true 454 1042.5812 1041.5567 1 16.52 214.3 26 24.0 (M:24.0) 1 1 0 R.INAANIENR.V Dimethyl: 1

2769 false 3061 1042.5892 1041.5819 1 0.06 139.21 45.83 15.9 (M:15.9) 1 2 0 R.LEDAINVLR.E

2770 true 3001 1042.6175 1041.6161 1 -5.57 167.97 37.17 22.7 (M:22.7) 1 1 0 K.VYPISYLR.I Dimethyl:2H(4): 1

2771 false 853 1043.5163 1042.5055 1 3.39 283.78 27.17 15.0 (M:15.0) 1 2 0 K.VEEMFNSR.C Dimethyl:2H(4): 1

2772 true 2962 1043.5686 1042.5605 1 0.74 276.08 38.67 33.7 (M:33.7) 2 1 0 R.YAVLMQMR.F Dimethyl:2H(4): 1



2773 false 1992 1043.5804 1042.5546 1 17.73 147.06 30.33 16.9 (M:16.9) 1 8 0 K.EEVSVEVPK.K Dimethyl: 9

2774 true 1992 1043.5804 1042.5771 1 -3.8 141.71 30.33 41.2 (M:41.2) 1 1 0 R.DLTGVQNLR.K Dimethyl: 1

2775 true 1299 1043.5826 1042.5862 1 -10.35 143.74 29.83 41.7 (M:41.7) 1 1 0 R.QIPFHDVR.F Dimethyl:2H(4): 1

2776 true 24 1043.5838 1042.5659 1 10.18 455.47 21.5 18.6 (M:18.6) 1 1 0 R.SNTPILVDGK.D

2777 false 1197 1043.6004 1042.5961 1 -2.87 154.87 29.17 15.3 (M:15.3) 1 5 0 R.IDDIVSGHK.K Dimethyl:2H(4): 1; Dimethyl: 9

2778 true 1197 1043.6004 1042.5895 1 3.39 156.52 29.17 48.8 (M:48.8) 1 1 0 K.LMQLVDHR.G Dimethyl:2H(4): 1

2779 true 188 1043.6212 1042.6073 1 6.32 135.53 23.33 32.6 (M:32.6) 1 1 0 K.LIATTAHER.M Dimethyl:2H(4): 1



2780 true 188 1043.6212 1042.6325 1 -17.79 149.83 23.33 32.6 (M:32.6) 1 1 0 K.LIATTAHEK.M Dimethyl:2H(4): 1; Dimethyl: 9

2781 true 2332 1044.5121 1043.4932 1 11.06 159.58 36.33 34.9 (M:34.9) 2 1 0 K.CCFFNIK.T

Carbamidomethyl: 1, 2; Dimethyl: 1, 

7

2782 true 2763 1044.5606 1043.5446 1 8.35 235.02 35.33 15.9 (M:15.9) 1 1 0 K.IVSMEFMR.K Dimethyl:2H(4): 1

2783 false 2654 1044.5874 1043.5611 1 18.17 217.04 41.33 16.9 (M:16.9) 1 6 0 K.NELINAQSK.Y Dimethyl: 1

2784 false 2659 1044.5928 1043.5685 1 16.29 219.86 41.17 18.7 (M:18.7) 1 6 0 K.QSLVDMAPK.Y Dimethyl: 1, 9

2785 false 659 1044.6079 1043.5913 1 8.96 144.87 26 18.1 (M:18.1) 1 6 0 K.EASEVKPPR.D Dimethyl:2H(4): 6

2786 true 1040 1044.622 1043.6277 1 -12.43 189.28 27.5 46.0 (M:46.0) 1 1 0 K.VIATGPGLER.G Dimethyl:2H(4): 1



2787 true 797 1045.5389 1044.5352 1 -3.47 103.99 25.5 45.9 (M:45.9) 1 1 0 K.HADPIPDPR.A Dimethyl: 1

2788 true 1580 1045.5493 1044.5386 1 3.26 266.51 30.67 29.4 (M:29.4) 1 1 0 R.CNGVLEGIR.I Carbamidomethyl: 1; Dimethyl: 1

2789 true 1580 1045.5493 1044.5386 1 3.26 266.51 30.67 29.4 (M:29.4) 1 1 0 R.CNGVLEGIR.I Carbamidomethyl: 1; Dimethyl: 1

2790 true 1535 1045.5514 1044.5638 1 -18.74 115.49 30.67 34.2 (M:34.2) 1 1 0 K.VLEGMDVVR.K Dimethyl: 1

2791 true 564 1045.5546 1044.5477 1 -0.31 129.38 24.33 36.6 (M:36.6) 2 1 0 K.YICPHAPR.I

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

2792 false 1526 1045.5711 1044.5463 1 16.71 210.03 31.33 15.1 (M:15.1) 1 3 0 K.YNVEVSMK.R

Dimethyl:2H(4): 1; Oxidation: 7; 

Dimethyl: 8

2793 true 193 1045.5931 1044.5815 1 4.09 202.66 24 59.1 (M:59.1) 1 1 1 R.LSKEDIER.M Dimethyl: 1, 3



2794 false 2526 1045.6072 1044.6002 1 -0.17 212.51 34.17 18.2 (M:18.2) 2 4 0 R.ELLGMSVLR.H Dimethyl: 1

2795 true 735 1045.6073 1044.6002 1 -0.08 170.28 26.33 38.0 (M:38.0) 1 1 1 K.MIIEEAKR.S Dimethyl: 1, 7

2796 false 2359 1045.6172 1044.6219 1 -11.53 190.43 34.33 17.2 (M:17.2) 2 2 1 K.EIPDFIKK.I Dimethyl: 1, 8

2797 true 504 1046.4623 1045.4767 1 -20.68 200.22 26.33 41.3 (M:41.3) 1 1 0 K.GNYDEGFGR.K Dimethyl:2H(4): 1

2798 true 2060 1046.4981 1045.4928 1 -1.85 240.65 34 16.2 (M:16.2) 1 1 0 K.EAAEQDVEK.K Dimethyl: 9

2799 true 2341 1046.5036 1045.5094 1 -12.5 225.36 33.67 29.6 (M:29.6) 2 1 0

K.QWGWTQGR.

W Dimethyl: 1

2800 true 999 1046.5273 1045.5226 1 -2.44 176.46 27.83 63.0 (M:63.0) 1 1 0 K.ELVLDNCR.S Carbamidomethyl: 7; Dimethyl: 1



2801 false 999 1046.5273 1045.5114 1 8.29 220.28 27.83 15.1 (M:15.1) 1 2 0 M.ELPESQCK.K Carbamidomethyl: 7; Dimethyl: 1, 8

2802 true 1155 1046.5284 1045.5226 1 -1.43 342.55 27.83 21.1 (M:21.1) 1 1 0 R.QACDGNLLK.S Carbamidomethyl: 3; Dimethyl: 9

2803 false 421 1046.5483 1045.5226 1 17.56 178.86 25.17 28.8 (M:28.8) 1 4 0 R.LAECQELR.A Carbamidomethyl: 4; Dimethyl: 1

2804 false 421 1046.5483 1045.5655 1 -23.44 171.02 25.17 34.2 (M:34.2) 1 2 0 K.GSGTAEVELK.K Dimethyl: 1, 10

2805 false 733 1046.5546 1045.5655 1 -17.4 228.56 26.67 18.8 (M:18.8) 1 4 0 R.GLVSSDELAK.D Dimethyl: 10

2806 true 1410 1046.5801 1045.5842 1 -10.79 206.81 30.67 60.3 (M:60.3) 1 1 0 K.MLVSGAGDIK.L Dimethyl: 1, 10

2807 false 509 1046.5893 1045.6019 1 -18.97 189.31 25.33 17.4 (M:17.4) 1 4 0 R.TLGLTTAELK.H



2808 true 509 1046.5893 1045.5655 1 15.8 248.4 25.33 22.6 (M:22.6) 1 1 0 R.GEALSALDSK.A Dimethyl: 1, 10

2809 false 509 1046.5893 1045.5768 1 5.06 192.09 25.33 19.8 (M:19.8) 1 3 1 K.RETGVDLTK.D Dimethyl: 9

2810 true 401 1046.5922 1045.5818 1 2.99 196.28 25.17 35.4 (M:35.4) 1 1 0

K.QANELAAAAR.

A Dimethyl:2H(4): 1

2811 true 2494 1046.6082 1045.5892 1 11.2 170.45 34.83 16.2 (M:16.2) 1 1 0 R.NLIPELCR.L

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

2812 false 3103 1046.6452 1045.6434 1 -5.17 238.73 38.67 17.8 (M:17.8) 1 3 1 K.VKLEQNVGK.F Dimethyl:2H(4): 1

2813 true 3103 1046.6452 1045.6536 1 -14.93 148.59 38.67 31.6 (M:31.6) 1 1 0 R.LSNIFVIGK.G Dimethyl: 1, 9

2814 true 1428 1047.5393 1046.5397 1 -7.33 198.24 30.17 41.9 (M:41.9) 1 1 0 K.GDYPLEAVR.M Dimethyl: 1



2815 false 1853 1047.568 1046.5509 1 9.36 225.8 31.17 15.5 (M:15.5) 1 4 0

R.AGAALFNEAR.

N Dimethyl: 1

2816 false 1853 1047.568 1046.543 1 16.86 186.56 31.17 16.0 (M:16.0) 1 50 2 1 K.KGMEQEAAK.N Dimethyl: 1, 9

2817 true 2236 1047.59 1046.5873 1 -4.36 206.8 33.5 43.9 (M:43.9) 3 1 0 R.SALFAQINR.G Dimethyl: 1

2818 true 1916 1047.596 1046.5811 1 7.26 196.92 32.5 26.4 (M:26.4) 1 1 0 K.GHLLDSFAR.S Dimethyl:2H(4): 1

2819 true 1169 1047.6004 1046.5811 1 11.53 192.11 28.5 31.5 (M:31.5) 1 1 0 R.VGAHDFITR.L Dimethyl:2H(4): 1

2820 true 1148 1047.6013 1046.6 1 -5.73 156.09 31.17 21.6 (M:21.6) 1 1 0 R.NYAQVFNK.L Dimethyl:2H(4): 1, 8

2821 true 1993 1047.6045 1046.6022 1 -4.75 96.25 30.33 29.6 (M:29.6) 1 1 0 R.DLTGVQNLR.K Dimethyl:2H(4): 1



2822 false 1041 1047.6087 1046.6022 1 -0.76 252.48 28.17 15.6 (M:15.6) 1 3 0 K.SAAEVIAQAR.K Dimethyl:2H(4): 1

2823 true 1100 1047.6242 1046.6398 1 -21.83 121.13 28.33 50.4 (M:50.4) 1 1 0 K.MVINHLEK.L Dimethyl:2H(4): 1, 8

2824 false 2524 1048.5239 1047.527 1 -9.98 162.22 33 15.8 (M:15.8) 1 9 0 K.AMENIGELK.K Oxidation: 2; Dimethyl: 9

2825 false 2524 1048.5239 1047.5172 1 -0.54 150.86 33 21.5 (M:21.5) 1 3 0 K.CIWVSEAR.D Carbamidomethyl: 1; Dimethyl: 1

2826 false 2524 1048.5239 1047.5383 1 -20.69 91.37 33 16.8 (M:16.8) 1 7 1 K.KMALDTDAR.F Dimethyl: 1

2827 true 1667 1048.5315 1047.5383 1 -13.45 110.73 29.17 34.3 (M:34.3) 2 1 0 K.CLDAVVSTR.H Carbamidomethyl: 1; Dimethyl: 1

2828 false 355 1048.5412 1047.5399 1 -5.71 244.02 24.5 18.8 (M:18.8) 1 5 0 R.RPFDPNDR.C Dimethyl:2H(4): 1



2829 false 355 1048.5412 1047.5084 1 24.36 302.51 24.5 21.4 (M:21.4) 1 2 1 K.DSGKEDGEK.A Dimethyl: 1, 4, 9

2830 true 920 1048.545 1047.5349 1 2.73 276.04 27.17 44.3 (M:44.3) 2 1 0 R.AAPNSLEYR.L Dimethyl: 1

2831 true 1124 1048.5754 1047.5685 1 -0.3 196.85 28.33 20.0 (M:20.0) 1 1 0 R.ELQCLTPR.G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

2832 true 3032 1048.5978 1047.5964 1 -5.64 238 36 21.0 (M:21.0) 1 1 0 K.AYAALAALEK.L Dimethyl: 10

2833 true 2239 1048.6029 1047.5964 1 -0.75 188.06 32.67 25.0 (M:25.0) 2 1 0 R.ANTFVAELK.G Dimethyl: 1, 9

2834 true 243 1049.5405 1048.5302 1 2.91 85.28 24.33 44.5 (M:44.5) 7 1 0

M.SSAPPGPAAPR

.L Acetyl: 1

2835 true 1527 1049.5717 1048.5855 1 -20.09 133.06 31.33 19.1 (M:19.1) 1 1 0 K.AFADPEVLR.R Dimethyl:2H(4): 1



2836 false 1527 1049.5717 1048.5553 1 8.68 261.64 31.33 18.6 (M:18.6) 1 2 0

K.GTAVVNGEFK.

E Dimethyl: 10

2837 true 1581 1049.5747 1048.5637 1 3.5 304.73 30.67 33.0 (M:33.0) 1 1 0 R.CNGVLEGIR.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

2838 true 1581 1049.5747 1048.5637 1 3.5 304.73 30.67 33.0 (M:33.0) 1 1 0 R.CNGVLEGIR.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

2839 false 1581 1049.5747 1048.5889 1 -20.46 314.06 30.67 16.8 (M:16.8) 1 4 0 R.NVVAECLGK.L

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Dimethyl: 9

2840 false 1581 1049.5747 1048.5587 1 8.3 282.22 30.67 22.5 (M:22.5) 1 61.91 2 1 K.GSSLELCKK.A Carbamidomethyl: 7; Dimethyl: 9

2841 true 976 1049.5754 1048.5665 1 1.5 166.91 26.17 29.2 (M:29.2) 1 1 0 K.TLQQQTFR.I Dimethyl: 1

2842 true 3761 1049.5827 1048.5702 1 4.89 464.8 41.5 18.8 (M:18.8) 1 1 0 K.VGTDIQDNK.C Dimethyl:2H(4): 1; Dimethyl: 9



2843 false 3366 1049.5925 1048.5702 1 14.24 262.73 41 21.2 (M:21.2) 1 3 0 R.QPDSGISSVK.S Dimethyl:2H(4): 1

2844 false 3366 1049.5925 1048.6001 1 -14.21 339.33 41 16.8 (M:16.8) 1 5 1 K.QMLKEGGVR.S Dimethyl:2H(4): 4

2845 false 3366 1049.5925 1048.5838 1 1.3 209.21 41 30.0 (M:30.0) 1 2 1 -.MDLESKVK.K Oxidation: 1; Dimethyl: 1, 6, 8

2846 true 3366 1049.5925 1048.5739 1 10.73 251.49 41 39.5 (M:39.5) 1 1 0 R.FDILCVVR.D Carbamidomethyl: 5; Dimethyl: 1

2847 true 541 1049.5958 1048.5917 1 -3.02 194.11 26.83 57.2 (M:57.2) 2 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8

2848 true 541 1049.5958 1048.5917 1 -3.02 194.11 26.83 57.2 (M:57.2) 2 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8

2849 true 541 1049.5958 1048.5917 1 -3.02 194.11 26.83 57.2 (M:57.2) 2 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8



2850 true 480 1049.6247 1048.6157 1 1.68 95.1 25 22.4 (M:22.4) 1 1 0 K.IYHPNVDK.L Dimethyl:2H(4): 1, 8

2851 true 3002 1049.63 1048.6321 1 -8.97 145.11 36.83 41.1 (M:41.1) 2 1 0 K.YLFPVQVK.T Dimethyl: 1, 8

2852 true 2527 1049.6325 1048.647 1 -20.8 224.79 34.17 18.0 (M:18.0) 1 1 1 K.EIPDFIKK.I Dimethyl:2H(4): 1; Dimethyl: 8

2853 false 2824 1049.6365 1048.6103 1 18.01 104.66 36 16.1 (M:16.1) 1 5 0 K.NLMFIVLR.D Oxidation: 3; Dimethyl: 1

2854 false 3157 1049.6389 1048.6066 1 23.8 256.69 38.67 17.8 (M:17.8) 1 2 1 K.ESKLDEIR.R Dimethyl:2H(4): 1; Dimethyl: 3

2855 false 3157 1049.6389 1048.6318 1 -0.16 238.56 38.67 15.9 (M:15.9) 1 5 1 K.ESKDLLEK.L Dimethyl:2H(4): 1; Dimethyl: 3, 8

2856 true 3157 1049.6389 1048.6253 1 6.05 197.91 38.67 19.8 (M:19.8) 3 1 0 R.ELLGMSVLR.H Dimethyl:2H(4): 1



2857 false 3157 1049.6389 1048.6066 1 23.8 232.3 38.67 16.8 (M:16.8) 1 3 1 R.EKVESELR.S Dimethyl:2H(4): 1; Dimethyl: 2

2858 true 2192 1049.6443 1048.6393 1 -2.18 211.87 32.83 33.5 (M:33.5) 1 1 0 R.HIILLAEGR.L Dimethyl: 1

2859 true 422 1050.5471 1049.5477 1 -7.55 220.66 25.17 25.1 (M:25.1) 1 1 0 R.LAECQELR.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

2860 true 1000 1050.5527 1049.5477 1 -2.18 159.82 27.83 49.9 (M:49.9) 1 1 0 K.ELVLDNCR.S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

2861 true 2098 1050.557 1049.5294 1 19.32 121.3 34.5 46.2 (M:46.2) 1 1 0 R.DTHSLFFR.S Dimethyl: 1

2862 true 1156 1050.5608 1049.5345 1 18.11 232.26 27.83 35.9 (M:35.9) 2 1 0

K.QWGWTQGR.

W Dimethyl:2H(4): 1

2863 true 194 1050.563 1049.5655 1 -9.27 155.13 23.83 20.0 (M:20.0) 1 1 0 R.NGIESTLER.S Dimethyl:2H(4): 1



2864 true 928 1050.5647 1049.5546 1 2.71 111.29 27.33 38.9 (M:38.9) 1 1 0 R.YISHAEFK.D Dimethyl: 1, 8

2865 true 1716 1050.567 1049.5546 1 4.91 224.51 30.67 56.3 (M:56.3) 1 1 0 K.HLTDAYFK.K Dimethyl: 1, 8

2866 false 693 1050.578 1049.5841 1 -12.73 204.45 26.67 15.9 (M:15.9) 1 6 0 R.SLAMTKPDR.Q Dimethyl:2H(4): 1

2867 true 2391 1050.6012 1049.591 1 2.79 189.23 37 53.5 (M:53.5) 2 1 0 R.NAYVWTLK.G Dimethyl: 1, 8

2868 true 510 1050.6132 1049.5906 1 14.52 214.38 25.33 20.8 (M:20.8) 1 1 0 R.GEALSALDSK.A Dimethyl:2H(4): 1; Dimethyl: 10

2869 false 1229 1051.5484 1050.5566 1 -14.68 180.66 29.33 20.7 (M:20.7) 1 74.12 2 1 K.MMKIAEIR.K Oxidation: 1, 2; Dimethyl: 1

2870 true 189 1051.552 1050.5359 1 8.38 146.54 23.33 21.2 (M:21.2) 1 1 0 R.IHQGEHFR.E Dimethyl: 1



2871 false 854 1051.5547 1050.5569 1 -9.06 197.4 27.17 16.7 (M:16.7) 2 9 0 K.EAAMEAEIK.A Dimethyl:2H(4): 1; Dimethyl: 9

2872 false 854 1051.5547 1050.5566 1 -8.75 237.79 27.17 17.4 (M:17.4) 1 6 1 K.IVKMIMER.N Oxidation: 4, 6

2873 true 854 1051.5547 1050.5346 1 12.17 256.27 27.17 28.2 (M:28.2) 1 1 0 R.GVYSEEALR.A Dimethyl: 1

2874 true 1429 1051.5626 1050.5648 1 -8.94 163.44 30.17 32.8 (M:32.8) 1 1 0 K.GDYPLEAVR.M Dimethyl:2H(4): 1

2875 true 3149 1051.6311 1050.6124 1 10.85 236.71 40.5 29.1 (M:29.1) 3 1 0 R.SALFAQINR.G Dimethyl:2H(4): 1

2876 true 765 1051.6327 1050.6173 1 7.78 249.46 26.33 19.9 (M:19.9) 1 1 1 K.GKFEEMAK.G Dimethyl:2H(4): 1, 2, 8; Oxidation: 6

2877 true 433 1051.6464 1050.6325 1 6.27 221.66 21.83 18.1 (M:18.1) 1 1 1 K.EVSTYIKK.I Dimethyl: 1, 7, 8



2878 true 1794 1052.4886 1051.5008 1 -18.54 189.02 32.33 43.1 (M:43.1) 1 1 0 K.EMFEEALR.A Dimethyl: 1

2879 true 1668 1052.5548 1051.5634 1 -15.07 152.77 29.17 39.0 (M:39.0) 1 1 0 K.CLDAVVSTR.H

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

2880 false 1668 1052.5548 1051.5335 1 13.3 102.25 29.17 15.9 (M:15.9) 1 3 0 K.NEDEVVTSK.T Dimethyl:2H(4): 1

2881 true 1714 1052.5571 1051.5435 1 6.01 157.18 36.33 25.1 (M:25.1) 2 1 0 K.CCFFNIK.T

Carbamidomethyl: 1, 2; 

Dimethyl:2H(4): 1, 7

2882 true 1355 1052.5634 1051.5485 1 7.27 286.15 29.17 45.6 (M:45.6) 2 1 0 K.TYAICGAIR.R Carbamidomethyl: 5; Dimethyl: 1

2883 true 921 1052.571 1051.56 1 3.5 277.82 27.17 50.2 (M:50.2) 2 1 0 R.AAPNSLEYR.L Dimethyl:2H(4): 1

2884 true 435 1052.5881 1051.5774 1 3.2 161.99 24.83 18.9 (M:18.9) 1 1 0 R.VGDQVTHIR.I Dimethyl: 1



2885 true 3367 1052.5919 1051.5702 1 13.64 224.83 40.83 27.9 (M:27.9) 1 1 0 K.NAFAELFGK.K Dimethyl: 1, 9

2886 true 1307 1052.6147 1051.6138 1 -6.05 215.95 29.67 34.1 (M:34.1) 2 1 0 K.NVPQVVNVR.E Dimethyl: 1

2887 true 2063 1053.5072 1052.5219 1 -20.84 173.8 34.67 15.7 (M:15.7) 1 1 0 R.YIYFYEK.E Dimethyl: 7

2888 false 2204 1053.5295 1052.4995 1 21.59 187.2 35.5 16.0 (M:16.0) 1 3 1 K.EVMKEMSR.V Oxidation: 3; Dimethyl: 4

2889 true 605 1053.5493 1052.5502 1 -7.75 129.19 24.5 32.9 (M:32.9) 2 1 0 R.LSYNTASNK.T Dimethyl: 1, 9

2890 true 213 1053.5689 1052.5565 1 4.86 127.49 23.5 29.6 (M:29.6) 1 1 0 R.YCPEGVHK.A

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 8

2891 true 977 1053.5988 1052.5917 1 -0.08 154.35 26.17 28.2 (M:28.2) 1 1 0 K.TLQQQTFR.I Dimethyl:2H(4): 1



2892 true 3398 1053.6162 1052.599 1 9.33 229.06 41 41.3 (M:41.3) 1 1 0 R.FDILCVVR.D

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

2893 false 3398 1053.6162 1052.6089 1 -0.06 195.24 41 26.9 (M:26.9) 1 2 1 -.MDLESKVK.K

Dimethyl:2H(4): 1; Oxidation: 1; 

Dimethyl: 6, 8

2894 false 1860 1053.64 1052.6165 1 15.42 149.18 30.67 20.8 (M:20.8) 1 79.21 5 1

K.APVKMLPGGR.

Q Dimethyl: 1

2895 true 195 1053.6438 1052.6317 1 4.57 202.4 24 49.1 (M:49.1) 1 1 1 R.LSKEDIER.M Dimethyl:2H(4): 1, 3

2896 true 1601 1053.6445 1052.6342 1 2.87 221.09 30 42.3 (M:42.3) 8 1 0

K.IGGIGTVPVGR.

V Dimethyl: 1

2897 false 2707 1053.6456 1052.6455 1 -6.79 288.47 43.17 15.2 (M:15.2) 1 2 1 K.GRSLSPKPR.E Dimethyl: 1, 7

2898 false 3891 1053.6482 1052.623 1 17.04 230.27 43.33 27.1 (M:27.1) 3 3 0

R.GTGIVSAPVPK.

K Dimethyl: 11



2899 true 1029 1054.4562 1053.4516 1 -2.48 150.63 26 18.3 (M:18.3) 1 1 0 R.DHSYSDFR.N Dimethyl: 1

2900 true 2244 1054.553 1053.5416 1 3.84 142.69 35.83 62.8 (M:62.8) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

2901 true 2244 1054.553 1053.5416 1 3.84 142.69 35.83 62.8 (M:62.8) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

2902 true 2244 1054.553 1053.5416 1 3.84 142.69 35.83 62.8 (M:62.8) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

2903 true 2100 1054.5835 1053.5545 1 20.54 121.52 34.5 38.7 (M:38.7) 1 1 0 R.DTHSLFFR.S Dimethyl:2H(4): 1

2904 true 802 1054.5924 1053.5931 1 -7.53 235.57 26.5 15.8 (M:15.8) 1 1 1 R.GEVPAELRR.L Dimethyl: 1

2905 false 802 1054.5924 1053.5706 1 13.77 262.84 26.5 15.6 (M:15.6) 1 2 0 R.SLPVEEQPK.Q Dimethyl: 9



2906 false 2146 1054.6263 1053.6434 1 -23.09 180.13 32.67 15.2 (M:15.2) 1 6 1 K.LDGKLIDPK.R Dimethyl: 1, 9

2907 true 2060 1054.6398 1053.6182 1 13.57 196.93 33 70.5 (M:70.5) 4 1 0 K.AVDSLVPIGR.G Dimethyl: 1

2908 true 1456 1055.5055 1054.5084 1 -9.61 172.6 30.17 18.4 (M:18.4) 1 1 0 R.AFDENLYR.Q Dimethyl: 1

2909 true 805 1055.5536 1054.5447 1 1.45 246.05 27.17 49.6 (M:49.6) 3 1 0 K.QAYTQFGGK.R Dimethyl: 1, 9

2910 false 820 1055.5745 1054.5498 1 16.55 241.76 27.17 15.1 (M:15.1) 1 4 1 K.RYVWDER.R Dimethyl:2H(4): 1

2911 true 820 1055.5745 1054.5597 1 7.17 247.95 27.17 26.5 (M:26.5) 1 1 0 R.GVYSEEALR.A Dimethyl:2H(4): 1

2912 true 190 1055.5788 1054.561 1 9.96 163.09 23.33 20.8 (M:20.8) 1 1 0 R.IHQGEHFR.E Dimethyl:2H(4): 1



2913 true 1298 1055.587 1054.5593 1 19.3 115.14 29.17 30.4 (M:30.4) 1 1 0 K.LMQLVDHR.G Oxidation: 2; Dimethyl: 1

2914 true 290 1055.5943 1054.5771 1 9.39 203.57 24.83 21.1 (M:21.1) 2 1 0 R.QALESGGLPR.N Dimethyl: 1

2915 true 2027 1055.6057 1054.5924 1 5.78 195.41 33.17 39.5 (M:39.5) 1 1 0 R.LADFGVLHR.N Dimethyl: 1

2916 true 1604 1055.6266 1054.6135 1 5.56 149.06 29.83 31.2 (M:31.2) 1 1 0 K.VVLQIDNAR.L Dimethyl: 1

2917 true 449 1056.5307 1055.5182 1 4.96 298.55 24.83 21.2 (M:21.2) 1 1 0 K.NMAHSIAER.Y Dimethyl: 1

2918 true 935 1056.5567 1055.5539 1 -4.22 151.12 25.67 23.9 (M:23.9) 1 1 1 R.YKEEFEK.N Dimethyl: 1, 2, 7

2919 true 549 1056.5611 1055.5434 1 9.92 216.17 26.17 45.4 (M:45.4) 2 1 0 K.TAVCDIPPR.G Carbamidomethyl: 4; Dimethyl: 1



2920 true 549 1056.5611 1055.5434 1 9.92 216.17 26.17 45.4 (M:45.4) 2 1 0 K.TAVCDIPPR.G Carbamidomethyl: 4; Dimethyl: 1

2921 false 663 1056.5613 1055.5484 1 5.3 263.84 26.17 15.9 (M:15.9) 1 2 0

R.AAGPCGAAPPR

.K

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

2922 true 694 1056.5728 1055.5611 1 4.2 138.75 26.5 18.7 (M:18.7) 1 1 0 R.LSGAEPELGR.Y Dimethyl: 1

2923 true 436 1056.5891 1055.6025 1 -19.64 148.79 24.83 34.8 (M:34.8) 1 1 0 R.VGDQVTHIR.I Dimethyl:2H(4): 1

2924 true 1383 1056.5929 1055.5736 1 11.46 258.19 29.17 31.2 (M:31.2) 2 1 0 K.TYAICGAIR.R

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

2925 true 3099 1056.6098 1055.5975 1 4.76 289.58 38 21.4 (M:21.4) 1 1 0

K.EIGGLAQVNK.

N Dimethyl: 10

2926 false 3099 1056.6098 1055.5764 1 24.75 314.72 38 18.6 (M:18.6) 1 2 0 R.TIPWLENR.A Dimethyl: 1



2927 false 2274 1056.6356 1055.6323 1 -3.75 198.38 33.83 21.7 (M:21.7) 1 2 1 K.IDMKGCIK.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 4; Dimethyl: 8

2928 true 1308 1056.6407 1055.6389 1 -5.19 184.66 29.67 21.6 (M:21.6) 2 1 0 K.NVPQVVNVR.E Dimethyl:2H(4): 1

2929 true 2205 1057.5558 1056.5246 1 22.66 297.24 35.5 32.8 (M:32.8) 1 96.21 1 1 K.EVMKEMSR.V Dimethyl:2H(4): 1; Oxidation: 3

2930 false 2577 1057.5754 1056.5815 1 -12.71 177.36 34 19.9 (M:19.9) 1 2 1 K.EESAPKQLK.T Dimethyl: 9

2931 true 2139 1057.5855 1056.5928 1 -13.77 243.06 33.33 15.8 (M:15.8) 1 1 1 R.DAGEKQILR.Y Dimethyl: 1

2932 true 2236 1057.5874 1056.5757 1 4.22 231.36 34.5 43.3 (M:43.3) 1 1 0 K.EWFLHAAK.D Dimethyl: 1, 8

2933 true 1860 1057.5936 1056.5866 1 -0.22 153.12 32.83 30.5 (M:30.5) 1 1 1 K.EHGRELEK.L Dimethyl:2H(4): 1; Dimethyl: 8



2934 false 1860 1057.5936 1056.5604 1 24.53 159.61 32.83 15.9 (M:15.9) 1 7 0 R.GHYASPEIK.E Dimethyl: 1, 9

2935 false 1860 1057.5936 1056.5676 1 17.71 193.63 32.83 20.7 (M:20.7) 1 4 1 K.QVRQEELR.R

2936 false 2239 1057.6118 1056.608 1 -3.25 240.45 31.5 17.6 (M:17.6) 1 4 1 K.ESRWAKPK.E Dimethyl: 6, 8

2937 true 1444 1057.6444 1056.6419 1 -4.55 210.17 33.5 49.8 (M:49.8) 2 1 0 K.NANTLFSVK.L Dimethyl:2H(4): 1, 9

2938 true 1322 1057.6453 1056.6365 1 1.45 240.9 28.5 43.7 (M:43.7) 2 1 0 R.LACGVIGIAK.C Carbamidomethyl: 3; Dimethyl: 1, 10

2939 false 1229 1058.5342 1057.5164 1 9.86 244.58 29 24.9 (M:24.9) 1 2 0 K.ENFSCLTR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

2940 true 1229 1058.5342 1057.5226 1 4.01 280.49 29 26.6 (M:26.6) 1 1 0 -.MATEIGSPPR.F



2941 false 2520 1058.572 1057.5404 1 23.01 202.91 39.17 15.2 (M:15.2) 1 6 1 R.EKENNPSGK.K Dimethyl: 1, 9

2942 true 424 1058.5873 1057.6019 1 -20.72 170.3 25.17 19.3 (M:19.3) 1 1 0 K.LITEDVQGK.N Dimethyl: 1, 9

2943 false 3150 1058.5969 1057.5768 1 12.13 230.45 39.83 16.9 (M:16.9) 1 5 1 K.IEKEDLQR.D Dimethyl: 3

2944 true 929 1058.6082 1057.6048 1 -3.61 124.84 27.33 16.5 (M:16.5) 1 1 0 R.YISHAEFK.D Dimethyl:2H(4): 1, 8

2945 true 1717 1058.6175 1057.6048 1 5.17 246.12 30.67 59.2 (M:59.2) 1 1 0 K.HLTDAYFK.K Dimethyl:2H(4): 1, 8

2946 true 1495 1058.6212 1057.6132 1 0.74 246.59 30 57.9 (M:57.9) 1 1 0 R.LIVENLSSR.C Dimethyl: 1

2947 true 1495 1058.6212 1057.6132 1 0.74 246.59 30 57.9 (M:57.9) 1 1 0 R.LIVENLSSR.C Dimethyl: 1



2948 true 2316 1058.6431 1057.6434 1 -7.12 255.22 33.83 55.8 (M:55.8) 4 1 0 K.AVDSLVPIGR.G Dimethyl:2H(4): 1

2949 true 1910 1058.6446 1057.6284 1 8.38 115.71 39.5 23.3 (M:23.3) 2 1 0 R.NLILSAFPR.N Dimethyl: 1

2950 true 2411 1058.6504 1057.6412 1 1.79 162.68 37 38.0 (M:38.0) 2 1 0 R.NAYVWTLK.G Dimethyl:2H(4): 1, 8

2951 true 1830 1059.5293 1058.5244 1 -2.26 119.7 32.5 26.0 (M:26.0) 1 1 0 M.AELTDAELR.K Acetyl: 1

2952 true 410 1059.5312 1058.5356 1 -11.04 138.16 24.83 60.5 (M:60.5) 1 1 0 K.DADLSVAQGR.I Dimethyl: 1

2953 true 1457 1059.5319 1058.5335 1 -8.34 191.15 30.17 50.6 (M:50.6) 1 1 0 R.AFDENLYR.Q Dimethyl:2H(4): 1

2954 true 100 1059.563 1058.5509 1 4.59 212.16 23 52.5 (M:52.5) 1 1 0 K.FAANPNQNK.N Dimethyl: 1, 9



2955 false 601 1059.585 1058.5608 1 16.01 189.48 25.67 17.9 (M:17.9) 1 8 1 K.DEELEKLR.N Dimethyl: 6

2956 false 601 1059.585 1058.5648 1 12.22 203.26 25.67 21.2 (M:21.2) 1 4 0 K.DVETFVPPK.V Dimethyl: 9

2957 false 601 1059.585 1058.5655 1 11.57 358.08 25.67 23.7 (M:23.7) 1 3 1

R.GGRTMAITPR.

H

2958 true 2638 1059.5873 1058.5906 1 -10.02 188.76 34.33 28.4 (M:28.4) 1 1 0 K.QSAALCLLR.L Carbamidomethyl: 6; Dimethyl: 1

2959 true 1369 1059.5888 1058.572 1 8.99 205.3 29 41.3 (M:41.3) 1 1 0 K.ALSSELANAR.D Dimethyl: 1

2960 false 1369 1059.5888 1058.572 1 8.99 262.77 29 27.5 (M:27.5) 1 68.48 2 1 K.AKQALESER.A Dimethyl: 1

2961 false 464 1059.5949 1058.6059 1 -17.27 207.69 25.33 17.4 (M:17.4) 1 2 1 R.IMIKGGVWR.N



2962 true 1034 1059.6032 1058.5845 1 10.81 161.2 29.17 35.5 (M:35.5) 1 1 0 K.LMQLVDHR.G Dimethyl:2H(4): 1; Oxidation: 2

2963 true 505 1059.6078 1058.5985 1 1.93 132.91 25.17 39.1 (M:39.1) 1 1 0 K.VAHHEGLIR.L Dimethyl: 1

2964 false 2916 1059.6123 1058.5906 1 13.55 263.78 37.5 20.6 (M:20.6) 1 50 2 1 R.KSQTMPALR.S Dimethyl: 1

2965 false 3015 1059.6129 1058.6022 1 3.2 147.58 39.5 16.6 (M:16.6) 1 2 0 R.QALESGGLPR.N Dimethyl:2H(4): 1

2966 true 1982 1059.6316 1058.6175 1 6.44 209.97 33.17 21.1 (M:21.1) 1 1 0 R.LADFGVLHR.N Dimethyl:2H(4): 1

2967 false 2917 1059.6328 1058.6498 1 -22.98 130.64 34.83 18.5 (M:18.5) 1 3 1 K.NGANINRIK.D Dimethyl:2H(4): 1; Dimethyl: 9

2968 false 2917 1059.6328 1058.627 1 -1.46 358.39 34.83 17.0 (M:17.0) 1 5 1

R.AAKALLAMAR.

V Oxidation: 8; Dimethyl: 3



2969 false 2917 1059.6328 1058.6336 1 -7.62 136.78 34.83 15.4 (M:15.4) 1 7 0

K.SIAAATSALVK.

A Dimethyl: 1

2970 true 1605 1059.6463 1058.6386 1 0.39 207.51 29.83 17.7 (M:17.7) 1 1 0 K.VVLQIDNAR.L Dimethyl:2H(4): 1

2971 true 1368 1060.4724 1059.463 1 2.02 290.98 33 33.9 (M:33.9) 2 1 0 K.CCLYNFR.R Carbamidomethyl: 1, 2; Dimethyl: 1

2972 true 124 1060.5143 1059.4907 1 15.47 361.96 23.33 20.1 (M:20.1) 1 1 0 M.ELPESQCK.K

Carbamidomethyl: 7; Acetyl: 1; 

Dimethyl: 8

2973 true 1589 1060.5242 1059.527 1 -9.59 214.36 31 20.0 (M:20.0) 1 1 0 -.MSEAEVNPK.A Dimethyl: 1, 9

2974 true 2285 1060.5416 1059.5498 1 -14.63 334.51 32.83 17.7 (M:17.7) 1 1 0

K.DLGGDVPEAR.

Y Dimethyl:2H(4): 1

2975 true 450 1060.554 1059.5433 1 3.21 262.97 24.83 30.6 (M:30.6) 1 1 0 K.NMAHSIAER.Y Dimethyl:2H(4): 1



2976 true 2900 1060.5827 1059.5572 1 17.13 300.56 38.17 18.3 (M:18.3) 1 1 0 R.IMASSANYK.D

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 9

2977 true 665 1060.5845 1059.5685 1 8.25 282.91 26 41.6 (M:41.6) 2 1 0 K.TAVCDIPPR.G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

2978 true 665 1060.5845 1059.5685 1 8.25 282.91 26 41.6 (M:41.6) 2 1 0 K.TAVCDIPPR.G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

2979 true 739 1060.5884 1059.5763 1 4.47 269.43 26.33 45.5 (M:45.5) 1 1 0 K.AVVDHFGQR.I Dimethyl:2H(4): 1

2980 true 1284 1060.613 1059.6077 1 -1.8 132.8 27.5 18.0 (M:18.0) 1 1 1 K.KTFEINPR.H Dimethyl: 1, 1

2981 true 843 1060.6146 1059.6189 1 -10.96 189.92 27 32.1 (M:32.1) 1 1 0 R.YRPGTVALR.E Dimethyl: 1

2982 true 2606 1060.6163 1059.6176 1 -8.09 300.85 34.5 36.7 (M:36.7) 2 50 1 1 R.EKDATSLLK.T Dimethyl: 1, 9



2983 true 681 1060.6242 1059.6077 1 8.69 226.11 27.83 16.8 (M:16.8) 2 1 0 K.NVRPDYLK.A Dimethyl: 1, 8

2984 true 3368 1060.6308 1059.6204 1 2.86 232.2 40.83 43.5 (M:43.5) 1 1 0 K.NAFAELFGK.K Dimethyl:2H(4): 1, 9

2985 true 384 1061.5348 1060.5302 1 -2.48 110.8 23.67 24.6 (M:24.6) 1 1 0 K.HTDPVPDPR.A Dimethyl: 1

2986 true 936 1061.5643 1060.5603 1 -3.13 188.5 25.83 25.9 (M:25.9) 1 1 0 K.HFEQAIER.V Dimethyl:2H(4): 1

2987 true 695 1061.5666 1060.5587 1 0.63 184.49 26.67 16.0 (M:16.0) 1 1 0 -.MADVLSVLR.Q Acetyl: 1; Oxidation: 1

2988 true 2578 1061.5943 1060.5764 1 10 34 20.2 (M:20.2) 1 1 1 K.TTPDSATKLK.L

2989 false 1888 1061.6018 1060.5764 1 17.04 178.62 32.83 17.7 (M:17.7) 1 50 5 1 K.QSKGSEEIK.Q Dimethyl: 3, 9



2990 true 2244 1061.624 1060.6168 1 -0.13 182.87 37.5 38.4 (M:38.4) 1 1 0 R.LIDFLEAGK.T Dimethyl: 1, 9

2991 true 2244 1061.624 1060.6168 1 -0.13 182.87 37.5 38.4 (M:38.4) 1 1 0 R.LIDFLEAGK.T Dimethyl: 1, 9

2992 false 2244 1061.624 1060.5951 1 20.39 235.65 37.5 15.6 (M:15.6) 1 9 1 K.TLMKQEGAK.K Dimethyl: 1, 9

2993 false 3110 1061.6413 1060.643 1 -8.46 221.96 38.67 20.8 (M:20.8) 1 2 1 R.ALLGEGGKEK.L Dimethyl:2H(4): 8; Dimethyl: 1

2994 true 500 1062.4662 1061.46 1 -1.07 227.49 25.5 32.4 (M:32.4) 1 1 0 R.DHFEEAMR.F Dimethyl: 1

2995 true 246 1062.5523 1061.5444 1 0.59 185.13 24.17 22.8 (M:22.8) 1 1 0 R.TVEEPYHR.Y Dimethyl:2H(4): 1

2996 true 1816 1062.5592 1061.5506 1 1.26 172.29 32.5 42.6 (M:42.6) 1 1 0 K.NFAEEVGLR.V Dimethyl: 1



2997 true 2779 1062.5943 1061.5791 1 7.51 204.5 35.33 15.1 (M:15.1) 1 1 1 R.TEMEAGLKK.K Dimethyl: 1, 9

2998 true 2232 1062.599 1061.5918 1 -0.11 150.61 35.67 66.1 (M:66.1) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

2999 true 2232 1062.599 1061.5918 1 -0.11 150.61 35.67 66.1 (M:66.1) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

3000 true 2232 1062.599 1061.5918 1 -0.11 150.61 35.67 66.1 (M:66.1) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

3001 false 2232 1062.599 1061.5769 1 13.95 152.15 35.67 32.6 (M:32.6) 1 2 0 R.FLYSELMK.Y Dimethyl:2H(4): 8

3002 false 2478 1062.6022 1061.6155 1 -19.3 206.99 38.83 17.4 (M:17.4) 1 6 1 K.DQISKMIK.I Oxidation: 6; Dimethyl: 1, 5, 8

3003 true 2275 1062.6192 1061.6171 1 -4.93 231.4 33.5 25.7 (M:25.7) 1 1 0 K.HITLYDIR.A Dimethyl:2H(4): 1



3004 true 1460 1062.6369 1061.6383 1 -8.16 268.13 30 63.0 (M:63.0) 1 1 0 R.LIVENLSSR.C Dimethyl:2H(4): 1

3005 true 1460 1062.6369 1061.6383 1 -8.16 268.13 30 63.0 (M:63.0) 1 1 0 R.LIVENLSSR.C Dimethyl:2H(4): 1

3006 false 1460 1062.6369 1061.627 1 2.41 319.97 30 16.6 (M:16.6) 1 2 0 K.LITEDVQGK.N Dimethyl:2H(4): 1; Dimethyl: 9

3007 true 516 1062.6375 1061.6346 1 -4.11 172.6 24.17 44.0 (M:44.0) 2 1 0 K.EKPQIHVR.T Dimethyl: 1, 2

3008 true 1795 1063.5457 1062.5346 1 3.65 182.24 32.33 57.5 (M:57.5) 1 1 0 K.NVFEEEIR.E Dimethyl: 1

3009 true 430 1063.553 1062.5607 1 -14.14 142.81 24.83 65.4 (M:65.4) 1 1 0 K.DADLSVAQGR.I Dimethyl:2H(4): 1

3010 false 1513 1063.5615 1062.5557 1 -1.38 284.48 29.5 15.6 (M:15.6) 1 7 0 K.SETDTTLIR.G Dimethyl: 1



3011 true 1956 1063.5645 1062.5566 1 0.57 222.23 31.17 46.5 (M:46.5) 2 1 0 K.SCNCLLLK.V

Carbamidomethyl: 2, 4; Dimethyl: 1, 

8

3012 true 1681 1063.5673 1062.5379 1 20.78 116.02 32.5 24.0 (M:24.0) 1 1 0 R.EAASELLMR.L Oxidation: 8; Dimethyl: 1

3013 false 1344 1063.5929 1062.611 1 -23.93 106.42 32.67 19.1 (M:19.1) 1 4 0 R.EATVDDLIK.I Dimethyl:2H(4): 1; Dimethyl: 9

3014 false 1344 1063.5929 1062.6073 1 -20.45 86.31 32.67 18.0 (M:18.0) 1 5 0 K.FNILGTNTK.V Dimethyl: 1, 9

3015 false 1344 1063.5929 1062.6073 1 -20.45 86.31 32.67 18.0 (M:18.0) 1 5 0 K.FNILGTNTK.V Dimethyl: 1, 9

3016 false 2193 1063.6015 1062.6186 1 -22.89 235.14 32.83 18.9 (M:18.9) 1 3 1 K.LRAGQLSYK.E Dimethyl: 9

3017 true 1050 1063.6026 1062.595 1 0.35 144.53 26.5 21.1 (M:21.1) 2 1 0 K.QAYTQFGGK.R Dimethyl:2H(4): 1, 9



3018 true 602 1063.6082 1062.6223 1 -20.05 181.22 25.5 18.3 (M:18.3) 1 1 1 -.DNLSDALKK.L Dimethyl:2H(4): 1; Dimethyl: 9

3019 false 1370 1063.6126 1062.5971 1 7.74 250.76 29 28.8 (M:28.8) 1 65.74 2 1 K.AKQALESER.A Dimethyl:2H(4): 1

3020 true 1370 1063.6126 1062.5971 1 7.74 228.15 29 33.1 (M:33.1) 1 1 0 K.ALSSELANAR.D Dimethyl:2H(4): 1

3021 true 545 1063.6271 1062.6236 1 -3.54 131.48 25.17 26.5 (M:26.5) 1 1 0 K.VAHHEGLIR.L Dimethyl:2H(4): 1

3022 true 1840 1064.4791 1063.4881 1 -15.32 251.82 32.83 26.9 (M:26.9) 2 1 0 K.CCLYNFR.R

Carbamidomethyl: 1, 2; 

Dimethyl:2H(4): 1

3023 true 623 1064.4817 1063.4934 1 -17.82 212.48 25.83 31.2 (M:31.2) 1 1 0 R.IDNEFDQR.L Dimethyl: 1

3024 false 514 1064.4949 1063.4831 1 4.32 244.61 25.67 20.0 (M:20.0) 1 3 0 K.FACPECPK.R

Carbamidomethyl: 3, 6; Dimethyl: 1, 

8



3025 true 2520 1064.5038 1063.4968 1 -0.31 348.74 38.5 23.8 (M:23.8) 1 1 0

R.LSSSDMPGVR.

D Oxidation: 6

3026 true 60 1064.5325 1063.5345 1 -8.72 216.31 21.5 21.4 (M:21.4) 1 1 1 K.RVPDHRPC.- Carbamidomethyl: 8; Dimethyl: 1

3027 true 1786 1064.5776 1063.5662 1 3.9 236.82 31.83 60.0 (M:60.0) 1 1 0 R.QILFSADSR.V Dimethyl: 1

3028 false 2158 1064.6288 1063.6277 1 -5.84 200.59 35.83 18.4 (M:18.4) 1 4 0 K.STLINTLFK.S Dimethyl: 9

3029 true 844 1064.6416 1063.644 1 -9.11 222.78 26.83 28.2 (M:28.2) 1 1 0 R.YRPGTVALR.E Dimethyl:2H(4): 1

3030 false 2607 1064.6417 1063.6427 1 -7.75 448.35 34.5 20.4 (M:20.4) 2 4 1 R.EKDATSLLK.T Dimethyl:2H(4): 9; Dimethyl: 1

3031 true 3158 1064.6543 1063.6249 1 20.77 261.26 38.33 20.0 (M:20.0) 1 1 0 K.NDALSMIIK.S Dimethyl:2H(4): 1; Dimethyl: 9



3032 false 2439 1065.5126 1064.5172 1 -11.18 658.25 34.5 15.1 (M:15.1) 1 8 1

K.MADSSSPKVK.

E Oxidation: 1

3033 false 2439 1065.5126 1064.5098 1 -4.24 227.31 34.5 17.2 (M:17.2) 1 5 1 K.DSSESKGISR.F

3034 false 1242 1065.5394 1064.5325 1 -0.34 133.95 29 18.4 (M:18.4) 1 2 1 K.MDERAFPK.G Oxidation: 1; Dimethyl: 1, 8

3035 true 1066 1065.5485 1064.5471 1 -5.47 245.93 30.67 25.8 (M:25.8) 2 1 1 K.CSKAGSIMR.E Carbamidomethyl: 1; Dimethyl: 1, 3

3036 true 385 1065.561 1064.5553 1 -1.48 112.03 23.67 36.0 (M:36.0) 1 1 0 K.HTDPVPDPR.A Dimethyl:2H(4): 1

3037 true 658 1065.5701 1064.5655 1 -2.53 258.07 26.33 17.4 (M:17.4) 1 1 0 R.TAAQGLYWK.Q Dimethyl: 1

3038 false 2826 1065.5824 1064.5655 1 9.06 183.35 36 17.3 (M:17.3) 1 2 0 K.GFLIDGYPR.E Dimethyl: 1



3039 true 701 1065.6021 1064.5699 1 23.45 415.36 26 21.0 (M:21.0) 1 1 1 K.IQAEGGMRR.G Dimethyl:2H(4): 1; Oxidation: 7

3040 false 1989 1065.6038 1064.5876 1 8.33 244.99 32.67 24.4 (M:24.4) 1 3 1 K.NSVNRSNSK.E Dimethyl:2H(4): 1; Dimethyl: 9

3041 false 1989 1065.6038 1064.5838 1 11.93 300.11 32.67 17.4 (M:17.4) 1 9 1 R.EQMKNEAK.E Dimethyl:2H(4): 1; Dimethyl: 4, 8

3042 false 1989 1065.6038 1064.6015 1 -4.73 294.86 32.67 18.6 (M:18.6) 1 8 1 R.ASDKDIAVSK.N Dimethyl:2H(4): 1

3043 true 524 1065.6061 1064.6106 1 -11.11 123.92 25.5 19.7 (M:19.7) 1 1 0 R.GHYASPEIK.E Dimethyl:2H(4): 1, 9

3044 true 2200 1065.6333 1064.6259 1 0.15 233.34 34.5 41.2 (M:41.2) 1 1 0 K.EWFLHAAK.D Dimethyl:2H(4): 1, 8

3045 true 1624 1065.6459 1064.6594 1 -19.46 305.79 31.5 39.2 (M:39.2) 1 1 0 K.QSLPPGLAVK.E Dimethyl: 1, 10



3046 true 501 1066.4934 1065.4851 1 0.93 323.14 25.5 26.9 (M:26.9) 1 1 0 R.DHFEEAMR.F Dimethyl:2H(4): 1

3047 true 594 1066.5745 1065.5641 1 2.92 283.26 25.67 32.2 (M:32.2) 1 1 0 R.CIIPNHEK.R Carbamidomethyl: 1; Dimethyl: 1, 8

3048 true 594 1066.5745 1065.5641 1 2.92 283.26 25.67 32.2 (M:32.2) 1 1 0 R.CIIPNHEK.K Carbamidomethyl: 1; Dimethyl: 1, 8

3049 true 1817 1066.5766 1065.5757 1 -5.95 233.97 32.5 29.6 (M:29.6) 1 1 0 K.NFAEEVGLR.V Dimethyl:2H(4): 1

3050 true 735 1066.5786 1065.5931 1 -20.45 165.32 26.67 31.6 (M:31.6) 1 1 0 K.IHNADVTLR.S Dimethyl: 1

3051 true 789 1066.605 1065.5931 1 4.31 168.9 25.33 30.0 (M:30.0) 2 1 0 R.SGQQIVGPPR.K Dimethyl: 1

3052 false 1718 1066.6216 1065.6182 1 -3.71 334.62 30.83 16.6 (M:16.6) 1 6 1 K.SKTVYSILR.H



3053 false 1718 1066.6216 1065.5893 1 23.47 355.34 30.83 18.4 (M:18.4) 1 4 1 K.QEAMKFIK.E Oxidation: 4; Dimethyl: 1, 8

3054 true 1579 1066.6222 1065.6182 1 -3.08 241.56 30.33 38.5 (M:38.5) 2 1 0 R.IPVGPETLGR.I Dimethyl: 1

3055 true 59 1067.5416 1066.5407 1 -6.02 195.49 22 60.4 (M:60.4) 1 1 0 K.EGIPPDQQR.L Dimethyl: 1

3056 true 366 1067.5445 1066.5407 1 -3.31 234.96 21.67 17.8 (M:17.8) 2 1 0 K.SFQQSSLSR.D Dimethyl: 1

3057 false 734 1067.5595 1066.5335 1 17.53 224.28 27.17 15.3 (M:15.3) 1 2 0 K.QFAPEYEK.I Dimethyl: 1, 8

3058 true 1796 1067.5659 1066.5597 1 -0.97 156.45 32.33 34.6 (M:34.6) 1 1 0 K.NVFEEEIR.E Dimethyl:2H(4): 1

3059 false 1796 1067.5659 1066.5453 1 12.51 157.18 32.33 21.7 (M:21.7) 1 2 0 K.DEMLQMIR.H Dimethyl:2H(4): 1



3060 false 1796 1067.5659 1066.5669 1 -7.72 359 32.33 15.9 (M:15.9) 1 7 1 K.NSRSTDSIR.L Dimethyl:2H(4): 1

3061 false 1821 1067.5711 1066.5883 1 -22.93 190.62 33.5 16.5 (M:16.5) 1 4 1 R.RLSPSASPPR.R

3062 true 1821 1067.5711 1066.5555 1 7.82 220.01 33.5 63.1 (M:63.1) 1 1 0 R.QIPYTMMK.F Dimethyl: 1, 8

3063 true 3277 1067.6214 1066.6175 1 -3.14 200.82 39.17 38.3 (M:38.3) 2 1 0 R.YLTVAAVFR.G Dimethyl: 1

3064 true 3277 1067.6214 1066.6175 1 -3.14 200.82 39.17 38.3 (M:38.3) 2 1 0 R.YLTVAAVFR.G Dimethyl: 1

3065 true 625 1068.5049 1067.5185 1 -19.55 167.75 25.83 24.2 (M:24.2) 1 1 0 R.IDNEFDQR.L Dimethyl:2H(4): 1

3066 true 61 1068.5604 1067.5596 1 -6.12 269.9 21.5 15.3 (M:15.3) 1 1 1 K.RVPDHRPC.-

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1



3067 true 2841 1068.5606 1067.5508 1 2.37 287.55 38 59.0 (M:59.0) 3 1 0 K.SAFLCGVMK.T Carbamidomethyl: 5; Dimethyl: 1, 9

3068 true 2841 1068.5606 1067.5508 1 2.37 287.55 38 59.0 (M:59.0) 3 1 0 K.SAFLCGVMK.T Carbamidomethyl: 5; Dimethyl: 1, 9

3069 true 1158 1068.5691 1067.5434 1 17.3 221.72 27.83 25.1 (M:25.1) 1 1 0 K.TSSILFCGR.Y Carbamidomethyl: 7; Dimethyl: 1

3070 false 1825 1068.6026 1067.6021 1 -6.34 303.91 31.83 17.3 (M:17.3) 1 2 1 R.NMPMSKLK.Q

Dimethyl:2H(4): 6; Oxidation: 2, 4; 

Dimethyl: 1, 8

3071 true 1825 1068.6026 1067.5913 1 3.73 205.2 31.83 30.5 (M:30.5) 1 1 0 R.QILFSADSR.V Dimethyl:2H(4): 1

3072 true 595 1068.6083 1067.6165 1 -14.49 193.85 25.67 16.3 (M:16.3) 1 1 0 K.VLTSFGDAVK.N Dimethyl:2H(4): 10

3073 true 1373 1068.6338 1067.6339 1 -6.94 176.24 28.83 18.7 (M:18.7) 1 1 0 K.IVNTPEVIR.V Dimethyl: 1



3074 true 889 1068.6345 1067.6292 1 -1.86 142.13 25.67 17.5 (M:17.5) 1 1 1 R.YKEEFEK.N Dimethyl:2H(4): 1, 2, 7

3075 true 683 1068.66 1067.6579 1 -4.86 205.52 27.83 19.7 (M:19.7) 1 1 0 K.NVRPDYLK.A Dimethyl:2H(4): 1, 8

3076 true 736 1069.5053 1068.5209 1 -21.37 139.49 26.67 27.4 (M:27.4) 1 1 0

K.MAEMHAVPR.

G Dimethyl: 1

3077 true 1914 1069.5454 1068.5386 1 -0.44 233.53 30.5 61.9 (M:61.9) 1 1 0 R.HDLDLICR.A Carbamidomethyl: 7; Dimethyl: 1

3078 false 1914 1069.5454 1068.5638 1 -23.96 223.75 30.5 22.1 (M:22.1) 1 3 0 K.HPMDLSTIK.S Dimethyl: 1

3079 true 1914 1069.5454 1068.5386 1 -0.44 233.53 30.5 61.9 (M:61.9) 1 1 0 K.HDLDLICR.A Carbamidomethyl: 7; Dimethyl: 1

3080 true 562 1069.5491 1068.5564 1 -13.59 119.69 25.5 28.7 (M:28.7) 1 1 0 R.DVLNEQAPR.A Dimethyl: 1



3081 false 260 1069.5516 1068.5423 1 1.88 463.67 24.5 16.4 (M:16.4) 1 3 0 R.AETMANSGIK.- Dimethyl:2H(4): 1; Oxidation: 4

3082 false 260 1069.5516 1068.5638 1 -18.17 184.76 24.5 16.5 (M:16.5) 1 2 1 K.TTMRDVYK.K Dimethyl: 1, 8

3083 true 968 1069.5735 1068.5722 1 -5.56 257.04 30.67 17.5 (M:17.5) 2 1 1 K.CSKAGSIMR.E

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1; Dimethyl: 3

3084 true 2323 1069.5835 1068.5502 1 24.35 443.31 34 20.7 (M:20.7) 1 1 1 R.QYEAERNK.I Dimethyl:2H(4): 8

3085 false 2147 1069.5852 1068.5855 1 -7.1 257.42 32.33 19.3 (M:19.3) 1 2 0 K.EFTNVYIK.N Dimethyl: 1, 8

3086 false 2147 1069.5852 1068.5855 1 -7.1 257.42 32.33 19.3 (M:19.3) 1 2 0 K.EFTNVYIK.N Dimethyl: 1, 8

3087 false 2147 1069.5852 1068.5968 1 -17.6 272.61 32.33 15.9 (M:15.9) 1 4 1 K.KQFSQYIK.N Dimethyl: 8



3088 false 1881 1069.6015 1068.5928 1 1.4 312.79 39.5 16.0 (M:16.0) 1 2 0 R.AATENIPVVR.R

3089 true 325 1069.6342 1068.6303 1 -3.22 264.7 25.17 26.7 (M:26.7) 1 1 1 R.AANMFKIAK.N

Dimethyl:2H(4): 6; Oxidation: 4; 

Dimethyl: 9

3090 false 325 1069.6342 1068.6151 1 11.05 126 25.17 22.2 (M:22.2) 1 80.03 3 1 -.MTSSVGQKK.V

Dimethyl:2H(4): 8; Oxidation: 1; 

Dimethyl: 1, 9

3091 false 325 1069.6342 1068.6179 1 8.41 269.6 25.17 17.0 (M:17.0) 1 5 0 R.NESVPVIQK.A Dimethyl: 1, 9

3092 false 3301 1069.6492 1068.6543 1 -11.53 268.64 40.5 17.0 (M:17.0) 1 8 0 R.NLVNALELK.V Dimethyl: 1, 9

3093 false 3301 1069.6492 1068.6655 1 -22.03 169.11 40.5 16.1 (M:16.1) 1 10 1 R.LQIEIGKLR.A

3094 true 3301 1069.6492 1068.6291 1 11.99 255.01 40.5 53.0 (M:53.0) 1 1 0 K.NLAAALAELR.T Dimethyl: 1



3095 false 2914 1069.6546 1068.6291 1 17.01 263.12 37.83 15.1 (M:15.1) 1 4 1 R.AIKITVDGPR.E

3096 true 1174 1070.5871 1069.5556 1 22.55 283.37 28.83 46.6 (M:46.6) 2 1 0 K.DQLPGPYPR.T Dimethyl: 1

3097 true 442 1070.5974 1069.588 1 2 259.04 25.33 21.4 (M:21.4) 1 1 0 R.QAQVAEQLR.E Dimethyl: 1

3098 true 325 1070.6187 1069.6182 1 -6.35 259.08 22 16.5 (M:16.5) 1 1 0 R.SGQQIVGPPR.K Dimethyl:2H(4): 1

3099 true 497 1070.6327 1069.6182 1 6.71 288.13 26 20.2 (M:20.2) 1 1 1 R.LHNLDDKR.L Dimethyl:2H(4): 1; Dimethyl: 7

3100 false 1038 1070.6398 1069.6536 1 -19.66 142.73 28.17 15.4 (M:15.4) 1 3 1 R.ELGKFPAPK.A Dimethyl: 1, 4, 9

3101 true 1719 1070.6434 1069.6434 1 -6.72 337.83 31.33 61.6 (M:61.6) 3 1 0 R.IPVGPETLGR.I Dimethyl:2H(4): 1



3102 false 1687 1070.6477 1069.6405 1 -0.08 222.72 30.33 23.1 (M:23.1) 3 2 1 K.LEKSLNMR.A Dimethyl:2H(4): 1, 3; Oxidation: 7

3103 true 2131 1071.5211 1070.5219 1 -7.57 222.73 34.5 40.9 (M:40.9) 2 1 0 R.NVFSFCNK.H Carbamidomethyl: 6; Dimethyl: 1, 8

3104 true 1646 1071.5286 1070.5284 1 -6.65 192.42 31.5 50.9 (M:50.9) 2 1 0 R.GLFDEYGSK.K Dimethyl: 1, 9

3105 true 60 1071.5673 1070.5658 1 -5.44 181.54 22 48.2 (M:48.2) 1 1 0 K.EGIPPDQQR.L Dimethyl:2H(4): 1

3106 true 2785 1071.5747 1070.5549 1 11.67 290.03 38 24.4 (M:24.4) 1 1 0 R.AFGYYGPLR.S Dimethyl: 1

3107 true 1119 1071.5763 1070.5509 1 16.94 286.6 27.83 60.4 (M:60.4) 1 1 0 R.EAEAAIFHR.Q Dimethyl: 1

3108 false 1119 1071.5763 1070.5608 1 7.7 261.41 27.83 15.2 (M:15.2) 1 5 0 K.TVPEELEAR.G Dimethyl: 1



3109 false 1119 1071.5763 1070.5833 1 -13.26 258.67 27.83 16.3 (M:16.3) 1 4 1

M.EARVAEAAAR.

L Dimethyl: 1

3110 false 1119 1071.5763 1070.5658 1 3 315.72 27.83 18.7 (M:18.7) 1 2 0 R.HSTPIVDDR.C Dimethyl:2H(4): 1

3111 true 364 1071.5788 1070.572 1 -0.49 216.78 25 27.3 (M:27.3) 1 1 0 K.VSGGPTLEQR.F Dimethyl: 1

3112 true 871 1071.5866 1070.5658 1 12.57 177.38 25.67 20.8 (M:20.8) 1 1 0 K.SFQQSSLSR.D Dimethyl:2H(4): 1

3113 true 735 1071.6048 1070.572 1 23.84 153.74 26.83 20.7 (M:20.7) 1 1 0 K.QAQLEGELR.A Dimethyl: 1

3114 true 1516 1071.6148 1070.6068 1 0.73 248.02 29.5 37.0 (M:37.0) 2 1 0 K.SCNCLLLK.V

Carbamidomethyl: 2, 4; 

Dimethyl:2H(4): 1, 8

3115 false 678 1071.6165 1070.6062 1 2.78 163.05 25.83 21.4 (M:21.4) 1 2 0 M.PLSADPHFK.K Dimethyl:2H(4): 1; Dimethyl: 9



3116 false 678 1071.6165 1070.6175 1 -7.7 91.75 25.83 18.9 (M:18.9) 1 3 0 R.LLPGAEFHR.Y Dimethyl:2H(4): 1

3117 true 678 1071.6165 1070.6124 1 -3 149.84 25.83 24.9 (M:24.9) 1 1 1 K.GKLEEHFK.N Dimethyl: 1, 2, 8

3118 true 1582 1071.6197 1070.6124 1 0.03 144.25 30.5 23.1 (M:23.1) 1 1 0 R.LLDYNLHK.E Dimethyl: 1, 8

3119 false 2270 1071.6311 1070.5972 1 24.88 189.81 31.67 17.4 (M:17.4) 1 8 0 K.DQQLVGDIK.C Dimethyl: 1, 9

3120 true 1724 1071.6458 1070.6336 1 4.61 348.85 31.33 74.6 (M:74.6) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

3121 false 1724 1071.6458 1070.6336 1 4.61 325.53 31.33 22.8 (M:22.8) 1 6 1 K.DGKVLVQEK.R Dimethyl: 1, 9

3122 true 1724 1071.6458 1070.6336 1 4.61 348.85 31.33 74.6 (M:74.6) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10



3123 true 1724 1071.6458 1070.6336 1 4.61 348.85 31.33 74.6 (M:74.6) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

3124 true 3176 1071.6482 1070.6426 1 -1.6 286.43 39.17 29.6 (M:29.6) 1 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

3125 true 3176 1071.6482 1070.6426 1 -1.6 286.43 39.17 29.6 (M:29.6) 1 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

3126 true 1460 1071.6504 1070.6336 1 8.91 224.68 29.83 26.7 (M:26.7) 1 1 0

K.LVLVGDGGTGK

.T Dimethyl: 1, 11

3127 true 2529 1071.6593 1070.6488 1 2.98 255.85 38.67 49.4 (M:49.4) 1 1 0 K.QLITGLWGK.V Dimethyl: 1, 9

3128 false 2529 1071.6593 1070.6699 1 -16.73 223.41 38.67 15.4 (M:15.4) 1 6 1 R.QIIGEISKK.V Dimethyl: 1, 9

3129 false 2529 1071.6593 1070.6448 1 6.74 218.6 38.67 15.5 (M:15.5) 1 5 1 R.QIISEKLGR.G Dimethyl: 1



3130 true 1336 1072.5101 1071.4808 1 20.56 239.05 29.5 33.1 (M:33.1) 1 1 0 K.FDNLYGCR.E Carbamidomethyl: 7; Dimethyl: 1

3131 true 335 1072.5221 1071.5098 1 4.7 148.22 24.33 26.8 (M:26.8) 1 1 0 K.GHPEFSTNR.Q Dimethyl: 1

3132 true 2899 1072.5435 1071.5423 1 -5.7 191.62 36.67 26.4 (M:26.4) 1 1 0 K.ALDYYMLR.N Dimethyl: 1

3133 true 371 1072.5637 1071.556 1 0.33 150.05 24.5 36.4 (M:36.4) 1 1 0 R.LLDQAEAER.A Dimethyl: 1

3134 true 1159 1072.5903 1071.5685 1 13.53 259.86 27.83 20.1 (M:20.1) 2 1 0 K.TSSILFCGR.Y

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

3135 true 1661 1072.5922 1071.5747 1 9.53 159.26 30.83 18.3 (M:18.3) 1 1 0 R.IMSIVDPNR.M Dimethyl: 1

3136 true 3178 1072.6133 1071.6111 1 -4.7 316.62 39.17 40.6 (M:40.6) 3 1 0 R.VLVALECLR.V Carbamidomethyl: 7



3137 false 2576 1072.6167 1071.6037 1 5.38 166.24 40.83 15.3 (M:15.3) 1 4 1 K.ISGREIDVR.L Dimethyl: 1

3138 true 2576 1072.6167 1071.6077 1 1.63 168.95 40.83 51.8 (M:51.8) 5 1 0

M.AATGVLPFVR.

G Acetyl: 1

3139 false 3050 1072.623 1071.6328 1 -15.92 309.69 39 16.9 (M:16.9) 1 7 0 R.AEQLVFPLK.E Dimethyl: 9

3140 false 2372 1072.6612 1071.654 1 -0.05 184.94 33.33 15.5 (M:15.5) 1 5 1 K.LTTPLKDTK.G Dimethyl: 6, 9

3141 true 261 1073.5699 1072.5889 1 -24.49 224.12 24.5 26.2 (M:26.2) 1 1 1 K.TTMRDVYK.K Dimethyl:2H(4): 1; Dimethyl: 8

3142 true 1915 1073.5701 1072.5637 1 -0.87 219.63 30.5 62.0 (M:62.0) 1 1 0 K.HDLDLICR.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

3143 false 1915 1073.5701 1072.5889 1 -24.3 209.57 30.5 22.2 (M:22.2) 1 2 0 K.HPMDLSTIK.S Dimethyl:2H(4): 1



3144 true 1915 1073.5701 1072.5637 1 -0.87 219.63 30.5 62.0 (M:62.0) 1 1 0 R.HDLDLICR.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

3145 true 563 1073.573 1072.5815 1 -14.72 176.15 25.5 24.6 (M:24.6) 1 1 0 R.DVLNEQAPR.A Dimethyl:2H(4): 1

3146 true 1317 1073.6058 1072.5917 1 6.32 251.39 29.5 48.5 (M:48.5) 1 1 0 R.EYTINIHK.R Dimethyl: 1, 8

3147 true 426 1073.6236 1072.638 1 -20.17 265.3 25.5 35.2 (M:35.2) 1 1 1 K.EKLEETIK.S Dimethyl: 1, 2, 8

3148 true 426 1073.6236 1072.6128 1 3.26 278.98 25.5 35.2 (M:35.2) 1 1 1 R.EKIETELR.D Dimethyl: 1, 2

3149 false 2882 1073.6551 1072.6241 1 22.14 117.95 37.83 19.8 (M:19.8) 1 3 1 K.STDIVKAIAR.L

3150 true 2667 1074.5653 1073.5717 1 -12.69 113.03 33.5 16.5 (M:16.5) 1 1 0 K.TVASLDEALR.K



3151 true 1528 1074.5677 1073.5539 1 6.05 264.92 30.83 61.7 (M:61.7) 1 1 0 K.MAQALEDLR.N Dimethyl: 1

3152 true 885 1074.5697 1073.5539 1 7.91 260.14 27.5 23.6 (M:23.6) 1 1 0 K.LQEEMLQR.E Dimethyl: 1

3153 false 1754 1074.5779 1073.5881 1 -16.28 194.28 29.33 16.9 (M:16.9) 1 2 0 K.DIFMFITR.Q Dimethyl:2H(4): 1

3154 true 1754 1074.5779 1073.5808 1 -9.4 145.32 29.33 29.2 (M:29.2) 2 1 0 K.DQLPGPYPR.T Dimethyl:2H(4): 1

3155 true 1638 1074.594 1073.5869 1 -0.23 313.84 30.17 63.6 (M:63.6) 2 1 0 K.VPITAENFR.A Dimethyl: 1

3156 false 443 1074.6234 1073.6131 1 2.76 208.2 25.33 20.9 (M:20.9) 1 2 0 R.QAQVAEQLR.E Dimethyl:2H(4): 1

3157 false 443 1074.6234 1073.6396 1 -21.89 184.49 25.33 15.7 (M:15.7) 1 3 0 K.AAPHLHQLR.R Dimethyl:2H(4): 1



3158 true 596 1074.6278 1073.6143 1 5.77 249.13 25.67 34.8 (M:34.8) 1 1 0 R.CIIPNHEK.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8

3159 true 596 1074.6278 1073.6143 1 5.77 249.13 25.67 34.8 (M:34.8) 1 1 0 R.CIIPNHEK.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8

3160 true 748 1075.5033 1074.5016 1 -5.15 232.25 26.5 39.7 (M:39.7) 1 1 0 K.AELDDTPMR.G Dimethyl: 1

3161 false 748 1075.5033 1074.5193 1 -21.66 235.75 26.5 16.8 (M:16.8) 1 3 0 R.LDEVSDELR.K

3162 true 1029 1075.5574 1074.5557 1 -5.23 167.94 27.83 23.2 (M:23.2) 1 1 0 K.ADTLTLEER.D Dimethyl: 1

3163 true 645 1075.5698 1074.5492 1 12.38 312.83 27 47.5 (M:47.5) 1 1 0 R.MLLQNSEGR.C Dimethyl: 1

3164 false 103 1075.5884 1074.5921 1 -10.23 90.26 23.33 15.0 (M:15.0) 1 2 0

K.IGGDVTTSAVK.

T Dimethyl: 11



3165 true 365 1075.5968 1074.5971 1 -7.06 289.79 25 22.2 (M:22.2) 1 1 0 K.VSGGPTLEQR.F Dimethyl:2H(4): 1

3166 false 1121 1075.6013 1074.571 1 21.4 448.68 27.83 17.1 (M:17.1) 1 57.77 3 0 K.FLPSDINGGK.V Dimethyl: 1

3167 true 1121 1075.6013 1074.576 1 16.71 347.03 27.83 44.9 (M:44.9) 1 1 0 R.EAEAAIFHR.Q Dimethyl:2H(4): 1

3168 true 1949 1075.6043 1074.6057 1 -8.1 255.79 33.5 33.6 (M:33.6) 1 1 0 R.QIPYTMMK.F Dimethyl:2H(4): 1, 8

3169 true 736 1075.6107 1074.5837 1 18.3 253.91 27 22.8 (M:22.8) 1 1 0 K.QFAPEYEK.I Dimethyl:2H(4): 1, 8

3170 true 2989 1075.6486 1074.6437 1 -2.2 323.61 38.5 27.6 (M:27.6) 1 1 0 R.FLGTEVLLR.L Dimethyl: 1

3171 true 448 1076.4535 1075.4546 1 -7.76 324.72 25.33 22.2 (M:22.2) 1 1 0 K.CYYYHSR.I Carbamidomethyl: 1; Dimethyl: 1



3172 false 2039 1076.5363 1075.5332 1 -3.9 50.74 34 15.3 (M:15.3) 1 6 0

R.LSSSDMPGVR.

D Dimethyl: 1

3173 true 2039 1076.5363 1075.551 1 -20.39 71.5 34 22.4 (M:22.4) 2 1 0 K.TVTGTDADLR.R Dimethyl: 1

3174 true 337 1076.5469 1075.5349 1 4.46 218.01 24.33 32.5 (M:32.5) 1 1 0 K.GHPEFSTNR.Q Dimethyl:2H(4): 1

3175 true 515 1076.5479 1075.5332 1 6.91 445.59 25.67 28.7 (M:28.7) 2 50 1 1 K.KMADEDALR.K Dimethyl: 1

3176 true 1753 1076.5795 1075.5662 1 5.62 309.98 30.83 34.8 (M:34.8) 1 1 0 R.GSEPFVTGVR.G Dimethyl: 1

3177 true 2318 1076.582 1075.5927 1 -16.7 396.64 33 16.8 (M:16.8) 1 1 1 R.FHFASALKR.M

3178 true 372 1076.5881 1075.5811 1 -0.29 218.08 24.5 62.0 (M:62.0) 1 1 0 R.LLDQAEAER.A Dimethyl:2H(4): 1



3179 true 1740 1076.6067 1075.5998 1 -0.32 262.76 30.67 20.0 (M:20.0) 1 1 0 R.IMSIVDPNR.M Dimethyl:2H(4): 1

3180 true 1737 1076.607 1075.6138 1 -13.12 126.13 31.67 23.5 (M:23.5) 1 1 0 K.DIALHLNPR.L Dimethyl: 1

3181 true 1416 1076.6077 1075.6026 1 -1.98 266.9 29 23.2 (M:23.2) 1 1 0 R.YLQQEVLR.R Dimethyl: 1

3182 true 2842 1076.6106 1075.601 1 2.18 278.5 38 58.8 (M:58.8) 3 1 0 K.SAFLCGVMK.T

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 9

3183 true 2842 1076.6106 1075.601 1 2.18 278.5 38 58.8 (M:58.8) 3 1 0 K.SAFLCGVMK.T

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 9

3184 true 1801 1076.6128 1075.5914 1 13.12 245.1 38 15.9 (M:15.9) 1 1 1 K.KDPFSVDIK.K Dimethyl: 9

3185 true 3953 1076.6246 1075.6288 1 -10.66 213.6 44.83 19.1 (M:19.1) 1 1 1

K.VQEAARASGK.

V Dimethyl:2H(4): 10; Dimethyl: 1



3186 true 1035 1076.6326 1075.6212 1 3.8 221.35 27.83 34.9 (M:34.9) 1 1 0 R.ILMEHIHK.L Dimethyl: 1, 8

3187 false 2608 1076.6372 1075.6063 1 21.98 176.15 39.33 16.1 (M:16.1) 1 8 0 K.DEAEQLALK.L Dimethyl:2H(4): 1; Dimethyl: 9

3188 true 2574 1076.6401 1075.6362 1 -3.1 260.29 35 41.7 (M:41.7) 1 1 0

K.AGAMEVVLVR.

M Dimethyl:2H(4): 1

3189 true 3160 1076.6404 1075.6539 1 -19.27 265.43 39.17 20.8 (M:20.8) 3 57.93 1 1 K.KELSDIALR.I Dimethyl:2H(4): 1

3190 false 3089 1076.6415 1075.6212 1 12.04 241.07 39.17 15.4 (M:15.4) 1 4 1 K.AWTKMVIR.N Oxidation: 5; Dimethyl: 1, 4

3191 true 2809 1076.6468 1075.662 1 -20.83 300.27 39.67 24.2 (M:24.2) 1 1 0 K.FYSFLVLK.K Dimethyl:2H(4): 1; Dimethyl: 8

3192 true 2780 1077.5438 1076.5474 1 -10.07 248.86 34.33 20.4 (M:20.4) 2 1 0 K.LGMLDPDER.D Dimethyl:2H(4): 1



3193 true 1855 1077.5449 1076.5403 1 -2.51 352.44 31.17 55.2 (M:55.2) 1 1 0 K.HTNFVEFR.N Dimethyl: 1

3194 true 951 1077.5644 1076.5615 1 -4.01 231.21 29.83 27.6 (M:27.6) 2 1 0 K.NSFQPLSTR.E Dimethyl: 1

3195 true 878 1077.6006 1076.5866 1 6.26 303.08 26.83 29.1 (M:29.1) 1 1 0 R.AAAYEQLQK.W Dimethyl: 1, 9

3196 true 2334 1077.6031 1076.5767 1 17.69 222.73 36.33 16.4 (M:16.4) 1 1 0 K.NQLQFFPR.S Dimethyl: 1

3197 false 358 1077.6114 1076.6015 1 2.42 417.95 24.67 17.3 (M:17.3) 1 4 1 R.GLQEGDDKK.T Dimethyl:2H(4): 1; Dimethyl: 8, 9

3198 false 1155 1077.6338 1076.623 1 3.24 274.9 28.83 22.3 (M:22.3) 1 3 0 K.DLPEHAVLK.M Dimethyl: 1, 9

3199 true 225 1078.4682 1077.4623 1 -1.36 237.08 21 37.7 (M:37.7) 2 1 0 K.YTCSFCGK.T

Carbamidomethyl: 3, 6; Dimethyl: 1, 

8



3200 true 546 1078.5636 1077.5567 1 -0.34 266.32 25.33 17.8 (M:17.8) 1 1 1 K.ITDFENRR.S Dimethyl: 1

3201 false 402 1078.5914 1077.5943 1 -9.44 229.39 24.67 17.2 (M:17.2) 1 7 1

-

.MPNWGGGKK.C

Dimethyl:2H(4): 1; Oxidation: 1; 

Dimethyl: 8, 9

3202 true 1529 1078.5921 1077.579 1 5.33 288.62 30.83 55.1 (M:55.1) 1 1 0 K.MAQALEDLR.N Dimethyl:2H(4): 1

3203 true 856 1078.5923 1077.579 1 5.59 327.97 27.33 38.8 (M:38.8) 1 1 0 K.LQEEMLQR.E Dimethyl:2H(4): 1

3204 false 3127 1078.5959 1077.6117 1 -21.41 190.83 36.83 18.3 (M:18.3) 1 9 1 R.VFSRCLLR.K Carbamidomethyl: 5; Dimethyl: 1

3205 true 3127 1078.5959 1077.5893 1 -0.58 177.05 36.83 66.3 (M:66.3) 1 1 0 K.CVDFQILK.L Carbamidomethyl: 1; Dimethyl: 1, 8

3206 true 2233 1078.6014 1077.5868 1 6.85 148.41 35.83 30.6 (M:30.6) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7



3207 true 2233 1078.6014 1077.5868 1 6.85 148.41 35.83 30.6 (M:30.6) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

3208 true 2233 1078.6014 1077.5868 1 6.85 148.41 35.83 30.6 (M:30.6) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

3209 true 2948 1078.6046 1077.5859 1 10.65 280.4 37.33 34.8 (M:34.8) 1 1 0 R.ALPEFFNGK.N Dimethyl: 1, 9

3210 true 1690 1078.618 1077.6121 1 -1.24 380.17 30.17 63.5 (M:63.5) 2 1 0 K.VPITAENFR.A Dimethyl:2H(4): 1

3211 false 1690 1078.618 1077.5852 1 23.63 371 30.17 19.1 (M:19.1) 1 2 0 R.LLSNISTMR.Q Oxidation: 8; Dimethyl: 1

3212 true 1559 1079.4765 1078.472 1 -2.54 241.07 28.67 38.7 (M:38.7) 1 1 0 R.NYDYYASR.I Dimethyl: 1

3213 true 436 1079.5261 1078.523 1 -3.87 289.02 22.17 32.8 (M:32.8) 2 1 0 K.YTQPNICR.N Carbamidomethyl: 7; Dimethyl: 1



3214 true 1863 1079.5314 1078.523 1 1.06 330.29 32 42.9 (M:42.9) 4 1 0 R.GDFCIQVGR.N Carbamidomethyl: 4; Dimethyl: 1

3215 true 2322 1079.5399 1078.5481 1 -14.33 235.54 37 49.7 (M:49.7) 1 1 0 K.MDELQLFR.G Dimethyl: 1

3216 false 2322 1079.5399 1078.5515 1 -17.45 318.38 37 19.0 (M:19.0) 1 2 0 -.MASPTLLMR.V Oxidation: 1, 8; Dimethyl: 1

3217 true 749 1079.5407 1078.5267 1 6.22 229.13 26.5 30.8 (M:30.8) 1 1 0 K.AELDDTPMR.G Dimethyl:2H(4): 1

3218 false 749 1079.5407 1078.5142 1 17.73 236.68 26.5 17.1 (M:17.1) 1 4 0 K.EASSTQDTGK.L Dimethyl: 1, 10

3219 false 749 1079.5407 1078.5216 1 10.89 208.94 26.5 18.1 (M:18.1) 1 3 0 -.MESLDTEVK.A Dimethyl: 9

3220 true 789 1079.5466 1078.5369 1 2.22 243.95 27 36.6 (M:36.6) 1 1 0 R.FCELTPEK.L Carbamidomethyl: 2; Dimethyl: 1, 8



3221 false 1773 1079.5519 1078.5546 1 -9.26 273.19 32.33 18.7 (M:18.7) 3 2 0 R.ETEGVFEIK.E Dimethyl: 9

3222 true 1327 1079.5658 1078.5593 1 -0.75 330.3 32.67 49.0 (M:49.0) 3 1 0 R.CNNVLYIR.G Carbamidomethyl: 1; Dimethyl: 1

3223 false 1917 1079.5727 1078.5879 1 -20.84 217.01 32.67 16.5 (M:16.5) 1 3 1 K.IVKMIMER.N Oxidation: 4, 6; Dimethyl: 3

3224 true 737 1079.5935 1078.592 1 -5.38 279.57 26.17 17.9 (M:17.9) 1 1 0 K.ELGSSTNALR.Q Dimethyl:2H(4): 1

3225 false 1592 1079.5938 1078.5631 1 21.72 276.52 31 18.4 (M:18.4) 1 2 0 R.VLCGLDENK.A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

3226 true 449 1080.4793 1079.4797 1 -7.08 384.43 25.33 27.7 (M:27.7) 1 1 0 K.CYYYHSR.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

3227 true 502 1080.5071 1079.4996 1 0.18 152.04 24.17 37.4 (M:37.4) 1 1 0

K.DANGNSFATR.

L Dimethyl: 1



3228 true 1185 1080.5173 1079.5247 1 -13.61 138.36 28.67 23.6 (M:23.6) 1 1 0 R.SIFDETQGR.Q Dimethyl: 1

3229 true 254 1080.5229 1079.5182 1 -2.36 159.63 23.67 41.2 (M:41.2) 1 1 0 R.SEHPPLCGR.D Carbamidomethyl: 7; Dimethyl: 1

3230 true 1230 1080.5456 1079.5321 1 5.73 249.49 29.17 47.7 (M:47.7) 1 1 0 K.AGMVDEFQK.K Dimethyl: 1, 9

3231 true 1671 1080.563 1079.5724 1 -15.38 122.2 29 23.2 (M:23.2) 1 1 0 R.VHIDIGADGR.A Dimethyl: 1

3232 true 2097 1080.5662 1079.5764 1 -16.17 271.76 33.17 38.4 (M:38.4) 1 1 0 K.NPPPDFLPR.V Dimethyl: 1

3233 false 2097 1080.5662 1079.54 1 17.5 250.71 33.17 30.9 (M:30.9) 1 2 0 K.NTPAFFAER.L Dimethyl: 1

3234 false 739 1080.604 1079.5724 1 22.58 151.17 26.5 16.5 (M:16.5) 1 2 0 R.SSPQIDHLR.R Dimethyl: 1



3235 true 1790 1080.6041 1079.5913 1 5.11 291.3 30.83 28.9 (M:28.9) 1 1 0 R.GSEPFVTGVR.G Dimethyl:2H(4): 1

3236 false 3162 1080.6477 1079.6277 1 11.81 317.96 38.33 18.9 (M:18.9) 1 3 0 R.GDLLFLTNR.I Dimethyl:2H(4): 1

3237 true 368 1081.568 1080.5638 1 -2.82 175.57 21.67 16.7 (M:16.7) 1 1 0 K.LINYCQSK.G Carbamidomethyl: 5; Dimethyl: 1, 8

3238 true 368 1081.568 1080.5638 1 -2.82 175.57 21.67 16.7 (M:16.7) 1 1 0 K.LINYCQSK.G Carbamidomethyl: 5; Dimethyl: 1, 8

3239 true 738 1081.5705 1080.5866 1 -21.61 191.91 26.17 20.9 (M:20.9) 1 1 0 K.FATNEAIQR.T Dimethyl:2H(4): 1

3240 true 1856 1081.5718 1080.5654 1 -0.8 296.27 31.17 35.5 (M:35.5) 1 1 0 K.HTNFVEFR.N Dimethyl:2H(4): 1

3241 true 357 1081.5752 1080.5928 1 -22.97 230.09 24.5 20.6 (M:20.6) 1 1 0 R.HLSDAINQK.H Dimethyl: 1, 9



3242 true 1273 1081.5894 1080.5866 1 -4.08 245.28 29.5 35.0 (M:35.0) 1 1 0 K.NSFQPLSTR.E Dimethyl:2H(4): 1

3243 true 3369 1081.6178 1080.5968 1 12.74 200.23 40.83 25.6 (M:25.6) 1 1 0 R.FLVFSDLGR.S Dimethyl: 1

3244 true 1318 1081.6523 1080.6419 1 2.9 227.81 29.33 36.7 (M:36.7) 1 1 0 R.EYTINIHK.R Dimethyl:2H(4): 1, 8

3245 true 774 1082.5262 1081.5342 1 -14.13 211.79 26.5 33.7 (M:33.7) 1 1 0 K.LQDEFENR.T Dimethyl:2H(4): 1

3246 true 2065 1082.5595 1081.5495 1 2.59 224.12 34.67 28.9 (M:28.9) 1 1 0 R.NFEWVAER.V Dimethyl:2H(4): 1

3247 false 1530 1082.5598 1081.5478 1 4.38 332.62 30.67 16.8 (M:16.8) 1 6 0 K.FAMEANSLK.D Oxidation: 3; Dimethyl: 1, 9

3248 true 102 1082.5673 1081.5516 1 7.75 237.22 23 41.0 (M:41.0) 1 1 0 R.ALDDDRPPR.R Dimethyl: 1



3249 true 437 1082.5807 1081.5669 1 6.05 180.91 24.67 18.6 (M:18.6) 1 1 0 K.VHHYTIER.E Dimethyl: 1

3250 false 547 1082.5883 1081.5818 1 -0.77 370.84 25.33 16.9 (M:16.9) 1 2 1 K.ITDFENRR.S Dimethyl:2H(4): 1

3251 true 478 1082.5926 1081.588 1 -2.49 276.4 22.5 28.4 (M:28.4) 2 1 0

K.TPGPGAQSALR

.A Dimethyl: 1

3252 true 71 1083.482 1082.4781 1 -3.18 165.59 22.33 16.6 (M:16.6) 1 1 0 R.FSHGSDYSR.Q Dimethyl: 1

3253 true 1560 1083.5031 1082.4971 1 -1.16 246.26 28.67 44.9 (M:44.9) 1 1 0 R.NYDYYASR.I Dimethyl:2H(4): 1

3254 true 1932 1083.5541 1082.5481 1 -1.19 315.21 31.67 44.0 (M:44.0) 5 1 0 R.GDFCIQVGR.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

3255 true 437 1083.5584 1082.5481 1 2.86 288.04 22.17 21.7 (M:21.7) 2 1 0 K.YTQPNICR.N

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1



3256 true 2312 1083.5593 1082.5732 1 -19.55 211.28 37 43.5 (M:43.5) 1 1 0 K.MDELQLFR.G Dimethyl:2H(4): 1

3257 true 1774 1083.5761 1082.5845 1 -14.45 275.64 32.33 51.7 (M:51.7) 4 1 0 R.CNNVLYIR.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

3258 false 1774 1083.5761 1082.5583 1 9.7 291.37 32.33 17.7 (M:17.7) 1 3 0 K.FLCVFLER.I Carbamidomethyl: 3

3259 false 1918 1083.597 1082.613 1 -21.43 179.61 32.5 17.4 (M:17.4) 1 2 1 K.MMKIAEIR.K

Dimethyl:2H(4): 3; Oxidation: 1, 2; 

Dimethyl: 1

3260 false 1989 1083.6486 1082.6336 1 7.19 208.1 41.5 17.2 (M:17.2) 1 10 1 K.ADKDVAAPLK.E Dimethyl: 1, 10

3261 false 1989 1083.6486 1082.6336 1 7.19 221.14 41.5 19.5 (M:19.5) 3 7 1 K.KSDVPEKPK.T Dimethyl: 7, 9

3262 true 2195 1083.6539 1082.6448 1 1.72 252.05 34.33 37.8 (M:37.8) 1 1 0 K.AIINALGVER.R Dimethyl: 1



3263 true 1974 1083.6653 1082.6587 1 -0.68 217.01 34 40.5 (M:40.5) 1 1 0 K.VPLSLEEIK.A Dimethyl: 1, 9

3264 true 1959 1084.4261 1083.4334 1 -13.42 187.57 30.17 32.7 (M:32.7) 1 1 0 K.CIAMCMDR.Y Carbamidomethyl: 1, 5; Dimethyl: 1

3265 true 1338 1084.5033 1083.4841 1 10.93 264.27 28.67 34.4 (M:34.4) 1 1 0 K.EYGCICVR.N Carbamidomethyl: 4, 6; Dimethyl: 1

3266 true 503 1084.5317 1083.5247 1 -0.29 139.93 24.17 34.4 (M:34.4) 1 1 0

K.DANGNSFATR.

L Dimethyl:2H(4): 1

3267 true 216 1084.5506 1083.5433 1 0 139.83 23.67 25.6 (M:25.6) 1 1 0 R.SEHPPLCGR.D

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

3268 true 566 1084.5608 1083.556 1 -2.34 145.07 24.33 27.1 (M:27.1) 1 1 0 K.VYSTSVTGSR.E Dimethyl: 1

3269 true 2277 1084.5655 1083.5651 1 -6.38 282.08 33.5 31.6 (M:31.6) 1 1 0 K.ATYWGGEIR.E Dimethyl:2H(4): 1



3270 true 2128 1084.5788 1083.5747 1 -2.92 166.27 34.67 42.5 (M:42.5) 1 1 0 -.MEVQVAPLR.S Acetyl: 1

3271 true 290 1084.5826 1083.5673 1 7.41 137.85 23.17 23.0 (M:23.0) 1 1 0 R.SSPQAISNPR.Q Dimethyl: 1

3272 false 2098 1084.5842 1083.6015 1 -22.61 242.61 33.17 21.7 (M:21.7) 1 3 0 K.NPPPDFLPR.V Dimethyl:2H(4): 1

3273 false 2098 1084.5842 1083.5539 1 21.3 344.38 33.17 33.6 (M:33.6) 1 2 0 K.VDQFEWTK.C Dimethyl:2H(4): 1

3274 true 2098 1084.5842 1083.5651 1 10.94 267.05 33.17 39.3 (M:39.3) 1 1 0 K.NTPAFFAER.L Dimethyl:2H(4): 1

3275 true 912 1084.6137 1083.5924 1 12.95 180.78 27.5 20.1 (M:20.1) 1 1 0 R.VEEISPNIR.Y Dimethyl: 1

3276 true 548 1084.6142 1083.6037 1 3.06 248.35 25.5 27.7 (M:27.7) 1 1 0

K.QAIEGVGNLR.

M Dimethyl: 1



3277 false 548 1084.6142 1083.5924 1 13.41 226.71 25.5 16.2 (M:16.2) 1 8 0 K.IETDLPQIR.S

3278 false 548 1084.6142 1083.6037 1 3.06 220.2 25.5 18.8 (M:18.8) 1 3 0 R.ENVNLAQIR.T Dimethyl: 1

3279 true 1647 1084.6224 1083.6238 1 -7.99 251.58 31.67 32.5 (M:32.5) 1 1 0 K.SLYHMIEK.D Dimethyl:2H(4): 1, 8

3280 true 927 1084.6312 1083.5975 1 24.4 303.65 28.67 49.3 (M:49.3) 1 1 0 R.VHIDIGADGR.A Dimethyl:2H(4): 1

3281 false 1849 1084.666 1083.6764 1 -16.31 170.88 32.67 20.2 (M:20.2) 1 3 1 K.ALQINTKLR.T Dimethyl: 1

3282 true 1849 1084.666 1083.654 1 4.41 261.27 32.67 31.0 (M:31.0) 1 1 0 K.ALEVLEQVK.V Dimethyl: 1, 9

3283 false 1849 1084.666 1083.654 1 4.41 185.58 32.67 24.2 (M:24.2) 1 2 0 K.IAELLENVK.L Dimethyl: 1, 9



3284 false 1849 1084.666 1083.654 1 4.41 159.68 32.67 16.1 (M:16.1) 1 6 0 R.ALLDEVQLK.E Dimethyl: 1, 9

3285 true 855 1085.498 1084.4938 1 -2.85 213.77 26.67 18.3 (M:18.3) 1 1 0

R.TGYGGGFNER.

E Dimethyl: 1

3286 true 2021 1085.5222 1084.5189 1 -3.71 178.67 30.67 20.4 (M:20.4) 1 1 0

K.NSGDFAFGSK.

D Dimethyl: 1, 10

3287 true 245 1085.5803 1084.5587 1 13.21 291.02 24 38.5 (M:38.5) 1 1 0

K.ATVDAAPPCK.

A Carbamidomethyl: 9; Dimethyl: 1, 10

3288 true 1691 1085.592 1084.5805 1 3.88 242.66 30.17 25.8 (M:25.8) 1 1 0 K.VETFSGVYK.K Dimethyl: 1, 9

3289 true 666 1085.6269 1084.6368 1 -15.88 272.22 26 29.0 (M:29.0) 1 1 0 R.AAAYEQLQK.W Dimethyl:2H(4): 1, 9

3290 true 3370 1085.6356 1084.6219 1 5.94 237.27 40.83 26.6 (M:26.6) 1 1 0 R.FLVFSDLGR.S Dimethyl:2H(4): 1



3291 true 259 1086.5207 1085.5126 1 0.82 265.2 21 39.3 (M:39.3) 2 1 0 K.YTCSFCGK.T

Carbamidomethyl: 3, 6; 

Dimethyl:2H(4): 1, 8

3292 true 739 1086.5277 1085.4936 1 24.73 328.01 26.83 22.5 (M:22.5) 1 1 0 R.NFNQPMCK.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1; Oxidation: 6

3293 false 1531 1086.5877 1085.5701 1 9.58 231.44 30.67 16.2 (M:16.2) 1 2 0

K.VEEAQGMMK.

L Dimethyl:2H(4): 1, 9

3294 false 807 1086.5891 1085.5968 1 -13.85 178.68 26.67 15.8 (M:15.8) 1 3 0 K.ALAEELEQK.L Dimethyl: 1, 9

3295 true 807 1086.5891 1085.5968 1 -13.85 189.47 26.67 28.0 (M:28.0) 1 1 0 R.ALEEAIEQK.A Dimethyl: 1, 9

3296 true 2416 1086.5895 1085.5791 1 2.85 33.78 34 18.3 (M:18.3) 1 1 1 K.SKMIYASSK.D Oxidation: 3; Dimethyl: 1, 2

3297 true 2666 1086.5939 1085.6131 1 -24.38 256.91 41.17 23.9 (M:23.9) 2 1 0

K.TPGPGAQSALR

.A Dimethyl:2H(4): 1



3298 true 3128 1086.6453 1085.6395 1 -1.29 169.95 36.83 42.6 (M:42.6) 1 1 0 K.CVDFQILK.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8

3299 true 2950 1086.6547 1085.6361 1 10.38 300.95 37.33 36.2 (M:36.2) 1 1 0 R.ALPEFFNGK.N Dimethyl:2H(4): 1, 9

3300 true 72 1087.506 1086.5032 1 -4.16 188.88 22.33 47.8 (M:47.8) 1 1 0 R.FSHGSDYSR.Q Dimethyl:2H(4): 1

3301 true 804 1087.5259 1086.5094 1 8.46 313.95 26.83 26.6 (M:26.6) 1 1 0 R.DVSPFDHSR.I Dimethyl: 1

3302 true 1648 1087.5285 1086.528 1 -6.32 197.12 31.17 19.2 (M:19.2) 1 1 0 R.THFDPMGVR.T Dimethyl: 1

3303 true 938 1087.552 1086.5458 1 -0.99 222.14 25.67 47.3 (M:47.3) 1 1 0 K.HYVEELNR.H Dimethyl: 1

3304 false 938 1087.552 1086.5393 1 5.01 220.67 25.67 16.9 (M:16.9) 1 3 0

R.MQNHFGAVR.

A Dimethyl: 1



3305 false 938 1087.552 1086.5532 1 -7.79 211.39 25.67 15.1 (M:15.1) 1 4 0 K.EMLPNYHK.W Dimethyl: 1, 8

3306 true 1692 1087.5608 1086.5669 1 -12.33 354.23 31 26.2 (M:26.2) 1 1 1 K.AEKDNAEVR.V Dimethyl: 1, 3

3307 true 2636 1087.567 1086.5856 1 -23.78 258.41 33.5 66.8 (M:66.8) 1 1 0 K.NVDCVLLAR.H Carbamidomethyl: 4; Dimethyl: 1

3308 true 130 1087.5936 1086.6073 1 -19.33 283.59 23.83 21.2 (M:21.2) 1 50 1 1 K.NYVPPKGEK.K Dimethyl: 1, 6

3309 false 178 1087.604 1086.6012 1 -4.06 250.89 23.5 15.7 (M:15.7) 1 3 0 R.FYSRPTEK.S Dimethyl:2H(4): 1; Dimethyl: 8

3310 true 790 1087.6051 1086.5871 1 9.91 308.65 26.83 19.1 (M:19.1) 1 1 0 R.FCELTPEK.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 8

3311 false 2672 1087.6646 1086.6349 1 20.7 233.93 34.67 15.4 (M:15.4) 1 3 1 R.AAIGAFHGRR.L Dimethyl:2H(4): 1



3312 true 2672 1087.6646 1086.6699 1 -11.52 283.79 34.67 24.0 (M:24.0) 1 1 0 K.VANIIAEVAR.N Dimethyl:2H(4): 1

3313 false 2672 1087.6646 1086.6509 1 5.91 230.04 34.67 18.7 (M:18.7) 1 2 1 R.ASRSISIGLR.N Dimethyl: 1

3314 false 2463 1087.6667 1086.6397 1 18.15 243.7 34.33 17.3 (M:17.3) 1 10 1 K.VTSKEALQR.I Dimethyl: 1, 4

3315 true 2463 1087.6667 1086.6699 1 -9.61 358.14 34.33 32.6 (M:32.6) 1 1 0 K.AIINALGVER.R Dimethyl:2H(4): 1

3316 true 3279 1088.5126 1087.4943 1 10.15 344.67 40.83 49.1 (M:49.1) 2 1 0 K.MYANMFQR.L Dimethyl: 1

3317 true 1418 1088.5849 1087.56 1 16.17 318.45 31 18.9 (M:18.9) 1 1 0 R.FLENFSSGR.R Dimethyl:2H(4): 1

3318 true 671 1088.5933 1087.5811 1 4.49 318.71 23 42.3 (M:42.3) 2 1 0 K.VYSTSVTGSR.E Dimethyl:2H(4): 1



3319 true 3421 1088.5945 1087.5882 1 -0.93 207.55 39.83 16.2 (M:16.2) 1 1 1

K.GMNMPKLNK.

F Dimethyl: 6, 9

3320 false 603 1088.6327 1087.6427 1 -15.89 340.8 25.5 18.1 (M:18.1) 1 8 0 K.LPTAEQELK.E Dimethyl:2H(4): 1; Dimethyl: 9

3321 false 603 1088.6327 1087.6288 1 -3.1 297.04 25.5 21.5 (M:21.5) 1 3 0

K.QAIEGVGNLR.

M Dimethyl:2H(4): 1

3322 false 2951 1088.6334 1087.6311 1 -4.59 477.1 37.33 16.8 (M:16.8) 1 4 1 R.LMKEAAELK.D Dimethyl: 3, 9

3323 true 913 1088.6384 1087.6175 1 12.45 304.35 27.5 44.5 (M:44.5) 1 1 0 R.VEEISPNIR.Y Dimethyl:2H(4): 1

3324 false 913 1088.6384 1087.6328 1 -1.56 215.65 27.5 21.9 (M:21.9) 1 2 1 K.NNEWKLPK.D Dimethyl:2H(4): 1; Dimethyl: 8

3325 false 913 1088.6384 1087.6424 1 -10.35 242.51 27.5 16.4 (M:16.4) 1 3 0 R.LMSTVKPLR.E Oxidation: 2; Dimethyl: 6



3326 true 856 1089.5254 1088.5189 1 -0.72 242.22 26.67 15.6 (M:15.6) 1 1 0

R.TGYGGGFNER.

E Dimethyl:2H(4): 1

3327 true 966 1089.5264 1088.5251 1 -5.5 157.04 28 32.3 (M:32.3) 1 1 0

M.GEYGIAPGQR.

V Acetyl: 1

3328 false 1574 1089.5812 1088.5879 1 -12.86 197.57 31 16.4 (M:16.4) 1 2 0 R.FHYSRPVR.K Dimethyl: 1

3329 true 1574 1089.5812 1088.5767 1 -2.55 195.44 31 37.6 (M:37.6) 1 1 0 R.FHEQFVVR.E Dimethyl: 1

3330 true 1580 1089.5945 1088.5866 1 0.58 255.27 29.67 41.7 (M:41.7) 1 1 0 R.TVPLYESPR.K Dimethyl: 1

3331 false 1580 1089.5945 1088.6118 1 -22.5 267.4 29.67 16.3 (M:16.3) 1 3 0 K.EVIFIPSEK.E Dimethyl: 9

3332 true 30 1089.602 1088.5978 1 -2.88 241.82 19.83 48.4 (M:48.4) 2 1 0 K.QVVPVSNYR.N Dimethyl: 1



3333 true 2655 1089.6243 1088.618 1 -0.92 219.28 36.83 36.4 (M:36.4) 1 1 0 K.WPLYMSTK.N Dimethyl:2H(4): 1, 8

3334 true 3176 1089.6422 1088.6214 1 12.42 208.68 39.33 23.3 (M:23.3) 1 1 0 K.GFIMAEVMK.Y Dimethyl:2H(4): 1, 9

3335 true 2245 1089.6534 1088.6358 1 9.48 273.91 37.33 34.5 (M:34.5) 1 1 0 K.FGVLFADEK.C Dimethyl:2H(4): 1, 9

3336 true 400 1090.5129 1089.5091 1 -3.2 226.38 23.67 30.5 (M:30.5) 2 1 0 K.TYGQSTYSR.Q Dimethyl: 1

3337 true 452 1090.5433 1089.5277 1 7.64 324.49 25 40.0 (M:40.0) 1 1 0 R.HYCAIADGK.L Carbamidomethyl: 3; Dimethyl: 1, 9

3338 true 642 1090.547 1089.5389 1 0.68 194.66 26.33 16.1 (M:16.1) 1 1 0 R.NVHYCTLR.A Carbamidomethyl: 5; Dimethyl: 1

3339 false 398 1090.5787 1089.5604 1 10.12 200.77 25.5 15.7 (M:15.7) 1 2 1 K.DDVHSKDSK.I Dimethyl:2H(4): 1; Dimethyl: 9



3340 true 398 1090.5787 1089.5505 1 19.2 193.69 25.5 51.4 (M:51.4) 1 1 0 K.DYGNSPLHR.F Dimethyl:2H(4): 1

3341 false 516 1090.5897 1089.5666 1 14.55 371.11 25.83 17.3 (M:17.3) 1 9 0 K.AAEDTSSILR.S Dimethyl: 1

3342 false 516 1090.5897 1089.5706 1 10.86 298.9 25.83 21.2 (M:21.2) 1 52.13 4 0 R.FLIDNPSEK.V Dimethyl: 9

3343 false 516 1090.5897 1089.5641 1 16.84 321.16 25.83 17.4 (M:17.4) 2 8 0

K.VGFALEMAPR.

R

3344 true 516 1090.5897 1089.5819 1 0.56 305.65 25.83 47.8 (M:47.8) 1 1 0 R.FLNAENAQK.F Dimethyl: 1, 9

3345 false 1948 1090.61 1089.5778 1 22.83 178.09 33.17 16.0 (M:16.0) 1 6 1 K.TRSEQQVSK.L Dimethyl: 9

3346 true 365 1090.6248 1089.6219 1 -4.05 168.6 23.33 28.5 (M:28.5) 1 1 0 R.LGDLGAIDEK.Y Dimethyl:2H(4): 1; Dimethyl: 10



3347 false 365 1090.6248 1089.608 1 8.71 153.13 23.33 22.6 (M:22.6) 1 2 1 K.LREQVEER.L Dimethyl:2H(4): 1

3348 true 628 1091.5228 1090.5295 1 -12.84 257.93 26.17 51.6 (M:51.6) 1 1 0 R.FESPEVAER.A Dimethyl: 1

3349 true 1693 1091.5456 1090.5263 1 10.94 315.89 31.67 34.4 (M:34.4) 1 1 0

K.MNGMLLNDR.

K Dimethyl: 1

3350 true 1693 1091.5456 1090.5263 1 10.94 315.89 31.67 34.4 (M:34.4) 1 1 0

K.MNGMLLNDR.

K Dimethyl: 1

3351 true 1043 1091.5593 1090.5407 1 10.32 347.72 27.67 39.8 (M:39.8) 2 1 0 R.GVNTFSPEGR.L Dimethyl: 1

3352 true 939 1091.5766 1090.5709 1 -1.42 247.5 25.67 17.7 (M:17.7) 1 1 0 K.HYVEELNR.H Dimethyl:2H(4): 1

3353 true 451 1091.5848 1090.5821 1 -4.27 299.47 25.17 40.0 (M:40.0) 1 1 0 K.NLNHVSYGR.L Dimethyl:2H(4): 1



3354 true 805 1091.5903 1090.5709 1 11.05 231.24 28 32.6 (M:32.6) 1 1 0 R.DVYAGLEHR.G Dimethyl:2H(4): 1

3355 true 2637 1091.6221 1090.6107 1 3.84 240.19 33.5 52.3 (M:52.3) 1 1 0 K.NVDCVLLAR.H

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

3356 true 2373 1092.5206 1091.5194 1 -5.59 298.95 33 43.1 (M:43.1) 2 1 0 K.MYANMFQR.L Dimethyl:2H(4): 1

3357 false 2663 1092.5346 1091.5281 1 -0.71 253.61 41.5 15.8 (M:15.8) 1 5 0

R.LSSSDMPGVR.

D Oxidation: 6; Dimethyl: 1

3358 true 411 1092.5394 1091.5207 1 10.43 164.02 23.83 21.1 (M:21.1) 1 1 1 R.EESSRAETR.N Dimethyl: 1

3359 false 3428 1092.5463 1091.5281 1 10.02 238.39 41.33 16.1 (M:16.1) 1 7 0 K.QADVEMLSR.Q Oxidation: 6; Dimethyl: 1

3360 false 3428 1092.5463 1091.5281 1 10.02 198.24 41.33 19.3 (M:19.3) 1 56.98 4 1 K.KMADEDALR.K Oxidation: 2; Dimethyl: 1



3361 true 1532 1092.5771 1091.5611 1 7.92 289.13 30.67 48.6 (M:48.6) 1 1 0 R.TNEGVIEFR.S Dimethyl: 1

3362 false 1043 1092.594 1091.5761 1 9.72 433.03 27.83 15.8 (M:15.8) 1 5 0 R.LGEELQSER.E Dimethyl:2H(4): 1

3363 false 1043 1092.594 1091.5651 1 19.71 335.72 27.83 32.4 (M:32.4) 1 2 0 R.FEPYANPAK.R Dimethyl: 1, 9

3364 true 2608 1092.5942 1091.5764 1 9.68 304.05 35 35.0 (M:35.0) 1 1 0 R.FEAPLFNAR.I Dimethyl: 1

3365 false 2608 1092.5942 1091.6124 1 -23.33 471.15 35 18.2 (M:18.2) 1 4 1 K.DQKVTNVEK.E Dimethyl:2H(4): 1

3366 true 2858 1092.6058 1091.5959 1 2.37 154.07 35.83 20.5 (M:20.5) 1 1 0 K.SAFLCGVMK.T

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 9; Oxidation: 8

3367 true 2858 1092.6058 1091.5959 1 2.37 154.07 35.83 20.5 (M:20.5) 1 1 0 K.SAFLCGVMK.T

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 9; Oxidation: 8



3368 false 1082 1092.6122 1091.5798 1 23.05 432.92 28.17 20.9 (M:20.9) 1 2 1 K.MKWSIIDR.W Oxidation: 1; Dimethyl: 2

3369 true 3218 1092.6254 1091.5947 1 21.47 364.55 39.83 15.4 (M:15.4) 1 1 0 R.IMSIVDPNR.M Dimethyl:2H(4): 1; Oxidation: 2

3370 true 1865 1092.6304 1091.6227 1 0.43 298.88 32 64.0 (M:64.0) 2 1 0 K.VLTSFGDAVK.N Dimethyl: 1, 10

3371 false 2952 1092.6462 1091.6124 1 24.22 288.44 37.33 15.1 (M:15.1) 1 2 1 R.VEASEEKIR.T Dimethyl:2H(4): 7

3372 false 3625 1092.6712 1091.6703 1 -5.84 160.32 49 19.1 (M:19.1) 1 6 1 K.SLRYGTIVK.K Dimethyl: 1, 9

3373 true 3625 1092.6712 1091.659 1 4.44 296.05 49 74.8 (M:74.8) 3 1 0 K.STLINTLFK.S Dimethyl: 1, 9

3374 true 1073 1093.4565 1092.4515 1 -2.05 225.33 26.33 45.8 (M:45.8) 4 1 0

K.NMMAACDPR.

H Carbamidomethyl: 6; Dimethyl: 1



3375 true 1073 1093.4565 1092.4515 1 -2.05 225.33 26.33 45.8 (M:45.8) 4 1 0

K.NMMAACDPR.

H Carbamidomethyl: 6; Dimethyl: 1

3376 true 39 1093.5261 1092.5121 1 6.17 258.87 21.83 72.6 (M:72.6) 1 1 0 K.SAEGCVEASK.A Carbamidomethyl: 5; Dimethyl: 1, 10

3377 false 39 1093.5261 1092.5047 1 12.93 455.53 21.83 18.7 (M:18.7) 1 2 1 K.SSDQDETRK.N Dimethyl: 9

3378 false 39 1093.5261 1092.52 1 -1.02 217.17 21.83 16.3 (M:16.3) 1 3 1 K.EQDYPKASR.K

3379 true 929 1093.5504 1092.5502 1 -6.45 242.52 27.5 35.9 (M:35.9) 1 1 0 K.NFGDQPDIR.C Dimethyl:2H(4): 1

3380 false 2080 1093.584 1092.5965 1 -18 170.94 35 17.3 (M:17.3) 1 3 0 K.GEGDLSQLSK.Q Dimethyl:2H(4): 1; Dimethyl: 10

3381 false 1575 1093.6098 1092.6131 1 -9.62 164.4 31 16.4 (M:16.4) 1 2 0 R.FHYSRPVR.K Dimethyl:2H(4): 1



3382 true 1575 1093.6098 1092.6018 1 0.65 190.26 31 37.1 (M:37.1) 1 1 0 R.FHEQFVVR.E Dimethyl:2H(4): 1

3383 true 1543 1093.6144 1092.6117 1 -4.22 247.01 29.67 37.1 (M:37.1) 1 1 0 R.TVPLYESPR.K Dimethyl:2H(4): 1

3384 false 1051 1093.6192 1092.594 1 16.44 257.41 26.5 21.5 (M:21.5) 1 3 0 K.LGEWVGLCK.I

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

3385 false 1051 1093.6192 1092.5899 1 20.12 250.2 26.5 17.1 (M:17.1) 1 6 1 K.DDMLGNLKR.L Dimethyl:2H(4): 8

3386 true 1051 1093.6192 1092.6002 1 10.78 243.01 26.5 34.8 (M:34.8) 2 1 1 K.AKFENLCK.I

Carbamidomethyl: 7; Dimethyl: 1, 2, 

8

3387 false 2483 1093.6358 1092.6291 1 -0.53 292.52 34 15.5 (M:15.5) 1 4 0 R.LDEAIHVLR.N Dimethyl: 1

3388 true 2483 1093.6358 1092.6114 1 15.71 294.73 34 20.8 (M:20.8) 1 1 0 K.HLHSTMVIK.L Dimethyl: 9



3389 false 1959 1093.6383 1092.6291 1 1.7 303.89 32.33 26.7 (M:26.7) 2 2 0 K.LDQPPNLLR.M Dimethyl: 1

3390 false 1959 1093.6383 1092.6291 1 1.7 303.89 32.33 26.7 (M:26.7) 2 2 0 K.LDQPPNLLR.M Dimethyl: 1

3391 true 207 1093.6393 1092.6291 1 2.65 262.5 23.67 21.2 (M:21.2) 1 1 0 K.HIVENAVQK.E Dimethyl: 1, 9

3392 true 609 1094.507 1093.5049 1 -4.74 275.63 27.33 53.4 (M:53.4) 2 1 0 R.NFNQPMCK.A Carbamidomethyl: 7; Dimethyl: 1, 8

3393 true 1850 1094.5332 1093.5404 1 -13.18 305.72 32.67 22.6 (M:22.6) 1 1 1 K.YEDEINKR.T Dimethyl: 7

3394 true 1850 1094.5332 1093.5404 1 -13.18 305.72 32.67 22.6 (M:22.6) 1 1 1 K.YEDEINKR.T Dimethyl: 7

3395 true 401 1094.5462 1093.5342 1 4.33 167.96 23.67 19.2 (M:19.2) 1 1 0 K.TYGQSTYSR.Q Dimethyl:2H(4): 1



3396 true 907 1094.562 1093.559 1 -3.9 233.83 29.33 40.0 (M:40.0) 2 1 0

R.NSVFQQGMK.

N Dimethyl: 1, 9

3397 true 481 1094.5977 1093.588 1 2.16 141.11 24.83 29.2 (M:29.2) 1 1 0 K.AHVEISSAPR.D Dimethyl: 1

3398 true 1325 1094.6263 1093.6244 1 -4.93 185.96 29.67 67.6 (M:67.6) 1 1 0 K.TALIHDGLAR.G Dimethyl: 1

3399 true 775 1094.6403 1093.6471 1 -12.78 184.2 26.67 32.8 (M:32.8) 1 1 0 R.ALEEAIEQK.A Dimethyl:2H(4): 1, 9

3400 false 775 1094.6403 1093.6471 1 -12.78 184.76 26.67 22.1 (M:22.1) 1 3 0 K.ALAEELEQK.L Dimethyl:2H(4): 1, 9

3401 true 737 1095.5126 1094.5066 1 -1.22 295.4 26.67 27.4 (M:27.4) 1 1 0 R.CEEYPLTR.A Carbamidomethyl: 1; Dimethyl: 1

3402 true 675 1095.5499 1094.5546 1 -10.89 258.12 26.17 37.4 (M:37.4) 1 1 0 R.FESPEVAER.A Dimethyl:2H(4): 1



3403 true 1426 1095.552 1094.543 1 1.55 266 30.17 15.8 (M:15.8) 1 1 0 K.ELYEAVGMR.A Dimethyl: 1

3404 true 1170 1095.561 1094.5543 1 -0.49 301.79 31.5 35.5 (M:35.5) 2 1 0 R.NYLLQCTR.N Carbamidomethyl: 6; Dimethyl: 1

3405 true 1827 1095.5612 1094.5514 1 2.23 319.4 31.67 37.1 (M:37.1) 1 1 0

K.MNGMLLNDR.

K Dimethyl:2H(4): 1

3406 true 1827 1095.5612 1094.5514 1 2.23 319.4 31.67 37.1 (M:37.1) 1 1 0

K.MNGMLLNDR.

K Dimethyl:2H(4): 1

3407 true 996 1095.5689 1094.5766 1 -13.62 282.42 27.67 15.5 (M:15.5) 1 1 1 R.NTKEMPCK.S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1; Dimethyl: 3, 8

3408 true 1044 1095.5851 1094.5658 1 10.91 393.98 27.67 40.4 (M:40.4) 1 1 0 R.GVNTFSPEGR.L Dimethyl:2H(4): 1

3409 false 3051 1095.5898 1094.5868 1 -3.96 254.29 38.83 16.5 (M:16.5) 1 3 0 K.VMPFVAMIK.E Oxidation: 2, 7; Dimethyl: 9



3410 true 3247 1095.5907 1094.576 1 6.71 369.47 39 29.9 (M:29.9) 1 1 0 K.FSPTEFLAR.M Dimethyl: 1

3411 true 857 1095.6109 1094.6084 1 -4.33 379.44 26.83 35.5 (M:35.5) 2 1 0 R.IAQITGPPDR.C Dimethyl: 1

3412 true 2070 1095.6544 1094.6448 1 2.1 238.84 33.67 58.5 (M:58.5) 2 1 0 K.ESTLHLVLR.L Dimethyl: 1

3413 true 152 1095.661 1094.6576 1 -3.46 237.15 23.5 26.2 (M:26.2) 1 62.99 1 1 K.NYVPPKGEK.K Dimethyl:2H(4): 1, 6

3414 true 2399 1096.5972 1095.5713 1 17 310.93 33.5 30.1 (M:30.1) 1 1 0 K.QFYINVER.E Dimethyl: 1

3415 true 1533 1096.6018 1095.5862 1 7.58 357.39 30.67 38.2 (M:38.2) 1 1 0 R.TNEGVIEFR.S Dimethyl:2H(4): 1

3416 true 1027 1096.6142 1095.6288 1 -19.98 218.01 28 35.6 (M:35.6) 1 1 0 R.TADGIVSHLK.K Dimethyl: 1, 10



3417 false 1027 1096.6142 1095.6338 1 -24.58 660.13 28 33.7 (M:33.7) 1 2 1 R.SDHLSKHIK.T Dimethyl:2H(4): 6

3418 true 1031 1097.4818 1096.4766 1 -1.89 226.43 26.33 51.0 (M:51.0) 4 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

3419 true 1031 1097.4818 1096.4766 1 -1.89 226.43 26.33 51.0 (M:51.0) 4 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

3420 true 539 1097.6099 1096.615 1 -11.35 387.14 25.33 25.2 (M:25.2) 1 1 1 K.GKEELGNMR.Q Dimethyl:2H(4): 1, 2

3421 true 278 1097.6273 1096.6179 1 1.96 151.1 25 15.7 (M:15.7) 1 1 0 R.ESPSPAPKPR.K Dimethyl:2H(4): 8

3422 true 457 1097.6286 1096.6241 1 -2.51 350.76 26 42.5 (M:42.5) 2 1 0

R.NVTAIQGPGGK

.W Dimethyl: 1, 11

3423 true 1420 1097.6345 1096.6241 1 2.85 301.14 29.17 16.5 (M:16.5) 1 1 0 R.AATENIPVVR.R Dimethyl: 1



3424 false 2076 1097.6394 1096.6543 1 -20.14 344.19 32.17 20.1 (M:20.1) 1 2 0 K.LDQPPNLLR.M Dimethyl:2H(4): 1

3425 false 2076 1097.6394 1096.6543 1 -20.14 344.19 32.17 20.1 (M:20.1) 1 2 0 K.LDQPPNLLR.M Dimethyl:2H(4): 1

3426 true 2076 1097.6394 1096.6168 1 13.93 339.37 32.17 30.2 (M:30.2) 1 1 0 K.VIEGSFVYK.G Dimethyl: 1, 9

3427 true 2484 1097.6592 1096.6543 1 -2.15 380.37 34 18.5 (M:18.5) 1 1 0 R.LDEAIHVLR.N Dimethyl:2H(4): 1

3428 false 2435 1097.666 1096.6757 1 -15.49 252.26 39.5 21.5 (M:21.5) 1 9 1 R.KANAHFILK.L Dimethyl: 1, 9

3429 false 2435 1097.666 1096.6566 1 1.91 258.86 39.5 26.4 (M:26.4) 2 4 0 -.MPTPVILLK.E Acetyl: 1; Oxidation: 1; Dimethyl: 9

3430 true 2435 1097.666 1096.6492 1 8.65 311.87 39.5 51.1 (M:51.1) 3 1 0 R.LSPEELLLR.W Dimethyl: 1



3431 true 3022 1097.6703 1096.6604 1 2.33 303.51 37.67 46.5 (M:46.5) 1 1 0 R.LLVNINDLR.R Dimethyl: 1

3432 true 1068 1098.5104 1097.5142 1 -10.05 195.41 28.17 50.8 (M:50.8) 1 1 0 K.FLYDDNQR.V Dimethyl: 1

3433 false 1068 1098.5104 1097.4886 1 13.28 217.3 28.17 19.1 (M:19.1) 1 3 0 M.NIMDFNMK.K Acetyl: 1; Oxidation: 3; Dimethyl: 8

3434 true 1068 1098.5104 1097.5142 1 -10.05 195.41 28.17 50.8 (M:50.8) 1 1 0 R.FLYDDNQR.V Dimethyl: 1

3435 true 1536 1098.5481 1097.5333 1 6.82 282.88 30.17 20.5 (M:20.5) 1 1 0 R.CIVMVCER.S

Carbamidomethyl: 1, 6; 

Dimethyl:2H(4): 1

3436 false 2269 1098.5872 1097.5829 1 -2.76 206.13 36.17 21.5 (M:21.5) 1 3 1 K.LKNQSESHK.Q Dimethyl: 9

3437 true 2269 1098.5872 1097.5645 1 14.03 98.63 36.17 30.2 (M:30.2) 1 1 0 K.DVIEEYFK.C Dimethyl: 1, 8



3438 true 438 1098.6192 1097.6131 1 -1.07 175.85 24.83 38.9 (M:38.9) 1 1 0 K.AHVEISSAPR.D Dimethyl:2H(4): 1

3439 true 489 1098.6422 1097.6321 1 2.62 301.74 25.83 51.8 (M:51.8) 1 1 0 R.FLNAENAQK.F Dimethyl:2H(4): 1, 9

3440 true 2694 1098.6453 1097.6233 1 13.39 303.01 36.5 35.1 (M:35.1) 1 1 0 R.ELPPAVAAFR.A Dimethyl: 1

3441 true 1326 1098.6515 1097.6495 1 -4.78 224.68 29.67 50.1 (M:50.1) 1 1 0 K.TALIHDGLAR.G Dimethyl:2H(4): 1

3442 true 1634 1098.6537 1097.6634 1 -15.46 305.59 31.17 23.9 (M:23.9) 1 1 0 K.GGILPPEEVK.E Dimethyl:2H(4): 1; Dimethyl: 10

3443 false 710 1098.6611 1097.6445 1 8.57 199.48 25.17 17.2 (M:17.2) 1 2 1

K.VVSSPAGTPKK.

T Dimethyl: 11

3444 true 2196 1098.67 1097.6445 1 16.64 266.68 32.83 18.3 (M:18.3) 1 1 0

R.AEVNGLAALGK

.Y Dimethyl: 1, 11



3445 true 686 1099.5245 1098.5252 1 -7.28 363.62 27.67 16.6 (M:16.6) 1 1 0 R.CAYCAGPIR.E

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1

3446 true 382 1099.5407 1098.5346 1 -1.07 305.66 25.17 36.6 (M:36.6) 1 1 1 K.FKYDDAER.R Dimethyl: 1, 2

3447 true 523 1099.5797 1098.5971 1 -22.46 285.22 26.67 59.0 (M:59.0) 2 1 0 K.NTIVTSYNR.N Dimethyl:2H(4): 1

3448 true 1933 1099.587 1098.5856 1 -5.27 387.87 32.5 15.9 (M:15.9) 1 1 0 R.GQMLPQLER.I Dimethyl: 1

3449 true 1186 1099.5899 1098.5794 1 3 291.14 31.5 24.9 (M:24.9) 2 1 0 R.NYLLQCTR.N

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

3450 true 3248 1099.6175 1098.6012 1 8.21 342.69 39 38.2 (M:38.2) 1 1 0 K.FSPTEFLAR.M Dimethyl:2H(4): 1

3451 true 858 1099.6444 1098.6335 1 3.26 326.85 26.83 35.7 (M:35.7) 2 1 0 R.IAQITGPPDR.C Dimethyl:2H(4): 1



3452 false 1931 1099.6574 1098.6397 1 9.44 285.63 32.33 16.1 (M:16.1) 1 2 1

K.ANNEVAAVKK.

Q Dimethyl: 9, 10

3453 true 2071 1099.6767 1098.6699 1 -0.42 263.11 33.5 49.0 (M:49.0) 1 1 0 K.ESTLHLVLR.L Dimethyl:2H(4): 1

3454 false 2167 1100.5597 1099.5406 1 10.79 294.22 36.17 17.9 (M:17.9) 1 50 5 1

K.MVGYDMTKK.

A Dimethyl: 9

3455 true 2167 1100.5597 1099.5624 1 -9 273.51 36.17 33.5 (M:33.5) 1 1 0 R.MVFDEYLK.I Dimethyl: 1, 8

3456 true 818 1100.56 1099.5696 1 -15.29 231.72 26.83 39.2 (M:39.2) 1 1 0 K.SDQMSHLVK.I Dimethyl: 1, 9

3457 true 33 1100.5965 1099.5734 1 14.36 56.52 21.83 17.4 (M:17.4) 1 1 1

R.GNSGASQRAPK

.S Dimethyl: 11

3458 true 2319 1100.6014 1099.5964 1 -2.05 319.2 33.5 23.1 (M:23.1) 1 1 0 K.QFYINVER.E Dimethyl:2H(4): 1



3459 true 886 1100.6096 1099.5947 1 6.87 328.74 27.33 48.4 (M:48.4) 1 1 0 K.LMEQGPELK.T Dimethyl: 1, 9

3460 true 3222 1100.6143 1099.5964 1 9.7 235.93 40.17 31.7 (M:31.7) 2 1 0 R.TQYPGFSIR.F Dimethyl:2H(4): 1

3461 true 1851 1100.6262 1099.6237 1 -4.34 268.46 32.67 49.6 (M:49.6) 1 1 0 K.TAEEVAALIR.S Dimethyl: 1

3462 false 1851 1100.6262 1099.6237 1 -4.33 213.59 32.67 21.5 (M:21.5) 1 3 0

K.ATAVGDVNGLK

.S Dimethyl: 1, 11

3463 true 1177 1100.6384 1099.6154 1 14.35 330.08 27.83 45.0 (M:45.0) 1 1 0 R.FEPYANPAK.R Dimethyl:2H(4): 1, 9

3464 true 3065 1100.66 1099.639 1 12.46 323.45 38 34.0 (M:34.0) 1 1 0 R.LLELFPANR.Q Dimethyl: 1

3465 true 1972 1100.6769 1099.6729 1 -2.99 364.18 31.67 43.4 (M:43.4) 1 1 0 K.VLTSFGDAVK.N Dimethyl:2H(4): 1, 10



3466 true 2225 1100.7237 1099.7093 1 6.53 284.6 33.17 79.6 (M:79.6) 3 1 0 K.STLINTLFK.S Dimethyl:2H(4): 1, 9

3467 true 1074 1101.5435 1100.5138 1 20.32 204.42 28.5 23.6 (M:23.6) 1 1 0 R.STAEYFAER.L Dimethyl: 1

3468 false 1074 1101.5435 1100.5462 1 -9.06 173.38 28.5 19.4 (M:19.4) 1 2 0 R.QQDLDGELR.S Dimethyl: 1

3469 false 1074 1101.5435 1100.5172 1 17.26 240.05 28.5 15.6 (M:15.6) 1 3 1 R.ESSEMRYK.R Oxidation: 5; Dimethyl: 1, 8

3470 true 204 1101.5652 1100.5648 1 -6.26 246.15 24.33 17.6 (M:17.6) 1 1 1 K.KSLCTAHEK.F Carbamidomethyl: 4; Dimethyl: 9

3471 true 2932 1101.5749 1100.5655 1 1.98 336.66 38.5 35.9 (M:35.9) 2 1 0 R.AFSYYGPLR.T Dimethyl: 1

3472 true 255 1101.5765 1100.5839 1 -13.36 228.32 25 20.2 (M:20.2) 1 1 0 R.QPHALHTNR.K Dimethyl: 1



3473 false 150 1101.625 1100.6077 1 9.03 299.14 23.83 16.8 (M:16.8) 1 10 0 R.ITIGQSPTEK.G Dimethyl: 10

3474 false 150 1101.625 1100.5912 1 24.06 315.75 23.83 18.4 (M:18.4) 1 7 0 K.GFIMAEVMK.Y

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 9

3475 false 150 1101.625 1100.6264 1 -7.88 331.16 23.83 20.1 (M:20.1) 1 65.17 5 0 K.ALELQLQMK.Q Dimethyl: 9

3476 false 2522 1101.6594 1100.6628 1 -9.62 198.8 39.17 19.6 (M:19.6) 1 2 0 R.MEIVSILLR.N Dimethyl: 1

3477 true 2436 1101.6894 1100.6743 1 7.13 365.97 39.5 44.3 (M:44.3) 2 1 0 R.LSPEELLLR.W Dimethyl:2H(4): 1

3478 true 3023 1101.6988 1100.6856 1 5.38 357.07 37.67 44.0 (M:44.0) 2 1 0 R.LLVNINDLR.R Dimethyl:2H(4): 1

3479 true 1287 1102.5398 1101.5277 1 4.32 281.64 28.33 35.6 (M:35.6) 2 1 0 K.YAGLSTCFR.Q Carbamidomethyl: 7; Dimethyl: 1



3480 true 1069 1102.5477 1101.5393 1 1.07 232.24 28.17 28.8 (M:28.8) 1 1 0 K.FLYDDNQR.V Dimethyl:2H(4): 1

3481 true 1069 1102.5477 1101.5393 1 1.07 232.24 28.17 28.8 (M:28.8) 1 1 0 R.FLYDDNQR.V Dimethyl:2H(4): 1

3482 true 774 1102.5632 1101.5551 1 0.73 307.82 27 41.5 (M:41.5) 2 1 0 R.NFNQPMCK.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 8

3483 false 1214 1102.5853 1101.5666 1 10.39 221.4 26.83 16.0 (M:16.0) 2 2 0 K.NETLAEQNK.L Dimethyl: 1, 9

3484 true 499 1102.5923 1101.5778 1 6.55 279.54 25.17 37.0 (M:37.0) 2 1 0 K.ITITNDQNR.L Dimethyl: 1

3485 true 908 1102.6091 1101.6092 1 -6.69 200.18 29.33 17.5 (M:17.5) 1 1 0

R.NSVFQQGMK.

N Dimethyl:2H(4): 1, 9

3486 true 2090 1102.6101 1101.5852 1 15.98 226.38 32.17 24.0 (M:24.0) 2 1 0 K.GTMITIEGPR.F Dimethyl: 1



3487 false 1754 1102.6296 1101.6216 1 0.63 326.04 30.67 15.9 (M:15.9) 1 2 1 K.GELMEAIKR.D Dimethyl: 1, 8

3488 true 1344 1102.6345 1101.6182 1 8.13 329.03 29 29.8 (M:29.8) 1 1 0 K.GEFAIRPEK.K Dimethyl: 1, 9

3489 false 1663 1102.6369 1101.607 1 20.47 305.83 30.83 16.7 (M:16.7) 1 3 1 R.WADLEEKK.D Dimethyl: 1, 7, 8

3490 true 3237 1102.6392 1101.6216 1 9.39 284.28 40 47.0 (M:47.0) 1 1 0 K.CLIEILASR.T Carbamidomethyl: 1; Dimethyl: 1

3491 true 2829 1102.6652 1101.6484 1 8.57 270.39 36 21.1 (M:21.1) 2 1 0 R.ELPPAVAAFR.A Dimethyl:2H(4): 1

3492 true 2324 1102.6704 1101.6546 1 7.66 227.72 34.67 45.3 (M:45.3) 2 1 0 K.SVALPIFTAR.I Dimethyl: 1

3493 true 481 1102.6808 1101.691 1 -15.82 186.54 22.17 31.1 (M:31.1) 2 1 1 K.ELFLGALRK.E Dimethyl: 1, 9



3494 true 373 1102.6922 1101.6882 1 -2.93 185.05 24.5 17.0 (M:17.0) 1 56.52 1 1

-

.AMAVKALNPK.A Dimethyl:2H(4): 5; Dimethyl: 10

3495 true 861 1103.5023 1102.4944 1 0.57 280.3 26.83 24.6 (M:24.6) 1 1 0 R.YNWQGDHR.S Dimethyl: 1

3496 true 2939 1103.513 1102.5117 1 -5.44 220.61 35.17 23.8 (M:23.8) 1 1 0 R.NFMIDTYR.L Oxidation: 3; Dimethyl: 1

3497 true 1135 1103.5475 1102.5593 1 -17.3 227.24 28.5 40.4 (M:40.4) 1 1 0 K.MLQHIDYR.M Dimethyl: 1

3498 true 2102 1103.5805 1102.5699 1 3.05 260.21 32.67 39.1 (M:39.1) 3 1 0 K.YVSQYYPK.L Dimethyl: 1, 8

3499 false 1741 1103.5845 1102.5805 1 -2.96 258.71 30.5 22.9 (M:22.9) 1 2 1 K.MSSPLADAKR.I Dimethyl: 9

3500 true 2240 1103.5865 1102.5811 1 -1.73 322.65 32.83 38.7 (M:38.7) 2 1 0 K.YPEAPPFVR.F Dimethyl: 1



3501 true 2411 1103.601 1102.6175 1 -21.58 160.46 36.5 15.1 (M:15.1) 1 1 0 R.QAFAPFGPIK.S Dimethyl: 10

3502 true 2411 1103.601 1102.6175 1 -21.58 160.46 36.5 15.1 (M:15.1) 1 1 0 R.QAFAPFGPIK.S Dimethyl: 10

3503 true 1361 1103.6224 1102.6284 1 -12.03 185.07 29.67 19.1 (M:19.1) 1 1 0 K.QGDQIEIIR.L Dimethyl:2H(4): 1

3504 true 618 1103.6239 1102.6185 1 -1.76 214.27 25.83 17.5 (M:17.5) 1 1 1 K.FREDHIVR.L Dimethyl:2H(4): 1

3505 false 1571 1103.6554 1102.6358 1 11.12 417.07 29.67 17.7 (M:17.7) 1 2 0 -.MTAQTKPPK.C

Dimethyl:2H(4): 6; Acetyl: 1; 

Dimethyl: 9

3506 false 2077 1103.6707 1102.6648 1 -1.25 213.14 32 20.4 (M:20.4) 1 2 0 K.QAIGIALETR.R Dimethyl:2H(4): 1

3507 true 1918 1104.4895 1103.4924 1 -9.21 200.49 33 40.5 (M:40.5) 1 1 0 R.EFADFEYR.K Dimethyl: 1



3508 true 411 1104.5402 1103.5459 1 -11.71 191.12 24.83 21.6 (M:21.6) 1 1 0 R.QVSEDLTER.A Dimethyl: 1

3509 true 3052 1104.6024 1103.5975 1 -2.19 228.71 36.17 54.6 (M:54.6) 2 1 0 K.NILPFDTTR.V Dimethyl: 1

3510 false 3052 1104.6024 1103.6087 1 -12.36 229.14 36.17 20.8 (M:20.8) 1 2 0

K.LNIGGGGLGYR.

E Dimethyl: 1

3511 true 1663 1104.6183 1103.6087 1 2.08 319.26 30.33 42.3 (M:42.3) 3 1 0

R.QGAFLVNTAR.

G Dimethyl: 1

3512 true 2298 1104.6388 1103.6488 1 -15.7 219.69 36.67 30.1 (M:30.1) 1 1 0 R.SEIDLLNIR.G Dimethyl:2H(4): 1

3513 false 1852 1104.6592 1103.6488 1 2.81 331.17 32.67 19.8 (M:19.8) 1 2 0 K.TAEEVAALIR.S Dimethyl:2H(4): 1

3514 true 3066 1104.6841 1103.6641 1 11.52 330.91 38 33.2 (M:33.2) 2 1 0 R.LLELFPANR.Q Dimethyl:2H(4): 1



3515 true 3529 1104.6847 1103.683 1 -5.09 295.35 41.5 20.1 (M:20.1) 1 1 0 K.FSFAGLTIGK.T Dimethyl:2H(4): 1, 10

3516 true 210 1105.554 1104.5564 1 -8.69 250.67 23.5 37.6 (M:37.6) 3 1 1 K.IREEYPDR.I Dimethyl: 1

3517 true 210 1105.554 1104.5564 1 -8.69 250.67 23.5 37.6 (M:37.6) 3 1 1 K.IREEYPDR.I Dimethyl: 1

3518 true 2780 1105.5961 1104.5906 1 -1.58 264.89 35.33 21.9 (M:21.9) 2 1 0 R.AFSYYGPLR.T Dimethyl:2H(4): 1

3519 false 1391 1105.6114 1104.6077 1 -3.19 284.95 30.17 16.8 (M:16.8) 1 3 0 R.SLQQLAEER.S Dimethyl:2H(4): 1

3520 false 2099 1105.6123 1104.6291 1 -21.84 294.31 33.17 17.1 (M:17.1) 1 8 1 K.FKAQTQLNK.K Dimethyl: 9

3521 false 2099 1105.6123 1104.6291 1 -21.84 294.31 33.17 17.1 (M:17.1) 1 8 1 K.FKAQTQLNK.K Dimethyl: 9



3522 false 2099 1105.6123 1104.6012 1 3.46 270.74 33.17 18.2 (M:18.2) 1 6 0

K.MAANNAVLNR

.L Dimethyl:2H(4): 1

3523 true 2609 1105.6126 1104.6253 1 -18.11 290.61 34.33 19.9 (M:19.9) 1 1 0 K.EVVLAMYPK.Y Dimethyl: 1, 9

3524 true 78 1105.6244 1104.6179 1 -0.75 297.2 22.67 21.4 (M:21.4) 1 1 1 K.KQPSAAEYK.K Dimethyl: 1, 1, 9

3525 true 1084 1105.6314 1104.604 1 18.18 322.29 28 70.7 (M:70.7) 1 1 0

K.GHAVGDIPGVR

.F Dimethyl: 1

3526 true 2104 1105.6766 1104.6671 1 2.01 313.54 32.17 27.8 (M:27.8) 1 1 0 K.VIEGSFVYK.G Dimethyl:2H(4): 1, 9

3527 true 458 1105.691 1104.6743 1 8.59 267.28 26 33.6 (M:33.6) 1 1 0

R.NVTAIQGPGGK

.W Dimethyl:2H(4): 1, 11

3528 true 1592 1106.5158 1105.4968 1 10.6 223.67 31.17 43.6 (M:43.6) 1 1 0 R.DYFEEYGK.I Dimethyl: 1, 8



3529 true 2073 1106.5677 1105.5438 1 15.09 303.99 34.33 15.7 (M:15.7) 1 1 0 K.MLNQTEQSK.K Dimethyl: 9

3530 false 2073 1106.5677 1105.5706 1 -9.15 218.98 34.33 15.7 (M:15.7) 1 2 0 K.DLEEWNLR.Q Dimethyl:2H(4): 1

3531 true 568 1106.5819 1105.5801 1 -5.03 238.72 27 25.4 (M:25.4) 1 1 0 R.NGSLICTASK.D Carbamidomethyl: 6; Dimethyl: 1, 10

3532 true 1665 1106.5833 1105.5768 1 -0.69 234.82 31.67 38.6 (M:38.6) 1 1 0

R.DGTGVVEFVR.

K Dimethyl: 1

3533 true 438 1106.5886 1105.5781 1 2.91 334.22 21.83 43.8 (M:43.8) 2 1 0 R.HFNAPSHIR.R Dimethyl: 1

3534 true 500 1106.6084 1105.6029 1 -1.64 292.79 25.17 28.1 (M:28.1) 1 1 0 K.ITITNDQNR.L Dimethyl:2H(4): 1

3535 true 2091 1106.6174 1105.6103 1 -0.23 272.94 32.17 27.6 (M:27.6) 1 1 0 K.GTMITIEGPR.F Dimethyl:2H(4): 1



3536 true 2190 1106.6254 1105.5954 1 20.51 269.17 35.17 38.9 (M:38.9) 2 1 0 R.NSLVPMYVR.K Dimethyl: 1

3537 true 2270 1106.6377 1105.6169 1 12.23 158.91 36.17 30.2 (M:30.2) 1 1 0 R.NIDLEEVSK.L Dimethyl:2H(4): 1; Dimethyl: 9

3538 true 1178 1106.6439 1105.6115 1 22.65 265.96 27.83 15.2 (M:15.2) 1 1 1 K.GKVCFEMK.V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 2; Oxidation: 7; 

Dimethyl: 8

3539 true 2763 1106.6572 1105.6383 1 10.52 242.37 37 61.5 (M:61.5) 2 1 0 K.SITGDFALVK.A Dimethyl: 1, 10

3540 true 3219 1106.666 1105.6467 1 10.89 286.47 40 31.5 (M:31.5) 1 1 0 K.CLIEILASR.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

3541 true 3279 1106.6834 1105.6797 1 -3.29 238.45 39.17 49.6 (M:49.6) 2 1 0 K.SVALPIFTAR.I Dimethyl:2H(4): 1

3542 true 2163 1106.7297 1105.7311 1 -7.83 339.03 32.83 21.9 (M:21.9) 1 1 1 K.AKLEEALLR.G Dimethyl:2H(4): 1, 2



3543 true 1811 1107.5158 1106.5179 1 -8.42 240.82 29.67 46.5 (M:46.5) 1 1 0 R.CQLPDGSFR.R Carbamidomethyl: 1; Dimethyl: 1

3544 true 862 1107.5275 1106.5195 1 0.58 344.86 26.83 22.3 (M:22.3) 1 1 0 R.YNWQGDHR.S Dimethyl:2H(4): 1

3545 true 470 1107.5439 1106.5356 1 0.85 245.83 25.17 33.4 (M:33.4) 1 1 0 K.AQYEDIANR.S Dimethyl: 1

3546 true 470 1107.5439 1106.5356 1 0.85 245.83 25.17 33.4 (M:33.4) 1 1 0 K.AQYEDIANR.S Dimethyl: 1

3547 true 2817 1107.5512 1106.5543 1 -9.34 260.33 34.5 40.4 (M:40.4) 1 1 0 R.NEFLQLCR.A Carbamidomethyl: 7; Dimethyl: 1

3548 true 659 1107.5612 1106.5356 1 16.53 315.72 26.33 24.3 (M:24.3) 1 1 0 R.NVIDYNGER.T Dimethyl: 1

3549 true 930 1107.573 1106.5845 1 -16.87 229.01 28.5 40.7 (M:40.7) 1 1 0 K.MLQHIDYR.M Dimethyl:2H(4): 1



3550 true 197 1107.5925 1106.587 1 -1.57 302.88 24 23.6 (M:23.6) 1 1 0 K.LAGESESNLR.K Dimethyl:2H(4): 1

3551 true 2278 1107.6179 1106.6062 1 3.95 354.92 34 46.1 (M:46.1) 2 1 0 K.YPEAPPFVR.F Dimethyl:2H(4): 1

3552 true 1463 1107.6232 1106.627 1 -10.05 275.38 30.5 63.9 (M:63.9) 3 1 0 K.NVPNLHVMK.A Dimethyl: 1, 9

3553 false 1742 1107.6435 1106.627 1 8.28 210.06 30 20.1 (M:20.1) 3 2 1 K.NVQLYKMR.N Dimethyl: 1, 6

3554 true 2870 1107.7481 1106.7427 1 -1.72 194.21 35.83 65.2 (M:65.2) 1 1 0 K.VVNIVPVIAK.A Dimethyl: 1, 10

3555 true 1889 1108.5122 1107.5175 1 -11.33 282.35 33 27.0 (M:27.0) 1 1 0 R.EFADFEYR.K Dimethyl:2H(4): 1

3556 true 3762 1108.5201 1107.5343 1 -19.29 507.63 41.5 19.5 (M:19.5) 2 1 1 R.SMSVERDIR.F Oxidation: 2



3557 true 412 1108.5648 1107.571 1 -12.13 211.37 24.83 23.2 (M:23.2) 1 1 0 R.QVSEDLTER.A Dimethyl:2H(4): 1

3558 true 2638 1108.5848 1107.5713 1 5.6 303.32 34.67 29.7 (M:29.7) 1 1 0 K.SFFLQPGER.L Dimethyl: 1

3559 true 2168 1108.6125 1107.6126 1 -6.66 310.62 36.17 38.3 (M:38.3) 1 1 0 R.MVFDEYLK.I Dimethyl:2H(4): 1, 8

3560 true 640 1108.6164 1107.6037 1 4.97 182.42 25.67 21.0 (M:21.0) 1 1 0 K.GVSPIVSEHR.K Dimethyl: 1

3561 true 1177 1108.6253 1107.5924 1 23.1 318.43 29.67 41.0 (M:41.0) 1 1 0 K.FVDGISTVSR.H Dimethyl: 1

3562 true 1517 1108.6271 1107.6338 1 -12.68 319.42 30.33 46.9 (M:46.9) 3 1 0

R.QGAFLVNTAR.

G Dimethyl:2H(4): 1

3563 true 3066 1108.6276 1107.6226 1 -2.07 293.93 36.17 45.6 (M:45.6) 1 1 0 K.NILPFDTTR.V Dimethyl:2H(4): 1



3564 true 2654 1108.6629 1107.6692 1 -12.24 288.95 34.5 25.8 (M:25.8) 1 1 1 R.KFVADGIFK.A Dimethyl: 1, 1, 9

3565 true 1076 1109.4524 1108.4464 1 -1.16 232.67 26.33 30.1 (M:30.1) 2 81.29 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; Oxidation: 2; 

Dimethyl: 1

3566 true 1076 1109.4524 1108.4464 1 -1.16 232.67 26.33 30.1 (M:30.1) 2 81.29 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; Oxidation: 2; 

Dimethyl: 1

3567 true 310 1109.5638 1108.5513 1 4.69 297.93 24.33 25.6 (M:25.6) 1 1 0

K.AATYVNTEGR.

A Dimethyl: 1

3568 true 372 1109.5663 1108.5587 1 0.34 256.35 21.5 48.5 (M:48.5) 3 1 0 K.STCIYGGAPK.G Carbamidomethyl: 3; Dimethyl: 1, 10

3569 true 372 1109.5663 1108.5587 1 0.34 256.35 21.5 48.5 (M:48.5) 3 1 0 K.STCIYGGAPK.G Carbamidomethyl: 3; Dimethyl: 1, 10

3570 true 105 1109.5983 1108.5815 1 8.62 294.04 23.33 30.8 (M:30.8) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1



3571 true 105 1109.5983 1108.5815 1 8.62 294.04 23.33 30.8 (M:30.8) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

3572 true 2832 1109.6076 1108.5917 1 7.81 311.3 37.5 40.0 (M:40.0) 1 1 0 R.YDLTVPFAR.Y Dimethyl: 1

3573 false 2018 1109.6384 1108.6543 1 -20.86 318.21 33.17 20.1 (M:20.1) 1 67.43 2 1 K.VGKDGSFLVR.A Dimethyl:2H(4): 3

3574 true 3108 1109.6447 1108.6281 1 8.41 330.14 39.83 58.6 (M:58.6) 3 1 0 R.QIFNGTFVK.L Dimethyl: 1, 9

3575 true 1085 1109.6558 1108.6291 1 17.51 318.3 28 40.0 (M:40.0) 1 1 0

K.GHAVGDIPGVR

.F Dimethyl:2H(4): 1

3576 true 2321 1109.669 1108.6604 1 1.12 295.28 33.17 21.1 (M:21.1) 1 1 0 R.EVLINIPQR.T Dimethyl: 1

3577 true 1287 1109.7014 1108.6968 1 -2.43 247.19 27.67 40.5 (M:40.5) 2 1 0 R.VVLIGGKPDR.V Dimethyl: 1, 7



3578 true 967 1110.5289 1109.5353 1 -12.34 170.95 27.5 26.4 (M:26.4) 1 1 0 R.ESFEGSISAR.I Dimethyl: 1

3579 true 2413 1110.5703 1109.5506 1 11.19 331.27 34.5 56.8 (M:56.8) 2 1 0 K.FNPFVTSDR.S Dimethyl: 1

3580 false 2141 1110.5855 1109.5763 1 1.78 369.02 34.67 22.2 (M:22.2) 1 5 0

K.DMNEVLAMK.

M Dimethyl:2H(4): 1; Dimethyl: 9

3581 false 2141 1110.5855 1109.5791 1 -0.77 387.11 34.67 19.9 (M:19.9) 1 7 0 K.FMAEVQTTK.G Dimethyl: 1, 9

3582 true 2141 1110.5855 1109.6053 1 -24.33 291.21 34.67 43.7 (M:43.7) 1 1 0 K.QESTVMVLR.N Dimethyl:2H(4): 1; Oxidation: 6

3583 false 2141 1110.5855 1109.5982 1 -17.96 465.91 34.67 16.6 (M:16.6) 1 10 0 R.FNDIHVPIR.L

3584 false 3011 1110.5879 1109.5869 1 -5.68 265.47 44.83 28.5 (M:28.5) 1 2 1 K.FFQDKELR.A Dimethyl: 1



3585 false 3011 1110.5879 1109.5829 1 -2.06 410.67 44.83 24.4 (M:24.4) 3 3 0

R.AQSELAAHQK.

K Dimethyl: 10

3586 false 3044 1110.5952 1109.6089 1 -18.91 223.01 45.5 18.5 (M:18.5) 2 62.99 3 1 R.MLKQMLFR.Y Oxidation: 5; Dimethyl: 3

3587 true 455 1110.5964 1109.5829 1 5.55 360.33 25.17 69.0 (M:69.0) 3 1 0 K.GPSPQEAIQR.L Dimethyl: 1

3588 false 3993 1110.5965 1109.6053 1 -14.44 304.24 45.67 15.3 (M:15.3) 1 5 0 R.MNESLSLLR.K Dimethyl:2H(4): 1; Oxidation: 1

3589 false 3737 1110.5984 1109.5638 1 24.54 249.74 45.67 15.4 (M:15.4) 1 3 0 K.ATSTSDMLLK.L Oxidation: 7; Dimethyl: 1

3590 false 3737 1110.5984 1109.5869 1 3.72 264.9 45.67 19.0 (M:19.0) 1 2 1 K.FFQDKELR.A Dimethyl: 5

3591 true 1666 1110.5998 1109.6019 1 -8.42 200.16 31.5 47.2 (M:47.2) 1 1 0

R.DGTGVVEFVR.

K Dimethyl:2H(4): 1



3592 true 589 1110.6031 1109.6193 1 -21.13 250.84 26.67 21.6 (M:21.6) 1 1 0 R.NVVIPQQER.L Dimethyl: 1

3593 true 792 1110.6108 1109.6032 1 0.32 246.53 25.33 24.3 (M:24.3) 2 1 0 R.HFNAPSHIR.R Dimethyl:2H(4): 1

3594 true 2172 1110.6223 1109.6205 1 -4.9 272.48 35.17 36.4 (M:36.4) 2 1 0 R.NSLVPMYVR.K Dimethyl:2H(4): 1

3595 true 2465 1110.6328 1109.6457 1 -18.12 33.5 15.1 (M:15.1) 1 1 0 R.LGLMPPPEPK.V Dimethyl:2H(4): 1

3596 true 1720 1110.6827 1109.6718 1 3.22 347.78 30.67 26.9 (M:26.9) 1 1 1 K.GELMEAIKR.D Dimethyl:2H(4): 1, 8

3597 true 1345 1110.6849 1109.6685 1 8.24 314.84 29 22.6 (M:22.6) 1 1 0 K.GEFAIRPEK.K Dimethyl:2H(4): 1, 9

3598 true 88 1110.6955 1109.6808 1 6.63 233.37 22.83 24.4 (M:24.4) 2 1 0 K.QVAVEKPQK.K Dimethyl: 1, 6, 9



3599 true 3541 1110.7299 1109.73 1 -6.64 276.04 41.83 24.6 (M:24.6) 1 1 0 K.TTPLLNFLK.N Dimethyl:2H(4): 1, 9

3600 true 1812 1111.5399 1110.543 1 -9.36 270.39 29.67 42.9 (M:42.9) 1 1 0 R.CQLPDGSFR.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

3601 false 890 1111.5524 1110.5236 1 19.43 152.77 25.67 15.2 (M:15.2) 1 3 0

K.ISGNMGMAMK

.L Oxidation: 7; Dimethyl: 1, 10

3602 true 471 1111.5588 1110.5607 1 -8.33 234.58 25 34.5 (M:34.5) 1 1 0 K.AQYEDIANR.S Dimethyl:2H(4): 1

3603 true 471 1111.5588 1110.5607 1 -8.33 234.58 25 34.5 (M:34.5) 1 1 0 K.AQYEDIANR.S Dimethyl:2H(4): 1

3604 false 2818 1111.5781 1110.578 1 -6.46 244.25 34.5 26.4 (M:26.4) 1 68.83 2 1 R.EKEELMEK.L

Dimethyl:2H(4): 2; Oxidation: 6; 

Dimethyl: 1

3605 true 2818 1111.5781 1110.5794 1 -7.66 262.58 34.5 39.7 (M:39.7) 1 1 0 R.NEFLQLCR.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1



3606 true 1802 1111.6152 1110.6073 1 0.49 272.81 37.83 48.0 (M:48.0) 2 1 0 K.NSTFAQFLK.T Dimethyl: 1, 9

3607 false 1802 1111.6152 1110.5822 1 23.12 271.5 37.83 23.8 (M:23.8) 1 3 1 K.NKYGDAFIR.G Dimethyl: 2

3608 true 2336 1111.6307 1110.6033 1 18.04 152.52 31.83 15.7 (M:15.7) 1 1 0 K.IQEENVVPR.E Dimethyl: 1

3609 true 2103 1111.6311 1110.6201 1 3.33 274.66 32.67 33.7 (M:33.7) 3 1 0 K.YVSQYYPK.L Dimethyl:2H(4): 1, 8

3610 true 2353 1111.6496 1110.6186 1 21.39 149.4 35.67 34.1 (M:34.1) 1 1 0 K.DLPFIVSHR.L Dimethyl: 1

3611 true 540 1112.5674 1111.555 1 4.66 378.78 25.67 23.2 (M:23.2) 1 1 0 K.FINDQYEK.Y Dimethyl: 1, 8

3612 true 1999 1112.6023 1111.5998 1 -4.28 375.97 31.17 26.5 (M:26.5) 2 1 0 K.YIMLNPSSR.I Dimethyl:2H(4): 1



3613 true 2639 1112.6122 1111.5964 1 7.66 399.65 34.67 25.4 (M:25.4) 1 1 0 K.SFFLQPGER.L Dimethyl:2H(4): 1

3614 false 1411 1112.6396 1111.6175 1 13.28 197.99 29.67 16.2 (M:16.2) 1 2 0 K.FVDGISTVSR.H Dimethyl:2H(4): 1

3615 true 2399 1112.6431 1111.6277 1 7.25 284.44 34.67 25.0 (M:25.0) 1 1 0 K.STFFNVLTK.S Dimethyl: 1, 9

3616 true 1772 1112.6571 1111.6601 1 -9.25 350.94 30.83 49.9 (M:49.9) 2 1 0 K.LITPAVVSER.L Dimethyl: 1

3617 true 1077 1113.477 1112.4715 1 -1.58 240.59 26.33 37.9 (M:37.9) 2 50 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Oxidation: 2

3618 true 1077 1113.477 1112.4715 1 -1.58 240.59 26.33 37.9 (M:37.9) 2 50 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Oxidation: 2

3619 true 1390 1113.5479 1112.5502 1 -8.65 289.18 29.83 43.1 (M:43.1) 1 1 0 K.EQIYDVYR.Y Dimethyl: 1



3620 true 2808 1113.6305 1112.6168 1 5.81 321.16 37.5 30.1 (M:30.1) 1 1 0 R.YDLTVPFAR.Y Dimethyl:2H(4): 1

3621 false 1497 1113.6582 1112.6492 1 1.55 360.67 29.33 33.8 (M:33.8) 1 95.31 2 1 R.VELAEKHQK.T Dimethyl:2H(4): 9

3622 false 1497 1113.6582 1112.6329 1 16.16 336.09 29.33 17.7 (M:17.7) 1 6 0 K.ILSPEEIEK.Y Dimethyl: 1, 9

3623 false 1497 1113.6582 1112.6302 1 18.57 342.69 29.33 25.3 (M:25.3) 1 3 1

R.VAELEARVAR.

M

3624 true 3507 1113.6645 1112.6554 1 1.66 286.37 39.67 27.7 (M:27.7) 2 1 0 R.DLASVQALLR.K Dimethyl: 1

3625 false 3507 1113.6645 1112.6376 1 17.6 277.11 39.67 18.9 (M:18.9) 1 2 0 R.CLVAGLLSPR.L Carbamidomethyl: 1; Dimethyl: 1

3626 false 1787 1113.6684 1112.6805 1 -17.44 286.33 31.5 17.6 (M:17.6) 1 3 1 K.EKISTVIAPK.A Dimethyl: 10



3627 true 1787 1113.6684 1112.6554 1 5.15 365.74 31.5 20.0 (M:20.0) 1 1 1 K.NDLVEALKR.K Dimethyl: 1, 8

3628 true 2974 1113.6769 1112.6554 1 12.84 397.1 37.5 35.5 (M:35.5) 2 1 0 R.GETLGIIGLGR.V Dimethyl: 1

3629 true 2974 1113.6769 1112.6554 1 12.84 397.1 37.5 35.5 (M:35.5) 2 1 0 R.GETLGIIGLGR.V Dimethyl: 1

3630 false 2910 1113.6893 1112.6554 1 23.92 325.6 43.5 20.7 (M:20.7) 1 2 0 K.ITVNGIDILR.Y

3631 true 2910 1113.6893 1112.6805 1 1.33 312.92 43.5 22.2 (M:22.2) 1 1 0 R.IITLEDLLR.K Dimethyl: 1

3632 true 792 1114.5928 1113.5819 1 3.28 320.05 28.83 65.6 (M:65.6) 1 1 0 R.FLPPEAEAGR.K Dimethyl: 1

3633 true 2414 1114.5971 1113.5757 1 12.73 350.52 34.5 66.2 (M:66.2) 2 1 0 K.FNPFVTSDR.S Dimethyl:2H(4): 1



3634 true 3262 1114.6018 1113.5859 1 7.71 305.65 40.17 37.4 (M:37.4) 1 1 0 K.FYLDLYPR.E Dimethyl: 1

3635 true 2611 1114.6053 1113.6121 1 -12.56 392.55 34.83 23.0 (M:23.0) 1 1 0 R.VSEQIFFGR.I Dimethyl:2H(4): 1

3636 true 271 1114.61 1113.603 1 -0.24 339.95 24.5 55.9 (M:55.9) 1 1 0 K.NVNVVEQEK.I Dimethyl: 1, 9

3637 false 271 1114.61 1113.6142 1 -10.31 347.04 24.5 15.7 (M:15.7) 1 6 1 K.QRQIEQEK.L Dimethyl: 1, 8

3638 true 588 1114.6168 1113.6304 1 -18.72 308.94 27 35.1 (M:35.1) 2 1 0 R.NGSLICTASK.D

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 10

3639 false 496 1114.6245 1113.6015 1 14.13 389.52 25.17 20.2 (M:20.2) 1 4 1

R.GAPMGPPRGA

R.G Dimethyl:2H(4): 1; Oxidation: 4

3640 true 496 1114.6245 1113.608 1 8.28 438.49 25.17 43.7 (M:43.7) 2 1 0 K.GPSPQEAIQR.L Dimethyl:2H(4): 1



3641 false 496 1114.6245 1113.6444 1 -24.37 394.84 25.17 19.9 (M:19.9) 1 6 0 K.GLDGPRPSQK.E Dimethyl:2H(4): 1; Dimethyl: 10

3642 true 2783 1114.7031 1113.6885 1 6.51 290.1 37 50.0 (M:50.0) 1 1 0 K.SITGDFALVK.A Dimethyl:2H(4): 1, 10

3643 true 2152 1115.583 1114.5731 1 2.35 360.71 33.33 19.3 (M:19.3) 1 1 0

M.AAQGSAGDAA

LR.R Dimethyl: 1

3644 false 1812 1115.5863 1114.5982 1 -17.22 181.16 32.5 18.9 (M:18.9) 1 2 0 K.DQGGELLSLR.Y Dimethyl: 1

3645 false 1853 1115.5887 1114.5771 1 3.83 285.75 32.67 16.1 (M:16.1) 1 2 0 K.QWLQEIDR.Y Dimethyl: 1

3646 true 678 1115.5912 1114.5771 1 6.09 308.14 26.5 29.3 (M:29.3) 2 1 0 K.QIQPEGPYR.I Dimethyl: 1

3647 true 1937 1115.6155 1114.6135 1 -4.74 251.4 31.67 33.5 (M:33.5) 2 1 0 K.IFAPNIEQR.D Dimethyl: 1



3648 true 2428 1115.6441 1114.6474 1 -9.45 207.46 32.33 38.8 (M:38.8) 1 1 0 K.NLSTFAVDGK.D Dimethyl:2H(4): 1, 10

3649 true 151 1115.6473 1114.6386 1 1.2 252.57 24 41.9 (M:41.9) 2 1 1 K.NYVPPKGEK.K Dimethyl: 1, 6, 9

3650 true 3151 1115.6525 1114.6499 1 -4.14 210.7 38 18.1 (M:18.1) 1 1 0 K.YGLPGLAQLR.S Dimethyl: 1

3651 true 2336 1115.6632 1114.6437 1 11 189.96 35.67 37.1 (M:37.1) 1 1 0 K.DLPFIVSHR.L Dimethyl:2H(4): 1

3652 true 2761 1115.6688 1114.6838 1 -19.92 322.68 37.67 21.7 (M:21.7) 2 1 0 R.FGLNVSSLSK.K Dimethyl:2H(4): 1, 10

3653 true 1464 1115.6722 1114.6772 1 -11.01 268.63 30.5 39.8 (M:39.8) 3 1 0 K.NVPNLHVMK.A Dimethyl:2H(4): 1, 9

3654 true 1798 1115.6932 1114.6849 1 0.87 234.68 32.33 35.6 (M:35.6) 1 1 0 R.IIEETLTLK.F Dimethyl: 1, 9



3655 false 1798 1115.6932 1114.6962 1 -9.2 220.4 32.33 22.6 (M:22.6) 1 3 0 K.SATLLQLITK.F Dimethyl: 10

3656 false 1798 1115.6932 1114.6645 1 19.2 209.07 32.33 18.4 (M:18.4) 1 4 1 -.MAAALRGLLR.R Oxidation: 1; Dimethyl: 1

3657 true 1254 1116.5989 1115.6009 1 -8.29 235.51 27 78.6 (M:78.6) 1 1 0

K.CVVVGDGAVG

K.T Carbamidomethyl: 1; Dimethyl: 1, 11

3658 true 1254 1116.5989 1115.6009 1 -8.29 235.51 27 78.6 (M:78.6) 1 1 0

K.CVVVGDGAVG

K.T Carbamidomethyl: 1; Dimethyl: 1, 11

3659 true 1254 1116.5989 1115.6009 1 -8.29 235.51 27 78.6 (M:78.6) 1 1 0

K.CVVVGDGAVG

K.T Carbamidomethyl: 1; Dimethyl: 1, 11

3660 true 1665 1116.6494 1115.6339 1 7.37 346.3 31 42.3 (M:42.3) 1 1 1 K.DVFRDPALK.R Dimethyl: 1, 9

3661 false 1665 1116.6494 1115.6376 1 4.05 295.2 31 19.3 (M:19.3) 1 50 5 0 K.KPPTDEEIK.E Dimethyl:2H(4): 1; Dimethyl: 9



3662 true 29 1116.6517 1115.6451 1 -0.67 254.47 21.17 47.1 (M:47.1) 2 1 0 K.EVPPHKPTR.R Dimethyl: 1, 6

3663 true 1773 1116.6829 1115.6852 1 -8.62 369.58 30.83 47.0 (M:47.0) 1 1 0 K.LITPAVVSER.L Dimethyl:2H(4): 1

3664 true 2549 1116.7105 1115.6954 1 6.95 286.15 39.17 49.9 (M:49.9) 3 1 0 R.QLYLPVLSK.V Dimethyl: 1, 9

3665 true 1391 1117.57 1116.5753 1 -11.32 285.62 29.83 30.1 (M:30.1) 1 1 0 K.EQIYDVYR.Y Dimethyl:2H(4): 1

3666 true 1268 1117.5738 1116.5597 1 6.09 351.39 29.33 27.6 (M:27.6) 1 1 0

K.GGEVAQMIER.

G Dimethyl: 1

3667 true 874 1117.6119 1116.6089 1 -3.84 269.61 25.67 36.8 (M:36.8) 2 1 0 K.STCIYGGAPK.G

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 10

3668 true 874 1117.6119 1116.6089 1 -3.84 269.61 25.67 36.8 (M:36.8) 2 1 0 K.STCIYGGAPK.G

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 10



3669 true 1958 1117.6541 1116.6543 1 -6.68 249.57 31 25.4 (M:25.4) 2 1 0 K.VIQLYPSNK.A Dimethyl: 1, 9

3670 false 996 1117.667 1116.639 1 18.47 335.5 27.17 17.4 (M:17.4) 1 6 0 K.NETGLLSSIK.K Dimethyl: 1, 10

3671 true 1572 1117.6675 1116.6768 1 -14.78 262.9 29.5 17.0 (M:17.0) 1 1 1 R.GVVHKSLPPR.T Dimethyl: 1

3672 false 1498 1117.6773 1116.6907 1 -18.51 302.87 29.33 17.4 (M:17.4) 1 4 1 R.IGFAEKVAAK.V Dimethyl: 1, 6, 10

3673 false 1498 1117.6773 1116.658 1 10.73 391.55 29.33 17.3 (M:17.3) 1 5 0 K.ILSPEEIEK.Y Dimethyl:2H(4): 1; Dimethyl: 9

3674 true 2582 1117.6817 1116.6783 1 -3.45 288.14 34 48.8 (M:48.8) 2 1 0 R.QIFNGTFVK.L Dimethyl:2H(4): 1, 9

3675 true 3508 1117.6901 1116.6805 1 2.11 291.34 39.67 26.1 (M:26.1) 2 1 0 R.DLASVQALLR.K Dimethyl:2H(4): 1



3676 true 2975 1117.6964 1116.6805 1 7.73 317.56 37.5 55.1 (M:55.1) 3 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

3677 true 2975 1117.6964 1116.6805 1 7.73 317.56 37.5 55.1 (M:55.1) 3 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

3678 false 2975 1117.6964 1116.6754 1 12.24 477.27 37.5 30.3 (M:30.3) 1 2 0 K.VSTAVLSITAK.A Dimethyl: 1

3679 false 2911 1117.7185 1116.7056 1 5.06 348.61 43.5 22.6 (M:22.6) 1 2 0 R.IITLEDLLR.K Dimethyl:2H(4): 1

3680 true 1288 1117.7502 1116.747 1 -3.72 255.97 27.67 17.2 (M:17.2) 2 1 0 R.VVLIGGKPDR.V Dimethyl:2H(4): 1, 7

3681 true 1162 1118.548 1117.53 1 9.6 382.11 27.83 30.5 (M:30.5) 2 1 0 R.LMFSNCYK.Y Carbamidomethyl: 6; Dimethyl: 1, 8

3682 true 840 1118.5642 1117.5516 1 4.73 396.29 26.83 31.0 (M:31.0) 2 1 0

R.GGPNYQEGLR.

V Dimethyl: 1



3683 true 697 1118.5888 1117.5768 1 4.28 326.52 26.67 20.4 (M:20.4) 1 1 0 K.VEQIPYGER.V Dimethyl: 1

3684 false 1735 1118.5943 1117.5689 1 16.23 384.42 32.17 16.0 (M:16.0) 1 4 0

R.MEAGLEELVK.

Q

3685 false 1735 1118.5943 1117.5736 1 12.02 331.9 32.17 15.0 (M:15.0) 1 5 1 R.LRSSMPPMR.M Oxidation: 8; Dimethyl: 1

3686 true 1735 1118.5943 1117.6103 1 -20.81 310.58 32.17 36.6 (M:36.6) 1 1 0 K.VELDNMPLR.G Dimethyl:2H(4): 1

3687 true 864 1118.5981 1117.5674 1 20.93 328.39 27.67 53.5 (M:53.5) 1 1 0

R.AQAEHMLMR.

V Dimethyl:2H(4): 1

3688 true 1163 1118.6228 1117.607 1 7.64 342.59 28.83 46.8 (M:46.8) 1 1 0 R.FLPPEAEAGR.K Dimethyl:2H(4): 1

3689 false 3263 1118.6287 1117.6019 1 17.42 343.35 40.17 16.8 (M:16.8) 1 5 1 K.EEPKSLYPK.L Dimethyl: 9



3690 true 3263 1118.6287 1117.611 1 9.32 374.96 40.17 38.7 (M:38.7) 1 1 0 K.FYLDLYPR.E Dimethyl:2H(4): 1

3691 true 1973 1118.6325 1117.6244 1 0.73 398.62 31.83 41.7 (M:41.7) 1 1 1 R.QLFEELRR.L Dimethyl: 1

3692 false 1973 1118.6325 1117.6029 1 19.91 409.94 31.83 18.7 (M:18.7) 1 5 1 R.EASPEEIRR.A Dimethyl:2H(4): 1

3693 false 1973 1118.6325 1117.6132 1 10.77 447.07 31.83 15.9 (M:15.9) 1 8 1 K.QPYEQKAAK.L Dimethyl: 1, 9

3694 false 1973 1118.6325 1117.6495 1 -21.75 369.65 31.83 16.5 (M:16.5) 1 7 0 K.AAVFVLDTVR.S Dimethyl: 1

3695 true 2442 1118.6479 1117.6434 1 -2.4 397.09 34 28.6 (M:28.6) 1 1 0 R.FLSLPQPER.D Dimethyl:2H(4): 1

3696 true 1363 1118.6939 1117.6859 1 0.6 286.63 29.5 36.3 (M:36.3) 1 1 0 K.LLDVVHPAAK.T Dimethyl: 1, 10



3697 true 591 1119.5241 1118.5145 1 2.06 335.59 26 23.0 (M:23.0) 1 1 0 R.NPEFYEHR.K Dimethyl: 1

3698 true 1136 1119.5434 1118.5543 1 -16.17 130.75 28.5 20.0 (M:20.0) 1 1 0 K.MLQHIDYR.M Oxidation: 1; Dimethyl: 1

3699 true 1564 1119.5634 1118.5608 1 -4.14 146.74 31 23.1 (M:23.1) 1 1 0 K.SPVLFDEER.C Dimethyl: 1

3700 true 2184 1119.5671 1118.5642 1 -3.9 148.79 35.17 21.5 (M:21.5) 1 1 0 R.SEIDMLDIR.R Dimethyl: 1

3701 true 2184 1119.5671 1118.5642 1 -3.9 148.79 35.17 21.5 (M:21.5) 1 1 0 R.SEIDMLDIR.E Dimethyl: 1

3702 false 2184 1119.5671 1118.5754 1 -13.93 159.96 35.17 17.1 (M:17.1) 1 5 0 R.LNELMSQIR.M Oxidation: 5

3703 true 377 1119.5761 1118.5658 1 2.64 214.37 23.5 18.5 (M:18.5) 1 1 0 K.YVNGSTYQR.W Dimethyl:2H(4): 1



3704 true 148 1119.5895 1118.587 1 -4.24 199.72 23.17 36.0 (M:36.0) 1 1 0

K.VEAAAAAAEER

.V Dimethyl:2H(4): 1

3705 false 148 1119.5895 1118.5642 1 16.12 191.91 23.17 18.0 (M:18.0) 1 3 0 R.MLVNENEVK.Q Oxidation: 1; Dimethyl: 9

3706 false 1813 1119.6037 1118.5819 1 12.92 358.93 32.33 18.8 (M:18.8) 1 3 0 R.TVEGTTENIK.H Dimethyl: 1

3707 true 2710 1119.6053 1118.6084 1 -9.32 250.55 35 21.6 (M:21.6) 1 1 0 K.SIAFPSIGSGR.N Dimethyl: 1

3708 false 777 1119.6079 1118.6005 1 0.05 379 26.5 28.2 (M:28.2) 1 2 0 K.CLQTLLDTK.F Carbamidomethyl: 1; Dimethyl: 9

3709 false 777 1119.6079 1118.5729 1 24.75 382.75 26.5 19.4 (M:19.4) 1 4 1 -.MLNMWKVR.E Acetyl: 1

3710 true 777 1119.6079 1118.6022 1 -1.44 312.76 26.5 33.9 (M:33.9) 1 1 0 K.QIQPEGPYR.I Dimethyl:2H(4): 1



3711 true 2286 1119.6166 1118.6084 1 0.8 366.25 33 73.7 (M:73.7) 4 1 0 -.VNFTVDQIR.A Dimethyl: 1

3712 false 2286 1119.6166 1118.5932 1 14.42 391.2 33 22.2 (M:22.2) 1 9 0 K.QLSSEISSLR.E

3713 false 2286 1119.6166 1118.6005 1 7.82 378.61 33 43.7 (M:43.7) 2 2 0 R.NVMLSDQLK.E Oxidation: 3; Dimethyl: 1, 9

3714 true 1723 1119.6175 1118.6084 1 1.65 266.71 30.33 27.7 (M:27.7) 1 1 0 K.GLSQSALPYR.R Dimethyl: 1

3715 true 2701 1119.6203 1118.6307 1 -15.86 221.86 33.67 19.9 (M:19.9) 1 1 0 -.MTAQTKPPK.C

Dimethyl:2H(4): 6; Acetyl: 1; 

Oxidation: 1; Dimethyl: 9

3716 false 2142 1119.626 1118.6336 1 -13.29 325.93 33.33 24.8 (M:24.8) 2 5 0 M.TNFISVQLK.K Acetyl: 1; Dimethyl: 9

3717 true 1938 1119.6415 1118.6386 1 -3.95 392.83 31.67 32.6 (M:32.6) 2 1 0 K.IFAPNIEQR.D Dimethyl:2H(4): 1



3718 true 2457 1119.6693 1118.6576 1 4.02 323.03 37.83 21.2 (M:21.2) 1 1 0 K.NSTFAQFLK.T Dimethyl:2H(4): 1, 9

3719 true 3152 1120.5509 1119.5423 1 1.19 352.56 39.83 17.7 (M:17.7) 1 1 0 K.VNCSFYFK.I Carbamidomethyl: 3; Dimethyl: 1, 8

3720 true 590 1120.5933 1119.5958 1 -8.69 334.21 27.17 34.8 (M:34.8) 2 1 0 K.CTNSTLQIK.G Carbamidomethyl: 1; Dimethyl: 1, 9

3721 true 1946 1120.5989 1119.5924 1 -0.68 357.39 33.83 59.6 (M:59.6) 1 1 0 K.AELNEFLTR.E Dimethyl: 1

3722 false 1946 1120.5989 1119.5772 1 12.93 365.98 33.83 15.6 (M:15.6) 1 6 0

K.AENSVGTASTK.

A Dimethyl: 1, 11

3723 true 541 1120.609 1119.6052 1 -3.09 312.54 25.67 46.7 (M:46.7) 1 1 0 K.FINDQYEK.Y Dimethyl:2H(4): 1, 8

3724 true 1851 1120.6279 1119.6189 1 1.49 307.56 30.83 23.4 (M:23.4) 1 1 0

R.HWGGNVLGPK

.S Dimethyl: 1, 10



3725 true 2464 1120.6311 1119.6416 1 -15.81 312.79 34.33 35.3 (M:35.3) 1 1 0 K.GFFEGTIASK.G Dimethyl:2H(4): 1, 10

3726 true 1253 1120.633 1119.6037 1 19.73 350.63 29.33 68.2 (M:68.2) 1 1 0 R.VHIEIGPDGR.V Dimethyl: 1

3727 true 2373 1120.6949 1119.678 1 8.64 326.18 34.67 38.6 (M:38.6) 2 1 0 K.STFFNVLTK.S Dimethyl:2H(4): 1, 9

3728 true 307 1121.551 1120.5513 1 -6.72 247.39 24.17 60.4 (M:60.4) 1 1 0 R.IADGYEQAAR.I Dimethyl: 1

3729 true 930 1121.5582 1120.5513 1 -0.36 247.79 28 20.8 (M:20.8) 1 1 0 K.FADLSEAANR.N Dimethyl: 1

3730 true 1819 1121.5705 1120.5587 1 4.04 400.99 31 35.2 (M:35.2) 1 1 0 R.GFSIPECQK.L Carbamidomethyl: 7; Dimethyl: 1, 9

3731 true 2032 1121.5723 1120.5637 1 1.12 268.13 33.33 32.9 (M:32.9) 1 1 0 R.SPDMLAHFR.K Dimethyl:2H(4): 1; Oxidation: 4



3732 true 1647 1121.5775 1120.5764 1 -5.58 249.88 31.33 29.5 (M:29.5) 1 1 0 K.YLVLDEADR.M Dimethyl: 1

3733 false 2612 1121.6035 1120.5917 1 4.05 302.56 35.17 19.3 (M:19.3) 1 2 0 R.AFNDPFVQK.E Dimethyl: 1, 9

3734 true 1008 1121.632 1120.6281 1 -3.02 356.52 30.33 36.9 (M:36.9) 2 1 0 K.NKPAFFADK.L Dimethyl: 1, 2, 9

3735 true 1231 1122.5796 1121.5461 1 23.37 336.4 29.17 23.9 (M:23.9) 1 1 0 K.LMDQLEAMK.K Oxidation: 2; Dimethyl: 9

3736 false 1231 1122.5796 1121.5717 1 0.54 303.63 29.17 23.4 (M:23.4) 1 2 0 K.FLSQIESDR.L Dimethyl: 1

3737 true 698 1122.6114 1121.6019 1 2.04 355.13 26.67 47.1 (M:47.1) 1 1 0 K.VEQIPYGER.V Dimethyl:2H(4): 1

3738 false 698 1122.6114 1121.6205 1 -14.55 338.05 26.67 18.4 (M:18.4) 1 3 0

R.GGGAGGFLPA

MK.Q Dimethyl:2H(4): 1; Dimethyl: 12



3739 false 1974 1122.6572 1121.6495 1 0.37 399.95 31.83 31.3 (M:31.3) 1 2 1 R.QLFEELRR.L Dimethyl:2H(4): 1

3740 false 273 1122.6619 1121.6304 1 21.6 425.22 24.5 17.0 (M:17.0) 1 5 0 K.LLVTVEECK.A

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

3741 false 273 1122.6619 1121.6495 1 4.59 342.07 24.5 15.2 (M:15.2) 1 8 1 R.FQQENLKR.L Dimethyl:2H(4): 1; Dimethyl: 7

3742 true 273 1122.6619 1121.6532 1 1.3 350.95 24.5 54.1 (M:54.1) 1 1 0 K.NVNVVEQEK.I Dimethyl:2H(4): 1, 9

3743 false 273 1122.6619 1121.6644 1 -8.71 334.66 24.5 19.0 (M:19.0) 1 3 1 K.QRQIEQEK.L Dimethyl:2H(4): 1, 8

3744 true 1405 1122.6925 1121.711 1 -23.02 320.27 29.67 20.2 (M:20.2) 1 67.53 1 0 K.LLDVVHPAAK.T Dimethyl:2H(4): 10; Dimethyl: 1

3745 true 493 1123.5393 1122.5396 1 -6.73 331.86 26 40.3 (M:40.3) 1 1 0 R.NPEFYEHR.K Dimethyl:2H(4): 1



3746 true 1137 1123.5676 1122.5794 1 -16.93 202.99 28.5 29.7 (M:29.7) 1 1 0 K.MLQHIDYR.M Dimethyl:2H(4): 1; Oxidation: 1

3747 true 1565 1123.586 1122.5859 1 -6.39 305.4 31 51.0 (M:51.0) 1 1 0 K.SPVLFDEER.C Dimethyl:2H(4): 1

3748 true 2185 1123.5947 1122.5893 1 -1.62 255.31 35.17 34.2 (M:34.2) 1 1 0 R.SEIDMLDIR.R Dimethyl:2H(4): 1

3749 true 2185 1123.5947 1122.5893 1 -1.62 255.31 35.17 34.2 (M:34.2) 1 1 0 R.SEIDMLDIR.E Dimethyl:2H(4): 1

3750 true 600 1123.6217 1122.6172 1 -2.52 214.07 24.5 26.5 (M:26.5) 1 1 1 K.YKEETIEK.M Dimethyl: 1, 2, 8

3751 true 2711 1123.6323 1122.6335 1 -7.55 229.05 35 19.4 (M:19.4) 1 1 0 K.SIAFPSIGSGR.N Dimethyl:2H(4): 1

3752 true 860 1123.6325 1122.5995 1 22.95 375.43 28.17 30.7 (M:30.7) 1 1 1 K.EKFEEMVK.Q Dimethyl: 1, 2, 8



3753 true 1052 1123.6399 1122.6191 1 11.99 342.15 28.17 22.8 (M:22.8) 1 1 1

K.QCGVVKMNK.

R

Carbamidomethyl: 2; 

Dimethyl:2H(4): 6; Dimethyl: 9

3754 false 1052 1123.6399 1122.6117 1 18.57 317.43 28.17 17.5 (M:17.5) 1 5 1 R.TITGKCNNR.R

Carbamidomethyl: 6; 

Dimethyl:2H(4): 5; Dimethyl: 1

3755 false 1052 1123.6399 1122.6146 1 16.06 323.78 28.17 21.5 (M:21.5) 1 2 0 K.ELQTLHNLR.K

3756 false 2287 1123.6412 1122.6257 1 7.38 374.03 33 46.1 (M:46.1) 3 2 0 R.NVMLSDQLK.E

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 9

3757 true 2287 1123.6412 1122.6335 1 0.39 387.57 33 74.9 (M:74.9) 3 1 0 -.VNFTVDQIR.A Dimethyl:2H(4): 1

3758 false 2287 1123.6412 1122.6141 1 17.68 401.28 33 20.6 (M:20.6) 1 9 1 K.KAMQLSMAK.E Oxidation: 3, 7; Dimethyl: 1, 1, 9

3759 false 2143 1123.6507 1122.6471 1 -3.24 367.95 33.33 23.0 (M:23.0) 1 63.37 5 1 -.MPPKKPEPK.K Oxidation: 1; Dimethyl: 5, 9



3760 false 2143 1123.6507 1122.6293 1 12.56 455.34 33.33 15.7 (M:15.7) 1 9 0 K.MLTFLMLVR.L

3761 false 2143 1123.6507 1122.6285 1 13.34 348.58 33.33 23.2 (M:23.2) 1 4 1 K.FSGTKDITAK.W Dimethyl: 5, 10

3762 true 1799 1123.7404 1122.7351 1 -1.82 219.37 32.33 16.4 (M:16.4) 1 1 0 R.IIEETLTLK.F Dimethyl:2H(4): 1, 9

3763 true 931 1124.5345 1123.5332 1 -5.31 256.48 27.5 49.5 (M:49.5) 1 1 0

K.YADGEVVMGR.

W Dimethyl: 1

3764 true 2832 1124.5567 1123.5518 1 -2.1 281.69 35.67 39.6 (M:39.6) 2 1 0

K.SMFAGVPTMR.

E Dimethyl: 1

3765 true 1581 1124.5914 1123.5873 1 -2.87 282.74 29.67 29.5 (M:29.5) 1 1 0 K.VYTLSVSGDR.L Dimethyl: 1

3766 true 590 1124.616 1123.6098 1 -0.92 195.18 22.5 21.1 (M:21.1) 2 1 0 R.NAAIQSHLSR.E Dimethyl: 1



3767 true 1947 1124.6242 1123.6175 1 -0.52 361.8 33.83 62.8 (M:62.8) 1 1 0 K.AELNEFLTR.E Dimethyl:2H(4): 1

3768 false 1947 1124.6242 1123.6023 1 13.05 350.17 33.83 18.1 (M:18.1) 1 4 0

K.AENSVGTASTK.

A Dimethyl:2H(4): 1; Dimethyl: 11

3769 false 1947 1124.6242 1123.6237 1 -6.03 455.09 33.83 17.2 (M:17.2) 1 5 1 K.EKIHAELEK.Q Dimethyl: 1

3770 true 817 1124.6444 1123.6511 1 -12.38 313.33 26.5 24.4 (M:24.4) 1 1 0 R.LEVNQQAMK.A Dimethyl:2H(4): 1, 9

3771 true 1078 1124.6489 1123.6511 1 -8.39 232.91 27 87.1 (M:87.1) 1 1 0

K.CVVVGDGAVG

K.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 11

3772 true 1078 1124.6489 1123.6511 1 -8.39 232.91 27 87.1 (M:87.1) 1 1 0

K.CVVVGDGAVG

K.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 11

3773 true 1078 1124.6489 1123.6511 1 -8.39 232.91 27 87.1 (M:87.1) 1 1 0

K.CVVVGDGAVG

K.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 11



3774 true 3485 1124.6522 1123.6362 1 7.76 262.84 41.83 19.8 (M:19.8) 1 1 0 R.DMILQFIGR.E Dimethyl:2H(4): 1

3775 false 1306 1124.6626 1123.6461 1 8.22 342.29 29.33 16.5 (M:16.5) 1 3 1 K.DDTMLLKGK.G

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 7, 9

3776 true 1306 1124.6626 1123.6288 1 23.6 338.62 29.33 67.2 (M:67.2) 1 1 0 R.VHIEIGPDGR.V Dimethyl:2H(4): 1

3777 false 30 1124.7009 1123.7126 1 -16.91 210.96 21.17 16.9 (M:16.9) 1 2 1 K.EVAKLLEMK.A Dimethyl:2H(4): 1, 4

3778 true 30 1124.7009 1123.6953 1 -1.54 234.79 21.17 25.4 (M:25.4) 2 1 0 K.EVPPHKPTR.R Dimethyl:2H(4): 1, 6

3779 true 294 1124.715 1123.6965 1 9.95 183.96 23 16.6 (M:16.6) 1 1 1 K.IIPAKGEGQK.M Dimethyl: 1, 5, 10

3780 true 2400 1124.7541 1123.7456 1 1.07 254.79 34.83 35.9 (M:35.9) 3 1 0 R.QLYLPVLSK.V Dimethyl:2H(4): 1, 9



3781 false 2400 1124.7541 1123.7304 1 14.63 288.94 34.83 23.5 (M:23.5) 1 55.5 2 1 R.KLEVTEITK.N Dimethyl:2H(4): 1, 9

3782 true 2042 1124.781 1123.7758 1 -1.9 149.45 31.33 25.1 (M:25.1) 2 1 1 R.KVEAPFIPK.C Dimethyl:2H(4): 1, 1, 9

3783 true 1079 1125.4492 1124.4413 1 0.52 229.97 26.33 23.5 (M:23.5) 2 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; Oxidation: 2, 3; 

Dimethyl: 1

3784 true 1079 1125.4492 1124.4413 1 0.52 229.97 26.33 23.5 (M:23.5) 2 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; Oxidation: 2, 3; 

Dimethyl: 1

3785 true 2164 1125.5652 1124.5615 1 -3.13 414.1 32.67 36.1 (M:36.1) 1 1 0 K.AEGGYFGQIR.N Dimethyl: 1

3786 false 2164 1125.5652 1124.5689 1 -9.7 394.47 32.67 17.8 (M:17.8) 1 2 0

R.AWSYAMQLK.

Q Dimethyl: 9

3787 true 1030 1125.5758 1124.5764 1 -7 286.1 28 40.8 (M:40.8) 1 1 0 K.FADLSEAANR.N Dimethyl:2H(4): 1



3788 true 308 1125.577 1124.5764 1 -5.93 300.64 24.17 38.8 (M:38.8) 1 1 0 R.IADGYEQAAR.I Dimethyl:2H(4): 1

3789 false 240 1125.5816 1124.5826 1 -7.35 301.3 25.17 16.4 (M:16.4) 1 2 0 K.SPLPEGNVER.L Dimethyl: 1

3790 true 441 1125.5877 1124.5761 1 3.9 197.5 25.17 22.9 (M:22.9) 1 1 0 K.VHAIQCDVR.D Carbamidomethyl: 6; Dimethyl: 1

3791 true 1648 1125.5998 1124.6015 1 -8.05 311.07 31.33 29.6 (M:29.6) 1 1 0 K.YLVLDEADR.M Dimethyl:2H(4): 1

3792 false 1868 1125.66 1124.6554 1 -2.34 280.75 31.33 15.2 (M:15.2) 1 5 1 K.VNIKDLDPR.Y Dimethyl: 1, 4

3793 true 1868 1125.66 1124.6554 1 -2.34 362.06 31.33 27.5 (M:27.5) 1 1 0 K.LTEQLAGPLR.Q Dimethyl: 1

3794 false 1868 1125.66 1124.6805 1 -24.68 363.9 31.33 18.4 (M:18.4) 1 2 0 K.TLIEAGLPQK.V Dimethyl: 1, 10



3795 true 3560 1125.6636 1124.6413 1 13.34 251.92 42.83 20.7 (M:20.7) 1 1 1 R.TQMESLKTK.F Dimethyl:2H(4): 1; Dimethyl: 9

3796 true 1071 1126.4678 1125.4761 1 -13.81 289.85 28.17 60.7 (M:60.7) 1 1 0 K.GSDFDCELR.L Carbamidomethyl: 6; Dimethyl: 1

3797 true 1199 1126.6131 1125.5968 1 7.99 397.68 29.17 63.1 (M:63.1) 1 1 0 K.FLSQIESDR.L Dimethyl:2H(4): 1

3798 false 737 1126.6323 1125.6039 1 18.83 444.36 26.33 18.8 (M:18.8) 1 4 1 K.MHVPAPKMK.L Oxidation: 1, 8; Dimethyl: 1, 9

3799 true 737 1126.6323 1125.607 1 16.03 408.71 26.33 49.2 (M:49.2) 1 1 1 K.AEKEYQFK.V Dimethyl: 1, 3, 8

3800 true 409 1126.6491 1125.6444 1 -2.31 398.95 24.83 24.8 (M:24.8) 1 1 0 K.VIHEVVNER.W Dimethyl:2H(4): 1

3801 true 1758 1126.6739 1125.6634 1 2.9 412.82 31.33 29.6 (M:29.6) 1 1 0 K.NGQELGVAFK.I Dimethyl:2H(4): 1, 10



3802 true 1364 1126.7449 1125.7361 1 1.3 339.21 29.5 37.2 (M:37.2) 1 1 0 K.LLDVVHPAAK.T Dimethyl:2H(4): 1, 10

3803 true 1187 1127.4863 1126.4965 1 -15.47 240.85 28.83 20.8 (M:20.8) 1 1 0 R.VEFMDDTSR.S Dimethyl: 1

3804 true 2462 1127.5684 1126.5515 1 8.57 320.18 34.83 45.0 (M:45.0) 1 1 0 K.YMTDGMLLR.E Dimethyl: 1

3805 true 227 1127.6085 1126.5982 1 2.61 412.54 24.5 31.6 (M:31.6) 1 1 0 K.IPSEQEQLR.A Dimethyl: 1

3806 true 291 1127.6246 1126.6185 1 -1.08 210.74 24.33 25.3 (M:25.3) 1 1 0 R.HILYHEQR.L Dimethyl:2H(4): 1

3807 true 1351 1127.6565 1126.6598 1 -9.32 261.93 29.83 32.3 (M:32.3) 1 1 0 R.LAELQEQLK.A Dimethyl: 1, 9

3808 false 1351 1127.6565 1126.6459 1 3.02 311.99 29.83 19.9 (M:19.9) 1 4 1

R.KVVGAEQGALR

.S



3809 true 204 1127.7181 1126.714 1 -2.78 292.48 23.83 64.8 (M:64.8) 2 1 1 K.NYVPPKGEK.K Dimethyl:2H(4): 1, 6, 9

3810 true 248 1128.5444 1127.5393 1 -2 275.92 24.17 25.9 (M:25.9) 1 1 0 R.TNPGCPAEVR.L Carbamidomethyl: 5; Dimethyl: 1

3811 true 932 1128.56 1127.5583 1 -4.94 273.84 27.5 56.4 (M:56.4) 1 1 0

K.YADGEVVMGR.

W Dimethyl:2H(4): 1

3812 true 2935 1128.5969 1127.5863 1 2.93 310.3 38 33.5 (M:33.5) 1 1 0 K.NSTFSELFK.K Dimethyl: 1, 9

3813 true 2833 1128.6069 1127.5769 1 20.1 320.12 35.67 55.0 (M:55.0) 3 1 0

K.SMFAGVPTMR.

E Dimethyl:2H(4): 1

3814 true 2545 1128.6122 1127.5925 1 11 306.96 34 27.4 (M:27.4) 2 1 0 K.VNCSFYFK.I

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 8

3815 false 1497 1128.6378 1127.655 1 -21.69 198.5 30.5 18.3 (M:18.3) 1 3 0 K.VSVETIPSLR.G Dimethyl: 1



3816 true 1497 1128.6378 1127.626 1 4 301.67 30.5 34.5 (M:34.5) 1 1 0 K.ILNMVPEEK.L Dimethyl: 1, 9

3817 false 1497 1128.6378 1127.6056 1 22.11 322.79 30.5 22.8 (M:22.8) 1 2 1 K.LRMIVMGHR.R Oxidation: 3

3818 true 591 1128.649 1127.646 1 -3.84 257.68 27.17 27.0 (M:27.0) 1 1 0 K.CTNSTLQIK.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 9

3819 true 1076 1128.6556 1127.6215 1 23.72 383.52 27.67 41.3 (M:41.3) 1 1 0 K.HQYEGGVFK.I Dimethyl:2H(4): 1, 9

3820 true 1080 1129.4742 1128.4664 1 0.45 252.64 26.33 26.4 (M:26.4) 2 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Oxidation: 2, 3

3821 true 1080 1129.4742 1128.4664 1 0.45 252.64 26.33 26.4 (M:26.4) 2 1 0

K.NMMAACDPR.

H

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Oxidation: 2, 3

3822 true 433 1129.5389 1128.5524 1 -18.35 253.85 24.83 40.0 (M:40.0) 1 1 0

M.AAQGSAGDAA

LR.R Acetyl: 1



3823 false 628 1129.5709 1128.5564 1 6.41 364.18 25.83 16.1 (M:16.1) 1 2 0

R.GNPGGEFGPN

K.R Dimethyl: 1, 11

3824 true 738 1129.5765 1128.5597 1 8.4 381.32 26.67 18.8 (M:18.8) 1 1 0 R.GEQCEPILR.T Carbamidomethyl: 4; Dimethyl: 1

3825 true 2134 1129.606 1128.5866 1 10.77 429.21 32.67 52.0 (M:52.0) 2 1 0 K.AEGGYFGQIR.N Dimethyl:2H(4): 1

3826 true 980 1129.6231 1128.6114 1 3.97 278.49 26.33 24.1 (M:24.1) 2 1 0 K.MEIYRPHK.A Dimethyl: 1, 8

3827 false 1593 1129.6279 1128.639 1 -16.32 230.01 31.17 15.4 (M:15.4) 1 8 0 R.ITIGQSPTEK.G Dimethyl: 1, 10

3828 true 1276 1129.6354 1128.6179 1 9 367.69 28.83 22.4 (M:22.4) 1 1 0 R.AAGVFESAPPK.- Dimethyl: 1, 11

3829 true 2074 1129.639 1128.6291 1 2.25 328.03 32.33 41.3 (M:41.3) 2 1 0

R.HYGALTGLNK.

A Dimethyl: 1, 10



3830 false 2673 1129.6426 1128.6213 1 12.4 361.99 34.83 15.4 (M:15.4) 1 3 0 R.QQILPEVMK.N Oxidation: 8; Dimethyl: 9

3831 false 296 1129.6436 1128.639 1 -2.38 362.57 24.67 23.0 (M:23.0) 1 76.93 4 1 R.LQKELEDAK.A Dimethyl: 1, 9

3832 false 296 1129.6436 1128.6503 1 -12.32 346.42 24.67 29.6 (M:29.6) 1 2 0

K.AGQNASIVSVK.

S Dimethyl: 1, 11

3833 false 296 1129.6436 1128.6503 1 -12.32 309.38 24.67 18.8 (M:18.8) 1 8 1 K.AEGSEIRLAK.V Dimethyl: 1, 10

3834 true 296 1129.6436 1128.639 1 -2.38 360.42 24.67 59.4 (M:59.4) 1 1 0 R.IQEAGTEVVK.A Dimethyl: 1, 10

3835 false 1117 1129.6441 1128.639 1 -1.94 362.79 28.5 15.7 (M:15.7) 1 53.79 5 1 K.KLLDGPSTDK.D Dimethyl: 1, 10

3836 false 1117 1129.6441 1128.639 1 -1.94 244.38 28.5 16.1 (M:16.1) 1 4 1 K.EKAPELGSSK.T Dimethyl: 1, 2, 10



3837 true 1869 1129.6836 1128.6805 1 -3.65 435.64 31.33 34.7 (M:34.7) 1 1 0 K.LTEQLAGPLR.Q Dimethyl:2H(4): 1

3838 true 1072 1130.4929 1129.5012 1 -13.74 343.57 28.17 58.6 (M:58.6) 1 1 0 K.GSDFDCELR.L

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

3839 false 472 1130.5644 1129.5728 1 -13.84 424.63 25.17 15.6 (M:15.6) 1 2 0

K.LQESASGTGPR.

M Dimethyl: 1

3840 true 472 1130.5644 1129.5615 1 -3.9 293.71 25.17 16.7 (M:16.7) 1 1 0 K.LEVQAEEER.K Dimethyl: 1

3841 false 1406 1130.5819 1129.5662 1 7.44 379.81 29.83 15.5 (M:15.5) 1 2 1 K.LRCTPGDGAR.R Carbamidomethyl: 3; Dimethyl: 1

3842 true 1406 1130.5819 1129.5702 1 3.88 321.45 29.83 39.8 (M:39.8) 1 1 0 K.IQCLEHFR.K Carbamidomethyl: 3; Dimethyl: 1

3843 true 2107 1130.6013 1129.5979 1 -3.42 236.52 34.5 52.3 (M:52.3) 1 1 0 R.SLEAEVADLR.A Dimethyl: 1



3844 true 1667 1130.6045 1129.6231 1 -22.81 240.55 31.5 43.4 (M:43.4) 1 1 0 K.DLSLEEIQK.K Dimethyl: 1, 9

3845 false 1667 1130.6045 1129.5914 1 5.21 231.64 31.5 21.0 (M:21.0) 1 5 0

-

.AMAAAAAELQR.

V Dimethyl: 1

3846 true 2247 1130.6241 1129.6182 1 -1.26 369.68 33.17 24.2 (M:24.2) 1 1 0 K.NILPFDHSR.V Dimethyl:2H(4): 1

3847 true 1614 1130.6386 1129.6284 1 2.58 324.05 29.5 49.1 (M:49.1) 2 1 0 R.YVANVFPHK.G Dimethyl: 1, 9

3848 false 1614 1130.6386 1129.6318 1 -0.41 302.8 29.5 18.2 (M:18.2) 1 2 1 K.VYMKGVHPK.F Oxidation: 3; Dimethyl: 1, 9

3849 true 1202 1130.6426 1129.6244 1 9.7 310 27.17 27.0 (M:27.0) 1 1 0 R.QYIATIHTR.L Dimethyl: 1

3850 true 3145 1130.7147 1129.6859 1 18.99 414.8 39.33 18.7 (M:18.7) 1 1 1 K.RFIPLSEIK.T Dimethyl: 9



3851 true 1188 1131.5174 1130.5216 1 -10.09 265.22 28.83 38.1 (M:38.1) 1 1 0 R.VEFMDDTSR.S Dimethyl:2H(4): 1

3852 true 430 1131.5401 1130.5325 1 0.31 345.22 26 34.2 (M:34.2) 4 1 0 R.CVNCLPGQR.D Carbamidomethyl: 1, 4; Dimethyl: 1

3853 true 1088 1131.5466 1130.543 1 -3.25 301.68 30.67 19.6 (M:19.6) 1 1 0 R.NMSYQGFTK.D Dimethyl: 1, 9

3854 true 2819 1131.5513 1130.5576 1 -12 294.55 34.33 24.3 (M:24.3) 1 1 0 R.CGPLIDLCR.G Carbamidomethyl: 1, 8; Dimethyl: 1

3855 true 309 1131.5683 1130.5568 1 3.75 187.07 24 17.2 (M:17.2) 1 1 0 K.DVSSLPENSR.V Dimethyl: 1

3856 true 339 1131.5791 1130.5469 1 22.07 242.25 24.67 22.4 (M:22.4) 1 1 0

K.GSFSQADVHR.

Q Dimethyl: 1

3857 true 2298 1131.5909 1130.5766 1 6.21 393.49 34.83 42.0 (M:42.0) 1 1 0 K.YMTDGMLLR.E Dimethyl:2H(4): 1



3858 true 297 1131.6333 1130.6233 1 2.39 348.96 24.5 47.2 (M:47.2) 1 1 0 K.IPSEQEQLR.A Dimethyl:2H(4): 1

3859 false 2441 1131.6613 1130.6295 1 21.68 312.49 36.33 15.9 (M:15.9) 1 7 1

K.AQGDASKVTAK

.G Dimethyl: 1, 11

3860 true 2446 1131.6634 1130.6488 1 6.49 307.65 37.67 74.5 (M:74.5) 3 1 0 R.QAFAPFGPIK.S Dimethyl: 1, 10

3861 false 2446 1131.6634 1130.6369 1 16.99 321.89 37.67 30.0 (M:30.0) 2 2 0

R.ILMVGLDAAGK

.T Oxidation: 3; Dimethyl: 11

3862 true 2446 1131.6634 1130.6488 1 6.49 307.65 37.67 74.5 (M:74.5) 3 1 0 R.QAFAPFGPIK.S Dimethyl: 1, 10

3863 false 2446 1131.6634 1130.675 1 -16.64 288.16 37.67 22.4 (M:22.4) 1 5 1

K.WGLGPKASQK.

K Dimethyl:2H(4): 1; Dimethyl: 10

3864 false 3669 1131.6941 1130.6964 1 -8.52 215.67 44.33 15.9 (M:15.9) 1 4 1 K.FWRVLLNK.S Dimethyl: 1, 8



3865 false 3326 1131.7239 1130.7213 1 -4.14 343.85 38.33 16.6 (M:16.6) 1 3 1 K.SKGEPVISVK.T Dimethyl:2H(4): 1; Dimethyl: 2, 10

3866 false 3326 1131.7239 1130.7213 1 -4.14 343.85 38.33 16.6 (M:16.6) 1 3 1 K.SKGEPVISVK.T Dimethyl:2H(4): 1; Dimethyl: 2, 10

3867 true 3326 1131.7239 1130.6961 1 18.08 429.95 38.33 19.1 (M:19.1) 1 1 1

K.ANNEVAAVKK.

Q Dimethyl:2H(4): 1; Dimethyl: 9, 10

3868 false 3326 1131.7239 1130.6961 1 18.08 267.14 38.33 15.5 (M:15.5) 1 7 1 K.TQALPKVNTK.R Dimethyl:2H(4): 1

3869 true 450 1132.4728 1131.4767 1 -9.89 328.46 23.83 37.4 (M:37.4) 2 1 0

R.YGCGNYGASR.

Q Carbamidomethyl: 3; Dimethyl: 1

3870 true 1736 1132.5146 1131.5309 1 -20.8 313.62 31.83 52.5 (M:52.5) 1 1 0

M.SAGGDFGNPL

R.K Acetyl: 1

3871 true 1277 1132.5624 1131.5495 1 4.93 417.77 29.33 31.9 (M:31.9) 1 1 0 R.HLQLYCDR.Y Carbamidomethyl: 6; Dimethyl: 1



3872 true 96 1132.5686 1131.5644 1 -2.73 336.83 24.17 34.8 (M:34.8) 1 1 0 R.TNPGCPAEVR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

3873 false 1475 1132.5941 1131.5706 1 14.32 179.16 28 15.3 (M:15.3) 1 3 0

R.CGAVQSVDLR.

D Carbamidomethyl: 1; Dimethyl: 1

3874 true 1475 1132.5941 1131.6136 1 -23.56 177.32 28 20.2 (M:20.2) 1 70.72 1 1

K.IGTGSKAADEK.

T Dimethyl: 1, 11

3875 false 1302 1132.6042 1131.6186 1 -19.16 365.76 29.67 15.8 (M:15.8) 1 2 1 R.EKQSGPEAVR.K Dimethyl:2H(4): 2

3876 true 1302 1132.6042 1131.5924 1 3.94 297.07 29.67 47.7 (M:47.7) 1 1 0 K.FVADTPLGER.Q Dimethyl: 1

3877 true 2712 1132.6223 1131.6111 1 3.52 352.14 35 50.1 (M:50.1) 1 1 0 K.VIVPNMEFR.A Dimethyl: 1

3878 true 3617 1132.6271 1131.6077 1 10.69 344.38 41.33 52.4 (M:52.4) 2 1 0 K.IGFPWSEIR.N Dimethyl: 1



3879 true 3617 1132.6271 1131.6077 1 10.69 344.38 41.33 52.4 (M:52.4) 2 1 0 K.IGFPWSEIR.N Dimethyl: 1

3880 true 3617 1132.6271 1131.6077 1 10.69 344.38 41.33 52.4 (M:52.4) 2 1 0 K.IGFPWSEIR.N Dimethyl: 1

3881 true 2029 1132.6604 1131.654 1 -0.76 313.11 31.83 32.8 (M:32.8) 1 1 0 K.VLLPEYGGTK.I Dimethyl: 1, 10

3882 true 1854 1132.6615 1131.654 1 0.22 290.72 32.67 68.8 (M:68.8) 1 1 0 R.IVAEGFEIAK.E Dimethyl: 1, 10

3883 true 68 1133.5472 1132.5369 1 2.67 311.62 22.33 36.0 (M:36.0) 2 1 0 K.CIACQNPSK.T

Carbamidomethyl: 1, 4; Dimethyl: 1, 

9

3884 true 1063 1133.5676 1132.5621 1 -1.5 250.57 28 21.4 (M:21.4) 1 1 1

-

.MEPAKMASPK.S Oxidation: 1; Dimethyl: 10

3885 true 2066 1133.5748 1132.5513 1 14.36 424.35 34.67 24.0 (M:24.0) 1 1 0 K.NVPDYLNDR.T Dimethyl: 1



3886 true 2590 1133.5785 1132.5699 1 1.2 366.74 35.5 24.0 (M:24.0) 1 1 0 K.DPNNLFMVR.L Dimethyl: 1

3887 false 700 1133.5977 1132.5849 1 4.87 382.09 26.67 21.6 (M:21.6) 1 2 0 R.GEQCEPILR.T

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

3888 true 1289 1133.6015 1132.5951 1 -0.78 268.94 27.67 33.0 (M:33.0) 2 1 0

R.IMGPNYTPGK.

K Dimethyl: 1, 10

3889 false 600 1133.612 1132.5798 1 22.01 246.59 25.5 16.5 (M:16.5) 1 2 0

K.GLATVVDCDK.

R Carbamidomethyl: 8; Dimethyl: 1, 10

3890 true 1085 1133.6403 1132.6179 1 13.39 410.87 28.5 40.7 (M:40.7) 1 1 0 K.YLIVDEGHR.I Dimethyl:2H(4): 1

3891 true 742 1133.6442 1132.6514 1 -12.82 254.02 26.5 28.6 (M:28.6) 1 1 0 R.AHIAQLCEK.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 9

3892 false 974 1133.657 1132.6641 1 -12.7 319 28.5 24.4 (M:24.4) 1 71.9 4 1 K.EKAPELGSSK.T Dimethyl:2H(4): 2; Dimethyl: 1, 10



3893 false 974 1133.657 1132.6689 1 -16.85 368.44 28.5 19.1 (M:19.1) 1 9 1 K.NIELAVMRR.D Dimethyl:2H(4): 1

3894 true 1009 1133.7081 1132.7034 1 -2.29 370.81 30.33 74.1 (M:74.1) 2 1 0 K.NKPAFFADK.L Dimethyl:2H(4): 1, 2, 9

3895 true 961 1133.715 1132.6828 1 21.98 433.01 27.17 18.9 (M:18.9) 1 1 0 K.AMTLIAGSPLK.I Dimethyl:2H(4): 11

3896 false 1243 1134.5323 1133.5499 1 -21.97 164.71 29.17 15.1 (M:15.1) 1 7 1 -.MADREEALR.E Oxidation: 1; Dimethyl: 1

3897 true 1243 1134.5323 1133.5387 1 -12.07 346.51 29.17 51.2 (M:51.2) 1 1 0 R.NTDEMVELR.I Dimethyl: 1

3898 true 1555 1134.5664 1133.5869 1 -24.49 307.22 30.67 22.7 (M:22.7) 1 1 0 R.FEGHFSINK.V Dimethyl: 1, 9

3899 true 473 1134.5853 1133.5875 1 -8.39 447.58 25.17 18.9 (M:18.9) 1 1 0

R.MPISAPSMPR.

Q Dimethyl:2H(4): 1; Oxidation: 1



3900 false 473 1134.5853 1133.5903 1 -10.87 255.5 25.17 16.8 (M:16.8) 1 3 0

K.VGFALEMAPR.

R Oxidation: 7; Dimethyl: 1

3901 true 745 1134.5976 1133.5903 1 -0.01 383.83 28.5 15.4 (M:15.4) 1 1 0 R.GAITASCLWK.S Carbamidomethyl: 7; Dimethyl: 10

3902 false 1407 1134.6047 1133.6193 1 -19.25 307.08 29.67 15.5 (M:15.5) 1 6 1 R.INTLFQKDR.H

3903 true 1407 1134.6047 1133.5954 1 1.86 319.89 29.67 41.4 (M:41.4) 1 1 0 K.IQCLEHFR.K

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

3904 false 2108 1134.6231 1133.6081 1 6.84 267.77 34.5 19.3 (M:19.3) 1 2 0 R.SPVTFLSDLR.S

3905 true 2108 1134.6231 1133.623 1 -6.32 280.26 34.5 40.7 (M:40.7) 1 1 0 R.SLEAEVADLR.A Dimethyl:2H(4): 1

3906 true 1374 1134.6297 1133.6193 1 2.76 425.07 28.83 23.1 (M:23.1) 1 1 1 R.YRDAIAEIR.A Dimethyl: 1



3907 false 386 1134.6314 1133.6379 1 -12.13 289.75 23.67 15.7 (M:15.7) 1 5 1

K.MAAAGFALKV

R.Q

3908 true 1183 1134.6925 1133.6696 1 13.76 371.2 28.17 41.7 (M:41.7) 1 1 1 K.IAAYDKLEK.T Dimethyl: 1, 6, 9

3909 false 3398 1134.6928 1133.6971 1 -10.18 276.01 39.67 16.7 (M:16.7) 1 3 0 K.VALSHHLVAR.V Dimethyl:2H(4): 1

3910 true 244 1135.5719 1134.5576 1 6.2 371.58 26 35.7 (M:35.7) 2 1 0 R.CVNCLPGQR.D

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1

3911 false 310 1135.591 1134.5591 1 21.71 181.25 24 17.6 (M:17.6) 2 2 0 R.MEEQINSLK.Q Oxidation: 1; Dimethyl: 9

3912 true 3115 1135.5923 1134.5955 1 -9.23 237.81 47.33 22.3 (M:22.3) 1 1 1 R.MGKENESLK.T Oxidation: 1; Dimethyl: 1, 3, 9

3913 false 2299 1135.5971 1134.6005 1 -9.4 341.03 33.83 16.8 (M:16.8) 1 2 1

R.DKDGMPLTAR.

V Dimethyl:2H(4): 1



3914 true 2299 1135.5971 1134.5827 1 6.23 429.01 33.83 40.7 (M:40.7) 1 1 0 R.CGPLIDLCR.G

Carbamidomethyl: 1, 8; 

Dimethyl:2H(4): 1

3915 true 776 1135.6029 1134.6186 1 -20.18 202.59 26.83 28.6 (M:28.6) 1 1 0 K.HFHTAPLEK.N Dimethyl: 1, 9

3916 true 2576 1135.6137 1134.6033 1 2.71 408.24 35 50.2 (M:50.2) 1 1 0 K.AGLSQSLFER.L Dimethyl: 1

3917 true 2511 1135.6211 1134.6073 1 5.66 362.22 40 66.8 (M:66.8) 1 1 0 R.ELFGPELFR.Q Dimethyl: 1

3918 false 2511 1135.6211 1134.6107 1 2.7 311.03 40 15.2 (M:15.2) 1 7 1 K.QWTEKIMK.Q Oxidation: 7; Dimethyl: 1, 8

3919 false 2830 1135.6282 1134.6067 1 12.56 268.55 36 15.4 (M:15.4) 1 2 1 K.LSKMGESSLR.N Dimethyl: 3

3920 true 2830 1135.6282 1134.5955 1 22.45 259.18 36 17.1 (M:17.1) 1 1 1 K.DSEKNMSIK.K Dimethyl: 1, 4, 9



3921 true 754 1136.5078 1135.5018 1 -1.13 401.84 23.5 67.8 (M:67.8) 2 1 0

R.YGCGNYGASR.

Q

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

3922 true 2201 1136.585 1135.5914 1 -12 308.22 37 59.0 (M:59.0) 1 1 0 R.APFDLFENK.K Dimethyl: 1, 9

3923 true 1373 1136.587 1135.5746 1 4.49 392.31 29.17 29.3 (M:29.3) 1 1 0 R.HLQLYCDR.Y

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

3924 true 1683 1136.5938 1135.5986 1 -10.59 310.49 31.83 39.6 (M:39.6) 3 1 0 R.NQNYTSILR.F Dimethyl: 1

3925 false 292 1136.5951 1135.5721 1 13.81 410.29 24.5 20.9 (M:20.9) 1 51.73 3 0 R.SSVSSGTNEIK.R Dimethyl: 11

3926 true 292 1136.5951 1135.5808 1 6.12 260.52 24.5 55.7 (M:55.7) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

3927 true 292 1136.5951 1135.5808 1 6.12 260.52 24.5 55.7 (M:55.7) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1



3928 true 292 1136.5951 1135.5808 1 6.12 260.52 24.5 55.7 (M:55.7) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

3929 true 636 1136.6066 1135.5986 1 0.64 310.75 27.67 56.6 (M:56.6) 2 1 0

K.NTVIATGGYGR.

T Dimethyl: 1

3930 false 2925 1136.6201 1135.6237 1 -9.58 204.9 36.33 15.6 (M:15.6) 1 9 1 R.YKEVAELTR.L Dimethyl: 2

3931 true 2605 1136.6228 1135.6134 1 1.95 367.86 37.5 61.4 (M:61.4) 4 1 0 K.MGVPYCIIK.S Carbamidomethyl: 6; Dimethyl: 1, 9

3932 true 1303 1136.6291 1135.6175 1 3.8 352.8 29.67 65.3 (M:65.3) 1 1 0 K.FVADTPLGER.Q Dimethyl:2H(4): 1

3933 true 517 1136.6332 1135.6237 1 1.91 321.37 25.83 39.5 (M:39.5) 1 1 0 K.DGEIHPVSVK.V Dimethyl: 1, 10

3934 false 517 1136.6332 1135.6098 1 14.15 374.42 25.83 15.8 (M:15.8) 1 5 0

R.NIGSAHANKPK.

G



3935 false 457 1136.6401 1135.635 1 -1.92 395.47 24.83 20.4 (M:20.4) 1 2 0 R.HEQLQGQLK.E Dimethyl: 1, 9

3936 true 2713 1136.6437 1135.6362 1 0.24 327.62 35.17 32.3 (M:32.3) 1 1 0 K.VIVPNMEFR.A Dimethyl:2H(4): 1

3937 true 2917 1136.6478 1135.6365 1 3.51 359.35 38 46.2 (M:46.2) 1 1 0 K.NSTFSELFK.K Dimethyl:2H(4): 1, 9

3938 false 3353 1136.6501 1135.6387 1 3.65 366.35 41.83 16.7 (M:16.7) 1 3 1

K.IGTGSKAADEK.

T Dimethyl:2H(4): 1; Dimethyl: 11

3939 false 3353 1136.6501 1135.6685 1 -22.62 382.45 41.83 16.5 (M:16.5) 1 4 1 R.IGMSVNAIRK.Q Dimethyl:2H(4): 1; Oxidation: 3

3940 true 3402 1136.6511 1135.6675 1 -20.85 211.54 41.17 18.9 (M:18.9) 1 1 1 R.IKMLEYALK.Q Dimethyl: 9

3941 true 3402 1136.6511 1135.6675 1 -20.85 211.54 41.17 18.9 (M:18.9) 1 1 1 R.IKMLEYALK.Q Dimethyl: 9



3942 false 3402 1136.6511 1135.6489 1 -4.47 275.01 41.17 17.5 (M:17.5) 1 2 0 K.SLVDTVYALK.D Dimethyl: 10

3943 true 3618 1136.6521 1135.6328 1 10.63 371.83 41.33 56.8 (M:56.8) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

3944 true 3618 1136.6521 1135.6328 1 10.63 371.83 41.33 56.8 (M:56.8) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

3945 false 3618 1136.6521 1135.6461 1 -1.05 365.7 41.33 22.6 (M:22.6) 1 5 0 R.IMSLQDELK.D Dimethyl:2H(4): 1; Dimethyl: 9

3946 true 3618 1136.6521 1135.6328 1 10.63 371.83 41.33 56.8 (M:56.8) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

3947 true 410 1136.6637 1135.6713 1 -13.09 312.11 21.67 21.1 (M:21.1) 1 1 0 R.KPPIGEGLNR.R Dimethyl: 1, 1

3948 true 1118 1136.721 1135.7052 1 7.44 323.34 27.83 18.2 (M:18.2) 1 1 0

K.AANGVVLATEK

.K Dimethyl:2H(4): 1, 11



3949 true 1327 1137.5684 1136.5615 1 -0.31 269.26 29.67 30.5 (M:30.5) 1 1 0 R.YEFSSHIAR.G Dimethyl: 1

3950 false 975 1137.6059 1136.6077 1 -8.06 401.13 28 15.4 (M:15.4) 1 3 0 K.AFLQASSTEK.N Dimethyl: 1, 10

3951 false 1792 1137.6263 1136.623 1 -3.5 377.64 31 16.1 (M:16.1) 1 2 1 K.IEYEPFRK.N Dimethyl: 1, 8

3952 false 2601 1137.6348 1136.643 1 -13.54 329.93 35.67 19.6 (M:19.6) 1 2 1 R.DLPDGRWSK.A Dimethyl:2H(4): 1, 9

3953 true 1086 1137.6416 1136.6077 1 23.4 397.21 28.17 48.6 (M:48.6) 2 1 0 R.TLSDYNIQK.E Dimethyl: 1, 9

3954 false 1088 1137.6505 1136.6414 1 1.53 359.76 28.33 18.7 (M:18.7) 1 5 1

K.KSHNILAAAGR.

R

3955 true 193 1137.6666 1136.6616 1 -2.02 348.42 21 34.5 (M:34.5) 2 1 0 K.MEIYRPHK.A Dimethyl:2H(4): 1, 8



3956 true 1603 1137.6779 1136.6666 1 3.53 381.26 29.67 32.1 (M:32.1) 2 1 0 R.QAIPIGLQNR.D Dimethyl: 1

3957 true 1237 1137.6868 1136.6681 1 9.98 360.21 28.83 68.6 (M:68.6) 1 1 0 R.AAGVFESAPPK.- Dimethyl:2H(4): 1, 11

3958 true 1452 1137.6879 1136.6794 1 1.09 371.22 28.17 36.8 (M:36.8) 2 1 0

R.HYGALTGLNK.

A Dimethyl:2H(4): 1, 10

3959 true 298 1137.6983 1136.6893 1 1.57 372.32 24.67 36.3 (M:36.3) 1 1 0 R.IQEAGTEVVK.A Dimethyl:2H(4): 1, 10

3960 false 298 1137.6983 1136.6856 1 4.82 248.75 24.67 17.7 (M:17.7) 1 4 1 R.VAVEKATGFR.C Dimethyl:2H(4): 1; Dimethyl: 5

3961 false 298 1137.6983 1136.7005 1 -8.31 383.51 24.67 21.0 (M:21.0) 1 2 0

K.AGQNASIVSVK.

S Dimethyl:2H(4): 1, 11

3962 true 1401 1138.5143 1137.5237 1 -14.65 253.55 27.83 17.4 (M:17.4) 1 1 0

R.DAGVQACFSR.

S Carbamidomethyl: 7; Dimethyl: 1



3963 true 643 1138.5346 1137.5345 1 -6.27 351.83 26.33 28.4 (M:28.4) 1 1 0 R.CVIMCQGSK.K

Carbamidomethyl: 1, 5; Dimethyl: 1, 

9

3964 true 1129 1138.5354 1137.5237 1 3.89 380.06 27.67 21.0 (M:21.0) 1 1 0 K.GNNVYCLDR.E Carbamidomethyl: 6; Dimethyl: 1

3965 true 1244 1138.556 1137.5638 1 -13.2 311.5 29.17 49.1 (M:49.1) 1 1 0 R.NTDEMVELR.I Dimethyl:2H(4): 1

3966 true 502 1138.5895 1137.574 1 7.23 504.55 25.5 15.6 (M:15.6) 1 1 0 K.MNVFDTDLK.G Dimethyl: 1, 9

3967 true 59 1138.6053 1137.5891 1 7.86 402.5 22.33 21.7 (M:21.7) 1 1 0

R.LDGERPGPNR.

N Dimethyl: 1

3968 false 3086 1138.6162 1137.5951 1 12.14 282.67 37.5 20.6 (M:20.6) 1 5 0 K.ATSTSDMLLK.L Oxidation: 7; Dimethyl: 1, 10

3969 true 1818 1138.632 1137.6295 1 -4.18 297.57 32 21.6 (M:21.6) 1 1 0 R.FNDIHVPIR.L Dimethyl: 1



3970 true 1375 1138.6485 1137.6444 1 -2.79 392.38 28.83 24.8 (M:24.8) 1 1 1 R.YRDAIAEIR.A Dimethyl:2H(4): 1

3971 true 1184 1138.6552 1137.6617 1 -12.07 374.12 28.17 19.0 (M:19.0) 1 1 0 K.LTMVVLSSEK.T Dimethyl:2H(4): 10

3972 true 1639 1138.6575 1137.6506 1 -0.38 357.47 30 19.7 (M:19.7) 1 1 0 R.GVPQQIELAR.H Dimethyl: 1

3973 false 1668 1138.6659 1137.6845 1 -22.7 260.29 31.5 15.6 (M:15.6) 1 53.51 4 1 K.KGQSEEIQK.K Dimethyl:2H(4): 1, 9; Dimethyl: 1

3974 true 1668 1138.6659 1137.6733 1 -12.83 252.49 31.5 39.7 (M:39.7) 1 1 0 K.DLSLEEIQK.K Dimethyl:2H(4): 1, 9

3975 true 1887 1138.6918 1137.6786 1 5.2 358.7 31.17 28.5 (M:28.5) 2 1 0 R.YVANVFPHK.G Dimethyl:2H(4): 1, 9

3976 false 2640 1138.6953 1137.677 1 9.73 227.86 35.33 17.9 (M:17.9) 1 3 0 R.LGLMPPPEPK.V Dimethyl:2H(4): 1; Dimethyl: 10



3977 false 738 1138.6968 1137.6733 1 14.24 406.54 26.33 24.0 (M:24.0) 1 2 1 K.AEKELEAEK.L Dimethyl:2H(4): 1, 3; Dimethyl: 9

3978 true 738 1138.6968 1137.6823 1 6.28 419.19 26.33 64.1 (M:64.1) 1 1 1 K.AEKEYQFK.V Dimethyl:2H(4): 1, 3, 8

3979 true 2572 1138.7177 1137.706 1 3.94 353.33 34.17 23.1 (M:23.1) 2 1 0 R.LELVPVPPSR.H Dimethyl:2H(4): 1

3980 true 1691 1139.5284 1138.523 1 -1.6 263.33 31.33 23.1 (M:23.1) 1 1 0 R.DTLFCYHR.A Carbamidomethyl: 5; Dimethyl: 1

3981 true 2560 1139.5843 1138.591 1 -12.27 260.58 39.67 33.3 (M:33.3) 1 1 0 R.GEFIDLFDK.S Dimethyl: 1, 9

3982 true 1726 1139.5938 1138.5771 1 8.28 338.85 31.33 29.0 (M:29.0) 1 1 0 R.QDIAFAYQR.R Dimethyl: 1

3983 true 428 1139.598 1138.592 1 -1.2 366.02 25.17 30.7 (M:30.7) 1 1 0 K.AQYEEIAQR.S Dimethyl:2H(4): 1



3984 true 2577 1139.6394 1138.6284 1 3.24 349.76 35 26.3 (M:26.3) 1 1 0 K.AGLSQSLFER.L Dimethyl:2H(4): 1

3985 false 1846 1139.6416 1138.6175 1 14.76 299.96 32.83 16.7 (M:16.7) 1 5 1 R.GWFPKSYVK.L Dimethyl: 9

3986 true 1846 1139.6416 1138.6386 1 -3.78 321.97 32.83 66.8 (M:66.8) 1 1 0 R.YQGVNLYVK.N Dimethyl: 1, 9

3987 true 1846 1139.6416 1138.6386 1 -3.78 321.97 32.83 66.8 (M:66.8) 1 1 0 R.YQGVNLYVK.N Dimethyl: 1, 9

3988 false 1846 1139.6416 1138.6284 1 5.18 341.4 32.83 19.4 (M:19.4) 1 4 0

K.NSAQGNVYVK.

C Dimethyl:2H(4): 1; Dimethyl: 10

3989 true 2512 1139.6423 1138.6325 1 2.27 369.81 40 28.2 (M:28.2) 1 1 0 R.ELFGPELFR.Q Dimethyl:2H(4): 1

3990 true 411 1139.6487 1138.6459 1 -3.87 349.43 25.33 40.7 (M:40.7) 1 1 0 K.IVDQIRPDR.Q Dimethyl: 1



3991 true 411 1139.6487 1138.6459 1 -3.87 349.43 25.33 40.7 (M:40.7) 1 1 0 K.IVDQIRPDR.Q Dimethyl: 1

3992 false 411 1139.6487 1138.6648 1 -20.51 400.24 25.33 16.7 (M:16.7) 1 56.98 5 1

K.SPAVHKTDPK.

M Dimethyl:2H(4): 1; Dimethyl: 10

3993 false 3356 1139.701 1138.7074 1 -12 309.45 38.5 27.2 (M:27.2) 1 51.67 3 1 K.DGKLPLLLSR.M Dimethyl: 1

3994 true 3356 1139.701 1138.6962 1 -2.14 349.64 38.5 68.4 (M:68.4) 1 1 0 K.NADPLLISLK.H Dimethyl: 1, 10

3995 false 3356 1139.701 1138.7012 1 -6.57 400.18 38.5 15.2 (M:15.2) 1 7 0 K.VSERPLPPGK.I Dimethyl:2H(4): 1; Dimethyl: 10

3996 false 3356 1139.701 1138.6822 1 10.07 341.68 38.5 15.3 (M:15.3) 1 6 0 R.LPRPTSLSLR.S

3997 true 3044 1139.702 1138.699 1 -3.78 325.51 37.5 56.3 (M:56.3) 3 1 0 R.QAFAPFGPIK.S Dimethyl:2H(4): 1, 10



3998 true 3044 1139.702 1138.699 1 -3.78 325.51 37.5 56.3 (M:56.3) 3 1 0 R.QAFAPFGPIK.S Dimethyl:2H(4): 1, 10

3999 false 2509 1139.7101 1138.69 1 11.27 383.1 36.5 16.8 (M:16.8) 1 3 1 K.AVYAKEASLK.N Dimethyl:2H(4): 10; Dimethyl: 1

4000 true 1499 1140.5453 1139.5434 1 -4.71 343.25 29.5 29.2 (M:29.2) 1 1 0 R.YFQCEPLR.G Carbamidomethyl: 4; Dimethyl: 1

4001 true 856 1140.5925 1139.5757 1 8.32 265.24 27.17 23.1 (M:23.1) 1 1 0 R.CVIIDEAHR.L Carbamidomethyl: 1; Dimethyl: 1

4002 true 2202 1140.6056 1139.6165 1 -15.93 319.62 37 40.6 (M:40.6) 1 97.2 1 0 R.APFDLFENK.K Dimethyl:2H(4): 1; Dimethyl: 9

4003 false 2318 1140.6137 1139.6121 1 -4.98 295.42 33.5 15.4 (M:15.4) 1 2 1 R.SRIYSMSLR.L Dimethyl: 1

4004 true 1738 1140.6167 1139.6349 1 -22.3 250.34 31.5 19.2 (M:19.2) 1 1 1

R.LHGGKDAASPR

.Y Dimethyl:2H(4): 5



4005 true 366 1140.62 1139.6059 1 6 285.18 24.33 43.4 (M:43.4) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

4006 true 366 1140.62 1139.6059 1 6 285.18 24.33 43.4 (M:43.4) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

4007 true 366 1140.62 1139.6059 1 6 285.18 24.33 43.4 (M:43.4) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

4008 false 293 1140.6238 1139.5972 1 16.96 363.36 24.5 20.4 (M:20.4) 1 2 0 R.SSVSSGTNEIK.R Dimethyl:2H(4): 11

4009 true 2114 1140.6253 1139.6227 1 -4.04 314.75 31.83 54.9 (M:54.9) 2 1 0 K.YGVSGYPTLK.I Dimethyl: 1, 10

4010 true 1230 1140.6275 1139.6237 1 -3 335.23 32 32.9 (M:32.9) 2 1 0 R.NQNYTSILR.F Dimethyl:2H(4): 1

4011 true 835 1140.6305 1139.6237 1 -0.4 382.95 27.33 60.1 (M:60.1) 2 1 0

K.NTVIATGGYGR.

T Dimethyl:2H(4): 1



4012 false 3281 1140.6362 1139.6161 1 11.24 369.38 40.17 28.4 (M:28.4) 5 57.93 2 1 K.FMKLYGTPR.N Dimethyl: 1

4013 false 1921 1140.637 1139.6488 1 -16.72 273.31 39.83 18.4 (M:18.4) 1 6 1 K.YRSLGDLEK.D Dimethyl:2H(4): 9; Dimethyl: 1

4014 false 1921 1140.637 1139.6311 1 -1.15 289.96 39.83 18.0 (M:18.0) 5 7 1 K.ECLDKFLR.M

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Dimethyl: 5

4015 false 713 1140.6708 1139.6703 1 -5.95 296.16 25.17 52.1 (M:52.1) 2 4 0 K.LHTGEKPFK.C Dimethyl: 1, 6, 9

4016 true 2676 1140.6864 1139.6663 1 11.29 331.96 34.67 25.2 (M:25.2) 1 1 0 K.VLNLGQALER.R Dimethyl: 1

4017 true 2030 1140.7101 1139.7042 1 -1.18 332.41 31.83 16.8 (M:16.8) 1 1 0 K.VLLPEYGGTK.I Dimethyl:2H(4): 1, 10

4018 true 1855 1140.7234 1139.7042 1 10.49 262.32 32.67 18.1 (M:18.1) 1 1 0 R.IVAEGFEIAK.E Dimethyl:2H(4): 1, 10



4019 true 1367 1141.593 1140.5866 1 -0.77 306.13 29.67 21.1 (M:21.1) 1 1 0 R.YEFSSHIAR.G Dimethyl:2H(4): 1

4020 true 890 1141.594 1140.5849 1 1.56 270.64 27.33 21.2 (M:21.2) 1 1 0 K.MLLYTEVTR.Y Oxidation: 1

4021 true 70 1141.5961 1140.5871 1 1.49 373.49 22.33 22.8 (M:22.8) 1 1 0 K.CIACQNPSK.T

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1, 9

4022 true 341 1141.5965 1140.5928 1 -3.12 251.82 24.17 20.4 (M:20.4) 1 1 0 K.LFNDQHPSK.D Dimethyl: 1, 9

4023 true 1057 1141.5965 1140.5889 1 0.3 399.12 29.83 63.4 (M:63.4) 3 1 0 R.MFTTYPPTK.T Dimethyl: 1, 9

4024 true 1168 1141.6179 1140.6027 1 7.01 291.6 26.67 28.4 (M:28.4) 1 1 0 K.SITHEIEEK.G Dimethyl: 1, 9

4025 true 3121 1141.634 1140.623 1 3.35 321.86 39.33 26.7 (M:26.7) 1 1 0 K.DLFQVAFNR.V Dimethyl:2H(4): 1



4026 true 2169 1141.6498 1140.6453 1 -2.39 363.29 33 31.4 (M:31.4) 1 1 0

R.IMGPNYTPGK.

K Dimethyl:2H(4): 1, 10

4027 true 1927 1141.6888 1140.6917 1 -8.88 328.91 30.83 20.2 (M:20.2) 1 1 0 R.QAIPIGLQNR.D Dimethyl:2H(4): 1

4028 true 985 1141.7554 1140.7532 1 -4.44 280.23 30.17 31.3 (M:31.3) 1 94.38 1 1 R.ALEKVAPLLR.E Dimethyl:2H(4): 4

4029 true 1402 1142.5392 1141.5488 1 -14.76 281.44 27.83 28.5 (M:28.5) 1 1 0

R.DAGVQACFSR.

S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

4030 true 1037 1142.5718 1141.5629 1 1.45 395.91 27.67 37.0 (M:37.0) 1 1 0

R.GGHGQQDLFR.

V Dimethyl: 1

4031 true 679 1142.59 1141.555 1 24.31 410.23 26.33 43.7 (M:43.7) 1 1 0 K.MDHLDSQIR.L Dimethyl: 1

4032 true 60 1142.6316 1141.6142 1 8.87 395.72 22.33 17.8 (M:17.8) 1 1 0

R.LDGERPGPNR.

N Dimethyl:2H(4): 1



4033 true 2076 1142.6399 1141.6507 1 -15.87 530.28 32.33 17.2 (M:17.2) 1 1 1 K.LKWGMEYK.G Dimethyl:2H(4): 2; Dimethyl: 1, 8

4034 true 249 1142.65 1141.6244 1 16.08 115.16 24.67 16.2 (M:16.2) 1 1 1

K.VGKGHGFQEK.

L Dimethyl: 1, 3

4035 true 1821 1142.6853 1141.6757 1 1.99 442.86 31.17 29.1 (M:29.1) 1 1 0 R.GVPQQIELAR.H Dimethyl:2H(4): 1

4036 true 3998 1142.7178 1141.7161 1 -4.91 417.9 44.83 26.9 (M:26.9) 1 1 0 K.LLLPWLEAR.I Dimethyl:2H(4): 1

4037 true 2936 1142.7226 1141.7071 1 7.26 375.97 38.17 72.5 (M:72.5) 2 1 0 R.VLITTDLLAR.G Dimethyl: 1

4038 true 1692 1143.5548 1142.5481 1 -0.44 334.2 31.33 41.0 (M:41.0) 1 1 0 R.DTLFCYHR.A

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

4039 true 1232 1143.5799 1142.5608 1 10.39 221.45 29.17 17.1 (M:17.1) 1 1 0 R.VTYIDYEGR.S Dimethyl: 1



4040 true 1727 1143.6134 1142.6022 1 3.44 350.86 31.33 45.7 (M:45.7) 1 1 0 R.QDIAFAYQR.R Dimethyl:2H(4): 1

4041 true 1420 1143.6162 1142.6084 1 0.48 338.86 29 33.1 (M:33.1) 1 1 0 R.YLVIDEAHR.I Dimethyl: 1

4042 true 602 1143.6461 1142.6274 1 10.03 281.63 25.67 19.1 (M:19.1) 1 1 0 K.NGGIYEGVFK.T Dimethyl:2H(4): 1; Dimethyl: 10

4043 false 976 1143.6585 1142.6295 1 18.99 276.49 28 16.1 (M:16.1) 1 6 0 K.LQEQVTELR.S Dimethyl: 1

4044 false 976 1143.6585 1142.627 1 21.18 358.53 28 20.6 (M:20.6) 1 2 0

K.LAVNMVPFPR.

L

4045 false 976 1143.6585 1142.627 1 21.18 358.53 28 20.6 (M:20.6) 1 2 0

K.LAVNMVPFPR.

L

4046 true 270 1143.6645 1142.6535 1 3.24 274.53 24.67 32.3 (M:32.3) 1 1 0

K.NSAQGNVYVK.

C Dimethyl:2H(4): 1, 10



4047 false 503 1143.6752 1142.671 1 -2.62 355.34 25.33 26.6 (M:26.6) 1 2 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

4048 false 503 1143.6752 1142.671 1 -2.62 355.34 25.33 26.6 (M:26.6) 1 2 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

4049 false 2529 1143.6753 1142.6457 1 19.51 370.35 34.17 21.9 (M:21.9) 1 7 1 R.AKLDNDTMK.T

Dimethyl:2H(4): 1, 9; Oxidation: 8; 

Dimethyl: 2

4050 false 2529 1143.6753 1142.6911 1 -20.19 409.82 34.17 29.3 (M:29.3) 2 3 0 K.DLTSVNILLK.K Dimethyl: 10

4051 false 2529 1143.6753 1142.6408 1 23.79 411.15 34.17 21.7 (M:21.7) 1 8 1 K.VSKAQNAELR.L Dimethyl: 3

4052 true 2363 1143.6873 1142.6659 1 12.34 360.89 34.33 83.9 (M:83.9) 4 1 0 R.IALTDNSLIR.K Dimethyl: 1

4053 true 1168 1143.6997 1142.6812 1 9.87 336.64 28.17 53.5 (M:53.5) 3 1 1 K.LRVDPVNFK.L Dimethyl: 1, 9



4054 false 3548 1143.7131 1142.7325 1 -23.36 311.26 41.83 28.6 (M:28.6) 1 2 1 K.DRLPQILTK.V Dimethyl:2H(4): 1; Dimethyl: 9

4055 true 3548 1143.7131 1142.7275 1 -18.95 319.58 41.83 52.2 (M:52.2) 1 1 0 K.SATLLQLITK.F Dimethyl: 1, 10

4056 true 1780 1144.5922 1143.5859 1 -0.81 276.82 30.5 17.9 (M:17.9) 1 1 0 K.FHLCSVPTR.A Carbamidomethyl: 4; Dimethyl: 1

4057 true 494 1144.6027 1143.6121 1 -14.52 234.86 25.5 16.0 (M:16.0) 1 1 1 K.CLREEIHR.D

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

4058 true 857 1144.6062 1143.6008 1 -1.69 428.2 27.17 23.0 (M:23.0) 1 1 0 R.CVIIDEAHR.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

4059 false 2319 1144.6387 1143.6338 1 -2.12 337 33.5 17.0 (M:17.0) 1 3 0 K.NILPFDHTR.V Dimethyl:2H(4): 1

4060 false 3916 1144.6416 1143.6136 1 18.16 355.95 43.67 16.2 (M:16.2) 1 3 0 K.LSEQLQAAEK.Q Dimethyl: 10



4061 false 2613 1144.6626 1143.6412 1 12.3 374.8 40 20.9 (M:20.9) 4 2 1 K.FMKLYGTPR.N Dimethyl:2H(4): 3

4062 false 2613 1144.6626 1143.6739 1 -16.26 343.78 40 17.3 (M:17.3) 2 3 1 K.YRSLGDLEK.D Dimethyl:2H(4): 1, 9

4063 false 1922 1144.6631 1143.6412 1 12.75 331.68 39.83 20.7 (M:20.7) 3 66.67 2 1 K.FMKLYGTPR.N Dimethyl:2H(4): 1

4064 true 2926 1144.6702 1143.6636 1 -0.58 296.09 36.33 55.7 (M:55.7) 3 1 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 9

4065 false 2656 1144.6735 1143.6842 1 -15.66 296.3 37.5 18.6 (M:18.6) 2 4 1 R.YDGIYKVVK.Y Dimethyl:2H(4): 9; Dimethyl: 6

4066 true 2160 1144.6775 1143.6702 1 -0.01 252.63 34 35.5 (M:35.5) 1 1 0 K.FAGIHDAILR.M Dimethyl:2H(4): 1

4067 false 3744 1144.6883 1143.709 1 -24.45 269.16 42.17 24.8 (M:24.8) 1 2 0 R.ALLALMFPLK.Y Dimethyl: 10



4068 true 3744 1144.6883 1143.6652 1 13.8 334.06 42.17 31.5 (M:31.5) 2 1 0 K.ADLTALFLPR.Q Dimethyl: 1

4069 false 3055 1144.6979 1143.6689 1 18.98 431.61 38.17 26.6 (M:26.6) 1 2 0 K.EPIDIVEGIK.K Dimethyl:2H(4): 10

4070 true 2835 1144.7033 1143.6903 1 4.97 294.67 37.5 57.9 (M:57.9) 3 1 0 K.VVDLLAPYAK.G Dimethyl: 1, 10

4071 false 2677 1144.7108 1143.6798 1 20.69 103.22 34.67 24.9 (M:24.9) 1 4 1 R.IGMSVNAIRK.Q Dimethyl: 1, 10

4072 true 2677 1144.7108 1143.6914 1 10.58 411.39 34.67 45.6 (M:45.6) 1 1 0 K.VLNLGQALER.R Dimethyl:2H(4): 1

4073 false 2677 1144.7108 1143.705 1 -1.29 325.5 34.67 33.7 (M:33.7) 1 2 1 R.MNGLTKIALK.E Dimethyl: 6, 10

4074 false 1421 1145.5745 1144.5951 1 -24.32 437.37 29.17 24.1 (M:24.1) 1 2 0 K.HFVPLSDMK.W Oxidation: 8; Dimethyl: 1, 9



4075 false 2637 1145.5902 1144.591 1 -7.06 24.26 40.5 20.7 (M:20.7) 1 3 0

R.LEAGAMVLADR

.G

4076 false 2637 1145.5902 1144.5798 1 2.75 262.24 40.5 22.6 (M:22.6) 1 2 0 -.MEELVVEVR.G Acetyl: 1

4077 false 2637 1145.5902 1144.5836 1 -0.6 483.55 40.5 15.4 (M:15.4) 1 9 1

R.NKSGSEAGSPR.

R Dimethyl: 1, 2

4078 true 1076 1145.6165 1144.5815 1 24.24 362.97 28.5 26.4 (M:26.4) 1 1 1 K.LEDFRDYR.R Dimethyl:2H(4): 1

4079 true 2291 1145.6185 1144.6029 1 7.26 367.54 35.17 51.0 (M:51.0) 1 1 0 K.YFDLGLPHR.D Dimethyl: 1

4080 true 543 1145.6521 1144.639 1 5.09 408.59 25.67 35.3 (M:35.3) 1 1 0

K.VPQAVSEVER.

A Dimethyl:2H(4): 1

4081 true 603 1145.6619 1144.6514 1 2.79 314.65 25.5 37.8 (M:37.8) 1 1 0

R.GIEPHGNMVK.

Q Dimethyl:2H(4): 1, 10



4082 false 603 1145.6619 1144.6622 1 -6.61 340.31 25.5 17.0 (M:17.0) 1 3 1 R.SICKIMAMK.A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 4

4083 true 2764 1145.6884 1144.6732 1 6.92 282.63 36.83 32.5 (M:32.5) 1 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9

4084 true 2764 1145.6884 1144.6732 1 6.92 282.63 36.83 32.5 (M:32.5) 1 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9

4085 false 3670 1145.7067 1144.6828 1 14.51 359.79 44.5 29.7 (M:29.7) 1 6 0 R.QQILPEVMK.N Dimethyl:2H(4): 1; Dimethyl: 9

4086 false 3670 1145.7067 1144.693 1 5.59 380.18 44.5 40.9 (M:40.9) 1 2 0 R.FLILPDMLK.N Dimethyl: 1, 9

4087 false 3670 1145.7067 1144.723 1 -20.6 341.71 44.5 29.7 (M:29.7) 1 6 1

K.QQLLRAATGK.

A Dimethyl:2H(4): 1; Dimethyl: 10

4088 true 3670 1145.7067 1144.7254 1 -22.66 364.17 44.5 41.5 (M:41.5) 1 1 1 K.MILITKAAIK.A Oxidation: 1; Dimethyl: 1



4089 true 524 1146.5862 1145.5847 1 -5.04 379.36 26.5 58.6 (M:58.6) 2 1 0 R.CVIMCQGSK.K

Carbamidomethyl: 1, 5; 

Dimethyl:2H(4): 1, 9

4090 true 1038 1146.5951 1145.588 1 -0.1 357.81 27.67 25.8 (M:25.8) 1 1 0

R.GGHGQQDLFR.

V Dimethyl:2H(4): 1

4091 true 680 1146.6091 1145.5801 1 18.97 387.07 26.33 39.4 (M:39.4) 1 1 0 K.MDHLDSQIR.L Dimethyl:2H(4): 1

4092 false 1669 1146.6172 1145.6114 1 -1.36 295.64 31.33 16.7 (M:16.7) 1 2 0 K.LITEIENMR.H Dimethyl: 1

4093 true 1669 1146.6172 1145.5975 1 10.77 294.33 31.33 21.4 (M:21.4) 1 1 1 K.LQSRLDQMR.K

4094 true 299 1146.6203 1145.6342 1 -18.48 308.78 24.67 50.0 (M:50.0) 1 1 0 K.VINGEGEQIR.A Dimethyl:2H(4): 1

4095 false 299 1146.6203 1145.5863 1 23.34 429.1 24.67 19.2 (M:19.2) 1 3 1

-

.MAAAREELQK.D



4096 false 299 1146.6203 1145.6292 1 -14.09 266.48 24.67 19.1 (M:19.1) 1 6 1 K.LTEETEKLR.A Dimethyl: 1

4097 false 299 1146.6203 1145.6041 1 7.85 309.56 24.67 19.2 (M:19.2) 2 3 1 R.EAQSDLSKIR.S

4098 false 2662 1146.6372 1145.6445 1 -12.65 270.88 40.83 19.5 (M:19.5) 1 3 1 K.DPEVKYALR.L Dimethyl: 1, 5

4099 true 2662 1146.6372 1145.6445 1 -12.65 221.45 40.83 26.0 (M:26.0) 1 1 0 K.DFGVIVEALR.K Dimethyl: 1

4100 true 3104 1146.7472 1145.7322 1 6.75 411.97 38.17 45.2 (M:45.2) 2 1 0 R.VLITTDLLAR.G Dimethyl:2H(4): 1

4101 false 2937 1146.7478 1145.7322 1 7.31 410.46 38.17 16.3 (M:16.3) 1 2 1 K.QSVEKKPSK.E Dimethyl:2H(4): 6; Dimethyl: 1, 5, 9

4102 true 1087 1147.5557 1146.5492 1 -0.64 373.29 27.5 18.9 (M:18.9) 2 1 0 K.YMIVDEGHR.M Dimethyl: 1



4103 true 196 1147.5598 1146.5458 1 5.84 258.2 23.33 64.9 (M:64.9) 2 1 0 K.YDSTHGHFK.G Dimethyl: 1, 9

4104 true 1107 1147.5732 1146.5822 1 -14.19 247.45 28.17 29.9 (M:29.9) 1 1 0 K.FGNDVQHFK.V Dimethyl: 1, 9

4105 true 143 1147.5791 1146.5943 1 -19.61 619.13 23.33 15.8 (M:15.8) 1 1 1 K.QDGDSFRMK.L Dimethyl:2H(4): 1, 9

4106 true 1442 1147.586 1146.5822 1 -3.02 253.71 30 25.7 (M:25.7) 1 1 0 R.LFAYPDTHR.H Dimethyl: 1

4107 true 1889 1147.5888 1146.5856 1 -3.56 457.95 31.5 24.1 (M:24.1) 1 1 0 R.HLYSAEMLR.H Dimethyl: 1

4108 true 2402 1147.605 1146.5822 1 13.53 245.31 35.67 20.7 (M:20.7) 1 1 0 K.IHFPDFSTR.D Dimethyl: 1

4109 true 3053 1147.6276 1146.6318 1 -10.03 433.38 39 19.2 (M:19.2) 1 1 1 K.IKSVSVMDPK.Q Oxidation: 7; Dimethyl: 2



4110 true 3095 1147.6277 1146.6073 1 11.39 321.02 38.67 29.5 (M:29.5) 1 1 0

K.GTPWEGGLFK.

L Dimethyl: 1, 10

4111 false 1790 1147.6348 1146.6132 1 12.47 284.13 31.5 18.9 (M:18.9) 1 4 1 K.DGKEITDSAK.Y Dimethyl: 1, 3, 10

4112 true 1421 1147.6385 1146.6335 1 -2.02 433.49 29 40.4 (M:40.4) 1 1 0 R.YLVIDEAHR.I Dimethyl:2H(4): 1

4113 true 2783 1147.6756 1146.6649 1 3.03 348.58 42.33 53.3 (M:53.3) 1 1 0 R.LVTLEEFLR.A Dimethyl: 1

4114 true 3682 1147.6858 1146.6689 1 8.42 338.61 41.67 40.7 (M:40.7) 1 1 0 K.TEILPPFFK.H Dimethyl: 1, 9

4115 true 3371 1147.6876 1146.6733 1 6.15 229.86 41 23.6 (M:23.6) 1 1 0 R.DLIQMLVQR.G Dimethyl:2H(4): 1

4116 false 2530 1147.7004 1146.7162 1 -20.1 383.62 34.17 24.5 (M:24.5) 1 7 1 K.IVKTQEELK.D Dimethyl:2H(4): 1; Dimethyl: 3



4117 true 2364 1147.7087 1146.691 1 9.07 330.56 34.33 78.1 (M:78.1) 3 1 0 R.IALTDNSLIR.K Dimethyl:2H(4): 1

4118 true 779 1147.7306 1146.7212 1 1.82 220.82 26.33 25.6 (M:25.6) 1 1 1 K.VIPLDRENK.E Dimethyl:2H(4): 1, 9

4119 true 3327 1147.7505 1146.7464 1 -2.74 326.96 38.5 85.0 (M:85.0) 1 1 0 K.NADPLLISLK.H Dimethyl:2H(4): 1, 10

4120 true 1551 1148.6116 1147.5873 1 14.82 385.72 34.5 17.3 (M:17.3) 1 1 1 K.YKDDPVDLR.L Dimethyl: 1

4121 true 1780 1148.615 1147.5981 1 8.41 345.42 32.17 42.0 (M:42.0) 1 1 0

K.MVAEAMAELK.

A Dimethyl: 1, 10

4122 true 2609 1148.6373 1147.635 1 -4.28 225.56 34.33 33.8 (M:33.8) 2 1 0

K.TAVLTAFANGR.

S Dimethyl: 1

4123 true 2112 1148.6586 1147.6461 1 4.58 115.79 31 15.2 (M:15.2) 1 1 0 K.ILNMVPEEK.L

Dimethyl:2H(4): 9; Oxidation: 4; 

Dimethyl: 1



4124 true 3327 1148.6616 1147.639 1 13.33 369.62 40.5 48.1 (M:48.1) 2 1 0 R.DIVQFVPFR.Q Dimethyl: 1

4125 false 2504 1148.6705 1147.6787 1 -13.49 289.88 34.67 18.0 (M:18.0) 1 6 0 R.LAIGFAMLLR.A Oxidation: 7; Dimethyl: 1

4126 false 2504 1148.6705 1147.6635 1 -0.21 453.36 34.67 21.0 (M:21.0) 1 56.07 3 1 K.ISLMKSSNLK.I Dimethyl: 5

4127 true 1385 1148.6816 1147.6729 1 1.29 359.19 28.83 43.7 (M:43.7) 2 1 0 K.YGVSGYPTLK.I Dimethyl:2H(4): 1, 10

4128 false 52 1148.6908 1147.6937 1 -8.87 287.93 22.17 21.7 (M:21.7) 1 2 0 K.LELMQILTR.V Dimethyl:2H(4): 1

4129 false 3538 1148.6913 1147.6903 1 -5.44 315.25 42 23.3 (M:23.3) 3 2 0 K.ADLTALFLPR.Q Dimethyl:2H(4): 1

4130 false 3397 1148.7082 1147.6853 1 13.66 325.6 42.33 17.6 (M:17.6) 1 2 1 R.AYLKLAEEK.T Dimethyl: 1, 4, 9



4131 false 519 1149.6031 1148.5975 1 -1.49 264.97 24.33 17.6 (M:17.6) 1 2 1

R.DAGDLAKGDQ

K.G Dimethyl:2H(4): 1

4132 false 592 1149.6117 1148.6227 1 -15.87 396.61 23 19.7 (M:19.7) 1 2 0 K.AIETGLQEEK.G Dimethyl:2H(4): 1

4133 true 3425 1149.6158 1148.5978 1 9.29 557.55 40 38.2 (M:38.2) 2 1 0 R.EQGVLSFWR.G Dimethyl: 1

4134 true 3240 1149.6238 1148.6223 1 -5.08 351.94 39.83 17.6 (M:17.6) 1 62.29 1 1

K.EVGSVSLRMK.

Q Oxidation: 9; Dimethyl: 10

4135 false 2623 1149.6246 1148.5978 1 16.99 282.64 35.67 15.4 (M:15.4) 1 5 0 K.FQIEANFPR.R Dimethyl: 1

4136 true 825 1149.6248 1148.6077 1 8.49 389.19 27.33 99.8 (M:99.8) 3 1 0

K.ALAAGGYDVEK

.N Dimethyl: 1, 11

4137 true 825 1149.6248 1148.6077 1 8.49 389.19 27.33 99.8 (M:99.8) 3 1 0

K.ALAAGGYDVEK

.N Dimethyl: 1, 11



4138 true 2292 1149.6413 1148.628 1 5.23 383.22 35.17 61.3 (M:61.3) 1 1 0 K.YFDLGLPHR.D Dimethyl:2H(4): 1

4139 true 1575 1149.65 1148.6391 1 3.08 312.13 29.67 22.2 (M:22.2) 2 1 0 R.MFTTYPPTK.T Dimethyl:2H(4): 1, 9

4140 true 2348 1149.6556 1148.6492 1 -0.7 501.21 33.33 29.1 (M:29.1) 1 1 0 K.ELLQTPNFR.I Dimethyl:2H(4): 1

4141 true 1169 1149.6689 1148.6529 1 7.57 290.85 26.5 40.2 (M:40.2) 1 1 0 K.SITHEIEEK.G Dimethyl:2H(4): 1, 9

4142 true 1189 1150.5279 1149.5336 1 -11.23 356.75 28.83 40.2 (M:40.2) 1 1 0 R.MGESDDSILR.L Dimethyl: 1

4143 true 809 1150.5615 1149.5666 1 -10.75 300.75 26.83 33.1 (M:33.1) 1 1 0 R.VEQDEYALR.S Dimethyl: 1

4144 true 2271 1150.5759 1149.5778 1 -8.05 330.11 31.67 47.5 (M:47.5) 1 1 0 K.NQGDFSLSVR.V Dimethyl: 1



4145 true 540 1150.5949 1149.5886 1 -0.84 344.97 25.33 19.8 (M:19.8) 1 1 0 R.LASSVLCCGK.K

Carbamidomethyl: 7, 8; Dimethyl: 1, 

10

4146 true 1204 1150.6013 1149.5666 1 23.85 330.51 27.17 19.2 (M:19.2) 1 1 0 K.DQEFVIDTR.G Dimethyl: 1

4147 false 1856 1150.6165 1149.603 1 5.41 333.68 32.67 17.4 (M:17.4) 1 3 0 K.SQTLFEEIR.M Dimethyl: 1

4148 true 1856 1150.6165 1149.603 1 5.41 273.83 32.67 34.0 (M:34.0) 1 1 0 K.NYITVDELR.R Dimethyl: 1

4149 true 3683 1150.6229 1149.6216 1 -5.19 437.99 41.5 31.7 (M:31.7) 1 1 0 K.NFLLIMDIR.F Oxidation: 6

4150 false 2573 1150.6243 1149.6295 1 -10.81 280.23 39.83 23.0 (M:23.0) 1 2 1 R.LTWFKSGQR.I Dimethyl: 5

4151 true 2573 1150.6243 1149.607 1 8.72 308.6 39.83 28.1 (M:28.1) 1 92.81 1 0 R.FPDENFLLK.H Dimethyl: 9



4152 true 102 1150.6249 1149.5891 1 24.84 277.19 22.33 28.9 (M:28.9) 1 1 0

R.QAQLQQAAQH

.- Dimethyl: 1

4153 false 740 1150.6358 1149.6292 1 -0.55 422.13 26.67 19.9 (M:19.9) 1 2 1 R.ESIESEIRR.E Dimethyl:2H(4): 1

4154 true 1274 1150.6395 1149.6394 1 -6.25 392.99 29.5 55.9 (M:55.9) 1 1 0 K.QYTGINAISK.K Dimethyl: 1, 10

4155 true 2105 1150.6506 1149.6546 1 -9.81 360.57 34.67 28.9 (M:28.9) 1 1 1 R.DKYGVFPLR.G Dimethyl: 1, 2

4156 true 2105 1150.6506 1149.6295 1 12.05 382.12 34.67 28.9 (M:28.9) 1 1 1 R.DRYGVFPLR.G Dimethyl: 1

4157 true 642 1150.6582 1149.6506 1 0.24 267.37 25.67 59.2 (M:59.2) 1 1 0 R.LPETVHTAVR.Y Dimethyl: 1

4158 false 2465 1150.6598 1149.6518 1 0.66 368.09 37.83 15.7 (M:15.7) 1 4 0 K.TCQALALWK.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Dimethyl: 9



4159 true 2465 1150.6598 1149.6696 1 -14.77 268.95 37.83 19.1 (M:19.1) 1 1 0 K.DFGVIVEALR.K Dimethyl:2H(4): 1

4160 true 2179 1150.7188 1149.7121 1 -0.53 346.52 34.33 55.5 (M:55.5) 1 1 0 R.LEILQIHTK.N Dimethyl: 1, 9

4161 false 2179 1150.7188 1149.7284 1 -14.68 331.37 34.33 31.9 (M:31.9) 2 2 1 K.RHVISIHTK.D Dimethyl:2H(4): 1; Dimethyl: 9

4162 true 2351 1150.7237 1149.7121 1 3.69 287.19 35.33 73.0 (M:73.0) 1 1 0 K.ELGITALHIK.L Dimethyl: 1, 10

4163 false 2351 1150.7237 1149.706 1 9.07 298.79 35.33 26.3 (M:26.3) 1 2 0 K.GISPEPIHLK.I Dimethyl:2H(4): 1; Dimethyl: 10

4164 false 2351 1150.7237 1149.7234 1 -6.07 311.71 35.33 17.8 (M:17.8) 1 9 1 R.ELGPAARPKK.R Dimethyl: 1, 9, 10

4165 true 3797 1150.7909 1149.7737 1 8.64 425.28 42.83 78.0 (M:78.0) 4 1 0 K.LLEPVLLLGK.E Dimethyl: 1, 10



4166 true 908 1151.4518 1150.4567 1 -10.63 316.87 27.33 33.4 (M:33.4) 1 1 0 R.DGYDYDGYR.L Dimethyl: 1

4167 true 154 1151.5747 1150.5619 1 4.87 369.4 23.67 46.8 (M:46.8) 1 1 0 R.TAQEVEQYR.S Dimethyl: 1

4168 false 1978 1151.5804 1150.5726 1 0.43 416.47 31.67 16.9 (M:16.9) 1 59.99 3 0

R.ASMQAEMVLK.

E Oxidation: 3; Dimethyl: 10

4169 true 1088 1151.5842 1150.5743 1 2.26 382.77 27.5 29.4 (M:29.4) 1 1 0 K.YMIVDEGHR.M Dimethyl:2H(4): 1

4170 true 2531 1151.59 1150.5805 1 1.92 434.82 34 82.7 (M:82.7) 1 1 0

R.MGSGIGFGIER.

M Dimethyl: 1

4171 false 358 1151.5973 1150.5726 1 15.15 366.86 24.5 17.4 (M:17.4) 1 2 0

R.LEVNMQAMK.

A Oxidation: 5, 8; Dimethyl: 1, 9

4172 true 1759 1151.5989 1150.5899 1 1.54 414.7 31.33 24.4 (M:24.4) 1 1 0 R.NYYEQWGK.L Dimethyl:2H(4): 1, 8



4173 false 1890 1151.611 1150.6107 1 -6.02 430.75 31.5 16.3 (M:16.3) 1 2 0 R.HLYSAEMLR.H Dimethyl:2H(4): 1

4174 true 661 1151.6215 1150.6135 1 0.63 368.88 27.67 36.8 (M:36.8) 1 1 0 R.NKPAYFAER.L Dimethyl: 1, 2

4175 true 1301 1151.6473 1150.6459 1 -5.1 272.91 29.5 29.5 (M:29.5) 1 1 0 K.ELQTLHNLR.K Dimethyl: 1

4176 true 182 1151.6898 1150.671 1 9.96 283.11 22.33 47.7 (M:47.7) 1 1 0

K.AKPDANGAVPK

.A Dimethyl: 1, 2, 11

4177 true 1340 1151.6904 1150.6822 1 0.73 279.67 27.67 17.8 (M:17.8) 1 1 0 R.TSGHLLLGVVR.I

4178 true 2784 1151.6982 1150.69 1 0.86 382.86 42.33 40.7 (M:40.7) 1 1 0 R.LVTLEEFLR.A Dimethyl:2H(4): 1

4179 true 2202 1151.7017 1150.6863 1 7.06 359.36 33 38.9 (M:38.9) 1 1 0 R.IFAPNHVVAK.S Dimethyl: 1, 10



4180 false 2202 1151.7017 1150.69 1 3.85 340.08 33 22.1 (M:22.1) 1 2 1 M.AAKVFESIGK.F

Dimethyl:2H(4): 3; Acetyl: 1; 

Dimethyl: 10

4181 true 3017 1151.7182 1150.7074 1 3.1 278.28 38.67 19.2 (M:19.2) 1 1 0 R.QLVLPELGVR.G Dimethyl: 1

4182 false 2942 1151.7249 1150.7376 1 -17.3 338.45 37.17 18.2 (M:18.2) 2 4 1 R.ATVIIVGRYK.E Dimethyl:2H(4): 10

4183 true 2995 1151.7271 1150.7074 1 10.77 413.13 37.67 44.7 (M:44.7) 2 1 0 R.VGQVLELPLR.I Dimethyl: 1

4184 true 1169 1151.7493 1150.7314 1 9.26 401.95 28.17 16.5 (M:16.5) 2 1 1 K.LRVDPVNFK.L Dimethyl:2H(4): 1, 9

4185 true 3549 1151.7751 1150.7777 1 -8.53 400.05 41.83 83.7 (M:83.7) 2 1 0 K.SATLLQLITK.F Dimethyl:2H(4): 1, 10

4186 false 3571 1151.7979 1150.7777 1 11.23 349.13 48 19.0 (M:19.0) 1 4 1 K.AEKSSVIIIK.D Dimethyl:2H(4): 3, 10



4187 true 294 1152.5858 1151.5757 1 2.47 226.93 24.5 33.9 (M:33.9) 2 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

4188 true 294 1152.5858 1151.5757 1 2.47 226.93 24.5 33.9 (M:33.9) 2 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

4189 true 294 1152.5858 1151.5757 1 2.47 226.93 24.5 33.9 (M:33.9) 2 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

4190 true 2062 1152.6051 1151.5947 1 2.69 266.56 33 23.9 (M:23.9) 1 1 0 R.DSCYLPPLR.Y

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

4191 false 1606 1152.6197 1151.6197 1 -6.3 441.53 29.83 19.4 (M:19.4) 1 63.63 4 1

K.GAASSKQSSNR.

D Dimethyl:2H(4): 1; Dimethyl: 6

4192 false 1606 1152.6197 1151.6059 1 5.62 370.51 29.83 18.1 (M:18.1) 2 7 0 K.LRPGFMEDR.G Dimethyl:2H(4): 1

4193 true 1606 1152.6197 1151.6237 1 -9.79 422.86 29.83 22.1 (M:22.1) 1 1 1 K.LHPEPKEDR.G Dimethyl:2H(4): 6



4194 false 2209 1152.6283 1151.593 1 24.33 666.02 35.5 15.6 (M:15.6) 1 10 1 R.KMVMETIEK.I Oxidation: 4; Dimethyl: 1

4195 true 2209 1152.6283 1151.6227 1 -1.39 276.31 35.5 54.0 (M:54.0) 1 1 0 K.FADENFILK.H Dimethyl: 1, 9

4196 false 2209 1152.6283 1151.6083 1 11.09 361.36 35.5 20.4 (M:20.4) 1 6 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; Oxidation: 1; 

Dimethyl: 1, 9

4197 false 2209 1152.6283 1151.6451 1 -20.88 215.57 35.5 19.7 (M:19.7) 1 7 1

K.FVYQAKVGGR.

W Dimethyl: 6

4198 true 2610 1152.6615 1151.6601 1 -5.04 292.57 34.33 41.2 (M:41.2) 2 1 0

K.TAVLTAFANGR.

S Dimethyl:2H(4): 1

4199 true 3302 1152.6831 1151.6641 1 10.16 396.78 40.5 38.2 (M:38.2) 3 1 0 R.DIVQFVPFR.Q Dimethyl:2H(4): 1

4200 true 3434 1152.6847 1151.655 1 19.42 43.83 16.6 (M:16.6) 1 1 0 K.VGESILHLEK.D Dimethyl: 10



4201 true 2536 1152.6916 1151.6914 1 -6.14 278.08 39.33 45.1 (M:45.1) 1 1 0 R.VDILDPALLR.S Dimethyl: 1

4202 false 2288 1152.7346 1151.7278 1 -0.4 351.93 33 19.0 (M:19.0) 1 2 0 K.LKPLEVELR.R Dimethyl: 1, 2

4203 true 3005 1152.7561 1151.7406 1 7.14 365.6 37.5 58.7 (M:58.7) 3 1 0 K.VVDLLAPYAK.G Dimethyl:2H(4): 1, 10

4204 true 1512 1153.6309 1152.6251 1 -1.27 420.7 30.17 40.7 (M:40.7) 1 1 0 K.GLDISHLSQR.L Dimethyl: 1

4205 true 762 1153.6342 1152.604 1 19.85 419.3 27.83 41.7 (M:41.7) 1 1 0 R.EPQLAFHQR.I Dimethyl: 1

4206 true 3426 1153.6397 1152.623 1 8.18 484.48 39.83 47.4 (M:47.4) 2 1 0 R.EQGVLSFWR.G Dimethyl:2H(4): 1

4207 true 2614 1153.6404 1152.6593 1 -22.71 77.14 35.17 21.4 (M:21.4) 1 1 0 R.LGIQVSWYR.V Dimethyl:2H(4): 1



4208 true 2495 1153.6408 1152.6213 1 10.59 399.11 35 43.5 (M:43.5) 1 1 0 K.MLLYTEVTR.Y Dimethyl: 1

4209 true 331 1153.641 1152.6325 1 1.07 350.24 21.33 25.0 (M:25.0) 1 1 1 K.ILSYMQARK.G Oxidation: 5; Dimethyl: 1

4210 false 413 1153.6589 1152.6503 1 1.15 399.44 25 16.7 (M:16.7) 1 5 0

R.GDIIGVVGNPG

K.T Dimethyl: 1

4211 true 413 1153.6589 1152.6503 1 1.15 398.05 25 60.2 (M:60.2) 1 1 0 K.TEAPKPELGR.V Dimethyl: 1, 5

4212 false 413 1153.6589 1152.6503 1 1.15 377.59 25 17.2 (M:17.2) 1 50 3 1 K.KTLDPDPAIR.R Dimethyl: 1

4213 true 1932 1153.6988 1152.6867 1 4.19 378.12 32.17 34.5 (M:34.5) 2 1 0 K.LIADVAPSAIR.E Dimethyl: 1

4214 true 3671 1153.7582 1152.7432 1 6.7 408.85 44.5 41.6 (M:41.6) 1 1 0 R.FLILPDMLK.N Dimethyl:2H(4): 1, 9



4215 true 1216 1154.5519 1153.5587 1 -12.2 365.14 28.83 42.4 (M:42.4) 1 1 0 R.MGESDDSILR.L Dimethyl:2H(4): 1

4216 false 1216 1154.5519 1153.5723 1 -23.97 323.03 28.83 15.8 (M:15.8) 1 2 0

R.ATEMMASLLK.

D Oxidation: 4, 5; Dimethyl: 10

4217 false 846 1154.5837 1153.5917 1 -13.23 388.31 26.83 21.1 (M:21.1) 1 2 0 R.VEQDEYALR.S Dimethyl:2H(4): 1

4218 false 2203 1154.5924 1153.5838 1 1.13 327.66 37 19.8 (M:19.8) 1 2 0 R.DNISELMEK.C

Dimethyl:2H(4): 1; Oxidation: 7; 

Dimethyl: 9

4219 true 1584 1154.6002 1153.588 1 4.3 416.72 30.67 39.8 (M:39.8) 1 1 0 K.LHVDPENFR.L Dimethyl: 1

4220 true 2272 1154.6005 1153.6029 1 -8.45 349.76 31.67 59.3 (M:59.3) 1 1 0 K.NQGDFSLSVR.V Dimethyl:2H(4): 1

4221 true 3328 1154.6035 1153.6053 1 -7.82 322.12 38.17 19.8 (M:19.8) 1 1 0 R.NSYLDVMLK.M Oxidation: 7; Dimethyl: 1, 9



4222 true 1417 1154.6137 1153.6244 1 -15.53 330.17 30.17 57.5 (M:57.5) 1 1 0 K.FAVLHGETPR.I Dimethyl: 1

4223 true 103 1154.6226 1153.6142 1 0.96 261.48 22.33 39.3 (M:39.3) 1 1 0

R.QAQLQQAAQH

.- Dimethyl:2H(4): 1

4224 true 1891 1154.6242 1153.6244 1 -6.46 477.06 31.5 48.4 (M:48.4) 1 1 0 K.HPDYAILAAR.I Dimethyl: 1

4225 false 1891 1154.6242 1153.6165 1 0.35 385.73 31.5 15.9 (M:15.9) 1 2 0 K.ILCELVHDK.F Carbamidomethyl: 3; Dimethyl: 1

4226 false 1857 1154.6477 1153.6389 1 1.34 238.69 32.67 15.8 (M:15.8) 1 5 0

R.ATEMMASLLK.

D Dimethyl:2H(4): 1; Dimethyl: 10

4227 true 1857 1154.6477 1153.6281 1 10.66 253 32.67 22.2 (M:22.2) 1 1 0 K.NYITVDELR.R Dimethyl:2H(4): 1

4228 true 643 1154.6847 1153.6757 1 1.5 299.65 25.67 32.4 (M:32.4) 1 1 0 R.LPETVHTAVR.Y Dimethyl:2H(4): 1



4229 true 1862 1155.4479 1154.4516 1 -9.52 262 32.83 41.6 (M:41.6) 1 1 0 M.ADFDPYDDR.A Acetyl: 1

4230 true 909 1155.4797 1154.4818 1 -8.1 265.27 27.33 46.3 (M:46.3) 1 1 0 R.DGYDYDGYR.L Dimethyl:2H(4): 1

4231 true 2493 1155.5767 1154.572 1 -2.24 276.89 32.83 42.4 (M:42.4) 1 1 0 K.NLGLYYDNR.I Dimethyl: 1

4232 false 622 1155.5911 1154.5833 1 0.5 267.71 25.83 18.6 (M:18.6) 1 2 0 K.FQESHPNLR.R Dimethyl: 1

4233 true 3090 1155.5913 1154.5794 1 3.97 385.45 39.17 42.7 (M:42.7) 1 1 0 R.FDTMPFTLR.A Dimethyl: 1

4234 true 671 1155.5926 1154.5866 1 -1.11 444.83 26 23.1 (M:23.1) 1 1 0 R.HMQNSEIIR.K Dimethyl: 1

4235 true 155 1155.6024 1154.587 1 7.08 352.61 23.67 45.2 (M:45.2) 1 1 0 R.TAQEVEQYR.S Dimethyl:2H(4): 1



4236 true 163 1155.6105 1154.596 1 6.28 275.15 23.33 56.2 (M:56.2) 2 1 0 K.YDSTHGHFK.G Dimethyl:2H(4): 1, 9

4237 true 2532 1155.6175 1154.6056 1 4.03 400.78 34 76.9 (M:76.9) 1 1 0

R.MGSGIGFGIER.

M Dimethyl:2H(4): 1

4238 false 2532 1155.6175 1154.587 1 20.15 366.7 34 20.7 (M:20.7) 1 4 1 R.GYQEDKDIR.A Dimethyl:2H(4): 6

4239 true 2375 1155.6246 1154.6196 1 -2.03 480.53 32.83 21.2 (M:21.2) 1 1 0 K.WQNNLLPSR.Q Dimethyl: 1

4240 true 1028 1155.6392 1154.6324 1 -0.4 278.35 28.17 61.8 (M:61.8) 1 1 0 K.FGNDVQHFK.V Dimethyl:2H(4): 1, 9

4241 true 2996 1155.7159 1154.7151 1 -5.59 358.36 38.67 47.9 (M:47.9) 1 1 0 K.AVNLFTDAIK.L Dimethyl:2H(4): 1, 10

4242 true 3684 1155.7375 1154.7191 1 9.62 357.62 41.67 48.0 (M:48.0) 1 1 0 K.TEILPPFFK.H Dimethyl:2H(4): 1, 9



4243 true 2968 1155.7383 1154.7325 1 -1.29 406.24 37.17 30.4 (M:30.4) 1 1 0 R.VGQVLELPLR.I Dimethyl:2H(4): 1

4244 true 3018 1155.739 1154.7325 1 -0.64 349.28 38.67 31.6 (M:31.6) 1 1 0 R.QLVLPELGVR.G Dimethyl:2H(4): 1

4245 true 778 1156.5882 1155.5996 1 -16.16 342.23 26.5 35.7 (M:35.7) 1 1 1 M.GDREQLLQR.A Acetyl: 1

4246 true 295 1156.6097 1155.6008 1 1.37 278.71 24.5 25.3 (M:25.3) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

4247 true 295 1156.6097 1155.6008 1 1.37 278.71 24.5 25.3 (M:25.3) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

4248 true 295 1156.6097 1155.6008 1 1.37 278.71 24.5 25.3 (M:25.3) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

4249 true 1187 1156.6098 1155.6008 1 1.44 339.38 31.67 29.4 (M:29.4) 2 1 0 K.NMLSQVNYR.V Dimethyl:2H(4): 1



4250 true 1937 1156.6653 1155.6298 1 24.38 232.45 32.83 19.8 (M:19.8) 1 1 1

R.LHGGKDSASPR.

Y Dimethyl:2H(4): 5

4251 true 1595 1156.6656 1155.6499 1 7.27 338.45 31 16.4 (M:16.4) 1 1 0 R.VLSTPDLEVR.K Dimethyl: 1

4252 true 2677 1156.7006 1155.6976 1 -3.69 262.02 34.83 40.8 (M:40.8) 1 1 0

K.TLAVSGLGVVG

R.D Dimethyl: 1

4253 true 2523 1156.7028 1155.7165 1 -18.15 300.4 39.33 42.4 (M:42.4) 1 1 0 R.VDILDPALLR.S Dimethyl:2H(4): 1

4254 true 879 1157.5221 1156.5372 1 -19.39 339.26 27 18.2 (M:18.2) 1 1 0 K.MFEDPETTR.Q Dimethyl:2H(4): 1

4255 true 1996 1157.5327 1156.5335 1 -6.98 340.61 30.5 17.9 (M:17.9) 1 1 0 K.CEFAVGYQR.L Carbamidomethyl: 1; Dimethyl: 1

4256 true 923 1157.608 1156.591 1 8.35 490.12 27 27.6 (M:27.6) 1 1 0

R.NVHLMDTSGK.

L Dimethyl: 1, 10



4257 true 4004 1157.6445 1156.6162 1 18.17 283.79 46 15.9 (M:15.9) 1 1 0 K.VDGICPEVIK.V Carbamidomethyl: 5; Dimethyl: 10

4258 true 1479 1157.6522 1156.6502 1 -4.56 454.12 30.17 56.9 (M:56.9) 1 1 0 K.GLDISHLSQR.L Dimethyl:2H(4): 1

4259 true 2496 1157.6565 1156.6464 1 2.46 429.65 35 53.5 (M:53.5) 1 1 0 K.MLLYTEVTR.Y Dimethyl:2H(4): 1

4260 false 1086 1157.6568 1156.6682 1 -16.07 475.7 27.83 16.4 (M:16.4) 1 2 1 K.EYIYKEPK.L Dimethyl:2H(4): 1; Dimethyl: 5, 8

4261 true 1086 1157.6568 1156.6291 1 17.68 449.89 27.83 35.4 (M:35.4) 1 1 0 R.EPQLAFHQR.I Dimethyl:2H(4): 1

4262 true 2574 1157.6619 1156.6703 1 -13.6 447.38 34.33 29.2 (M:29.2) 1 1 0 R.LSLNIDLDAK.V Dimethyl: 1, 10

4263 true 616 1157.6756 1156.658 1 8.96 385.42 27.33 96.0 (M:96.0) 4 1 0

K.ALAAGGYDVEK

.N Dimethyl:2H(4): 1, 11



4264 true 616 1157.6756 1156.658 1 8.96 385.42 27.33 96.0 (M:96.0) 4 1 0

K.ALAAGGYDVEK

.N Dimethyl:2H(4): 1, 11

4265 true 119 1157.6781 1156.6757 1 -4.2 369.47 20.33 53.1 (M:53.1) 2 1 0 K.YLHPPPHLK.T Dimethyl: 1, 9

4266 false 119 1157.6781 1156.6604 1 8.98 422.58 20.33 18.6 (M:18.6) 2 50.17 3 1 K.YGKDVGLHIK.A Dimethyl: 10

4267 false 1119 1157.6841 1156.6816 1 -4.13 298.64 26.83 19.1 (M:19.1) 1 2 1 K.REQEVTVLK.K Dimethyl: 1, 9

4268 false 2882 1157.6968 1156.7067 1 -14.82 359.45 36.83 19.3 (M:19.3) 1 62.72 2 1 K.EKLLQLTEK.R Dimethyl: 1, 9

4269 true 1847 1157.7157 1156.722 1 -11.74 316.36 32.67 51.2 (M:51.2) 3 1 1 K.KVVNPLFEK.R Dimethyl: 1, 1, 9

4270 true 2033 1157.7218 1156.7118 1 2.39 409.57 31.83 33.1 (M:33.1) 1 1 0 K.LIADVAPSAIR.E Dimethyl:2H(4): 1



4271 true 1837 1158.5745 1157.5539 1 11.45 341.42 31 18.6 (M:18.6) 1 1 0 K.DFSHPQMPK.E Oxidation: 7; Dimethyl: 1, 9

4272 false 997 1158.5943 1157.6041 1 -14.67 545.41 27.33 17.1 (M:17.1) 1 4 1 K.SDQSKLEPVR.T

4273 false 997 1158.5943 1157.5789 1 7.04 416.82 27.33 18.6 (M:18.6) 2 2 1

R.QGGRGGAEEN

K.E Dimethyl: 1, 11

4274 true 997 1158.5943 1157.5863 1 0.66 397.79 27.33 57.8 (M:57.8) 3 1 0

R.ALVDGPCSGVR

.R Carbamidomethyl: 7; Dimethyl: 1

4275 false 2550 1158.6234 1157.6339 1 -15.38 341.09 33.83 22.9 (M:22.9) 1 2 0

K.MRPGSGVLAV

R.V Oxidation: 1

4276 true 2153 1158.6248 1157.6193 1 -1.54 439.77 33.33 65.1 (M:65.1) 5 1 0 R.FPGQLNADLR.K Dimethyl: 1

4277 true 2153 1158.6248 1157.6193 1 -1.54 439.77 33.33 65.1 (M:65.1) 5 1 0 R.FPGQLNADLR.K Dimethyl: 1



4278 true 1302 1158.6372 1157.6495 1 -16.9 318.34 30.17 64.2 (M:64.2) 1 1 0 K.FAVLHGETPR.I Dimethyl:2H(4): 1

4279 true 1892 1158.6401 1157.6495 1 -14.41 505.72 31.5 42.0 (M:42.0) 1 1 0 K.HPDYAILAAR.I Dimethyl:2H(4): 1

4280 false 2537 1158.6483 1157.664 1 -19.81 252.18 39.5 18.6 (M:18.6) 1 5 0

R.ATEMMASLLK.

D Dimethyl:2H(4): 1, 10

4281 false 2537 1158.6483 1157.623 1 15.54 429.1 39.5 16.4 (M:16.4) 1 9 1

K.GYGKSSSAADK.

V Dimethyl:2H(4): 4; Dimethyl: 1, 11

4282 false 2067 1158.6499 1157.6544 1 -10.15 362.7 34.83 23.1 (M:23.1) 1 8 1 K.DEEIIIKDK.A Dimethyl: 1, 9

4283 false 2067 1158.6499 1157.6656 1 -19.84 323.64 34.83 24.6 (M:24.6) 1 5 0

R.IASLASGLEGGK

.T Dimethyl: 1, 12

4284 true 1342 1158.6856 1157.6819 1 -3.04 361.8 27.67 26.5 (M:26.5) 1 1 0 K.QSLADLRPAR.E Dimethyl:2H(4): 1



4285 true 2157 1158.7718 1157.7624 1 1.89 339.52 34.17 55.2 (M:55.2) 1 1 0 R.LEILQIHTK.N Dimethyl:2H(4): 1, 9

4286 true 2352 1158.7785 1157.7624 1 7.61 281.52 35.33 49.8 (M:49.8) 1 1 0 K.ELGITALHIK.L Dimethyl:2H(4): 1, 10

4287 true 3412 1158.8467 1157.8239 1 13.4 419.73 43.17 75.0 (M:75.0) 3 1 0 K.LLEPVLLLGK.E Dimethyl:2H(4): 1, 10

4288 true 2390 1159.5905 1158.5971 1 -11.97 290.76 32.83 41.8 (M:41.8) 1 1 0 K.NLGLYYDNR.I Dimethyl:2H(4): 1

4289 true 1737 1159.6021 1158.5881 1 5.87 335.94 31.83 33.7 (M:33.7) 1 1 1

K.ANKAQEDDLK.

W Dimethyl: 10

4290 true 623 1159.6138 1158.6084 1 -1.62 270.81 25.83 26.1 (M:26.1) 1 1 0 K.FQESHPNLR.R Dimethyl:2H(4): 1

4291 true 672 1159.6179 1158.6117 1 -0.95 421.01 26 49.0 (M:49.0) 1 1 0 R.HMQNSEIIR.K Dimethyl:2H(4): 1



4292 true 3091 1159.6186 1158.6045 1 5.85 405.18 39.17 45.1 (M:45.1) 2 1 0 R.FDTMPFTLR.A Dimethyl:2H(4): 1

4293 true 982 1159.652 1158.6431 1 1.42 240.48 26.17 21.7 (M:21.7) 1 1 0 K.VQLVTCQQK.I Carbamidomethyl: 6; Dimethyl: 1, 9

4294 false 3062 1159.6523 1158.6608 1 -13.67 291.63 46 25.5 (M:25.5) 1 3 0 K.LSLSETLLQR.L

4295 true 2347 1159.6531 1158.6496 1 -3.23 353.6 32.83 25.6 (M:25.6) 1 1 0 K.TGSLLLPSDTK.R Dimethyl: 1

4296 false 2347 1159.6531 1158.6447 1 0.96 376.56 32.83 22.5 (M:22.5) 1 2 0 K.WQNNLLPSR.Q Dimethyl:2H(4): 1

4297 false 34 1159.6568 1158.6407 1 7.61 412.64 21.83 22.2 (M:22.2) 1 3 1 R.LERPDRGER.G Dimethyl:2H(4): 1

4298 true 2511 1159.6692 1158.6521 1 8.44 400.14 36.67 25.1 (M:25.1) 1 1 0

R.WTGMIIGPPR.

T Dimethyl:2H(4): 1



4299 false 2965 1159.7307 1158.7023 1 18.22 332.45 38.33 15.7 (M:15.7) 1 4 1 R.RIDISPSALR.K Dimethyl:2H(4): 1

4300 false 2965 1159.7307 1158.7046 1 16.19 550.3 38.33 19.0 (M:19.0) 1 2 1 K.LQSKLVEMK.K Dimethyl: 1, 4, 9

4301 true 1238 1160.561 1159.551 1 2.39 430.7 29.5 48.1 (M:48.1) 3 1 0 R.GYSFTTTAER.E Dimethyl: 1

4302 true 1238 1160.561 1159.551 1 2.39 430.7 29.5 48.1 (M:48.1) 3 1 0 R.GYSFTTTAER.E Dimethyl: 1

4303 true 763 1160.6045 1159.5986 1 -1.15 336.95 26.5 47.6 (M:47.6) 1 1 0 R.LSEGYAIHSR.D Dimethyl: 1

4304 true 504 1160.6065 1159.5986 1 0.55 401.69 25.33 23.2 (M:23.2) 1 1 0 K.VQVYQEPNR.E Dimethyl: 1

4305 true 837 1160.6381 1159.6063 1 21.17 433.37 27.33 17.0 (M:17.0) 1 1 1 R.DGKYDLDFK.S Dimethyl:2H(4): 1; Dimethyl: 9



4306 false 503 1160.6505 1159.6499 1 -5.79 260.51 25.5 16.6 (M:16.6) 1 2 0 R.VLLEQQQDR.A Dimethyl:2H(4): 1

4307 false 2166 1160.6698 1159.6725 1 -8.65 391.73 36 15.6 (M:15.6) 1 8 0 R.ILNFLMHPK.S Dimethyl:2H(4): 9; Oxidation: 6

4308 false 2166 1160.6698 1159.6585 1 3.46 296.58 36 21.8 (M:21.8) 2 3 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 9; Oxidation: 1

4309 false 2166 1160.6698 1159.6875 1 -21.52 430.22 36 22.9 (M:22.9) 1 2 1 R.TRDAFVMLK.N Dimethyl:2H(4): 1, 9; Oxidation: 7

4310 true 2210 1160.677 1159.6729 1 -2.75 311.18 35.5 65.5 (M:65.5) 2 1 0 K.FADENFILK.H Dimethyl:2H(4): 1, 9

4311 true 1596 1160.6897 1159.675 1 6.33 298.02 31.17 26.3 (M:26.3) 1 1 0 R.VLSTPDLEVR.K Dimethyl:2H(4): 1

4312 true 2085 1160.6932 1159.6965 1 -9.11 361 34.33 82.3 (M:82.3) 1 1 0 K.QQLLIGAYAK.A Dimethyl: 1, 10



4313 false 2085 1160.6932 1159.7114 1 -21.98 313.31 34.33 23.5 (M:23.5) 1 80.94 4 1

K.GAKLLQDVEK.

G Dimethyl:2H(4): 10; Dimethyl: 3

4314 false 2085 1160.6932 1159.6601 1 22.24 396.31 34.33 19.2 (M:19.2) 1 7 1 K.AVELNPKYVK.A

4315 false 2946 1160.7185 1159.6875 1 20.42 674.39 36.33 15.7 (M:15.7) 1 2 1 R.RAFLSDMIK.L Dimethyl:2H(4): 1, 9; Oxidation: 7

4316 true 1461 1161.5766 1160.5586 1 9.24 402.08 29.83 33.3 (M:33.3) 1 1 0 K.CEFAVGYQR.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

4317 false 1461 1161.5766 1160.5682 1 1.01 371.38 29.83 20.5 (M:20.5) 1 2 1 K.HRMIEEMK.A Oxidation: 3, 7; Dimethyl: 1, 8

4318 false 2832 1161.5994 1160.6149 1 -19.68 31.24 36.33 16.0 (M:16.0) 1 6 1

K.VSVKSEGGSQR.

D Dimethyl: 1

4319 true 397 1161.6054 1160.6012 1 -2.65 304.84 25 36.9 (M:36.9) 1 1 1 K.MYEEHLKR.M Dimethyl: 1, 7



4320 false 2919 1161.6057 1160.6111 1 -10.93 443.59 37.17 21.0 (M:21.0) 1 5 0 K.EIDMLNNLK.V Oxidation: 4; Dimethyl: 1, 9

4321 false 1536 1161.6136 1160.6077 1 -1.21 348.07 30.83 16.3 (M:16.3) 1 6 0 K.EQFPGLTDVK.I Dimethyl: 10

4322 false 1760 1161.6284 1160.6401 1 -16.3 490.84 31.5 19.1 (M:19.1) 1 9 1

R.LSGKSAQSAEK.

T Dimethyl: 1, 11

4323 true 1041 1161.6951 1160.6703 1 15.08 471.79 28.17 42.0 (M:42.0) 1 1 0 R.LVTDVQEAVR.T Dimethyl:2H(4): 1

4324 false 3672 1161.7021 1160.6879 1 5.97 354.1 44.5 22.8 (M:22.8) 1 3 0 R.FLILPDMLK.N Oxidation: 7; Dimethyl: 1, 9

4325 false 3672 1161.7021 1160.6777 1 14.77 350.43 44.5 20.1 (M:20.1) 1 4 0 R.QQILPEVMK.N

Dimethyl:2H(4): 1; Oxidation: 8; 

Dimethyl: 9

4326 true 414 1161.7073 1160.7005 1 -0.44 393.76 25 41.6 (M:41.6) 1 1 0 K.TEAPKPELGR.V Dimethyl:2H(4): 1, 5



4327 false 3576 1161.7268 1160.7318 1 -10.59 492.46 41.17 29.2 (M:29.2) 1 94.5 2 1 R.TKELQELLK.E Dimethyl:2H(4): 1; Dimethyl: 9

4328 true 3576 1161.7268 1160.7067 1 11.06 484.83 41.17 60.3 (M:60.3) 1 1 0 R.TQGLLSEILR.K Dimethyl:2H(4): 1

4329 true 1936 1161.7304 1160.7256 1 -2.16 429.74 33.33 36.0 (M:36.0) 1 1 0 K.QPALLELEGK.K Dimethyl:2H(4): 1, 10

4330 true 742 1162.5803 1161.5488 1 20.76 426.19 26.83 32.8 (M:32.8) 1 1 0 K.VYDQMPEPR.Y Dimethyl: 1

4331 false 1698 1162.6116 1161.5765 1 23.91 288.85 32.67 18.5 (M:18.5) 1 6 1 R.EVEEDDKSK.S Dimethyl: 1, 7, 9

4332 true 2399 1162.6128 1161.6179 1 -10.66 431.81 39.17 21.6 (M:21.6) 1 1 0 K.EQLQEQDLK.W Dimethyl:2H(4): 9

4333 true 2273 1162.6225 1161.6142 1 0.83 392.9 31.83 77.4 (M:77.4) 1 1 0

R.DAGLQLQAYR.

Y Dimethyl: 1



4334 false 497 1162.6238 1161.6241 1 -6.52 346 27.67 21.8 (M:21.8) 2 3 1 K.STLEQDASKK.E Dimethyl: 9, 10

4335 true 497 1162.6238 1161.6114 1 4.42 405.56 27.67 51.8 (M:51.8) 2 1 0

R.ALVDGPCSGVR

.R

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

4336 false 497 1162.6238 1161.603 1 11.66 339.57 27.67 18.9 (M:18.9) 1 7 0

K.AQAFEADNLK.

G Dimethyl: 1, 10

4337 false 821 1162.625 1161.6292 1 -9.86 435.24 27.33 21.4 (M:21.4) 1 9 0

R.AAESLEGNLAR.

I Dimethyl:2H(4): 1

4338 true 2106 1162.6506 1161.6444 1 -0.95 473.39 33.33 62.8 (M:62.8) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

4339 true 2106 1162.6506 1161.6444 1 -0.95 473.39 33.33 62.8 (M:62.8) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

4340 false 3487 1162.6532 1161.658 1 -10.39 376.17 40.5 19.8 (M:19.8) 1 7 0 K.NFLLIMDIR.F Dimethyl: 1



4341 true 3487 1162.6532 1161.6394 1 5.63 426.86 40.5 39.8 (M:39.8) 1 1 0 R.SPVTFLSDLR.S Dimethyl: 1

4342 true 1152 1162.6546 1161.6394 1 6.8 382.6 28 28.9 (M:28.9) 2 1 0 K.QSADFLAINK.L Dimethyl: 1, 10

4343 true 227 1162.6595 1161.6506 1 1.42 342.78 22.67 31.3 (M:31.3) 2 1 0

R.DKPPPVPSNR.

Q Dimethyl: 1, 2

4344 false 459 1162.667 1161.6655 1 -4.97 423.92 25.17 20.3 (M:20.3) 1 2 0 K.LIANNTTVER.R Dimethyl:2H(4): 1

4345 false 459 1162.667 1161.6394 1 17.53 364.61 25.17 15.9 (M:15.9) 1 4 0

R.VYAENIAGIGK.

C Dimethyl: 11

4346 true 2043 1162.6678 1161.6729 1 -10.65 297.35 31.33 15.3 (M:15.3) 1 1 1 K.IQSEKMNPK.V Dimethyl:2H(4): 1; Dimethyl: 5, 9

4347 true 1682 1162.6706 1161.6394 1 20.61 352.05 36 16.9 (M:16.9) 1 1 0 K.LAEALYIADR.K Dimethyl: 1



4348 false 2039 1162.6719 1161.6907 1 -22.43 400.45 34.67 32.2 (M:32.2) 1 2 0 R.LVTANTIDQK.I Dimethyl:2H(4): 1; Dimethyl: 10

4349 false 2039 1162.6719 1161.6645 1 0.08 337.11 34.67 19.7 (M:19.7) 1 7 0 -.YSEQVIILK.H Acetyl: 1; Dimethyl: 9

4350 false 2039 1162.6719 1161.6907 1 -22.43 349.04 34.67 24.6 (M:24.6) 1 5 0

R.IASLASGLEGGK

.T Dimethyl:2H(4): 1; Dimethyl: 12

4351 true 2934 1162.6943 1161.6842 1 2.49 390.06 39.17 16.5 (M:16.5) 1 1 1

K.MGAKLLQDVR.

Q Dimethyl:2H(4): 4

4352 true 2486 1162.7993 1161.7977 1 -4.87 395.71 35.5 19.7 (M:19.7) 1 1 0 K.YLAIAPPIIK.Q Dimethyl:2H(4): 1, 10

4353 false 2880 1163.6164 1162.6318 1 -19.5 347.9 36.33 17.4 (M:17.4) 1 6 0 K.NIENMLQNK.K Dimethyl:2H(4): 1; Dimethyl: 9

4354 false 2880 1163.6164 1162.5904 1 16.1 390.73 36.33 16.2 (M:16.2) 1 8 0

K.DEQSAVSMLK.

K Dimethyl: 1, 10



4355 false 571 1163.6208 1162.6281 1 -12.55 418.3 24.33 15.1 (M:15.1) 1 3 1 K.FIGEGARMVR.E Dimethyl: 1

4356 true 631 1163.6242 1162.6135 1 2.99 398.97 23 73.8 (M:73.8) 2 1 0

K.FVATGHGQYK.

R Dimethyl: 1, 10

4357 false 631 1163.6242 1162.5982 1 16.1 437.54 23 15.1 (M:15.1) 1 4 1 K.ETSTEKWVR.H Dimethyl: 1

4358 false 3586 1163.6249 1162.6318 1 -12.15 302.6 40.33 23.0 (M:23.0) 1 60.71 2 1

R.DKDGMPLTAR.

V Dimethyl:2H(4): 1; Dimethyl: 2

4359 true 3586 1163.6249 1162.6135 1 3.58 350.02 40.33 49.6 (M:49.6) 1 1 0 K.NGFLLDGFPR.T Dimethyl: 1

4360 false 3586 1163.6249 1162.5904 1 23.45 270.17 40.33 17.7 (M:17.7) 1 7 1 K.EAKMPDTTVK.I Oxidation: 4; Dimethyl: 10

4361 true 1761 1163.6451 1162.6346 1 2.77 423.19 31.5 86.7 (M:86.7) 1 1 0

R.QFVTATDVVR.

G Dimethyl: 1



4362 false 1761 1163.6451 1162.6598 1 -18.85 352.89 31.5 23.3 (M:23.3) 1 3 0

R.GAEFALSTIAK.

H Dimethyl: 1, 11

4363 false 1761 1163.6451 1162.6234 1 12.42 535.02 31.5 22.7 (M:22.7) 1 4 0 M.DEVIVEYIR.R Dimethyl: 1

4364 true 147 1163.6602 1162.6459 1 6.05 310.6 23.33 18.5 (M:18.5) 1 1 0 R.HNKPEVEVR.S Dimethyl: 1, 3

4365 false 3079 1163.6705 1162.6393 1 20.51 297.37 46 20.4 (M:20.4) 1 50 8 1 R.KHVMSHIQR.E Dimethyl: 1

4366 false 2782 1163.6839 1162.6747 1 1.68 339.93 36.33 20.2 (M:20.2) 2 5 0 R.SSLPAVDISSK.R Dimethyl:2H(4): 1; Dimethyl: 11

4367 false 2782 1163.6839 1162.6933 1 -14.33 382.55 36.33 18.6 (M:18.6) 1 10 1 R.CVVEVLKEK.S

Carbamidomethyl: 1; 

Dimethyl:2H(4): 7; Dimethyl: 9

4368 true 2148 1164.5613 1163.5571 1 -2.63 255.99 31 22.5 (M:22.5) 1 1 0

K.LSDGFNGADLR.

N



4369 true 3069 1164.6053 1163.6009 1 -2.48 294.12 36.33 59.2 (M:59.2) 1 1 0 R.NLFNVVDCK.L Carbamidomethyl: 8; Dimethyl: 1, 9

4370 true 1299 1164.6088 1163.5761 1 21.89 440.43 28.67 55.1 (M:55.1) 4 1 0 R.GYSFTTTAER.E Dimethyl:2H(4): 1

4371 true 1299 1164.6088 1163.5761 1 21.89 440.43 28.67 55.1 (M:55.1) 4 1 0 R.GYSFTTTAER.E Dimethyl:2H(4): 1

4372 false 3649 1164.6201 1163.6223 1 -8.15 361.4 41.33 17.0 (M:17.0) 1 50 7 1 R.EKEELEAEK.R Dimethyl:2H(4): 2; Dimethyl: 9

4373 true 509 1164.6307 1163.6237 1 -0.22 323.69 26.5 58.5 (M:58.5) 1 1 0 R.LSEGYAIHSR.D Dimethyl:2H(4): 1

4374 true 479 1164.7088 1163.7026 1 -0.96 316.78 25 52.4 (M:52.4) 4 1 1 R.RLPPQQIEK.N Dimethyl: 1, 9

4375 true 72 1164.7279 1163.7126 1 6.89 369.51 22.33 41.4 (M:41.4) 1 1 0 R.NMKPQPEPK.R Dimethyl:2H(4): 1, 3, 9



4376 true 164 1165.5466 1164.5312 1 6.94 259.4 23.17 31.4 (M:31.4) 1 1 0

R.GYHQAAYDGR.

D Dimethyl: 1

4377 true 1695 1165.5512 1164.542 1 1.66 409.56 31.17 28.9 (M:28.9) 1 1 0 K.FLGMQPCER.S Carbamidomethyl: 7; Dimethyl: 1

4378 true 200 1165.5818 1164.5747 1 -0.13 266.62 24 16.7 (M:16.7) 1 1 0 K.CATITPDEAR.V

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

4379 true 650 1165.6021 1164.5887 1 5.19 309.25 24.67 52.0 (M:52.0) 1 1 0 K.HINDSAPEVR.D Dimethyl: 1

4380 true 1462 1165.6104 1164.5995 1 3.13 384.73 31.5 22.5 (M:22.5) 1 1 1 K.TVKCMIETR.G Carbamidomethyl: 4; Dimethyl: 1

4381 true 407 1165.626 1164.6139 1 4.13 399.9 24.67 27.9 (M:27.9) 1 1 1 R.GELSEQYKR.N Dimethyl: 1, 8

4382 false 1537 1165.6306 1164.6328 1 -8.2 356.52 30.67 15.8 (M:15.8) 1 6 0 K.EQFPGLTDVK.I Dimethyl:2H(4): 10



4383 true 1048 1165.6367 1164.6179 1 9.85 461.43 27.5 26.6 (M:26.6) 1 1 0 K.HTEAVVYYK.K Dimethyl: 1, 9

4384 false 3054 1165.6372 1164.6503 1 -17.43 460.24 39 18.9 (M:18.9) 1 3 1

K.APPPSNSPSKK.

K Dimethyl: 1, 11

4385 false 868 1165.638 1164.6189 1 10.11 552.74 23.67 17.4 (M:17.4) 1 2 1 K.ENLPRDYAR.I Dimethyl:2H(4): 1

4386 true 2002 1165.6606 1164.6553 1 -1.73 361.96 31.17 44.1 (M:44.1) 2 1 0

R.FGVQLQATNR.

E Dimethyl:2H(4): 1

4387 true 121 1165.7254 1164.6979 1 17.4 471.26 20.33 21.4 (M:21.4) 1 1 1

K.AAKARPAPVEK.

Q Dimethyl: 1

4388 false 121 1165.7254 1164.7259 1 -6.64 409.53 20.33 18.0 (M:18.0) 2 4 0 K.YLHPPPHLK.T Dimethyl:2H(4): 1, 9

4389 false 4069 1165.7256 1164.709 1 8.01 417.62 45.83 25.5 (M:25.5) 1 50 2 1 K.QSLKEILMK.R

Dimethyl:2H(4): 1; Oxidation: 8; 

Dimethyl: 9



4390 true 4069 1165.7256 1164.7158 1 2.14 384.41 45.83 41.8 (M:41.8) 1 1 0 R.IAIYELLFK.E Dimethyl: 1, 9

4391 false 2923 1166.5836 1165.6053 1 -24.79 182.61 43.83 15.2 (M:15.2) 1 2 0 R.IMFEVQDLK.Y Oxidation: 2; Dimethyl: 9

4392 true 743 1166.5949 1165.574 1 11.73 421.81 26.83 27.2 (M:27.2) 1 1 0 K.VYDQMPEPR.Y Dimethyl:2H(4): 1

4393 false 811 1166.5997 1165.5852 1 6.17 448.75 26.83 17.4 (M:17.4) 1 5 1

K.RAPQMDWSK.

K Dimethyl:2H(4): 1; Oxidation: 5

4394 true 79 1166.6 1165.5992 1 -5.59 317.21 22 34.8 (M:34.8) 1 1 0 R.IYEHHGQVR.L Dimethyl: 1

4395 true 1723 1166.6072 1165.5914 1 7.36 381.23 29.83 43.5 (M:43.5) 2 1 0 R.YGCLSGVQVR.S Carbamidomethyl: 3; Dimethyl: 1

4396 true 168 1166.6204 1165.6091 1 3.4 441.39 24.5 59.2 (M:59.2) 1 1 0 K.HQVVEEEIR.C Dimethyl: 1



4397 true 995 1166.6248 1165.6383 1 -17.82 389.53 24.5 18.5 (M:18.5) 1 1 1 R.ELPFFSDKK.D Dimethyl: 1, 8

4398 true 373 1166.6265 1165.6182 1 0.92 451.77 21.83 19.2 (M:19.2) 1 1 1 R.REPPPYGYR.K Dimethyl:2H(4): 1

4399 true 2238 1166.6277 1165.6182 1 1.88 353.92 34.67 44.9 (M:44.9) 1 1 0 R.ASAEGLFFHR.S Dimethyl:2H(4): 1

4400 false 2303 1166.6368 1165.6165 1 11.17 475.66 31.83 16.4 (M:16.4) 1 4 1 K.MQLQKFIDK.M Oxidation: 1

4401 false 2303 1166.6368 1165.6241 1 4.7 415.73 31.83 15.3 (M:15.3) 1 7 1 K.NEGSISTDKR.D Dimethyl:2H(4): 1; Dimethyl: 9

4402 true 2303 1166.6368 1165.6393 1 -8.37 385.43 31.83 34.9 (M:34.9) 1 1 0

R.DAGLQLQAYR.

Y Dimethyl:2H(4): 1

4403 true 795 1166.6416 1165.658 1 -20.23 339.62 25.5 18.6 (M:18.6) 1 50 1 1 K.KRPCAAFEK.E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Dimethyl: 9



4404 true 2670 1166.6549 1165.6455 1 1.82 372.35 33.67 56.7 (M:56.7) 2 1 0 K.HGDVLTIIDR.S Dimethyl: 1

4405 false 770 1166.6586 1165.6353 1 13.7 488.59 26.5 23.3 (M:23.3) 1 3 1

R.RSVATADSTAR.

S Dimethyl:2H(4): 1

4406 true 770 1166.6586 1165.6455 1 4.94 490.31 26.5 96.2 (M:96.2) 1 1 0

R.HVGDLGNVTA

K.G Dimethyl: 1, 11

4407 false 770 1166.6586 1165.6608 1 -8.14 472.77 26.5 16.8 (M:16.8) 1 8 1 K.NFFLTNKAR.E Dimethyl: 1, 7

4408 true 1580 1166.6809 1165.6645 1 7.83 531.56 36 29.5 (M:29.5) 1 1 0

K.VAVVAGYGDV

GK.G Dimethyl:2H(4): 1

4409 true 3488 1166.6824 1165.6645 1 9.12 479.23 40.5 43.0 (M:43.0) 2 1 0 R.SPVTFLSDLR.S Dimethyl:2H(4): 1

4410 false 3330 1166.6993 1165.7195 1 -23.56 438.61 41.33 16.3 (M:16.3) 1 10 1 K.VKMLPTFVR.S

Dimethyl:2H(4): 2; Oxidation: 3; 

Dimethyl: 1



4411 true 2135 1167.5773 1166.572 1 -1.7 428.95 32.67 47.2 (M:47.2) 1 1 0

K.ATEGSAFFPGR.

C Dimethyl: 1

4412 true 889 1167.5914 1166.5608 1 20.01 398.17 28.5 40.4 (M:40.4) 1 1 0 R.YYPTEDVPR.K Dimethyl: 1

4413 true 2954 1167.63 1166.6482 1 -21.76 408.9 38.33 40.4 (M:40.4) 1 1 0

K.AIAIMEVAHGK.

D Dimethyl: 11

4414 true 3489 1167.6495 1166.6386 1 3.06 376.47 40.33 36.4 (M:36.4) 1 1 0 K.NGFLLDGFPR.T Dimethyl:2H(4): 1

4415 true 1728 1167.6693 1166.6597 1 1.97 426.65 31.5 70.7 (M:70.7) 1 1 0

R.QFVTATDVVR.

G Dimethyl:2H(4): 1

4416 true 345 1167.7131 1166.7023 1 2.99 228.34 23.33 49.4 (M:49.4) 1 1 0 K.VGNAKPEIQK.V Dimethyl: 1, 5, 10

4417 true 640 1168.6192 1167.5958 1 13.84 395.67 26 43.0 (M:43.0) 1 1 1 R.KEDMTYAVR.K Dimethyl: 1, 1



4418 true 1718 1168.6492 1167.64 1 1.58 398.56 31.83 63.2 (M:63.2) 1 1 0 R.VEVGPHSFIR.Q Dimethyl: 1

4419 false 1111 1168.651 1167.6285 1 13 317.36 28.5 15.5 (M:15.5) 1 4 0 R.SSVSSGTNEIK.R Dimethyl:2H(4): 1; Dimethyl: 11

4420 true 1742 1168.6642 1167.6612 1 -3.63 415.97 30.67 57.2 (M:57.2) 1 1 0

K.VVEGLPLSNGR.

K Dimethyl: 1

4421 false 3182 1168.6857 1167.6662 1 10.44 449.53 38.67 21.3 (M:21.3) 1 4 1

R.LHGGKDAASPR

.Y Dimethyl:2H(4): 1; Dimethyl: 5

4422 true 3137 1168.6896 1167.6951 1 -10.88 392.37 40.17 15.2 (M:15.2) 1 1 1

K.IGTGSKAADEK.

T Dimethyl:2H(4): 1, 6; Dimethyl: 11

4423 true 2086 1168.7289 1167.7467 1 -21.5 304.59 34.33 43.9 (M:43.9) 1 1 0 K.QQLLIGAYAK.A Dimethyl:2H(4): 1, 10

4424 false 2086 1168.7289 1167.705 1 14.23 379.97 34.33 19.5 (M:19.5) 1 2 0

K.QVGVAPMVIA

K.N Dimethyl: 1, 11



4425 true 3058 1168.7374 1167.7016 1 24.44 362.46 39.17 37.4 (M:37.4) 2 1 0 R.FNVIQPGPIK.T Dimethyl: 1, 10

4426 true 2742 1168.7588 1167.7227 1 24.66 390.03 45.83 18.7 (M:18.7) 1 1 1 K.KSNSLTLPPK.H Dimethyl: 1, 1, 10

4427 true 165 1169.5713 1168.5563 1 6.55 302 23.17 39.3 (M:39.3) 1 1 0

R.GYHQAAYDGR.

D Dimethyl:2H(4): 1

4428 true 1463 1169.6286 1168.61 1 9.67 417.82 30.5 39.0 (M:39.0) 1 1 0 R.VMLETPEYR.S Dimethyl:2H(4): 1

4429 true 651 1169.6303 1168.6138 1 7.82 347.52 24.67 23.6 (M:23.6) 1 1 0 K.HINDSAPEVR.D Dimethyl:2H(4): 1

4430 true 1992 1169.6312 1168.6278 1 -3.31 381.58 33.5 15.2 (M:15.2) 1 1 0 K.DVIQGAESYK.N Dimethyl:2H(4): 1; Dimethyl: 10

4431 true 858 1169.6379 1168.6564 1 -22.05 390.3 27.17 20.1 (M:20.1) 1 1 0 R.QVLLEQQQR.E Dimethyl: 1



4432 true 399 1169.6538 1168.6514 1 -4.19 293.8 25 44.6 (M:44.6) 1 1 1 K.MYEEHLKR.M Dimethyl:2H(4): 1, 7

4433 true 2885 1169.6557 1168.6492 1 -0.66 264.73 40.83 19.7 (M:19.7) 1 1 0 R.LPDPFTPNLK.V Dimethyl: 10

4434 true 1121 1169.684 1168.6816 1 -4.11 402.04 26.83 15.8 (M:15.8) 1 1 0

K.QEAGIAGVLQK.

E Dimethyl: 1, 11

4435 true 3674 1169.7542 1168.7381 1 7.55 382.96 44.5 34.7 (M:34.7) 1 1 0 R.FLILPDMLK.N Dimethyl:2H(4): 1, 9; Oxidation: 7

4436 true 673 1169.7872 1168.782 1 -1.78 530.39 26.17 16.1 (M:16.1) 1 1 1 R.EQEVTVLKK.T Dimethyl:2H(4): 1, 8, 9

4437 true 1326 1169.8014 1168.7973 1 -2.69 405.42 28.5 34.8 (M:34.8) 2 1 1 K.KVVNPLFEK.R Dimethyl:2H(4): 1, 1, 9

4438 true 1217 1170.5504 1169.5536 1 -8.94 178.78 28.83 27.8 (M:27.8) 1 1 0 R.MGESDDSILR.L Dimethyl:2H(4): 1; Oxidation: 1



4439 true 1834 1170.5525 1169.5539 1 -7.47 334.96 33.33 59.1 (M:59.1) 1 1 0 R.FFDDLCAVR.N Carbamidomethyl: 6; Dimethyl: 1

4440 true 1029 1170.559 1169.5321 1 16.69 412.54 28.5 41.2 (M:41.2) 2 1 0 K.CQVCAFTTR.V Carbamidomethyl: 1, 4; Dimethyl: 1

4441 true 1597 1170.6178 1169.5968 1 11.72 446.83 31 65.0 (M:65.0) 1 1 0 R.QETEFYLGK.R Dimethyl: 1, 9

4442 false 3034 1170.6205 1169.6404 1 -23.24 237.17 45.67 15.6 (M:15.6) 1 10 0 K.SLLSEVTTHR.Q Dimethyl: 1

4443 false 3034 1170.6205 1169.6041 1 7.85 236.84 45.67 16.3 (M:16.3) 1 9 1 R.GIDDEPVKNR.H Dimethyl: 1

4444 true 80 1170.6213 1169.6243 1 -8.86 298.21 22 24.6 (M:24.6) 1 1 0 R.IYEHHGQVR.L Dimethyl:2H(4): 1

4445 true 1684 1170.6263 1169.6165 1 2.13 425.36 29.83 62.2 (M:62.2) 2 1 0 R.YGCLSGVQVR.S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1



4446 false 506 1170.6405 1169.6088 1 20.9 446.64 26.17 18.7 (M:18.7) 1 2 1

R.RMVNGAGPGG

AR.E Dimethyl: 1

4447 true 506 1170.6405 1169.6557 1 -19.19 409.65 26.17 20.9 (M:20.9) 1 1 0 R.AIYHALEVAR.S Dimethyl: 1

4448 true 300 1170.6429 1169.6342 1 1.19 451.68 24.5 59.0 (M:59.0) 1 1 0 K.HQVVEEEIR.C Dimethyl:2H(4): 1

4449 true 2671 1170.6803 1169.6706 1 2.08 403.52 33.67 53.1 (M:53.1) 1 1 0 K.HGDVLTIIDR.S Dimethyl:2H(4): 1

4450 true 870 1170.6963 1169.7008 1 -10.11 480.44 24.67 24.6 (M:24.6) 1 1 0

R.DKPPPVPSNR.

Q Dimethyl:2H(4): 1, 2

4451 true 606 1171.6002 1170.5815 1 9.75 418.42 25.67 64.5 (M:64.5) 1 1 0

K.LLCGGNPAADR

.G Carbamidomethyl: 3; Dimethyl: 1

4452 false 606 1171.6002 1170.6105 1 -14.99 426.8 25.67 18.7 (M:18.7) 1 6 1 R.AAEQERALQR.L



4453 true 1330 1171.6014 1170.5971 1 -2.54 308.21 29.67 20.1 (M:20.1) 1 1 0 R.YEFSSHITR.G Dimethyl:2H(4): 1

4454 true 408 1171.6075 1170.5943 1 5.03 415.02 24.67 15.9 (M:15.9) 1 1 0 K.NHLGSYECK.L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 9

4455 true 2136 1171.6104 1170.5971 1 5.15 398.42 32.67 37.9 (M:37.9) 2 1 0

K.ATEGSAFFPGR.

C Dimethyl:2H(4): 1

4456 false 144 1171.6422 1170.6245 1 8.92 104.75 23.33 23.6 (M:23.6) 1 3 1

K.ATLPDADKER.

Q Dimethyl: 1, 8

4457 false 144 1171.6422 1170.6357 1 -0.66 151.45 23.33 15.1 (M:15.1) 1 8 1 K.RSSLHVSTEK.Q Dimethyl: 10

4458 false 1977 1171.6675 1170.6761 1 -13.52 161.21 34 37.0 (M:37.0) 1 2 0 K.FSPAGPVLSIR.V Dimethyl: 1

4459 true 572 1171.6695 1170.6637 1 -1.29 80.39 24.33 84.3 (M:84.3) 2 1 0

K.FVATGHGQYK.

R Dimethyl:2H(4): 1, 10



4460 true 2783 1171.6702 1170.6583 1 3.89 99.33 38.33 58.5 (M:58.5) 5 1 0

K.LAVNMVPFPR.

L Dimethyl: 1

4461 true 2783 1171.6702 1170.6583 1 3.89 99.33 38.33 58.5 (M:58.5) 5 1 0

K.LAVNMVPFPR.

L Dimethyl: 1

4462 false 2007 1171.6756 1170.6543 1 11.94 123.13 35.5 15.9 (M:15.9) 1 3 1 R.LNKCGVISPR.F Carbamidomethyl: 4; Dimethyl: 1

4463 false 674 1171.7035 1170.6972 1 -0.84 106.67 27.33 17.2 (M:17.2) 1 2 1 K.LEREISQLK.K Dimethyl: 1, 9

4464 true 3297 1171.7041 1170.6882 1 7.4 183.85 40.5 16.2 (M:16.2) 1 1 1 K.LSKMGESSLR.N Dimethyl:2H(4): 1, 3

4465 true 148 1171.7048 1170.6961 1 1.2 115.92 23.33 46.8 (M:46.8) 1 1 0 R.HNKPEVEVR.S Dimethyl:2H(4): 1, 3

4466 false 148 1171.7048 1170.6795 1 15.38 167.61 23.33 15.5 (M:15.5) 1 3 0 K.AGCNVLLIQK.S Carbamidomethyl: 3; Dimethyl: 1, 10



4467 true 1030 1172.606 1171.5947 1 3.4 82.35 29.33 41.3 (M:41.3) 2 1 0 R.MFTTYPQTK.T Dimethyl: 1, 9

4468 true 1891 1172.623 1171.6175 1 -1.52 89.32 33 41.1 (M:41.1) 1 1 0 K.QYIEFVADR.L Dimethyl:2H(4): 1

4469 true 1891 1172.623 1171.6175 1 -1.52 89.32 33 41.1 (M:41.1) 1 1 0 K.QYIEFVADR.L Dimethyl:2H(4): 1

4470 true 2043 1172.6295 1171.6172 1 4.25 112.57 33.33 57.0 (M:57.0) 1 1 0 R.VVHIMDFQR.G Dimethyl: 1

4471 true 682 1172.636 1171.635 1 -5.31 137.85 26.33 32.8 (M:32.8) 1 1 1 K.RHLTGEFEK.K Dimethyl: 1, 9

4472 true 1256 1172.6377 1171.6271 1 2.88 74.53 28 62.1 (M:62.1) 1 1 0 K.LKPDVEMER.V Dimethyl: 1, 2

4473 false 1256 1172.6377 1171.6318 1 -1.14 95.2 28 18.1 (M:18.1) 1 3 1 K.LRMIVMGHR.R Oxidation: 3, 6; Dimethyl: 1



4474 true 1339 1172.6528 1171.6288 1 14.31 91.36 28.83 19.7 (M:19.7) 1 1 0 K.IPVFDAGHER.R Dimethyl:2H(4): 1

4475 true 3070 1172.6563 1171.6511 1 -1.75 94.22 36.33 35.8 (M:35.8) 1 1 0 R.NLFNVVDCK.L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 9

4476 true 2685 1172.6595 1171.6812 1 -24.76 116.36 35.67 36.2 (M:36.2) 1 88.85 1 1 K.SLAEELNKLK.A Dimethyl: 10

4477 true 600 1172.6719 1171.6601 1 3.85 118.89 25.83 67.7 (M:67.7) 1 1 1 R.HLTGEFEKK.Y Dimethyl: 1, 8, 9

4478 true 1767 1172.6744 1171.6651 1 1.72 92.03 31.83 69.5 (M:69.5) 1 1 0 R.VEVGPHSFIR.Q Dimethyl:2H(4): 1

4479 true 1743 1172.6889 1171.6863 1 -3.95 102.58 30.67 67.6 (M:67.6) 1 1 0

K.VVEGLPLSNGR.

K Dimethyl:2H(4): 1

4480 true 510 1172.7257 1171.7165 1 1.65 102.92 25.17 32.5 (M:32.5) 1 1 0

K.LAQAEAAGLHK

.V Dimethyl:2H(4): 1, 11



4481 true 444 1172.7621 1171.7529 1 1.67 121.67 22.33 52.7 (M:52.7) 3 1 1 R.RLPPQQIEK.N Dimethyl:2H(4): 1, 9

4482 true 813 1173.5326 1172.5434 1 -15.41 62.86 26.67 20.5 (M:20.5) 1 1 0 R.DMISDNQYR.L Dimethyl:2H(4): 1

4483 true 137 1173.57 1172.5574 1 4.48 88.88 23 58.0 (M:58.0) 1 1 0

K.GHSPTEAAYGR

.D Dimethyl: 1

4484 true 1074 1173.5982 1172.6037 1 -10.88 120.13 28 21.3 (M:21.3) 1 1 0 R.VLELNASDER.G Dimethyl: 1

4485 false 2397 1173.6513 1172.6401 1 3.38 177.21 34 15.2 (M:15.2) 1 4 1 K.SGVNKQVEEK.S Dimethyl: 5, 10

4486 true 2207 1173.6544 1172.6554 1 -7.05 210.77 33 55.2 (M:55.2) 2 1 0 K.VFASLPQVER.G Dimethyl: 1

4487 true 3426 1173.6638 1172.6297 1 22.86 127.9 40.5 19.5 (M:19.5) 1 1 1

-

.MEPAKMASPK.S Dimethyl: 1, 5, 10



4488 false 1458 1173.6654 1172.6628 1 -3.94 102.6 30.17 17.0 (M:17.0) 1 2 0

K.AEVLWLMGAK.

S Dimethyl: 1, 10

4489 true 1005 1173.6775 1172.6681 1 1.78 147.08 27.5 30.1 (M:30.1) 1 1 0 K.HTEAVVYYK.K Dimethyl:2H(4): 1, 9

4490 true 409 1173.6776 1172.6641 1 5.29 131.09 24.67 23.7 (M:23.7) 1 1 1 R.GELSEQYKR.N Dimethyl:2H(4): 1, 8

4491 false 2500 1173.6887 1172.6666 1 12.61 352.9 39 15.4 (M:15.4) 1 2 1

R.GRGGAGFPTGL

K.W Dimethyl: 1, 12

4492 true 229 1173.7421 1172.7281 1 5.68 71.06 22.67 31.1 (M:31.1) 2 1 1 K.IIQEPPHKK.G Dimethyl: 1, 8, 9

4493 true 1083 1174.5801 1173.5778 1 -4.3 65.82 26.17 54.1 (M:54.1) 1 1 0 K.HFTEDIQTR.Q Dimethyl: 1

4494 true 1962 1174.5881 1173.579 1 1.52 98.04 33.5 33.7 (M:33.7) 1 1 0 R.FFDDLCAVR.N

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1



4495 true 687 1174.5901 1173.5573 1 21.81 130.36 28.67 39.3 (M:39.3) 1 1 0 K.CQVCAFTTR.V

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1

4496 true 1513 1174.617 1173.6142 1 -3.86 123.6 30.17 45.1 (M:45.1) 1 1 0 K.GHTDTIYALR.F Dimethyl: 1

4497 false 1237 1174.6901 1173.706 1 -19.65 101.01 28.33 17.1 (M:17.1) 1 2 0 R.LLDYVPIGPR.F Dimethyl:2H(4): 1

4498 true 771 1174.7108 1173.6957 1 6.62 149.41 26.5 62.5 (M:62.5) 1 1 0

R.HVGDLGNVTA

K.G Dimethyl:2H(4): 1, 11

4499 true 2612 1174.794 1173.7937 1 -5.87 140.64 34.33 15.5 (M:15.5) 1 1 1 K.IDKILIGNPK.R Dimethyl:2H(4): 3, 10

4500 true 2003 1175.5259 1174.523 1 -3.7 154.68 31.17 56.6 (M:56.6) 2 1 0

K.YGCGYFGAPR.

R Carbamidomethyl: 3; Dimethyl: 1

4501 true 743 1175.5433 1174.5553 1 -16.41 89.9 26.5 26.3 (M:26.3) 1 1 0 K.YAMENHNLR.E Dimethyl: 1



4502 true 2431 1175.5712 1174.5636 1 0.26 210.35 32.33 23.9 (M:23.9) 1 1 0

R.LGPGMSDMCK

.S

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 10; Oxidation: 8

4503 true 683 1175.58 1174.5771 1 -3.73 97.41 26.33 28.8 (M:28.8) 1 1 0 K.GHEFYNPQK.K Dimethyl: 1, 9

4504 true 98 1175.5977 1174.5843 1 5.17 91.2 23.33 41.4 (M:41.4) 1 1 0

M.GDVHEAPRPR.

I Acetyl: 1

4505 false 702 1175.6022 1174.583 1 10.12 139.4 26.5 15.7 (M:15.7) 1 6 0

K.EGNEAVTASNK

.T Dimethyl: 1, 11

4506 true 702 1175.6022 1174.6194 1 -20.83 164.75 26.5 23.2 (M:23.2) 1 60.22 1 1

R.VTAEDKGTGNK

.N Dimethyl: 1, 6

4507 true 2157 1175.6293 1174.6346 1 -10.7 96.08 35 39.3 (M:39.3) 1 1 0 R.EQLAIAEFAR.S Dimethyl: 1

4508 true 641 1175.6335 1174.6066 1 16.69 116.85 25.67 34.1 (M:34.1) 1 1 0

K.LLCGGNPAADR

.G

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1



4509 true 3127 1175.6561 1174.6536 1 -4.04 100.69 40.67 37.3 (M:37.3) 1 1 0 R.FGQFTSTSLK.Q Dimethyl:2H(4): 1; Dimethyl: 10

4510 true 1524 1175.6792 1174.676 1 -3.53 46.83 28.5 26.1 (M:26.1) 1 1 0

R.FATHAAALSVR.

N Dimethyl:2H(4): 1

4511 true 3153 1175.6882 1174.6834 1 -2.18 67.36 38.33 60.1 (M:60.1) 4 1 0

K.LAVNMVPFPR.

L Dimethyl:2H(4): 1

4512 true 3153 1175.6882 1174.6834 1 -2.18 67.36 38.33 60.1 (M:60.1) 4 1 0

K.LAVNMVPFPR.

L Dimethyl:2H(4): 1

4513 false 1948 1175.6894 1174.7012 1 -16.21 80.6 34 25.9 (M:25.9) 1 4 0 K.FSPAGPVLSIR.V Dimethyl:2H(4): 1

4514 false 1948 1175.6894 1174.7111 1 -24.63 148.52 34 19.8 (M:19.8) 1 8 0 K.ISLLENDALK.N Dimethyl:2H(4): 1; Dimethyl: 10

4515 false 1948 1175.6894 1174.7111 1 -24.63 31.62 34 21.1 (M:21.1) 1 6 1 K.QEIIAEKEK.T Dimethyl:2H(4): 1; Dimethyl: 7, 9



4516 true 929 1175.6993 1174.6859 1 5.19 108.12 28.67 18.9 (M:18.9) 1 1 0 R.SDLNQNLALK.R Dimethyl:2H(4): 1; Dimethyl: 10

4517 true 1006 1175.7052 1174.6962 1 1.48 126.41 27.5 45.9 (M:45.9) 1 1 1 R.LIQGEKFEK.R Dimethyl: 1, 6, 9

4518 true 359 1176.5684 1175.5605 1 0.58 105.24 25 16.1 (M:16.1) 1 1 0

K.NLTQEEMQR.

M Dimethyl: 1

4519 true 1741 1176.5889 1175.5798 1 1.6 98.62 31.5 37.9 (M:37.9) 1 1 0 K.LWCTFHEK.S Carbamidomethyl: 3; Dimethyl: 1, 8

4520 false 746 1176.6255 1175.6186 1 -0.35 108.69 26.67 18.5 (M:18.5) 1 2 1 K.YKDDPVDLR.L Dimethyl: 1, 2

4521 true 1928 1176.6462 1175.6423 1 -2.85 71.78 33.33 74.0 (M:74.0) 2 1 0 R.VVHIMDFQR.G Dimethyl:2H(4): 1

4522 true 2810 1176.6562 1175.6373 1 9.91 87 37.17 34.6 (M:34.6) 1 1 0 K.YIPDICVIR.A Carbamidomethyl: 6; Dimethyl: 1



4523 true 3137 1176.6609 1175.6373 1 13.88 89.95 38.17 26.8 (M:26.8) 1 1 0 R.VFLSGMPELR.L Dimethyl: 1

4524 true 2369 1176.6629 1175.655 1 0.49 61.57 38.67 20.2 (M:20.2) 1 1 0 K.SVLIGEFIDR.V Dimethyl: 1

4525 true 1052 1176.6629 1175.655 1 0.52 61.92 26.67 76.8 (M:76.8) 3 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10

4526 true 2192 1176.6711 1175.6737 1 -8.32 80.03 35 48.2 (M:48.2) 3 1 0

K.FLMANGQLVK.

M Dimethyl: 1, 10

4527 true 211 1176.6789 1175.6448 1 22.8 160.41 24.33 19.6 (M:19.6) 1 1 0

R.AAAASEELLGG

R.M Dimethyl:2H(4): 1

4528 true 444 1177.5977 1176.5961 1 -4.81 106.81 25 17.4 (M:17.4) 1 1 1 K.MYEEHLKR.M Oxidation: 1; Dimethyl: 1, 7

4529 true 123 1177.6135 1176.5825 1 20.13 52.13 23 49.4 (M:49.4) 1 1 0

K.GHSPTEAAYGR

.D Dimethyl:2H(4): 1



4530 true 1920 1177.6158 1176.6139 1 -4.59 85.36 33 37.4 (M:37.4) 1 1 0 R.FDAGELITQR.E Dimethyl: 1

4531 false 1920 1177.6158 1176.6251 1 -14.13 58.38 33 15.9 (M:15.9) 1 2 0 K.FNASQLITQR.A

4532 true 301 1177.6187 1176.6139 1 -2.13 118.5 26.17 52.9 (M:52.9) 1 1 1 R.QLFEADKDR.F Dimethyl: 1, 7

4533 false 301 1177.6187 1176.5874 1 20.36 64.29 26.17 17.1 (M:17.1) 1 5 0 R.TTLEEDQTIK.H

4534 false 301 1177.6187 1176.6401 1 -24.35 153.39 26.17 15.9 (M:15.9) 1 8 1 K.NASRKPSEEK.H Dimethyl:2H(4): 5

4535 false 2248 1177.6286 1176.639 1 -15.05 161.47 35.83 15.7 (M:15.7) 1 4 0 K.TIDYNPSVIK.Y Dimethyl: 10

4536 false 2248 1177.6286 1176.6251 1 -3.23 83.74 35.83 15.5 (M:15.5) 1 6 1 R.EYKNGNQLR.E Dimethyl: 1, 3



4537 true 300 1177.6336 1176.6503 1 -20.31 120.58 24.67 18.8 (M:18.8) 1 1 0

R.ELEVQHPAAK.

M Dimethyl: 1, 10

4538 true 1737 1177.6811 1176.6991 1 -21.42 53.13 37.17 17.6 (M:17.6) 1 1 1 R.RMLPLVWSK.E Dimethyl:2H(4): 1; Oxidation: 2

4539 true 2291 1177.6834 1176.6805 1 -3.67 139.13 32.83 47.2 (M:47.2) 2 1 0 K.VFASLPQVER.G Dimethyl:2H(4): 1

4540 true 752 1178.5558 1177.5615 1 -11 93.76 27 33.0 (M:33.0) 1 1 0 K.EAESSPFVER.L Dimethyl: 1

4541 true 1518 1178.5865 1177.5914 1 -10.3 152.62 31 72.5 (M:72.5) 4 1 0 K.CPFTGNVSIR.G Carbamidomethyl: 1; Dimethyl: 1

4542 true 1084 1178.6054 1177.6029 1 -4.1 45.33 26.17 55.6 (M:55.6) 1 1 0 K.HFTEDIQTR.Q Dimethyl:2H(4): 1

4543 true 184 1178.6057 1177.6165 1 -15.39 161.79 24.17 40.2 (M:40.2) 1 1 1 K.CFAETPNKK.N

Carbamidomethyl: 1; Dimethyl: 1, 8, 

9



4544 true 2040 1178.6238 1177.6132 1 2.83 151.16 34.67 60.8 (M:60.8) 1 1 0 K.FAEAFEAIPR.A Dimethyl: 1

4545 true 1650 1178.6332 1177.6278 1 -1.53 86 31.5 59.2 (M:59.2) 2 1 0 R.LSPHMPEALR.C Dimethyl: 1

4546 true 937 1178.6556 1177.6641 1 -13.4 86.72 26 27.2 (M:27.2) 1 1 0

K.QMQVLHPAAK.

M Dimethyl: 1, 10

4547 true 2466 1178.6813 1177.6834 1 -7.96 136.65 34.33 70.0 (M:70.0) 1 1 0 K.AFIEGSSYLK.G Dimethyl:2H(4): 1, 10

4548 true 1375 1178.7075 1177.6931 1 6.02 55.08 27.83 15.4 (M:15.4) 1 1 0

R.VLIAAHGNSLR.

G Dimethyl: 1

4549 true 1430 1179.554 1178.5481 1 -1.18 126.7 29.33 91.5 (M:91.5) 3 1 0

K.YGCGYFGAPR.

R

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

4550 true 332 1179.6067 1178.6217 1 -18.89 209.52 25 20.5 (M:20.5) 1 1 1 R.LIMAESEKSK.K Oxidation: 3; Dimethyl: 10



4551 true 984 1179.6219 1178.6118 1 2.43 71.97 26.33 77.4 (M:77.4) 2 1 0

K.IGVAAQNCYK.

V Carbamidomethyl: 8; Dimethyl: 1, 10

4552 true 548 1179.6243 1178.6156 1 1.21 92.02 25.17 37.2 (M:37.2) 2 1 0

K.EAHNGNLQLR.

N Dimethyl: 1

4553 true 2158 1179.6523 1178.6597 1 -12.43 100.76 34.83 37.6 (M:37.6) 1 1 0 R.EQLAIAEFAR.S Dimethyl:2H(4): 1

4554 false 146 1179.7073 1178.6883 1 9.98 141.99 23.33 16.3 (M:16.3) 1 2 1 K.IKSVSVMDPK.Q

Dimethyl:2H(4): 2; Oxidation: 7; 

Dimethyl: 10

4555 true 146 1179.7073 1178.6747 1 21.5 81.13 23.33 21.1 (M:21.1) 1 1 1

K.ATLPDADKER.

Q Dimethyl:2H(4): 1, 8

4556 true 3542 1179.7337 1178.7337 1 -6.2 73.81 41.83 53.5 (M:53.5) 2 1 0

K.MPILGLGTWK.

S Dimethyl:2H(4): 1, 10

4557 true 3542 1179.7337 1178.7337 1 -6.2 73.81 41.83 53.5 (M:53.5) 2 1 0

K.MPILGLGTWK.

S Dimethyl:2H(4): 1, 10



4558 false 1536 1180.6138 1179.5958 1 9.05 108.64 30.67 23.5 (M:23.5) 1 2 0 K.YIQEAEMLR.S Dimethyl: 1

4559 true 385 1180.6189 1179.5856 1 22.05 132.98 25 17.9 (M:17.9) 1 1 0

K.NLTQEEMQR.

M Dimethyl:2H(4): 1

4560 true 1085 1180.6288 1179.636 1 -12.28 95.05 26.17 17.0 (M:17.0) 1 1 1

R.LHGGKDSASPR.

Y Dimethyl: 1, 5

4561 true 507 1180.6302 1179.6186 1 3.65 133.53 25.83 43.7 (M:43.7) 3 1 0

R.GTPQQIDYAR.

Q Dimethyl:2H(4): 1

4562 false 2107 1180.6323 1179.6209 1 3.45 181.49 32.17 16.1 (M:16.1) 1 2 0 K.FPLTTESAMK.K Dimethyl: 1, 10

4563 true 3283 1180.6507 1179.6288 1 12.39 139.73 40.33 50.4 (M:50.4) 1 1 0 R.APSYLEIFGR.T Dimethyl: 1

4564 true 1744 1180.6631 1179.6612 1 -4.55 127.74 30.5 44.4 (M:44.4) 1 1 0 R.ALEATIEHIR.Q Dimethyl: 1



4565 true 2811 1180.6752 1179.6624 1 4.7 107.6 37.17 39.8 (M:39.8) 1 1 0 K.YIPDICVIR.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

4566 true 3138 1180.6806 1179.6624 1 9.27 108.58 38.17 29.0 (M:29.0) 1 1 0 R.VFLSGMPELR.L Dimethyl:2H(4): 1

4567 true 1031 1180.681 1179.6885 1 -12.58 114.4 28.5 32.1 (M:32.1) 2 1 0 K.NICQQVNIK.S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 9

4568 true 2370 1180.6837 1179.6801 1 -3.16 54.71 38.67 23.9 (M:23.9) 1 1 0 K.SVLIGEFIDR.V Dimethyl:2H(4): 1

4569 true 1404 1180.6841 1179.6773 1 -0.44 58.63 28 65.9 (M:65.9) 1 1 0 K.LKPDVEMER.V Dimethyl:2H(4): 1, 2

4570 true 45 1180.7124 1179.7165 1 -9.61 119.06 22.33 15.1 (M:15.1) 1 1 1

M.PEPAKSAPAPK

.K Dimethyl:2H(4): 1; Dimethyl: 5, 11

4571 true 2174 1180.713 1179.7016 1 3.51 90.64 34.17 51.0 (M:51.0) 1 1 0 K.ELLQHPFLK.L Dimethyl: 1, 9



4572 true 2365 1181.5904 1180.5733 1 8.34 189.68 34.33 47.5 (M:47.5) 1 1 0 K.MDQAIIFCR.T Carbamidomethyl: 8; Dimethyl: 1

4573 true 1365 1181.6371 1180.6353 1 -4.59 93.86 29.5 35.7 (M:35.7) 1 1 0 K.THIDVIHYR.K Dimethyl: 1

4574 true 1921 1181.6419 1180.639 1 -3.67 50.68 33 30.8 (M:30.8) 1 1 0 R.FDAGELITQR.E Dimethyl:2H(4): 1

4575 true 881 1182.5807 1181.5866 1 -11.19 50.4 27 26.8 (M:26.8) 1 1 0 K.EAESSPFVER.L Dimethyl:2H(4): 1

4576 true 1428 1182.6073 1181.6002 1 -0.19 96.56 30.33 26.9 (M:26.9) 1 1 0 R.AMVIDYTGEK.S Dimethyl: 1, 10

4577 true 1519 1182.6116 1181.6165 1 -10.27 84.82 31 70.0 (M:70.0) 4 1 0 K.CPFTGNVSIR.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

4578 true 57 1182.6124 1181.5942 1 9.24 127.69 22.33 55.4 (M:55.4) 1 1 0 R.VLHNYHDTR.I Dimethyl: 1



4579 true 2041 1182.6479 1181.6383 1 2 79.33 34.67 52.3 (M:52.3) 1 1 0 K.FAEAFEAIPR.A Dimethyl:2H(4): 1

4580 true 1739 1182.6565 1181.6529 1 -3.12 25.21 31.5 71.3 (M:71.3) 1 1 0 R.LSPHMPEALR.C Dimethyl:2H(4): 1

4581 false 3675 1182.67 1181.6557 1 5.95 107.95 40.5 15.5 (M:15.5) 1 5 0 R.HLYVLAADPR.L Dimethyl: 1

4582 true 2264 1182.6764 1181.6591 1 8.5 76.73 34.5 26.1 (M:26.1) 1 1 0 R.SLHDAIMIVR.R Dimethyl: 1

4583 true 664 1182.6865 1181.6797 1 -0.37 124.03 27.67 33.5 (M:33.5) 1 1 0 K.GLPEGFHHPK.I Dimethyl:2H(4): 1, 10

4584 false 2803 1182.6989 1181.7132 1 -18.21 91.4 37.17 18.7 (M:18.7) 1 4 1 K.LKEIVSQIPR.L

4585 false 2997 1182.7002 1181.7042 1 -9.54 141.62 37.67 20.8 (M:20.8) 1 2 1 K.IGLNSKMPSR.F Dimethyl:2H(4): 1, 6; Oxidation: 7



4586 true 2997 1182.7002 1181.6842 1 7.35 157.86 37.67 60.4 (M:60.4) 2 1 0 R.IVIPMESPIR.V Dimethyl: 1

4587 true 2033 1182.7429 1181.7182 1 14.68 73.14 32.83 15.2 (M:15.2) 1 1 0

R.VLIAAHGNSLR.

G Dimethyl:2H(4): 1

4588 true 1499 1183.6195 1182.6033 1 7.54 122.14 30.5 46.6 (M:46.6) 1 1 0 K.IEEDFPHIR.S Dimethyl: 1

4589 true 1981 1183.62 1182.6033 1 7.95 122.11 31.83 20.8 (M:20.8) 1 1 0 R.VFNYNTLER.V Dimethyl: 1

4590 true 913 1183.6358 1182.6357 1 -6.08 90.59 26.83 23.2 (M:23.2) 1 1 0

K.ANASPELQAVR

.M Dimethyl: 1

4591 true 512 1183.6448 1182.6407 1 -2.72 97.57 25.17 58.0 (M:58.0) 1 1 0

K.EAHNGNLQLR.

N Dimethyl:2H(4): 1

4592 false 3025 1183.6766 1182.6496 1 16.67 121.25 37.5 15.7 (M:15.7) 1 2 0 R.KPEEDISPIK.T Dimethyl: 10



4593 false 2487 1183.6938 1182.6972 1 -9.01 112.14 33.83 15.6 (M:15.6) 1 3 0 R.QEVVDLLLAR.G Dimethyl: 1

4594 true 2487 1183.6938 1182.6972 1 -9.01 84.16 33.83 53.4 (M:53.4) 1 1 0 K.TVTEIAGVIPR.E Dimethyl: 1

4595 true 2293 1183.6953 1182.6811 1 5.82 144.58 35 24.1 (M:24.1) 2 1 0 K.AHLQELWVR.E Dimethyl:2H(4): 1

4596 true 3234 1183.7024 1182.6795 1 13.23 86.13 39.83 25.8 (M:25.8) 2 1 0 R.ALCPELLLAR.V Carbamidomethyl: 3; Dimethyl: 1

4597 true 1290 1183.8071 1182.794 1 4.89 123.86 28.17 27.4 (M:27.4) 1 1 0 K.DKPLPPLLAR.V Dimethyl:2H(4): 1, 2

4598 true 753 1184.5027 1183.5163 1 -17.6 72.81 26.33 29.3 (M:29.3) 1 1 0 R.YDDMASCMK.S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 9

4599 true 1546 1184.5816 1183.5696 1 4.01 136.66 29.67 22.0 (M:22.0) 1 1 0 R.EPVVAYYCR.L Carbamidomethyl: 8; Dimethyl: 1



4600 false 1296 1184.5998 1183.613 1 -17.29 181.75 29.33 15.8 (M:15.8) 1 2 0

K.MVAEAMAELK.

A

Dimethyl:2H(4): 1; Oxidation: 1, 6; 

Dimethyl: 10

4601 true 1719 1184.638 1183.63 1 0.61 77.46 31.5 28.0 (M:28.0) 1 1 0 K.LWCTFHEK.S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 8

4602 true 1941 1184.6428 1183.635 1 0.47 173.23 32.5 44.1 (M:44.1) 1 1 0 R.HITIFSPEGR.L Dimethyl: 1

4603 true 814 1184.647 1183.6132 1 22.38 182.98 26.67 16.1 (M:16.1) 1 1 1 K.RHQCSIDLK.K Carbamidomethyl: 4; Dimethyl: 9

4604 false 814 1184.647 1183.6197 1 16.87 116.02 26.67 15.2 (M:15.2) 1 4 0

R.QPDTEAVLAGR

.S Dimethyl: 1

4605 true 508 1184.6572 1183.6237 1 22.16 157.97 26.5 39.2 (M:39.2) 1 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3

4606 true 508 1184.6572 1183.6237 1 22.16 157.97 26.5 39.2 (M:39.2) 1 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3



4607 false 508 1184.6572 1183.6237 1 22.16 171.56 26.5 17.4 (M:17.4) 1 2 0 K.IYHPNIDEK.G Dimethyl: 1, 9

4608 true 933 1184.6675 1183.6611 1 -0.76 54.2 27.5 77.3 (M:77.3) 1 1 0

K.QLGDHVTNLR.

K Dimethyl:2H(4): 1

4609 false 933 1184.6675 1183.6685 1 -7 101.72 27.5 16.1 (M:16.1) 1 50 4 1 K.GKITFCTGIR.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 2

4610 true 747 1184.6729 1183.6689 1 -2.77 115.01 26.67 18.6 (M:18.6) 1 1 1 K.YKDDPVDLR.L Dimethyl:2H(4): 1, 2

4611 true 3284 1184.6791 1183.6539 1 15.15 133.85 40.33 31.2 (M:31.2) 1 1 0 R.APSYLEIFGR.T Dimethyl:2H(4): 1

4612 true 1745 1184.6885 1183.6863 1 -4.23 113.27 30.5 38.1 (M:38.1) 1 1 0 R.ALEATIEHIR.Q Dimethyl:2H(4): 1

4613 true 2883 1184.7077 1183.6925 1 6.69 106.91 38 62.1 (M:62.1) 1 1 0 K.QVNDLISVLR.E Dimethyl: 1



4614 false 2883 1184.7077 1183.7176 1 -14.54 99.01 38 15.9 (M:15.9) 1 7 1 K.STPQKLDAIK.S Dimethyl: 1, 5, 10

4615 true 2924 1184.7099 1183.7064 1 -3.19 128.33 43.83 16.5 (M:16.5) 1 1 0 K.DLLDLLVEAK.Q Dimethyl: 1, 10

4616 true 3676 1184.7135 1183.7176 1 -9.66 94.04 40.5 46.9 (M:46.9) 1 1 0 K.NALDTLLQIK.A Dimethyl: 1, 10

4617 true 1053 1184.7138 1183.7052 1 1.12 70.01 26.67 64.4 (M:64.4) 2 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10

4618 true 2683 1184.7229 1183.7239 1 -6.97 63.13 34.83 45.5 (M:45.5) 2 1 0

K.FLMANGQLVK.

M Dimethyl:2H(4): 1, 10

4619 true 603 1184.748 1183.7354 1 4.43 124.16 25.83 62.4 (M:62.4) 1 1 1 R.HLTGEFEKK.Y Dimethyl:2H(4): 1, 8, 9

4620 true 604 1185.5421 1184.5335 1 1.17 75.59 25.67 37.8 (M:37.8) 1 1 0 R.GYFEQHGCR.F

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1



4621 true 1077 1185.5984 1184.5972 1 -5.08 118.7 25.17 39.5 (M:39.5) 3 1 0

K.MQGQTAPAPT

R.G Dimethyl: 1

4622 true 1219 1185.6042 1184.6149 1 -15.23 92.46 28.83 19.9 (M:19.9) 1 1 0

R.QGVDADINGLR

.Q Dimethyl: 1

4623 true 2366 1185.62 1184.5984 1 12.1 108.77 34.33 25.9 (M:25.9) 2 1 0 K.MDQAIIFCR.T

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

4624 true 1500 1185.6291 1184.6077 1 11.91 143.12 30.67 24.9 (M:24.9) 1 1 0 K.YLETYEAIR.V Dimethyl: 1

4625 true 345 1185.6365 1184.6302 1 -0.79 85.74 24.17 21.3 (M:21.3) 1 1 1 K.EFNAEVHRK.H Dimethyl: 1, 9

4626 true 1319 1185.6417 1184.6604 1 -21.88 111.99 29.5 22.4 (M:22.4) 1 1 0 K.THIDVIHYR.K Dimethyl:2H(4): 1

4627 false 3450 1185.6453 1184.6653 1 -22.95 126.3 40 16.4 (M:16.4) 1 4 0

K.SEPVDVLSAIK.

Q Dimethyl: 11



4628 true 1774 1185.6467 1184.6604 1 -17.66 79.2 32.33 39.3 (M:39.3) 1 1 0 K.NFDVGHVPIR.L Dimethyl:2H(4): 1

4629 true 591 1185.6713 1184.6641 1 -0.08 81.36 26.67 33.1 (M:33.1) 1 1 1 R.QLFEADKDR.F Dimethyl:2H(4): 1, 7

4630 true 2290 1185.7022 1184.6917 1 2.67 155.47 36 89.0 (M:89.0) 3 1 0 K.FSPAGPILSIR.V Dimethyl: 1

4631 false 2290 1185.7022 1184.7141 1 -16.16 201.42 36 19.3 (M:19.3) 2 65.32 5 1 R.AYIQMKSLK.A

Dimethyl:2H(4): 6; Oxidation: 5; 

Dimethyl: 1, 9

4632 false 2290 1185.7022 1184.7063 1 -9.65 130.25 36 24.6 (M:24.6) 3 3 1 R.AMLRLIPSLR.T Oxidation: 2

4633 true 1032 1185.8041 1184.8034 1 -5.61 125.08 24.67 29.7 (M:29.7) 2 1 1 K.IIQEPPHKK.G Dimethyl:2H(4): 1, 8, 9

4634 true 684 1186.5912 1185.5891 1 -4.34 88.98 26.33 37.7 (M:37.7) 1 1 0

R.YGDLGVHGNA

R.T Dimethyl: 1



4635 true 361 1186.6031 1185.599 1 -2.62 84.12 25 21.4 (M:21.4) 1 1 0

K.IANPVEGSTDR.

Q Dimethyl: 1

4636 false 2745 1186.6242 1185.5877 1 24.59 152.5 41.67 21.2 (M:21.2) 1 2 0 K.LDTVEDPLER.V

4637 true 2745 1186.6242 1185.6241 1 -6.08 92.85 41.67 40.4 (M:40.4) 1 1 0 M.ADLSLDELIR.K Acetyl: 1

4638 true 39 1186.6394 1185.6193 1 10.8 57.79 22.33 64.5 (M:64.5) 1 1 0 R.VLHNYHDTR.I Dimethyl:2H(4): 1

4639 true 671 1186.685 1185.6717 1 5.01 115.66 26 17.4 (M:17.4) 1 1 1 R.VRVELSNGEK.R Dimethyl: 1, 10

4640 true 2936 1186.6963 1185.687 1 1.68 123.03 38.5 39.8 (M:39.8) 2 1 0 R.QPLALNIAYR.R Dimethyl: 1

4641 true 3806 1186.6995 1185.6969 1 -3.91 92.48 42.17 60.5 (M:60.5) 1 1 0

K.NLASAVSDLLK.

T Dimethyl: 1, 11



4642 true 2233 1186.7027 1185.6842 1 9.47 42.66 34.5 36.4 (M:36.4) 1 1 0 R.SLHDAIMIVR.R Dimethyl:2H(4): 1

4643 true 2976 1186.725 1185.7093 1 7.05 109.4 37.67 77.5 (M:77.5) 3 1 0 R.IVIPMESPIR.V Dimethyl:2H(4): 1

4644 true 1580 1187.6213 1186.6268 1 -10.68 98.63 31 20.7 (M:20.7) 1 1 1 K.EIMPDGEKIK.I Dimethyl: 10

4645 true 1464 1187.6404 1186.6284 1 3.96 129.3 30.5 57.2 (M:57.2) 1 1 0 K.IEEDFPHIR.S Dimethyl:2H(4): 1

4646 false 1964 1187.6482 1186.6194 1 18.14 84.77 33.33 16.5 (M:16.5) 1 2 1

R.LQEDADKANK.

Q Dimethyl: 1, 10

4647 false 1982 1187.651 1186.6284 1 12.91 142.52 31.83 18.8 (M:18.8) 1 2 0 R.VFNYNTLER.V Dimethyl:2H(4): 1

4648 true 914 1187.6553 1186.6608 1 -10.71 107.89 26.83 20.8 (M:20.8) 1 1 0

K.ANASPELQAVR

.M Dimethyl:2H(4): 1



4649 true 415 1187.6595 1186.6809 1 -24.11 133.66 23.67 42.0 (M:42.0) 1 1 1 K.ASDLKAELEK.A Dimethyl: 1, 5, 10

4650 false 3183 1187.6598 1186.6532 1 -0.59 89.89 38.33 23.1 (M:23.1) 2 2 0

K.LAVNMVPFPR.

L Oxidation: 5; Dimethyl: 1

4651 false 3183 1187.6598 1186.6532 1 -0.59 89.89 38.33 23.1 (M:23.1) 2 2 0

K.LAVNMVPFPR.

L Oxidation: 5; Dimethyl: 1

4652 true 228 1187.667 1186.662 1 -1.89 117.68 21 73.1 (M:73.1) 2 1 0

K.IGVAAQNCYK.

V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 10

4653 false 2414 1187.6783 1186.6445 1 22.29 156.49 33.17 16.0 (M:16.0) 1 3 0 R.SQLIDELADK.F Dimethyl: 1, 10

4654 true 2414 1187.6783 1186.6822 1 -9.48 130.99 33.17 26.0 (M:26.0) 1 1 1 R.RGDLPFVVTR.R Dimethyl: 1



4655 true 2488 1187.704 1186.7223 1 -21.58 104.56 33.83 28.2 (M:28.2) 1 1 0 K.TVTEIAGVIPR.E Dimethyl:2H(4): 1

4656 true 1007 1187.7725 1186.7715 1 -5.25 108.28 27.5 40.9 (M:40.9) 1 1 1 R.LIQGEKFEK.R Dimethyl:2H(4): 1, 6, 9

4657 true 685 1188.6015 1187.5935 1 0.64 124.08 26.33 31.4 (M:31.4) 1 1 0 R.VTQQHSQVFS.- Dimethyl: 1

4658 false 1547 1188.6028 1187.5833 1 10.31 136.03 29.67 18.3 (M:18.3) 1 2 0

R.GAQGADEAPG

QR.G Dimethyl:2H(4): 1

4659 true 1547 1188.6028 1187.5947 1 0.7 142.7 29.67 34.5 (M:34.5) 1 1 0 R.EPVVAYYCR.L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

4660 false 1412 1188.6123 1187.6285 1 -19.75 278.67 29.67 15.4 (M:15.4) 1 2 0 K.VDVTLEEDLK.R Dimethyl: 10

4661 true 2073 1188.6166 1187.6121 1 -2.34 41.24 33.33 15.6 (M:15.6) 1 1 0 R.VVHIMDFQR.G Oxidation: 5; Dimethyl: 1



4662 true 133 1188.6245 1187.6146 1 2.21 64.29 21.67 18.7 (M:18.7) 1 1 0

R.DAAAVSQAGQ

SK.A Dimethyl: 1, 12

4663 true 2109 1188.6641 1187.6601 1 -2.71 168.07 32.5 42.1 (M:42.1) 1 1 0 R.HITIFSPEGR.L Dimethyl:2H(4): 1

4664 false 514 1188.6844 1187.6762 1 0.82 174.46 25.17 16.5 (M:16.5) 1 3 1 K.LKETAESNLK.K Dimethyl: 1, 10

4665 true 514 1188.6844 1187.6948 1 -14.85 144.27 25.17 23.4 (M:23.4) 1 1 1 K.ILMEVEKVR.A Oxidation: 3; Dimethyl: 1, 7

4666 true 1525 1188.7106 1187.7026 1 0.58 128 29.5 60.0 (M:60.0) 3 1 1 K.QIFLGGVDKR.T Dimethyl: 1, 9

4667 true 3042 1188.7177 1187.6914 1 16.03 96.08 37.83 27.5 (M:27.5) 1 1 0 R.IYVISLAEPR.L Dimethyl: 1

4668 true 2884 1188.733 1187.7176 1 6.85 134.5 38 68.6 (M:68.6) 1 1 0 K.QVNDLISVLR.E Dimethyl:2H(4): 1



4669 true 2175 1188.7631 1187.7518 1 3.38 67.64 34.17 63.8 (M:63.8) 1 1 0 K.ELLQHPFLK.L Dimethyl:2H(4): 1, 9

4670 false 2331 1188.7643 1187.7427 1 12.07 54.59 38.33 18.1 (M:18.1) 1 5 0 R.LLEELGLTLR.Y Dimethyl:2H(4): 1

4671 true 724 1189.5191 1188.5259 1 -11.79 75.38 26.17 35.0 (M:35.0) 1 1 0 K.NLDDGIDDER.L Dimethyl: 1

4672 true 724 1189.5191 1188.5259 1 -11.79 75.38 26.17 35.0 (M:35.0) 1 1 0 K.NLDDGIDDER.L Dimethyl: 1

4673 true 1207 1189.5656 1188.571 1 -10.63 128.6 28.83 27.8 (M:27.8) 1 1 0 R.AHALGFETCR.Y Carbamidomethyl: 9; Dimethyl: 1

4674 true 2882 1189.5779 1188.5638 1 5.77 170.32 38 50.4 (M:50.4) 2 1 0 R.YNFFTGCPK.A Carbamidomethyl: 7; Dimethyl: 1, 9

4675 true 2271 1189.5782 1188.5809 1 -8.36 88.08 36.33 40.9 (M:40.9) 1 1 0 -.METILEQQR.R Acetyl: 1



4676 false 2271 1189.5782 1188.5631 1 6.57 231.79 36.33 20.0 (M:20.0) 1 3 0

K.MCDHLISAAK.

H

Carbamidomethyl: 2; Oxidation: 1; 

Dimethyl: 10

4677 false 892 1189.5963 1188.5921 1 -2.61 114.25 25.67 17.2 (M:17.2) 1 3 1 R.RAMELEQER.K Dimethyl: 1

4678 true 154 1189.6269 1188.6223 1 -2.27 39.61 22.17 28.6 (M:28.6) 1 1 0

K.MQGQTAPAPT

R.G Dimethyl:2H(4): 1

4679 true 1220 1189.6328 1188.6401 1 -12.25 76.72 29 17.8 (M:17.8) 1 1 0

R.QGVDADINGLR

.Q Dimethyl:2H(4): 1

4680 true 1537 1189.6483 1188.6328 1 6.9 130.5 30.83 41.0 (M:41.0) 1 1 0 K.YLETYEAIR.V Dimethyl:2H(4): 1

4681 true 2182 1189.6602 1188.6503 1 2.25 98.21 33.33 19.7 (M:19.7) 1 1 0 R.NVTYEVPALR.K Dimethyl: 1

4682 true 3105 1189.7235 1188.7169 1 -0.49 74.51 37.83 81.0 (M:81.0) 3 1 0 K.FSPAGPILSIR.V Dimethyl:2H(4): 1



4683 false 2326 1189.7259 1188.7392 1 -17.26 162.49 36 16.1 (M:16.1) 1 3 1 R.AYIQMKSLK.A

Dimethyl:2H(4): 1, 6; Oxidation: 5; 

Dimethyl: 9

4684 true 174 1190.6093 1189.5979 1 3.5 104.29 24.33 77.4 (M:77.4) 3 1 0 R.DAVTYTEHAK.R Dimethyl: 1, 10

4685 true 686 1190.6156 1189.6142 1 -4.92 50.6 26.33 36.5 (M:36.5) 1 1 0

R.YGDLGVHGNA

R.T Dimethyl:2H(4): 1

4686 true 859 1190.6186 1189.6063 1 4.19 76.42 27.17 22.2 (M:22.2) 1 1 0

K.EHMLDGVTTR.

T Dimethyl:2H(4): 1

4687 true 245 1190.619 1189.6241 1 -10.37 97.39 25 37.4 (M:37.4) 2 1 0

K.IANPVEGSTDR.

Q Dimethyl:2H(4): 1

4688 true 1429 1190.6573 1189.6504 1 -0.3 108.92 30.33 25.8 (M:25.8) 1 1 0 R.AMVIDYTGEK.S Dimethyl:2H(4): 1, 10

4689 true 244 1190.6947 1189.6919 1 -3.69 61.32 24.17 15.4 (M:15.4) 1 1 1 K.CFAETPNKK.N

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8, 9



4690 true 2907 1190.7217 1189.7121 1 1.97 115.29 38.5 49.0 (M:49.0) 2 1 0 R.QPLALNIAYR.R Dimethyl:2H(4): 1

4691 true 410 1191.5911 1190.5792 1 3.87 163.67 24.83 64.8 (M:64.8) 1 1 0 R.SHGIDLDHNR.F Dimethyl: 1

4692 true 1431 1191.5934 1190.5932 1 -5.89 146.2 30 20.2 (M:20.2) 1 1 0 K.ALADENEFVR.D Dimethyl: 1

4693 true 580 1191.6065 1190.5945 1 3.94 75.99 25.5 49.7 (M:49.7) 1 1 0

K.EHFNVHAGPR.

E Dimethyl: 1

4694 true 3001 1191.6084 1190.6118 1 -8.98 106.96 45.17 50.4 (M:50.4) 1 1 0 -.MENIFQLVR.N Acetyl: 1

4695 true 46 1191.6206 1190.6044 1 7.47 71.49 23.33 29.6 (M:29.6) 1 1 0

R.NPPPNTDPGVR

.I Dimethyl: 1

4696 true 780 1191.6601 1190.6379 1 12.52 80.85 28.5 15.8 (M:15.8) 1 1 0 K.CQPSAITLNR.Q

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



4697 false 1571 1191.6619 1190.6441 1 8.76 83.29 29.17 16.6 (M:16.6) 1 3 1

R.ALKTQMSQGR.

S Oxidation: 6; Dimethyl: 1, 3

4698 true 1946 1191.6673 1190.6659 1 -4.97 107.14 31.5 61.6 (M:61.6) 2 1 0

K.VYVGNLGTGAG

K.G Dimethyl: 1, 12

4699 false 3587 1191.6699 1190.6515 1 9.32 90.32 40 16.4 (M:16.4) 1 3 0 K.LQNIMMLLR.K Oxidation: 5, 6; Dimethyl: 1

4700 true 1612 1191.6784 1190.6772 1 -5.06 60.78 31.17 28.9 (M:28.9) 1 1 0

R.LALLHEGTGPR.

V Dimethyl: 1

4701 true 481 1191.6784 1190.6659 1 4.41 93.94 24 23.5 (M:23.5) 1 1 1

K.KVQEFSGANK.

E Dimethyl: 1, 1, 10

4702 true 3184 1191.6836 1190.6784 1 -1.69 57.62 38.33 16.6 (M:16.6) 1 1 0

K.LAVNMVPFPR.

L Dimethyl:2H(4): 1; Oxidation: 5



4703 true 3184 1191.6836 1190.6784 1 -1.69 57.62 38.33 16.6 (M:16.6) 1 1 0

K.LAVNMVPFPR.

L Dimethyl:2H(4): 1; Oxidation: 5

4704 true 1993 1191.6842 1190.6659 1 9.22 113.57 33.67 27.9 (M:27.9) 1 1 0

K.TLTPLASAYAR.

S Dimethyl: 1

4705 true 1694 1191.6865 1190.6772 1 1.71 123.78 31.67 44.0 (M:44.0) 1 1 0

R.AITGHIPDALR.

N Dimethyl: 1

4706 true 3187 1191.7163 1190.7073 1 1.39 104.37 40.5 25.7 (M:25.7) 2 1 1 R.RGDLPFVVTR.R Dimethyl:2H(4): 1

4707 true 1129 1192.5243 1191.5455 1 -23.84 133.74 28.5 15.1 (M:15.1) 1 1 0

K.MAHSPHSEPR.

L Oxidation: 1; Dimethyl: 1

4708 true 630 1192.5373 1191.5442 1 -11.82 75.24 25.83 31.0 (M:31.0) 1 1 0

R.ELEETMAGER.

D Dimethyl: 1

4709 true 1538 1192.5745 1191.5884 1 -17.78 119.61 30.67 29.4 (M:29.4) 1 1 0

K.LSDGFNGADLR.

N Dimethyl: 1



4710 false 2598 1192.583 1191.574 1 1.44 118.92 33.17 21.0 (M:21.0) 1 2 0 K.CLQSLCDLR.L Carbamidomethyl: 1, 6; Dimethyl: 1

4711 true 29 1192.6175 1191.5996 1 8.85 91.72 22.83 27.4 (M:27.4) 1 1 0

K.DVQHQAVPDR.

A Dimethyl: 1

4712 true 2074 1192.6406 1191.6372 1 -3.28 71.21 33.33 19.0 (M:19.0) 1 1 0 R.VVHIMDFQR.G Dimethyl:2H(4): 1; Oxidation: 5

4713 false 1371 1192.6479 1191.6612 1 -17.2 115.7 29.67 16.1 (M:16.1) 1 2 1

R.VFATVGSAEKR.

E Dimethyl: 10

4714 true 2102 1192.6555 1191.6248 1 19.62 86.18 33.5 16.3 (M:16.3) 1 1 0

K.QNLLSVGDYR.

H Dimethyl: 1

4715 true 2332 1192.6604 1191.6322 1 17.52 116.24 38.33 23.6 (M:23.6) 1 1 0 R.VEFILEQMR.L Dimethyl: 1

4716 true 411 1192.6647 1191.6528 1 3.87 132.57 21.83 35.0 (M:35.0) 2 1 0 K.VYQYQYHK.W Dimethyl:2H(4): 1, 8



4717 true 780 1192.6824 1191.6739 1 1.03 160.93 26.5 56.1 (M:56.1) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

4718 true 780 1192.6824 1191.6739 1 1.03 160.93 26.5 56.1 (M:56.1) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

4719 true 1942 1192.6966 1191.6926 1 -2.7 178.59 31.67 58.4 (M:58.4) 1 1 0 K.HFVQMLPEK.D Dimethyl:2H(4): 1, 9

4720 true 3044 1192.7212 1191.7165 1 -2.18 131.16 37.83 41.1 (M:41.1) 2 1 0 R.IYVISLAEPR.L Dimethyl:2H(4): 1

4721 true 2008 1192.7361 1191.7339 1 -4.32 119.68 31.83 21.2 (M:21.2) 1 1 0 K.LLLQVQHASK.Q Dimethyl: 1, 10

4722 true 2008 1192.7361 1191.7339 1 -4.32 119.68 31.83 21.2 (M:21.2) 1 1 0 K.LLLQVQHASK.Q Dimethyl: 1, 10

4723 false 3677 1192.7783 1191.7678 1 2.69 109.79 40.5 17.7 (M:17.7) 1 2 0 K.NALDTLLQIK.A Dimethyl:2H(4): 1, 10



4724 false 149 1193.5354 1192.536 1 -6.64 70.39 23 17.1 (M:17.1) 1 2 0

K.FVGQDEEGER.

M Dimethyl: 1

4725 true 725 1193.5521 1192.551 1 -5.16 51.08 26.17 27.5 (M:27.5) 1 1 0 K.NLDDGIDDER.L Dimethyl:2H(4): 1

4726 true 725 1193.5521 1192.551 1 -5.16 51.08 26.17 27.5 (M:27.5) 1 1 0 K.NLDDGIDDER.L Dimethyl:2H(4): 1

4727 true 997 1193.5821 1192.5961 1 -17.82 113.09 28.83 32.4 (M:32.4) 1 1 0 R.AHALGFETCR.Y

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

4728 true 1501 1193.5936 1192.591 1 -3.92 100.4 29.33 17.1 (M:17.1) 1 1 0

R.LYDVPANSMR.

L Dimethyl: 1

4729 true 893 1193.6164 1192.6172 1 -6.74 88.86 25.67 21.2 (M:21.2) 1 1 1 R.RAMELEQER.K Dimethyl:2H(4): 1

4730 true 1829 1193.6341 1192.6023 1 20.6 126.81 30.5 17.5 (M:17.5) 1 1 0

R.QGCFLVNTAR.

G Carbamidomethyl: 3; Dimethyl: 1



4731 true 748 1193.6353 1192.6088 1 16.1 138.84 27.17 34.4 (M:34.4) 1 1 0 R.LENEIQTYR.S Dimethyl: 1

4732 true 245 1193.6414 1192.6284 1 4.79 136.72 24 18.6 (M:18.6) 1 1 1 K.NCVAIASDRR.F

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

4733 true 2465 1193.6469 1192.6274 1 10.2 110.94 34.67 24.2 (M:24.2) 1 1 0 R.FLICTDVAAR.G Carbamidomethyl: 4; Dimethyl: 1

4734 true 2371 1193.6666 1192.6653 1 -5.08 149.63 38.67 24.8 (M:24.8) 1 1 0 R.MLFDYLAEK.H Dimethyl:2H(4): 1, 9

4735 false 1652 1193.6703 1192.634 1 24.36 167.5 35.67 17.0 (M:17.0) 1 2 1 K.IINYKDDEK.S Dimethyl: 1, 9

4736 true 1652 1193.6703 1192.6604 1 2.17 102.71 35.67 40.5 (M:40.5) 1 1 0 R.NLLYVYPQR.L Dimethyl: 1

4737 false 2159 1193.6732 1192.6601 1 4.87 368.71 34.83 16.3 (M:16.3) 1 55.28 2 1

K.IKNGEGESSGK.

K Dimethyl:2H(4): 1; Dimethyl: 2, 11



4738 true 317 1193.6886 1192.6804 1 0.75 74.93 24.17 44.2 (M:44.2) 1 1 1 K.EFNAEVHRK.H Dimethyl:2H(4): 1, 9

4739 false 246 1194.6053 1193.6148 1 -14.07 142.13 24.17 16.9 (M:16.9) 1 2 1

K.MMEQKSSAVK.

A Dimethyl: 1, 10

4740 true 336 1194.6154 1193.5979 1 8.59 132.74 25.17 63.6 (M:63.6) 1 1 0 R.SHEGETAYIR.V Dimethyl:2H(4): 1

4741 true 1651 1194.627 1193.6227 1 -2.5 65.43 31.5 29.1 (M:29.1) 1 1 0 R.LSPHMPEALR.C Oxidation: 5; Dimethyl: 1

4742 true 529 1194.629 1193.6153 1 5.37 131.45 25.5 50.1 (M:50.1) 1 1 0

R.SLPSHDNLQR.

Q Dimethyl: 1

4743 false 2663 1194.6324 1193.6376 1 -10.46 230.97 40.83 16.9 (M:16.9) 1 5 1

K.DRLAQSDMAK.

R Dimethyl:2H(4): 1; Dimethyl: 10

4744 true 2656 1194.6712 1193.6696 1 -4.74 124.33 37.33 51.5 (M:51.5) 2 1 0 R.DVTFVPGLYK.I Dimethyl: 1, 10



4745 true 2615 1194.72 1193.7132 1 -0.42 133.51 35.33 67.7 (M:67.7) 3 1 0

R.AVAQALEVIPR.

T Dimethyl: 1

4746 true 672 1194.735 1193.722 1 4.84 87.01 25.83 20.2 (M:20.2) 1 1 1 R.VRVELSNGEK.R Dimethyl:2H(4): 1, 10

4747 true 3807 1194.7488 1193.7471 1 -4.67 98.74 42.17 40.5 (M:40.5) 1 1 0

K.NLASAVSDLLK.

T Dimethyl:2H(4): 1, 11

4748 true 1465 1195.5805 1194.5703 1 2.47 118.33 30.33 37.4 (M:37.4) 1 1 0 K.LSEQEMQFR.R Dimethyl: 1

4749 true 1221 1195.5822 1194.5881 1 -10.98 50.14 28.83 26.5 (M:26.5) 1 1 0

K.DYIVVGSDSGR.

I Dimethyl: 1

4750 true 746 1195.6135 1194.6033 1 2.39 97.51 25.33 45.9 (M:45.9) 2 1 0 K.GKPYDYSGPR.E Dimethyl: 1, 2

4751 true 411 1195.6138 1194.6043 1 1.82 154.5 24.83 35.5 (M:35.5) 1 1 0 R.SHGIDLDHNR.F Dimethyl:2H(4): 1



4752 true 2563 1195.6176 1194.6335 1 -19.4 88.32 39.67 45.0 (M:45.0) 1 1 0 R.DIDAFWLQR.Q Dimethyl:2H(4): 1

4753 true 581 1195.6347 1194.6196 1 6.51 57.06 25.5 58.2 (M:58.2) 1 1 0

K.EHFNVHAGPR.

E Dimethyl:2H(4): 1

4754 true 730 1195.6381 1194.6067 1 20.2 94.75 28.17 48.2 (M:48.2) 1 1 0 K.NYCNIQVTK.V Carbamidomethyl: 3; Dimethyl: 1, 9

4755 true 47 1195.6455 1194.6295 1 7.33 94.82 23.33 42.8 (M:42.8) 1 1 0

R.NPPPNTDPGVR

.I Dimethyl:2H(4): 1

4756 true 2847 1195.6776 1194.6649 1 4.57 130.1 37.83 27.7 (M:27.7) 1 1 0 R.YTPGIVSAFGK.I Dimethyl: 1, 11

4757 true 1994 1195.6921 1194.691 1 -5.18 93.36 33.67 34.0 (M:34.0) 3 1 0

K.TLTPLASAYAR.

S Dimethyl:2H(4): 1

4758 true 1685 1195.6928 1194.6873 1 -1.51 91.31 29.83 67.3 (M:67.3) 2 1 0

R.VVPGYGHAVLR

.K Dimethyl: 1



4759 false 1783 1195.6973 1194.7023 1 -10.2 160.55 30.83 23.5 (M:23.5) 1 7 0

R.AITGHIPDALR.

N Dimethyl:2H(4): 1

4760 true 1659 1195.7128 1194.7023 1 2.72 93.99 31.17 73.2 (M:73.2) 1 1 0

R.LALLHEGTGPR.

V Dimethyl:2H(4): 1

4761 true 631 1196.5411 1195.5357 1 -1.54 100.76 26 46.3 (M:46.3) 1 1 0 K.EDTEEYNLR.E Dimethyl: 1

4762 true 377 1196.5998 1195.5833 1 7.69 202.17 24.5 15.5 (M:15.5) 1 1 0

K.GSDHQASLEPK.

E Dimethyl: 11

4763 true 2599 1196.6118 1195.5991 1 4.55 124.1 33.17 22.4 (M:22.4) 1 1 0 K.CLQSLCDLR.L

Carbamidomethyl: 1, 6; 

Dimethyl:2H(4): 1

4764 true 30 1196.6377 1195.6247 1 4.73 119.13 22.83 33.5 (M:33.5) 1 1 0

K.DVQHQAVPDR.

A Dimethyl:2H(4): 1

4765 false 1539 1196.6397 1195.6536 1 -17.72 92.26 31.33 16.6 (M:16.6) 1 5 1 K.KNLNEEEEK.K Dimethyl:2H(4): 1, 1



4766 false 1539 1196.6397 1195.6093 1 19.26 115.61 31.33 18.3 (M:18.3) 1 3 0 K.MNLFSLCQK.I Carbamidomethyl: 7; Dimethyl: 1, 9

4767 false 1539 1196.6397 1195.6387 1 -5.24 88.24 31.33 15.9 (M:15.9) 1 7 1 K.NEEVPGYTKK.V Dimethyl:2H(4): 1

4768 false 916 1196.6485 1195.6673 1 -21.79 167.39 27.67 22.2 (M:22.2) 1 3 1

M.ALPGANKDNIR

.A Dimethyl: 1

4769 true 916 1196.6485 1195.6449 1 -3.02 201.41 27.67 42.6 (M:42.6) 1 1 0

K.AGPSPGDVEAI

K.T Dimethyl: 1, 12

4770 true 769 1196.6504 1195.6197 1 19.59 92.38 25 20.5 (M:20.5) 1 1 0

K.QVHPDTGISSK.

A Dimethyl: 11

4771 true 769 1196.6504 1195.6197 1 19.59 92.38 25 20.5 (M:20.5) 1 1 0

K.QVHPDTGISSK.

A Dimethyl: 11

4772 false 2223 1196.6701 1195.6499 1 10.84 134.58 33.5 15.7 (M:15.7) 1 2 0

K.QNLLSVGDYR.

H Dimethyl:2H(4): 1



4773 true 2333 1196.6763 1195.6573 1 9.77 88.11 38.33 42.9 (M:42.9) 1 1 0 R.VEFILEQMR.L Dimethyl:2H(4): 1

4774 true 1446 1196.6808 1195.6722 1 1.08 60.25 28 36.0 (M:36.0) 1 1 0 K.LKPDVEMER.V Dimethyl:2H(4): 1, 2; Oxidation: 7

4775 true 1061 1196.6849 1195.6648 1 10.72 207.45 25.17 15.5 (M:15.5) 1 1 1 K.VGMRHYHLK.R Dimethyl: 1, 9

4776 true 154 1196.7113 1195.7052 1 -1.03 122.53 24 19.6 (M:19.6) 2 1 1 K.NYVPPKGETK.K Dimethyl:2H(4): 1, 10

4777 true 3022 1196.7127 1195.7289 1 -19.6 146.65 39.17 22.6 (M:22.6) 1 1 0

K.SPILVATAVAAR

.G Dimethyl: 1

4778 false 2856 1196.7274 1195.6965 1 19.77 77.13 42.83 16.1 (M:16.1) 1 5 1 R.ESKTFFILR.G Dimethyl: 1, 3

4779 true 2856 1196.7274 1195.7176 1 2.12 108.46 42.83 41.9 (M:41.9) 1 1 0 R.ESPDLLLLLR.M Dimethyl: 1



4780 true 1526 1196.7605 1195.7529 1 0.27 102.24 29.5 28.9 (M:28.9) 2 1 1 K.QIFLGGVDKR.T Dimethyl:2H(4): 1, 9

4781 true 1271 1197.6275 1196.6162 1 3.42 98.28 29.33 53.8 (M:53.8) 1 1 0

R.LYDVPANSMR.

L Dimethyl:2H(4): 1

4782 true 1830 1197.6319 1196.6274 1 -2.3 102.64 30.5 19.9 (M:19.9) 1 1 0

R.QGCFLVNTAR.

G

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

4783 true 864 1197.6469 1196.6339 1 4.76 101.5 27.17 29.5 (M:29.5) 1 1 0 R.LENEIQTYR.S Dimethyl:2H(4): 1

4784 true 1835 1197.6621 1196.6653 1 -8.72 97.94 32.5 22.6 (M:22.6) 1 1 0 R.GDLGIEIPAEK.V Dimethyl: 1, 11

4785 true 1652 1197.6631 1196.6587 1 -2.45 89.98 31.33 44.6 (M:44.6) 1 1 0 R.SIHDALCVVK.R Carbamidomethyl: 7; Dimethyl: 1, 10

4786 true 2445 1197.6735 1196.6525 1 11.44 135.45 34.67 22.3 (M:22.3) 1 1 0 R.FLICTDVAAR.G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1



4787 true 2078 1197.687 1196.6877 1 -6.71 115 32.33 24.2 (M:24.2) 2 1 0

R.SVLLQQTQPR.

D Dimethyl: 1

4788 false 3090 1197.6895 1196.7016 1 -16.18 146.05 36.5 17.8 (M:17.8) 1 2 1 R.EEGKVIEPLK.D Dimethyl: 1, 10

4789 true 2269 1197.7094 1196.6856 1 13.82 105.62 35.5 34.5 (M:34.5) 2 1 0 R.NLLYVYPQR.L Dimethyl:2H(4): 1

4790 true 2338 1197.7294 1196.7241 1 -1.65 63.05 36.83 44.2 (M:44.2) 1 1 0

K.NTLLIAGLQAR.

N Dimethyl: 1

4791 true 816 1198.5261 1197.532 1 -10.97 89.8 26.67 22.4 (M:22.4) 1 1 0

R.YDDMATCMK.

A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 9

4792 true 530 1198.6495 1197.6404 1 1.52 55.79 25.5 32.8 (M:32.8) 1 1 0

R.SLPSHDNLQR.

Q Dimethyl:2H(4): 1

4793 true 175 1198.6634 1197.6481 1 6.65 115.21 24.17 82.0 (M:82.0) 2 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 1, 10



4794 true 2969 1198.6928 1197.6791 1 5.33 65.69 37.17 27.6 (M:27.6) 1 1 0 R.IVIPMESPIR.V Oxidation: 5; Dimethyl: 1

4795 true 2616 1198.7435 1197.7383 1 -1.76 118.35 35.33 71.2 (M:71.2) 3 1 0

R.AVAQALEVIPR.

T Dimethyl:2H(4): 1

4796 true 684 1199.5658 1198.5587 1 -0.17 148.93 26 78.0 (M:78.0) 1 1 0

R.IPSGMGHGME

R.V Dimethyl: 1

4797 true 1444 1199.5988 1198.5917 1 -0.16 142.92 30 33.7 (M:33.7) 1 1 0 R.ALEFAPACHR.F Carbamidomethyl: 8; Dimethyl: 1

4798 true 1466 1199.6098 1198.5954 1 5.93 172.52 30.33 35.7 (M:35.7) 1 1 0 K.LSEQEMQFR.R Dimethyl:2H(4): 1

4799 true 446 1199.6386 1198.6281 1 2.69 130.43 21.83 16.9 (M:16.9) 1 1 0 K.CEKPFLGHR.H Carbamidomethyl: 1; Dimethyl: 1, 3

4800 false 251 1199.6724 1198.6598 1 4.49 169.23 24.33 20.6 (M:20.6) 1 61.64 2 1 R.KELTAYYQK.D Dimethyl: 1, 9



4801 true 251 1199.6724 1198.667 1 -1.52 127.16 24.33 67.6 (M:67.6) 1 1 1

R.LAADVGKAGA

DR.E Dimethyl: 1, 7

4802 true 941 1199.6783 1198.6921 1 -17.62 96.7 25.83 19.5 (M:19.5) 1 1 1 K.LVEQLKEER.E Dimethyl: 1, 6

4803 true 1259 1199.6874 1198.671 1 7.56 112.39 28.83 31.2 (M:31.2) 1 1 0 R.IGAEVYHNLK.N Dimethyl: 1, 10

4804 true 2759 1199.7025 1198.7074 1 -10.15 93.12 45.33 15.3 (M:15.3) 1 1 0 K.IRPLPEYQK.Y Dimethyl: 1, 9

4805 true 1457 1199.72 1198.7124 1 0.23 94.56 29.83 57.4 (M:57.4) 2 1 0

R.VVPGYGHAVLR

.K Dimethyl:2H(4): 1

4806 true 632 1200.5552 1199.5608 1 -10.69 83.04 26 33.6 (M:33.6) 1 1 0 K.EDTEEYNLR.E Dimethyl:2H(4): 1

4807 false 1781 1200.5699 1199.5717 1 -7.57 229.46 32.33 22.2 (M:22.2) 1 3 1 R.SHREEMEVR.V Dimethyl: 1



4808 true 1781 1200.5699 1199.5645 1 -1.57 189.23 32.33 64.7 (M:64.7) 1 1 0 K.FVMQEEFSR.D Dimethyl: 1

4809 true 1670 1200.5806 1199.5761 1 -2.26 92.26 31.5 27.6 (M:27.6) 1 1 0 K.YEWDVTEAR.K Dimethyl:2H(4): 1

4810 true 890 1200.6162 1199.6373 1 -23.59 128.56 27.33 20.6 (M:20.6) 1 1 0 K.HFVQMLPEK.D Oxidation: 5; Dimethyl: 1, 9

4811 false 1642 1200.6413 1199.6227 1 9.46 174.78 30.33 15.7 (M:15.7) 1 2 1 K.AWEEYYKK.M Dimethyl: 1, 7, 8

4812 true 1642 1200.6413 1199.6332 1 0.65 165.87 30.33 18.9 (M:18.9) 2 1 0

R.GAEIIVCTPGR.

M Carbamidomethyl: 7; Dimethyl: 1

4813 true 1934 1200.6415 1199.6332 1 0.82 175.1 31.83 42.4 (M:42.4) 3 1 0 R.GVEICIATPGR.L Carbamidomethyl: 5; Dimethyl: 1

4814 true 1934 1200.6415 1199.6332 1 0.82 175.1 31.83 42.4 (M:42.4) 3 1 0 R.GVEICIATPGR.L Carbamidomethyl: 5; Dimethyl: 1



4815 true 238 1200.6488 1199.6448 1 -2.77 132.27 24.33 34.1 (M:34.1) 2 1 0

K.QVHPDTGISSK.

A Dimethyl:2H(4): 11

4816 true 238 1200.6488 1199.6448 1 -2.77 132.27 24.33 34.1 (M:34.1) 2 1 0

K.QVHPDTGISSK.

A Dimethyl:2H(4): 11

4817 true 200 1200.6495 1199.6597 1 -14.56 222.96 24.17 18.2 (M:18.2) 1 1 1 R.FIAAGRLHCK.I Carbamidomethyl: 9; Dimethyl: 10

4818 true 416 1200.655 1199.6638 1 -13.38 113.63 25.33 20.6 (M:20.6) 1 1 0

K.INPDSAQTYK.

W Dimethyl:2H(4): 1, 10

4819 true 3961 1200.689 1199.6762 1 4.63 124.35 46 16.6 (M:16.6) 1 1 0 R.QVTDAETKPK.S Dimethyl: 1, 8, 10

4820 true 3460 1200.6906 1199.6986 1 -12.75 73.73 46 15.2 (M:15.2) 1 1 1 R.LVTENRALTR.V Dimethyl: 1

4821 true 2857 1200.7463 1199.7427 1 -3.07 87.34 43 41.5 (M:41.5) 1 1 0 R.ESPDLLLLLR.M Dimethyl:2H(4): 1



4822 true 229 1200.7784 1199.7667 1 3.63 96.78 20.83 29.9 (M:29.9) 1 1 1 K.KFTEIPNQK.Y Dimethyl:2H(4): 1, 1, 9

4823 true 1046 1201.6028 1200.5775 1 14.96 127.81 28.33 32.6 (M:32.6) 1 1 0

R.GALTGGYYDTR.

K Dimethyl: 1

4824 true 330 1201.6042 1200.6099 1 -10.76 96.65 24.17 21.4 (M:21.4) 1 1 0

R.EALGDAQQSVR

.L Dimethyl: 1

4825 true 1938 1201.6145 1200.604 1 2.7 152.01 32.83 35.8 (M:35.8) 1 1 0

R.ADVAFHFNPR.

F Dimethyl: 1

4826 true 1190 1201.6176 1200.5859 1 20.35 169.8 28.17 20.2 (M:20.2) 1 1 1

R.GGDLMSYDRR.

G Dimethyl:2H(4): 1

4827 true 1237 1201.622 1200.6251 1 -8.68 68.92 29.33 63.9 (M:63.9) 1 1 0 K.QTDVGITHFR.S Dimethyl: 1

4828 true 2042 1201.6364 1200.639 1 -8.24 179.21 33.83 44.6 (M:44.6) 1 1 0

M.AIPPSYADLGK.

S Acetyl: 1; Dimethyl: 11



4829 true 2001 1201.6599 1200.6553 1 -2.27 181.11 31.67 60.7 (M:60.7) 1 1 0 R.HSDAPFQIVR.I Dimethyl:2H(4): 1

4830 false 3091 1201.7119 1200.6761 1 23.76 78.37 36.5 23.6 (M:23.6) 1 6 1 R.CTVLQGARIR.S Carbamidomethyl: 1; Dimethyl: 1

4831 false 3091 1201.7119 1200.7281 1 -19.48 73.61 36.5 24.2 (M:24.2) 1 4 1 K.WPDRITLLR.G Dimethyl:2H(4): 1

4832 true 1738 1201.7663 1200.7492 1 8.16 104.62 36.83 44.9 (M:44.9) 3 1 0

K.NTLLIAGLQAR.

N Dimethyl:2H(4): 1

4833 false 935 1202.6372 1201.6415 1 -9.65 166.15 27.33 15.9 (M:15.9) 1 4 1

K.EQRTALSQNK.

G Dimethyl: 10

4834 true 935 1202.6372 1201.6377 1 -6.46 97.22 27.33 43.7 (M:43.7) 1 1 1 -.MDKNELVQK.A Acetyl: 1; Dimethyl: 3, 9

4835 true 3250 1202.6405 1201.6278 1 4.54 182.49 39.17 21.4 (M:21.4) 2 1 0 K.EGLLLWCQR.K Carbamidomethyl: 7; Dimethyl: 1



4836 true 2812 1202.6502 1201.6417 1 1.02 130.7 37.67 21.9 (M:21.9) 2 1 0 R.YTVYCSLLK.V Carbamidomethyl: 5; Dimethyl: 1, 9

4837 true 2234 1202.6998 1201.6791 1 11.21 135.96 34.5 16.4 (M:16.4) 1 1 0 R.SLHDAIMIVR.R Dimethyl:2H(4): 1; Oxidation: 7

4838 true 515 1202.7005 1201.6918 1 1.2 123.64 25.33 53.2 (M:53.2) 1 1 1

K.GSGTAEVELKK.

G Dimethyl: 1, 10, 11

4839 false 515 1202.7005 1201.6918 1 1.2 141.08 25.33 24.5 (M:24.5) 1 10 1 K.LSAESKDIQK.E Dimethyl: 1, 6, 10

4840 false 515 1202.7005 1201.6667 1 22.12 89.83 25.33 29.2 (M:29.2) 1 6 1

K.TVASLDEALRK.

A

4841 true 258 1202.7024 1201.7019 1 -5.61 64.13 23.83 40.4 (M:40.4) 1 1 1 K.IHIDENNKR.M Dimethyl:2H(4): 1, 8

4842 true 3154 1202.7089 1201.7071 1 -4.54 120.04 40 50.4 (M:50.4) 1 1 0 R.YPINSVNVLK.A Dimethyl: 1, 10



4843 true 1269 1202.7149 1201.6853 1 18.59 62.71 32 15.9 (M:15.9) 1 1 1

-

.MAATTGVKVPR.

N Oxidation: 1; Dimethyl: 1, 8

4844 true 2970 1202.7196 1201.7042 1 6.73 94.99 37.17 41.1 (M:41.1) 1 1 0 R.IVIPMESPIR.V Dimethyl:2H(4): 1; Oxidation: 5

4845 false 2998 1202.7234 1201.7081 1 6.71 66.93 37.67 17.1 (M:17.1) 1 2 1

R.LQQAQAEAKR.

E Dimethyl:2H(4): 1; Dimethyl: 9

4846 true 247 1203.5863 1202.5891 1 -8.37 257.32 23.67 20.6 (M:20.6) 1 1 1

R.SDPTSNLERGK.

G

4847 true 685 1203.5926 1202.5838 1 1.24 92.76 26 87.5 (M:87.5) 1 1 0

R.IPSGMGHGME

R.V Dimethyl:2H(4): 1

4848 true 1445 1203.6212 1202.6168 1 -2.41 151.7 30 30.7 (M:30.7) 1 1 0 R.ALEFAPACHR.F

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

4849 false 105 1203.6312 1202.6078 1 13.39 110.33 22.33 16.7 (M:16.7) 1 2 0

K.VGIGPGSVCTT

R.I Carbamidomethyl: 9



4850 true 1012 1203.6598 1202.6329 1 16.33 70.5 28 26.8 (M:26.8) 1 1 0

K.IVQMTEAEVR.

G Dimethyl: 1

4851 true 747 1203.6633 1202.6535 1 2.03 110.75 25.33 38.8 (M:38.8) 2 1 0 K.GKPYDYSGPR.E Dimethyl:2H(4): 1, 2

4852 true 2244 1203.6814 1202.6921 1 -14.93 163.38 33.83 69.8 (M:69.8) 2 1 0

K.ESAAINQILGR.

R Dimethyl:2H(4): 1

4853 true 2244 1203.6814 1202.6921 1 -14.93 163.38 33.83 69.8 (M:69.8) 2 1 0

K.ESAAINQILGR.

R Dimethyl:2H(4): 1

4854 false 252 1203.6821 1202.6557 1 15.85 152.57 24.33 28.6 (M:28.6) 1 2 0

K.VTQVDGNSPVR

.F Dimethyl:2H(4): 1

4855 true 252 1203.6821 1202.6921 1 -14.37 141.97 24.33 54.6 (M:54.6) 1 99.92 1 1

R.LAADVGKAGA

DR.E Dimethyl:2H(4): 1; Dimethyl: 7

4856 true 981 1203.6849 1202.6569 1 17.21 132.8 28 21.1 (M:21.1) 1 1 0 K.NYCNIQVTK.V

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 9



4857 true 247 1204.5627 1203.5376 1 14.75 161.14 24.33 38.3 (M:38.3) 1 1 0 R.LECVEPNCR.S Carbamidomethyl: 3, 8; Dimethyl: 1

4858 true 877 1204.5931 1203.5819 1 3.28 165.52 27.5 43.2 (M:43.2) 2 1 0

R.NQPQFQQMR.

Q Dimethyl: 1

4859 true 1635 1204.6025 1203.5896 1 4.63 155.34 32.33 38.2 (M:38.2) 1 1 0 K.FVMQEEFSR.D Dimethyl:2H(4): 1

4860 true 2005 1204.6504 1203.6434 1 -0.21 101.62 31.33 34.5 (M:34.5) 2 1 0 R.VVLNCVGPYR.F Carbamidomethyl: 5; Dimethyl: 1

4861 true 1983 1204.6639 1203.6583 1 -1.46 166.26 31.83 30.5 (M:30.5) 2 1 0 R.GVEICIATPGR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

4862 false 1983 1204.6639 1203.6583 1 -1.46 118.31 31.83 18.9 (M:18.9) 1 2 0

R.GAEIIVCTPGR.

M

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

4863 true 1983 1204.6639 1203.6583 1 -1.46 166.26 31.83 30.5 (M:30.5) 2 1 0 R.GVEICIATPGR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



4864 true 2139 1204.6778 1203.6724 1 -1.56 183.24 32.67 37.4 (M:37.4) 1 1 0 K.NLLHLNPEAR.G Dimethyl: 1

4865 true 2416 1204.6854 1203.6612 1 14.07 168.19 34.33 21.6 (M:21.6) 1 1 0 K.GDFILTVQQR.G Dimethyl: 1

4866 true 1049 1205.5929 1204.5659 1 16.39 148.59 27.5 26.0 (M:26.0) 1 1 0

R.EQPQFQNMR.

Q Dimethyl: 1

4867 true 368 1205.6328 1204.6088 1 13.86 138.08 23.33 16.2 (M:16.2) 1 1 0 R.FQESEERPK.A Dimethyl: 1, 9

4868 true 1939 1205.6368 1204.6291 1 0.37 105.77 32.83 27.4 (M:27.4) 1 1 0

R.ADVAFHFNPR.

F Dimethyl:2H(4): 1

4869 true 604 1205.6407 1204.6251 1 6.89 135.16 25.67 63.3 (M:63.3) 1 1 0

K.HDDLLHGPNR.

R Dimethyl:2H(4): 1

4870 true 934 1205.6575 1204.6502 1 -0.04 41.3 29.33 72.7 (M:72.7) 1 1 0 K.QTDVGITHFR.S Dimethyl:2H(4): 1



4871 true 2322 1205.666 1204.6677 1 -7.41 119.33 33.5 20.3 (M:20.3) 1 1 1

R.KGHAVGDIPGV

R.F

4872 true 2985 1205.6837 1204.6766 1 -0.16 48.22 36.83 28.0 (M:28.0) 2 1 0 K.YGIQMPAFSK.I Dimethyl:2H(4): 1, 10

4873 true 70 1206.5215 1205.5036 1 8.81 100.83 23 29.1 (M:29.1) 2 1 0 K.GHYAYDCHR.Y Carbamidomethyl: 7; Dimethyl: 1

4874 true 3055 1206.6655 1205.6529 1 4.43 114.81 39 46.0 (M:46.0) 2 1 0 K.EGLLLWCQR.K

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

4875 true 356 1207.5124 1206.5153 1 -8.45 107.26 24.83 62.4 (M:62.4) 1 1 0

K.GEDPVDYDGG

R.T Dimethyl: 1

4876 true 2292 1207.6248 1206.6172 1 0.22 168.23 33 68.2 (M:68.2) 4 1 0 K.ESYSIYVYK.V Dimethyl: 1, 9

4877 true 1506 1207.6267 1206.6179 1 1.27 259.1 29.67 15.8 (M:15.8) 1 1 0

K.HPSDMPQLVR.

G Dimethyl: 1



4878 false 2182 1207.629 1206.6496 1 -23.09 115.63 36.5 15.2 (M:15.2) 1 3 0 K.LSAINEEYIK.N Dimethyl: 10

4879 true 2182 1207.629 1206.6223 1 -0.47 106.67 36.5 16.6 (M:16.6) 1 1 0 K.AFFTEEYIR.D Dimethyl:2H(4): 1

4880 false 2182 1207.629 1206.6245 1 -2.26 210.87 36.5 16.5 (M:16.5) 1 2 1

K.ANSVKQEFEK.

Q Dimethyl: 10

4881 true 1304 1207.6374 1206.6245 1 4.72 131.24 29.83 29.9 (M:29.9) 1 1 0 K.AIQLEYSEAR.R Dimethyl: 1

4882 true 1424 1207.6601 1206.6649 1 -9.97 108.28 33.5 41.1 (M:41.1) 2 1 0 R.NLPYAYVPSK.S Dimethyl: 1, 10

4883 true 1013 1207.6613 1206.658 1 -3.33 110.65 28 21.6 (M:21.6) 1 1 0

K.IVQMTEAEVR.

G Dimethyl:2H(4): 1

4884 true 863 1207.6888 1206.686 1 -3.66 150.07 26.67 28.8 (M:28.8) 1 1 1 K.YALTGDEVKK.I Dimethyl: 1, 9, 10



4885 true 516 1207.7089 1206.6972 1 3.63 72.41 25.17 45.3 (M:45.3) 1 1 1 R.GHLDKLEPSK.I Dimethyl: 1, 5, 10

4886 false 516 1207.7089 1206.7308 1 -24.16 91.67 25.17 16.4 (M:16.4) 1 2 1 K.TRLMGLEALK.S

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 10

4887 true 1261 1207.7383 1206.7212 1 8.11 65.62 28.83 34.6 (M:34.6) 1 1 0 R.IGAEVYHNLK.N Dimethyl:2H(4): 1, 10

4888 true 985 1207.7474 1206.7424 1 -1.85 69.47 25.83 30.3 (M:30.3) 1 1 1 K.LVEQLKEER.E Dimethyl:2H(4): 1, 6

4889 true 1458 1207.7812 1206.7787 1 -4.01 64.79 28.33 21.6 (M:21.6) 1 1 0 R.VLTVINQTQK.E Dimethyl:2H(4): 1, 10

4890 true 248 1208.5775 1207.5627 1 6.18 126.6 24.33 47.4 (M:47.4) 1 1 0 R.LECVEPNCR.S

Carbamidomethyl: 3, 8; 

Dimethyl:2H(4): 1

4891 true 2412 1208.5859 1207.5941 1 -12.79 110.69 37 15.7 (M:15.7) 1 1 1

K.GMDKMIQDAK

.G Oxidation: 5; Dimethyl: 4, 10



4892 false 513 1208.5987 1207.6085 1 -14.06 114.63 26.83 19.9 (M:19.9) 1 57.03 4 1 R.NKYEDEINK.R Dimethyl: 1, 9

4893 false 513 1208.5987 1207.6053 1 -11.46 125.78 26.83 16.1 (M:16.1) 1 9 0

R.IMSTLNMLGGR

.Q Oxidation: 7

4894 false 513 1208.5987 1207.5833 1 6.75 193.72 26.83 16.6 (M:16.6) 1 8 1 K.QADSFEDLRK.E

4895 true 513 1208.5987 1207.5972 1 -4.77 110.1 26.83 65.3 (M:65.3) 1 1 0 K.YIDEEELNK.T Dimethyl: 1, 9

4896 true 886 1208.5995 1207.5954 1 -2.68 87.86 28 38.5 (M:38.5) 1 1 0

R.HEHQVMLMR.

Q Dimethyl: 1

4897 true 840 1208.6202 1207.607 1 4.89 169.27 27.5 29.2 (M:29.2) 2 1 0

R.NQPQFQQMR.

Q Dimethyl:2H(4): 1

4898 true 1701 1208.6322 1207.6449 1 -16.52 175.28 31.83 78.1 (M:78.1) 5 1 0 R.ISGLIYEETR.G Dimethyl: 1



4899 false 2139 1208.6379 1207.6383 1 -6.36 124.19 34.5 17.9 (M:17.9) 1 2 1 R.QELMKSFNR.D Dimethyl: 1, 5

4900 false 2944 1208.642 1207.6383 1 -2.96 220.51 44 17.0 (M:17.0) 1 3 0

R.ILMAHDVHTK.

N Oxidation: 3; Dimethyl: 10

4901 true 2611 1208.6438 1207.6383 1 -1.5 113.2 34.33 37.6 (M:37.6) 3 1 0

R.QTLFASQVMR.

Y Dimethyl: 1

4902 true 2372 1208.6465 1207.6561 1 -13.91 238.95 38.67 19.8 (M:19.8) 1 1 0

K.ANLHGDGLDLK

.N Dimethyl: 1, 11

4903 true 544 1208.6649 1207.6499 1 6.36 149.08 25.67 32.1 (M:32.1) 1 1 1 K.LVEYDPERR.L Dimethyl:2H(4): 1

4904 true 1490 1208.6748 1207.6685 1 -0.81 170.39 29.33 24.6 (M:24.6) 2 1 0 R.VVLNCVGPYR.F

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

4905 true 2606 1208.6835 1207.6925 1 -13.47 105.72 36.33 20.5 (M:20.5) 1 1 1 R.IPEKAITSPPR.I



4906 true 2579 1208.6947 1207.6863 1 0.98 136.31 35.17 44.5 (M:44.5) 2 1 0 K.GDFILTVQQR.G Dimethyl:2H(4): 1

4907 true 213 1209.5249 1208.5248 1 -5.86 39.49 23.33 21.3 (M:21.3) 1 1 0 R.DSYESYGNSR.S Dimethyl:2H(4): 1

4908 false 171 1209.6208 1208.5897 1 19.76 104.81 23.67 16.2 (M:16.2) 1 2 1 K.DMPEEEKQK.R

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 9

4909 true 972 1209.6256 1208.591 1 22.61 103.83 27.67 32.6 (M:32.6) 2 1 0

R.EQPQFQNMR.

Q Dimethyl:2H(4): 1

4910 true 347 1209.6684 1208.6666 1 -4.51 95.81 23.5 44.5 (M:44.5) 2 1 0 R.LYPDRPHQK.S Dimethyl: 1, 9

4911 true 2659 1209.6859 1208.6805 1 -1.55 158.1 36.5 40.5 (M:40.5) 2 1 0

R.TPFGTYGGLLK.

G Dimethyl: 1, 11

4912 false 1895 1209.763 1208.7729 1 -14.23 79.68 32.33 18.2 (M:18.2) 1 3 0 K.LHLCKPLIR.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Dimethyl: 5



4913 true 71 1210.5479 1209.5287 1 9.82 135.88 23 45.0 (M:45.0) 1 1 0 K.GHYAYDCHR.Y

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

4914 true 2454 1210.6313 1209.6182 1 4.75 150.47 38.5 71.6 (M:71.6) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

4915 true 2454 1210.6313 1209.6182 1 4.75 150.47 38.5 71.6 (M:71.6) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

4916 true 2454 1210.6313 1209.6182 1 4.75 150.47 38.5 71.6 (M:71.6) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

4917 true 184 1210.6489 1209.6618 1 -16.74 169.41 23.5 17.8 (M:17.8) 1 50 1 1 R.KVHHYTIER.E Dimethyl: 1

4918 true 1205 1210.6538 1209.6288 1 14.62 130.72 28.5 29.9 (M:29.9) 1 1 0

K.AAHLCAEAALR.

L Carbamidomethyl: 5; Dimethyl: 1

4919 true 936 1210.6847 1209.6879 1 -8.66 122.12 27.33 47.6 (M:47.6) 1 1 1 -.MDKNELVQK.A Dimethyl:2H(4): 3, 9; Acetyl: 1



4920 true 2908 1210.6954 1209.6919 1 -3.14 116.72 36.17 15.2 (M:15.2) 1 1 0 R.YTVYCSLLK.V

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 9

4921 true 1274 1210.6969 1209.6655 1 19.9 128.89 28.33 25.4 (M:25.4) 1 1 0 R.EYQTQLIQR.V Dimethyl:2H(4): 1

4922 true 3188 1210.7725 1209.7573 1 6.54 143.99 40 44.8 (M:44.8) 1 1 0 R.YPINSVNVLK.A Dimethyl:2H(4): 1, 10

4923 true 1842 1211.54 1210.5475 1 -12.18 134.01 29.67 15.8 (M:15.8) 1 1 0 K.CVYCPIDTR.L Carbamidomethyl: 1, 4; Dimethyl: 1

4924 false 2064 1211.617 1210.5904 1 15.93 466.17 33 21.9 (M:21.9) 1 3 0 R.FLAQGTMEDK.I Oxidation: 7; Dimethyl: 1, 10

4925 true 2064 1211.617 1210.6016 1 6.66 191.86 33 60.1 (M:60.1) 1 1 0

K.FNVTTVDMTR.

K Dimethyl: 1

4926 false 2064 1211.617 1210.6268 1 -14.1 280.94 33 18.5 (M:18.5) 1 34.69 4 1

R.KEGMTAFVEK.

R Oxidation: 4; Dimethyl: 1, 10



4927 true 1531 1211.6482 1210.643 1 -1.71 127.98 29.67 22.7 (M:22.7) 1 1 0

K.HPSDMPQLVR.

G Dimethyl:2H(4): 1

4928 true 2011 1211.6554 1210.6492 1 -0.95 100.52 33.17 64.2 (M:64.2) 1 1 0 R.SIHDALCVIR.C Carbamidomethyl: 7; Dimethyl: 1

4929 true 2011 1211.6554 1210.6492 1 -0.95 100.52 33.17 64.2 (M:64.2) 1 1 0 R.SLHDALCVIR.N Carbamidomethyl: 7; Dimethyl: 1

4930 true 1305 1211.6621 1210.6496 1 4.36 112.74 29.5 25.1 (M:25.1) 1 1 0 K.YEELQITAGR.H Dimethyl:2H(4): 1

4931 true 1206 1212.5167 1211.5176 1 -6.69 106 27.33 64.4 (M:64.4) 3 1 0

R.SGQGAFGNMC

R.G Carbamidomethyl: 10; Dimethyl: 1

4932 true 1878 1212.5585 1211.5605 1 -7.64 67.07 30 32.0 (M:32.0) 1 1 0 R.NSLSYDCIGR.L Carbamidomethyl: 7; Dimethyl: 1

4933 false 1035 1212.5598 1211.5576 1 -4.23 83.83 28 19.1 (M:19.1) 1 2 0 K.DADGLCCTLR.K

Carbamidomethyl: 6, 7; 

Dimethyl:2H(4): 1



4934 true 690 1212.6244 1211.6205 1 -2.81 53.9 28 42.9 (M:42.9) 1 1 0

R.HEHQVMLMR.

Q Dimethyl:2H(4): 1

4935 false 1567 1212.6555 1211.6443 1 3.17 175.97 31.83 15.1 (M:15.1) 1 3 1 R.IMKEEDMTK.V Dimethyl:2H(4): 1; Dimethyl: 3, 9

4936 true 619 1212.6708 1211.651 1 10.33 140.8 26.33 60.1 (M:60.1) 1 1 0 R.IQETQAELPR.G Dimethyl: 1

4937 false 2945 1212.6742 1211.6812 1 -11.78 141.4 44 18.6 (M:18.6) 1 3 0

K.ANLHGDGLDLK

.N Dimethyl:2H(4): 1; Dimethyl: 11

4938 false 2945 1212.6742 1211.6445 1 18.5 164.56 44 17.0 (M:17.0) 1 4 1 K.RHQCSIDLK.K Carbamidomethyl: 4; Dimethyl: 1, 9

4939 true 2552 1212.6782 1211.67 1 0.76 82.3 33.17 73.3 (M:73.3) 4 1 0 R.ISGLIYEETR.G Dimethyl:2H(4): 1

4940 true 1674 1212.7151 1211.698 1 8.15 182.43 30.33 17.9 (M:17.9) 1 1 1 K.AWEEYYKK.M Dimethyl:2H(4): 1, 7, 8



4941 true 3094 1212.7334 1211.754 1 -22.94 143.27 39 17.6 (M:17.6) 1 1 1 R.IHAEIKNSLK.I Dimethyl:2H(4): 1; Dimethyl: 10

4942 true 155 1212.7428 1211.7585 1 -18.94 141.62 24 15.4 (M:15.4) 1 1 1

M.ATLKAVCVMK.

G

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 10; Dimethyl: 4

4943 true 2848 1212.7997 1211.8155 1 -18.99 291.98 37.83 20.2 (M:20.2) 1 38.36 1 1 R.VPKVQEVLLK.A Dimethyl:2H(4): 1; Dimethyl: 3

4944 true 331 1213.64 1212.6424 1 -7.95 116.25 24.83 20.8 (M:20.8) 1 1 0

R.IVEQDTMPPK.

G Dimethyl: 1, 10

4945 true 2672 1213.694 1212.6826 1 3.35 87.5 33.67 37.4 (M:37.4) 1 1 0 K.DLQNVNITLR.I Dimethyl: 1

4946 true 3112 1213.697 1212.6939 1 -3.41 102.24 36.5 18.2 (M:18.2) 1 1 1

R.SRAQELAAAIR.

D Dimethyl: 1

4947 true 2921 1213.7226 1212.7028 1 10.3 110.42 37.17 32.6 (M:32.6) 1 1 0 K.AVIFCLSPDK.K

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 10



4948 false 3357 1213.758 1212.7806 1 -24.62 150.93 39.67 17.1 (M:17.1) 1 7 1

K.GQVVTKTALLK.

Q Dimethyl: 6, 11

4949 false 3357 1213.758 1212.7693 1 -15.37 113.94 39.67 17.4 (M:17.4) 1 6 1 M.SPKITTELLK.Q Dimethyl: 1, 3, 10

4950 true 3357 1213.758 1212.7442 1 5.36 109.08 39.67 39.1 (M:39.1) 1 1 0 K.TAVETAVLLLR.I Dimethyl: 1

4951 true 2173 1214.569 1213.5826 1 -17.2 94.92 36.33 30.8 (M:30.8) 1 1 0 K.SSSFNSSLETK.I Dimethyl: 11

4952 true 1099 1214.6094 1213.5947 1 6.04 157.65 28.83 46.6 (M:46.6) 2 1 0

R.CLSPTPPGAMR

.G Carbamidomethyl: 1; Dimethyl: 1

4953 true 259 1214.6434 1213.6455 1 -7.77 113.05 24.33 53.4 (M:53.4) 1 1 0

K.LYAVHQEGNK.

N Dimethyl: 1, 10

4954 true 1418 1214.6492 1213.6455 1 -2.93 85.05 30.17 28.4 (M:28.4) 1 1 0 K.SLDHQGINFK.Q Dimethyl: 1, 10



4955 true 1378 1214.6553 1213.6455 1 2.04 177.27 29 54.8 (M:54.8) 1 1 0 R.VFNETPINPR.K Dimethyl: 1

4956 true 3072 1214.6595 1213.6434 1 7.32 194.3 38.67 76.5 (M:76.5) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

4957 true 3072 1214.6595 1213.6434 1 7.32 194.3 38.67 76.5 (M:76.5) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

4958 true 3072 1214.6595 1213.6434 1 7.32 194.3 38.67 76.5 (M:76.5) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

4959 true 1011 1214.6744 1213.6539 1 10.85 128.41 28.5 19.6 (M:19.6) 1 1 0

K.AAHLCAEAALR.

L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

4960 false 1586 1214.6815 1213.693 1 -15.5 104.94 30.67 21.4 (M:21.4) 1 50 4 1 R.KMYSEIDIK.V Dimethyl:2H(4): 1; Dimethyl: 1, 9

4961 true 1586 1214.6815 1213.6707 1 2.89 155.56 30.67 59.1 (M:59.1) 1 1 0 K.FVHASEDLLK.Q Dimethyl: 1, 10



4962 true 1985 1214.7094 1213.703 1 -0.72 190.88 31.67 35.9 (M:35.9) 1 1 0 K.VLIEGSINSVR.V Dimethyl: 1

4963 true 3784 1214.7643 1213.7434 1 11.17 135.52 42.5 20.0 (M:20.0) 1 1 0 K.VVLPTFILER.R Dimethyl: 1

4964 true 516 1214.7787 1213.7671 1 3.51 147.19 25.33 42.5 (M:42.5) 1 1 1

K.GSGTAEVELKK.

G Dimethyl:2H(4): 1, 10, 11

4965 true 686 1215.5619 1214.5536 1 0.87 128.83 26 25.2 (M:25.2) 1 88.28 1 0

R.IPSGMGHGME

R.V Oxidation: 5; Dimethyl: 1

4966 true 1671 1215.6099 1214.5965 1 5.02 115.13 31.5 56.8 (M:56.8) 1 1 0

R.EAMNDPLLER.

Y Dimethyl: 1

4967 true 731 1215.6138 1214.6044 1 1.79 186.35 26.67 56.5 (M:56.5) 1 1 0

R.TFEDVQGHVR.

R Dimethyl: 1

4968 true 2464 1215.6501 1214.6267 1 13.28 81.33 33 32.4 (M:32.4) 1 1 0 R.CALSSVDIYR.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



4969 true 2065 1215.6644 1214.6267 1 24.97 175.04 33 55.7 (M:55.7) 1 1 0

K.FNVTTVDMTR.

K Dimethyl:2H(4): 1

4970 true 2245 1215.6753 1214.6675 1 0.49 176.57 33 74.7 (M:74.7) 2 1 0 K.ESYSIYVYK.V Dimethyl:2H(4): 1, 9

4971 true 2012 1215.6796 1214.6743 1 -1.62 79.73 33.17 66.9 (M:66.9) 1 1 0 R.SIHDALCVIR.C

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

4972 true 2012 1215.6796 1214.6743 1 -1.62 79.73 33.17 66.9 (M:66.9) 1 1 0 R.SLHDALCVIR.N

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

4973 true 1426 1215.7126 1214.7151 1 -8 101.4 33.5 25.8 (M:25.8) 2 1 0 R.NLPYAYVPSK.S Dimethyl:2H(4): 1, 10

4974 true 1207 1216.5435 1215.5427 1 -5.33 97.07 27.33 70.6 (M:70.6) 3 1 0

R.SGQGAFGNMC

R.G

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

4975 true 1630 1216.593 1215.5856 1 0.11 71.36 29.83 28.2 (M:28.2) 1 1 0 R.NSLSYDCIGR.L

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1



4976 true 680 1216.6425 1215.6474 1 -10.06 119.08 26.83 40.9 (M:40.9) 1 1 0 K.YIDEEELNK.T Dimethyl:2H(4): 1, 9

4977 true 3216 1216.6705 1215.6645 1 -1.12 78.31 37.5 37.4 (M:37.4) 1 1 0 K.DLQMVNISLR.V Dimethyl: 1

4978 false 2168 1216.6731 1215.6499 1 13.02 119.17 35 15.2 (M:15.2) 1 5 0

R.TFNEPGSPIVK.

S Dimethyl: 1

4979 false 2168 1216.6731 1215.6711 1 -4.35 70.13 35 17.8 (M:17.8) 1 2 0 K.IDTIEIITDR.Q Dimethyl: 1

4980 true 107 1216.6946 1215.6863 1 0.81 105.81 24.17 54.8 (M:54.8) 2 1 1 K.NYVPPKGETK.K Dimethyl: 1, 6, 10

4981 false 620 1216.6948 1215.6823 1 4.3 187.88 26.33 15.4 (M:15.4) 1 9 1

K.QQSVAAEKVTK

.V Dimethyl: 11

4982 true 620 1216.6948 1215.6761 1 9.39 141.85 26.33 56.2 (M:56.2) 1 1 0 R.IQETQAELPR.G Dimethyl:2H(4): 1



4983 true 2765 1216.7083 1215.6976 1 2.82 126.95 37 43.0 (M:43.0) 1 1 0 K.QIDQFLVVAR.S Dimethyl: 1

4984 false 2765 1216.7083 1215.6823 1 15.36 262.95 37 15.6 (M:15.6) 1 2 1

K.KLASGDQGSGL

K.R Dimethyl: 1, 12

4985 false 3095 1216.7568 1215.7438 1 4.71 100.43 39 19.1 (M:19.1) 2 2 1 K.TENKISLSIK.N Dimethyl: 1, 4, 10

4986 true 3650 1217.64 1216.6274 1 4.38 109.36 40.5 50.6 (M:50.6) 10 1 0

-

.MFSAVTPLPGR.T Acetyl: 1

4987 true 1807 1217.6763 1216.6737 1 -3.89 126.52 31 59.6 (M:59.6) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

4988 true 1807 1217.6763 1216.6737 1 -3.89 126.52 31 59.6 (M:59.6) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

4989 true 1807 1217.6763 1216.6737 1 -3.89 126.52 31 59.6 (M:59.6) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11



4990 true 3905 1217.7001 1216.6849 1 6.44 144.26 43.67 59.4 (M:59.4) 3 1 0 K.DSTLIMQLLR.D Dimethyl: 1

4991 true 3905 1217.7001 1216.6849 1 6.44 144.26 43.67 59.4 (M:59.4) 3 1 0 K.DSTLIMQLLR.D Dimethyl: 1

4992 true 3905 1217.7001 1216.6849 1 6.44 144.26 43.67 59.4 (M:59.4) 3 1 0 K.DSTLIMQLLR.D Dimethyl: 1

4993 true 3905 1217.7001 1216.6849 1 6.44 144.26 43.67 59.4 (M:59.4) 3 1 0 K.DSTLIMQLLR.D Dimethyl: 1

4994 true 3905 1217.7001 1216.6849 1 6.44 144.26 43.67 59.4 (M:59.4) 3 1 0 K.DSTLIMQLLR.D Dimethyl: 1

4995 true 2673 1217.7188 1216.7077 1 3.12 85.4 33.67 31.9 (M:31.9) 1 1 0 K.DLQNVNITLR.I Dimethyl:2H(4): 1

4996 true 348 1217.7234 1216.7168 1 -0.54 94.86 23.5 24.3 (M:24.3) 2 1 0 R.LYPDRPHQK.S Dimethyl:2H(4): 1, 9



4997 true 2660 1217.7249 1216.7307 1 -10.74 114.33 36.5 41.7 (M:41.7) 1 1 0

R.TPFGTYGGLLK.

G Dimethyl:2H(4): 1, 11

4998 true 2921 1217.7455 1216.7307 1 6.17 130.04 37.83 24.2 (M:24.2) 1 1 0 R.FGQDTLFVVK.T Dimethyl:2H(4): 1, 10

4999 false 3358 1217.779 1216.7554 1 13.47 116.36 39.67 15.9 (M:15.9) 1 6 1

R.RVLVSLATGNR.

D Dimethyl:2H(4): 1

5000 true 3358 1217.779 1216.7693 1 2.04 110.97 39.67 46.2 (M:46.2) 1 1 0 K.TAVETAVLLLR.I Dimethyl:2H(4): 1

5001 false 3358 1217.779 1216.7431 1 23.53 175.5 39.67 17.4 (M:17.4) 1 4 1 K.VEKFGDLILK.A Dimethyl: 3, 10

5002 true 2485 1217.8109 1216.7805 1 18.95 124.57 39.67 27.6 (M:27.6) 1 1 1 R.LQVLNLTKTR.I Dimethyl:2H(4): 1

5003 true 250 1218.5891 1217.5823 1 -0.38 190.57 24.17 23.8 (M:23.8) 1 1 1

R.DRELEQGMGR.

M Dimethyl: 1



5004 true 827 1218.6233 1217.6199 1 -3.11 150.64 29 36.0 (M:36.0) 2 1 0

R.CLSPTPPGAMR

.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

5005 true 463 1218.6363 1217.628 1 0.78 58.94 24 53.3 (M:53.3) 1 1 0 R.HEDDVQHFK.V Dimethyl:2H(4): 1, 9

5006 true 2183 1218.6499 1217.6404 1 1.81 171.1 36.67 74.8 (M:74.8) 1 1 0 K.NVFENALEVR.L Dimethyl: 1

5007 true 1379 1218.6709 1217.6706 1 -5.74 198.07 29 54.1 (M:54.1) 1 1 0 R.VFNETPINPR.K Dimethyl:2H(4): 1

5008 false 1308 1218.673 1217.6404 1 20.72 134.86 29.17 24.8 (M:24.8) 1 2 0 K.LFQSNDPTLR.R Dimethyl: 1

5009 true 1308 1218.673 1217.6544 1 9.3 128.08 29.17 27.1 (M:27.1) 1 1 0 K.LTYDPDPITK.N Dimethyl: 1, 10

5010 true 3019 1218.715 1217.702 1 4.73 192.61 38.83 55.8 (M:55.8) 1 1 0 R.TLDLPIYVTR.V Dimethyl: 1



5011 true 682 1218.7326 1217.7244 1 0.69 144.06 26.17 17.3 (M:17.3) 1 1 0 M.KPILLQGHER.S Dimethyl: 1

5012 false 682 1218.7326 1217.7281 1 -2.34 246.89 26.17 15.0 (M:15.0) 1 4 1 K.IRTVEINGEK.V Dimethyl:2H(4): 10; Dimethyl: 1

5013 true 1986 1218.7335 1217.7281 1 -1.61 177 31.67 40.7 (M:40.7) 1 1 0 K.VLIEGSINSVR.V Dimethyl:2H(4): 1

5014 true 2553 1218.7661 1217.7533 1 4.56 108.07 40.33 19.2 (M:19.2) 1 1 0 R.LTTLELLEVR.R Dimethyl:2H(4): 1

5015 true 3799 1218.7857 1217.7686 1 8.12 115.73 42.5 29.6 (M:29.6) 1 1 0 K.VVLPTFILER.R Dimethyl:2H(4): 1

5016 true 687 1219.5899 1218.5787 1 3.18 110.41 26 30.6 (M:30.6) 1 77.66 1 0

R.IPSGMGHGME

R.V Dimethyl:2H(4): 1; Oxidation: 9

5017 false 1672 1219.6291 1218.6255 1 -2.99 110 31.5 16.0 (M:16.0) 1 7 1 K.EDVQRQQER.E Dimethyl:2H(4): 1



5018 true 1672 1219.6291 1218.6216 1 0.16 108.07 31.5 69.8 (M:69.8) 1 1 0

R.EAMNDPLLER.

Y Dimethyl:2H(4): 1

5019 false 732 1219.6393 1218.6332 1 -0.95 224.17 26.67 18.0 (M:18.0) 1 2 0

K.AAVDHGDDEV

K.F Dimethyl:2H(4): 1, 11

5020 true 732 1219.6393 1218.6295 1 2.09 189.53 26.67 42.3 (M:42.3) 1 1 0

R.TFEDVQGHVR.

R Dimethyl:2H(4): 1

5021 true 751 1219.6408 1218.6245 1 7.45 188.68 26.83 50.2 (M:50.2) 1 1 0

R.LAPEYEAAATR.

L Dimethyl: 1

5022 true 1561 1219.6469 1218.6278 1 9.64 102.34 28.5 27.8 (M:27.8) 1 1 0

R.DMVGIAQTGS

GK.T Dimethyl: 1, 12

5023 true 2043 1219.693 1218.686 1 -0.19 142.62 34.67 24.4 (M:24.4) 1 1 0 R.LDQVELTAFK.L Dimethyl: 1, 10

5024 false 2952 1219.6934 1218.7122 1 -21.31 126.82 44.17 24.8 (M:24.8) 1 2 0 K.EDGAISTILIR.G Dimethyl:2H(4): 1



5025 false 2952 1219.6934 1218.6577 1 23.36 52.63 44.17 15.3 (M:15.3) 1 9 1 K.VDMCRLLLR.H

Carbamidomethyl: 4; Oxidation: 3; 

Dimethyl: 1

5026 true 2835 1219.7045 1218.6972 1 0.01 97.56 35.67 63.4 (M:63.4) 2 1 0 K.LSILYPATTGR.N Dimethyl: 1

5027 true 865 1219.7699 1218.7613 1 1.06 130.02 26.67 17.2 (M:17.2) 1 1 1 K.YALTGDEVKK.I Dimethyl:2H(4): 1, 9, 10

5028 true 518 1219.7829 1218.7725 1 2.57 65.94 25.17 41.0 (M:41.0) 1 1 1 R.GHLDKLEPSK.I Dimethyl:2H(4): 1, 5, 10

5029 true 726 1220.5766 1219.5833 1 -11.49 88.6 26.33 69.5 (M:69.5) 1 1 0 R.DETNYGIPQR.A Dimethyl: 1

5030 true 2066 1220.6336 1219.6197 1 5.43 150.73 32.83 64.3 (M:64.3) 1 1 0

K.SNPGDFTLSVR.

R Dimethyl: 1

5031 true 2066 1220.6336 1219.6197 1 5.43 150.73 32.83 64.3 (M:64.3) 1 1 0

K.SNPGDFTLSVR.

R Dimethyl: 1



5032 true 1605 1220.636 1219.6271 1 1.35 132.93 29.67 48.0 (M:48.0) 1 1 0

R.STPSCIAFGPK.

N Carbamidomethyl: 5; Dimethyl: 1, 11

5033 false 1863 1220.6494 1219.6669 1 -20.25 102.87 32.67 15.3 (M:15.3) 1 3 1

K.MMIQKGLLDK.

H Oxidation: 2; Dimethyl: 10

5034 true 645 1220.674 1219.6673 1 -0.51 89.78 25.67 39.0 (M:39.0) 1 1 0

K.GQTHGVIVEPR.

G Dimethyl: 1

5035 true 3217 1220.6955 1219.6896 1 -1.14 75.01 37.5 29.2 (M:29.2) 1 1 0 K.DLQMVNISLR.V Dimethyl:2H(4): 1

5036 false 2169 1220.6981 1219.6962 1 -4.4 88.84 35 16.6 (M:16.6) 1 3 0 K.IDTIEIITDR.Q Dimethyl:2H(4): 1

5037 true 245 1220.7078 1219.7114 1 -8.95 81.98 24.5 31.1 (M:31.1) 1 93.69 1 1 K.NYVPPKGETK.K Dimethyl:2H(4): 1; Dimethyl: 6, 10

5038 false 2767 1220.7368 1219.7074 1 18.12 169.87 37 23.0 (M:23.0) 1 58.77 3 1

K.KLASGDQGSGL

K.R Dimethyl:2H(4): 1; Dimethyl: 12



5039 true 2767 1220.7368 1219.7227 1 5.62 124.31 37 68.9 (M:68.9) 1 1 0 K.QIDQFLVVAR.S Dimethyl:2H(4): 1

5040 false 2767 1220.7368 1219.7176 1 9.75 160.29 37 18.3 (M:18.3) 1 8 1

K.KVLTSFGDAVK.

N Dimethyl: 1, 11

5041 true 1276 1220.7442 1219.7074 1 24.14 134.19 28.33 27.4 (M:27.4) 1 1 0

R.VLVDQTTGLSR.

G Dimethyl:2H(4): 1

5042 true 707 1221.6034 1220.5972 1 -0.85 127.16 26 19.4 (M:19.4) 1 1 0

R.MEPGLAEGPH

R.T Dimethyl: 1

5043 true 333 1221.6067 1220.6037 1 -3.49 178.89 25 63.8 (M:63.8) 1 1 0

K.AIEENNNFSK.

M Dimethyl: 1, 10

5044 true 1606 1221.6326 1220.624 1 1.05 121.11 30.67 16.4 (M:16.4) 1 1 0 K.EWYHANLTR.A Dimethyl:2H(4): 1

5045 true 1922 1221.6351 1220.6401 1 -10.06 157.5 33.17 37.4 (M:37.4) 1 1 0 K.ALELDSNLYR.I Dimethyl: 1



5046 true 1078 1221.6385 1220.6071 1 19.77 158.13 28.33 43.9 (M:43.9) 1 1 0 K.ITSEISQMER.M Dimethyl: 1

5047 true 3906 1221.7232 1220.7101 1 4.77 136.91 43.67 59.8 (M:59.8) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

5048 true 3906 1221.7232 1220.7101 1 4.77 136.91 43.67 59.8 (M:59.8) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

5049 true 3906 1221.7232 1220.7101 1 4.77 136.91 43.67 59.8 (M:59.8) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

5050 true 3906 1221.7232 1220.7101 1 4.77 136.91 43.67 59.8 (M:59.8) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

5051 true 3906 1221.7232 1220.7101 1 4.77 136.91 43.67 59.8 (M:59.8) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

5052 true 1529 1222.6066 1221.6077 1 -6.84 129.9 31.33 41.3 (M:41.3) 1 1 0 K.HHPDLIFCR.K Carbamidomethyl: 8; Dimethyl: 1



5053 true 2184 1222.6742 1221.6655 1 1.13 144.28 36.67 64.8 (M:64.8) 1 1 0 K.NVFENALEVR.L Dimethyl:2H(4): 1

5054 false 2184 1222.6742 1221.6941 1 -22.2 138.9 36.67 16.4 (M:16.4) 1 3 0 K.IQLISNMLDK.V Dimethyl:2H(4): 1; Oxidation: 7

5055 true 328 1222.7013 1221.6652 1 23.53 149.13 24.67 20.9 (M:20.9) 1 1 1 R.CIIPNHEKR.A Carbamidomethyl: 1; Dimethyl: 1, 8

5056 true 328 1222.7013 1221.6904 1 2.96 144.24 24.67 20.9 (M:20.9) 1 1 1 R.CIIPNHEKK.A

Carbamidomethyl: 1; Dimethyl: 1, 8, 

9

5057 true 319 1222.7049 1221.6957 1 1.53 102.71 24.33 52.3 (M:52.3) 1 1 0

K.LYAVHQEGNK.

N Dimethyl:2H(4): 1, 10

5058 true 1290 1222.7294 1221.7234 1 -1.06 135.5 32.67 70.6 (M:70.6) 7 1 0

R.NLPLPPPPPPR.

G Dimethyl: 1

5059 true 3020 1222.7374 1221.7271 1 2.53 175.74 38.83 49.5 (M:49.5) 1 1 0 R.TLDLPIYVTR.V Dimethyl:2H(4): 1



5060 true 1703 1223.601 1222.6016 1 -6.41 78.52 31.67 34.8 (M:34.8) 1 1 0 K.EGVIECSFVR.S Carbamidomethyl: 6; Dimethyl: 1

5061 true 202 1223.614 1222.6268 1 -16.38 133.49 23.83 33.0 (M:33.0) 1 1 1

K.FEKEAAEMGK.

G Dimethyl: 1, 3, 10

5062 true 1949 1223.619 1222.6016 1 8.25 131.65 33.67 34.4 (M:34.4) 1 1 0 R.TLFCLEQER.A Carbamidomethyl: 4; Dimethyl: 1

5063 true 3835 1223.6461 1222.6386 1 0.17 112.75 42.83 42.4 (M:42.4) 1 1 0 R.NLPFDFTWK.M Dimethyl: 1, 9

5064 false 753 1223.6654 1222.6782 1 -16.43 124.53 26.83 18.5 (M:18.5) 1 50 2 1 K.NKHLITADQR.E Dimethyl: 2

5065 true 753 1223.6654 1222.6496 1 6.99 143.42 26.83 60.0 (M:60.0) 1 1 0

R.LAPEYEAAATR.

L Dimethyl:2H(4): 1

5066 true 383 1223.7114 1222.7034 1 0.62 183.11 25 46.7 (M:46.7) 1 1 0

R.QKPQSDVPLR.

M Dimethyl: 1, 2



5067 true 3140 1223.724 1222.7074 1 7.66 240.57 38.33 37.9 (M:37.9) 2 1 0 R.QLPEPIVPFR.M Dimethyl: 1

5068 true 2884 1223.7339 1222.7223 1 3.54 150.74 38.17 28.3 (M:28.3) 2 1 0 K.LSILYPATTGR.N Dimethyl:2H(4): 1

5069 true 973 1224.5717 1223.5393 1 20.45 159.38 27.83 37.0 (M:37.0) 1 1 0 R.YCDAVFHER.Y Carbamidomethyl: 2; Dimethyl: 1

5070 true 727 1224.5996 1223.6084 1 -13.12 78.84 26.33 41.1 (M:41.1) 1 1 0 R.DETNYGIPQR.A Dimethyl:2H(4): 1

5071 true 1010 1224.6302 1223.622 1 0.77 136.56 30.33 50.3 (M:50.3) 2 1 0

K.CSPIGVYTSGK.

G Carbamidomethyl: 1; Dimethyl: 1, 11

5072 true 2067 1224.6586 1223.6448 1 5.34 138.37 32.83 39.3 (M:39.3) 1 1 0

K.SNPGDFTLSVR.

R Dimethyl:2H(4): 1

5073 true 2067 1224.6586 1223.6448 1 5.34 138.37 32.83 39.3 (M:39.3) 1 1 0

K.SNPGDFTLSVR.

R Dimethyl:2H(4): 1



5074 true 81 1224.661 1223.651 1 2.26 88.01 23 85.6 (M:85.6) 9 1 0

K.QVHPDTGISSK.

A Dimethyl: 1, 11

5075 true 81 1224.661 1223.651 1 2.26 88.01 23 85.6 (M:85.6) 9 1 0

K.QVHPDTGISSK.

A Dimethyl: 1, 11

5076 true 2813 1224.675 1223.6954 1 -22.66 136.78 39.17 23.4 (M:23.4) 1 1 0 R.KPFPDFVYK.R Dimethyl: 1, 1, 9

5077 true 646 1224.7015 1223.6924 1 1.48 60.14 25.67 47.2 (M:47.2) 1 1 0

K.GQTHGVIVEPR.

G Dimethyl:2H(4): 1

5078 true 2327 1224.7501 1223.7424 1 0.33 101.05 34.33 37.8 (M:37.8) 2 1 0

K.LVGNMALLPIR.

S Dimethyl: 1

5079 true 607 1225.5313 1224.5193 1 3.83 72.85 24.33 17.8 (M:17.8) 1 1 0 K.NSFSQCDSPR.V Carbamidomethyl: 6; Dimethyl: 1

5080 true 1222 1225.5994 1224.606 1 -11.35 97.17 28.83 39.5 (M:39.5) 1 1 0 K.FGEVTDCTIK.M Carbamidomethyl: 7; Dimethyl: 1, 10



5081 true 1311 1225.62 1224.6359 1 -18.93 157.18 29.83 17.8 (M:17.8) 1 1 1

K.VMQFQGMGK

K.A Oxidation: 2; Dimethyl: 1, 10

5082 true 1042 1225.6639 1224.6322 1 19.93 160.69 28.33 37.9 (M:37.9) 1 1 0 K.ITSEISQMER.M Dimethyl:2H(4): 1

5083 true 1923 1225.6662 1224.6652 1 -5.14 107.22 33.17 43.4 (M:43.4) 1 1 0 K.ALELDSNLYR.I Dimethyl:2H(4): 1

5084 true 3113 1225.6978 1224.6826 1 6.42 201.75 36.67 21.5 (M:21.5) 1 1 0

K.LQDVRPENAK.

H Dimethyl: 1, 10

5085 false 2804 1225.7343 1224.7554 1 -23.12 163.16 35.83 20.0 (M:20.0) 1 8 1

R.SVTLLIRGPNK.

H Dimethyl: 11

5086 true 2804 1225.7343 1224.719 1 6.56 162.02 35.83 68.2 (M:68.2) 1 1 0 R.LLLNNDNLLR.E Dimethyl: 1

5087 true 2804 1225.7343 1224.719 1 6.56 162.02 35.83 68.2 (M:68.2) 1 1 0 R.LLLNNDNLLR.E Dimethyl: 1



5088 true 1699 1225.739 1224.7239 1 6.34 154.36 31.33 69.1 (M:69.1) 2 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

5089 true 1699 1225.739 1224.7239 1 6.34 154.36 31.33 69.1 (M:69.1) 2 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

5090 true 1699 1225.739 1224.7239 1 6.34 154.36 31.33 69.1 (M:69.1) 2 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

5091 true 3451 1225.7561 1224.7442 1 3.8 160.94 40.17 65.3 (M:65.3) 1 1 0 R.VTLPSGLEILR.T Dimethyl: 1

5092 true 2486 1225.7885 1224.7693 1 9.72 132.66 39.83 55.5 (M:55.5) 1 1 0 K.ILLAELEQLK.G Dimethyl: 1, 10

5093 false 357 1226.5163 1225.4843 1 20.17 160.13 25.5 18.1 (M:18.1) 1 2 0 R.EDMECDDLK.E

Carbamidomethyl: 5; Oxidation: 3; 

Dimethyl: 1, 9

5094 true 357 1226.5163 1225.5034 1 4.6 151.26 25.5 62.0 (M:62.0) 1 1 0 K.NDQCYDDIR.V Carbamidomethyl: 4; Dimethyl: 1



5095 true 542 1226.5285 1225.522 1 -0.63 270.41 25.33 28.5 (M:28.5) 2 1 0 K.ADVYSCPACR.Y Carbamidomethyl: 6, 9; Dimethyl: 1

5096 true 1345 1226.6176 1225.6204 1 -8.16 169.13 27.33 20.9 (M:20.9) 1 1 0 R.HFRPELEDR.M Dimethyl: 1

5097 true 2679 1226.6204 1225.6162 1 -2.55 78.84 38.33 19.6 (M:19.6) 1 1 0 K.EESLVMDISR.F Dimethyl:2H(4): 1; Oxidation: 6

5098 true 1485 1226.6347 1225.6328 1 -4.39 101.72 31.33 16.8 (M:16.8) 1 1 0 K.HHPDLIFCR.K

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

5099 true 2139 1226.7052 1225.698 1 -0.12 133.71 32.67 32.0 (M:32.0) 1 1 0

R.YTPIQQGPMK.

V Dimethyl:2H(4): 1, 10

5100 true 1734 1226.748 1225.7485 1 -6.31 139.71 32.67 70.6 (M:70.6) 6 1 0

R.NLPLPPPPPPR.

G Dimethyl:2H(4): 1

5101 false 1734 1226.748 1225.7282 1 10.23 196.86 32.67 16.2 (M:16.2) 1 3 1 K.IKDLGTIEPLK.K



5102 true 1704 1227.6269 1226.6267 1 -5.78 87.64 31.67 44.4 (M:44.4) 1 1 0 K.EGVIECSFVR.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

5103 true 2103 1227.6277 1226.6118 1 7.06 130.03 33.83 72.9 (M:72.9) 2 1 0

K.YFVDAGAMAV

R.R Dimethyl: 1

5104 true 82 1227.6339 1226.5965 1 24.53 92.34 24 22.0 (M:22.0) 1 1 0

K.EQHPDMSVTK.

V Dimethyl: 1, 10

5105 true 125 1227.6383 1226.6264 1 3.78 130.84 21.33 82.4 (M:82.4) 4 1 0

R.HQGVMVGMG

QK.D Dimethyl: 1, 11

5106 true 125 1227.6383 1226.6264 1 3.78 130.84 21.33 82.4 (M:82.4) 4 1 0

R.HQGVMVGMG

QK.D Dimethyl: 1, 11

5107 true 125 1227.6383 1226.6264 1 3.78 130.84 21.33 82.4 (M:82.4) 4 1 0

R.HQGVMVGMG

QK.D Dimethyl: 1, 11

5108 true 1950 1227.6427 1226.6267 1 7.12 116.23 33.67 42.5 (M:42.5) 1 1 0 R.TLFCLEQER.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1



5109 true 1860 1227.6597 1226.6547 1 -1.81 182.41 31.33 50.7 (M:50.7) 1 1 1 R.GLFDEYGSKK.S Dimethyl: 1, 9, 10

5110 false 3072 1227.7032 1226.7057 1 -7.93 182.05 36.5 21.2 (M:21.2) 1 2 1 R.SPCPNSKIIK.N

Carbamidomethyl: 3; Dimethyl: 1, 7, 

10

5111 true 1031 1227.7158 1226.7023 1 5.03 61.27 27.83 44.4 (M:44.4) 1 1 0

K.VLVAQHDVYK.

G Dimethyl: 1, 10

5112 true 2155 1227.7202 1226.7111 1 1.49 98.18 31.17 40.0 (M:40.0) 1 1 1 R.KNVFEEEIR.E Dimethyl:2H(4): 1, 1

5113 false 2155 1227.7202 1226.7122 1 0.55 134.3 31.17 21.3 (M:21.3) 1 50 6 1 R.DKVLTPEELK.A Dimethyl: 1, 10

5114 true 2657 1227.7206 1226.6983 1 12.28 140.33 36.17 71.7 (M:71.7) 2 1 0

K.DAGTIAGLNVL

R.I Dimethyl: 1

5115 true 2044 1227.7416 1226.7598 1 -20.75 93.09 34.67 20.4 (M:20.4) 1 1 1 K.TREVLIEIAK.K Dimethyl: 1, 10



5116 true 1607 1227.7441 1226.7285 1 6.82 109.89 30.67 33.9 (M:33.9) 1 1 0 R.LVTELTNHIR.V Dimethyl:2H(4): 1

5117 true 3108 1227.7477 1226.7325 1 6.48 143.41 38.33 52.0 (M:52.0) 1 1 0 R.QLPEPIVPFR.M Dimethyl:2H(4): 1

5118 true 974 1228.585 1227.5644 1 10.8 174.31 27.83 41.1 (M:41.1) 1 1 0 R.YCDAVFHER.Y

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

5119 true 477 1228.6037 1227.6095 1 -10.65 112.99 25.17 51.9 (M:51.9) 1 1 0 K.DLPVSEQQER.A Dimethyl: 1

5120 true 445 1228.6344 1227.6332 1 -4.97 45.04 26.17 19.8 (M:19.8) 1 1 0

K.QAHTMDPQLR.

L Dimethyl:2H(4): 1

5121 true 645 1228.6597 1227.6344 1 14.71 103.25 24.67 20.4 (M:20.4) 1 1 1 K.FACPECPKR.F

Carbamidomethyl: 3, 6; 

Dimethyl:2H(4): 1, 8

5122 false 1166 1228.6675 1227.6443 1 12.97 8.04 28.83 20.4 (M:20.4) 1 2 0

K.LGMLSPDGACK

.A

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 11; Oxidation: 3



5123 true 865 1228.6719 1227.6571 1 6.07 122.11 27.17 19.8 (M:19.8) 1 1 1 K.RVDALNDEIR.Q Dimethyl: 1

5124 true 155 1228.6762 1227.6622 1 5.49 154.02 23.33 25.5 (M:25.5) 1 1 1

R.GLDDDRPPRR.

A Dimethyl:2H(4): 1

5125 true 1928 1228.6787 1227.6773 1 -4.75 124.91 30.83 35.5 (M:35.5) 2 1 0

R.STPSCIAFGPK.

N

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 11

5126 true 3035 1228.7093 1227.6761 1 21.08 115.4 45.33 38.4 (M:38.4) 1 92.67 1 0

K.QVHPDTGISSK.

A Dimethyl:2H(4): 1; Dimethyl: 11

5127 true 3035 1228.7093 1227.6761 1 21.08 115.4 45.33 38.4 (M:38.4) 1 92.67 1 0

K.QVHPDTGISSK.

A Dimethyl:2H(4): 1; Dimethyl: 11

5128 true 2582 1228.71 1227.6976 1 4.17 180.33 37.83 48.7 (M:48.7) 3 1 0

K.SILFVPNSAPR.

G Dimethyl: 1

5129 true 3332 1228.7419 1227.7227 1 9.73 164.22 41.33 72.5 (M:72.5) 2 1 0

R.GLALALFGGEP

K.N Dimethyl: 1, 12



5130 true 155 1228.772 1227.7616 1 2.52 127.62 24 72.7 (M:72.7) 2 1 1 K.NYVPPKGETK.K Dimethyl:2H(4): 1, 6, 10

5131 true 2328 1228.7792 1227.7675 1 3.57 96.53 34.33 21.5 (M:21.5) 1 1 0

K.LVGNMALLPIR.

S Dimethyl:2H(4): 1

5132 true 608 1229.5574 1228.5444 1 4.63 68.38 24.33 27.5 (M:27.5) 1 1 0 K.NSFSQCDSPR.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

5133 false 1836 1229.6166 1228.6299 1 -16.78 32.54 32.5 16.0 (M:16.0) 1 4 0 R.LDIDSEPTIAR.N

5134 true 1836 1229.6166 1228.6122 1 -2.34 106 32.5 59.8 (M:59.8) 1 1 0 R.EGPLCDELIR.N Carbamidomethyl: 5; Dimethyl: 1

5135 true 377 1229.6383 1228.6313 1 -0.21 180.94 21.67 54.2 (M:54.2) 1 1 0

K.HQSLGGQYGV

R.G Dimethyl: 1

5136 true 203 1229.6611 1228.6539 1 -0.09 185.97 25 83.5 (M:83.5) 1 1 0

K.AIEENNNFSK.

M Dimethyl:2H(4): 1, 10



5137 true 3165 1229.7282 1228.718 1 2.4 95.03 39.17 19.6 (M:19.6) 1 1 0 K.ALQIPEVYLR.E Dimethyl: 1

5138 false 3253 1229.75 1228.758 1 -12.45 161.89 40 15.8 (M:15.8) 1 9 1 R.TLVTKEEPPK.E Dimethyl:2H(4): 1; Dimethyl: 5, 10

5139 true 3253 1229.75 1228.7431 1 -0.3 170.66 40 64.3 (M:64.3) 1 1 0

K.FSLAPVAVELK.

A Dimethyl: 1, 11

5140 false 3253 1229.75 1228.7693 1 -21.58 171.58 40 30.9 (M:30.9) 1 2 0 R.VTLPSGLEILR.T Dimethyl:2H(4): 1

5141 false 3253 1229.75 1228.7642 1 -17.48 160.92 40 17.6 (M:17.6) 1 4 0 K.ITSDVLTVLIK.Q Dimethyl: 11

5142 true 2791 1229.7602 1228.7441 1 7.14 219.54 35.83 69.2 (M:69.2) 1 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1

5143 true 2791 1229.7602 1228.7441 1 7.14 219.54 35.83 69.2 (M:69.2) 1 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1



5144 true 538 1230.5277 1229.5285 1 -6.52 81.73 25.5 72.7 (M:72.7) 1 1 0 K.NDQCYDDIR.V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

5145 false 538 1230.5277 1229.5094 1 9 100.63 25.5 18.1 (M:18.1) 1 2 0 R.EDMECDDLK.E

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 9

5146 true 1562 1230.5852 1229.5863 1 -6.82 167.94 31.17 33.2 (M:33.2) 3 1 0 K.QYYVLCNSR.D Carbamidomethyl: 6; Dimethyl: 1

5147 true 1420 1230.6256 1229.6227 1 -3.53 146.25 30 34.9 (M:34.9) 1 1 0 R.QNFHMEQLK.Y Dimethyl: 1, 9

5148 true 1316 1230.6442 1229.6455 1 -6.95 106.15 27.33 16.1 (M:16.1) 1 1 0 R.HFRPELEDR.M Dimethyl:2H(4): 1

5149 true 2432 1230.6538 1229.6599 1 -10.94 99.3 32.33 25.7 (M:25.7) 1 1 0 R.DVCTTLGLCK.G

Carbamidomethyl: 3, 9; 

Dimethyl:2H(4): 1, 10

5150 false 2373 1230.7145 1229.6918 1 12.56 146.02 38.67 15.7 (M:15.7) 1 3 1

K.AISEAEPPTRK.

A Dimethyl:2H(4): 1



5151 true 2373 1230.7145 1229.702 1 4.26 137.92 38.67 31.7 (M:31.7) 1 1 0 R.FLVPIESIER.A Dimethyl: 1

5152 true 1257 1230.7299 1229.703 1 15.95 170.31 29 34.4 (M:34.4) 1 1 0

R.QNALLEQQVR.

A Dimethyl:2H(4): 1

5153 true 1738 1230.739 1229.7546 1 -18.61 93.81 32 33.3 (M:33.3) 1 1 0

R.AVFPSIVGRPR.

H Dimethyl:2H(4): 1

5154 true 1738 1230.739 1229.7546 1 -18.61 93.81 32 33.3 (M:33.3) 1 1 0

R.AVFPSIVGRPR.

H Dimethyl:2H(4): 1

5155 true 1738 1230.739 1229.7546 1 -18.61 93.81 32 33.3 (M:33.3) 1 1 0

R.AVFPSIVGRPR.

H Dimethyl:2H(4): 1

5156 false 3959 1230.7771 1229.7645 1 4.31 173.75 44.17 17.5 (M:17.5) 1 3 1 K.VLEALLEQKR.S Dimethyl:2H(4): 9

5157 true 176 1231.6134 1230.5993 1 5.51 150.62 25.17 39.7 (M:39.7) 1 1 0 R.YLHDESGLNR.R Dimethyl: 1



5158 true 176 1231.6134 1230.5993 1 5.51 150.62 25.17 39.7 (M:39.7) 1 1 0 R.YLHDESGLNR.R Dimethyl: 1

5159 true 304 1231.6247 1230.6204 1 -2.47 133.79 25.5 58.9 (M:58.9) 1 1 0

K.TNEAQAIETAR.

A Dimethyl: 1

5160 true 2104 1231.6551 1230.6369 1 8.89 147.07 33.83 70.5 (M:70.5) 2 1 0

K.YFVDAGAMAV

R.R Dimethyl:2H(4): 1

5161 true 1507 1231.6766 1230.677 1 -6.18 84.91 30.5 18.6 (M:18.6) 1 1 0 R.FGEVVDCTIK.T

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 10

5162 true 1101 1231.684 1230.6721 1 3.74 127.09 28.83 79.7 (M:79.7) 3 1 0

K.FAAATGATPIA

GR.F Dimethyl: 1

5163 true 2587 1231.7049 1230.7056 1 -6.53 65.31 34.17 17.6 (M:17.6) 2 1 0 K.QMLPLNTNIR.L Dimethyl:2H(4): 1

5164 true 3542 1231.7122 1230.6889 1 13.02 98.8 42.83 34.5 (M:34.5) 1 1 0 R.NLPFDFTWK.M Dimethyl:2H(4): 1, 9



5165 false 3073 1231.727 1230.6972 1 18.3 58.46 36.5 16.8 (M:16.8) 1 3 1 M.EFAELIKTPR.A Dimethyl: 1

5166 true 3073 1231.727 1230.7234 1 -2.95 59.4 36.5 76.1 (M:76.1) 2 1 0

K.DAGTIAGLNVL

R.I Dimethyl:2H(4): 1

5167 false 3968 1231.7708 1230.7588 1 3.88 130.66 44.5 15.8 (M:15.8) 1 3 0 K.VENFIISLIK.E Dimethyl: 1, 10

5168 true 1333 1232.5979 1231.5793 1 9.22 162.27 29.67 15.6 (M:15.6) 1 1 0

K.ISRPGDSDDSR.

G Dimethyl: 1

5169 true 478 1232.6319 1231.6346 1 -8.09 125.74 25.17 38.3 (M:38.3) 1 1 0 K.DLPVSEQQER.A Dimethyl:2H(4): 1

5170 true 255 1232.6524 1231.6521 1 -5.6 175.21 24.17 16.2 (M:16.2) 1 1 1 K.ITDRTESLNR.S Dimethyl: 1

5171 true 931 1232.6603 1231.6358 1 13.97 163.18 27.67 18.3 (M:18.3) 1 1 0

K.STGCDFAVSPK.

L

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 11



5172 true 1011 1232.677 1231.6722 1 -2.02 110.33 30.17 30.6 (M:30.6) 2 1 0

K.CSPIGVYTSGK.

G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 11

5173 false 1918 1232.6963 1231.6784 1 8.6 98.23 30 17.2 (M:17.2) 1 2 1

K.FMSKVVATSSK.

S Dimethyl:2H(4): 11; Oxidation: 2

5174 false 866 1232.6983 1231.6846 1 5.24 130.48 27.17 24.0 (M:24.0) 1 2 1 K.KAMENIGELK.K Oxidation: 3; Dimethyl: 1, 1, 10

5175 false 866 1232.6983 1231.6958 1 -3.87 223.07 27.17 16.5 (M:16.5) 1 5 1

K.GACQKTLASLK.

L Carbamidomethyl: 3; Dimethyl: 1, 11

5176 true 866 1232.6983 1231.6823 1 7.15 181.35 27.17 39.0 (M:39.0) 1 1 1 K.RVDALNDEIR.Q Dimethyl:2H(4): 1

5177 false 866 1232.6983 1231.6772 1 11.24 107.87 27.17 18.1 (M:18.1) 1 3 1

K.KTVTGTDADLR.

R Dimethyl: 1, 1

5178 true 82 1232.7135 1231.7012 1 4.06 107.51 23 76.4 (M:76.4) 7 1 0

K.QVHPDTGISSK.

A Dimethyl:2H(4): 1, 11



5179 true 82 1232.7135 1231.7012 1 4.06 107.51 23 76.4 (M:76.4) 7 1 0

K.QVHPDTGISSK.

A Dimethyl:2H(4): 1, 11

5180 true 2686 1232.7336 1231.7227 1 2.93 177.63 37.83 62.1 (M:62.1) 2 1 0

K.SILFVPNSAPR.

G Dimethyl:2H(4): 1

5181 true 818 1233.5996 1232.6187 1 -21.35 146.26 26.67 29.7 (M:29.7) 1 1 0

R.AESEEGPDVLR.

W Dimethyl:2H(4): 1

5182 true 2640 1233.6338 1232.6223 1 3.4 159.87 40.67 26.5 (M:26.5) 2 1 0

-

.MFSAVTPLPGR.T Acetyl: 1; Oxidation: 1

5183 true 1837 1233.6451 1232.6373 1 0.48 99.33 32.5 48.1 (M:48.1) 1 1 0 R.EGPLCDELIR.N

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

5184 true 332 1233.647 1232.6183 1 17.31 178.54 24.5 39.8 (M:39.8) 1 1 0 K.ITQCSAEIQR.I Carbamidomethyl: 4; Dimethyl: 1

5185 false 332 1233.647 1232.6149 1 20.04 237.45 24.5 15.2 (M:15.2) 1 9 1

R.GPYNDAQGQK

K.V Dimethyl: 11



5186 true 1223 1233.6474 1232.6562 1 -13.07 124.38 28.83 59.8 (M:59.8) 1 1 0 K.FGEVTDCTIK.M

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 10

5187 false 1223 1233.6474 1232.626 1 11.4 132.06 28.83 20.8 (M:20.8) 1 2 1

K.MKTATDEAYK.

D

Dimethyl:2H(4): 1; Oxidation: 1; 

Dimethyl: 10

5188 true 1729 1233.6646 1232.6686 1 -9.14 143.48 31.33 15.5 (M:15.5) 1 1 0 K.EITALAPSTMK.I Oxidation: 10; Dimethyl: 1, 11

5189 true 1729 1233.6646 1232.6686 1 -9.14 143.48 31.33 15.5 (M:15.5) 1 1 0 K.EITALAPSTMK.I Oxidation: 10; Dimethyl: 1, 11

5190 true 1729 1233.6646 1232.6686 1 -9.14 143.48 31.33 15.5 (M:15.5) 1 1 0 K.EITALAPSTMK.I Oxidation: 10; Dimethyl: 1, 11

5191 true 829 1233.6677 1232.6564 1 3.29 138.23 25.5 42.8 (M:42.8) 2 1 0

K.HQSLGGQYGV

R.G Dimethyl:2H(4): 1

5192 true 777 1233.6694 1232.6861 1 -19.46 162.81 27 22.3 (M:22.3) 1 1 1

K.VMQFQGMGK

K.A Dimethyl:2H(4): 1, 10; Oxidation: 2



5193 true 320 1233.6704 1232.6626 1 0.46 131.6 24.17 21.9 (M:21.9) 1 1 0

K.IAGHPLAQNER.

C Dimethyl: 1

5194 true 3678 1233.6924 1232.6799 1 4.26 119.12 43.83 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

5195 true 3678 1233.6924 1232.6799 1 4.26 119.12 43.83 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

5196 true 3678 1233.6924 1232.6799 1 4.26 119.12 43.83 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

5197 true 3678 1233.6924 1232.6799 1 4.26 119.12 43.83 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

5198 true 3678 1233.6924 1232.6799 1 4.26 119.12 43.83 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

5199 true 2811 1233.7021 1232.6765 1 14.86 241.54 36.5 36.5 (M:36.5) 1 1 0

K.ASSGLLYPLER.

G Dimethyl: 1



5200 true 3620 1233.7035 1232.6914 1 3.91 217.64 43.83 15.2 (M:15.2) 1 1 1

K.LQGLKEAEEGK.

S Dimethyl:2H(4): 11

5201 true 1656 1233.7319 1232.7402 1 -12.68 82.27 31.33 19.8 (M:19.8) 1 1 0

R.MAQEVLTHLK.

E Dimethyl:2H(4): 1, 10

5202 true 2718 1233.7362 1232.739 1 -8.17 104.46 35 31.6 (M:31.6) 1 1 0

K.TASQSLLVNLR.

A Dimethyl:2H(4): 1

5203 true 2487 1233.8383 1232.8195 1 9.32 172.13 39.83 50.5 (M:50.5) 1 1 0 K.ILLAELEQLK.G Dimethyl:2H(4): 1, 10

5204 false 232 1234.6095 1233.599 1 2.61 105.01 22.67 17.7 (M:17.7) 1 3 1 R.GREEYEGPNK.K Dimethyl: 1, 10

5205 true 1896 1234.6167 1233.6114 1 -1.64 100.82 30.67 28.2 (M:28.2) 3 1 0 K.QYYVLCNSR.D

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

5206 true 681 1234.6236 1233.6142 1 1.67 114.68 25 39.1 (M:39.1) 1 1 0 K.YHAPSNQFSK.A Dimethyl: 1, 10



5207 true 135 1234.6314 1233.6102 1 11.31 168.74 23.67 16.0 (M:16.0) 1 1 0 R.TAAEEYRPNR.Y Dimethyl: 1

5208 true 2041 1234.6704 1233.6701 1 -5.66 156.75 34 22.7 (M:22.7) 3 1 0

K.MLFSSNGGMV

K.G Dimethyl:2H(4): 1, 11

5209 false 1014 1234.6911 1233.6717 1 9.75 120.66 28.17 19.4 (M:19.4) 1 2 1 R.LNLYELKEGR.Q

5210 true 1014 1234.6911 1233.6605 1 18.85 124.93 28.17 21.0 (M:21.0) 1 1 0 K.YAEQLIQEGK.A Dimethyl: 1, 10

5211 true 2348 1234.7341 1233.7271 1 -0.18 189.96 38.67 51.4 (M:51.4) 1 1 0 R.FLVPIESIER.A Dimethyl:2H(4): 1

5212 true 329 1234.7746 1233.7657 1 1.37 170.33 24.5 26.0 (M:26.0) 1 1 1 R.CIIPNHEKK.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 8, 9

5213 true 3340 1235.5681 1234.5515 1 7.58 176.71 40.83 19.2 (M:19.2) 1 1 0 K.GMFYNCYPK.Q Carbamidomethyl: 6; Dimethyl: 1, 9



5214 true 1408 1235.5782 1234.5731 1 -1.77 65.94 29.67 36.2 (M:36.2) 1 1 0 R.SFFDPSSQHR.D Dimethyl: 1

5215 true 624 1235.5821 1234.6016 1 -21.68 98.21 26.5 38.0 (M:38.0) 1 1 0 K.TDGCHVYLSK.N Carbamidomethyl: 4; Dimethyl: 1, 10

5216 true 1676 1235.6062 1234.5982 1 0.58 203.11 31.33 46.0 (M:46.0) 1 1 0 R.FPFESPEAQR.L Dimethyl: 1

5217 false 1676 1235.6062 1234.605 1 -4.87 74.16 31.33 16.6 (M:16.6) 1 5 1

-

.MMTDIKDGPR.S Oxidation: 1; Dimethyl: 1, 6

5218 true 539 1235.6145 1234.6194 1 -9.82 64.69 26.33 23.8 (M:23.8) 1 1 0

K.VVAEVYDQER.

F Dimethyl: 1

5219 true 368 1235.6349 1234.6244 1 2.57 116.45 25.17 47.1 (M:47.1) 1 1 0 R.YLHDESGLNR.R Dimethyl:2H(4): 1

5220 true 368 1235.6349 1234.6244 1 2.57 116.45 25.17 47.1 (M:47.1) 1 1 0 R.YLHDESGLNR.R Dimethyl:2H(4): 1



5221 true 305 1235.6509 1234.6455 1 -1.53 119.07 25.5 42.8 (M:42.8) 1 1 0

K.TNEAQAIETAR.

A Dimethyl:2H(4): 1

5222 true 1631 1235.6667 1234.6831 1 -19.14 78.63 28.83 49.9 (M:49.9) 1 1 0 R.HEAESILMNK.G Dimethyl:2H(4): 1, 10

5223 true 1896 1235.6785 1234.6558 1 12.53 171.2 32.33 20.8 (M:20.8) 2 1 0

M.ATYVQLNTGA

K.M Acetyl: 1; Dimethyl: 11

5224 true 482 1235.6851 1234.6766 1 0.99 93.26 25.83 78.7 (M:78.7) 4 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11

5225 true 482 1235.6851 1234.6766 1 0.99 93.26 25.83 78.7 (M:78.7) 4 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11

5226 true 482 1235.6851 1234.6766 1 0.99 93.26 25.83 78.7 (M:78.7) 4 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11

5227 false 92 1235.6896 1234.6958 1 -10.95 165.27 21.33 19.9 (M:19.9) 3 2 1 K.LKGTEDELDK.Y Dimethyl:2H(4): 10; Dimethyl: 1, 2



5228 true 2146 1235.69 1234.6642 1 15.01 108.62 33.17 29.1 (M:29.1) 1 1 0

R.CLSQAVEGLAR.

A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

5229 true 1947 1235.7011 1234.6972 1 -2.74 131.1 32.5 53.7 (M:53.7) 2 1 0

K.FAAATGATPIA

GR.F Dimethyl:2H(4): 1

5230 true 3022 1235.7141 1234.7012 1 4.58 140.68 38.83 45.2 (M:45.2) 1 1 0

K.FLVGPDGVPFR.

R Dimethyl:2H(4): 1

5231 true 835 1235.7525 1234.7398 1 4.39 78.41 26.67 31.0 (M:31.0) 1 1 1 R.IKEVGHELVR.K Dimethyl: 1, 2

5232 true 1739 1236.5787 1235.5969 1 -20.59 154.32 31.83 19.2 (M:19.2) 1 1 0 K.CDLFIQEGAR.L Carbamidomethyl: 1; Dimethyl: 1

5233 true 974 1236.6302 1235.6332 1 -8.31 150.81 29.83 41.9 (M:41.9) 1 1 0

K.NNYAMAQLQK

.Y Dimethyl: 1, 10

5234 true 2210 1236.6633 1235.651 1 4.04 177.82 32.67 37.7 (M:37.7) 2 1 0

K.QGYVLSSIEGR.

V Dimethyl: 1



5235 true 3061 1236.6648 1235.6445 1 10.58 176.47 39.17 23.6 (M:23.6) 2 1 1 K.KEMQPTHPIR.L

5236 true 3061 1236.6648 1235.6445 1 10.58 176.47 39.17 23.6 (M:23.6) 2 1 1 K.KEMQPTHPIR.L

5237 true 3061 1236.6648 1235.6445 1 10.58 176.47 39.17 23.6 (M:23.6) 2 1 1 K.KEMQPTHPIR.L

5238 false 3333 1236.7945 1235.7614 1 20.88 292.82 41.33 16.0 (M:16.0) 1 50.29 7 0

K.GAFKPVMAAIK

.E

Dimethyl:2H(4): 4; Oxidation: 7; 

Dimethyl: 1, 11

5239 false 3333 1236.7945 1235.8128 1 -20.72 234.75 41.33 19.7 (M:19.7) 1 3 1

K.LVRVVAHALAR.

K Dimethyl:2H(4): 1

5240 false 3333 1236.7945 1235.7791 1 6.53 160.75 41.33 18.1 (M:18.1) 2 5 1 K.QLLALKAEYK.E Dimethyl:2H(4): 1; Dimethyl: 10

5241 true 3333 1236.7945 1235.7729 1 11.53 157.19 41.33 71.7 (M:71.7) 2 1 0

R.GLALALFGGEP

K.N Dimethyl:2H(4): 1, 12



5242 true 3154 1237.6019 1236.5995 1 -3.91 162.32 37 27.8 (M:27.8) 1 1 0 R.CLDLYLCPR.Q Carbamidomethyl: 1, 7; Dimethyl: 1

5243 true 514 1237.603 1236.5986 1 -2.37 97.77 25.17 22.4 (M:22.4) 1 1 0 R.VIEDNEYTAR.E Dimethyl: 1

5244 true 2068 1237.6417 1236.6257 1 7.11 150.62 32.83 25.4 (M:25.4) 1 1 0

R.MIDMLAANNG

R.V Dimethyl:2H(4): 1

5245 false 333 1237.6482 1236.6508 1 -7.99 141.66 24.5 16.4 (M:16.4) 1 3 1

R.MEMGPGGSKQ

K.K Dimethyl:2H(4): 9; Dimethyl: 1, 11

5246 true 333 1237.6482 1236.6434 1 -2.01 173.92 24.5 38.9 (M:38.9) 1 1 0 K.ITQCSAEIQR.I

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

5247 false 333 1237.6482 1236.6206 1 16.41 153.06 24.5 17.3 (M:17.3) 1 2 1

R.MRTEMEAGLK.

K Oxidation: 5; Dimethyl: 1, 10

5248 true 2481 1237.6763 1236.6872 1 -14.67 194.41 39 20.2 (M:20.2) 1 1 1

K.NAPKMIMTQK.

Q

Dimethyl:2H(4): 1; Oxidation: 7; 

Dimethyl: 10



5249 true 2641 1237.6883 1236.6826 1 -1.33 154.02 41 15.1 (M:15.1) 1 1 1 K.LLEHKEIDGR.L Dimethyl: 1

5250 true 321 1237.6918 1236.6877 1 -2.54 100.29 24 56.2 (M:56.2) 1 1 0

K.IAGHPLAQNER.

C Dimethyl:2H(4): 1

5251 true 975 1237.6932 1236.6764 1 7.67 153.95 27.67 16.6 (M:16.6) 1 1 0 K.VIDQQNGLYR.C Dimethyl:2H(4): 1

5252 true 2170 1237.7053 1236.705 1 -5.61 220.98 35.17 16.7 (M:16.7) 1 1 1

K.AADAVNKMTIK

.M

Dimethyl:2H(4): 1; Oxidation: 8; 

Dimethyl: 11

5253 true 3764 1237.713 1236.705 1 0.62 132.9 43.67 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

5254 true 3764 1237.713 1236.705 1 0.62 132.9 43.67 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

5255 true 3764 1237.713 1236.705 1 0.62 132.9 43.67 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6



5256 true 3764 1237.713 1236.705 1 0.62 132.9 43.67 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

5257 true 3764 1237.713 1236.705 1 0.62 132.9 43.67 20.4 (M:20.4) 1 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

5258 true 2812 1237.7267 1236.7016 1 14.43 192.99 36.5 54.9 (M:54.9) 1 1 0

K.ASSGLLYPLER.

G Dimethyl:2H(4): 1

5259 true 3429 1237.8086 1236.7933 1 6.5 176.32 40 72.7 (M:72.7) 1 1 0

K.FSLAPVAVELK.

A Dimethyl:2H(4): 1, 11

5260 true 1776 1238.6168 1237.6125 1 -2.45 159.8 30.83 41.0 (M:41.0) 1 1 0

K.MTITQQEFGR.

A Dimethyl: 1

5261 true 2310 1238.644 1237.6244 1 9.98 106.13 35 61.6 (M:61.6) 1 1 0 K.FYVHNDIFR.Y Dimethyl: 1

5262 true 137 1238.6481 1237.6527 1 -9.63 120.07 23.67 17.6 (M:17.6) 1 1 1

R.RALDDDRPPR.

R Dimethyl: 1



5263 true 157 1238.6651 1237.6527 1 4.12 196.52 23.33 34.5 (M:34.5) 1 1 1

R.ALDDDRPPRR.

A Dimethyl: 1

5264 true 1421 1238.6739 1237.6729 1 -5.05 91.1 30.17 24.2 (M:24.2) 1 1 0 R.QNFHMEQLK.Y Dimethyl:2H(4): 1, 9

5265 false 1237 1238.716 1237.6891 1 15.84 106.64 29.5 18.4 (M:18.4) 2 2 1

R.ITIGGHRSDVR.

T Dimethyl: 1

5266 true 1237 1238.716 1237.7071 1 1.36 126.72 29.5 20.4 (M:20.4) 1 1 1 R.KQVFDQYVK.T Dimethyl: 1, 1, 9

5267 true 1366 1239.6046 1238.5982 1 -0.67 89.76 29.67 29.6 (M:29.6) 1 1 0 R.SFFDPSSQHR.D Dimethyl:2H(4): 1

5268 true 1601 1239.623 1238.6233 1 -6.14 225.2 31.33 55.1 (M:55.1) 1 1 0 R.FPFESPEAQR.L Dimethyl:2H(4): 1

5269 true 102 1239.6351 1238.6306 1 -2.17 57.63 22 61.2 (M:61.2) 1 1 0

R.HDINEGAAQPR

.R Dimethyl:2H(4): 1



5270 true 621 1239.6381 1238.6255 1 4.25 153.27 26.17 39.0 (M:39.0) 1 1 0 K.THEDIEAQIR.E Dimethyl: 1

5271 true 2098 1239.6391 1238.6295 1 1.88 161.44 35.33 66.7 (M:66.7) 1 1 0 K.YQQLFEDLR.A Dimethyl: 1

5272 true 3706 1239.6844 1238.6659 1 9.06 197.76 40.83 57.5 (M:57.5) 1 1 0 K.DITIHANPFAL.- Dimethyl: 1

5273 true 1309 1239.7018 1238.6809 1 11.02 119.56 32.33 26.9 (M:26.9) 2 1 0

M.ATYVQLNTGA

K.M Dimethyl:2H(4): 11; Acetyl: 1

5274 true 1893 1239.7308 1238.73 1 -5.27 140.88 31.33 18.6 (M:18.6) 1 1 1 R.GLFDEYGSKK.S Dimethyl:2H(4): 1, 9, 10

5275 true 3960 1239.8176 1238.809 1 1.12 142.16 44.33 68.8 (M:68.8) 1 1 0 K.VENFIISLIK.E Dimethyl:2H(4): 1, 10

5276 true 2444 1240.5767 1239.574 1 -3.67 214.81 33.83 46.6 (M:46.6) 1 1 0

R.MGLAMGSNFE

R.T Dimethyl: 1



5277 true 784 1240.5857 1239.5554 1 18.58 170.64 26.5 29.2 (M:29.2) 1 1 1 R.MDYEDDRLR.D Dimethyl: 1

5278 true 1740 1240.6132 1239.622 1 -12.95 110.02 31.83 27.2 (M:27.2) 1 1 0 K.CDLFIQEGAR.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

5279 true 173 1240.6754 1239.6711 1 -2.4 92.82 23.67 39.8 (M:39.8) 1 1 0

K.VPEPVDTQTAK

.I Dimethyl: 1, 11

5280 true 1445 1240.7048 1239.7009 1 -2.76 130.44 33.5 58.4 (M:58.4) 2 1 0

K.NAPALLIACNK.

Q Carbamidomethyl: 9; Dimethyl: 1, 11

5281 false 1987 1240.7124 1239.7075 1 -1.84 245.36 31.83 21.7 (M:21.7) 1 78.68 2 1

K.EETPKGISPVK.

G Dimethyl: 1, 11

5282 true 1869 1240.7312 1239.7187 1 4.2 174.3 32 63.7 (M:63.7) 2 1 0 R.ETQALILAPTR.E Dimethyl: 1

5283 false 3147 1240.7336 1239.7348 1 -6.84 265.24 39 16.0 (M:16.0) 1 2 1 K.AMENIGELKK.E

Dimethyl:2H(4): 9, 10; Oxidation: 2; 

Dimethyl: 1



5284 true 1787 1240.8159 1239.8155 1 -5.48 107.19 30.17 20.5 (M:20.5) 1 1 1 R.KEPQPLVIPR.N Dimethyl:2H(4): 1, 1

5285 true 867 1241.6214 1240.6088 1 4.31 148.8 26.83 46.8 (M:46.8) 1 1 1 K.RFPGYDSESK.E Dimethyl: 1, 10

5286 true 3155 1241.6272 1240.6246 1 -3.78 80.32 36.83 33.0 (M:33.0) 1 1 0 R.CLDLYLCPR.Q

Carbamidomethyl: 1, 7; 

Dimethyl:2H(4): 1

5287 false 1386 1241.6962 1240.7027 1 -11.08 137.1 28.83 19.8 (M:19.8) 1 2 0

R.LQEALQQEVK.

A Dimethyl: 1, 10

5288 true 1386 1241.6962 1240.6928 1 -3.11 151.24 28.83 46.5 (M:46.5) 2 1 0 K.IHPTSIIGGYR.L Dimethyl: 1

5289 false 1386 1241.6962 1240.7139 1 -20.13 121.93 28.83 15.7 (M:15.7) 1 4 1 K.IDIQIKDAIGR.Y

5290 true 1481 1241.7157 1240.718 1 -7.66 104.84 30 32.0 (M:32.0) 1 1 0 K.IIAVVQDHYK.E Dimethyl: 1, 10



5291 true 38 1242.6015 1241.5975 1 -2.68 241.93 19.83 28.7 (M:28.7) 2 1 0

-

.MDFQHRPGGK.T Acetyl: 1; Dimethyl: 10

5292 true 1693 1242.6369 1241.6376 1 -6.41 142.12 30.67 21.4 (M:21.4) 1 1 0

K.MTITQQEFGR.

A Dimethyl:2H(4): 1

5293 true 157 1242.6446 1241.6153 1 17.75 137.48 25.17 16.7 (M:16.7) 1 1 0

K.VQEFEHVNGR.

W Dimethyl: 1

5294 true 2311 1242.6676 1241.6495 1 8.7 89.65 35 54.0 (M:54.0) 1 1 0 K.FYVHNDIFR.Y Dimethyl:2H(4): 1

5295 true 682 1242.6699 1241.6644 1 -1.48 77.63 25 16.9 (M:16.9) 1 1 0 K.YHAPSNQFSK.A Dimethyl:2H(4): 1, 10

5296 true 158 1242.693 1241.6778 1 6.38 226.49 23.33 40.2 (M:40.2) 1 1 1

R.ALDDDRPPRR.

A Dimethyl:2H(4): 1

5297 false 596 1242.7364 1241.7533 1 -19.45 255.04 23.83 15.5 (M:15.5) 1 6 1

K.VPVKDVVDPSK

.V Dimethyl:2H(4): 1; Dimethyl: 11



5298 true 596 1242.7364 1241.7343 1 -4.2 159.02 23.83 81.9 (M:81.9) 3 1 1

M.VLSAADKNNV

K.G Dimethyl: 1, 7, 11

5299 false 527 1243.6342 1242.6213 1 4.49 159.57 25.83 31.3 (M:31.3) 2 26.68 2 0

R.HQGVMVGMG

QK.D Oxidation: 5; Dimethyl: 1, 11

5300 false 527 1243.6342 1242.6213 1 4.49 159.57 25.83 31.3 (M:31.3) 2 26.68 2 0

R.HQGVMVGMG

QK.D Oxidation: 5; Dimethyl: 1, 11

5301 false 527 1243.6342 1242.6213 1 4.49 159.57 25.83 31.3 (M:31.3) 2 26.68 2 0

R.HQGVMVGMG

QK.D Oxidation: 5; Dimethyl: 1, 11

5302 true 1564 1243.6367 1242.6216 1 6.31 178.22 31 40.5 (M:40.5) 1 1 0 K.SQAFIEMETR.E Dimethyl:2H(4): 1

5303 true 705 1243.6371 1242.6213 1 6.88 219.1 26.5 36.8 (M:36.8) 2 96.88 1 0

R.HQGVMVGMG

QK.D Oxidation: 8; Dimethyl: 1, 11

5304 true 705 1243.6371 1242.6213 1 6.88 219.1 26.5 36.8 (M:36.8) 2 96.88 1 0

R.HQGVMVGMG

QK.D Oxidation: 8; Dimethyl: 1, 11



5305 true 705 1243.6371 1242.6213 1 6.88 219.1 26.5 36.8 (M:36.8) 2 96.88 1 0

R.HQGVMVGMG

QK.D Oxidation: 8; Dimethyl: 1, 11

5306 true 1042 1243.6446 1242.6431 1 -4.64 144.11 30.5 25.4 (M:25.4) 1 1 0 K.APTDHCFVLK.H Carbamidomethyl: 6; Dimethyl: 1, 10

5307 true 711 1243.6499 1242.6518 1 -7.4 118.87 26.33 33.1 (M:33.1) 1 1 0 K.TDGCHVYLSK.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 10

5308 true 307 1243.6539 1242.6506 1 -3.24 180.22 26.17 42.0 (M:42.0) 1 1 0 K.THEDIEAQIR.E Dimethyl:2H(4): 1

5309 true 2099 1243.6638 1242.6546 1 1.54 191.04 35.33 57.2 (M:57.2) 1 1 0 K.YQQLFEDLR.A Dimethyl:2H(4): 1

5310 true 179 1243.6665 1242.6608 1 -1.28 159.44 24.5 24.4 (M:24.4) 1 1 1

R.FHVEEEGKGK.

D Dimethyl: 1, 8, 10

5311 true 89 1243.6809 1242.682 1 -6.73 137.53 22.83 55.0 (M:55.0) 1 1 0

K.IVQAEGEATAA

K.M Dimethyl: 1, 12



5312 true 610 1243.7005 1242.682 1 9.03 135.77 24.33 16.7 (M:16.7) 1 1 1 K.LLEGEEERLK.L Dimethyl: 10

5313 true 3707 1243.7025 1242.691 1 3.36 196.35 41 53.3 (M:53.3) 1 1 0 K.DITIHANPFAL.- Dimethyl:2H(4): 1

5314 true 2865 1243.7069 1242.6972 1 1.95 164.12 43 30.2 (M:30.2) 1 1 0 K.LASDLLEWIR.R Dimethyl: 1

5315 true 1088 1243.7212 1242.6833 1 24.61 176.76 28.17 60.0 (M:60.0) 1 1 0

K.GIPHLVTHDAR.

T Dimethyl: 1

5316 true 2703 1243.7855 1242.7787 1 -0.45 103.44 33.67 51.5 (M:51.5) 1 1 0 K.HLEAVLEQIK.A Dimethyl:2H(4): 1, 10

5317 true 1539 1244.5658 1243.5577 1 0.65 108.53 28.5 66.2 (M:66.2) 1 1 0

R.DNSTMGYMAA

K.K Dimethyl: 1, 11

5318 true 2446 1244.6021 1243.5991 1 -3.45 192.48 33.83 53.4 (M:53.4) 1 1 0

R.MGLAMGSNFE

R.T Dimethyl:2H(4): 1



5319 true 1019 1244.6302 1243.6135 1 7.53 170.38 28 15.5 (M:15.5) 1 1 0 R.NEIGYSYPNR.Q Dimethyl:2H(4): 1

5320 false 518 1244.6592 1243.6343 1 14.12 282.25 26 20.2 (M:20.2) 1 3 0

K.GASQAGMLAP

GTR.R Dimethyl: 1

5321 true 518 1244.6592 1243.6521 1 -0.15 222.07 26 52.4 (M:52.4) 1 1 0 K.QQSELQSQIR.Y Dimethyl: 1

5322 true 986 1244.6782 1243.6835 1 -10.03 130.34 30 23.1 (M:23.1) 1 1 0

K.NNYAMAQLQK

.Y Dimethyl:2H(4): 1, 10

5323 false 230 1244.6835 1243.6561 1 16.17 274.2 24.17 16.6 (M:16.6) 1 9 0

K.WQDAQVTLQK

.K Dimethyl: 10

5324 true 230 1244.6835 1243.6772 1 -0.81 218.18 24.17 50.1 (M:50.1) 1 1 1 K.LKDSEAELQR.R Dimethyl: 1, 2

5325 true 3531 1244.7022 1243.6958 1 -0.76 184.92 39.83 37.1 (M:37.1) 1 1 0 R.DLSLLQIQMR.D Dimethyl: 1



5326 false 2643 1244.7094 1243.7326 1 -24.43 144.59 35.33 17.6 (M:17.6) 1 4 1

K.SLKSEEPAVPK.

T Dimethyl:2H(4): 11; Dimethyl: 1

5327 true 2643 1244.7094 1243.7289 1 -21.46 117.61 35.33 26.4 (M:26.4) 2 1 1

K.VEGGTPLFKLR.

K Dimethyl: 9

5328 true 1264 1244.7168 1243.7037 1 4.7 107.97 28.83 55.1 (M:55.1) 1 1 0

R.AELPGVHPVAA

R.L Dimethyl: 1

5329 false 2577 1244.7198 1243.7289 1 -13.13 83.06 34.33 15.3 (M:15.3) 1 41.95 4 1

K.VEGGTPLFKLR.

K Dimethyl: 1

5330 true 1988 1244.7475 1243.7438 1 -2.85 224.38 31.83 49.0 (M:49.0) 2 1 0 R.ETQALILAPTR.E Dimethyl:2H(4): 1

5331 true 2589 1244.7711 1243.778 1 -11.38 147.22 39.67 53.1 (M:53.1) 1 1 0 K.EPPHLLSLFK.N Dimethyl:2H(4): 1, 10

5332 true 266 1245.6101 1244.5932 1 7.73 71.13 23.17 34.1 (M:34.1) 1 1 0

R.CQQAQQDLAR.

R Carbamidomethyl: 1; Dimethyl: 1



5333 true 57 1245.6381 1244.6262 1 3.69 122.56 22.17 24.0 (M:24.0) 1 1 0

K.TSYAQHQQVR.

Q Dimethyl: 1

5334 true 2846 1245.6558 1244.6547 1 -4.96 97.92 34.67 81.1 (M:81.1) 1 1 0

K.DAGTIAGLNVM

R.I Dimethyl: 1

5335 true 3823 1245.6679 1244.6438 1 13.49 158.61 42.33 15.4 (M:15.4) 1 1 0

R.DSLTGSSDLYK.

R Dimethyl:2H(4): 1; Dimethyl: 11

5336 true 1177 1245.6805 1244.6666 1 5.35 182.49 28.5 57.1 (M:57.1) 3 1 0 K.HSQFIGYPIR.L Dimethyl: 1

5337 true 1136 1245.6914 1244.6725 1 9.33 152.2 27.67 41.3 (M:41.3) 1 1 0

K.AVENSSTAIGIR.

C Dimethyl: 1

5338 true 2323 1245.695 1244.6671 1 16.51 167.19 35.17 15.5 (M:15.5) 1 50 1 1

R.KMAEMHAVPR

.G

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 1

5339 false 2386 1245.6996 1244.7101 1 -14.23 118.45 35.33 16.4 (M:16.4) 1 2 0

R.MAQEVLTHLK.

E

Dimethyl:2H(4): 1; Oxidation: 1; 

Dimethyl: 10



5340 true 2682 1245.7014 1244.6877 1 5.1 178.07 34.83 47.5 (M:47.5) 2 1 0 K.QVAEQFLNIR.S Dimethyl: 1

5341 false 2682 1245.7014 1244.6911 1 2.4 203.02 34.83 18.7 (M:18.7) 1 8 1 R.QQILQEMRK.K Oxidation: 7; Dimethyl: 1, 9

5342 false 2682 1245.7014 1244.6951 1 -0.83 217.5 34.83 21.8 (M:21.8) 1 50 2 1 K.KLGEWVGLCK.I Carbamidomethyl: 9; Dimethyl: 1, 10

5343 true 370 1245.7187 1244.7117 1 -0.2 73.64 24.5 46.9 (M:46.9) 1 1 0

R.AHQLVHEGYK.

F Dimethyl:2H(4): 1, 10

5344 true 1202 1246.6162 1245.599 1 7.97 167.37 29 28.9 (M:28.9) 1 1 0 K.VDLSHFSEER.Y Dimethyl: 1

5345 true 1247 1246.6189 1245.6226 1 -8.82 153.84 27.33 20.4 (M:20.4) 1 1 0

-

.MDFQHRPGGK.T Dimethyl:2H(4): 10; Acetyl: 1

5346 true 2342 1246.6592 1245.6639 1 -9.61 99.79 37.33 47.8 (M:47.8) 1 1 0 K.IEVIEIMTDR.G Dimethyl: 1



5347 true 1694 1246.663 1245.6577 1 -1.57 130.57 30.17 23.7 (M:23.7) 1 1 0 R.YVMTTTTLER.T Dimethyl:2H(4): 1

5348 true 2980 1246.6738 1245.6717 1 -4.16 135.4 35.33 46.6 (M:46.6) 1 1 0 K.DANLYISGLPR.S Dimethyl: 1

5349 true 2246 1246.7124 1245.7081 1 -2.44 209.53 32.83 67.2 (M:67.2) 2 1 0 R.VAQLEQVYIR.G Dimethyl: 1

5350 true 2329 1246.7752 1245.7697 1 -1.37 121.82 34.33 57.9 (M:57.9) 2 1 0

K.VANVSLLALYK.

G Dimethyl: 1, 11

5351 true 197 1247.6529 1246.6459 1 -0.18 59.14 23.17 22.4 (M:22.4) 2 1 0 K.FYRPENTHK.S Dimethyl: 1, 9

5352 true 1649 1247.653 1246.6227 1 18.43 213.41 31.33 16.6 (M:16.6) 1 1 1

K.EMANKSAPEAK

.K Oxidation: 2; Dimethyl: 1, 11

5353 false 1991 1247.6548 1246.6227 1 19.89 69.74 33.5 15.2 (M:15.2) 1 2 0 R.MSEEQLIELR.A



5354 false 465 1247.6723 1246.6656 1 -0.46 62.88 24 17.3 (M:17.3) 1 2 1 K.ETVKEEELSK.S Dimethyl: 1, 4

5355 true 465 1247.6723 1246.6769 1 -9.47 72.34 24 51.9 (M:51.9) 2 1 1 K.ISEKEEVTTR.E Dimethyl: 1, 4

5356 false 81 1247.6893 1246.7071 1 -20.08 137.13 22.83 33.6 (M:33.6) 2 2 0

K.IVQAEGEATAA

K.M Dimethyl:2H(4): 1; Dimethyl: 12

5357 false 2302 1247.6911 1246.7108 1 -21.59 232.59 34.5 17.1 (M:17.1) 1 4 1 R.CNKTLPIAFK.V Carbamidomethyl: 1; Dimethyl: 3, 10

5358 true 2302 1247.6911 1246.6716 1 9.84 205.84 34.5 40.8 (M:40.8) 1 1 0 K.CEPIIMTVPR.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

5359 true 632 1247.7009 1246.6921 1 1.17 198.85 26 48.8 (M:48.8) 2 1 0 K.VYEGERPLTK.D Dimethyl: 1, 10

5360 true 2315 1247.7088 1246.7074 1 -4.73 196.91 32.83 31.1 (M:31.1) 1 1 0 K.DRPFYPGLVK.Y Dimethyl: 1, 10



5361 true 2687 1247.7205 1246.7108 1 1.96 188.77 37 21.5 (M:21.5) 2 1 0

K.TAVMELFRPK.

G Dimethyl: 1, 10

5362 false 2866 1247.734 1246.7322 1 -4.39 43 17.9 (M:17.9) 1 4 1 K.LVVEIKEEEK.N Dimethyl:2H(4): 1

5363 false 2866 1247.734 1246.7537 1 -21.58 199.75 43 18.3 (M:18.3) 1 3 1 R.KYGVVLDEIK.A Dimethyl: 1, 1, 10

5364 true 2866 1247.734 1246.7223 1 3.55 173.1 43 44.8 (M:44.8) 1 1 0 K.LASDLLEWIR.R Dimethyl:2H(4): 1

5365 true 1113 1247.7415 1246.7084 1 20.72 188.21 28.17 50.8 (M:50.8) 1 1 0

K.GIPHLVTHDAR.

T Dimethyl:2H(4): 1

5366 true 1961 1247.7693 1246.7649 1 -2.33 127 32.83 52.4 (M:52.4) 1 1 0

K.LGVLHPDVITK.

F Dimethyl: 1, 11

5367 true 389 1248.5941 1247.5605 1 21.14 185.87 25.5 32.8 (M:32.8) 1 1 0 K.HEQEYMEVR.E Dimethyl: 1



5368 true 2193 1248.6123 1247.618 1 -10.36 122.66 31.33 80.9 (M:80.9) 1 1 0 K.QITISNCGQLS.- Carbamidomethyl: 7; Dimethyl: 1

5369 false 2193 1248.6123 1247.6081 1 -2.44 125.05 31.33 24.0 (M:24.0) 1 2 0

R.FACHSASLTVR.

N Carbamidomethyl: 3

5370 true 2195 1248.6587 1247.6488 1 2.1 126.55 36.67 27.5 (M:27.5) 1 1 0 R.IAEFAFEYAR.N Dimethyl:2H(4): 1

5371 false 799 1248.6748 1247.6482 1 15.47 326.13 23.33 15.3 (M:15.3) 1 4 0

K.DPEQLMNTLR.

K Dimethyl:2H(4): 1

5372 true 1667 1248.6851 1247.6622 1 12.52 161.18 30.67 65.7 (M:65.7) 4 1 0

K.STVLQQQFNR.

V Dimethyl: 1

5373 false 1667 1248.6851 1247.6772 1 0.56 187.84 30.67 23.1 (M:23.1) 1 75.25 2 1

R.SQGQQQQEKK.

Q Dimethyl:2H(4): 9; Dimethyl: 1

5374 false 556 1248.6861 1247.6594 1 15.56 166.03 26 17.8 (M:17.8) 1 4 0

K.GASQAGMLAP

GTR.R Dimethyl:2H(4): 1



5375 true 556 1248.6861 1247.6772 1 1.33 168.28 26 54.4 (M:54.4) 2 1 0 K.QQSELQSQIR.Y Dimethyl:2H(4): 1

5376 false 556 1248.6861 1247.6772 1 1.33 148.21 26 16.7 (M:16.7) 1 6 1

R.RQVDQLTNDK.

A Dimethyl:2H(4): 1

5377 true 2286 1248.7047 1247.6986 1 -0.97 226.51 33.5 69.0 (M:69.0) 1 1 0

K.HLSINDLPVGR.

S Dimethyl: 1

5378 true 3532 1248.7215 1247.7209 1 -5.41 158.56 39.83 25.8 (M:25.8) 1 1 0 R.DLSLLQIQMR.D Dimethyl:2H(4): 1

5379 true 1265 1248.7426 1247.7288 1 5.2 115.78 28.83 52.0 (M:52.0) 1 1 0

R.AELPGVHPVAA

R.L Dimethyl:2H(4): 1

5380 true 1339 1249.5714 1248.5663 1 -1.75 115.69 29.5 16.9 (M:16.9) 1 1 0 K.LADYYYEER.I Dimethyl: 1

5381 true 37 1249.609 1248.6033 1 -1.3 86.77 22.17 41.0 (M:41.0) 1 1 0

R.QAAECHPPVGR

.G Carbamidomethyl: 5; Dimethyl: 1



5382 true 953 1249.6219 1248.6206 1 -4.8 99.07 29.67 20.6 (M:20.6) 1 1 0 R.CTPACISLGSK.T

Carbamidomethyl: 1, 5; Dimethyl: 1, 

11

5383 true 267 1249.629 1248.6183 1 2.79 50.53 23.17 30.5 (M:30.5) 1 1 0

R.CQQAQQDLAR.

R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

5384 true 334 1249.644 1248.6248 1 9.53 148.44 24.67 15.3 (M:15.3) 1 1 0

M.AEGGAADLET

QR.T Dimethyl:2H(4): 1

5385 true 2747 1249.6556 1248.6213 1 21.64 107.04 34 35.7 (M:35.7) 1 1 0 R.HEMLPEFYK.T Dimethyl: 1, 9

5386 true 1989 1249.6575 1248.6462 1 3.17 184.26 31.83 20.9 (M:20.9) 1 1 0

K.TGNFQVTELGR.

I Dimethyl: 1

5387 true 51 1249.6636 1248.6714 1 -12.07 161.14 23.67 66.7 (M:66.7) 1 1 0

K.QPTPPSEPAAA

K.K Dimethyl: 1, 12

5388 true 58 1249.6651 1248.6513 1 5.26 120.34 22.17 29.3 (M:29.3) 1 1 0

K.TSYAQHQQVR.

Q Dimethyl:2H(4): 1



5389 false 2683 1249.7012 1248.6714 1 18.02 213.36 34.83 16.4 (M:16.4) 1 10 0

K.SISALFAEQQK.

R Dimethyl: 11

5390 false 2683 1249.7012 1248.7202 1 -21.05 171.17 34.83 20.2 (M:20.2) 1 50 5 1 K.KLGEWVGLCK.I

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1; Dimethyl: 10

5391 true 2683 1249.7012 1248.7128 1 -15.13 145.51 34.83 77.7 (M:77.7) 1 1 0 K.QVAEQFLNIR.S Dimethyl:2H(4): 1

5392 false 2683 1249.7012 1248.6826 1 9.03 167.16 34.83 19.2 (M:19.2) 1 50 7 1 R.EKSNTFINLR.E Dimethyl: 2

5393 true 1179 1249.7031 1248.6917 1 3.3 178.47 28.5 55.5 (M:55.5) 4 1 0 K.HSQFIGYPIR.L Dimethyl:2H(4): 1

5394 true 1374 1249.7032 1248.6826 1 10.64 163.91 29.67 68.8 (M:68.8) 1 1 0 R.IHDPQLLTER.A Dimethyl: 1

5395 true 1603 1249.8055 1248.7893 1 7.17 135.32 31 17.0 (M:17.0) 1 1 1 K.VKEEIIDAIR.Q Dimethyl:2H(4): 1, 2



5396 true 49 1250.6324 1249.6387 1 -10.87 157.65 23.17 17.0 (M:17.0) 1 1 0

-

.MAAQGSAGDAA

LR.R Dimethyl:2H(4): 1

5397 true 1203 1250.6397 1249.6303 1 1.69 204.97 30.17 57.1 (M:57.1) 1 1 0 R.AVEFLASNESR.I Dimethyl: 1

5398 true 323 1250.6513 1249.6455 1 -1.22 99.74 24.17 35.5 (M:35.5) 2 1 0

K.VGQGYPHDPP

K.V Dimethyl: 1, 11

5399 true 3828 1250.6534 1249.6489 1 -2.23 123.59 42.67 30.0 (M:30.0) 1 1 0 K.NLICAFLTDR.E Carbamidomethyl: 4; Dimethyl: 1

5400 true 2540 1250.6758 1249.6489 1 15.7 197.2 35.33 60.7 (M:60.7) 2 1 0 R.DIICQIAYAR.I Carbamidomethyl: 4; Dimethyl: 1

5401 true 2313 1250.6783 1249.689 1 -14.38 88.54 37.33 24.1 (M:24.1) 1 1 0 K.IEVIEIMTDR.G Dimethyl:2H(4): 1

5402 true 1581 1250.7176 1249.7143 1 -3.19 151.63 34.83 40.8 (M:40.8) 2 1 0

R.NVPGSLLNVGP

R.R Dimethyl: 1



5403 true 2229 1250.7215 1249.7111 1 2.51 122.11 33.33 56.7 (M:56.7) 2 1 0 R.FPPVVFYTPK.E Dimethyl: 1, 10

5404 true 2247 1250.7387 1249.7332 1 -1.45 203.25 32.83 56.9 (M:56.9) 2 1 0 R.VAQLEQVYIR.G Dimethyl:2H(4): 1

5405 false 2148 1250.7552 1249.7519 1 -3.13 190.13 33.17 21.9 (M:21.9) 1 2 1 K.LPCVAAKIYR.N

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1; Dimethyl: 7

5406 true 594 1251.5716 1250.5415 1 18.25 78.79 26.67 15.4 (M:15.4) 1 1 0

K.EAAFDDAVEER.

V

5407 true 3765 1251.6478 1250.6581 1 -13.99 144.63 41.67 19.1 (M:19.1) 1 1 1

K.LETMFKSDPK.

W Dimethyl: 1, 10

5408 false 309 1251.6551 1250.6363 1 9.23 232.21 24.67 18.9 (M:18.9) 1 2 1

K.EMQLQQMKK.

W Oxidation: 2, 7; Dimethyl: 1, 9

5409 true 309 1251.6551 1250.6507 1 -2.26 205.88 24.67 27.9 (M:27.9) 1 1 1 K.EKYEITEQR.K Dimethyl: 1, 2



5410 true 2435 1251.6607 1250.6619 1 -6.78 169.02 32.5 46.8 (M:46.8) 1 1 0

R.AGVLAHLEEER.

D Dimethyl: 1

5411 true 2435 1251.6607 1250.6619 1 -6.78 169.02 32.5 46.8 (M:46.8) 1 1 0

R.AGVLAHLEEER.

D Dimethyl: 1

5412 true 3561 1251.6678 1250.6482 1 9.85 160.38 43 24.9 (M:24.9) 1 1 0

K.FDGILGMAFPR.

I Dimethyl: 1

5413 true 824 1251.6721 1250.6659 1 -0.91 211.71 26.67 35.2 (M:35.2) 1 1 1 K.FRDDFDKPK.A Dimethyl: 1, 7, 9

5414 true 483 1251.6761 1250.6715 1 -2.14 134.14 25.83 57.7 (M:57.7) 3 87.55 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11; Oxidation: 8

5415 true 483 1251.6761 1250.6715 1 -2.14 134.14 25.83 57.7 (M:57.7) 3 87.55 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11; Oxidation: 8

5416 true 483 1251.6761 1250.6715 1 -2.14 134.14 25.83 57.7 (M:57.7) 3 87.55 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11; Oxidation: 8



5417 true 1043 1251.7 1250.6933 1 -0.48 189.88 30.5 42.5 (M:42.5) 1 1 0 K.APTDHCFVLK.H

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 10

5418 true 90 1251.7381 1250.7322 1 -1.06 141.13 22.83 18.2 (M:18.2) 1 1 0

K.IVQAEGEATAA

K.M Dimethyl:2H(4): 1, 12

5419 true 1897 1251.7387 1250.7234 1 6.42 154.21 32.33 54.5 (M:54.5) 1 1 0 R.LTISSPLEAHK.A Dimethyl: 1, 11

5420 false 1897 1251.7387 1250.7095 1 17.54 172.73 32.33 16.9 (M:16.9) 1 3 1

R.HGAGTGLREILK

.A

5421 false 2682 1251.8027 1250.8152 1 -15.8 130.37 41.33 17.6 (M:17.6) 1 60.93 6 1 K.VKELISSFLK.K Dimethyl:2H(4): 2; Dimethyl: 1, 10

5422 false 2682 1251.8027 1250.785 1 8.32 185.29 41.33 44.0 (M:44.0) 1 2 0 K.IQPEILELIK.Q Dimethyl: 1, 10

5423 true 336 1252.5623 1251.5588 1 -2.96 166.1 24.17 18.7 (M:18.7) 1 1 0

K.DICACAATGTG

K.T Carbamidomethyl: 3, 5; Dimethyl: 12



5424 true 504 1252.5937 1251.5856 1 0.67 177.99 25.5 37.7 (M:37.7) 1 1 0 K.HEQEYMEVR.E Dimethyl:2H(4): 1

5425 true 1540 1252.6256 1251.6079 1 8.31 87.34 28.5 66.9 (M:66.9) 1 1 0

R.DNSTMGYMAA

K.K Dimethyl:2H(4): 1, 11

5426 true 1964 1252.6396 1251.6431 1 -8.6 105.79 31.33 53.5 (M:53.5) 1 1 0 K.QITISNCGQLS.-

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

5427 false 1964 1252.6396 1251.6496 1 -13.81 68.1 31.33 19.5 (M:19.5) 1 2 1

K.EDGTKDSELVK.

D Dimethyl:2H(4): 5

5428 false 1700 1252.6545 1251.6319 1 12.29 204.07 33.33 18.4 (M:18.4) 1 3 0

R.ALEQQVEEMK.

T Dimethyl:2H(4): 1; Oxidation: 9

5429 false 1700 1252.6545 1251.6315 1 12.56 233.18 33.33 16.1 (M:16.1) 1 9 1

R.MVGSKTVSQC

K.N Carbamidomethyl: 10; Dimethyl: 11

5430 true 2334 1252.6634 1251.6499 1 4.93 177.74 38.5 55.1 (M:55.1) 1 1 0 K.ISTIEFPFDR.G Dimethyl: 1



5431 true 159 1252.6777 1251.6571 1 10.56 213.68 23.5 21.0 (M:21.0) 1 1 0

R.NLEGANQHVSK

.E Dimethyl: 1, 11

5432 true 2131 1252.6824 1251.6724 1 2.21 152.8 34 83.6 (M:83.6) 1 1 0

K.APGFAHLAGLD

R.M Dimethyl: 1

5433 true 1725 1252.6883 1251.6873 1 -5.03 111.8 29.83 39.8 (M:39.8) 2 1 0

K.STVLQQQFNR.

V Dimethyl:2H(4): 1

5434 false 1789 1252.6992 1251.7023 1 -8.24 174.72 30.67 16.2 (M:16.2) 1 2 1

R.SQGQQQQEKK.

Q Dimethyl:2H(4): 1, 10

5435 true 2287 1252.7259 1251.7237 1 -4.09 195.33 33.5 60.5 (M:60.5) 1 1 0

K.HLSINDLPVGR.

S Dimethyl:2H(4): 1

5436 true 231 1252.7326 1251.7274 1 -1.66 162.21 24.17 71.1 (M:71.1) 1 1 1 K.LKDSEAELQR.R Dimethyl:2H(4): 1, 2

5437 false 231 1252.7326 1251.7551 1 -23.72 148.32 24.17 25.6 (M:25.6) 1 3 1 K.VPSVPESLLKR.R Dimethyl: 1



5438 true 225 1253.5341 1252.5329 1 -4.82 102.25 23.5 21.0 (M:21.0) 1 1 0 K.EYVTCHTCR.S Carbamidomethyl: 5, 8; Dimethyl: 1

5439 true 650 1253.602 1252.587 1 6.11 138.35 26.33 47.0 (M:47.0) 1 1 0

R.QAATLQDCYR.

M Carbamidomethyl: 8; Dimethyl: 1

5440 true 2119 1253.6408 1252.639 1 -4.36 136.95 31.83 46.6 (M:46.6) 2 1 0 K.YFNSYTITGR.R Dimethyl:2H(4): 1

5441 true 2100 1253.6569 1252.6452 1 3.53 87.84 35.17 23.1 (M:23.1) 1 1 0 K.QLAVYEEFAR.N Dimethyl: 1

5442 true 633 1253.6601 1252.6524 1 0.35 195.76 26 19.0 (M:19.0) 1 1 0

K.HAEATLGSGNL

R.M Dimethyl: 1

5443 true 275 1253.6629 1252.6598 1 -3.31 122.7 24.83 39.8 (M:39.8) 2 1 0 R.NIDPKPCTPR.G Carbamidomethyl: 7; Dimethyl: 1, 5

5444 true 83 1253.6813 1252.6598 1 11.35 140.59 22.83 20.9 (M:20.9) 1 1 0

R.QQKPMPSPER.

L Dimethyl: 1, 3



5445 true 297 1253.6913 1252.6826 1 1.16 76.07 24.33 34.9 (M:34.9) 1 1 0

K.QPHVLQENTR.

M Dimethyl:2H(4): 1

5446 true 1990 1253.6933 1252.6714 1 11.73 209.45 31.83 30.5 (M:30.5) 1 1 0

K.TGNFQVTELGR.

I Dimethyl:2H(4): 1

5447 true 2469 1253.712 1252.7213 1 -13.24 98.05 35.33 15.6 (M:15.6) 1 1 1 R.LLSVFMSRTK.S Oxidation: 6; Dimethyl: 1, 10

5448 true 1375 1253.7289 1252.7077 1 11.1 185.01 29.67 64.5 (M:64.5) 1 1 0 R.IHDPQLLTER.A Dimethyl:2H(4): 1

5449 true 2324 1253.7336 1252.7139 1 9.87 172.78 34.33 70.2 (M:70.2) 4 1 0

R.QITINDLPVGR.

S Dimethyl: 1

5450 true 918 1254.6398 1253.6326 1 -0.03 181.18 26.83 22.7 (M:22.7) 1 1 0 K.YVECSALTQK.G Carbamidomethyl: 4; Dimethyl: 1, 10

5451 true 3829 1254.6939 1253.674 1 10.05 168.07 42.67 17.8 (M:17.8) 1 1 0 K.NLICAFLTDR.E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1



5452 false 1485 1254.6966 1253.698 1 -6.86 66.47 30.33 19.6 (M:19.6) 1 2 0

R.EVAAALGPETIR

.D Dimethyl: 1

5453 true 2577 1254.7027 1253.674 1 17.11 209.87 35.17 50.6 (M:50.6) 2 1 0 R.DIICQIAYAR.I

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

5454 true 2166 1254.7284 1253.7471 1 -20.7 224.06 32.83 30.6 (M:30.6) 1 1 0

K.AYPLADAQLTK.

T Dimethyl:2H(4): 1, 11

5455 true 2470 1254.7386 1253.7343 1 -2.41 222.48 34.67 102.7 (M:102.7) 4 1 0

K.APILIATDVASR.

G Dimethyl: 1

5456 true 2470 1254.7386 1253.7343 1 -2.41 222.48 34.67 102.7 (M:102.7) 4 1 0

K.APILIATDVASR.

G Dimethyl: 1

5457 true 2087 1254.7431 1253.7394 1 -2.83 129.92 34.83 65.8 (M:65.8) 1 1 0

R.NVPGSLLNVGP

R.R Dimethyl:2H(4): 1

5458 true 1668 1254.7561 1253.7456 1 2.6 150.36 30 33.0 (M:33.0) 2 1 1

K.RAEVNGLAALG

K.Y Dimethyl: 1, 12



5459 true 350 1254.8183 1253.8097 1 1.06 114.53 23.5 78.8 (M:78.8) 2 1 1

M.VLSAADKNNV

K.G Dimethyl:2H(4): 1, 7, 11

5460 true 3333 1254.8258 1253.8199 1 -1.05 140.45 39.5 54.1 (M:54.1) 2 1 0

K.VANVSLLALYK.

G Dimethyl:2H(4): 1, 11

5461 false 1468 1255.585 1254.5584 1 15.39 189.22 30.5 16.1 (M:16.1) 1 4 0 K.EVTSSIEMCR.K

Carbamidomethyl: 9; Oxidation: 8; 

Dimethyl: 1

5462 true 306 1255.5901 1254.5775 1 4.2 72.37 23.17 43.4 (M:43.4) 1 1 0

R.HQAECALNER.

G Carbamidomethyl: 5; Dimethyl: 1

5463 true 821 1255.6429 1254.6394 1 -2.98 69.21 26.67 22.5 (M:22.5) 1 1 0 R.FITDNTVEER.I Dimethyl:2H(4): 1

5464 true 3489 1255.6516 1254.6397 1 3.71 203.65 40.33 36.3 (M:36.3) 1 1 0 K.FSANEFFIPR.E Dimethyl: 1

5465 true 2436 1255.6849 1254.687 1 -7.45 114.19 32.5 77.8 (M:77.8) 1 1 0

R.AGVLAHLEEER.

D Dimethyl:2H(4): 1



5466 true 2436 1255.6849 1254.687 1 -7.45 114.19 32.5 77.8 (M:77.8) 1 1 0

R.AGVLAHLEEER.

D Dimethyl:2H(4): 1

5467 true 3562 1255.6941 1254.6733 1 10.82 121.46 43 47.5 (M:47.5) 1 1 0

K.FDGILGMAFPR.

I Dimethyl:2H(4): 1

5468 true 1294 1255.7137 1254.686 1 16.31 170.97 27.67 19.2 (M:19.2) 2 1 1

M.PPKFDPTEVK.

V Acetyl: 1; Dimethyl: 3, 10

5469 true 180 1255.7192 1254.7362 1 -19.3 190.75 24.67 35.4 (M:35.4) 1 1 1

R.FHVEEEGKGK.

D Dimethyl:2H(4): 1, 8, 10

5470 true 2925 1255.7514 1254.7296 1 11.55 121.26 36.83 26.8 (M:26.8) 1 1 0

R.SLVLLENGNLR.

D Dimethyl: 1

5471 true 634 1255.7523 1254.7424 1 2.12 219.59 25.83 46.7 (M:46.7) 1 1 0 K.VYEGERPLTK.D Dimethyl:2H(4): 1, 10

5472 true 2284 1255.7619 1254.7576 1 -2.41 167.97 32.83 23.6 (M:23.6) 3 1 0 K.DRPFYPGLVK.Y Dimethyl:2H(4): 1, 10



5473 true 2688 1255.7688 1254.761 1 0.39 181.97 37 27.9 (M:27.9) 2 1 0

K.TAVMELFRPK.

G Dimethyl:2H(4): 1, 10

5474 true 1962 1255.8216 1254.8151 1 -0.63 162.55 32.83 35.2 (M:35.2) 1 1 0

K.LGVLHPDVITK.

F Dimethyl:2H(4): 1, 11

5475 true 637 1256.6511 1255.6521 1 -6.58 91.18 26 76.4 (M:76.4) 1 1 0

R.VEIIANDQGNR.

I Dimethyl: 1

5476 true 637 1256.6511 1255.6521 1 -6.58 91.18 26 76.4 (M:76.4) 1 1 0

K.VEIIANDQGNR.

T Dimethyl: 1

5477 true 637 1256.6511 1255.6521 1 -6.58 91.18 26 76.4 (M:76.4) 1 1 0

K.VEIIANDQGNR.

T Dimethyl: 1

5478 true 2317 1256.702 1255.675 1 15.68 140.09 38.5 31.5 (M:31.5) 1 1 0 K.ISTIEFPFDR.G Dimethyl:2H(4): 1

5479 true 305 1256.7074 1255.6772 1 18.24 125.41 24.33 23.6 (M:23.6) 1 1 0

K.TEGNVVANPAT

K.K Dimethyl: 1, 12



5480 true 2132 1256.7089 1255.6975 1 3.26 134.06 34 81.0 (M:81.0) 1 1 0

K.APGFAHLAGLD

R.M Dimethyl:2H(4): 1

5481 true 421 1256.7103 1255.7024 1 0.53 109.8 23.67 15.0 (M:15.0) 1 1 1 K.QKELAETEPK.F Dimethyl: 1, 2, 10

5482 true 186 1256.7158 1255.7136 1 -4.07 161.87 24.83 26.4 (M:26.4) 1 1 1 R.LTQEPESIRK.W Dimethyl: 1, 10

5483 false 2664 1256.7165 1255.7289 1 -15.62 154.71 40.83 16.3 (M:16.3) 1 3 0

K.IISGQNFPKPK.

G Dimethyl: 9

5484 true 2664 1256.7165 1255.7388 1 -23.49 132.52 40.83 18.5 (M:18.5) 1 1 0

K.TALALEVGDIVK

.V Dimethyl: 12

5485 false 2664 1256.7165 1255.7024 1 5.46 143.47 40.83 16.9 (M:16.9) 1 2 0

K.EPVSSLEQVLK.

E Dimethyl: 11

5486 true 226 1257.5729 1256.558 1 6.08 114.42 23.5 51.5 (M:51.5) 1 1 0 K.EYVTCHTCR.S

Carbamidomethyl: 5, 8; 

Dimethyl:2H(4): 1



5487 true 2283 1257.6167 1256.6339 1 -19.45 100.49 36.33 41.9 (M:41.9) 2 1 0

R.AFFDVDIGGER.

V Dimethyl:2H(4): 1

5488 true 2174 1257.62 1256.619 1 -4.97 212.92 36.33 50.9 (M:50.9) 1 1 0 R.FFEQFLEGGR.S Dimethyl: 1

5489 true 651 1257.6276 1256.6121 1 6.49 155.38 26.33 34.1 (M:34.1) 1 1 0

R.QAATLQDCYR.

M

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

5490 true 1246 1257.6449 1256.6612 1 -18.74 133 29 19.0 (M:19.0) 1 1 0 K.LLAEQEELER.Q Dimethyl: 1

5491 true 1508 1257.6586 1256.6612 1 -7.91 166.39 30.67 85.0 (M:85.0) 1 1 0 R.LDIDSEPTIAR.N Dimethyl: 1

5492 false 827 1257.6852 1256.6725 1 4.31 165.82 27 15.7 (M:15.7) 1 8 0

K.ATVVIDQLQDR.

L

5493 false 827 1257.6852 1256.6725 1 4.31 185.63 27 16.9 (M:16.9) 1 6 1 R.IRDLNDEINK.L Dimethyl: 10



5494 false 827 1257.6852 1256.6612 1 13.24 197.67 27 20.3 (M:20.3) 1 71.29 4 1

K.SSPSEDVPKQK.

Q Dimethyl: 9, 11

5495 true 827 1257.6852 1256.6725 1 4.31 146.95 27 28.9 (M:28.9) 1 1 0 R.LQTQVELQDR.F Dimethyl: 1

5496 true 684 1257.6864 1256.6775 1 1.33 160.45 26 15.1 (M:15.1) 1 1 0

K.HAEATLGSGNL

R.M Dimethyl:2H(4): 1

5497 true 2101 1257.6889 1256.6703 1 8.99 107.66 35.17 20.5 (M:20.5) 1 1 0 K.QLAVYEEFAR.N Dimethyl:2H(4): 1

5498 true 2731 1257.705 1256.6715 1 20.84 129.55 34 36.3 (M:36.3) 1 1 0 R.HEMLPEFYK.T Dimethyl:2H(4): 1, 9

5499 false 1465 1257.7273 1256.734 1 -11.14 332.48 29.17 15.1 (M:15.1) 1 2 1 K.LNSIKDVEQK.K Dimethyl: 1, 5, 10

5500 true 158 1257.7315 1256.7216 1 2.09 193.37 23.67 37.9 (M:37.9) 1 1 0

K.QPTPPSEPAAA

K.K Dimethyl:2H(4): 1, 12



5501 true 2325 1257.7595 1256.739 1 10.52 208.55 34.33 73.5 (M:73.5) 4 1 0

R.QITINDLPVGR.

S Dimethyl:2H(4): 1

5502 true 3761 1257.7693 1256.7493 1 10.17 149.18 42.33 30.9 (M:30.9) 1 1 0 K.TAAFILPVLER.L Dimethyl: 1

5503 true 432 1258.6331 1257.6313 1 -4.34 181.28 25.17 47.1 (M:47.1) 1 1 0 R.TNQELNEINR.V Dimethyl: 1

5504 false 432 1258.6331 1257.6313 1 -4.34 228.19 25.17 16.9 (M:16.9) 1 2 0

K.QNGDNIDIITR.

A

5505 true 249 1258.6363 1257.6027 1 20.92 199.47 24.33 27.5 (M:27.5) 1 1 0

K.DSYVGDEAQSK

.R Dimethyl:2H(4): 1; Dimethyl: 11

5506 true 249 1258.6363 1257.6027 1 20.92 199.47 24.33 27.5 (M:27.5) 1 1 0

K.DSYVGDEAQSK

.R Dimethyl:2H(4): 1; Dimethyl: 11

5507 true 249 1258.6363 1257.6027 1 20.92 199.47 24.33 27.5 (M:27.5) 1 1 0

K.DSYVGDEAQSK

.R Dimethyl:2H(4): 1; Dimethyl: 11



5508 true 205 1258.6612 1257.6677 1 -10.92 165.55 23.83 22.1 (M:22.1) 1 1 1 R.VIEDRDSQLR.S Dimethyl: 1

5509 true 1121 1258.6715 1257.6828 1 -14.78 225.26 28.5 19.2 (M:19.2) 1 50.52 1 1 R.EMYKTELEK.D Dimethyl:2H(4): 1; Dimethyl: 4, 9

5510 true 2654 1258.6978 1257.6969 1 -5.06 162.5 40.67 39.4 (M:39.4) 1 1 0

R.AGGAVDPLDFL

K.Q Dimethyl: 1, 12

5511 true 2069 1258.7102 1257.6751 1 22.09 179.02 33 43.2 (M:43.2) 1 1 0

R.TTVLAMDQVP

R.V Dimethyl: 1

5512 true 2912 1258.728 1257.6904 1 24.13 184.65 39.5 18.0 (M:18.0) 1 1 0 K.SLCIPFQPLR.E Carbamidomethyl: 3; Dimethyl: 1

5513 false 1952 1258.7356 1257.7118 1 13.12 184.41 33.83 16.5 (M:16.5) 1 2 1

R.SDSGKYTLTVK.

N Dimethyl:2H(4): 5; Dimethyl: 1

5514 false 1952 1258.7356 1257.7081 1 16.06 169.93 33.83 16.4 (M:16.4) 1 50 3 1 K.IDKHNYLTAK.D Dimethyl: 3, 10



5515 true 3009 1258.7379 1257.7081 1 17.88 123.27 37.5 24.3 (M:24.3) 1 1 0

K.LYPEGLAQLAR.

A Dimethyl: 1

5516 true 1470 1258.7382 1257.7519 1 -16.7 223.79 30.67 16.2 (M:16.2) 1 1 0

R.GVLLMLFGGVP

K.T Dimethyl: 12

5517 true 3610 1258.7599 1257.7613 1 -6.91 151.52 49 22.8 (M:22.8) 1 1 0 R.FPPVVFYTPK.E Dimethyl:2H(4): 1, 10

5518 true 2471 1258.7633 1257.7594 1 -2.74 208.9 34.67 98.2 (M:98.2) 4 1 0

K.APILIATDVASR.

G Dimethyl:2H(4): 1

5519 true 2471 1258.7633 1257.7594 1 -2.74 208.9 34.67 98.2 (M:98.2) 4 1 0

K.APILIATDVASR.

G Dimethyl:2H(4): 1

5520 true 1864 1259.5641 1258.5652 1 -6.65 117.43 32.67 61.8 (M:61.8) 1 1 0 K.DYLLCDYNR.D Carbamidomethyl: 5; Dimethyl: 1

5521 false 1469 1259.6109 1258.5835 1 15.98 204.3 30.5 15.0 (M:15.0) 1 2 0 K.EVTSSIEMCR.K

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1; Oxidation: 8



5522 true 330 1259.6158 1258.6026 1 4.64 72.8 23.17 32.5 (M:32.5) 1 1 0

R.HQAECALNER.

G

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

5523 true 1634 1259.62 1258.6306 1 -14.17 95.4 29 25.2 (M:25.2) 1 1 0 K.HFQITEETAR.I Dimethyl: 1

5524 true 798 1259.6301 1258.6162 1 5.26 129.75 26 18.6 (M:18.6) 1 1 0

R.HQGVMVGMG

QK.D Oxidation: 5, 8; Dimethyl: 1, 11

5525 true 798 1259.6301 1258.6162 1 5.26 129.75 26 18.6 (M:18.6) 1 1 0

R.HQGVMVGMG

QK.D Oxidation: 5, 8; Dimethyl: 1, 11

5526 true 798 1259.6301 1258.6162 1 5.26 129.75 26 18.6 (M:18.6) 1 1 0

R.HQGVMVGMG

QK.D Oxidation: 5, 8; Dimethyl: 1, 11

5527 true 1414 1259.6547 1258.6306 1 13.37 215.6 29.83 83.4 (M:83.4) 1 1 0

R.SLGTADVHFER.

K Dimethyl: 1

5528 true 3075 1259.6663 1258.6893 1 -24.05 158.63 37.83 22.6 (M:22.6) 1 1 0 K.TIAQHEELMK.K Dimethyl:2H(4): 1; Dimethyl: 10



5529 false 598 1259.6753 1258.6769 1 -7.06 228.44 26 17.5 (M:17.5) 1 4 1 K.LTVEDLEKER.D Dimethyl: 1

5530 true 598 1259.6753 1258.667 1 0.8 143.59 26 44.0 (M:44.0) 1 1 0

R.NSLQPPPPPER.

R Dimethyl: 1

5531 true 3360 1259.6908 1258.6648 1 14.87 213.76 40.33 40.5 (M:40.5) 1 1 0 K.FSANEFFIPR.E Dimethyl:2H(4): 1

5532 true 323 1259.7002 1258.6881 1 3.81 119.3 24.5 25.9 (M:25.9) 1 1 1

K.LAGESESNLRK.

A Dimethyl: 1, 11

5533 false 323 1259.7002 1258.6769 1 12.73 183.04 24.5 18.4 (M:18.4) 1 4 1 K.QEEENASLKK.N Dimethyl: 1, 9, 10

5534 false 323 1259.7002 1258.6856 1 5.8 163.22 24.5 21.9 (M:21.9) 1 3 1 K.QLLDMHFKR.Y Oxidation: 5; Dimethyl: 1, 8

5535 false 323 1259.7002 1258.6881 1 3.81 229.36 24.5 23.8 (M:23.8) 1 2 1

K.GVTEESVNIRK.

H Dimethyl: 11



5536 true 2955 1259.7583 1258.7398 1 8.94 193.7 37.33 56.1 (M:56.1) 1 1 0 R.HLPSLLGPELR.R Dimethyl: 1

5537 true 2926 1259.7744 1258.7547 1 9.86 113.62 36.83 42.6 (M:42.6) 1 1 0

R.SLVLLENGNLR.

D Dimethyl:2H(4): 1

5538 true 1898 1259.7854 1258.7737 1 3.53 118.76 32.33 39.1 (M:39.1) 1 1 0 R.LTISSPLEAHK.A Dimethyl:2H(4): 1, 11

5539 true 2683 1259.8494 1258.8352 1 5.51 126.29 41.5 40.8 (M:40.8) 1 1 0 K.IQPEILELIK.Q Dimethyl:2H(4): 1, 10

5540 true 2058 1260.6375 1259.6336 1 -2.66 128 34.17 15.3 (M:15.3) 1 1 0 K.EFTIDVGYER.F Dimethyl:2H(4): 1

5541 true 1247 1260.6446 1259.6659 1 -22.72 132.31 29.17 27.4 (M:27.4) 1 1 0

K.LNGTDPEDVIR.

N Dimethyl:2H(4): 1

5542 false 464 1260.6493 1259.647 1 -3.9 275.42 25.17 16.8 (M:16.8) 1 2 1 R.NTKGEISELNR.L



5543 false 894 1260.6579 1259.6292 1 16.95 137.84 27.33 15.1 (M:15.1) 1 3 0

R.ILQDSLGGNCR.

T Carbamidomethyl: 10; Dimethyl: 1

5544 true 370 1260.6581 1259.647 1 3.04 179.09 25.17 69.0 (M:69.0) 2 1 0

K.STESLQANVQR.

L Dimethyl: 1

5545 true 638 1260.6765 1259.6772 1 -6.27 106.75 26 81.5 (M:81.5) 1 1 0

K.VEIIANDQGNR.

T Dimethyl:2H(4): 1

5546 true 638 1260.6765 1259.6772 1 -6.27 106.75 26 81.5 (M:81.5) 1 1 0

R.VEIIANDQGNR.

I Dimethyl:2H(4): 1

5547 true 638 1260.6765 1259.6772 1 -6.27 106.75 26 81.5 (M:81.5) 1 1 0

K.VEIIANDQGNR.

T Dimethyl:2H(4): 1

5548 false 638 1260.6765 1259.6656 1 2.91 80.22 26 18.7 (M:18.7) 1 3 1

-

.MALVETAVRGR.

L Acetyl: 1; Oxidation: 1

5549 true 3187 1260.7122 1259.6908 1 11.25 156.93 39.67 20.2 (M:20.2) 1 1 0 R.CNTLITLIER.E Carbamidomethyl: 1; Dimethyl: 1



5550 false 3187 1260.7122 1259.702 1 2.34 192.55 39.67 15.3 (M:15.3) 1 2 1 R.LKTLLMNNNR.I Oxidation: 6; Dimethyl: 1

5551 true 2579 1260.7456 1259.7365 1 1.43 183.28 34.33 67.5 (M:67.5) 2 1 0

R.LVQAFQFTDK.

H Dimethyl:2H(4): 1, 10

5552 true 2044 1260.7574 1259.7602 1 -7.99 132.34 33.17 61.5 (M:61.5) 1 1 0

R.ILHLLGQEGPK.

T Dimethyl: 1, 11

5553 false 425 1260.7578 1259.7387 1 9.38 426.95 24.83 16.5 (M:16.5) 1 2 1

R.VKVEPAVDTSR.

V Dimethyl:2H(4): 1; Dimethyl: 2

5554 true 1821 1261.6175 1260.6077 1 1.97 246.06 32.67 39.4 (M:39.4) 1 1 0 R.YQQPFEDFR.V Dimethyl:2H(4): 1

5555 true 2170 1261.6415 1260.6441 1 -7.85 172.72 36.33 59.3 (M:59.3) 1 1 0 R.FFEQFLEGGR.S Dimethyl:2H(4): 1

5556 true 1032 1261.6419 1260.6364 1 -1.4 146.98 28 55.9 (M:55.9) 1 1 0 R.IQVWHEEHR.G Dimethyl: 1



5557 true 2847 1261.6512 1260.6496 1 -4.53 86.2 34.67 39.6 (M:39.6) 1 1 0

K.DAGTIAGLNVM

R.I Oxidation: 11; Dimethyl: 1

5558 false 2847 1261.6512 1260.6475 1 -2.81 142.37 34.67 16.1 (M:16.1) 1 2 1

K.DDKHTWMPK.

F

Dimethyl:2H(4): 3; Oxidation: 7; 

Dimethyl: 1, 9

5559 true 946 1261.6555 1260.6476 1 0.49 254.76 24.33 67.7 (M:67.7) 2 1 0

R.FGGPVHHQAQ

R.F Dimethyl: 1

5560 true 2255 1261.6611 1260.6384 1 12.23 73.05 36 32.3 (M:32.3) 1 1 0 K.SICEVLDLER.S Carbamidomethyl: 3; Dimethyl: 1

5561 false 2255 1261.6611 1260.6561 1 -1.85 181.51 36 15.6 (M:15.6) 1 10 1 K.REEETLDTIK.Q Dimethyl: 10

5562 false 2276 1261.6708 1260.6496 1 11.05 195.25 31.5 15.4 (M:15.4) 1 2 1

K.GLATVVDCDKR

.F Carbamidomethyl: 8; Dimethyl: 1

5563 true 1509 1261.6835 1260.6863 1 -7.98 132.15 30.67 79.3 (M:79.3) 1 1 0 R.LDIDSEPTIAR.N Dimethyl:2H(4): 1



5564 true 3257 1261.7167 1260.7078 1 1.32 163.54 37.83 31.0 (M:31.0) 1 1 0 K.NQQSLDLFIK.S Dimethyl: 1, 10

5565 true 332 1261.7224 1260.71 1 4.05 186.97 24.67 40.8 (M:40.8) 4 1 0 R.NIDPKPCTPR.G

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 5

5566 true 91 1261.7278 1260.71 1 8.33 177.28 22.83 43.1 (M:43.1) 1 1 0

R.QQKPMPSPER.

L Dimethyl:2H(4): 1, 3

5567 true 196 1261.7384 1260.7303 1 0.66 194.09 20.83 34.3 (M:34.3) 2 1 1

R.KGHAVGDIPGV

R.F Dimethyl: 1, 1

5568 true 2876 1261.7521 1260.7594 1 -11.61 122.52 35.83 25.8 (M:25.8) 2 1 0 K.YQIHIPLPPK.I Dimethyl: 1, 10

5569 true 3400 1261.7684 1260.7442 1 13.46 210.61 39.83 46.9 (M:46.9) 1 1 0 R.IFGVTTLDIVR.A Dimethyl: 1

5570 true 1625 1262.6052 1261.6224 1 -19.38 205.11 31.83 62.8 (M:62.8) 1 1 0 K.IETIEVMEDR.Q Dimethyl: 1



5571 true 2371 1262.6345 1261.6554 1 -22.35 123.92 37.67 22.1 (M:22.1) 1 1 0

K.ASWTALSVDEK

.V Dimethyl: 1, 11

5572 true 242 1262.6434 1261.6353 1 0.62 125.98 25.5 65.3 (M:65.3) 1 1 0

K.EFPVSSGSQHR.

K Dimethyl:2H(4): 1

5573 true 433 1262.6626 1261.6564 1 -0.89 214.54 25.17 23.3 (M:23.3) 1 1 0 R.TNQELNEINR.V Dimethyl:2H(4): 1

5574 false 2157 1262.6827 1261.674 1 1.11 237.5 32.5 16.6 (M:16.6) 1 2 0

K.QAGVFEPTMV

K.T Dimethyl: 1, 11

5575 false 206 1262.6894 1261.6928 1 -8.47 200.5 23.83 17.6 (M:17.6) 1 3 1 R.VIEDRDSQLR.S Dimethyl:2H(4): 1

5576 true 868 1262.6894 1261.6828 1 -0.49 221.88 26.83 42.7 (M:42.7) 1 1 0 K.YVECSALTQK.G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 10

5577 true 2070 1262.7144 1261.7002 1 5.5 177.72 33 35.4 (M:35.4) 1 1 0

R.TTVLAMDQVP

R.V Dimethyl:2H(4): 1



5578 true 3319 1262.723 1261.7155 1 0.2 162.19 39.5 41.4 (M:41.4) 2 1 0 K.SLCIPFQPLR.E

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

5579 true 1145 1262.7484 1261.7193 1 17.28 223.19 28.33 21.5 (M:21.5) 1 1 0 R.AEHINIHQLR.S Dimethyl:2H(4): 1

5580 true 3027 1262.7496 1261.7332 1 7.17 201.75 37.5 36.9 (M:36.9) 1 1 0

K.LYPEGLAQLAR.

A Dimethyl:2H(4): 1

5581 true 40 1262.7514 1261.7254 1 14.82 60.1 21.67 15.1 (M:15.1) 1 50 1 1

K.VMGEATPLEKK

.K Dimethyl:2H(4): 10; Dimethyl: 1

5582 false 2432 1262.794 1261.7981 1 -9.03 182.08 36.83 15.3 (M:15.3) 1 50 3 1

K.KAAIIIMAVEK.

Q

Dimethyl:2H(4): 1; Oxidation: 7; 

Dimethyl: 11

5583 true 452 1263.559 1262.5527 1 -0.84 116.95 23.83 35.8 (M:35.8) 1 1 0

R.FSSSSGYGGGSS

R.V Dimethyl: 1

5584 true 1840 1263.5901 1262.5903 1 -5.93 100.59 32.67 56.4 (M:56.4) 1 1 0 K.DYLLCDYNR.D

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



5585 true 660 1263.5916 1262.5747 1 7.57 197.72 26.5 65.6 (M:65.6) 1 1 0

R.AECMLQQAER.

L Carbamidomethyl: 3; Dimethyl: 1

5586 true 2682 1263.5942 1262.5754 1 9.11 112.88 36.33 15.9 (M:15.9) 1 1 0

K.YNFAMDVYGR.

V Dimethyl: 1

5587 true 2893 1263.611 1262.6111 1 -5.85 136.4 34.83 20.1 (M:20.1) 1 1 0

R.NLTGDVCAVM

R.V Carbamidomethyl: 7; Dimethyl: 1

5588 true 884 1263.6208 1262.6255 1 -9.5 106.09 27.17 73.6 (M:73.6) 1 1 0

K.DQVANSAFVER

.L Dimethyl: 1

5589 true 2068 1263.64 1262.6329 1 -0.18 173.24 34.67 46.8 (M:46.8) 1 1 0 K.TFEVCDLPVR.A Carbamidomethyl: 5; Dimethyl: 1

5590 false 393 1263.6498 1262.6466 1 -3.27 66.55 23.5 15.4 (M:15.4) 1 3 0

R.GTTTIQEGSITR.

G

5591 true 393 1263.6498 1262.6405 1 1.63 62.03 23.5 33.0 (M:33.0) 1 1 0

K.AQQELEEQTR.

R Dimethyl:2H(4): 1



5592 false 520 1263.6612 1262.6367 1 13.63 196.39 25.33 17.8 (M:17.8) 1 2 0 K.THHNDTELIR.K Dimethyl: 1

5593 true 1415 1263.6784 1262.6557 1 12.17 174.34 29.83 58.3 (M:58.3) 2 1 0

R.SLGTADVHFER.

K Dimethyl:2H(4): 1

5594 true 2352 1263.719 1262.7122 1 -0.35 159.19 33.33 30.9 (M:30.9) 1 1 0 K.ITVTSEVPFSK.R Dimethyl: 1, 11

5595 true 571 1263.7279 1262.7234 1 -2.2 165.91 26 46.3 (M:46.3) 1 1 1

K.FKEQAASITGK.

E Dimethyl: 1, 2, 11

5596 false 571 1263.7279 1262.7132 1 5.88 193.64 26 20.1 (M:20.1) 1 5 0

R.NELSGALTGLTR

.V Dimethyl:2H(4): 1

5597 true 674 1263.7294 1262.7412 1 -15.12 170.63 26.67 39.1 (M:39.1) 1 1 1 K.FRDDFDKPK.A Dimethyl:2H(4): 1, 7, 9

5598 true 3621 1263.7745 1262.7536 1 10.78 180.53 41.5 26.0 (M:26.0) 1 1 0 K.SGAYLIPLLER.L Dimethyl:2H(4): 1



5599 true 2923 1263.787 1262.7649 1 11.77 176.23 37.17 61.1 (M:61.1) 1 1 0 R.HLPSLLGPELR.R Dimethyl:2H(4): 1

5600 true 849 1264.5578 1263.5588 1 -6.53 142.12 27.83 55.7 (M:55.7) 1 1 0

K.EGVLCEENMR.

G Carbamidomethyl: 5; Dimethyl: 1

5601 true 986 1264.6485 1263.6459 1 -3.69 116.17 25.83 44.6 (M:44.6) 1 1 0

R.DLQQYQSQAK.

Q Dimethyl: 1, 10

5602 true 1993 1264.6606 1263.6598 1 -5.12 150.74 33.5 37.2 (M:37.2) 1 1 0 R.VEVTEFEDIK.S Dimethyl: 1, 10

5603 true 1427 1264.6647 1263.6499 1 5.95 236.2 29.33 17.8 (M:17.8) 1 1 0

K.AGNYYVPAEPK

.L Dimethyl: 1, 11

5604 true 1172 1264.6693 1263.6612 1 0.71 167.37 31.5 49.1 (M:49.1) 2 1 0

K.NPQNFYLANK.

G Dimethyl: 1, 10

5605 true 444 1264.6708 1263.6863 1 -18.05 251.67 24.67 17.3 (M:17.3) 1 1 1 R.APFDLFENKK.K Dimethyl: 9, 10



5606 false 306 1264.6955 1263.7075 1 -15.18 202.48 25 36.1 (M:36.1) 1 2 1 K.VQVEYKGETK.S Dimethyl: 1, 6, 10

5607 true 306 1264.6955 1263.6721 1 12.79 221.67 25 40.5 (M:40.5) 2 1 0

K.STESLQANVQR.

L Dimethyl:2H(4): 1

5608 false 2778 1264.706 1263.7075 1 -6.89 119.84 42 17.2 (M:17.2) 1 50 3 1 R.KNTEELYAIK.I Dimethyl: 1, 10

5609 true 416 1264.7748 1263.7638 1 2.97 195.78 24.83 49.7 (M:49.7) 1 1 1 R.LTQEPESIRK.W Dimethyl:2H(4): 1, 10

5610 true 2850 1264.8016 1263.7915 1 2.25 171.82 37.67 17.4 (M:17.4) 1 1 0 K.ILITTVPPNLR.K Dimethyl: 1

5611 true 973 1265.607 1264.587 1 10.03 137.02 30 31.6 (M:31.6) 1 1 0

K.EAFNMIDQNR.

D Dimethyl: 1

5612 false 2977 1265.6249 1264.6016 1 12.62 255.74 44.67 16.2 (M:16.2) 1 8 1

-

.MMTSVGTNRAR

.G Acetyl: 1



5613 true 390 1265.6663 1264.6551 1 3.11 231.12 25 33.8 (M:33.8) 1 1 1 K.EGVKFEESEK.S Dimethyl: 1, 4, 10

5614 true 1033 1265.667 1264.6615 1 -1.4 127.44 28 63.2 (M:63.2) 1 1 0 R.IQVWHEEHR.G Dimethyl:2H(4): 1

5615 false 2256 1265.6718 1264.6635 1 0.83 98.98 36 20.3 (M:20.3) 1 7 0 K.SICEVLDLER.S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

5616 false 2256 1265.6718 1264.6449 1 15.55 113.07 36 17.8 (M:17.8) 1 8 1 K.EVKEESAEER.L Dimethyl:2H(4): 3; Dimethyl: 1

5617 true 2848 1265.6734 1264.6747 1 -6.8 105.68 34.67 15.3 (M:15.3) 1 1 0

K.DAGTIAGLNVM

R.I Dimethyl:2H(4): 1; Oxidation: 11

5618 true 262 1265.689 1264.6727 1 7.1 140.41 23 77.8 (M:77.8) 2 1 0

R.FGGPVHHQAQ

R.F Dimethyl:2H(4): 1

5619 true 3401 1265.787 1264.7693 1 8.28 206.27 39.83 67.2 (M:67.2) 2 1 0 R.IFGVTTLDIVR.A Dimethyl:2H(4): 1



5620 false 3285 1265.7901 1264.7845 1 -1.32 84.53 40.17 15.4 (M:15.4) 1 2 1 K.IWDYLKLVR.I Dimethyl:2H(4): 1; Dimethyl: 6

5621 true 2267 1266.5613 1265.5389 1 11.93 171.62 33.67 39.2 (M:39.2) 1 1 0

R.NPAMMQEM

MR.N Dimethyl: 1

5622 true 1741 1266.6317 1265.6475 1 -18.19 126.16 31.83 54.7 (M:54.7) 1 1 0 K.IETIEVMEDR.Q Dimethyl:2H(4): 1

5623 true 3183 1266.648 1265.6438 1 -2.42 121.78 37.33 66.4 (M:66.4) 1 1 0 R.NLVCTDLFTR.G Carbamidomethyl: 4; Dimethyl: 1

5624 true 945 1266.6503 1265.6438 1 -0.64 108.37 25.67 37.1 (M:37.1) 1 1 0 K.HIPANECIEK.V Carbamidomethyl: 7; Dimethyl: 1, 10

5625 true 998 1266.6517 1265.6404 1 3.13 227.03 27.17 24.3 (M:24.3) 1 1 1 K.EFFNGKEPSR.G Dimethyl: 1, 6

5626 true 896 1266.6718 1265.669 1 -3.51 206.01 24 83.9 (M:83.9) 2 1 0 K.EKPVCGTTYK.A

Carbamidomethyl: 5; Dimethyl: 1, 2, 

10



5627 true 453 1267.5772 1266.5779 1 -6.28 114.17 23.83 63.8 (M:63.8) 2 1 0

R.FSSSSGYGGGSS

R.V Dimethyl:2H(4): 1

5628 true 661 1267.6158 1266.5998 1 6.87 236.2 26.5 66.2 (M:66.2) 1 1 0

R.AECMLQQAER.

L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

5629 true 850 1267.6404 1266.6506 1 -13.78 117.86 27.17 64.2 (M:64.2) 1 1 0

K.DQVANSAFVER

.L Dimethyl:2H(4): 1

5630 true 1565 1267.6424 1266.6357 1 -0.47 133.86 28.67 62.9 (M:62.9) 1 1 0 K.HPSEIFPEQR.K Dimethyl: 1

5631 true 1052 1267.6601 1266.6341 1 14.79 185.1 27.5 23.3 (M:23.3) 1 1 0

R.HMDGMYGPP

AK.R Dimethyl:2H(4): 1, 11

5632 true 544 1267.6613 1266.6619 1 -6.17 196.51 25.5 41.4 (M:41.4) 1 1 0 K.THHNDTELIR.K Dimethyl:2H(4): 1

5633 true 2069 1267.6659 1266.658 1 0.45 160.09 34.67 42.4 (M:42.4) 1 1 0 K.TFEVCDLPVR.A

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



5634 true 327 1267.6725 1266.6664 1 -0.92 124.78 24.17 23.4 (M:23.4) 2 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

5635 true 327 1267.6725 1266.6664 1 -0.92 124.78 24.17 23.4 (M:23.4) 2 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

5636 true 327 1267.6725 1266.6664 1 -0.92 124.78 24.17 23.4 (M:23.4) 2 1 0

R.HQGVMVGMG

QK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

5637 true 2554 1267.7026 1266.7006 1 -4.17 129.3 33 27.0 (M:27.0) 1 1 0

K.CQLPADVLAPK.

K Carbamidomethyl: 1; Dimethyl: 1, 11

5638 true 2665 1267.7231 1266.71 1 4.6 168.39 35.5 31.3 (M:31.3) 1 1 0 K.GFYIYQEGVK.N Dimethyl:2H(4): 1, 10

5639 true 572 1267.7343 1266.7485 1 -16.99 178.73 26 19.9 (M:19.9) 1 48.82 1 1

K.FKEQAASITGK.

E Dimethyl:2H(4): 2; Dimethyl: 1, 11

5640 true 2029 1267.7506 1266.7424 1 0.76 112.15 30.67 15.7 (M:15.7) 1 1 1 R.IREPAEFDVK.F Dimethyl:2H(4): 1, 10



5641 true 244 1268.5242 1267.5148 1 1.71 165.86 23.67 26.5 (M:26.5) 1 1 0 K.ACFHCETCK.M

Carbamidomethyl: 2, 5, 8; Dimethyl: 

1, 9

5642 true 1002 1268.5769 1267.5839 1 -11.24 126.03 27.67 55.3 (M:55.3) 1 1 0

K.EGVLCEENMR.

G

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

5643 true 41 1268.6208 1267.6092 1 3.45 145.66 21.83 64.3 (M:64.3) 1 1 0

R.VGCQNAEVAH

R.V Carbamidomethyl: 3; Dimethyl: 1

5644 true 2349 1268.6325 1267.6309 1 -4.54 268.6 38.5 22.3 (M:22.3) 1 1 0 K.DLQHPNEFIR.G

5645 true 1140 1268.6391 1267.6231 1 6.87 295.32 28.83 53.0 (M:53.0) 2 1 0 K.YLECSALTQR.G Carbamidomethyl: 4; Dimethyl: 1

5646 true 1428 1268.6812 1267.675 1 -0.88 289.06 29.33 17.6 (M:17.6) 1 1 0

K.AGNYYVPAEPK

.L Dimethyl:2H(4): 11; Dimethyl: 1

5647 true 3762 1268.7808 1267.7478 1 20.22 163.17 42.33 24.2 (M:24.2) 1 1 0 K.LQLFGQDFLK.A Dimethyl:2H(4): 10; Dimethyl: 1



5648 true 422 1268.7825 1267.7777 1 -1.91 68.71 23.67 36.5 (M:36.5) 1 1 1 K.QKELAETEPK.F Dimethyl:2H(4): 1, 2, 10

5649 true 1523 1268.7959 1267.7904 1 -1.42 163.64 34.33 51.5 (M:51.5) 2 1 0 K.NLFVPKPEIK.H Dimethyl: 1, 6, 10

5650 true 2045 1268.8124 1267.8104 1 -4.12 125.2 33.17 43.1 (M:43.1) 1 1 0

R.ILHLLGQEGPK.

T Dimethyl:2H(4): 1, 11

5651 true 544 1269.5453 1268.5455 1 -5.93 108.7 25.5 59.4 (M:59.4) 1 1 0

R.DGMDQGYGSV

GR.M Dimethyl: 1

5652 true 1394 1269.6069 1268.6121 1 -9.83 114.48 30 44.8 (M:44.8) 1 1 0

K.EAFNMIDQNR.

D Dimethyl:2H(4): 1

5653 true 2030 1269.6618 1268.6547 1 -0.11 209.79 30.67 29.8 (M:29.8) 1 1 0

K.NIPPSDMAQIR.

A Dimethyl: 1

5654 true 2403 1269.7379 1268.738 1 -5.83 164.2 38 55.9 (M:55.9) 1 1 0

R.DVPLPEVAFVK.

E Dimethyl: 1, 11



5655 true 1019 1269.7602 1268.7805 1 -21.68 137.86 26.5 25.5 (M:25.5) 2 1 1

R.KGHAVGDIPGV

R.F Dimethyl:2H(4): 1, 1

5656 true 3322 1269.7803 1268.7955 1 -17.74 205.25 39.5 33.3 (M:33.3) 1 1 0 R.VLPSITTEILK.S Dimethyl: 1, 11

5657 false 3322 1269.7803 1268.7452 1 21.88 242.05 39.5 25.6 (M:25.6) 1 2 0 K.IEGLQSLVNLR.E Dimethyl: 1

5658 true 409 1270.6202 1269.6136 1 -0.51 195.09 25.17 49.0 (M:49.0) 1 1 0

K.THEAQIQEMR.

Q Dimethyl: 1

5659 true 174 1270.6439 1269.6677 1 -24.44 112.18 24.17 32.3 (M:32.3) 1 1 0

K.ALQAQQAEVER

.H Dimethyl: 1

5660 true 1651 1270.6599 1269.6565 1 -3.03 104.13 31.33 60.6 (M:60.6) 1 1 0

R.EVDIGIPDATGR

.L Dimethyl: 1

5661 true 2467 1270.6728 1269.6605 1 3.96 108.27 32.67 66.9 (M:66.9) 1 1 0 K.NLQYYDISAK.S Dimethyl: 1, 10



5662 true 149 1270.6729 1269.6615 1 3.21 135.38 21.83 15.0 (M:15.0) 1 1 0 R.RPPEETPQER.R Dimethyl:2H(4): 1

5663 true 3184 1270.6731 1269.6689 1 -2.45 105.23 37.17 81.8 (M:81.8) 2 1 0 R.NLVCTDLFTR.G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

5664 true 82 1270.6819 1269.6728 1 1.51 65.74 21.67 40.0 (M:40.0) 1 1 0

R.QQLSHPNATSR

.A Dimethyl:2H(4): 1

5665 true 892 1270.6843 1269.6677 1 7.31 137.42 27.5 53.5 (M:53.5) 1 1 0 K.NVQLQENEIR.G Dimethyl: 1

5666 true 1604 1270.7104 1269.7041 1 -0.79 231.36 31.17 87.6 (M:87.6) 3 1 0

K.AGNLGGGVVTI

ER.S Dimethyl: 1

5667 true 1965 1270.712 1269.7041 1 0.45 156.3 32.33 43.8 (M:43.8) 1 1 0

R.QDAGTAGLLLQ

R.E Dimethyl: 1

5668 true 774 1270.7155 1269.7041 1 3.23 101.72 26.67 35.0 (M:35.0) 1 1 0

K.QVVQATAEQIR

.L Dimethyl: 1



5669 true 1091 1270.7186 1269.7405 1 -22.95 163.67 27.5 17.8 (M:17.8) 1 1 1

K.AAENTIRQLAK.

E Dimethyl: 1, 11

5670 true 2372 1270.7271 1269.7041 1 12.41 145.92 34.33 48.9 (M:48.9) 1 1 0

K.DAGQISGLNVL

R.V Dimethyl: 1

5671 true 2047 1270.7454 1269.7405 1 -1.88 125.95 31.33 62.8 (M:62.8) 3 1 0

K.QQISLATQVVR.

M Dimethyl: 1

5672 true 3107 1270.7965 1269.7937 1 -3.51 110.63 37.67 22.2 (M:22.2) 2 1 0

R.LAQPYAGVFLK.

K Dimethyl:2H(4): 1, 11

5673 true 1486 1271.585 1270.583 1 -4.17 172.84 30.5 31.1 (M:31.1) 1 1 0 K.FEDYLNAESR.V Dimethyl: 1

5674 true 269 1271.6663 1270.6568 1 1.79 197.14 24.67 38.9 (M:38.9) 1 1 0 R.SNEHIQELNR.V Dimethyl:2H(4): 1

5675 true 1566 1271.6675 1270.6608 1 -0.43 143.6 28.67 36.3 (M:36.3) 1 1 0 K.HPSEIFPEQR.K Dimethyl:2H(4): 1



5676 true 1924 1271.6764 1270.6769 1 -6.07 86.69 33 57.0 (M:57.0) 1 1 0 R.IQLVEEELDR.A Dimethyl: 1

5677 true 2552 1271.6866 1270.6856 1 -4.95 162.44 34 57.6 (M:57.6) 2 1 0

K.HGVVPLATYMR

.I Dimethyl: 1

5678 true 1169 1271.6866 1270.6881 1 -6.9 152.05 29.33 33.3 (M:33.3) 1 1 0

R.LSQLEGVNVER.

Y Dimethyl: 1

5679 true 975 1271.7067 1270.7307 1 -24.63 122.62 27.33 19.2 (M:19.2) 1 1 0

K.SQEMVHLVHK.

E Dimethyl:2H(4): 1, 10

5680 true 1466 1271.7166 1270.7245 1 -11.94 180.08 29.33 36.3 (M:36.3) 2 1 1

K.EAALATALGDK

R.S Dimethyl: 1, 11

5681 true 1842 1271.7211 1270.7245 1 -8.41 162.48 32 30.3 (M:30.3) 1 1 0

R.TLNEVVIASAAR

.T Dimethyl: 1

5682 true 2312 1271.7321 1270.7161 1 6.81 87.08 35.17 39.6 (M:39.6) 1 1 0

K.DSTGHVGFIFK.

N Dimethyl:2H(4): 1, 11



5683 true 868 1272.6324 1271.6115 1 10.75 177.63 27.67 34.4 (M:34.4) 1 1 0

K.EAQITMMQHR.

I Dimethyl: 1

5684 true 501 1272.6363 1271.6146 1 11.36 224.34 27 76.0 (M:76.0) 1 1 1

R.DKDAYSSFGAR.

S Dimethyl: 1, 2

5685 true 61 1272.6372 1271.6343 1 -3.39 145.2 21.83 43.4 (M:43.4) 1 1 0

R.VGCQNAEVAH

R.V

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

5686 true 1114 1272.6457 1271.651 1 -9.87 157.31 29.33 79.2 (M:79.2) 1 1 0

M.AAQGEPQVQF

K.L Acetyl: 1; Dimethyl: 11

5687 false 1114 1272.6457 1271.6445 1 -4.75 188.81 29.33 16.7 (M:16.7) 1 2 0

-

.MDGAGHKPLFR.

Q Oxidation: 1; Dimethyl: 1

5688 true 1341 1272.6611 1271.6482 1 4.4 244.86 28.83 64.7 (M:64.7) 2 1 0 K.YLECSALTQR.G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

5689 true 2468 1272.687 1271.6874 1 -6.06 132.35 32.67 30.7 (M:30.7) 1 1 0

K.NFGIGQDIQPK.

R Dimethyl: 1, 11



5690 true 1598 1272.6983 1271.7114 1 -15.97 179.49 31.33 50.7 (M:50.7) 2 1 0

K.NPQNFYLANK.

G Dimethyl:2H(4): 1, 10

5691 true 1994 1272.7058 1271.71 1 -9.06 134.25 33.5 39.1 (M:39.1) 1 1 0 R.VEVTEFEDIK.S Dimethyl:2H(4): 1, 10

5692 true 3373 1272.7161 1271.6982 1 8.4 205.73 40.83 43.4 (M:43.4) 1 1 0

K.CGPMVLDALIK.

I Carbamidomethyl: 1; Dimethyl: 1, 11

5693 true 3786 1272.7913 1271.7729 1 8.71 174.28 42.5 43.4 (M:43.4) 1 1 0 K.LQLFGQDFLK.A Dimethyl:2H(4): 1, 10

5694 true 367 1273.5579 1272.5523 1 -1.35 71.9 24.83 28.5 (M:28.5) 1 1 0 K.YNHYSDQYR.E Dimethyl: 1

5695 true 380 1273.581 1272.5707 1 2.41 104.46 25.5 61.3 (M:61.3) 1 1 0

R.DGMDQGYGSV

GR.M Dimethyl:2H(4): 1

5696 true 685 1273.615 1272.6033 1 3.41 193.21 26 38.8 (M:38.8) 1 1 0 R.HQQFEQCIR.T Carbamidomethyl: 7; Dimethyl: 1



5697 true 261 1273.6505 1272.6397 1 2.78 122.94 23.67 57.1 (M:57.1) 1 1 0 K.EHMQPTHPIR.L Dimethyl: 1

5698 true 2077 1273.6908 1272.6798 1 2.89 125.14 30.67 38.0 (M:38.0) 2 1 0

K.NIPPSDMAQIR.

A Dimethyl:2H(4): 1

5699 false 2077 1273.6908 1272.7013 1 -13.95 155.4 30.67 18.7 (M:18.7) 1 2 1

K.VWNLANCKLK.

T Carbamidomethyl: 7; Dimethyl: 8

5700 true 3075 1273.6921 1272.6754 1 7.4 205.74 38.5 67.6 (M:67.6) 1 1 0 R.GLVFYSQEFK.Q Dimethyl: 1, 10

5701 true 2541 1273.7116 1272.686 1 14.4 118.69 35 33.4 (M:33.4) 1 1 0

R.MGLIQTADQLR

.F Dimethyl: 1

5702 true 2339 1273.7178 1272.6917 1 14.77 119.37 35.5 24.2 (M:24.2) 1 1 0 K.AFIHWVSEPR.V Dimethyl:2H(4): 1

5703 false 1102 1273.7201 1272.6976 1 11.95 94.86 31 15.6 (M:15.6) 1 4 1 R.LKEEEQQGPR.E Dimethyl:2H(4): 2; Dimethyl: 1



5704 false 2987 1273.7422 1272.7638 1 -22.66 233.74 39.5 22.9 (M:22.9) 1 2 1

K.LVTVRAGCPIR.

L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

5705 false 2987 1273.7422 1272.7442 1 -7.24 261.27 39.5 21.7 (M:21.7) 1 65.06 3 1

K.IGFPSTTPAKAK

.T Dimethyl: 1, 12

5706 true 2596 1273.751 1272.7492 1 -4.31 61.5 37.67 20.0 (M:20.0) 1 1 0 R.YIHLENLLAR.S Dimethyl:2H(4): 1

5707 true 2405 1274.6204 1273.6097 1 2.71 167.2 33.67 27.3 (M:27.3) 1 1 0

R.MCTLFNEATR.

Q

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

5708 true 1395 1274.6218 1273.6085 1 4.74 100.34 31.67 35.6 (M:35.6) 1 1 0

M.AGIEQSICQAR.

A Carbamidomethyl: 8; Acetyl: 1

5709 true 218 1274.648 1273.6387 1 1.57 207.88 25.17 56.1 (M:56.1) 1 1 0

K.THEAQIQEMR.

Q Dimethyl:2H(4): 1

5710 true 721 1274.6513 1273.6163 1 21.68 166.73 28.17 65.6 (M:65.6) 2 1 0

K.NQGSWGTGG

NIR.T Dimethyl: 1



5711 true 2524 1274.6664 1273.674 1 -11.73 85.89 39.67 17.6 (M:17.6) 1 1 0 R.EYLLDMIPPR.S Dimethyl: 1

5712 true 946 1274.7012 1273.694 1 -0.12 102.67 25.67 43.6 (M:43.6) 1 1 0 K.HIPANECIEK.V

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 10

5713 true 999 1274.7048 1273.6907 1 5.42 198.06 27.17 22.4 (M:22.4) 1 1 1 K.EFFNGKEPSR.G Dimethyl:2H(4): 1, 6

5714 true 829 1274.7076 1273.6928 1 5.91 179.98 27.5 50.6 (M:50.6) 1 1 0 K.NVQLQENEIR.G Dimethyl:2H(4): 1

5715 true 2849 1274.7292 1273.7292 1 -5.73 91.69 34.67 51.0 (M:51.0) 2 1 0

K.DAGQISGLNVL

R.V Dimethyl:2H(4): 1

5716 true 1822 1274.7357 1273.7292 1 -0.58 239.1 31.17 118.2 (M:118.2) 3 1 0

K.AGNLGGGVVTI

ER.S Dimethyl:2H(4): 1

5717 true 1936 1274.7391 1273.7292 1 2.05 188.02 32.33 57.7 (M:57.7) 1 1 0

R.QDAGTAGLLLQ

R.E Dimethyl:2H(4): 1



5718 false 1327 1274.7606 1273.7656 1 -9.65 280.6 29.17 16.4 (M:16.4) 2 9 1

R.QSPIAISTKAAR.

Y Dimethyl:2H(4): 9

5719 false 1327 1274.7606 1273.7544 1 -0.84 141.97 29.17 19.5 (M:19.5) 1 2 1

K.LQQKVDELNK.

D Dimethyl:2H(4): 1; Dimethyl: 10

5720 true 2048 1274.7682 1273.7656 1 -3.66 77.37 31.5 42.1 (M:42.1) 3 1 0

K.QQISLATQVVR.

M Dimethyl:2H(4): 1

5721 true 1487 1275.6004 1274.6081 1 -11.74 158.27 30.5 48.2 (M:48.2) 1 1 0 K.FEDYLNAESR.V Dimethyl:2H(4): 1

5722 true 594 1275.6579 1274.6466 1 3.1 193.91 26 48.1 (M:48.1) 1 1 0

R.SLETENSALQR.

R Dimethyl: 1

5723 true 2216 1275.6616 1274.6592 1 -3.82 157.68 35.17 15.2 (M:15.2) 1 1 1

R.RQAAAHTDHLR

.D

5724 false 2684 1275.6642 1274.6606 1 -2.84 367.84 34.83 15.2 (M:15.2) 1 3 0

K.TDLDDDITALK.

Q Dimethyl: 1, 11



5725 false 2684 1275.6642 1274.6441 1 10.03 115.53 34.83 16.0 (M:16.0) 1 2 1

R.LRDFMPPDLR.

Q Oxidation: 5

5726 true 2684 1275.6642 1274.6547 1 1.76 207.36 34.83 58.0 (M:58.0) 2 1 0

R.AAYFGIYDTAK.

G Dimethyl: 1, 11

5727 true 2190 1275.6717 1274.6413 1 18.1 186.15 33.67 42.1 (M:42.1) 1 1 0

R.DHGLEVMGMV

R.V Dimethyl:2H(4): 1

5728 false 2748 1275.676 1274.6693 1 -0.46 139.04 34 18.8 (M:18.8) 1 3 0

K.CAVVDVPFGGA

K.A Carbamidomethyl: 1; Dimethyl: 1, 12

5729 true 1925 1275.7042 1274.702 1 -3.99 151.43 33 45.4 (M:45.4) 1 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

5730 true 1170 1275.7068 1274.6768 1 17.77 214.32 29 33.8 (M:33.8) 1 1 0

K.NLSPGAVESDV

R.G Dimethyl:2H(4): 1

5731 true 2967 1275.7243 1274.7107 1 4.92 268.62 39.83 49.3 (M:49.3) 2 1 0

K.HGVVPLATYMR

.I Dimethyl:2H(4): 1



5732 true 3276 1275.7387 1274.7234 1 6.25 177.25 37.83 63.7 (M:63.7) 1 1 0

K.DFLAGGVAAAI

SK.T Dimethyl: 1, 13

5733 true 2053 1275.7551 1274.7459 1 1.52 218.45 32.33 48.3 (M:48.3) 2 1 1 K.INLIPNKHDR.T Dimethyl: 1, 7

5734 true 141 1276.5727 1275.565 1 0.31 123.95 23.5 45.8 (M:45.8) 1 1 0 K.ACFHCETCK.M

Carbamidomethyl: 2, 5, 8; 

Dimethyl:2H(4): 1, 9

5735 true 299 1276.6187 1275.6109 1 0.43 109.58 24.5 33.9 (M:33.9) 1 1 0 R.IQNWHEEHR.G Dimethyl: 1

5736 true 1250 1276.6419 1275.6394 1 -3.72 153.22 27.5 55.0 (M:55.0) 3 1 0

R.FACHSASLTVR.

N Carbamidomethyl: 3; Dimethyl: 1

5737 true 1645 1276.6462 1275.6428 1 -3.01 178.75 30.33 19.6 (M:19.6) 1 1 1 K.QLLECNKCR.N

Carbamidomethyl: 5, 8; Dimethyl: 1, 

7

5738 true 770 1276.663 1275.6366 1 14.97 170.12 27.67 44.6 (M:44.6) 1 1 0

K.EAQITMMQHR.

I Dimethyl:2H(4): 1



5739 true 1248 1276.6707 1275.6761 1 -9.93 149.25 29.33 64.0 (M:64.0) 1 1 0

M.AAQGEPQVQF

K.L Dimethyl:2H(4): 11; Acetyl: 1

5740 true 2860 1276.6733 1275.6612 1 3.82 168.07 37.5 35.1 (M:35.1) 1 1 0

R.FNPDIFSPGVR.

F Dimethyl: 1

5741 false 3056 1276.6755 1275.6857 1 -13.69 96.61 36 23.5 (M:23.5) 1 4 1

K.IMSSPLSKELR.

Q Oxidation: 2

5742 true 3056 1276.6755 1275.6711 1 -2.25 109.83 36 61.8 (M:61.8) 1 1 0 R.LTPYEVEELR.R Dimethyl: 1

5743 true 2113 1276.7061 1275.6823 1 12.94 265.09 32.17 68.2 (M:68.2) 1 1 0 K.FTITPGSEQIR.A Dimethyl: 1

5744 true 427 1276.7121 1275.6935 1 8.87 270.53 26 67.4 (M:67.4) 1 1 0

K.APVEQEVAIHR.

I Dimethyl: 1

5745 true 545 1276.7936 1275.7828 1 2.76 231.86 25.33 37.9 (M:37.9) 1 1 1 K.VQVEYKGETK.S Dimethyl:2H(4): 1, 6, 10



5746 true 2271 1277.5826 1276.5767 1 -1.04 163.31 35.67 54.2 (M:54.2) 3 1 0 K.YMACCLLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

5747 true 2271 1277.5826 1276.5767 1 -1.04 163.31 35.67 54.2 (M:54.2) 3 1 0 K.YMACCLLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

5748 true 405 1277.5868 1276.5775 1 1.66 85.97 24.83 27.8 (M:27.8) 1 1 0 K.YNHYSDQYR.E Dimethyl:2H(4): 1

5749 true 2511 1277.6167 1276.5984 1 8.59 157.53 38.5 60.3 (M:60.3) 3 1 0 K.CMPTFQFYK.N Carbamidomethyl: 1; Dimethyl: 1, 9

5750 true 686 1277.6439 1276.6284 1 6.43 218.81 26 35.5 (M:35.5) 1 1 0 R.HQQFEQCIR.T

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

5751 false 686 1277.6439 1276.657 1 -15.9 185.58 26 19.8 (M:19.8) 1 2 1

K.HQKSVECMAK.

C

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1; Dimethyl: 10

5752 true 1730 1277.646 1276.634 1 3.7 207.15 31.17 41.6 (M:41.6) 1 1 0 K.FYSVNVDYSK.L Dimethyl: 1, 10



5753 true 262 1277.6762 1276.6648 1 3.22 103.47 23.67 57.8 (M:57.8) 1 1 0 K.EHMQPTHPIR.L Dimethyl:2H(4): 1

5754 true 2438 1277.6797 1276.6776 1 -4.05 194.5 34.17 34.6 (M:34.6) 1 1 0

K.ALQIFSQGTER.

H Dimethyl: 1

5755 true 1639 1277.6825 1276.6564 1 14.68 189.37 30 49.9 (M:49.9) 2 1 0

K.HYGITSYGVPR.

S Dimethyl: 1

5756 true 410 1277.6837 1276.6775 1 -0.92 181.99 25.33 78.0 (M:78.0) 1 1 0

R.GHLENNPALEK.

L Dimethyl: 1, 11

5757 true 1486 1277.6914 1276.6883 1 -3.25 122.67 34 70.0 (M:70.0) 2 1 0 K.CCSGAIIVLTK.S

Carbamidomethyl: 1, 2; Dimethyl: 1, 

11

5758 false 1486 1277.6914 1276.6585 1 20.12 150.01 34 16.0 (M:16.0) 1 4 0 K.EPMDLSTVITK.I Oxidation: 3; Dimethyl: 11

5759 true 1966 1277.6944 1276.686 1 0.93 180.78 32.33 17.0 (M:17.0) 1 1 1

-

.MGDREQLLQR.A Dimethyl:2H(4): 1



5760 true 1301 1277.7076 1276.6928 1 5.86 120.12 29.17 55.9 (M:55.9) 1 1 0

R.HPGSFDVVHVK

.D Dimethyl: 1, 11

5761 true 2501 1277.7253 1276.7111 1 5.44 141.35 35 20.1 (M:20.1) 1 1 0

R.MGLIQTADQLR

.F Dimethyl:2H(4): 1

5762 false 2812 1277.746 1276.7329 1 4.57 162.33 37.17 15.3 (M:15.3) 1 6 0

K.VNTIPGFDGVV

K.D Dimethyl:2H(4): 1

5763 false 2988 1277.76 1276.7554 1 -2.07 197.75 37.33 17.5 (M:17.5) 1 3 1 R.NLFDRVVNLR.L Dimethyl:2H(4): 1

5764 true 2988 1277.76 1276.7441 1 6.73 171.57 37.33 51.0 (M:51.0) 2 1 0 K.VIQQLFDNLR.N Dimethyl:2H(4): 1

5765 true 2404 1277.7948 1276.7882 1 -0.54 94.13 38 29.8 (M:29.8) 1 1 0

R.DVPLPEVAFVK.

E Dimethyl:2H(4): 1, 11

5766 true 3362 1277.8588 1276.8458 1 4.52 179.48 39.5 43.5 (M:43.5) 1 1 0 R.VLPSITTEILK.S Dimethyl:2H(4): 1, 11



5767 true 1742 1278.5969 1277.6173 1 -21.7 76.84 31.83 15.9 (M:15.9) 1 1 0 K.IETIEVMEDR.Q Oxidation: 7; Dimethyl: 1

5768 true 74 1278.6397 1277.6108 1 16.95 306.88 20 18.1 (M:18.1) 1 1 1

K.MMEESKINPR.

T Oxidation: 2; Dimethyl: 1

5769 true 1965 1278.6457 1277.6554 1 -13.29 152.95 33.33 27.2 (M:27.2) 1 1 0

R.WDLSAEQIER.

M Dimethyl:2H(4): 1

5770 true 1113 1278.6645 1277.6881 1 -24.09 119.12 28.17 19.3 (M:19.3) 1 1 0 R.FHNELNAHIK.L Dimethyl: 1, 10

5771 true 3334 1278.6673 1277.6591 1 0.71 175.5 39.5 27.0 (M:27.0) 2 1 0 K.YCLPFLQPGR.L Carbamidomethyl: 2; Dimethyl: 1

5772 true 927 1278.6749 1277.6415 1 20.47 203.23 27.83 74.0 (M:74.0) 1 1 0

K.NQGSWGTGG

NIR.T Dimethyl:2H(4): 1

5773 true 827 1278.7039 1277.698 1 -1.06 222.8 27.5 67.5 (M:67.5) 1 1 1 K.TKFETEQALR.M Dimethyl: 1, 2



5774 true 2438 1278.7123 1277.7107 1 -4.41 128.2 32.67 57.3 (M:57.3) 1 1 0 K.NLQYYDISAK.S Dimethyl:2H(4): 1, 10

5775 true 353 1278.7456 1277.7443 1 -4.65 154.99 23.33 33.8 (M:33.8) 2 1 0 K.EKPVCGTTYK.A

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 2, 10

5776 true 62 1278.7819 1277.7733 1 1.08 89.75 21.83 28.8 (M:28.8) 1 1 1

R.VKVDPSHDASK

.V Dimethyl:2H(4): 1, 2, 11

5777 true 570 1279.6161 1278.6288 1 -15.64 105.92 25.67 18.7 (M:18.7) 1 1 1

K.ERANGMELDG

R.R Dimethyl:2H(4): 1

5778 true 912 1279.6169 1278.6176 1 -6.27 152.35 27.17 18.2 (M:18.2) 1 1 0

R.NIEMVDGEQG

R.M Dimethyl:2H(4): 1

5779 false 721 1279.6722 1278.6718 1 -5.36 310.03 26.33 15.5 (M:15.5) 1 2 1

K.NREESLGEASK.

L Dimethyl:2H(4): 1; Dimethyl: 11

5780 true 595 1279.6826 1278.6718 1 2.78 249.43 26 27.7 (M:27.7) 1 1 0

R.SLETENSALQR.

R Dimethyl:2H(4): 1



5781 true 2078 1279.7767 1278.7547 1 11.47 163.29 30.83 63.4 (M:63.4) 1 1 0 K.IKPEILPEER.I Dimethyl: 1, 2

5782 false 479 1280.5584 1279.5463 1 3.77 209.43 25 15.3 (M:15.3) 1 2 1

R.NNQMSKEEER.

K Oxidation: 4

5783 true 2294 1280.6177 1279.6053 1 3.96 174.15 35.17 26.9 (M:26.9) 3 1 0 M.ATVPVYCICR.L Carbamidomethyl: 7, 9; Acetyl: 1

5784 true 300 1280.6432 1279.636 1 -0.02 108.5 24.5 30.8 (M:30.8) 1 1 0 R.IQNWHEEHR.G Dimethyl:2H(4): 1

5785 true 1910 1280.6437 1279.6408 1 -3.42 190.76 33 33.4 (M:33.4) 1 1 0 K.SSELEQYLQR.V Dimethyl: 1

5786 true 2020 1280.6534 1279.6482 1 -1.63 142.45 33.83 27.1 (M:27.1) 1 1 0 R.EFSGLGDCLVK.I Carbamidomethyl: 8; Dimethyl: 1, 11

5787 true 1252 1280.6678 1279.6645 1 -3.09 137.46 27.5 54.4 (M:54.4) 2 1 0

R.FACHSASLTVR.

N

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1



5788 false 1252 1280.6678 1279.6809 1 -15.91 436.36 27.5 15.4 (M:15.4) 1 3 1

K.EDGTKDSELVK.

D Dimethyl:2H(4): 11; Dimethyl: 5

5789 false 653 1280.6731 1279.6846 1 -14.7 190.03 26.83 16.8 (M:16.8) 1 3 1

K.FPLTTESAMKK.

I Dimethyl: 11

5790 true 653 1280.6731 1279.6648 1 0.75 189.05 26.83 35.3 (M:35.3) 1 1 1

R.DKDAYSSFGAR.

S Dimethyl:2H(4): 1, 2

5791 true 2861 1280.6997 1279.6863 1 4.82 183.89 37.5 17.5 (M:17.5) 1 1 0

R.FNPDIFSPGVR.

F Dimethyl:2H(4): 1

5792 true 3033 1280.6999 1279.6962 1 -2.8 120.66 36 71.0 (M:71.0) 1 1 0 R.LTPYEVEELR.R Dimethyl:2H(4): 1

5793 true 2081 1280.7144 1279.7074 1 -0.25 199.38 32.17 44.5 (M:44.5) 1 1 0 K.FTITPGSEQIR.A Dimethyl:2H(4): 1

5794 true 2102 1280.7242 1279.7074 1 7.39 160.65 35.17 16.1 (M:16.1) 1 1 0

R.VANEAEFILSR.

Q Dimethyl:2H(4): 1



5795 true 675 1280.7258 1279.7186 1 -0.07 235.84 26 73.2 (M:73.2) 1 1 0

K.APVEQEVAIHR.

I Dimethyl:2H(4): 1

5796 true 2469 1280.7394 1279.7376 1 -4.31 119.61 32.67 25.2 (M:25.2) 2 1 0

K.NFGIGQDIQPK.

R Dimethyl:2H(4): 1, 11

5797 true 2355 1280.7436 1279.7198 1 12.89 150.79 35.67 57.2 (M:57.2) 1 1 0

R.DGMAFNALIHK

.H Dimethyl:2H(4): 1, 11

5798 true 3141 1280.7474 1279.7289 1 8.83 216.88 38.33 48.1 (M:48.1) 1 1 0

K.EVPFPANPILR.

A Dimethyl: 1

5799 true 3374 1280.7616 1279.7484 1 4.69 141.47 40.83 49.1 (M:49.1) 1 1 0

K.CGPMVLDALIK.

I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 11

5800 false 2495 1280.8102 1279.8115 1 -6.71 143.26 34 19.8 (M:19.8) 1 2 1 K.KVPSVPESLLK.R Dimethyl: 1, 1, 11

5801 true 1524 1280.872 1279.8657 1 -0.75 135.41 34.33 34.8 (M:34.8) 1 1 0 K.NLFVPKPEIK.H Dimethyl:2H(4): 1, 6, 10



5802 true 481 1281.5191 1280.5213 1 -7.37 233.92 25.5 46.5 (M:46.5) 1 1 0 K.CHLCNYACR.R

Carbamidomethyl: 1, 4, 8; Dimethyl: 

1

5803 true 785 1281.5853 1280.5935 1 -12.1 119.78 26.5 27.4 (M:27.4) 1 1 0

K.DNVDDPTGNF

R.S Dimethyl:2H(4): 1

5804 true 2536 1281.6141 1280.6018 1 3.95 246.35 38.5 47.1 (M:47.1) 3 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 

Dimethyl:2H(4): 1

5805 true 2536 1281.6141 1280.6018 1 3.95 246.35 38.5 47.1 (M:47.1) 3 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 

Dimethyl:2H(4): 1

5806 true 2315 1281.6304 1280.6401 1 -13.23 165.87 37 63.5 (M:63.5) 1 1 0 R.FEELNADLFR.G Dimethyl: 1

5807 false 2315 1281.6304 1280.6435 1 -15.86 309.99 37 25.3 (M:25.3) 1 70.48 2 1

K.SSMPQKFVGEK

.C Oxidation: 3; Dimethyl: 11

5808 true 2315 1281.6304 1280.6401 1 -13.23 165.87 37 63.5 (M:63.5) 1 1 0 R.FEELNADLFR.G Dimethyl: 1



5809 false 2138 1281.6523 1280.6435 1 1.21 166.96 35.5 18.9 (M:18.9) 1 3 0 R.LFESLLSECR.D Carbamidomethyl: 9; Dimethyl: 1

5810 false 2138 1281.6523 1280.6356 1 7.35 210.06 35.5 15.6 (M:15.6) 1 4 0

K.ELEVLMMSNK.

S Oxidation: 6, 7; Dimethyl: 1, 10

5811 true 1935 1281.6546 1280.6333 1 10.99 295.42 31.5 15.2 (M:15.2) 1 1 1

K.AMASLQDDRD

K.L Dimethyl:2H(4): 11

5812 true 2591 1281.6793 1280.6513 1 16.1 171.74 35.5 19.4 (M:19.4) 1 1 0 R.QNNGIFYEIR.T Dimethyl: 1

5813 true 999 1281.6839 1280.6837 1 -5.56 86.94 27.67 50.9 (M:50.9) 1 1 0

K.LHNELQSGSLR.

V Dimethyl: 1

5814 true 1640 1281.6953 1280.6815 1 5.08 233.21 30 71.2 (M:71.2) 2 1 0

K.HYGITSYGVPR.

S Dimethyl:2H(4): 1

5815 true 2439 1281.7082 1280.7027 1 -1.33 184.42 34.17 29.3 (M:29.3) 1 1 0

K.ALQIFSQGTER.

H Dimethyl:2H(4): 1



5816 true 3076 1281.7424 1280.7256 1 7.37 192.92 38.5 42.6 (M:42.6) 1 1 0 R.GLVFYSQEFK.Q Dimethyl:2H(4): 1, 10

5817 false 3076 1281.7424 1280.7642 1 -22.71 228.42 38.5 15.2 (M:15.2) 1 2 0

K.AVPIPTVNPEG

K.L Dimethyl:2H(4): 1; Dimethyl: 12

5818 true 3111 1281.7464 1280.734 1 4.01 219.92 38 16.0 (M:16.0) 1 1 0

R.VLDTPSAPVNL

K.I Dimethyl: 12

5819 true 609 1281.7516 1280.7452 1 -0.69 171.36 26 57.0 (M:57.0) 2 1 0

K.NILDNKPAANK.

K Dimethyl: 1, 6, 11

5820 true 3157 1281.7943 1280.7978 1 -8.34 148.24 38.17 70.9 (M:70.9) 2 1 0

R.TLMNLGSLAVA

K.G Dimethyl:2H(4): 1, 12

5821 true 1548 1282.5776 1281.5812 1 -8.52 208.47 29.67 42.3 (M:42.3) 1 1 0

R.TFAMAEEYHR.

E Dimethyl: 1

5822 true 1898 1282.6025 1281.5846 1 8.33 253.66 32.17 21.7 (M:21.7) 1 1 0

K.CPSLEQYAMR.

A Carbamidomethyl: 1; Dimethyl: 1



5823 true 1722 1282.6652 1281.65 1 6.2 266.78 30.67 67.1 (M:67.1) 1 1 0 K.HIDILSSCPGR.E Carbamidomethyl: 8; Dimethyl: 1

5824 true 2330 1282.6962 1281.6842 1 3.73 187.33 34.33 26.9 (M:26.9) 1 1 0 K.YCLPFLQPGR.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

5825 true 1373 1282.735 1281.7227 1 3.87 205.53 33.17 65.5 (M:65.5) 3 1 0

K.NMVPQQALVV

R.N Dimethyl: 1

5826 true 160 1283.597 1282.5948 1 -3.93 121.28 23.5 31.6 (M:31.6) 1 1 0

K.MAQASQEMEA

R.L Dimethyl:2H(4): 1

5827 true 1538 1283.6655 1282.6704 1 -9.45 185.58 30.67 21.0 (M:21.0) 1 1 0

R.GEQSAMPPAV

LR.R Dimethyl: 1

5828 true 2630 1283.6889 1282.6631 1 14.39 195.68 35.67 37.7 (M:37.7) 1 1 0 R.FSYVCPDLVK.E Carbamidomethyl: 5; Dimethyl: 1, 10

5829 true 130 1283.7017 1282.7034 1 -6.96 171.96 20.67 43.6 (M:43.6) 3 1 0

K.SFNRPPGVEPK.

T Dimethyl: 1, 11



5830 false 869 1283.7045 1282.6921 1 3.94 308.37 26.67 15.5 (M:15.5) 1 2 0

K.IVYGHLDDPAK.

Q Dimethyl: 1, 11

5831 true 2732 1283.7244 1282.7195 1 -1.87 85.58 34 21.2 (M:21.2) 1 1 0

K.CAVVDVPFGGA

K.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 12

5832 true 1655 1283.7434 1282.7357 1 0.3 141.76 35.67 39.0 (M:39.0) 2 1 0

K.NSLQGIQQLVR.

K Dimethyl: 1

5833 false 1655 1283.7434 1282.7133 1 17.8 146.24 35.67 18.9 (M:18.9) 1 2 0

K.AENQPITDVLK.

Q Dimethyl: 1, 11

5834 true 3277 1283.7837 1282.7737 1 2.14 155.45 37.83 80.4 (M:80.4) 1 1 0

K.DFLAGGVAAAI

SK.T Dimethyl:2H(4): 1, 13

5835 true 1462 1283.8018 1282.7961 1 -1.21 150.07 28.17 16.6 (M:16.6) 1 1 1 K.INLIPNKHDR.T Dimethyl:2H(4): 1, 7

5836 true 1431 1284.6216 1283.6146 1 -0.25 218.97 30.17 46.0 (M:46.0) 1 1 0

R.YLAEFATGNDR.

K Dimethyl: 1



5837 true 1468 1284.7252 1283.7197 1 -1.44 202.02 29.17 44.5 (M:44.5) 1 1 0 R.ILENSNIGLQR.Y Dimethyl: 1

5838 true 1693 1284.7385 1283.7125 1 14.57 162.06 36.17 25.5 (M:25.5) 1 1 1 K.NSTFSELFKK.D Dimethyl: 1, 9, 10

5839 true 2248 1284.7454 1283.7097 1 22.11 473.77 34.5 17.7 (M:17.7) 1 50 1 1

K.KDVDNAYMIK.

V Dimethyl:2H(4): 1; Dimethyl: 1, 10

5840 false 2474 1284.7456 1283.7197 1 14.48 202.88 34.5 18.4 (M:18.4) 1 3 1

K.ADLAAVEAKVN

R.S Dimethyl: 1

5841 true 2474 1284.7456 1283.7449 1 -5.1 192.35 34.5 82.3 (M:82.3) 3 1 0

K.ADLVNNLGTIA

K.S Dimethyl: 1, 12

5842 false 2474 1284.7456 1283.731 1 5.73 231.59 34.5 15.6 (M:15.6) 1 5 1

K.VSSKRPIAENR.

Y Dimethyl: 4

5843 true 2474 1284.7456 1283.7449 1 -5.1 192.35 34.5 82.3 (M:82.3) 3 1 0

K.ADLVNNLGTIA

K.S Dimethyl: 1, 12



5844 true 571 1285.5357 1284.5405 1 -9.39 113.59 25.5 34.2 (M:34.2) 1 1 0

R.DGMDQGYGSV

GR.M Oxidation: 3; Dimethyl: 1

5845 true 482 1285.544 1284.5464 1 -7.53 205.7 25.5 28.5 (M:28.5) 1 1 0 K.CHLCNYACR.R

Carbamidomethyl: 1, 4, 8; 

Dimethyl:2H(4): 1

5846 true 428 1285.6267 1284.6099 1 7.43 256.24 25.5 58.6 (M:58.6) 1 1 1

K.SKGNYDEGFGR

.K Dimethyl: 1, 2

5847 false 428 1285.6267 1284.6496 1 -23.5 270.48 25.5 15.3 (M:15.3) 1 3 1

K.KHGSVEEQCK.

K

Carbamidomethyl: 9; Dimethyl: 1, 1, 
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5848 true 2316 1285.6567 1284.6652 1 -12.27 159.32 37 76.8 (M:76.8) 1 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

5849 true 2316 1285.6567 1284.6652 1 -12.27 159.32 37 76.8 (M:76.8) 1 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

5850 true 417 1285.6604 1284.6575 1 -3.39 127.3 24.5 26.6 (M:26.6) 1 1 1

R.GNPGGEFGPN

KR.R Dimethyl: 1, 11



5851 true 311 1285.661 1284.6674 1 -10.64 208.87 25.17 23.3 (M:23.3) 1 82.08 1 0

K.NIEDVIAQGNG

K.L Dimethyl: 12

5852 true 192 1285.6646 1284.6422 1 11.75 102.13 24 76.8 (M:76.8) 1 1 0

K.SHVSDAVAQST

R.I Dimethyl: 1

5853 true 251 1285.6657 1284.6612 1 -2.14 93.44 23.67 16.5 (M:16.5) 1 1 0

K.LEDNPATGSPP

R.T Dimethyl:2H(4): 1

5854 true 2512 1285.6693 1284.6487 1 10.39 173.73 38.5 62.9 (M:62.9) 3 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 9

5855 true 1000 1285.714 1284.7088 1 -1.65 117.55 27.67 65.6 (M:65.6) 1 1 0

K.LHNELQSGSLR.

V Dimethyl:2H(4): 1

5856 true 310 1285.7247 1284.7278 1 -8.06 187.43 25.33 52.7 (M:52.7) 1 1 0

R.GHLENNPALEK.

L Dimethyl:2H(4): 1, 11

5857 true 1487 1285.7445 1284.7385 1 -1.05 153.39 34 60.3 (M:60.3) 2 1 0 K.CCSGAIIVLTK.S

Carbamidomethyl: 1, 2; 

Dimethyl:2H(4): 1, 11



5858 true 2842 1285.7585 1284.7631 1 -9.27 190.57 36.5 17.1 (M:17.1) 1 1 0 K.IIGYLVEYQK.V Dimethyl:2H(4): 1; Dimethyl: 10

5859 true 3197 1285.7603 1284.7482 1 3.72 216.05 39.83 48.3 (M:48.3) 1 1 0

R.IFVFEPPPGVK.

A Dimethyl: 1, 11

5860 true 1302 1285.7612 1284.743 1 8.5 151.86 29.17 46.3 (M:46.3) 1 1 0

R.HPGSFDVVHVK

.D Dimethyl:2H(4): 1, 11

5861 true 3490 1285.7773 1284.7653 1 3.65 173.23 39.33 52.9 (M:52.9) 1 1 0

R.NILSVVGTDALK

.K Dimethyl: 1, 12

5862 true 1224 1286.5778 1285.5826 1 -9.39 134.27 28.83 18.9 (M:18.9) 1 1 0 K.YDPTIEDSYR.K Dimethyl: 1

5863 true 1549 1286.6048 1285.6063 1 -6.85 222.94 29.67 31.6 (M:31.6) 1 1 0

R.TFAMAEEYHR.

E Dimethyl:2H(4): 1

5864 true 1797 1286.6091 1285.6162 1 -11.17 224.76 32.17 50.9 (M:50.9) 1 1 0 R.LGDLYEEEMR.E Dimethyl:2H(4): 1



5865 true 1937 1286.6258 1285.6097 1 6.87 258.98 32.17 22.8 (M:22.8) 1 1 0

K.CPSLEQYAMR.

A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

5866 true 1728 1286.653 1285.6233 1 17.49 406.65 30.5 16.2 (M:16.2) 1 1 0 K.IVTTCAFMCK.A

Carbamidomethyl: 5, 9; Dimethyl: 1, 
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5867 true 1837 1286.6749 1285.6601 1 5.86 193.34 32.17 28.7 (M:28.7) 1 1 0

K.AQQLEHVMFR.

M Dimethyl: 1

5868 true 2328 1286.6811 1285.6489 1 19.36 168.78 33.5 16.5 (M:16.5) 1 1 0

K.NLQSFMEHPK.

E Dimethyl: 1, 10

5869 false 1945 1286.6827 1285.6878 1 -9.61 229.54 31.67 16.1 (M:16.1) 1 3 0

K.EDQAQVVSNLK

.S Dimethyl: 1, 11

5870 true 1945 1286.6827 1285.6779 1 -1.92 263.23 31.67 27.6 (M:27.6) 1 1 0 R.NTTFEQHILR.V Dimethyl: 1

5871 true 1115 1286.6854 1285.7005 1 -17.45 139.57 28.33 31.3 (M:31.3) 1 1 0

R.QIGDGEEIAYK.

F Dimethyl:2H(4): 1, 11



5872 true 2676 1286.6929 1285.703 1 -13.56 145.81 41.17 64.2 (M:64.2) 1 1 0

M.SADPIVFVAAV

R.T Acetyl: 1

5873 false 500 1286.7239 1285.7176 1 -0.8 279.13 25 18.5 (M:18.5) 1 2 1

R.LCKTVGATALP

R.L Carbamidomethyl: 2

5874 false 500 1286.7239 1285.699 1 13.68 269.19 25 17.6 (M:17.6) 1 3 1

K.RSLEAEVADLR.

A Dimethyl: 1

5875 false 332 1286.7422 1285.7242 1 8.36 139.01 23.33 18.2 (M:18.2) 1 4 1 K.ENISLLEKER.E Dimethyl: 1, 8

5876 false 332 1286.7422 1285.7493 1 -11.18 72.95 23.33 16.5 (M:16.5) 1 8 1 K.KDLSLEEIQK.K Dimethyl: 1, 1, 10

5877 true 966 1286.7433 1285.7242 1 9.19 271.6 27.17 15.6 (M:15.6) 1 1 1 R.CKHFELGGDK.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 2, 10

5878 true 1871 1286.7438 1285.7478 1 -8.8 199.98 33 46.3 (M:46.3) 2 1 0

K.NMVPQQALVV

R.N Dimethyl:2H(4): 1



5879 true 3473 1286.7504 1285.7316 1 8.96 174.74 41.83 76.1 (M:76.1) 1 1 0

K.MNIPVLSDLTK.

Q Dimethyl: 1, 11

5880 true 1092 1286.7606 1285.7482 1 4.02 270.87 27.5 44.0 (M:44.0) 1 1 1 K.TKFETEQALR.M Dimethyl:2H(4): 1, 2

5881 true 756 1287.5906 1286.599 1 -12.18 127.32 26.33 38.6 (M:38.6) 1 1 0 K.IDEPLEGSEDR.I Dimethyl: 1

5882 true 1746 1287.5988 1286.5965 1 -3.9 169.48 30.5 54.5 (M:54.5) 2 1 0

K.TEYMVGSYGPR

.A Dimethyl: 1

5883 true 227 1287.6448 1286.6339 1 2.78 103.35 23.5 56.1 (M:56.1) 1 1 0

R.VNVTEGCHPSR

.V

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

5884 true 722 1287.6533 1286.6408 1 4.1 178.82 26.33 23.3 (M:23.3) 1 1 0 K.DGPFKPDHYR.Y Dimethyl: 1, 5

5885 true 160 1287.6619 1286.6466 1 6.17 167.12 24 62.2 (M:62.2) 1 1 0

R.GTDPVSTGTPA

TR.G Dimethyl: 1



5886 true 1798 1287.6643 1286.6441 1 10.01 196.3 31 42.5 (M:42.5) 1 1 0 K.THICPELAYR.K Carbamidomethyl: 4; Dimethyl: 1

5887 true 2862 1287.7121 1286.6983 1 5.11 206.16 37.83 17.3 (M:17.3) 1 1 0

K.NPFLAVVTENR.

K Dimethyl: 1

5888 true 1656 1287.7709 1286.7608 1 2.17 134.46 35.67 38.0 (M:38.0) 2 1 0

K.NSLQGIQQLVR.

K Dimethyl:2H(4): 1

5889 true 2080 1287.8269 1286.805 1 11.39 120.49 30.83 50.7 (M:50.7) 1 1 0 K.IKPEILPEER.I Dimethyl:2H(4): 1, 2

5890 true 917 1288.5961 1287.5805 1 6.43 232.84 27.67 71.1 (M:71.1) 1 1 0

K.FNESYAEMNK.

G Dimethyl: 1, 10

5891 true 1673 1288.6345 1287.6558 1 -22.19 168.44 31.5 20.0 (M:20.0) 1 1 0

K.GDVDGEETAVL

K.E Dimethyl: 1, 12

5892 true 1334 1288.6457 1287.6397 1 -1.04 275.11 30.17 39.9 (M:39.9) 1 1 0

R.YLAEFATGNDR.

K Dimethyl:2H(4): 1



5893 true 2924 1288.6472 1287.6248 1 11.71 241.02 37.17 38.3 (M:38.3) 2 1 0 K.GNFNYIEFTR.I Dimethyl: 1

5894 true 805 1288.6672 1287.6571 1 2.14 188.04 23.5 28.5 (M:28.5) 2 1 1

R.RGFSDSGGGPP

AK.Q Dimethyl: 1, 13

5895 false 3254 1288.6777 1287.6791 1 -6.73 207.41 39 15.3 (M:15.3) 1 2 1

K.MRTGNLPANM

K.K Dimethyl: 1, 11

5896 true 3023 1288.6847 1287.6679 1 7.35 206.11 38.83 43.3 (M:43.3) 2 1 0

R.LMMDPLTGLN

R.G Dimethyl: 1

5897 true 3066 1288.6979 1287.6969 1 -4.87 194.46 39.17 38.7 (M:38.7) 2 1 0

K.SAGGIGLAVSCI

R.A Carbamidomethyl: 11; Dimethyl: 1

5898 false 3622 1288.7219 1287.7034 1 8.71 291.92 41.17 18.1 (M:18.1) 1 2 1

K.VDKLDASESLR.

K Dimethyl: 1, 3

5899 true 3622 1288.7219 1287.7009 1 10.65 214.29 41.17 31.8 (M:31.8) 1 1 0

K.VPDGMVGFIIG

R.G Dimethyl: 1



5900 true 1469 1288.74 1287.7449 1 -9.42 247.37 29.17 33.5 (M:33.5) 1 1 0 R.ILENSNIGLQR.Y Dimethyl:2H(4): 1

5901 false 1469 1288.74 1287.7336 1 -0.71 265.6 29.17 19.6 (M:19.6) 1 2 1

K.LLKNDPGNETK.

L Dimethyl:2H(4): 1; Dimethyl: 11

5902 true 545 1289.5814 1288.5656 1 6.61 124.82 25.5 41.6 (M:41.6) 1 1 0

R.DGMDQGYGSV

GR.M Dimethyl:2H(4): 1; Oxidation: 3

5903 true 216 1289.6377 1288.6511 1 -16 103.71 23.33 22.3 (M:22.3) 1 1 0

K.VGGTSDVEVNE

K.K Dimethyl: 1, 12

5904 true 2303 1289.6402 1288.6268 1 4.78 240.5 33.83 47.5 (M:47.5) 2 1 0

R.LMMDPLSGQN

R.G Dimethyl: 1

5905 true 1626 1289.6443 1288.6445 1 -5.81 206.86 31.33 51.9 (M:51.9) 2 1 0 K.CAGNEDIITLR.A Carbamidomethyl: 1; Dimethyl: 1

5906 true 263 1289.6467 1288.6346 1 3.71 166.9 23.67 17.1 (M:17.1) 1 1 0 K.EHMQPTHPIR.L Oxidation: 3; Dimethyl: 1



5907 true 3300 1289.6707 1288.6632 1 0.17 103.64 38 17.1 (M:17.1) 2 1 0 R.DVVCLVQCLR.L Carbamidomethyl: 4, 8; Dimethyl: 1

5908 true 193 1289.6874 1288.6673 1 9.91 113.73 24 78.5 (M:78.5) 1 1 0

K.SHVSDAVAQST

R.I Dimethyl:2H(4): 1

5909 true 2035 1289.7214 1288.7139 1 0.15 206.3 31.83 26.9 (M:26.9) 1 1 1 K.RNEFLGELQK.K Dimethyl: 1, 10

5910 true 2969 1289.7475 1288.7391 1 0.88 195.35 44.33 45.4 (M:45.4) 1 1 0 K.AFLTLAEDILR.K Dimethyl: 1

5911 true 1225 1290.6082 1289.6078 1 -5.26 95.48 28.83 34.4 (M:34.4) 1 1 0 K.YDPTIEDSYR.K Dimethyl:2H(4): 1

5912 true 1409 1290.6238 1289.6187 1 -1.62 171.82 29.83 21.5 (M:21.5) 1 1 0 K.TCIQEFTAHR.K Carbamidomethyl: 2; Dimethyl: 1

5913 true 257 1290.6465 1289.6364 1 2.15 185.49 24.17 30.7 (M:30.7) 1 1 0

K.QPVAGSEGAQ

YR.K Dimethyl: 1



5914 true 743 1290.6476 1289.6398 1 0.4 226.01 26.33 81.1 (M:81.1) 2 1 0

R.VIGSGCNLDTA

R.F Carbamidomethyl: 6; Dimethyl: 1

5915 true 1674 1290.667 1289.6649 1 -4 126.11 31.5 42.2 (M:42.2) 1 1 0

R.TIAMDGTEGLV

R.G Dimethyl: 1

5916 false 2194 1290.6925 1289.6584 1 20.76 252.39 31.33 15.5 (M:15.5) 1 2 1

R.AACDLVRGLCK.

F

Carbamidomethyl: 3, 10; Dimethyl: 

11

5917 true 1838 1290.7005 1289.6852 1 6.16 166.16 32.17 34.7 (M:34.7) 1 1 0

K.AQQLEHVMFR.

M Dimethyl:2H(4): 1

5918 true 1946 1290.7106 1289.703 1 0.25 272.34 31.67 17.1 (M:17.1) 1 1 0 R.NTTFEQHILR.V Dimethyl:2H(4): 1

5919 false 1342 1290.721 1289.7092 1 3.51 259.68 29 23.4 (M:23.4) 1 2 0

R.GAEPLHEQILR.

A Dimethyl: 1

5920 true 93 1290.7236 1289.7067 1 7.45 153.57 22.83 16.5 (M:16.5) 1 1 1

R.SKYTTPTGDTR.

Y Dimethyl:2H(4): 1, 2



5921 true 1768 1290.7323 1289.7166 1 6.55 153.4 37 75.9 (M:75.9) 2 1 0

R.NQALFAACVLK.

N Carbamidomethyl: 8; Dimethyl: 1, 11

5922 false 1768 1290.7323 1289.753 1 -21.64 154.47 37 24.4 (M:24.4) 1 3 1 R.IVELFRNLMK.S Dimethyl: 10

5923 true 2181 1290.7869 1289.7795 1 0.16 139.45 34.17 57.9 (M:57.9) 1 1 0

K.ITLQDVVSHSK.

K Dimethyl:2H(4): 1, 11

5924 true 948 1291.5692 1290.5663 1 -3.41 140.88 25.67 17.9 (M:17.9) 1 1 0 K.HDSYIPCSER.I Carbamidomethyl: 7; Dimethyl: 1

5925 true 757 1291.612 1290.6241 1 -15 138.79 26.33 23.9 (M:23.9) 1 1 0 K.IDEPLEGSEDR.I Dimethyl:2H(4): 1

5926 true 1747 1291.624 1290.6216 1 -3.82 196.53 30.5 58.3 (M:58.3) 1 1 0

K.TEYMVGSYGPR

.A Dimethyl:2H(4): 1

5927 true 1497 1291.6508 1290.6391 1 3.48 257.86 30 38.5 (M:38.5) 1 1 0

K.YVPLDQMQNR.

M Dimethyl: 1



5928 true 188 1291.6842 1290.6718 1 4.01 173.37 24 16.4 (M:16.4) 1 1 0

R.GTDPVSTGTPA

TR.G Dimethyl:2H(4): 1

5929 true 1823 1291.6844 1290.6692 1 6.09 221.73 31 20.6 (M:20.6) 1 1 0 K.THICPELAYR.K

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

5930 true 2427 1291.6934 1290.6795 1 5.15 110.73 35.83 66.8 (M:66.8) 1 1 0 R.MVNHFIAEFK.R Dimethyl: 1, 10

5931 false 1720 1291.7072 1290.6793 1 15.95 257.26 31.33 16.3 (M:16.3) 1 2 1

R.GRDHAAQAAP

AAK.A Dimethyl: 13

5932 true 869 1291.72 1290.7296 1 -13.06 115.99 26.83 26.9 (M:26.9) 1 1 0

K.LALQTAPEQHK.

Q Dimethyl: 1, 11

5933 true 2632 1291.728 1290.7134 1 5.7 184.44 35.67 43.4 (M:43.4) 1 1 0 R.FSYVCPDLVK.E

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 10

5934 false 2632 1291.728 1290.7521 1 -24.26 79.54 35.67 15.2 (M:15.2) 1 2 1

R.DRIVVHAGGVI

R.I



5935 true 2863 1291.7299 1290.7234 1 -0.63 182.52 37.83 34.3 (M:34.3) 1 1 0

K.NPFLAVVTENR.

K Dimethyl:2H(4): 1

5936 true 2513 1291.7537 1290.7336 1 9.95 189.88 38.33 37.1 (M:37.1) 1 1 0

K.QAPGSQIIFFK.

N Dimethyl: 1, 11

5937 true 1349 1291.7638 1290.7536 1 2.26 236.1 29.17 36.7 (M:36.7) 1 1 0 R.HRPELIDYGK.L Dimethyl:2H(4): 1, 10

5938 true 2850 1292.5325 1291.5325 1 -5.63 175.58 34.67 52.2 (M:52.2) 1 1 0

K.NSNSYDMFMR.

G Dimethyl: 1

5939 false 1926 1292.5895 1291.5714 1 8.34 194.39 33.17 25.9 (M:25.9) 1 2 0

K.EGNLSEEEMAR

.T Dimethyl: 1

5940 true 1926 1292.5895 1291.5901 1 -6.07 189.02 33.17 74.3 (M:74.3) 1 1 0

K.EGMNVVEAME

R.C Dimethyl: 1

5941 true 1416 1292.6143 1291.5945 1 9.64 222.62 29.67 37.6 (M:37.6) 1 1 0

K.QHFVNFDSDR.

S Dimethyl: 1



5942 true 1226 1292.6482 1291.6558 1 -11.5 133.38 28.83 23.7 (M:23.7) 1 1 0

K.EQISDIDDAVR.

K Dimethyl:2H(4): 1

5943 false 279 1292.6496 1291.6482 1 -4.55 218.85 25 19.1 (M:19.1) 1 3 1

K.AKEWDELMAK.

G Oxidation: 8; Dimethyl: 2, 10

5944 true 798 1292.6546 1291.6408 1 5.01 158.5 27 15.1 (M:15.1) 1 1 0

K.YGVVVSEPDSG

R.I Dimethyl: 1

5945 true 2925 1292.6757 1291.6499 1 14.33 256.94 37.17 37.5 (M:37.5) 1 1 0 K.GNFNYIEFTR.I Dimethyl:2H(4): 1

5946 false 311 1292.6801 1291.6694 1 2.72 280.65 24.83 16.3 (M:16.3) 1 2 1

K.QMSVKEDLDK.

V Oxidation: 2; Dimethyl: 1, 5, 10

5947 true 1174 1292.6856 1291.6823 1 -3.07 203.24 31.33 18.9 (M:18.9) 1 1 1

M.SAGGDFGNPL

RK.F Dimethyl:2H(4): 12; Acetyl: 1

5948 true 1279 1292.6889 1291.6997 1 -13.98 206.55 28.33 18.6 (M:18.6) 1 1 1 K.ARLEEHKPER.V Dimethyl: 1



5949 true 2806 1292.6896 1291.6925 1 -7.82 237 36 28.3 (M:28.3) 1 1 1 R.RAPFDLFENK.K Dimethyl: 1, 10

5950 true 648 1292.6978 1291.7136 1 -17.87 276.94 24.67 19.2 (M:19.2) 1 1 1

R.QQVYKTVENK.

V Dimethyl: 1, 10

5951 true 1488 1292.7053 1291.7248 1 -20.74 89.81 30.5 26.4 (M:26.4) 1 1 0

R.QLESLPATHIR.

G Dimethyl: 1

5952 true 2378 1292.7064 1291.7176 1 -14.31 259.78 36 17.6 (M:17.6) 1 1 1 R.APFDLFENKK.K Dimethyl: 1, 9, 10

5953 false 3024 1292.7076 1291.721 1 -16.03 188.71 38.83 17.1 (M:17.1) 1 2 1

R.SLMFNLKDPK.

N Oxidation: 3; Dimethyl: 1, 7, 10

5954 true 3024 1292.7076 1291.693 1 5.61 257.34 38.83 75.9 (M:75.9) 2 1 0

R.LMMDPLTGLN

R.G Dimethyl:2H(4): 1

5955 true 379 1292.7077 1291.7071 1 -5.18 259.39 24 31.0 (M:31.0) 2 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1



5956 true 379 1292.7077 1291.7071 1 -5.18 259.39 24 31.0 (M:31.0) 2 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1

5957 true 379 1292.7077 1291.7071 1 -5.18 259.39 24 31.0 (M:31.0) 2 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1

5958 true 2658 1292.7245 1291.722 1 -3.74 127.56 34.67 35.1 (M:35.1) 2 1 0

K.SAGGIGLAVSCI

R.A

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

5959 true 3580 1292.7391 1291.726 1 4.49 249.69 41.17 23.6 (M:23.6) 1 1 0

K.VPDGMVGFIIG

R.G Dimethyl:2H(4): 1

5960 true 2475 1292.7868 1291.7951 1 -12.1 243.35 34.5 76.0 (M:76.0) 4 1 0

K.ADLVNNLGTIA

K.S Dimethyl:2H(4): 1, 12

5961 true 2475 1292.7868 1291.7951 1 -12.1 243.35 34.5 76.0 (M:76.0) 4 1 0

K.ADLVNNLGTIA

K.S Dimethyl:2H(4): 1, 12

5962 true 2592 1292.8868 1291.8868 1 -5.63 161.74 34 20.1 (M:20.1) 1 1 1 K.KVPSVPESLLK.R Dimethyl:2H(4): 1, 1, 11



5963 true 1880 1293.5587 1292.5642 1 -9.89 157.76 30 22.6 (M:22.6) 1 1 0

R.HLDGENYMMR

.N Dimethyl: 1

5964 true 2940 1293.5821 1292.5716 1 2.52 219.75 38.5 28.7 (M:28.7) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; Oxidation: 2; 

Dimethyl: 1

5965 true 2940 1293.5821 1292.5716 1 2.52 219.75 38.5 28.7 (M:28.7) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; Oxidation: 2; 

Dimethyl: 1

5966 true 1857 1293.6038 1292.5934 1 2.44 169.36 38.5 25.2 (M:25.2) 1 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; Oxidation: 2; 

Dimethyl: 1, 9

5967 true 2141 1293.6393 1292.6274 1 3.55 177.64 32.67 17.9 (M:17.9) 1 1 0 K.HPFPCPTSYR.T

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

5968 true 1617 1293.6578 1292.6513 1 -0.62 121.86 31.33 54.2 (M:54.2) 1 1 0 K.SVIDYQTHFR.L Dimethyl: 1

5969 true 2304 1293.6669 1292.6519 1 5.99 273.53 33.83 47.8 (M:47.8) 2 1 0

R.LMMDPLSGQN

R.G Dimethyl:2H(4): 1



5970 true 1954 1293.6893 1292.6765 1 4.28 226.83 33.67 17.2 (M:17.2) 1 1 1 R.YIDWDKLER.K Dimethyl: 1, 6

5971 false 1639 1293.6897 1292.6696 1 9.91 304.48 31.17 19.4 (M:19.4) 2 4 0 K.CAGNEDIITLR.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

5972 true 3301 1293.6999 1292.6883 1 3.37 138.84 38 26.3 (M:26.3) 2 1 0 R.DVVCLVQCLR.L

Carbamidomethyl: 4, 8; 

Dimethyl:2H(4): 1

5973 true 546 1293.7138 1292.7089 1 -1.76 240.23 25.33 26.4 (M:26.4) 1 1 0

K.HLIPAANTGESK

.V Dimethyl: 1, 12

5974 true 2970 1293.7733 1292.7642 1 1.41 214.71 44.33 62.3 (M:62.3) 1 1 0 K.AFLTLAEDILR.K Dimethyl:2H(4): 1

5975 true 3198 1293.7955 1292.7984 1 -7.87 243.32 39.83 37.9 (M:37.9) 1 1 0

R.IFVFEPPPGVK.

A Dimethyl:2H(4): 1, 11

5976 true 574 1293.8278 1292.8206 1 0 189.09 26 64.1 (M:64.1) 2 1 0

K.NILDNKPAANK.

K Dimethyl:2H(4): 1, 6, 11



5977 true 2527 1294.6444 1293.6387 1 -1.27 161.12 32.83 49.9 (M:49.9) 1 1 0

K.CGDLSISPVYR.

A Carbamidomethyl: 1; Dimethyl: 1

5978 true 258 1294.6678 1293.6615 1 -0.81 161.73 24.17 25.1 (M:25.1) 1 1 0

K.QPVAGSEGAQ

YR.K Dimethyl:2H(4): 1

5979 true 744 1294.6733 1293.6649 1 0.88 213.59 26.33 68.8 (M:68.8) 2 1 0

R.VIGSGCNLDTA

R.F

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

5980 true 1675 1294.6869 1293.69 1 -8.07 117.95 31.5 29.0 (M:29.0) 1 1 0

R.TIAMDGTEGLV

R.G Dimethyl:2H(4): 1

5981 true 3265 1294.6946 1293.6717 1 12.04 164.76 40 31.1 (M:31.1) 1 1 0

R.DFTPSGIVGAFR

.R Dimethyl: 1

5982 true 3490 1294.7144 1293.7053 1 1.44 192.36 40.5 22.5 (M:22.5) 1 1 0 R.TLWENLSMIR.R Dimethyl:2H(4): 1

5983 true 2240 1294.7274 1293.7194 1 0.63 159.92 34.5 21.6 (M:21.6) 1 1 0 K.LPIQEFHLNR.V Dimethyl: 1



5984 true 3474 1294.7945 1293.7818 1 4.22 125.25 41.83 56.6 (M:56.6) 1 1 0

K.MNIPVLSDLTK.

Q Dimethyl:2H(4): 1, 11

5985 true 3194 1295.5508 1294.5331 1 8.04 250.59 40.17 37.7 (M:37.7) 2 1 0 K.YMACCMLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

5986 true 1123 1295.6664 1294.6306 1 22.03 332.83 28.5 31.5 (M:31.5) 1 1 0 K.HPDEQEIPFR.L Dimethyl: 1

5987 true 1498 1295.6804 1294.6642 1 6.94 257.86 30 42.7 (M:42.7) 1 1 0

K.YVPLDQMQNR.

M Dimethyl:2H(4): 1

5988 true 1927 1295.6876 1294.6777 1 1.99 184.91 39.67 23.7 (M:23.7) 1 1 0

R.CGNIASIMVFK.

D Carbamidomethyl: 1; Dimethyl: 1, 11

5989 true 690 1295.7011 1294.691 1 2.19 212.46 26.33 44.8 (M:44.8) 2 1 0 K.DGPFKPDHYR.Y Dimethyl:2H(4): 1, 5

5990 true 2499 1295.7236 1294.7046 1 9.04 131.1 36.5 29.7 (M:29.7) 1 65.43 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 10; Dimethyl: 1



5991 true 2978 1295.7402 1294.7183 1 11.28 204.65 38.5 51.8 (M:51.8) 1 1 0

R.QSILEGLNFSR.

Q Dimethyl:2H(4): 1

5992 true 2598 1295.7516 1294.7435 1 0.69 199.1 40.67 20.5 (M:20.5) 1 1 0 K.YVTLLQELER.H Dimethyl:2H(4): 1

5993 true 492 1295.7742 1294.7721 1 -3.99 154.65 22.17 23.5 (M:23.5) 2 1 1 R.KIVDQIRPDR.Q Dimethyl: 1, 1

5994 true 492 1295.7742 1294.7721 1 -3.99 154.65 22.17 23.5 (M:23.5) 2 1 1 R.KIVDQIRPDR.Q Dimethyl: 1, 1

5995 true 538 1296.5411 1295.5387 1 -3.77 94.94 25.67 16.0 (M:16.0) 1 1 0 R.SCYDLSCHAR.A Carbamidomethyl: 2, 7; Dimethyl: 1

5996 true 2851 1296.5576 1295.5576 1 -5.66 142.71 34.67 41.9 (M:41.9) 1 1 0

K.NSNSYDMFMR.

G Dimethyl:2H(4): 1

5997 true 786 1296.5707 1295.5816 1 -14 208.98 26.5 55.1 (M:55.1) 1 1 0

R.YLAEVACGDDR

.K Carbamidomethyl: 7; Dimethyl: 1



5998 false 1927 1296.6122 1295.5965 1 6.47 188.13 33.17 16.3 (M:16.3) 1 2 0

K.EGNLSEEEMAR

.T Dimethyl:2H(4): 1

5999 true 1927 1296.6122 1295.6152 1 -7.9 212.59 33.17 54.6 (M:54.6) 2 1 0

K.EGMNVVEAME

R.C Dimethyl:2H(4): 1

6000 true 754 1296.6592 1295.6431 1 6.75 232.3 28.17 71.1 (M:71.1) 1 1 0

K.MELEQTYQAK.

L Dimethyl: 1, 10

6001 true 2057 1296.6742 1295.6696 1 -2.1 221.17 33.5 41.8 (M:41.8) 1 1 0

K.GEHVPGFCIPK.

K Carbamidomethyl: 8; Dimethyl: 1, 11

6002 true 895 1296.6773 1295.6622 1 6 169.71 27.33 35.4 (M:35.4) 1 1 0

R.EVQQFHPEVR.

N Dimethyl: 1

6003 true 169 1296.6783 1295.6656 1 4.19 139.87 23.17 28.5 (M:28.5) 1 1 0 R.IEQIQCHNAK.D Carbamidomethyl: 6; Dimethyl: 1, 10

6004 true 950 1296.6873 1295.6834 1 -2.61 154.64 25.83 32.7 (M:32.7) 1 1 0

K.HIAEVSQEVTR.

S Dimethyl: 1



6005 false 429 1296.6904 1295.6846 1 -1.12 314.14 24.83 17.9 (M:17.9) 1 3 1

R.LRDQYEMPGK.

L Dimethyl:2H(4): 1; Dimethyl: 10

6006 false 429 1296.6904 1295.6812 1 1.48 290.86 24.83 17.9 (M:17.9) 1 53.56 3 1 R.IKDEYFHER.E Dimethyl:2H(4): 1; Dimethyl: 2

6007 false 342 1296.6926 1295.6795 1 4.47 204.76 24.83 17.4 (M:17.4) 1 55.33 2 1

K.MKETAEAYLGK

.K Dimethyl: 1, 11

6008 true 2538 1296.7148 1295.7176 1 -7.76 216.36 36 44.3 (M:44.3) 1 1 1 R.RAPFDLFENK.K Dimethyl:2H(4): 1; Dimethyl: 10

6009 true 1322 1296.728 1295.7148 1 4.57 152.23 29.17 37.0 (M:37.0) 1 1 0

K.VADMALHYAN

K.Y Dimethyl:2H(4): 1, 11

6010 true 1530 1296.7331 1295.7499 1 -18.63 123.26 30.5 31.0 (M:31.0) 1 1 0

R.QLESLPATHIR.

G Dimethyl:2H(4): 1

6011 true 1897 1296.7542 1295.7489 1 -1.51 200.17 30.83 30.0 (M:30.0) 1 1 1 R.AKEFTNVYIK.N Dimethyl: 1, 2, 10



6012 true 1897 1296.7542 1295.7489 1 -1.51 200.17 30.83 30.0 (M:30.0) 1 1 1 K.AKEFTNVYIK.N Dimethyl: 1, 2, 10

6013 true 1531 1296.7914 1295.7561 1 21.61 300.68 32 17.6 (M:17.6) 2 1 1

R.GQKVLDSGAPI

R.I Dimethyl: 1, 3

6014 true 2155 1296.7928 1295.7879 1 -1.84 192.52 36 51.8 (M:51.8) 2 1 1 K.NSTFSELFKK.D Dimethyl:2H(4): 1, 9, 10

6015 true 1815 1297.5836 1296.5893 1 -9.99 153.6 30 25.6 (M:25.6) 1 1 0

R.HLDGENYMMR

.N Dimethyl:2H(4): 1

6016 true 2788 1297.5948 1296.5967 1 -7.04 165.94 35.33 25.4 (M:25.4) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 

Dimethyl:2H(4): 1; Oxidation: 2

6017 true 2788 1297.5948 1296.5967 1 -7.04 165.94 35.33 25.4 (M:25.4) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 

Dimethyl:2H(4): 1; Oxidation: 2

6018 true 1594 1297.6282 1296.631 1 -7.74 168.84 31.17 60.8 (M:60.8) 1 1 0

M.AAPAGGLDDA

ELR.E Acetyl: 1



6019 true 67 1297.6296 1296.6058 1 12.68 190.76 22.33 19.2 (M:19.2) 1 1 0

K.GEGEDAAAHV

ASR.S Dimethyl: 1

6020 false 1659 1297.679 1296.7019 1 -23.29 159.74 31.33 16.3 (M:16.3) 1 2 0 K.QFFLQFHFK.M Dimethyl: 1, 9

6021 true 1659 1297.679 1296.6764 1 -3.67 132.93 31.33 58.7 (M:58.7) 1 1 0 K.SVIDYQTHFR.L Dimethyl:2H(4): 1

6022 true 870 1297.7472 1296.7402 1 -0.18 169.7 26.83 22.7 (M:22.7) 1 1 0

K.VNTLIRPDGEK.

K Dimethyl: 1, 11

6023 true 3188 1297.7692 1296.7927 1 -23.7 105.82 38.33 24.6 (M:24.6) 1 1 0

R.TLMNLGSLAVA

K.G Dimethyl:2H(4): 1, 12; Oxidation: 3

6024 true 2036 1297.7716 1296.7641 1 0.14 231.35 31.83 41.4 (M:41.4) 1 1 1 K.RNEFLGELQK.K Dimethyl:2H(4): 1, 10

6025 true 214 1298.6209 1297.6085 1 3.97 222.36 24.33 83.8 (M:83.8) 2 1 0

K.NCTYTQVQTR.

S Carbamidomethyl: 2; Dimethyl: 1



6026 true 735 1298.6584 1297.6449 1 4.85 211.71 26.67 73.7 (M:73.7) 1 1 0

R.TAIHEVMEQGR

.V Dimethyl: 1

6027 true 2497 1298.6612 1297.6638 1 -7.63 153.49 32.83 26.0 (M:26.0) 1 1 0

K.CGDLSISPVYR.

A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6028 true 3266 1298.7129 1297.6968 1 6.78 233.77 40 36.9 (M:36.9) 1 1 0

R.DFTPSGIVGAFR

.R Dimethyl:2H(4): 1

6029 true 2241 1298.7529 1297.7445 1 0.92 177.24 34.5 47.9 (M:47.9) 1 1 0 K.LPIQEFHLNR.V Dimethyl:2H(4): 1

6030 true 2442 1298.7717 1297.7668 1 -1.81 138.52 37 62.4 (M:62.4) 3 1 0

R.NQALFAACVLK.

N

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 11

6031 true 1361 1298.7737 1297.7758 1 -7.26 184.63 30.17 65.2 (M:65.2) 1 1 1 R.NKLDHYAIIK.F Dimethyl: 1, 2, 10

6032 false 1361 1298.7737 1297.7606 1 4.48 183.43 30.17 16.4 (M:16.4) 1 10 0 R.LTQTEPVTLIR.D Dimethyl: 1



6033 false 1340 1298.7742 1297.7507 1 12.5 176.22 29.5 15.2 (M:15.2) 1 2 1 K.LVIKNQQYHK.E Dimethyl: 10

6034 true 3228 1299.575 1298.5582 1 7.38 260.89 40.17 30.8 (M:30.8) 1 1 0 K.YMACCMLYR.G

Carbamidomethyl: 4, 5; 

Dimethyl:2H(4): 1

6035 true 2077 1299.6443 1298.6445 1 -5.76 166.03 34.33 23.0 (M:23.0) 1 1 0 K.SPEFNEEFLR.R Dimethyl:2H(4): 1

6036 true 1054 1299.6487 1298.619 1 17.26 276.59 27.83 74.3 (M:74.3) 1 1 0

K.NPEHFVVCNR.

S Carbamidomethyl: 8; Dimethyl: 1

6037 true 836 1299.6506 1298.6401 1 2.49 222.06 26.83 31.8 (M:31.8) 1 1 0

K.GATHNDASVI

MR.Q Dimethyl: 1

6038 false 1354 1299.6693 1298.6877 1 -19.76 204.8 29.83 16.8 (M:16.8) 1 4 1

K.GTHTSLMQRLR

.N

6039 false 1354 1299.6693 1298.6507 1 8.76 168.31 29.83 20.2 (M:20.2) 1 3 1 K.KYEFGESDLR.S Dimethyl: 1, 1



6040 true 189 1299.7129 1298.6943 1 8.73 229.7 25 26.5 (M:26.5) 1 1 0

R.AVTEQVQQAA

AR.R Dimethyl: 1

6041 true 2374 1299.7231 1298.7017 1 10.88 132.32 34.33 15.8 (M:15.8) 1 1 0

R.MGLIQTPDQLR

.F Dimethyl: 1

6042 true 2429 1299.7443 1298.7297 1 5.66 144.3 35.83 56.9 (M:56.9) 1 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 1, 10

6043 true 2778 1299.7487 1298.7347 1 5.16 214.93 35.67 17.6 (M:17.6) 1 1 0

K.VFGAAPLENVV

R.K Dimethyl: 1

6044 true 2492 1299.7973 1298.7838 1 4.74 193.4 38.33 42.1 (M:42.1) 3 1 0

K.QAPGSQIIFFK.

N Dimethyl:2H(4): 1, 11

6045 true 407 1300.5755 1299.5638 1 3.39 95.71 25.67 16.3 (M:16.3) 1 1 0 R.SCYDLSCHAR.A

Carbamidomethyl: 2, 7; 

Dimethyl:2H(4): 1

6046 true 758 1300.6038 1299.6067 1 -7.8 154.2 26.67 58.1 (M:58.1) 1 1 0

R.YLAEVACGDDR

.K

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1



6047 true 1790 1300.6802 1299.6612 1 9 170.66 30.33 36.9 (M:36.9) 2 1 0

K.RPGYGAYDAFK

.H Dimethyl: 1, 11

6048 true 862 1300.7002 1299.6873 1 4.3 195.99 27.33 38.9 (M:38.9) 1 1 0

R.EVQQFHPEVR.

N Dimethyl:2H(4): 1

6049 true 1539 1300.703 1299.6873 1 6.46 209.17 30.67 31.0 (M:31.0) 1 1 0 K.DLQHPNEFIR.G Dimethyl:2H(4): 1

6050 true 843 1300.7205 1299.7085 1 3.65 93.66 25.83 40.2 (M:40.2) 1 1 0

K.HIAEVSQEVTR.

S Dimethyl:2H(4): 1

6051 true 3198 1300.754 1299.7551 1 -6.43 184.47 38.67 28.0 (M:28.0) 1 1 0

R.LEIAPQIYGLR.

W Dimethyl: 1

6052 true 330 1300.7666 1299.7573 1 1.57 78.08 23.33 37.0 (M:37.0) 2 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1

6053 true 330 1300.7666 1299.7573 1 1.57 78.08 23.33 37.0 (M:37.0) 2 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1



6054 true 330 1300.7666 1299.7573 1 1.57 78.08 23.33 37.0 (M:37.0) 2 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1

6055 true 68 1301.6511 1300.6309 1 9.89 234.26 22.33 56.2 (M:56.2) 1 1 0

K.GEGEDAAAHV

ASR.S Dimethyl:2H(4): 1

6056 true 2787 1301.6679 1300.6452 1 11.88 94.99 37 20.0 (M:20.0) 1 1 0

R.FVYVWDTTSR.

R Dimethyl: 1

6057 true 1369 1301.6823 1300.6726 1 1.92 198.75 29.5 19.8 (M:19.8) 1 1 0 K.ASYFICHDPK.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 10

6058 true 913 1301.7232 1300.7139 1 1.51 141.37 26.17 48.0 (M:48.0) 3 1 0

K.YELGRPPANTK.

I Dimethyl: 1, 11

6059 false 4076 1301.7711 1300.7792 1 -11.8 224.65 46.17 20.6 (M:20.6) 1 2 0 K.LETDPLILIDK.S Dimethyl:2H(4): 11

6060 true 4076 1301.7711 1300.7577 1 4.68 192.14 46.17 48.5 (M:48.5) 1 1 0 R.ECLPLIIFLR.N Carbamidomethyl: 2; Dimethyl: 1



6061 true 548 1301.7801 1300.7591 1 10.56 210.21 27.17 66.9 (M:66.9) 1 1 0

K.HLIPAANTGESK

.V Dimethyl:2H(4): 1, 12

6062 true 2159 1302.6257 1301.6404 1 -16.92 241.83 34 36.1 (M:36.1) 1 1 0 R.QYFEQFGTVR.R Dimethyl: 1

6063 true 937 1302.6287 1301.6252 1 -2.88 205.3 27.33 28.4 (M:28.4) 1 1 0

K.YGPNELPAEER.

K Dimethyl: 1

6064 true 271 1302.643 1301.6336 1 1.66 207.79 24.17 66.6 (M:66.6) 2 1 0

K.NCTYTQVQTR.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6065 true 87 1302.648 1301.6364 1 3.33 222.88 23.5 38.2 (M:38.2) 1 1 0 R.YSHVQEVQER.L Dimethyl: 1

6066 true 736 1302.6814 1301.67 1 3.15 228.19 26.67 76.8 (M:76.8) 1 1 0

R.TAIHEVMEQGR

.V Dimethyl:2H(4): 1

6067 true 2594 1302.7221 1301.7231 1 -6.35 233.95 40 41.0 (M:41.0) 1 1 0

K.GIDPFSLDALAK

.E Dimethyl: 1, 12



6068 false 3516 1302.738 1301.7265 1 3.25 348.25 40.83 15.5 (M:15.5) 1 4 1

R.KVMGEATPLEK

.K Oxidation: 3; Dimethyl: 1, 1, 11

6069 true 3516 1302.738 1301.7166 1 10.84 303.83 40.83 52.8 (M:52.8) 1 1 0

R.VGVPLQEFMV

R.N Dimethyl: 1

6070 true 980 1302.8263 1301.7984 1 15.77 246.1 27.83 16.8 (M:16.8) 1 1 1

K.VLFDKDVNEK.

N Dimethyl:2H(4): 1, 5, 10

6071 true 1055 1303.6604 1302.6441 1 6.92 303.88 27.83 57.7 (M:57.7) 1 1 0

K.NPEHFVVCNR.

S

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

6072 true 837 1303.6778 1302.6652 1 4.1 255.93 26.83 48.7 (M:48.7) 1 1 0

K.GATHNDASVI

MR.Q Dimethyl:2H(4): 1

6073 true 1914 1303.7441 1302.728 1 6.77 156.84 39.67 22.7 (M:22.7) 1 1 0

R.CGNIASIMVFK.

D

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 11

6074 true 2419 1303.7442 1302.7268 1 7.79 214.84 34.33 16.1 (M:16.1) 1 1 0

R.MGLIQTPDQLR

.F Dimethyl:2H(4): 1



6075 true 2779 1303.7748 1302.7598 1 5.91 254.46 35.67 38.8 (M:38.8) 1 1 0

K.VFGAAPLENVV

R.K Dimethyl:2H(4): 1

6076 true 3393 1303.8026 1302.7697 1 19.7 265.37 40.33 21.1 (M:21.1) 1 1 1

-

.GELLKQLDDLK.V Dimethyl:2H(4): 1

6077 true 752 1303.8295 1302.8223 1 -0.08 124.24 25.17 22.8 (M:22.8) 2 1 1 R.KIVDQIRPDR.Q Dimethyl:2H(4): 1, 1

6078 true 752 1303.8295 1302.8223 1 -0.08 124.24 25.17 22.8 (M:22.8) 2 1 1 R.KIVDQIRPDR.Q Dimethyl:2H(4): 1, 1

6079 true 437 1304.5662 1303.5681 1 -7.03 81.4 25 15.3 (M:15.3) 1 1 0

K.SYSSGGEDGYV

R.I Dimethyl: 1

6080 true 233 1304.6549 1303.6772 1 -22.7 167.89 25.33 18.5 (M:18.5) 1 1 1 K.YDPQKEAELR.T Dimethyl: 1, 5

6081 true 3057 1304.6835 1303.6628 1 10.29 194.18 38.83 31.0 (M:31.0) 1 50 1 0

R.LMMDPLTGLN

R.G Oxidation: 2; Dimethyl: 1



6082 true 1345 1304.6917 1303.6884 1 -3.08 111.99 27.67 47.5 (M:47.5) 1 1 0

K.VYVGNLGNNG

NK.T Dimethyl: 1, 12

6083 true 1744 1304.7042 1303.6925 1 3.41 161.23 31.5 47.5 (M:47.5) 1 1 0 K.EVYVPHTIYR.N Dimethyl: 1

6084 true 2196 1304.7102 1303.7136 1 -8.19 126.15 31.5 63.4 (M:63.4) 1 1 1 K.LRAELEEFNK.S Dimethyl: 1, 10

6085 true 2112 1304.7237 1303.7285 1 -9.27 120.91 34.33 21.2 (M:21.2) 1 1 0

R.ADLLIGEGDTLR

.F Dimethyl:2H(4): 1

6086 true 170 1304.7276 1303.7158 1 3.42 87.56 23 29.4 (M:29.4) 1 1 0 R.IEQIQCHNAK.D

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 10

6087 true 1018 1304.733 1303.6934 1 24.81 188.02 28.17 48.5 (M:48.5) 1 1 0

K.MELEQTYQAK.

L Dimethyl:2H(4): 1, 10

6088 true 2502 1304.7335 1303.7136 1 9.64 130.92 35 33.8 (M:33.8) 1 1 0

R.SGIASPVYVDLR

.G Dimethyl: 1



6089 false 3699 1304.7607 1303.75 1 2.61 162.58 41.67 16.8 (M:16.8) 1 2 1

R.GLKTVFDEAIR.

A Dimethyl: 1, 3

6090 true 3199 1304.7922 1303.7802 1 3.65 186.44 38.83 31.4 (M:31.4) 1 1 0

R.LEIAPQIYGLR.

W Dimethyl:2H(4): 1

6091 true 129 1305.6266 1304.6143 1 3.85 160.16 22.17 73.4 (M:73.4) 3 1 0

R.QTTSSVAGGPC

GR.S Carbamidomethyl: 11; Dimethyl: 1

6092 true 1839 1305.6738 1304.6646 1 1.48 254.63 32.17 18.6 (M:18.6) 1 1 0

K.ASLQAMSLEEA

K.R Dimethyl: 12

6093 true 890 1305.6751 1304.6659 1 1.46 119.71 27.17 25.8 (M:25.8) 1 1 0

R.LHAGPLPEQCR.

L Carbamidomethyl: 10; Dimethyl: 1

6094 true 2788 1305.6869 1304.6703 1 7.16 185.53 37 16.8 (M:16.8) 1 1 0

R.FVYVWDTTSR.

R Dimethyl:2H(4): 1

6095 true 2711 1305.7083 1304.706 1 -3.85 145.7 41.33 21.1 (M:21.1) 1 1 0

K.DLLADLIGCQR.

L

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1



6096 true 2957 1305.7121 1304.6877 1 13.07 248.55 37.5 53.0 (M:53.0) 2 1 0

K.AALNAAFAPEF

R.Q Dimethyl: 1

6097 true 755 1305.7197 1304.6976 1 11.38 221.49 26.67 46.9 (M:46.9) 1 1 0 R.IAEYEQQLQK.L Dimethyl: 1, 10

6098 false 755 1305.7197 1304.7424 1 -22.93 144.77 26.67 18.5 (M:18.5) 1 5 1

K.EAADMLKALQR

.A Dimethyl:2H(4): 7; Dimethyl: 1

6099 true 746 1305.7437 1304.734 1 1.83 221.75 26.67 70.7 (M:70.7) 1 1 1

K.KALAAGGYDVE

K.N Dimethyl: 1, 1, 12

6100 true 746 1305.7437 1304.734 1 1.83 221.75 26.67 70.7 (M:70.7) 1 1 1

K.KALAAGGYDVE

K.N Dimethyl: 1, 1, 12

6101 false 746 1305.7437 1304.7126 1 18.25 225.46 26.67 18.7 (M:18.7) 1 4 1

R.AKEAAEQDVEK

.K Dimethyl:2H(4): 1; Dimethyl: 2, 11

6102 false 746 1305.7437 1304.7162 1 15.43 406.37 26.67 15.8 (M:15.8) 1 5 1

K.AMEPSIKFINK.

K Dimethyl: 7



6103 true 4077 1305.7958 1304.7828 1 4.34 237.28 46.17 30.8 (M:30.8) 1 1 0 R.ECLPLIIFLR.N

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6104 true 1300 1306.5713 1305.5758 1 -9.07 231.01 29.33 16.3 (M:16.3) 1 1 0 R.EMEVELEDER.K Dimethyl: 1

6105 true 938 1306.6502 1305.6503 1 -5.62 206.75 27.33 40.7 (M:40.7) 1 1 0

K.YGPNELPAEER.

K Dimethyl:2H(4): 1

6106 true 1676 1306.6569 1305.6565 1 -5.24 143.83 32.5 26.0 (M:26.0) 1 1 0 R.ELDLYDNQIR.K Dimethyl: 1

6107 true 88 1306.6763 1305.6615 1 5.73 263.02 23.5 35.2 (M:35.2) 1 1 0 R.YSHVQEVQER.L Dimethyl:2H(4): 1

6108 true 2539 1306.6782 1305.6655 1 4.09 226.14 34 33.4 (M:33.4) 1 1 0 R.QYFEQFGTVR.R Dimethyl:2H(4): 1

6109 true 691 1306.6827 1305.6717 1 2.81 170.64 25.83 36.1 (M:36.1) 1 1 1

K.YGDFNKDVHK.

S Dimethyl: 1, 6, 10



6110 true 1154 1306.6843 1305.6565 1 15.72 250.4 29.17 36.7 (M:36.7) 1 1 0

R.GIPYSATEDAVR

.D Dimethyl: 1

6111 true 918 1306.6844 1305.65 1 20.83 238.1 27.5 15.7 (M:15.7) 1 1 0

R.QLMHSGHPSE

K.E Dimethyl: 1, 11

6112 false 716 1306.7492 1305.7405 1 1.12 119.88 24.67 20.7 (M:20.7) 1 2 0

R.VLSGTIHAGQP

VK.V

6113 true 716 1306.7492 1305.7293 1 9.72 125.63 24.67 34.3 (M:34.3) 1 1 0 R.VIEEGPEPKPR.L Dimethyl: 1, 9

6114 false 716 1306.7492 1305.7516 1 -7.37 208.43 24.67 16.5 (M:16.5) 1 3 1

K.VMGEATPLEKK

.K

Dimethyl:2H(4): 11; Oxidation: 2; 

Dimethyl: 1, 10

6115 true 3517 1306.7581 1305.7417 1 7 232.49 40.83 33.8 (M:33.8) 2 1 0

R.VGVPLQEFMV

R.N Dimethyl:2H(4): 1

6116 true 1996 1306.761 1305.7656 1 -9.14 221.07 33.67 85.7 (M:85.7) 2 1 0

M.SHTILLVQPTK.

R Acetyl: 1; Dimethyl: 11



6117 true 2661 1306.7937 1305.7809 1 4.19 259.34 38.17 64.6 (M:64.6) 2 1 0

K.VLPPPAGYVPIR

.T Dimethyl: 1

6118 true 327 1307.6284 1306.6241 1 -2.23 106.55 25.17 31.6 (M:31.6) 1 1 0

R.VPCPYDVHHR.

V Carbamidomethyl: 3; Dimethyl: 1

6119 true 593 1307.6455 1306.6486 1 -7.91 144.54 27.17 15.8 (M:15.8) 1 1 1

K.NVMSMQNRQ

K.R Oxidation: 5; Dimethyl: 1, 10

6120 true 1761 1307.6678 1306.6558 1 3.65 176.87 32 34.2 (M:34.2) 1 1 0

R.LAFYETGEPPR.

K Dimethyl: 1

6121 true 209 1307.6751 1306.663 1 3.73 176.32 24.33 20.3 (M:20.3) 1 1 1 R.RTAQEVEQYR.S Dimethyl: 1

6122 true 3068 1307.6786 1306.6744 1 -2.31 199.7 39.17 50.0 (M:50.0) 2 1 0

K.GVLFYGPPGCG

K.T

Carbamidomethyl: 10; Dimethyl: 1, 

12

6123 true 2457 1307.6851 1306.6744 1 2.63 149.13 35.83 28.9 (M:28.9) 1 1 0 R.MVNHFIAEFK.R Oxidation: 1; Dimethyl: 1, 10



6124 true 1949 1308.5895 1307.585 1 -2.06 184.06 33.17 16.0 (M:16.0) 1 1 0

K.EGMNVVEAME

R.C Oxidation: 9; Dimethyl: 1

6125 true 438 1308.5913 1307.5932 1 -7.02 138.15 25 23.6 (M:23.6) 1 1 0

K.SYSSGGEDGYV

R.I Dimethyl:2H(4): 1

6126 true 1488 1308.6346 1307.6357 1 -6.44 177.78 31 36.1 (M:36.1) 1 1 0

K.NLYESELADAR.

R Dimethyl: 1

6127 true 2954 1308.6495 1307.6431 1 -0.68 207.13 44.17 32.8 (M:32.8) 1 1 0 -.MDEVIVEYIR.R Acetyl: 1

6128 true 2033 1308.6635 1307.6544 1 1.42 153.69 30.67 77.0 (M:77.0) 1 1 0

R.CFVVGADNVGS

K.Q Carbamidomethyl: 1; Dimethyl: 1, 12

6129 true 1680 1308.6755 1307.6762 1 -6.02 262.27 31.33 59.0 (M:59.0) 1 1 0

K.YGEPGEVFINK.

G Dimethyl: 1, 11

6130 true 899 1308.7015 1307.702 1 -5.97 259.09 24 20.0 (M:20.0) 1 1 1 K.KEMQPTHPIR.L Oxidation: 3; Dimethyl: 1, 1



6131 true 899 1308.7015 1307.702 1 -5.97 259.09 24 20.0 (M:20.0) 1 1 1 K.KEMQPTHPIR.L Oxidation: 3; Dimethyl: 1, 1

6132 true 899 1308.7015 1307.702 1 -5.97 259.09 24 20.0 (M:20.0) 1 1 1 K.KEMQPTHPIR.L Oxidation: 3; Dimethyl: 1, 1

6133 true 3058 1308.7047 1307.6879 1 7.26 206.66 38.83 27.9 (M:27.9) 1 62.35 1 0

R.LMMDPLTGLN

R.G Dimethyl:2H(4): 1; Oxidation: 2

6134 true 844 1308.7111 1307.7085 1 -3.57 122.08 25.5 55.5 (M:55.5) 1 1 1

K.KSPALEEPPER.

K Dimethyl: 1, 1

6135 true 1608 1308.7248 1307.7114 1 4.69 236.9 30.33 17.7 (M:17.7) 1 1 0

K.RPGYGAYDAFK

.H Dimethyl:2H(4): 1, 11

6136 true 1745 1308.7309 1307.7176 1 4.63 212.09 31.5 25.9 (M:25.9) 1 1 0 K.EVYVPHTIYR.N Dimethyl:2H(4): 1

6137 true 2503 1308.7515 1307.7387 1 4.24 197.23 35 39.8 (M:39.8) 1 1 0

R.SGIASPVYVDLR

.G Dimethyl:2H(4): 1



6138 true 3892 1308.8292 1307.8177 1 3.23 173.05 43.33 21.0 (M:21.0) 1 1 0 K.LVLSELLQPIR.A Dimethyl: 1

6139 true 3189 1308.8356 1307.8177 1 8.12 223.9 39.67 70.5 (M:70.5) 4 1 0 K.ELLLQPVIISR.N Dimethyl: 1

6140 true 3714 1308.8932 1307.888 1 -1.56 154.47 46 38.1 (M:38.1) 1 1 0 R.SIATLAITTLLK.T Dimethyl:2H(4): 1, 12

6141 true 130 1309.6511 1308.6394 1 3.38 188.44 22.17 59.8 (M:59.8) 3 1 0

R.QTTSSVAGGPC

GR.S

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

6142 true 1727 1309.6996 1308.686 1 4.8 203.04 36.67 44.3 (M:44.3) 2 1 0

K.NIVLSGGSTMF

R.D Dimethyl: 1

6143 true 891 1309.7028 1308.691 1 3.41 122.71 27.17 49.0 (M:49.0) 1 1 0

R.LHAGPLPEQCR.

L

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

6144 true 2554 1309.7314 1308.7206 1 2.72 282.19 40.33 52.6 (M:52.6) 1 1 0 K.FTFLEQAFDK.L Dimethyl:2H(4): 1, 10



6145 false 2958 1309.7367 1308.7187 1 8.17 296.37 37.5 16.9 (M:16.9) 1 3 1

K.QQDGSTTGTAK

K.T Dimethyl:2H(4): 1; Dimethyl: 11, 12

6146 true 2958 1309.7367 1308.7128 1 12.66 272.02 37.5 61.9 (M:61.9) 2 1 0

K.AALNAAFAPEF

R.Q Dimethyl:2H(4): 1

6147 true 636 1309.7551 1308.7452 1 1.99 302.07 25.83 48.0 (M:48.0) 1 1 0

R.HVVPNEVTVQR

.L Dimethyl:2H(4): 1

6148 true 941 1309.7711 1308.7641 1 -0.28 212.46 26.17 41.5 (M:41.5) 2 1 0

K.YELGRPPANTK.

I Dimethyl:2H(4): 1, 11

6149 true 964 1309.7997 1308.7853 1 5.45 263.92 27 40.6 (M:40.6) 1 1 1 R.TSREEILAQAK.E Dimethyl:2H(4): 1, 11

6150 true 3178 1309.8016 1308.7967 1 -1.82 282.79 39.5 51.5 (M:51.5) 1 1 0

R.IGMIPVPYVEK.

L Dimethyl:2H(4): 1, 11

6151 true 1433 1309.8572 1308.8406 1 7.13 289.28 29.33 25.0 (M:25.0) 1 1 1 R.GKLDSNPELIK.F Dimethyl:2H(4): 1, 2, 11



6152 true 1301 1310.6166 1309.601 1 6.4 156.41 29.33 34.6 (M:34.6) 1 1 0 R.EMEVELEDER.K Dimethyl:2H(4): 1

6153 true 549 1310.67 1309.6561 1 5.07 289.29 25.33 46.6 (M:46.6) 1 1 0

K.HLCQQLQAER.

A Carbamidomethyl: 3; Dimethyl: 1

6154 true 2332 1310.673 1309.6449 1 15.9 272.79 37.17 19.9 (M:19.9) 1 1 1 K.DINREGMYIR.Y Oxidation: 7; Dimethyl: 1

6155 true 1587 1310.6852 1309.6717 1 4.77 122.6 30.67 40.9 (M:40.9) 1 1 0

K.EAVFFQSHSAR.

A Dimethyl:2H(4): 1

6156 true 1235 1310.6861 1309.6816 1 -2.09 205.57 29.17 39.5 (M:39.5) 1 1 0

R.GIPYSATEDAVR

.D Dimethyl:2H(4): 1

6157 true 1841 1310.687 1309.6816 1 -1.4 165.13 32.5 33.9 (M:33.9) 1 1 0 R.ELDLYDNQIR.K Dimethyl:2H(4): 1

6158 false 3593 1310.6873 1309.6588 1 16.19 220.46 40.33 16.9 (M:16.9) 1 4 0 R.IFTGSDDCLVK.I Carbamidomethyl: 8; Dimethyl: 1, 11



6159 true 3593 1310.6873 1309.6774 1 1.98 221.54 40.33 68.1 (M:68.1) 1 1 0 K.CMQLTDFVLK.F Carbamidomethyl: 1; Dimethyl: 1, 10

6160 false 3593 1310.6873 1309.6598 1 15.42 247.38 40.33 18.1 (M:18.1) 1 3 1

R.RMGESDDSILR.

L Dimethyl:2H(4): 1

6161 false 3129 1310.737 1309.7606 1 -23.54 125.69 36.83 16.5 (M:16.5) 1 3 1

K.EKQAAPTSAPV

K.T Dimethyl: 1, 2, 12

6162 true 2178 1310.7516 1309.7428 1 1.2 152.61 34 40.2 (M:40.2) 1 1 0

R.VQMEHISGLIK.

L Dimethyl: 1, 11

6163 false 2178 1310.7516 1309.7394 1 3.77 216.03 34 18.2 (M:18.2) 1 2 1

R.VDVYGYVVKLR.

R

6164 true 2619 1310.7652 1309.7733 1 -11.77 115.52 40.17 16.0 (M:16.0) 1 1 0

K.GIDPFSLDALAK

.E Dimethyl:2H(4): 1, 12

6165 true 1997 1310.7904 1309.7907 1 -5.8 240.26 33.67 75.0 (M:75.0) 4 1 0

M.SHTILLVQPTK.

R Dimethyl:2H(4): 11; Acetyl: 1



6166 true 355 1310.7934 1309.7969 1 -8.25 153.76 24.5 59.6 (M:59.6) 3 1 0

K.LAEAVAATQKP

K.K Dimethyl: 1, 10, 12

6167 true 2760 1310.8124 1309.806 1 -0.66 218.2 35.67 62.4 (M:62.4) 2 1 0

K.VLPPPAGYVPIR

.T Dimethyl:2H(4): 1

6168 true 1362 1310.8507 1309.8511 1 -5.86 283.57 30.17 52.2 (M:52.2) 1 1 1 R.NKLDHYAIIK.F Dimethyl:2H(4): 1, 2, 10

6169 false 1362 1310.8507 1309.8131 1 23.17 280.91 30.17 20.9 (M:20.9) 1 2 1 K.MLEENTKILK.F Dimethyl:2H(4): 1, 10; Dimethyl: 7

6170 true 328 1311.6524 1310.6492 1 -3.09 231.7 25.17 29.2 (M:29.2) 1 1 0

R.VPCPYDVHHR.

V

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

6171 true 1335 1311.6659 1310.6659 1 -5.55 141.42 29.67 53.3 (M:53.3) 1 1 0 R.FYEYLQHQK.K Dimethyl: 1, 9

6172 true 210 1311.7085 1310.6881 1 10 178.22 24.33 21.1 (M:21.1) 1 1 1 R.RTAQEVEQYR.S Dimethyl:2H(4): 1



6173 true 2839 1311.736 1310.7347 1 -4.51 230.7 38.67 58.1 (M:58.1) 1 1 0 K.QANPDFPILIR.E Dimethyl: 1

6174 false 1938 1311.7489 1310.767 1 -19.34 204.04 32.33 19.3 (M:19.3) 1 55.9 4 1

K.KLQADLNAALA

R.L Dimethyl: 1

6175 true 445 1311.7507 1310.7335 1 7.58 144.87 24.67 28.0 (M:28.0) 1 1 0

K.HYQDVLHHAK.

T Dimethyl:2H(4): 1, 10

6176 true 3763 1311.843 1310.8214 1 10.95 223.17 42.33 70.9 (M:70.9) 1 1 0 K.FISPVLPLIEK.Q Dimethyl: 1, 11

6177 true 360 1312.5854 1311.5765 1 1.21 168.57 24.5 32.6 (M:32.6) 1 1 0

R.EMDAPGGPPE

ER.G Dimethyl: 1

6178 true 1489 1312.6586 1311.6609 1 -7.27 169.39 31 54.6 (M:54.6) 1 1 0

K.NLYESELADAR.

R Dimethyl:2H(4): 1

6179 true 2433 1312.6823 1311.6505 1 18.71 280.08 37 17.3 (M:17.3) 1 50 1 0

K.GSEPISVMWM

K.G Dimethyl:2H(4): 1; Oxidation: 8



6180 true 1865 1312.6866 1311.7034 1 -18.34 175.56 32.83 40.4 (M:40.4) 1 1 0

K.DIPGLTDTTVPR

.R Dimethyl: 1

6181 true 434 1312.7366 1311.7274 1 1.48 242.35 25.33 38.0 (M:38.0) 1 1 1 K.YDPQKEAELR.T Dimethyl:2H(4): 1, 5

6182 true 1281 1312.7536 1311.7762 1 -22.79 273.83 28.67 40.7 (M:40.7) 1 1 1 R.NEQQKEVLLK.E Dimethyl: 1, 5, 10

6183 true 2241 1312.7587 1311.7638 1 -9.41 177.48 31.5 81.9 (M:81.9) 1 1 1 K.LRAELEEFNK.S Dimethyl:2H(4): 1, 10

6184 true 1346 1312.7738 1311.7387 1 21.25 139.65 28.67 26.9 (M:26.9) 1 1 0

K.VYVGNLGNNG

NK.T Dimethyl:2H(4): 1, 12

6185 true 3874 1312.8537 1311.8428 1 2.76 209.51 43.33 22.7 (M:22.7) 1 1 0 K.LVLSELLQPIR.A Dimethyl:2H(4): 1

6186 false 3363 1312.857 1311.8792 1 -22.45 463.03 39.83 27.9 (M:27.9) 1 65.94 2 1

R.KLLIPIAVSGNK.

V Dimethyl:2H(4): 1; Dimethyl: 12



6187 true 3363 1312.857 1311.8428 1 5.27 299.06 39.83 70.8 (M:70.8) 4 1 0 K.ELLLQPVIISR.N Dimethyl:2H(4): 1

6188 true 133 1313.5967 1312.5983 1 -6.74 232.71 20.5 16.5 (M:16.5) 1 1 0

K.TRPDGNCFYR.

A Carbamidomethyl: 7; Dimethyl: 1

6189 true 2149 1313.6944 1312.6747 1 9.41 281.55 33.17 27.4 (M:27.4) 1 1 0

R.QFSAVLSDCVR.

H

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

6190 false 2207 1313.7114 1312.7252 1 -15.99 168.53 36.83 15.9 (M:15.9) 1 3 1

K.GRWQGNDIVIK

.M Dimethyl: 11

6191 false 2207 1313.7114 1312.7363 1 -24.44 183.33 36.83 16.9 (M:16.9) 1 2 0

R.VQPSAAPMPD

LK.N Dimethyl:2H(4): 1; Dimethyl: 12

6192 true 2372 1313.7336 1312.7111 1 11.6 239.97 36.67 60.7 (M:60.7) 4 1 0

K.NIVLSGGSTMF

R.D Dimethyl:2H(4): 1

6193 false 756 1313.7377 1312.7602 1 -22.64 260.27 28.5 17.5 (M:17.5) 1 9 1

R.EKAQDDVALLK.

Q Dimethyl: 1, 2, 11



6194 true 756 1313.7377 1312.7351 1 -3.5 271.61 28.5 50.9 (M:50.9) 1 1 1

K.KEEELQAALAR.

V Dimethyl: 1, 1

6195 true 756 1313.7377 1312.7351 1 -3.5 271.61 28.5 50.9 (M:50.9) 1 1 1

K.KEEELQAALAR.

G Dimethyl: 1, 1

6196 false 1292 1313.7532 1312.7602 1 -10.87 137.88 27 19.1 (M:19.1) 1 2 1

R.LKAADIDQEVK.

E Dimethyl: 1, 2, 11

6197 true 2146 1314.603 1313.6074 1 -8.9 143.89 34.83 61.5 (M:61.5) 1 1 0

K.DFMIQGGDFTR

.G Dimethyl: 1

6198 true 779 1314.6472 1313.6398 1 0.14 132.48 26.67 26.8 (M:26.8) 1 1 0

R.TAIHEVMEQGR

.V Oxidation: 7; Dimethyl: 1

6199 false 522 1314.6946 1313.6762 1 8.5 305.72 25.33 15.7 (M:15.7) 1 4 0

R.AGMAAGEGLG

PALR.A Oxidation: 3; Dimethyl: 1

6200 true 522 1314.6946 1313.6812 1 4.66 282.55 25.33 61.1 (M:61.1) 1 1 0

K.HLCQQLQAER.

A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1



6201 true 453 1314.7201 1313.7142 1 -1.1 189.9 22 25.2 (M:25.2) 1 1 0

R.YGHTINVVHSR.

G Dimethyl:2H(4): 1

6202 true 1363 1314.7562 1313.7456 1 2.56 250.99 29.83 44.0 (M:44.0) 2 1 1

R.FPGQLNADLRK.

L Dimethyl: 1, 11

6203 true 1363 1314.7562 1313.7456 1 2.56 250.99 29.83 44.0 (M:44.0) 2 1 1

R.FPGQLNADLRK.

L Dimethyl: 1, 11

6204 false 3130 1314.7655 1313.7857 1 -20.83 101.66 36.83 27.7 (M:27.7) 1 73.72 2 1

K.EKQAAPTSAPV

K.T Dimethyl:2H(4): 1; Dimethyl: 2, 12

6205 false 3698 1314.7829 1313.7595 1 12.31 232.59 45 15.5 (M:15.5) 1 7 1 R.TWLDPTKEIK.K Dimethyl: 1, 7, 10

6206 true 661 1314.7921 1313.7795 1 4.04 93.87 24.67 62.9 (M:62.9) 1 1 0 R.VIEEGPEPKPR.L Dimethyl:2H(4): 1, 9

6207 true 2188 1315.5921 1314.5881 1 -2.45 183.23 35.17 55.2 (M:55.2) 1 1 0

K.FDSDAFDFPAR.

D Dimethyl: 1



6208 true 1949 1315.6483 1314.6391 1 1.5 295.08 31.67 18.1 (M:18.1) 1 1 1 K.SKFDNLYGCR.E Carbamidomethyl: 9; Dimethyl: 1, 2

6209 false 2461 1315.6592 1314.6642 1 -9.37 173.97 38.67 23.7 (M:23.7) 1 2 0

K.MWDELPEIVR.

K Dimethyl: 1

6210 true 2942 1315.6904 1314.6932 1 -7.69 162.17 35 25.8 (M:25.8) 1 1 0 R.HQELYSLLER.I Dimethyl: 1

6211 true 1997 1315.6992 1314.6966 1 -3.5 211.81 30.33 19.3 (M:19.3) 1 1 0

R.NCLVNDQGIVK

.V Carbamidomethyl: 2; Dimethyl: 1, 11

6212 true 2733 1315.7071 1314.7184 1 -14.11 207.57 33.83 61.2 (M:61.2) 1 1 0 R.HFEATDILVSK.I Dimethyl: 1, 11

6213 false 872 1315.7148 1314.7143 1 -5.19 340.24 26.67 15.8 (M:15.8) 1 2 0

R.ENSVGGIQQLS

K.K Dimethyl: 1, 12

6214 true 2134 1315.7167 1314.7085 1 0.72 184.75 34 30.9 (M:30.9) 1 1 0 K.YIENPVLFHR.E Dimethyl: 1



6215 true 2586 1315.724 1314.7056 1 8.41 262.95 36.17 15.8 (M:15.8) 1 1 1 R.RFDTMPFTLR.A Dimethyl:2H(4): 1

6216 false 54 1315.7292 1314.7143 1 5.79 238.64 22.17 18.7 (M:18.7) 1 2 1

K.GELASVEAVKE

R.A Dimethyl: 10

6217 true 2431 1315.7396 1314.7246 1 5.9 140.19 35.83 40.9 (M:40.9) 1 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 1, 10; Oxidation: 1

6218 false 2723 1315.7516 1314.7759 1 -23.94 466.17 41.67 21.1 (M:21.1) 1 4 1 K.LQDLELKTATK.I Dimethyl: 1, 11

6219 true 2723 1315.7516 1314.7547 1 -7.88 191.17 41.67 79.3 (M:79.3) 2 1 0 K.LEDILPLAFTR.L Dimethyl: 1

6220 true 2991 1315.7747 1314.7598 1 5.78 254.18 38.67 72.9 (M:72.9) 1 1 0 K.QANPDFPILIR.E Dimethyl:2H(4): 1

6221 false 2991 1315.7747 1314.7995 1 -24.44 384.17 38.67 18.4 (M:18.4) 1 2 1

K.MNPKVQNVLG

K.L Dimethyl:2H(4): 4; Dimethyl: 1, 11



6222 false 1969 1315.7883 1314.7697 1 8.63 220.85 32.33 15.9 (M:15.9) 1 3 0

K.QLQAETEPIVK.

M Dimethyl:2H(4): 1; Dimethyl: 11

6223 false 1969 1315.7883 1314.7921 1 -8.45 261.95 32.33 15.5 (M:15.5) 1 4 1

K.KLQADLNAALA

R.L Dimethyl:2H(4): 1

6224 false 3817 1315.8399 1314.8465 1 -10.56 214.67 42.83 16.2 (M:16.2) 1 2 0 K.FISPVLPLIEK.Q Dimethyl:2H(4): 1; Dimethyl: 11

6225 true 315 1316.6071 1315.6016 1 -1.34 186.31 24.5 22.4 (M:22.4) 1 1 0

R.EMDAPGGPPE

ER.G Dimethyl:2H(4): 1

6226 true 506 1316.6325 1315.619 1 4.72 264.51 25.67 46.1 (M:46.1) 1 1 0 R.INISEGNCPER.I Carbamidomethyl: 8; Dimethyl: 1

6227 true 1478 1316.6499 1315.6315 1 8.44 190.28 28.17 48.6 (M:48.6) 1 1 0 K.HCCVEVLPDR.D

Carbamidomethyl: 2, 3; 

Dimethyl:2H(4): 1

6228 true 1791 1316.6547 1315.6561 1 -6.58 209.21 30.17 49.1 (M:49.1) 1 1 0 R.FHTITTSYYR.G Dimethyl: 1



6229 false 2528 1316.6992 1315.7096 1 -13.44 294.4 34.83 19.8 (M:19.8) 1 6 1

R.KIQELSSEGGIR.

L

6230 false 2528 1316.6992 1315.6918 1 0.05 315.74 34.83 17.2 (M:17.2) 1 8 1

R.INAAIRMGDAE

K.T Dimethyl: 12

6231 true 2528 1316.6992 1315.6918 1 0.05 314.57 34.83 74.5 (M:74.5) 3 1 0

R.GLCAIAQAESLR

.Y Carbamidomethyl: 3; Dimethyl: 1

6232 false 2528 1316.6992 1315.717 1 -19.05 272.7 34.83 18.6 (M:18.6) 1 7 1

R.KVMAGGDLGIV

EK.S

6233 true 2034 1316.7142 1315.7046 1 1.74 191.13 30.67 73.5 (M:73.5) 1 1 0

R.CFVVGADNVGS

K.Q

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 12

6234 false 1866 1316.7224 1315.7438 1 -21.77 87.44 32.83 16.5 (M:16.5) 1 2 0

K.NSVTLTWNPPK

.Y Dimethyl:2H(4): 1; Dimethyl: 11

6235 true 1866 1316.7224 1315.7285 1 -10.19 191.05 32.83 64.0 (M:64.0) 1 1 0

K.DIPGLTDTTVPR

.R Dimethyl:2H(4): 1



6236 true 1778 1316.7453 1315.7347 1 2.47 307.56 30.83 18.1 (M:18.1) 1 1 1

K.GGGDAKLLSAS

EK.T Dimethyl: 1, 6, 13

6237 true 927 1316.7519 1315.7522 1 -5.74 177.49 24 16.9 (M:16.9) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1; Oxidation: 3

6238 true 927 1316.7519 1315.7522 1 -5.74 177.49 24 16.9 (M:16.9) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1; Oxidation: 3

6239 true 927 1316.7519 1315.7522 1 -5.74 177.49 24 16.9 (M:16.9) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1; Oxidation: 3

6240 true 845 1316.7615 1315.7587 1 -3.41 155.99 25.5 39.5 (M:39.5) 1 1 1

K.KSPALEEPPER.

K Dimethyl:2H(4): 1, 1

6241 true 3561 1316.7806 1315.7652 1 6.12 158.65 48.5 22.4 (M:22.4) 2 1 0 R.LLIVYPWTQR.F Dimethyl: 1

6242 true 3543 1316.7981 1315.7802 1 8.05 252.97 40.83 18.4 (M:18.4) 2 1 0

R.LPLPESVGGFLR

.L Dimethyl:2H(4): 1



6243 true 2398 1316.8567 1315.8315 1 13.59 205.16 36.5 63.1 (M:63.1) 1 1 0

R.ITLQDVVLHSK.

K Dimethyl:2H(4): 1, 11

6244 true 1096 1317.6264 1316.6234 1 -3.23 214.96 26.83 25.1 (M:25.1) 1 1 0

K.TRPDGNCFYR.

A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

6245 true 807 1317.6321 1316.6296 1 -3.58 214.85 29.5 37.4 (M:37.4) 3 1 0

R.NLSGQPNFPCR

.V Carbamidomethyl: 10; Dimethyl: 1

6246 true 872 1317.6527 1316.6183 1 20.55 139.45 27 26.2 (M:26.2) 1 1 0

K.TFPVCDGSHNK

.H Carbamidomethyl: 5; Dimethyl: 1, 11

6247 false 1505 1317.7045 1316.7162 1 -14.44 221.7 31.33 15.7 (M:15.7) 1 6 0

K.VITCGWDGLIK.

L Carbamidomethyl: 4; Dimethyl: 1, 11

6248 false 1505 1317.7045 1316.6837 1 10.26 315.72 31.33 17.8 (M:17.8) 1 4 0

M.TTAARPTFEPA

R.G

6249 true 870 1317.7149 1316.6986 1 6.81 253.73 27.33 56.0 (M:56.0) 1 1 0

R.NLQEIQQAGER

.L Dimethyl:2H(4): 1



6250 true 2994 1317.7964 1316.8217 1 -24.71 137.83 43.5 22.3 (M:22.3) 1 1 1

K.DGVTVAKAIDL

K.D Dimethyl:2H(4): 7; Dimethyl: 1, 12

6251 true 831 1317.8185 1316.8093 1 1.43 218.87 26.5 86.3 (M:86.3) 2 1 1

K.KALAAGGYDVE

K.N Dimethyl:2H(4): 1, 1, 12

6252 true 831 1317.8185 1316.8093 1 1.43 218.87 26.5 86.3 (M:86.3) 2 1 1

K.KALAAGGYDVE

K.N Dimethyl:2H(4): 1, 1, 12

6253 true 780 1318.6529 1317.6649 1 -14.62 253.39 26.67 15.9 (M:15.9) 1 1 0

R.TAIHEVMEQGR

.V Dimethyl:2H(4): 1; Oxidation: 7

6254 true 515 1318.6534 1317.6426 1 2.71 154.37 24 62.1 (M:62.1) 1 1 0

K.HVQDELEQHR.

N Dimethyl: 1

6255 true 1126 1318.6606 1317.6412 1 9.18 258.74 31.17 19.1 (M:19.1) 1 1 0

K.GLSSSESQPVG

DK.V Dimethyl: 13

6256 true 1913 1318.6723 1317.6751 1 -7.62 197.08 32.5 15.2 (M:15.2) 1 1 0 K.SCLLHQFTEK.K Carbamidomethyl: 2; Dimethyl: 1, 10



6257 true 2540 1318.7166 1317.7041 1 3.95 258.06 34.17 64.1 (M:64.1) 2 1 0

K.VQQTVQDLFG

R.A Dimethyl: 1

6258 true 3594 1318.7376 1317.7276 1 2.01 249.23 40.33 53.2 (M:53.2) 1 1 0 K.CMQLTDFVLK.F

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 10

6259 false 3594 1318.7376 1317.709 1 16.13 308.89 40.33 17.6 (M:17.6) 1 2 0 R.IFTGSDDCLVK.I

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 11

6260 true 3028 1318.7419 1317.7041 1 23.13 150.63 37.67 17.8 (M:17.8) 1 1 0

K.GVIYAEGQNLA

R.Y Dimethyl: 1

6261 true 651 1318.7551 1317.7471 1 0.56 176.69 25.83 51.6 (M:51.6) 1 1 1

K.YGDFNKDVHK.

S Dimethyl:2H(4): 1, 6, 10

6262 true 1890 1318.7598 1317.7405 1 9.13 195.35 31 24.0 (M:24.0) 1 1 0

K.YLTQQAVALQR

.T Dimethyl: 1

6263 true 3179 1318.7603 1317.7366 1 12.45 249.53 39.33 30.6 (M:30.6) 1 1 0

R.ALAELIGPYGM

K.F Dimethyl: 1, 12



6264 false 3365 1318.7964 1317.7806 1 6.52 268.6 39.5 18.9 (M:18.9) 1 3 1 R.LIEKGDTELLR.K Dimethyl:2H(4): 1

6265 true 596 1319.6113 1318.6187 1 -11.13 109 25.67 16.7 (M:16.7) 1 1 0

K.EAVQDCTEALR.

L Carbamidomethyl: 6; Dimethyl: 1

6266 true 2462 1319.6854 1318.6893 1 -8.49 151.44 38.67 19.3 (M:19.3) 1 1 0

K.MWDELPEIVR.

K Dimethyl:2H(4): 1

6267 true 1356 1319.7017 1318.6881 1 4.79 279.35 30 45.8 (M:45.8) 1 1 0 K.YLQEEININR.K Dimethyl: 1

6268 true 2943 1319.7168 1318.7183 1 -6.68 165.05 35 36.2 (M:36.2) 1 1 0 R.HQELYSLLER.I Dimethyl:2H(4): 1

6269 true 1175 1319.7204 1318.6921 1 15.88 201.24 31.67 26.7 (M:26.7) 1 1 0

K.NPNGPYPYTLK.

L Dimethyl: 1, 11

6270 true 2359 1319.7443 1318.7485 1 -8.69 191.63 32.17 27.0 (M:27.0) 1 1 0 K.HRPDLIDFDK.L Dimethyl:2H(4): 1, 10



6271 true 2135 1319.7448 1318.7336 1 2.99 232.04 34 29.0 (M:29.0) 1 1 0 K.YIENPVLFHR.E Dimethyl:2H(4): 1

6272 true 2724 1319.7756 1318.7798 1 -8.7 184.15 41.67 51.8 (M:51.8) 2 1 0 K.LEDILPLAFTR.L Dimethyl:2H(4): 1

6273 false 2724 1319.7756 1318.801 1 -24.71 238.11 41.67 34.1 (M:34.1) 1 2 1 K.LQDLELKTATK.I Dimethyl:2H(4): 1; Dimethyl: 11

6274 true 4036 1319.7781 1318.7649 1 4.49 255.92 45.33 48.8 (M:48.8) 2 1 0 R.AYLVPAELLFR.I Dimethyl: 1

6275 false 2723 1319.7943 1318.786 1 0.78 256.61 41.83 18.2 (M:18.2) 1 4 1

K.LKEVFSIAGTVK.

R Dimethyl: 12

6276 true 3764 1319.892 1318.8716 1 9.95 265.12 42.33 59.8 (M:59.8) 1 1 0 K.FISPVLPLIEK.Q Dimethyl:2H(4): 1, 11

6277 true 507 1320.6608 1319.6442 1 7.09 261.99 25.67 54.9 (M:54.9) 1 1 0 R.INISEGNCPER.I

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1



6278 true 1699 1320.6911 1319.6812 1 1.97 207.51 30.33 33.9 (M:33.9) 2 1 0 R.FHTITTSYYR.G Dimethyl:2H(4): 1

6279 true 2249 1320.7008 1319.6874 1 4.68 270.96 33.17 25.6 (M:25.6) 1 1 0 K.HLTYNDFINK.E Dimethyl: 1, 10

6280 true 1684 1320.7182 1319.7085 1 1.8 279.03 31.5 57.6 (M:57.6) 1 1 0

K.QVVESAYEVIR.

L Dimethyl: 1

6281 true 2529 1320.7249 1319.7169 1 0.51 345.52 34.83 79.9 (M:79.9) 3 1 0

R.GLCAIAQAESLR

.Y

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

6282 true 64 1320.7431 1319.731 1 3.67 199.49 22 25.8 (M:25.8) 1 1 1 K.ARLEEHKPER.V Dimethyl: 1, 7

6283 true 3573 1320.8047 1319.7903 1 5.37 235.25 48.5 28.7 (M:28.7) 2 1 0 R.LLIVYPWTQR.F Dimethyl:2H(4): 1

6284 true 1706 1321.6303 1320.6384 1 -11.65 188.49 31.83 57.2 (M:57.2) 1 1 0 R.IEYDCELVPR.R Carbamidomethyl: 5; Dimethyl: 1



6285 true 786 1321.6576 1320.6547 1 -3.28 267.15 29.5 49.1 (M:49.1) 1 1 0

R.NLSGQPNFPCR

.V

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

6286 true 2044 1321.6606 1320.6609 1 -5.71 267.47 34 64.3 (M:64.3) 2 1 0

K.CAANLGLTNGF

R.M Carbamidomethyl: 1; Dimethyl: 1

6287 true 2078 1321.6769 1320.6561 1 10.17 111.59 34.17 33.0 (M:33.0) 1 1 0

K.ELFETELADAR.

K Dimethyl: 1

6288 false 2078 1321.6769 1320.6609 1 6.61 131.9 34.17 15.7 (M:15.7) 1 3 1

K.GNRMLQSTGW

K.K Oxidation: 4; Dimethyl: 11

6289 true 662 1321.6869 1320.6674 1 9.28 196.28 26.33 22.3 (M:22.3) 1 1 0

R.FSQEVQVTEAR.

C Dimethyl: 1

6290 true 176 1321.7028 1320.6914 1 3.17 170.23 23.83 21.1 (M:21.1) 1 1 1

R.WKEDPSPENR.

T Dimethyl:2H(4): 1, 2

6291 true 1506 1321.7186 1320.734 1 -17.1 282.22 30.33 20.7 (M:20.7) 1 1 0

K.VVYPQVDSNLR

.S Dimethyl:2H(4): 1



6292 true 1501 1321.7259 1320.7112 1 5.64 166.47 30 29.6 (M:29.6) 1 1 1

R.CKDGVVFGVEK

.L

Carbamidomethyl: 1; Dimethyl: 1, 2, 

11

6293 true 3406 1321.7364 1320.7187 1 7.85 284.01 41.33 24.5 (M:24.5) 1 1 0

K.GGNANSTVTEV

LK.D Dimethyl:2H(4): 13

6294 true 2804 1321.7404 1320.7329 1 0.14 218.93 42.5 72.5 (M:72.5) 1 1 0 K.SFFGPLELVEK.L Dimethyl: 1, 11

6295 true 2162 1321.7669 1320.7765 1 -12.78 140.92 33.83 38.8 (M:38.8) 1 1 0

K.QQHVIETLIGK.

K Dimethyl: 1, 11

6296 true 3919 1321.7736 1320.7693 1 -2.3 194.87 43.67 27.7 (M:27.7) 1 1 0 K.TFSFAIPLIEK.L Dimethyl: 1, 11

6297 true 1082 1321.8198 1320.7853 1 20.62 221.95 28.5 70.2 (M:70.2) 1 1 1

K.KEEELQAALAR.

V Dimethyl:2H(4): 1, 1

6298 true 1082 1321.8198 1320.7853 1 20.62 221.95 28.5 70.2 (M:70.2) 1 1 1

K.KEEELQAALAR.

G Dimethyl:2H(4): 1, 1



6299 true 1227 1322.6103 1321.615 1 -9.03 108.73 28.83 45.6 (M:45.6) 1 1 0

R.SENEEFVEVGR.

L Dimethyl: 1

6300 true 2014 1322.7234 1321.7176 1 -1.18 146.83 33.33 76.8 (M:76.8) 1 1 0

R.MVIPGGIDVHT

R.F Dimethyl: 1

6301 true 2541 1322.7401 1321.7292 1 2.72 231.09 34.17 67.0 (M:67.0) 2 1 0

K.VQQTVQDLFG

R.A Dimethyl:2H(4): 1

6302 true 3458 1322.7429 1321.7098 1 19.52 229.39 41.5 26.2 (M:26.2) 1 1 1

K.RATEMMASLLK

.D Oxidation: 6; Dimethyl: 1, 11

6303 true 1763 1322.7507 1321.7292 1 10.77 231.9 30.83 33.8 (M:33.8) 1 1 0

K.GVIYAEGQNLA

R.Y Dimethyl:2H(4): 1

6304 true 1115 1322.7609 1321.7646 1 -8.24 228.67 28 34.6 (M:34.6) 1 1 1

R.KFASVLPEYLK.

V Dimethyl: 11

6305 true 1364 1322.8051 1321.7958 1 1.51 185.12 29.83 53.6 (M:53.6) 2 1 1

R.FPGQLNADLRK.

L Dimethyl:2H(4): 1, 11



6306 true 1364 1322.8051 1321.7958 1 1.51 185.12 29.83 53.6 (M:53.6) 2 1 1

R.FPGQLNADLRK.

L Dimethyl:2H(4): 1, 11

6307 true 680 1322.8853 1321.8723 1 4.39 171.11 22.83 52.3 (M:52.3) 2 1 0

K.LAEAVAATQKP

K.K Dimethyl:2H(4): 1, 10, 12

6308 true 381 1323.5654 1322.5483 1 7.48 332.96 24.67 25.3 (M:25.3) 1 1 0

R.EEPAMSMDAN

GK.I Oxidation: 5; Dimethyl: 12

6309 true 1379 1323.6456 1322.6255 1 9.7 144.77 29.5 30.1 (M:30.1) 1 1 0

K.STFDAHIYEGR.

V Dimethyl: 1

6310 false 1829 1323.6595 1322.6574 1 -3.92 177.23 31.83 16.1 (M:16.1) 1 2 1 K.DMSMLEERIK.R Oxidation: 2; Dimethyl: 1, 10

6311 true 1829 1323.6595 1322.6255 1 20.17 244.92 31.83 51.0 (M:51.0) 1 1 0

K.DFSTALAHYDR.

A Dimethyl: 1

6312 true 435 1323.6653 1322.6579 1 0.12 188.8 26 54.1 (M:54.1) 2 1 0

R.NVNGVNYASTT

R.N Dimethyl: 1



6313 true 1526 1323.7023 1322.6893 1 4.38 177.15 28.83 15.5 (M:15.5) 1 1 1 K.SKFDNLYGCR.E

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 2

6314 true 1746 1323.7048 1322.7017 1 -3.14 185.15 31.5 32.7 (M:32.7) 1 1 0

R.TLPLCAVGGDH

K.I Carbamidomethyl: 5; Dimethyl: 1, 12

6315 true 747 1323.7064 1322.6871 1 9.1 236.88 26.83 50.5 (M:50.5) 1 1 1 R.YYPTEDVPRK.L Dimethyl: 1, 10

6316 true 2720 1323.7067 1322.7017 1 -1.72 135.82 35 20.9 (M:20.9) 1 1 0 R.TYIQCIAAISR.Q Carbamidomethyl: 5; Dimethyl: 1

6317 true 2578 1323.7136 1322.6904 1 12.01 188.28 35.33 62.5 (M:62.5) 1 1 0

R.SFMALSQDIQK.

T Dimethyl: 1, 11

6318 true 1357 1323.7223 1322.7132 1 1.4 270.46 30 43.3 (M:43.3) 1 1 0 K.YLQEEININR.K Dimethyl:2H(4): 1

6319 true 1182 1323.7439 1322.7146 1 16.69 213.17 27.83 16.4 (M:16.4) 1 1 0

R.NLGQNLWGPH

R.Y Dimethyl:2H(4): 1



6320 true 3226 1323.793 1322.7922 1 -4.88 207.87 38.83 31.0 (M:31.0) 1 1 0

K.GIPILVATDVAA

R.G Dimethyl: 1

6321 true 4037 1323.8029 1322.79 1 4.2 252.93 45.33 62.8 (M:62.8) 2 1 0 R.AYLVPAELLFR.I Dimethyl:2H(4): 1

6322 true 2176 1324.6567 1323.6645 1 -11.41 149.85 34.83 55.9 (M:55.9) 1 1 0

K.MNPQTAFFQG

K.L Dimethyl: 1, 11

6323 true 3282 1324.7279 1323.7227 1 -1.59 136.98 39.17 62.3 (M:62.3) 2 1 0

R.GFPTIYFAPAGK

.K Dimethyl: 1, 12

6324 true 1685 1324.7431 1323.7336 1 1.69 180.1 31.5 95.9 (M:95.9) 1 1 0

K.QVVESAYEVIR.

L Dimethyl:2H(4): 1

6325 true 3835 1324.7719 1323.7522 1 9.36 149.06 43 37.1 (M:37.1) 1 1 0

K.LAGMSDGLFLL

R.Q Dimethyl:2H(4): 1

6326 true 1757 1325.5876 1324.587 1 -5.07 171.3 29.5 25.4 (M:25.4) 1 1 0

R.NDMPYPYQNR.

Q Dimethyl: 1



6327 true 1595 1325.6549 1324.6635 1 -11.98 189.38 31.83 62.9 (M:62.9) 1 1 0 R.IEYDCELVPR.R

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

6328 true 783 1325.6629 1324.6524 1 2.41 255.23 26.5 38.7 (M:38.7) 3 1 1

R.AVQDRDQFYR.

R Dimethyl: 1

6329 true 1830 1325.6654 1324.6412 1 12.79 211.08 31.83 44.1 (M:44.1) 1 1 0

R.SANTIPYDFNR.

V Dimethyl: 1

6330 true 1335 1325.6753 1324.6972 1 -22.03 191.88 29.67 15.6 (M:15.6) 1 1 1

K.GCAQALRSFGA

R.V

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6331 true 873 1325.678 1324.6685 1 1.62 131.33 27 50.3 (M:50.3) 1 1 0

K.TFPVCDGSHNK

.H

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 11

6332 true 283 1325.6883 1324.6558 1 19.04 140.27 25.17 47.0 (M:47.0) 1 1 0

K.ALADHSMAQT

PR.L Dimethyl: 1

6333 true 2079 1325.6903 1324.6813 1 1.3 183.58 34.17 20.8 (M:20.8) 1 1 0

K.ELFETELADAR.

K Dimethyl:2H(4): 1



6334 true 1392 1325.6933 1324.686 1 0.08 213.22 34 54.9 (M:54.9) 2 1 0

K.CAANLGLTNGF

R.M

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6335 true 2088 1325.6997 1324.7099 1 -13.2 179.37 34 16.8 (M:16.8) 1 1 1

K.LGIHEDSTNRK.

R Dimethyl: 1, 11

6336 true 663 1325.7111 1324.6925 1 8.54 252.05 26.33 21.6 (M:21.6) 1 1 0

R.FSQEVQVTEAR.

C Dimethyl:2H(4): 1

6337 true 1951 1325.7124 1324.7099 1 -3.62 284.58 31.83 66.5 (M:66.5) 1 1 0

R.GIGGGNASIPGI

ER.M Dimethyl: 1

6338 true 808 1325.7317 1324.7211 1 2.45 281.26 23.5 49.1 (M:49.1) 3 1 0

K.QRPQATAEQIR.

L Dimethyl: 1

6339 true 1271 1326.626 1325.6108 1 5.97 192.64 29.5 34.7 (M:34.7) 1 1 0

K.MAQELYMEQR

.N Dimethyl: 1

6340 true 1228 1326.6292 1325.6401 1 -13.68 146.42 28.83 43.7 (M:43.7) 1 1 0

R.SENEEFVEVGR.

L Dimethyl:2H(4): 1



6341 true 540 1326.6883 1325.684 1 -2.28 123.48 26 44.1 (M:44.1) 1 1 1

R.RLPEAHADYAR.

Y Dimethyl: 1

6342 true 3625 1326.6901 1325.6723 1 7.92 214.7 40.33 31.1 (M:31.1) 1 1 0 K.CMQLTDFVLK.F

Carbamidomethyl: 1; Oxidation: 2; 

Dimethyl: 1, 10

6343 true 1551 1326.6982 1325.698 1 -5.26 197.16 29.5 38.3 (M:38.3) 1 1 1 R.QETEFYLGKR.C Dimethyl: 1, 9

6344 true 1870 1326.7003 1325.684 1 6.77 226.66 32.33 80.9 (M:80.9) 1 1 0

R.AANFEQALAAH

R.H Dimethyl: 1

6345 true 234 1326.7419 1325.7303 1 3.21 212 24 36.8 (M:36.8) 1 1 1

R.AAGASEPGKEV

VR.G Dimethyl: 1, 9

6346 true 2409 1326.7647 1325.7493 1 6.11 152.2 34.5 16.4 (M:16.4) 1 1 0 K.STIISENYLVR.W Dimethyl:2H(4): 1

6347 true 1283 1326.7651 1325.7377 1 15.19 243.33 28.83 69.3 (M:69.3) 2 1 0

K.KPLMTAEVPER.

T Dimethyl: 1, 1



6348 true 1181 1326.7758 1325.7456 1 17.31 179.55 29 17.2 (M:17.2) 1 1 1

K.SKWLAGDVPA

AR.S Dimethyl: 1, 2

6349 true 411 1327.6424 1326.668 1 -24.81 178.36 25.33 21.8 (M:21.8) 1 1 0

R.ALEPPDVHHER.

L Dimethyl: 1

6350 true 1381 1327.6712 1326.6506 1 10.01 184.25 29.5 26.6 (M:26.6) 1 1 0

K.STFDAHIYEGR.

V Dimethyl:2H(4): 1

6351 true 899 1327.6768 1326.668 1 1.11 117.12 25.67 54.1 (M:54.1) 1 1 0

K.HHPEDVEPALR.

K Dimethyl: 1

6352 true 2450 1327.683 1326.682 1 -4.7 202.46 33.83 35.0 (M:35.0) 2 1 0

R.STGEAFVQFAS

K.E Dimethyl: 1, 12

6353 true 436 1327.6919 1326.683 1 1.21 217.02 26 55.4 (M:55.4) 2 1 0

R.NVNGVNYASTT

R.N Dimethyl:2H(4): 1

6354 false 1103 1327.7159 1326.7418 1 -25.02 242.82 31 16.8 (M:16.8) 1 2 1

R.AAGGGRAVAA

GGAGPR.L Dimethyl:2H(4): 1



6355 true 1103 1327.7159 1326.7078 1 0.61 265.33 31 70.4 (M:70.4) 5 1 0

R.CTVIAAANPIGG

R.Y Carbamidomethyl: 1; Dimethyl: 1

6356 true 978 1327.7302 1326.7143 1 6.45 177.89 27.67 46.5 (M:46.5) 1 1 0

K.NLIPEQSASQG

K.M Dimethyl: 1, 12

6357 true 2721 1327.7336 1326.7268 1 -0.35 118.09 35 16.5 (M:16.5) 1 1 0 R.TYIQCIAAISR.Q

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

6358 true 2764 1327.7445 1326.7693 1 -24.2 254.22 37.67 16.1 (M:16.1) 1 1 1

-

.MDALDRVVKPK.

T Dimethyl: 1, 11

6359 true 1135 1328.6085 1327.5901 1 8.41 135.67 26.5 58.0 (M:58.0) 1 1 0

R.CFVSGACDASA

K.L

Carbamidomethyl: 1, 7; Dimethyl: 1, 

12

6360 true 95 1328.6498 1327.619 1 17.63 170.66 22.33 22.4 (M:22.4) 1 1 1

K.NHEEEMKDLR.

N Dimethyl: 1

6361 true 20 1328.6778 1327.6745 1 -3.03 192.99 21.17 70.5 (M:70.5) 1 1 0

K.EHAVAHSGSLH

R.G Dimethyl: 1



6362 false 781 1328.6781 1327.6414 1 22.18 256.75 26.83 16.4 (M:16.4) 1 2 1

-

.MATTAKEEMAR.

F

Dimethyl:2H(4): 6; Acetyl: 1; 

Oxidation: 9

6363 true 781 1328.6781 1327.6633 1 5.69 262.15 26.83 24.4 (M:24.4) 1 1 1 R.DREEALHQFR.S Dimethyl: 1

6364 true 2634 1328.6821 1327.6561 1 14.11 161.72 35.67 39.2 (M:39.2) 1 1 0 K.FITYPFDQNR.F Dimethyl: 1

6365 true 1939 1328.6875 1327.6823 1 -1.54 232.07 31.5 16.1 (M:16.1) 1 1 0

R.FQENSQQLFR.

R Dimethyl:2H(4): 1

6366 true 436 1328.6891 1327.6492 1 24.52 198.74 25.17 15.3 (M:15.3) 1 50 1 1

K.KMDGEYLGNN

R.L Dimethyl:2H(4): 1

6367 true 3220 1328.72 1327.7096 1 2.34 308.7 39.83 34.4 (M:34.4) 1 54.25 1 0

K.GQQQSIAELQA

K.L Dimethyl: 12

6368 true 2250 1328.7429 1327.7376 1 -1.5 228.95 33.17 40.2 (M:40.2) 1 1 0 K.HLTYNDFINK.E Dimethyl:2H(4): 1, 10



6369 true 809 1328.7478 1327.7336 1 5.26 259.34 26.5 36.6 (M:36.6) 1 1 1

R.GLDNTEFQGKR

.M Dimethyl:2H(4): 1, 10

6370 true 1567 1328.7514 1327.75 1 -4.44 187.87 30.83 40.4 (M:40.4) 1 1 0

K.LVEGPPPLPEPR

.K Dimethyl: 1

6371 true 65 1328.7667 1327.7812 1 -16.36 142.79 22 25.0 (M:25.0) 1 1 1 K.ARLEEHKPER.V Dimethyl:2H(4): 1, 7

6372 false 190 1328.769 1327.77 1 -6.19 207.55 23.83 22.8 (M:22.8) 1 2 1 R.IAEGEHPKDIR.E Dimethyl:2H(4): 1, 8

6373 false 3707 1328.7833 1327.7711 1 3.66 124.33 45 18.7 (M:18.7) 1 2 0

R.VASIETGLAAAA

AK.L Dimethyl: 1, 14

6374 true 3303 1328.84 1327.8315 1 0.9 173.62 38 15.6 (M:15.6) 1 1 0

K.HLLGVEDLLQK.

H Dimethyl:2H(4): 1, 11

6375 true 382 1329.5103 1328.5157 1 -9.53 196.41 24.5 31.7 (M:31.7) 1 1 0 R.DSYDSYATHNE.-Dimethyl: 1



6376 true 1758 1329.6099 1328.6121 1 -7.15 153.91 29.5 31.9 (M:31.9) 1 1 0

R.NDMPYPYQNR.

Q Dimethyl:2H(4): 1

6377 true 747 1329.618 1328.6296 1 -14.13 162.46 26.67 42.0 (M:42.0) 1 1 0

K.HTNYTMEHIR.

V Dimethyl: 1

6378 true 2022 1329.621 1328.6248 1 -8.36 124.74 33.67 22.2 (M:22.2) 1 1 0 R.DYTYDELLNR.V Dimethyl: 1

6379 true 430 1329.6707 1328.6507 1 9.6 230.18 25 55.2 (M:55.2) 1 1 0

K.LCVQNSPQEAR

.N Carbamidomethyl: 2; Dimethyl: 1

6380 true 523 1329.6738 1328.6809 1 -10.83 138.09 25.17 27.9 (M:27.9) 1 1 0

K.ALADHSMAQT

PR.L Dimethyl:2H(4): 1

6381 true 1832 1329.6806 1328.6663 1 5.31 195.26 31.83 70.6 (M:70.6) 2 1 0

R.SANTIPYDFNR.

V Dimethyl:2H(4): 1

6382 true 932 1329.6867 1328.6775 1 1.47 300.75 27.17 51.2 (M:51.2) 2 1 1

R.AVQDRDQFYR.

R Dimethyl:2H(4): 1



6383 false 784 1329.6881 1328.6646 1 12.18 305.16 26.5 20.2 (M:20.2) 2 2 0

R.QGLDCDIDIPK.

T Carbamidomethyl: 5; Dimethyl: 1, 11

6384 true 424 1329.7374 1328.7463 1 -12.11 123.48 23.83 37.6 (M:37.6) 3 1 0

K.QRPQATAEQIR.

L Dimethyl:2H(4): 1

6385 true 1895 1329.7429 1328.735 1 0.47 273.61 31.67 85.3 (M:85.3) 1 1 0

R.GIGGGNASIPGI

ER.M Dimethyl:2H(4): 1

6386 false 1895 1329.7429 1328.73 1 4.26 237.04 31.67 16.6 (M:16.6) 1 6 0

R.TAAAVAAQSG

VLDK.T Dimethyl: 14

6387 true 3686 1329.7936 1328.7788 1 5.65 232.64 41.83 28.8 (M:28.8) 1 1 0

R.LQAPLEAMLGV

R.A Dimethyl:2H(4): 1

6388 true 2995 1329.7963 1328.7704 1 14.04 117.61 43.67 90.8 (M:90.8) 9 1 0

M.ASISLAPVNIFK

.A Acetyl: 1; Dimethyl: 12

6389 true 2130 1329.8353 1328.8267 1 0.98 125.51 33.67 42.0 (M:42.0) 1 1 0

K.QQHVIETLIGK.

K Dimethyl:2H(4): 1, 11



6390 true 1272 1330.6512 1329.6359 1 6.06 165.15 29.5 16.0 (M:16.0) 1 1 0

K.MAQELYMEQR

.N Dimethyl:2H(4): 1

6391 true 541 1330.7133 1329.7091 1 -2.33 102.61 26 56.5 (M:56.5) 1 1 1

R.RLPEAHADYAR.

Y Dimethyl:2H(4): 1

6392 true 1053 1330.7147 1329.7075 1 -0.03 210.94 27.33 35.3 (M:35.3) 1 1 1

R.AVCLIGDKDQR.

A Carbamidomethyl: 3; Dimethyl: 1, 8

6393 true 1871 1330.7246 1329.7091 1 6.17 229.34 32.33 57.0 (M:57.0) 1 1 0

R.AANFEQALAAH

R.H Dimethyl:2H(4): 1

6394 true 1812 1330.766 1329.7656 1 -5.2 247.64 31 51.5 (M:51.5) 1 1 0 K.EDLYLKPIQR.T Dimethyl: 1, 6

6395 true 3699 1330.7993 1329.7942 1 -1.62 126.48 45 52.1 (M:52.1) 1 1 0

R.TLATDILMGVLK

.E Dimethyl: 1, 12

6396 false 3699 1330.7993 1329.7881 1 2.93 144.57 45 17.6 (M:17.6) 1 2 1

K.NKATAHHLGLL

K.A Dimethyl: 12



6397 true 908 1331.6802 1330.6841 1 -8.4 162.19 27.33 15.7 (M:15.7) 1 1 1

R.QVIDTTDAERR.

A Dimethyl: 1

6398 true 900 1331.6983 1330.6932 1 -1.63 146.07 25.67 56.0 (M:56.0) 1 1 0

K.HHPEDVEPALR.

K Dimethyl:2H(4): 1

6399 true 325 1331.702 1330.6881 1 4.99 230.7 24.33 68.1 (M:68.1) 1 1 0

R.GPPPPPTASEP

TR.R Dimethyl: 1

6400 true 1490 1331.7316 1330.7329 1 -6.46 202.25 30.83 77.0 (M:77.0) 2 1 0

R.CTVIAAANPIGG

R.Y

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6401 true 2615 1331.7333 1330.7245 1 1.14 160.17 34.33 28.7 (M:28.7) 1 1 0

R.LGQSSLEPVAFR

.A Dimethyl: 1

6402 true 2979 1331.7368 1330.7067 1 17.14 191.71 39.83 58.8 (M:58.8) 1 1 0

K.NVFNMVVEVP

R.W Dimethyl: 1

6403 true 922 1331.7436 1330.722 1 10.78 265 26.83 22.8 (M:22.8) 1 1 0

K.NSVVEASEAAY

K.E Dimethyl:2H(4): 1, 12



6404 true 194 1331.7602 1330.7809 1 -21.01 61.05 23.83 20.5 (M:20.5) 1 1 1 K.QIEHTLNEKR.I Dimethyl:2H(4): 1, 9

6405 true 3168 1331.7683 1330.753 1 6 212.91 39.5 115.3 (M:115.3) 2 1 0

R.AITGASLAEIMA

K.R Dimethyl: 1, 13

6406 true 1273 1332.6116 1331.614 1 -7.22 192.45 29.33 86.7 (M:86.7) 1 1 0

-

.ASGVQVADEVCR

.I Carbamidomethyl: 11; Acetyl: 1

6407 true 875 1332.6817 1331.6884 1 -10.48 280.84 26.67 55.4 (M:55.4) 1 1 1 R.DREEALHQFR.S Dimethyl:2H(4): 1

6408 true 2126 1332.6946 1331.6634 1 17.9 214.98 31.67 31.8 (M:31.8) 2 1 0

R.YHSLAPMYYR.

G Dimethyl:2H(4): 1

6409 true 2035 1332.7012 1331.7197 1 -19.37 181.15 31.67 39.8 (M:39.8) 1 1 0

K.HPTLLQDPDLR.

Q Dimethyl: 1

6410 true 2607 1332.7015 1331.6812 1 9.8 187.95 35.83 17.0 (M:17.0) 1 1 0 K.FITYPFDQNR.F Dimethyl:2H(4): 1



6411 true 21 1332.7021 1331.6996 1 -3.64 227.76 21.17 74.7 (M:74.7) 1 1 0

K.EHAVAHSGSLH

R.G Dimethyl:2H(4): 1

6412 true 2414 1332.7889 1331.7729 1 6.5 213.05 34.67 26.8 (M:26.8) 2 1 0

R.GFPTIYFAPAGK

.K Dimethyl:2H(4): 1, 12

6413 true 2624 1332.8017 1331.7925 1 1.45 145.29 38 42.4 (M:42.4) 1 1 0

R.ETVPVLLQHLR.

K Dimethyl: 1

6414 true 383 1333.5441 1332.5408 1 -2.95 149.33 24.5 59.9 (M:59.9) 1 1 0 R.DSYDSYATHNE.-Dimethyl:2H(4): 1

6415 true 125 1333.5887 1332.5737 1 5.76 70.54 22.83 42.4 (M:42.4) 1 1 0 R.IIECTHCGCR.G

Carbamidomethyl: 4, 7, 9; Dimethyl: 

1

6416 true 749 1333.6385 1332.6547 1 -17.59 121.18 26.67 50.5 (M:50.5) 2 1 0

K.HTNYTMEHIR.

V Dimethyl:2H(4): 1

6417 true 1867 1333.6688 1332.65 1 8.7 122.36 33.67 42.6 (M:42.6) 1 1 0 R.DYTYDELLNR.V Dimethyl:2H(4): 1



6418 true 1341 1333.6887 1332.6972 1 -11.83 261.86 29.33 19.4 (M:19.4) 1 1 1

-

.MAPGTRAFVDLR

.D

6419 true 431 1333.6903 1332.6758 1 5.45 299.14 25 64.0 (M:64.0) 1 1 0

K.LCVQNSPQEAR

.N

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6420 true 1793 1333.726 1332.715 1 2.76 263.15 31.67 52.4 (M:52.4) 1 1 0 K.IHIDLPNEQAR.L Dimethyl: 1

6421 true 3923 1333.8105 1332.7955 1 5.82 233.44 43.83 75.0 (M:75.0) 10 1 0

M.ASISLAPVNIFK

.A Dimethyl:2H(4): 12; Acetyl: 1

6422 true 2400 1333.8632 1332.8369 1 14.21 166.12 36.33 30.3 (M:30.3) 1 1 1 R.IKDLEVLFHR.S Dimethyl:2H(4): 1, 2

6423 true 1003 1334.6373 1333.6197 1 7.72 250.83 24.5 33.1 (M:33.1) 1 1 0

R.YHSQGSAAAM

QR.R Dimethyl: 1

6424 true 662 1334.6405 1333.6375 1 -3.15 106.58 24.5 62.8 (M:62.8) 1 1 0

K.HLNSEHALDDR.

S Dimethyl: 1



6425 false 2211 1334.7242 1333.7394 1 -16.86 214.87 34 15.4 (M:15.4) 1 2 1

K.KFAEAFEAIPR.

A Dimethyl: 1, 1

6426 true 1260 1334.7253 1333.7292 1 -8.4 168.23 29.67 42.2 (M:42.2) 1 1 0

K.YAVTTGDHGIIR

.T Dimethyl:2H(4): 1

6427 true 3465 1334.7383 1333.7225 1 6.36 159.69 40.33 41.3 (M:41.3) 1 1 0 K.CMQLTDFVLK.F

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 10; Oxidation: 2

6428 true 1507 1334.75 1333.7482 1 -4.06 225.76 29.5 45.0 (M:45.0) 1 1 1 R.QETEFYLGKR.C Dimethyl:2H(4): 1, 9

6429 true 3344 1334.757 1333.7403 1 7.05 209.12 40.67 85.6 (M:85.6) 1 1 0

K.STLMDTLFNTK.

F Dimethyl:2H(4): 1, 11

6430 true 3581 1334.7576 1333.74 1 7.75 264.11 42.17 21.8 (M:21.8) 1 1 0

K.ELTPLQAMMLR

.M Dimethyl:2H(4): 1

6431 false 2619 1334.7674 1333.7755 1 -11.49 215.74 41 16.9 (M:16.9) 1 4 1

K.AGGTEIGKTLAE

K.S Dimethyl:2H(4): 8; Dimethyl: 13



6432 true 2619 1334.7674 1333.7493 1 8.11 223.38 41 49.2 (M:49.2) 1 1 0 R.STQAIFEILEK.S Dimethyl: 1, 11

6433 true 235 1334.7922 1333.7805 1 3.31 176.05 24 28.5 (M:28.5) 1 1 1

R.AAGASEPGKEV

VR.G Dimethyl:2H(4): 1, 9

6434 true 1284 1334.8173 1333.7879 1 16.55 207.8 28.67 62.5 (M:62.5) 1 1 0

K.KPLMTAEVPER.

T Dimethyl:2H(4): 1, 1

6435 true 913 1335.6395 1334.6242 1 6.02 110.68 27.33 18.0 (M:18.0) 1 1 0

K.VEPFTGEEDEK.

V Dimethyl: 1, 11

6436 true 384 1335.649 1334.6438 1 -1.6 136.94 24.67 21.8 (M:21.8) 1 1 0

R.SEEMEPQVAQ

R.D Dimethyl:2H(4): 1

6437 true 2084 1335.7201 1334.6988 1 10.48 236.04 32 23.1 (M:23.1) 1 1 0

R.MGCEIVIATPG

R.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

6438 true 1336 1335.7234 1334.7132 1 2.19 234.88 29.67 61.9 (M:61.9) 1 1 0

R.FSQEVQIPEAR.

C Dimethyl:2H(4): 1



6439 true 326 1335.7272 1334.7132 1 4.99 275.4 24.33 67.5 (M:67.5) 1 1 0

R.GPPPPPTASEP

TR.R Dimethyl:2H(4): 1

6440 true 255 1335.7334 1334.7194 1 5.05 223.1 24.33 66.6 (M:66.6) 1 1 0

K.QDLPAPEEKPR.

I Dimethyl: 1, 9

6441 true 2580 1335.7346 1334.7234 1 2.93 117.46 37.5 19.6 (M:19.6) 1 1 0

R.VHSSFSFLEVK.

D Dimethyl: 1, 11

6442 true 1504 1335.737 1334.7194 1 7.73 251.06 30 46.3 (M:46.3) 1 1 0

K.GEHPGLSIGDV

AK.K Dimethyl: 1, 13

6443 true 2451 1335.744 1334.7322 1 3.42 261.3 33.83 28.6 (M:28.6) 2 1 0

R.STGEAFVQFAS

K.E Dimethyl:2H(4): 1, 12

6444 true 251 1335.747 1334.7546 1 -11.16 93.27 25.83 43.6 (M:43.6) 1 1 1

R.RHEFAEQINK.

M Dimethyl:2H(4): 1, 10

6445 true 2618 1335.7563 1334.7496 1 -0.41 191.88 35.33 24.3 (M:24.3) 1 1 0

R.LGQSSLEPVAFR

.A Dimethyl:2H(4): 1



6446 true 965 1335.757 1334.7446 1 3.88 221.75 27 25.8 (M:25.8) 1 1 1

R.LANKFEDSTVK.

Y Dimethyl: 1, 4, 11

6447 true 2958 1335.7633 1334.7318 1 18.08 245.43 39.83 64.2 (M:64.2) 1 1 0

K.NVFNMVVEVP

R.W Dimethyl:2H(4): 1

6448 true 2946 1335.7711 1334.7781 1 -10.69 258.96 39.17 46.2 (M:46.2) 1 84.45 1 0

R.AITGASLAEIMA

K.R Dimethyl:2H(4): 1; Dimethyl: 13

6449 true 1054 1336.6496 1335.6431 1 -0.54 271.27 27.33 19.5 (M:19.5) 1 1 0 K.IVSENYTYCR.L

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

6450 true 1136 1336.6598 1335.6403 1 9.17 129.98 26.5 74.1 (M:74.1) 1 1 0

R.CFVSGACDASA

K.L

Carbamidomethyl: 1, 7; 

Dimethyl:2H(4): 1, 12

6451 true 1625 1336.6756 1335.6571 1 8.37 231.63 30.67 30.6 (M:30.6) 1 1 0

K.NFIAQGPYENR.

T Dimethyl: 1

6452 false 1707 1336.6771 1335.6414 1 21.26 198.69 31.83 17.5 (M:17.5) 1 2 0

K.LMLEMDGTEN

K.S Dimethyl: 1, 11



6453 true 1725 1336.6964 1335.6885 1 0.45 271.84 30.5 16.6 (M:16.6) 1 1 0

R.MHEHAEFFPK.

H Dimethyl:2H(4): 1, 10

6454 true 2036 1336.723 1335.7449 1 -21.78 224.6 31.67 48.1 (M:48.1) 1 1 0

K.HPTLLQDPDLR.

Q Dimethyl:2H(4): 1

6455 true 2037 1336.7523 1335.7472 1 -1.61 254.52 31.83 31.8 (M:31.8) 1 1 1

K.MKEIAEAYLGK.

K Dimethyl: 1, 2, 11

6456 true 2037 1336.7523 1335.7472 1 -1.61 254.52 31.83 31.8 (M:31.8) 1 1 1

K.MKEIAEAYLGK.

T Dimethyl: 1, 2, 11

6457 true 3006 1336.7911 1335.7948 1 -8.26 162.63 37 34.6 (M:34.6) 3 1 1

K.MTPPIKDLLPR.

L Dimethyl: 1, 6

6458 true 2625 1336.8189 1335.8176 1 -4.51 170.53 38 23.2 (M:23.2) 1 1 0

R.ETVPVLLQHLR.

K Dimethyl:2H(4): 1

6459 true 416 1337.5613 1336.5684 1 -10.72 119.35 24.83 43.1 (M:43.1) 2 1 1 R.GYDDRDYYSR.S Dimethyl: 1



6460 true 713 1337.5769 1336.587 1 -13.03 119.53 26.5 30.9 (M:30.9) 1 1 0

R.MGSHPYYPDSR

.H Dimethyl: 1

6461 true 126 1337.6123 1336.5988 1 4.66 111.36 22.83 58.7 (M:58.7) 1 1 0 R.IIECTHCGCR.G

Carbamidomethyl: 4, 7, 9; 

Dimethyl:2H(4): 1

6462 true 2394 1337.6558 1336.6558 1 -5.43 184.56 32.17 22.8 (M:22.8) 1 1 0

R.HCGDDIAGLVP

R.K Carbamidomethyl: 2; Dimethyl: 1

6463 true 2080 1337.6678 1336.6623 1 -1.31 115.88 34.17 54.6 (M:54.6) 1 1 0

K.DVLSVAFSSDN

R.Q Dimethyl: 1

6464 true 1794 1337.75 1336.7401 1 1.97 214.15 31.67 51.8 (M:51.8) 1 1 0 K.IHIDLPNEQAR.L Dimethyl:2H(4): 1

6465 true 1831 1337.7884 1336.7827 1 -1.19 155.39 32 24.4 (M:24.4) 1 1 1

R.RGDIIGVVGNP

GK.T Dimethyl: 1, 13

6466 true 2728 1337.816 1336.8016 1 5.31 228.1 36.67 28.0 (M:28.0) 1 1 0 R.ISHLPLVEELR.S Dimethyl:2H(4): 1



6467 true 202 1338.6604 1337.6448 1 6.2 151.19 22.83 98.3 (M:98.3) 2 1 0

R.YHSQGSAAAM

QR.R Dimethyl:2H(4): 1

6468 true 1640 1338.6729 1337.6616 1 3.01 243.56 31.33 33.4 (M:33.4) 1 1 0

R.YGEPSEVFINR.

D Dimethyl: 1

6469 true 2493 1338.7787 1337.7931 1 -16.17 264.17 36.33 25.4 (M:25.4) 1 89.62 1 1 K.IKSFDMILSPK.E Dimethyl:2H(4): 1; Dimethyl: 11

6470 true 1790 1338.7792 1337.7602 1 8.81 303.04 32 15.8 (M:15.8) 1 1 1

R.AKVAAMGALH

GLR.K Oxidation: 6; Dimethyl: 1

6471 true 1813 1338.8187 1337.8159 1 -3.32 291.79 31 31.8 (M:31.8) 1 1 0 K.EDLYLKPIQR.T Dimethyl:2H(4): 1, 6

6472 true 3700 1338.8552 1337.8444 1 2.66 197.83 45 70.0 (M:70.0) 1 1 0

R.TLATDILMGVLK

.E Dimethyl:2H(4): 1, 12

6473 true 788 1339.5965 1338.5939 1 -3.54 238.98 26.5 57.8 (M:57.8) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1



6474 true 788 1339.5965 1338.5939 1 -3.54 238.98 26.5 57.8 (M:57.8) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1

6475 true 1779 1339.6305 1338.6461 1 -17.07 220.08 32 16.1 (M:16.1) 1 1 0 R.IMELEEMQER.L Dimethyl:2H(4): 1

6476 true 1490 1339.6858 1338.7044 1 -19.35 134.47 30.33 37.2 (M:37.2) 1 1 0

R.IHTGQDPQFLR.

S Dimethyl: 1

6477 true 2024 1339.6954 1338.682 1 4.59 169.6 32.67 15.3 (M:15.3) 1 1 0

K.NNIPYFETSAK.

E Dimethyl: 1, 11

6478 true 1505 1339.6982 1338.6779 1 9.66 253.74 30 33.2 (M:33.2) 1 1 0

R.TGYTLDVTTGQ

R.K Dimethyl: 1

6479 true 1505 1339.6982 1338.6779 1 9.66 253.74 30 33.2 (M:33.2) 1 1 0

R.TGYTLDVTTGQ

R.K Dimethyl: 1

6480 true 599 1339.73 1338.7206 1 1.58 223.27 22.5 27.1 (M:27.1) 2 1 0

K.RPMDGSYGPP

AK.R Dimethyl:2H(4): 1, 12



6481 true 2979 1339.7806 1338.8032 1 -22.31 253.96 39.5 83.3 (M:83.3) 3 1 0

R.AITGASLAEIMA

K.R Dimethyl:2H(4): 1, 13

6482 true 1748 1340.6015 1339.6013 1 -5.27 252.17 30.5 20.6 (M:20.6) 1 1 0 K.QGYENLCCLR.C Carbamidomethyl: 7, 8; Dimethyl: 1

6483 true 986 1340.6599 1339.6554 1 -2.06 164.7 26.33 62.9 (M:62.9) 2 1 0 K.YICTSSAIQNR.F Carbamidomethyl: 3; Dimethyl: 1

6484 true 1626 1340.6836 1339.6823 1 -4.45 227.07 30.67 17.3 (M:17.3) 1 1 0

K.NFIAQGPYENR.

T Dimethyl:2H(4): 1

6485 true 89 1340.7262 1339.7096 1 6.96 66.69 22.33 24.0 (M:24.0) 1 1 0 K.ISQHSQITNEK.I Dimethyl: 1, 11

6486 true 3857 1340.7676 1339.7472 1 9.83 204.24 43 24.5 (M:24.5) 1 1 0

K.LAGMSDGLFLL

R.Q Dimethyl:2H(4): 1; Oxidation: 4

6487 true 1279 1340.784 1339.7823 1 -4.16 251.49 29.67 37.4 (M:37.4) 1 1 1

K.QKVDLQSLPTR.

A Dimethyl: 1, 2



6488 false 1279 1340.784 1339.7823 1 -4.16 224.95 29.67 20.3 (M:20.3) 1 2 1

K.GTSVLQSIKSHK

.I Dimethyl: 1, 12

6489 true 2837 1340.792 1339.7929 1 -6.13 129.02 35.5 19.7 (M:19.7) 1 1 1

R.SFDKGPFATFK.

M Dimethyl:2H(4): 1, 4, 11

6490 true 2897 1340.8033 1339.7864 1 7.23 197.6 37 15.1 (M:15.1) 1 1 1 K.LPFPIIADKDR.E Dimethyl: 1, 9

6491 true 1127 1340.8083 1339.801 1 0.05 210.7 31.83 18.6 (M:18.6) 1 1 1

R.IVIIMRGLPGSG

K.T

6492 true 2753 1340.8171 1339.8075 1 1.76 153.72 34 37.0 (M:37.0) 1 1 1 R.KLVIIEGDLER.T Dimethyl: 1, 1

6493 true 2006 1340.8332 1339.8075 1 13.73 274.98 31.83 18.5 (M:18.5) 1 50.52 1 1

K.IIDLAAAGEAKL

K.E Dimethyl: 13

6494 true 417 1341.5845 1340.5935 1 -12.17 195.22 24.83 33.0 (M:33.0) 2 1 1 R.GYDDRDYYSR.S Dimethyl:2H(4): 1



6495 true 714 1341.6008 1340.6121 1 -13.85 128.64 26.5 22.0 (M:22.0) 1 1 0

R.MGSHPYYPDSR

.H Dimethyl:2H(4): 1

6496 true 554 1341.6513 1340.6311 1 9.63 157.22 25.67 27.6 (M:27.6) 1 1 0 R.YCYYNETHK.I

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 9

6497 true 2360 1341.6883 1340.6809 1 0.09 211.71 32.17 39.6 (M:39.6) 1 1 0

R.HCGDDIAGLVP

R.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6498 true 2081 1341.693 1340.6874 1 -1.28 186.34 34.17 55.5 (M:55.5) 1 1 0

K.DVLSVAFSSDN

R.Q Dimethyl:2H(4): 1

6499 true 2296 1341.6967 1340.6815 1 5.88 248.31 35.17 67.9 (M:67.9) 1 1 0 K.YLDPSFFQHR.I Dimethyl:2H(4): 1

6500 true 600 1341.7372 1340.73 1 -0.03 198.56 26.17 50.8 (M:50.8) 1 1 0

K.TIIQNPTDQQK.

K Dimethyl: 1, 11

6501 true 1851 1341.7692 1340.7816 1 -14.71 191.24 32.83 19.4 (M:19.4) 1 1 0

R.NVLLVTQHYAK.

I Dimethyl: 1, 11



6502 true 2038 1341.8176 1340.7915 1 14.04 541.89 31.83 17.1 (M:17.1) 1 1 1

R.DEAEAVGKLLLK

.V Dimethyl: 8, 12

6503 true 362 1342.6059 1341.5983 1 0.23 176.16 24.5 31.8 (M:31.8) 1 1 0

K.GCPEQDIENPR.

G Carbamidomethyl: 2; Dimethyl: 1

6504 true 2333 1342.6414 1341.6599 1 -19.18 127.61 37.17 19.7 (M:19.7) 1 1 0

-

.MEALPSPLESAR.

F Acetyl: 1

6505 true 286 1342.6448 1341.6426 1 -3.78 181.66 23.83 29.1 (M:29.1) 1 1 0

R.EANHNVSAPYG

R.I Dimethyl: 1

6506 true 911 1342.6902 1341.6789 1 2.97 201.13 27.33 71.5 (M:71.5) 1 1 0

K.AVGGAVDHGT

AFGR.I Dimethyl: 1

6507 true 3112 1342.691 1341.6717 1 8.95 278.48 38 36.7 (M:36.7) 1 1 0

K.YGSVVFPNFER.

G Dimethyl: 1

6508 true 1765 1342.6915 1341.6789 1 3.95 297.59 30.67 55.8 (M:55.8) 1 1 0

R.NQNHDTFLAVR

.Y Dimethyl: 1



6509 true 1641 1342.6967 1341.6867 1 2.09 247.37 31.33 35.5 (M:35.5) 1 1 0

R.YGEPSEVFINR.

D Dimethyl:2H(4): 1

6510 true 2396 1342.715 1341.7152 1 -5.55 133.56 36.83 16.6 (M:16.6) 1 1 1 K.CEEEIAKLYK.Q

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1; Dimethyl: 10

6511 true 1517 1342.7155 1341.7041 1 3.1 220.18 30.33 60.0 (M:60.0) 1 1 0

K.VPFDAATLHTS

R.A Dimethyl: 1

6512 true 3021 1342.7233 1341.6969 1 14.23 259.96 37.83 42.9 (M:42.9) 1 1 0

R.AAVFNPYTEFK.

E Dimethyl: 1, 11

6513 false 437 1342.7292 1341.7504 1 -21.22 254.48 25.17 16.2 (M:16.2) 1 2 1

K.LQDEKQQLEK.

V Dimethyl: 1, 5, 10

6514 true 437 1342.7292 1341.7252 1 -2.49 243.94 25.17 17.5 (M:17.5) 1 1 1

K.KANAEELANNL

K.Q Dimethyl: 12

6515 false 608 1342.7308 1341.7377 1 -10.49 268.35 25.67 15.9 (M:15.9) 1 2 0

K.LCHTSPLQQAK.

D

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Dimethyl: 11



6516 true 3345 1342.7674 1341.7516 1 6.33 179.82 40.83 23.5 (M:23.5) 1 1 0

K.TVTAMDVVYAL

K.R Dimethyl:2H(4): 1

6517 true 3584 1342.77 1341.7896 1 -20.03 267.79 41 15.4 (M:15.4) 2 1 1 K.IKLWEVYGDR.R Dimethyl:2H(4): 1, 2

6518 false 1469 1342.798 1341.7616 1 21.69 332.35 28.33 18.6 (M:18.6) 1 2 1

K.VGGRLEDTQLV

K.G Dimethyl: 12

6519 false 1469 1342.798 1341.817 1 -19.52 254.86 28.33 15.7 (M:15.7) 1 4 1

R.AVEDKNIGPLV

K.T Dimethyl:2H(4): 5; Dimethyl: 1

6520 true 2620 1342.8092 1341.7995 1 1.75 241.53 41 52.8 (M:52.8) 1 1 0 R.STQAIFEILEK.S Dimethyl:2H(4): 1, 11

6521 false 2007 1342.8386 1341.798 1 24.82 338.76 31.67 15.9 (M:15.9) 1 3 1

K.SVGLKIDNISIR.

T Dimethyl: 1

6522 true 789 1343.6127 1342.619 1 -10.13 212.08 26.5 50.0 (M:50.0) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1



6523 true 789 1343.6127 1342.619 1 -10.13 212.08 26.5 50.0 (M:50.0) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1

6524 true 2667 1343.694 1342.7092 1 -16.78 204.87 35.5 16.4 (M:16.4) 1 1 1

R.GAESSIADGQP

KK.V Dimethyl: 12, 13

6525 true 1491 1343.7051 1342.7295 1 -23.6 115.54 30.33 53.2 (M:53.2) 1 1 0

R.IHTGQDPQFLR.

S Dimethyl:2H(4): 1

6526 true 2420 1343.7069 1342.7067 1 -5.27 153.85 37 17.9 (M:17.9) 1 1 1

K.GMFRTVGQLYK

.E Oxidation: 2; Dimethyl: 11

6527 true 2420 1343.7069 1342.7067 1 -5.27 153.85 37 17.9 (M:17.9) 1 1 1

K.GMFRTVGQLYK

.E Oxidation: 2; Dimethyl: 11

6528 true 1221 1343.715 1342.7031 1 3.49 228.62 30 42.8 (M:42.8) 1 1 0

R.TGYTLDVTTGQ

R.K Dimethyl:2H(4): 1

6529 true 1221 1343.715 1342.7031 1 3.49 228.62 30 42.8 (M:42.8) 1 1 0

R.TGYTLDVTTGQ

R.K Dimethyl:2H(4): 1



6530 true 2854 1343.7506 1342.7497 1 -4.72 141.72 34.67 70.9 (M:70.9) 1 1 0 K.HALIIYDDLSK.Q Dimethyl: 1, 11

6531 true 256 1343.7728 1342.7696 1 -3.02 186.64 24.33 20.4 (M:20.4) 1 1 0

K.QDLPAPEEKPR.

I Dimethyl:2H(4): 1, 9

6532 false 3304 1343.8007 1342.806 1 -9.38 223.39 40.33 17.0 (M:17.0) 1 2 1

R.LDGAHAPELTK

K.V Dimethyl:2H(4): 11, 12

6533 true 1749 1344.6319 1343.6264 1 -1.29 280.38 30.5 53.6 (M:53.6) 1 1 0 K.QGYENLCCLR.C

Carbamidomethyl: 7, 8; 

Dimethyl:2H(4): 1

6534 false 852 1344.66 1343.6681 1 -11.48 186.02 26.83 39.5 (M:39.5) 1 2 0

K.AADAEAEVASL

NR.R Dimethyl: 1

6535 true 1249 1344.6854 1343.7045 1 -19.6 172.08 29 21.4 (M:21.4) 1 1 0

R.QEDVIATANLS

R.R Dimethyl: 1

6536 true 987 1344.6863 1343.6805 1 -1.14 181.66 26.33 41.1 (M:41.1) 2 1 0 K.YICTSSAIQNR.F

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1



6537 false 1240 1344.7076 1343.6793 1 15.62 223.15 30.17 15.7 (M:15.7) 1 3 1

M.GSGTRQSSNG

PVK.K Acetyl: 1; Dimethyl: 13

6538 true 1240 1344.7076 1343.6874 1 9.64 236.6 30.17 44.8 (M:44.8) 1 1 1 K.TKFPADQYYR.F Dimethyl: 1, 2

6539 true 1105 1344.738 1343.7533 1 -16.77 197.4 31 55.7 (M:55.7) 1 1 0

K.CLATGPGIAPTV

R.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6540 true 2187 1344.7396 1343.7421 1 -7.29 197.75 36.5 29.1 (M:29.1) 1 1 0

R.CLTPLVPEDLR.

K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6541 true 1004 1344.7449 1343.7409 1 -2.44 210.39 24.67 32.0 (M:32.0) 1 1 1

K.SLEQSANAANK

K.I Dimethyl: 1, 11, 12

6542 true 1412 1344.7506 1343.7449 1 -1.16 211.31 30 52.9 (M:52.9) 1 1 0

K.ITDSAGHILYAK.

E Dimethyl: 1, 12

6543 false 1412 1344.7506 1343.7756 1 -24.02 227.43 30 17.1 (M:17.1) 1 5 1

K.LGSLMKQVMG

GK.D Dimethyl:2H(4): 1, 6; Oxidation: 5, 9



6544 true 2185 1344.7549 1343.7499 1 -1.74 208.7 34.33 19.2 (M:19.2) 1 1 0

R.EQFTLPSVVHR.

D Dimethyl:2H(4): 1

6545 true 3559 1344.8346 1343.8326 1 -3.92 232.11 39.83 36.4 (M:36.4) 1 1 0

R.AQTLGTITAVPI

K.V Dimethyl:2H(4): 1

6546 true 2662 1344.8555 1343.845 1 2.36 222.56 36.83 37.8 (M:37.8) 2 1 1

K.MTPPIKDLLPR.

L Dimethyl:2H(4): 1, 6

6547 true 685 1345.5987 1344.5918 1 -0.28 194.66 26 48.0 (M:48.0) 1 1 0

K.FSGDLDDQTCR

.E

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

6548 true 784 1345.6753 1344.6826 1 -10.85 154.98 27.67 35.4 (M:35.4) 1 1 0 R.SYHEEFRPPK.E Dimethyl: 1, 10

6549 true 953 1345.6822 1344.6708 1 3.12 212.63 25.83 31.0 (M:31.0) 1 1 0

K.NCTIVSPDAGG

AK.R Carbamidomethyl: 2; Dimethyl: 1, 13

6550 true 184 1345.6875 1344.6674 1 9.52 258.56 24.17 107.0 (M:107.0) 1 1 0

R.QAGEVTYADA

HK.E Dimethyl: 1, 12



6551 true 184 1345.6875 1344.6674 1 9.52 258.56 24.17 107.0 (M:107.0) 1 1 0

R.QAGEVTYADA

HK.G Dimethyl: 1, 12

6552 true 1021 1345.6962 1344.6561 1 24.33 312.95 27.83 72.6 (M:72.6) 2 1 0

K.DISTNYYASQK.

K Dimethyl: 1, 11

6553 true 1506 1345.7051 1344.7088 1 -8.16 268.76 30.67 27.3 (M:27.3) 1 1 0

R.QADFEAHNILR.

E Dimethyl:2H(4): 1

6554 false 1014 1345.7217 1344.6932 1 15.73 294.01 30.5 15.5 (M:15.5) 1 2 1

K.NRAAAMANNL

QK.G Oxidation: 6; Dimethyl: 1

6555 true 1014 1345.7217 1344.715 1 -0.45 272.27 30.5 60.3 (M:60.3) 3 1 0

R.NVNGVNYVSP

VR.N Dimethyl: 1

6556 false 3550 1345.7477 1344.7373 1 2.27 310.61 42 16.4 (M:16.4) 1 4 1

R.RIVEQDTMPPK

.G Dimethyl:2H(4): 11

6557 true 3550 1345.7477 1344.7509 1 -7.83 302.98 42 71.7 (M:71.7) 2 1 0

K.QIPCIVSMLTK.

E Carbamidomethyl: 4; Dimethyl: 1, 11



6558 true 2980 1345.8538 1344.8291 1 12.98 284 37.33 27.0 (M:27.0) 1 1 0

K.AVPCLVEPVLG

K.E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 12

6559 true 1859 1345.8614 1344.8213 1 24.4 308.2 32 17.8 (M:17.8) 1 1 1

R.ALELRILAQMR.

E Dimethyl:2H(4): 1

6560 true 363 1346.648 1345.6234 1 12.87 140.14 24.5 43.4 (M:43.4) 1 1 0

K.GCPEQDIENPR.

G

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6561 true 288 1346.6722 1345.6677 1 -2.03 170.65 23.83 34.5 (M:34.5) 1 1 0

R.EANHNVSAPYG

R.I Dimethyl:2H(4): 1

6562 true 252 1346.6948 1345.699 1 -8.54 93.44 24.17 30.3 (M:30.3) 1 1 1

R.DAVTYTEHAKR.

K Dimethyl: 1, 10

6563 true 2923 1346.6957 1345.699 1 -7.88 110.63 35 59.1 (M:59.1) 1 1 0

R.NPAILSAASFDG

R.L Dimethyl: 1

6564 true 3113 1346.7086 1345.6968 1 3.36 336.93 38 20.5 (M:20.5) 1 1 0

K.YGSVVFPNFER.

G Dimethyl:2H(4): 1



6565 true 912 1346.7107 1345.7041 1 -0.47 258.25 27.33 96.3 (M:96.3) 1 1 0

K.AVGGAVDHGT

AFGR.I Dimethyl:2H(4): 1

6566 true 217 1346.7144 1345.7089 1 -1.33 262.84 24.17 37.2 (M:37.2) 1 1 0

K.STSVSTPEQQV

K.L Dimethyl: 1, 12

6567 true 1727 1346.7167 1345.7041 1 4.02 347.06 30.67 66.4 (M:66.4) 1 1 0

R.NQNHDTFLAVR

.Y Dimethyl:2H(4): 1

6568 false 1727 1346.7167 1345.6901 1 14.36 316.35 30.67 26.1 (M:26.1) 1 2 1

R.LQHDSERHHR.

N Dimethyl:2H(4): 1

6569 true 1419 1346.7529 1345.7354 1 7.58 263.03 29.67 59.4 (M:59.4) 1 1 0

K.IDSVLEGHPVPR

.Q Dimethyl: 1

6570 true 3475 1346.7772 1345.7941 1 -17.94 150.16 41.83 20.8 (M:20.8) 1 1 0

R.VLQDLVMDILR.

V Dimethyl:2H(4): 1

6571 false 2814 1346.7846 1345.7758 1 1.15 342.21 37.33 19.9 (M:19.9) 1 2 1 K.IDREFALWLK.D Dimethyl: 1, 10



6572 true 2814 1346.7846 1345.7718 1 4.14 261.76 37.33 67.8 (M:67.8) 1 1 0

K.LDPHLVLDQLR.

C Dimethyl: 1

6573 true 2814 1346.7846 1345.7718 1 4.14 261.76 37.33 67.8 (M:67.8) 1 1 0

K.LDPHLVLDQLR.

C Dimethyl: 1

6574 true 3432 1346.7874 1345.769 1 8.26 242.37 40 18.9 (M:18.9) 2 1 0

R.IGLDLAALNMQ

R.G Dimethyl:2H(4): 1

6575 true 3701 1346.8029 1345.7891 1 4.83 209.12 45 40.6 (M:40.6) 1 1 0

R.TLATDILMGVLK

.E Oxidation: 8; Dimethyl: 1, 12

6576 false 3287 1346.8029 1345.769 1 19.82 349.51 40.17 17.7 (M:17.7) 1 3 0

K.LLSVLNQMPQR

.H Dimethyl:2H(4): 1; Oxidation: 8

6577 true 531 1346.8123 1345.8082 1 -2.35 157.1 24.17 74.4 (M:74.4) 2 1 0

K.KPAIDHAAVAA

AK.Q Dimethyl: 1, 1, 13

6578 true 233 1347.6141 1346.6136 1 -5.07 132.65 23.67 26.2 (M:26.2) 1 1 0 K.LQEVECEEQR.L Carbamidomethyl: 6; Dimethyl: 1



6579 true 1750 1347.6906 1346.683 1 0.24 248.99 32 41.9 (M:41.9) 1 1 0

R.YNPENLATLER.

Y Dimethyl: 1

6580 true 1222 1347.7212 1346.6955 1 13.68 197.5 29 30.4 (M:30.4) 1 1 0 R.LPEHCIEYVR.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

6581 true 140 1347.7271 1346.7204 1 -0.42 242.24 23.5 30.1 (M:30.1) 1 1 1 K.LSQEINRNEGR.I Dimethyl:2H(4): 1

6582 true 934 1347.7286 1346.7104 1 8.14 173.83 27.67 19.1 (M:19.1) 1 1 1

K.NKAEEAMATYR

.T Dimethyl:2H(4): 1, 2

6583 true 3180 1347.7688 1346.7479 1 10.05 205.04 39.5 40.5 (M:40.5) 1 1 0

R.AITGASLAEIMA

K.R Oxidation: 11; Dimethyl: 1, 13

6584 true 3491 1347.7774 1346.7558 1 10.62 217.97 40.33 37.0 (M:37.0) 1 1 0

R.GAAGALLVYDIT

R.R Dimethyl: 1

6585 true 432 1348.621 1347.6241 1 -7.71 290.06 24.83 28.4 (M:28.4) 1 1 0

R.EGPNQFQNCA

K.E Carbamidomethyl: 9; Dimethyl: 1, 11



6586 true 1274 1348.6342 1347.6307 1 -2.76 200.49 29.33 21.8 (M:21.8) 1 1 0

R.EFDELSPEAQR.

Q Dimethyl: 1

6587 true 446 1348.6808 1347.6684 1 3.83 192.16 24.83 63.1 (M:63.1) 1 1 0

K.EQHTHPAFTPR.

T Dimethyl: 1

6588 true 825 1348.6823 1347.6932 1 -13.46 259.05 26.83 31.1 (M:31.1) 1 1 0

K.AADAEAEVASL

NR.R Dimethyl:2H(4): 1

6589 true 1034 1348.6963 1347.6823 1 4.97 171.35 27.83 27.9 (M:27.9) 1 1 0

K.YGHYPNTIAEK.

H Dimethyl: 1, 11

6590 true 1863 1348.7081 1347.7085 1 -5.7 324.1 32.83 48.6 (M:48.6) 1 1 0

K.LQIWDTAGQER

.F Dimethyl:2H(4): 1

6591 true 1863 1348.7081 1347.7085 1 -5.7 324.1 32.83 48.6 (M:48.6) 1 1 0

K.LQIWDTAGQER

.F Dimethyl:2H(4): 1

6592 true 1863 1348.7081 1347.7085 1 -5.7 324.1 32.83 48.6 (M:48.6) 1 1 0

K.LQIWDTAGQER

.F Dimethyl:2H(4): 1



6593 true 1863 1348.7081 1347.7085 1 -5.7 324.1 32.83 48.6 (M:48.6) 1 1 0

R.LQLWDTAGQE

R.F Dimethyl:2H(4): 1

6594 true 1863 1348.7081 1347.7085 1 -5.7 324.1 32.83 48.6 (M:48.6) 1 1 0

K.LQIWDTAGQER

.F Dimethyl:2H(4): 1

6595 true 1863 1348.7081 1347.7085 1 -5.7 324.1 32.83 48.6 (M:48.6) 1 1 0

K.LQIWDTAGQER

.F Dimethyl:2H(4): 1

6596 false 1398 1348.7151 1347.7271 1 -14.26 333.92 30 18.3 (M:18.3) 1 2 1 R.DHLCKLFDIR.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

6597 true 2335 1348.7651 1347.7398 1 13.34 233.81 38.33 37.8 (M:37.8) 1 1 0

R.YLQSLLAEVER.

R Dimethyl: 1

6598 true 301 1348.804 1347.7874 1 6.91 162.81 23 34.0 (M:34.0) 1 1 0

K.LQGKPQSHELK.

V Dimethyl: 1, 4, 11

6599 true 1280 1348.8328 1347.8326 1 -5.22 236.7 29.67 37.7 (M:37.7) 1 1 1

K.QKVDLQSLPTR.

A Dimethyl:2H(4): 1, 2



6600 true 2738 1348.8489 1347.8366 1 3.75 219.57 35.67 36.9 (M:36.9) 2 1 1 K.LPFPIIADKDR.E Dimethyl:2H(4): 1, 9

6601 false 2754 1348.8672 1347.8713 1 -8.41 187.23 34 19.1 (M:19.1) 1 50 2 1

K.VKVIVMLTELK.

E

Dimethyl:2H(4): 2; Oxidation: 6; 

Dimethyl: 11

6602 true 2754 1348.8672 1347.8577 1 1.66 169.71 34 39.1 (M:39.1) 1 1 1 R.KLVIIEGDLER.T Dimethyl:2H(4): 1, 1

6603 false 876 1349.6831 1348.6874 1 -8.58 304.34 26.83 19.3 (M:19.3) 1 3 1 K.QEFEKQDELK.R Dimethyl: 5, 10

6604 true 876 1349.6831 1348.6735 1 1.73 304.53 26.83 67.9 (M:67.9) 1 1 0

K.TFQEAQSQLNR

.A Dimethyl: 1

6605 true 1151 1349.6923 1348.6623 1 16.86 224.88 28.67 20.8 (M:20.8) 1 1 0

K.EFGSLPATSEQR

.Q Dimethyl: 1

6606 true 1842 1349.6978 1348.6959 1 -3.93 208.13 32.5 31.5 (M:31.5) 1 1 0

K.EGVECEVINLR.

T

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



6607 true 1702 1349.7183 1348.7279 1 -12.44 249.01 31.83 18.7 (M:18.7) 2 42.17 1 1 R.KETYSVYIYK.V Dimethyl: 1, 10

6608 false 2013 1349.7336 1348.7279 1 -1.16 245 31.33 16.3 (M:16.3) 3 27.02 5 1 R.KETYSVYIYK.V Dimethyl: 1, 1

6609 true 1045 1349.7455 1348.7401 1 -1.41 266.2 30.5 56.4 (M:56.4) 2 1 0

R.NVNGVNYVSP

VR.N Dimethyl:2H(4): 1

6610 true 846 1349.75 1348.7602 1 -12.94 180.7 25.33 53.7 (M:53.7) 1 1 0

R.KPALPADEPAE

K.A Dimethyl: 1, 1, 12

6611 true 2542 1349.7622 1348.7351 1 14.68 230.8 35 68.2 (M:68.2) 1 1 0

K.VLATAFDTTLG

GR.K Dimethyl: 1

6612 false 557 1349.784 1348.7602 1 12.21 373.51 25.33 17.3 (M:17.3) 1 2 0

K.LELKPPDVPDA

K.V Dimethyl: 12

6613 true 557 1349.784 1348.7715 1 3.89 196.97 25.33 54.4 (M:54.4) 1 1 1

R.GKDGEIHPVSV

K.V Dimethyl: 1, 2, 12



6614 true 601 1349.7888 1348.7802 1 0.99 246.21 26.17 23.5 (M:23.5) 1 1 0

K.TIIQNPTDQQK.

K Dimethyl:2H(4): 1, 11

6615 true 2434 1349.8271 1348.8119 1 5.87 160.74 36.83 24.7 (M:24.7) 1 1 0 K.IIFPEHIPLSK.L Dimethyl: 1, 11

6616 true 2226 1350.6433 1349.6252 1 8.05 236.61 33.5 42.2 (M:42.2) 1 1 0

K.QYDSFTFTASR.

N Dimethyl: 1

6617 true 542 1350.6566 1349.6448 1 3.3 114.05 25.5 35.8 (M:35.8) 1 1 0

R.QDCHGAALQY

R.Q

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

6618 false 551 1350.6661 1349.651 1 5.78 257.06 25.33 20.1 (M:20.1) 1 3 0

K.MTNHDVEHAIR

.K Dimethyl: 1

6619 false 364 1350.6804 1349.6725 1 0.44 128.92 24.33 31.1 (M:31.1) 1 2 0

K.TIQVDNTDAEG

R.L Dimethyl:2H(4): 1

6620 true 364 1350.6804 1349.6725 1 0.44 136.35 24.33 51.8 (M:51.8) 1 1 0

K.TVEINNTDAEG

R.L Dimethyl:2H(4): 1



6621 true 2207 1350.683 1349.6802 1 -3.29 190.42 34.33 42.4 (M:42.4) 1 1 0

K.ADFCIIHYAGK.

V Carbamidomethyl: 4; Dimethyl: 1, 11

6622 true 2207 1350.683 1349.6802 1 -3.29 190.42 34.33 42.4 (M:42.4) 1 1 0

K.ADFCIIHYAGK.

V Carbamidomethyl: 4; Dimethyl: 1, 11

6623 true 2924 1350.7236 1349.7241 1 -5.8 201.48 35 72.1 (M:72.1) 1 1 0

R.NPAILSAASFDG

R.L Dimethyl:2H(4): 1

6624 true 1044 1350.7299 1349.7303 1 -5.66 210.04 27.67 17.8 (M:17.8) 1 1 0

R.GGLVHPSLQDS

GK.K Dimethyl: 1, 13

6625 true 1993 1350.7417 1349.7377 1 -2.4 280.91 31.67 22.8 (M:22.8) 1 1 1

K.VKELYEAVGMR

.A Dimethyl: 1, 2

6626 true 139 1350.7456 1349.7589 1 -15.24 235.81 20.33 18.4 (M:18.4) 1 1 1

R.FKQEGIMNCK.

V

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 2, 10

6627 true 3007 1350.7647 1349.7471 1 7.67 276.56 37.83 100.5 (M:100.5) 2 1 0

R.AAVFNPYTEFK.

E Dimethyl:2H(4): 1, 11



6628 true 1420 1350.774 1349.7605 1 4.62 250.72 29.67 55.4 (M:55.4) 2 1 0

K.IDSVLEGHPVPR

.Q Dimethyl:2H(4): 1

6629 false 3278 1350.7759 1349.7352 1 24.7 214.17 41.83 15.3 (M:15.3) 1 4 0

K.STLMDTLFNTK.

F Dimethyl:2H(4): 1, 11; Oxidation: 4

6630 false 3278 1350.7759 1349.7744 1 -4.32 169.36 41.83 17.7 (M:17.7) 1 2 0

K.SLEALDPSLFAK.

N Dimethyl:2H(4): 1; Dimethyl: 12

6631 true 1319 1350.8085 1349.7828 1 13.6 278.99 28.67 35.2 (M:35.2) 1 1 0

K.KPLMTAEVPER.

T Dimethyl:2H(4): 1, 1; Oxidation: 4

6632 true 2789 1350.8123 1349.7969 1 6.03 269.99 37.33 94.8 (M:94.8) 1 1 0

K.LDPHLVLDQLR.

C Dimethyl:2H(4): 1

6633 true 2789 1350.8123 1349.7969 1 6.03 269.99 37.33 94.8 (M:94.8) 1 1 0

K.LDPHLVLDQLR.

C Dimethyl:2H(4): 1

6634 true 715 1351.5627 1350.5553 1 0.11 166.61 26.33 39.1 (M:39.1) 1 1 0

K.CDTCMMNVHK

.R

Carbamidomethyl: 1, 4; Dimethyl: 1, 

10



6635 false 715 1351.5627 1350.5366 1 13.89 185.9 26.33 25.3 (M:25.3) 1 2 0

K.CDTCDMNVHK.

Q

Carbamidomethyl: 1, 4; Oxidation: 6; 

Dimethyl: 1, 10

6636 true 253 1351.6392 1350.6387 1 -5.04 185.25 23.67 30.8 (M:30.8) 1 1 0 K.LQEVECEEQR.L

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

6637 true 2580 1351.6476 1350.6391 1 0.96 288.91 35.17 21.6 (M:21.6) 1 1 0

K.GMTGVEQWPY

R.A Dimethyl: 1

6638 true 2157 1351.6675 1350.6568 1 2.53 204.27 31.17 33.3 (M:33.3) 1 1 0

K.HYSGLEEAVYR.

N Dimethyl: 1

6639 false 2497 1351.6809 1350.6999 1 -19.47 246.66 34 15.6 (M:15.6) 1 2 1

K.MQNSMIAAKT

GK.V Oxidation: 1; Dimethyl: 1, 12

6640 true 174 1351.7119 1350.7004 1 3.13 162.85 24.67 34.8 (M:34.8) 1 1 0

K.QAVEQQIQSHR

.E Dimethyl: 1

6641 true 218 1351.7293 1350.7143 1 5.72 293.7 24.17 25.3 (M:25.3) 1 1 1

K.FKQESTVATER.

Q Dimethyl: 1, 2



6642 true 3246 1351.7542 1350.7268 1 14.93 232.14 39.83 25.1 (M:25.1) 1 1 0

K.NVFNMVVEVP

R.W Dimethyl:2H(4): 1; Oxidation: 5

6643 true 1047 1351.7839 1350.7507 1 19.17 277.24 28.33 22.8 (M:22.8) 1 1 0

K.QDLPALEEKPR.

N Dimethyl: 1, 9

6644 true 1047 1351.7839 1350.7507 1 19.17 277.24 28.33 22.8 (M:22.8) 1 1 0

K.QDLPALEEKPR.

N Dimethyl: 1, 9

6645 true 3479 1351.7945 1350.7809 1 4.71 243.81 40.33 30.3 (M:30.3) 1 1 0

R.GAAGALLVYDIT

R.R Dimethyl:2H(4): 1

6646 true 2531 1351.8023 1350.7983 1 -2.43 264.75 34.67 22.7 (M:22.7) 1 1 1

R.ARVEVAELPAL

R.D Dimethyl: 1

6647 true 2855 1351.8028 1350.7999 1 -3.23 190.88 34.67 72.6 (M:72.6) 1 1 0 K.HALIIYDDLSK.Q Dimethyl:2H(4): 1, 11

6648 false 826 1352.6642 1351.662 1 -3.74 277.95 26.83 15.2 (M:15.2) 1 4 1

R.ADLAEEYSKDR.

K Dimethyl: 1, 9



6649 true 1302 1352.6845 1351.6558 1 15.84 218.96 29.33 38.1 (M:38.1) 1 1 0

R.EFDELSPEAQR.

Q Dimethyl:2H(4): 1

6650 true 1701 1352.6858 1351.6823 1 -2.78 194.52 31.33 30.8 (M:30.8) 1 1 0

K.SFNTFVHTDPR.

N Dimethyl:2H(4): 1

6651 true 2405 1352.6957 1351.7024 1 -10.33 231.71 38 45.3 (M:45.3) 1 1 0 K.ELPEYYELIR.K Dimethyl: 1

6652 true 894 1352.7351 1351.7208 1 5.18 142.17 27.33 20.9 (M:20.9) 1 1 0

R.SQLLGSAHEVQ

R.F Dimethyl: 1

6653 true 1333 1352.741 1351.7376 1 -2.89 299.74 30 44.5 (M:44.5) 3 1 1 K.TKFPADQYYR.F Dimethyl:2H(4): 1, 2

6654 true 2336 1352.7853 1351.7649 1 9.68 253.4 38.33 33.6 (M:33.6) 1 1 0

R.YLQSLLAEVER.

R Dimethyl:2H(4): 1

6655 true 3560 1352.7886 1351.8075 1 -19.38 250.05 40 71.6 (M:71.6) 1 1 0

R.NIPGITLLDVNK.

L Dimethyl: 1, 12



6656 true 1487 1352.793 1351.7951 1 -6.91 249.66 30 44.8 (M:44.8) 1 1 0

K.ITDSAGHILYAK.

E Dimethyl:2H(4): 1, 12

6657 true 2906 1352.8026 1351.8125 1 -12.73 303.83 36.67 16.6 (M:16.6) 1 1 0

K.LQGKPQSHELK.

V Dimethyl:2H(4): 1; Dimethyl: 4, 11

6658 true 1048 1353.7032 1352.6696 1 19.38 292.04 28.17 24.7 (M:24.7) 1 1 1 K.FMERDPEELR.F Dimethyl:2H(4): 1

6659 true 877 1353.7063 1352.6986 1 0.25 285.75 26.83 86.7 (M:86.7) 1 1 0

K.TFQEAQSQLNR

.A Dimethyl:2H(4): 1

6660 false 2305 1353.7265 1352.6883 1 22.9 74.79 34 17.7 (M:17.7) 1 3 1

K.EPQRGMGFMP

K.R

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 11

6661 true 186 1353.7348 1352.7176 1 7.35 176.12 24.17 49.2 (M:49.2) 1 1 0

R.QAGEVTYADA

HK.E Dimethyl:2H(4): 1, 12

6662 true 186 1353.7348 1352.7176 1 7.35 176.12 24.17 49.2 (M:49.2) 1 1 0

R.QAGEVTYADA

HK.G Dimethyl:2H(4): 1, 12



6663 true 975 1353.7387 1352.7328 1 -1.06 109.18 27.67 17.4 (M:17.4) 1 1 0 R.SYHEEFRPPK.E Dimethyl:2H(4): 1, 10

6664 true 1470 1353.7756 1352.7776 1 -6.83 182.18 28.17 21.3 (M:21.3) 2 1 0

R.DNIQGITKPAIR.

R Dimethyl: 1

6665 true 3562 1353.8136 1352.8011 1 3.84 123.67 48 40.8 (M:40.8) 1 1 0

K.QIPCIVSMLTK.

E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 11

6666 true 289 1354.5415 1353.5507 1 -12.19 249.72 23.83 38.0 (M:38.0) 1 1 0

K.DCPGTAEEYER.

A Carbamidomethyl: 2; Dimethyl: 1

6667 true 2227 1354.6728 1353.6503 1 11.24 293.26 33.5 22.3 (M:22.3) 1 1 0

K.QYDSFTFTASR.

N Dimethyl:2H(4): 1

6668 true 944 1354.6862 1353.6823 1 -2.49 228.94 26 53.3 (M:53.3) 1 1 0

R.QPSLHMSAAA

ASR.D Dimethyl: 1

6669 true 155 1354.7327 1353.7492 1 -17.54 125.42 24.17 50.8 (M:50.8) 1 1 1

R.DAVTYTEHAKR.

K Dimethyl:2H(4): 1, 10



6670 true 1092 1354.743 1353.7405 1 -3.53 186.25 27.83 36.5 (M:36.5) 1 1 0

K.LVQGFHGAGA

DVK.A Dimethyl: 1, 13

6671 true 1731 1354.7456 1353.7343 1 3 243.88 30.33 29.4 (M:29.4) 2 1 0

R.VSFAYPTRPER.

L Dimethyl:2H(4): 1

6672 true 219 1354.7649 1353.7591 1 -1.12 249.23 24.17 38.6 (M:38.6) 1 1 0

K.STSVSTPEQQV

K.L Dimethyl:2H(4): 1, 12

6673 false 1777 1354.818 1353.8092 1 1.13 230.17 31.67 15.3 (M:15.3) 1 2 1

R.IRGETLGIIGLGR

.V

6674 false 1777 1354.818 1353.8092 1 1.13 230.17 31.67 15.3 (M:15.3) 1 2 1

R.IRGETLGIIGLGR

.V

6675 false 3009 1354.8232 1353.8133 1 1.97 107.54 35.5 17.8 (M:17.8) 1 2 1 K.LVIKNQQYHK.E Dimethyl: 1, 4, 10

6676 true 3708 1354.8457 1353.8393 1 -0.61 189.69 45 31.3 (M:31.3) 1 1 0

R.TLATDILMGVLK

.E Dimethyl:2H(4): 1, 12; Oxidation: 8



6677 true 2289 1355.6288 1354.6373 1 -11.7 294.77 33.33 29.1 (M:29.1) 2 1 0

K.GVCTEAGMYAL

R.E Carbamidomethyl: 3; Dimethyl: 1

6678 true 141 1355.6406 1354.6299 1 2.51 286.51 23.83 24.8 (M:24.8) 1 1 0

K.NGPPPNMTTN

ER.R Dimethyl: 1

6679 true 2582 1355.6695 1354.6642 1 -1.41 289.81 35.17 19.7 (M:19.7) 1 1 0

K.GMTGVEQWPY

R.A Dimethyl:2H(4): 1

6680 true 2000 1355.6959 1354.6819 1 4.92 243.03 31.17 31.5 (M:31.5) 1 1 0

K.HYSGLEEAVYR.

N Dimethyl:2H(4): 1

6681 false 149 1355.7282 1354.7205 1 0.31 289.78 23.5 23.3 (M:23.3) 1 3 0

R.SQNSQPEGLLV

R.A Dimethyl: 1

6682 true 346 1355.7406 1354.7255 1 5.79 162.66 24.5 31.6 (M:31.6) 1 1 0

K.QAVEQQIQSHR

.E Dimethyl:2H(4): 1

6683 true 50 1355.749 1354.7394 1 1.65 201.76 19.83 15.8 (M:15.8) 1 1 1

K.EGGFIVRDSTSK

.T Dimethyl:2H(4): 1; Dimethyl: 12



6684 true 1654 1355.7685 1354.7932 1 -23.61 212.24 30.5 62.6 (M:62.6) 2 1 0

K.VLQATVVAVGS

GAR.G Dimethyl: 1

6685 false 2397 1355.7798 1354.7646 1 5.85 243.56 38 15.1 (M:15.1) 1 3 1

R.AYDIAGSTKDV

K.V Dimethyl:2H(4): 1; Dimethyl: 9, 12

6686 true 2397 1355.7798 1354.7973 1 -18.25 216.47 38 89.3 (M:89.3) 3 1 0

K.NFVPGINLVQA

K.K Dimethyl: 1, 12

6687 true 3181 1355.7892 1354.7643 1 13.04 280.89 39.83 83.2 (M:83.2) 3 1 0

K.AELGSVALPAI

MR.T Dimethyl: 1

6688 true 3818 1355.8242 1354.8224 1 -4.05 214.91 42.83 44.1 (M:44.1) 1 1 0

R.GLFIIDPNGIIK.

H Dimethyl: 1, 12

6689 true 2532 1355.8246 1354.8234 1 -4.54 281.15 34.67 24.7 (M:24.7) 1 1 1

R.ARVEVAELPAL

R.D Dimethyl:2H(4): 1

6690 true 1434 1356.6375 1355.6357 1 -4.04 215.79 30 19.2 (M:19.2) 1 1 0

R.AFEDSYIQAER.

A Dimethyl: 1



6691 true 372 1356.6882 1355.6743 1 4.88 282.48 24.83 17.4 (M:17.4) 1 1 0

R.EGPNQFQNCA

K.E

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 11

6692 true 1872 1356.7013 1355.6834 1 7.84 272.11 31.83 68.0 (M:68.0) 1 1 0

K.SHPVDDFVGLS

R.L Dimethyl: 1

6693 true 2345 1356.7243 1355.7275 1 -7.68 222.27 38 54.0 (M:54.0) 1 1 0 K.ELPEYYELIR.K Dimethyl:2H(4): 1

6694 true 610 1356.7505 1355.7409 1 1.74 233.46 25.83 16.9 (M:16.9) 1 1 1 K.HKSETDTTLIR.G Dimethyl: 1, 2

6695 true 558 1356.7586 1355.7459 1 3.95 157.78 26.67 41.3 (M:41.3) 1 1 0

R.AVAEQVLHSQS

R.H Dimethyl:2H(4): 1

6696 true 752 1356.762 1355.7835 1 -21.23 108.17 26.67 26.4 (M:26.4) 1 1 1

R.LMHPIEPGDKR.

T Dimethyl:2H(4): 1, 10

6697 false 1913 1356.7718 1355.7308 1 24.83 263.51 33.17 16.5 (M:16.5) 1 9 0

R.ALDTMNFEVIK.

G

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 11



6698 false 1913 1356.7718 1355.7925 1 -20.62 235.47 33.17 15.5 (M:15.5) 1 10 0

R.ISTGLGIAWILG

R.L

6699 true 1913 1356.7718 1355.766 1 -1.1 266.76 33.17 95.9 (M:95.9) 1 1 1

R.NDEELNKLLGK.

V Dimethyl: 1, 7, 11

6700 true 952 1356.8318 1355.8162 1 6.13 408.61 24.67 41.4 (M:41.4) 2 1 1

K.SLEQSANAANK

K.I Dimethyl:2H(4): 1, 11, 12

6701 true 552 1357.691 1356.6786 1 3.74 284.9 25.33 22.9 (M:22.9) 1 1 0

K.NIQNAHQDFSK

.M Dimethyl: 1, 11

6702 true 2112 1357.7814 1356.7952 1 -15.48 204.2 34.5 29.2 (M:29.2) 1 1 0

R.NIPGPHMVLVP

K.S Dimethyl: 1, 12

6703 true 1367 1357.7816 1356.7977 1 -17.2 141.84 28.5 16.1 (M:16.1) 1 1 1

K.TKGLQSGVDIG

VK.Y Dimethyl: 1, 2

6704 false 864 1357.789 1356.7613 1 15.03 232.55 29.17 16.9 (M:16.9) 1 2 0

R.NELLTLNGQSLK

.D Dimethyl: 12



6705 true 1415 1357.8086 1356.8027 1 -1.02 147.48 28.17 15.6 (M:15.6) 2 1 0

R.DNIQGITKPAIR.

R Dimethyl:2H(4): 1

6706 true 1753 1357.8103 1356.7977 1 3.97 140.15 37 46.1 (M:46.1) 2 1 0

K.NSISQISVLVGG

K.A Dimethyl: 1, 13

6707 true 3476 1357.8113 1356.7952 1 6.54 269.1 46.5 38.8 (M:38.8) 2 1 0

K.VMVQPINLIFR.

Y Dimethyl: 1

6708 true 2414 1357.8769 1356.8621 1 5.59 192.55 36.67 41.7 (M:41.7) 1 1 0 K.IIFPEHIPLSK.L Dimethyl:2H(4): 1, 11

6709 true 290 1358.5679 1357.5758 1 -11.15 236.72 23.83 30.8 (M:30.8) 1 1 0

K.DCPGTAEEYER.

A

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6710 true 1165 1358.6635 1357.6838 1 -20.23 220.43 29.33 30.7 (M:30.7) 1 1 0

R.GATQQILDEAE

R.S Dimethyl: 1

6711 true 1182 1358.6822 1357.6449 1 22.13 278.48 28.83 34.4 (M:34.4) 1 1 0

R.DPHLACVAYER.

G Carbamidomethyl: 6; Dimethyl: 1



6712 true 28 1358.6977 1357.6851 1 3.94 96.19 21.33 51.0 (M:51.0) 1 1 0

R.LVDPQHGHGS

QR.D Dimethyl: 1

6713 false 1360 1358.7098 1357.7024 1 0.13 274.62 29.83 19.0 (M:19.0) 1 2 0

R.MLIQENQELGR

.Q Dimethyl: 1

6714 true 799 1358.7305 1357.7152 1 5.95 279.42 26.83 19.7 (M:19.7) 1 1 1 K.CLKDEDPYVR.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 3

6715 true 799 1358.7305 1357.7152 1 5.95 279.42 26.83 19.7 (M:19.7) 1 1 1 K.CLKDEDPYVR.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 3

6716 false 609 1358.7345 1357.7024 1 18.27 454.3 25.67 16.9 (M:16.9) 1 3 1

R.IGCDSNGKLNP

K.S Carbamidomethyl: 3; Dimethyl: 1, 12

6717 true 521 1358.7346 1357.7252 1 1.6 278.45 25.67 36.5 (M:36.5) 2 1 0

R.ELQNNAASINP

R.Q Dimethyl:2H(4): 1

6718 true 2186 1358.7363 1357.7304 1 -1.01 228.2 34.33 53.0 (M:53.0) 1 1 0

K.ADFCIIHYAGK.

V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 11



6719 true 2186 1358.7363 1357.7304 1 -1.01 228.2 34.33 53.0 (M:53.0) 1 1 0

K.ADFCIIHYAGK.

V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 11

6720 true 885 1358.7695 1357.7628 1 -0.38 306.54 27.5 64.6 (M:64.6) 1 1 1 K.QRVEICQAYK.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 10

6721 true 3395 1358.7731 1357.7752 1 -6.86 439.52 40 21.3 (M:21.3) 1 1 1

R.DSAMLVLRTKP

K.F

6722 true 2272 1358.7909 1357.7565 1 19.92 225.91 33.67 17.1 (M:17.1) 1 1 1

R.LRSGGTEGLLAE

K.L Dimethyl: 13

6723 true 1790 1358.8147 1357.8169 1 -7.01 182.83 32 17.8 (M:17.8) 1 1 0

K.NVNQSLLELHK.

L Dimethyl:2H(4): 1, 11

6724 true 532 1358.8854 1357.8835 1 -3.95 143.73 24.17 56.6 (M:56.6) 2 1 0

K.KPAIDHAAVAA

AK.Q Dimethyl:2H(4): 1, 1, 13

6725 true 316 1359.6381 1358.6314 1 -0.42 162.32 24 53.2 (M:53.2) 1 1 0

R.QLEEAEEEAQR.

A Dimethyl: 1



6726 false 142 1359.675 1358.6612 1 4.75 236.99 24.5 17.3 (M:17.3) 1 3 0

K.INQMATAPDS

QR.L Dimethyl: 1

6727 true 2639 1359.6762 1358.654 1 10.93 234.27 35.83 70.0 (M:70.0) 1 1 0

K.NSLESYAFNMK.

A Dimethyl: 1, 11

6728 true 810 1359.7034 1358.6943 1 1.37 260.39 28.67 21.7 (M:21.7) 2 1 0

M.TTAARPTFEPA

R.G Acetyl: 1

6729 true 972 1359.7054 1358.6669 1 22.95 316.57 27.33 44.9 (M:44.9) 1 1 0

R.HFQDVYPEHR.

A Dimethyl:2H(4): 1

6730 true 169 1359.7554 1358.753 1 -3.6 246.93 20.5 16.0 (M:16.0) 1 1 1 K.QIMKEIQEHK.I

Dimethyl:2H(4): 4; Oxidation: 3; 

Dimethyl: 1

6731 true 1877 1359.7889 1358.7956 1 -10.27 269.37 31.17 18.6 (M:18.6) 1 1 1

K.IAANSKLVVAM

AK.E Oxidation: 11; Dimethyl: 13

6732 false 3366 1359.8005 1358.7959 1 -1.99 285.16 39.5 16.7 (M:16.7) 1 55.28 2 1

K.AKPEEALKEEK.

Q Dimethyl:2H(4): 1; Dimethyl: 8, 11



6733 true 3221 1359.8094 1358.7894 1 9.38 335.92 39.83 110.2 (M:110.2) 3 1 0

K.AELGSVALPAI

MR.T Dimethyl:2H(4): 1

6734 true 1049 1359.8254 1358.8009 1 12.61 269.73 28.33 53.3 (M:53.3) 1 1 0

K.QDLPALEEKPR.

N Dimethyl:2H(4): 1, 9

6735 false 1049 1359.8254 1358.8257 1 -5.64 251.13 28.33 28.3 (M:28.3) 1 2 1

-

.MDALDRVVKPK.

T Dimethyl:2H(4): 9; Dimethyl: 1, 11

6736 true 1049 1359.8254 1358.8009 1 12.61 269.73 28.33 53.3 (M:53.3) 1 1 0

K.QDLPALEEKPR.

N Dimethyl:2H(4): 1, 9

6737 true 1005 1360.6676 1359.6592 1 0.81 143.71 27.83 23.6 (M:23.6) 1 1 0

M.SDKPDMAEIEK

.F Acetyl: 1; Dimethyl: 3, 11

6738 true 782 1360.6952 1359.6783 1 7.12 221.65 26.83 17.6 (M:17.6) 1 1 0

K.QHTFVETESVR.

Y Dimethyl: 1

6739 true 557 1360.6971 1359.6895 1 0.26 271.71 25.33 46.0 (M:46.0) 1 1 0

R.VNLAVHEEHER

.I Dimethyl: 1



6740 true 1873 1360.7434 1359.7398 1 -2.74 243.25 32.83 77.8 (M:77.8) 1 1 0

K.FLIPNASQAESK

.V Dimethyl: 1, 12

6741 true 578 1360.7589 1359.7551 1 -2.5 285.25 25.83 24.3 (M:24.3) 1 1 1 R.QKYPEHAIYK.V Dimethyl: 1, 2, 10

6742 true 2969 1360.7773 1359.7663 1 2.7 268.42 38.67 18.1 (M:18.1) 1 1 0

R.FVFDRPLPVSR.

L Dimethyl: 1

6743 true 3561 1360.8651 1359.8577 1 0.05 209.46 40 44.0 (M:44.0) 1 1 0

R.NIPGITLLDVNK.

L Dimethyl:2H(4): 1, 12

6744 true 1974 1361.7179 1360.7133 1 -1.98 199.69 32.5 21.1 (M:21.1) 1 1 0

R.TLIQNCGASTIR.

V Carbamidomethyl: 6; Dimethyl: 1

6745 true 362 1361.7205 1360.7034 1 7.21 194.62 24.67 16.4 (M:16.4) 1 1 1

K.LRPGFMEDRGR

.E Dimethyl: 1

6746 true 487 1361.7309 1360.7262 1 -1.91 143.43 25.5 15.4 (M:15.4) 1 1 1

K.HDDLLHGPNRR

.K Dimethyl:2H(4): 1



6747 true 143 1361.731 1360.715 1 6.41 171.85 23 65.8 (M:65.8) 1 1 0

R.HTDPLHQQTPR

.I Dimethyl:2H(4): 1

6748 true 3073 1361.7671 1360.7788 1 -14 270.29 39.17 37.5 (M:37.5) 2 1 1 K.AVIFCLSPDKK.C

Carbamidomethyl: 5; Dimethyl: 1, 

10, 11

6749 false 2739 1361.7798 1360.7715 1 0.8 241 35.17 18.0 (M:18.0) 1 2 0

R.IIATEGIQGLYR.

G Dimethyl: 1

6750 true 3029 1361.7888 1360.7715 1 7.36 279.52 37.67 96.1 (M:96.1) 3 1 0

K.LFVTNDAATILR

.E Dimethyl: 1

6751 true 3463 1361.8321 1360.8203 1 3.34 248.57 46.67 43.6 (M:43.6) 2 1 0

K.VMVQPINLIFR.

Y Dimethyl:2H(4): 1

6752 true 560 1361.8613 1360.8468 1 5.29 176.87 25.33 65.2 (M:65.2) 1 1 1

R.GKDGEIHPVSV

K.V Dimethyl:2H(4): 1, 2, 12

6753 true 1843 1362.6493 1361.6497 1 -5.59 189.76 32.5 33.9 (M:33.9) 1 1 0

K.DLMVGDEASEL

R.S Dimethyl: 1



6754 true 740 1362.6547 1361.6398 1 5.63 316.04 26.67 41.4 (M:41.4) 1 1 0

K.YMENHSIEGVR

.H Dimethyl: 1

6755 true 618 1362.6678 1361.6696 1 -6.7 240.78 24.5 46.4 (M:46.4) 2 1 0

K.QHICHIPGCGK.

V

Carbamidomethyl: 4, 9; Dimethyl: 1, 

11

6756 true 707 1362.679 1361.6575 1 10.41 316.47 26.5 31.0 (M:31.0) 2 1 0 K.IYIDSNNNPER.F Dimethyl: 1

6757 true 2970 1362.6979 1361.6939 1 -2.44 309.28 44.5 55.7 (M:55.7) 1 1 0

M.ASALEQFVNSV

R.Q Acetyl: 1

6758 true 1303 1362.7003 1361.7089 1 -11.61 243.71 29.33 31.3 (M:31.3) 1 1 0

R.GATQQILDEAE

R.S Dimethyl:2H(4): 1

6759 true 1183 1362.7089 1361.67 1 23.21 300.73 28.83 18.1 (M:18.1) 1 1 0

R.DPHLACVAYER.

G

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

6760 true 1834 1362.7118 1361.7013 1 2.37 295.65 31.67 43.6 (M:43.6) 1 1 0

R.YVDIAIPCNNK.

G Carbamidomethyl: 8; Dimethyl: 1, 11



6761 true 29 1362.7219 1361.7102 1 3.22 218.07 21.33 55.3 (M:55.3) 1 1 0

R.LVDPQHGHGS

QR.D Dimethyl:2H(4): 1

6762 true 1361 1362.7277 1361.7275 1 -5.17 252.37 29.83 15.7 (M:15.7) 1 1 0

R.MLIQENQELGR

.Q Dimethyl:2H(4): 1

6763 true 201 1362.7909 1361.8031 1 -14.28 215.31 20.67 39.9 (M:39.9) 2 1 0

R.VLSGTIHAGQP

VK.V Dimethyl: 1, 13

6764 true 338 1362.8093 1361.8142 1 -8.92 70.39 23.33 16.6 (M:16.6) 1 1 1 -.MSPKITTELLK.Q

Dimethyl:2H(4): 4; Acetyl: 1; 

Dimethyl: 11

6765 true 1491 1362.8256 1361.8271 1 -6.4 270.84 30.83 58.2 (M:58.2) 2 1 0

R.NVLLVNQHYAK

.I Dimethyl:2H(4): 1, 11

6766 true 2981 1362.8305 1361.8031 1 14.77 298.29 37.33 31.6 (M:31.6) 1 1 0

K.AGVAPLEVVVA

GPR.G Dimethyl: 1

6767 true 3836 1362.8479 1361.822 1 13.67 250.9 42.83 33.5 (M:33.5) 1 1 0

K.VPGLYVIDSIVR.

Q Dimethyl:2H(4): 1



6768 true 521 1363.6362 1362.6384 1 -6.95 263.12 25.5 38.5 (M:38.5) 2 1 0

K.CASQVGMTAP

GTR.R Carbamidomethyl: 1; Dimethyl: 1

6769 true 293 1363.6631 1362.6565 1 -0.5 145.82 24 85.1 (M:85.1) 1 1 0

R.QLEEAEEEAQR.

A Dimethyl:2H(4): 1

6770 false 293 1363.6631 1362.6272 1 21.01 208.23 24 15.5 (M:15.5) 1 6 0

-

.MAEEGAVTVCV

R.V Carbamidomethyl: 10; Acetyl: 1

6771 true 1056 1363.6678 1362.6619 1 -0.97 275.04 27.33 68.5 (M:68.5) 1 1 0 R.HLEFSHDQYR.E Dimethyl:2H(4): 1

6772 true 1996 1363.6706 1362.6707 1 -5.43 223.56 33.67 66.7 (M:66.7) 2 1 0

R.YALYDASFETK.

E Dimethyl: 1, 11

6773 true 487 1363.6781 1362.6714 1 -0.41 186.37 24.17 35.0 (M:35.0) 2 1 0

K.VCDFNNASKPR

.S Carbamidomethyl: 2; Dimethyl: 1, 9

6774 false 247 1363.7009 1362.683 1 7.8 264.73 24.5 30.9 (M:30.9) 1 2 0

K.EVQGVSEHYQR

.R Dimethyl:2H(4): 1



6775 true 1213 1363.7048 1362.7078 1 -7.51 172.68 28.83 81.9 (M:81.9) 1 1 0

R.NMSVIAHVDH

GK.S Dimethyl: 1, 12

6776 true 338 1363.7126 1362.6864 1 13.92 203.86 24.5 21.2 (M:21.2) 2 1 0

K.INQMATAPDS

QR.L Dimethyl:2H(4): 1

6777 true 2213 1363.7213 1362.7044 1 7.05 314.38 32.67 59.3 (M:59.3) 1 1 0 R.QNEEFRPFIR.R Dimethyl: 1

6778 true 1633 1363.7421 1362.7435 1 -6.36 252.07 32 65.2 (M:65.2) 3 1 1 R.KESYSIYVYK.V Dimethyl: 1, 1, 10

6779 true 2822 1363.7487 1362.7298 1 8.51 52.33 17.7 (M:17.7) 1 1 1

R.RAAVMLLGM

MAR.G Oxidation: 5; Dimethyl: 1

6780 false 150 1363.7942 1362.7769 1 7.34 259.61 23.33 21.5 (M:21.5) 2 2 1

K.SLSSGEAQRQL

K.I Dimethyl:2H(4): 1; Dimethyl: 12

6781 true 2469 1363.8369 1362.8475 1 -13.08 239.95 37.83 41.5 (M:41.5) 2 1 0

K.NFVPGINLVQA

K.K Dimethyl:2H(4): 1, 12



6782 true 3819 1363.8948 1362.8726 1 10.9 236.38 42.67 22.9 (M:22.9) 1 1 0

R.GLFIIDPNGIIK.

H Dimethyl:2H(4): 1, 12

6783 true 939 1364.6572 1363.662 1 -8.82 192.07 28.33 31.1 (M:31.1) 1 1 0

R.DNANAATEEFV

K.R Dimethyl: 1, 12

6784 true 2228 1364.6785 1363.6628 1 6.16 283.51 37.17 68.0 (M:68.0) 1 1 0

R.MLDMGFEPQI

R.K Dimethyl: 1

6785 true 2228 1364.6785 1363.6628 1 6.16 283.51 37.17 68.0 (M:68.0) 1 1 0

R.MLDMGFEPQI

R.R Dimethyl: 1

6786 true 2228 1364.6785 1363.6628 1 6.16 283.51 37.17 68.0 (M:68.0) 1 1 0

R.MLDMGFEPQI

R.K Dimethyl: 1

6787 true 93 1364.7023 1363.6918 1 2.35 233.16 22.33 40.0 (M:40.0) 1 1 0

K.QMESQHPPVQ

K.L Dimethyl: 1, 11

6788 true 810 1364.7187 1363.7034 1 5.87 289.77 26.83 40.5 (M:40.5) 1 1 0

K.QHTFVETESVR.

Y Dimethyl:2H(4): 1



6789 true 516 1364.7223 1363.7146 1 0.3 319.76 25.33 35.8 (M:35.8) 1 1 0

R.VNLAVHEEHER

.I Dimethyl:2H(4): 1

6790 true 1255 1364.7506 1363.7401 1 2.36 238.16 27.5 45.9 (M:45.9) 2 1 0

K.YFHPPAHLQAK.

I Dimethyl: 1, 11

6791 true 1845 1364.7655 1363.746 1 8.97 250.52 31.83 21.3 (M:21.3) 1 1 1 K.RISGLIYEETR.G Dimethyl: 1

6792 true 2723 1364.7898 1363.7914 1 -6.53 188.13 35 16.0 (M:16.0) 1 1 0

R.FVFDRPLPVSR.

L Dimethyl:2H(4): 1

6793 true 611 1364.7981 1363.7911 1 -0.23 299.37 25.83 44.9 (M:44.9) 1 1 1 K.HKSETDTTLIR.G Dimethyl:2H(4): 1, 2

6794 false 1569 1365.6378 1364.6361 1 -4.04 266.4 30.83 19.6 (M:19.6) 1 2 0

R.SDSQQFFPEPR.

T Dimethyl: 1

6795 true 974 1365.6385 1364.6321 1 -0.6 243.12 27.5 30.1 (M:30.1) 1 1 0

K.DNNQFASASLD

R.T Dimethyl: 1



6796 true 2744 1365.6668 1364.6581 1 1.06 288.77 36.67 40.1 (M:40.1) 1 1 0

K.WGTLTDCVVM

R.D Carbamidomethyl: 7; Dimethyl: 1

6797 true 2582 1365.7813 1364.7709 1 2.26 208.35 34.17 21.0 (M:21.0) 1 1 0

K.QIPCIVSMLTK.

E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Oxidation: 8; 

Dimethyl: 11

6798 true 3116 1365.7867 1364.804 1 -17.93 333.03 39.33 28.9 (M:28.9) 1 1 1 K.AVIFCLSPDKK.C

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1; Dimethyl: 10, 11

6799 true 3337 1365.7985 1364.7887 1 1.85 212.8 41.17 19.9 (M:19.9) 1 1 0

K.AIAVTVQEMVT

K.S

Dimethyl:2H(4): 1; Oxidation: 9; 

Dimethyl: 12

6800 true 2907 1365.8013 1364.7966 1 -1.83 331.23 37.67 53.3 (M:53.3) 2 1 0

K.LFVTNDAATILR

.E Dimethyl:2H(4): 1

6801 true 1460 1366.6166 1365.6235 1 -10.36 237.7 30.33 24.0 (M:24.0) 1 1 0 K.DYEEIGPSICR.H Carbamidomethyl: 10; Dimethyl: 1

6802 true 1362 1366.6444 1365.6347 1 1.76 258.02 29.83 47.0 (M:47.0) 1 1 0

K.GISQEQMNEFR

.A Dimethyl: 1



6803 false 1844 1366.6742 1365.6624 1 3.36 228.06 32.5 17.0 (M:17.0) 1 3 1

R.TSDEKSDQSSV

K.S Dimethyl: 1, 5

6804 true 1844 1366.6742 1365.6748 1 -5.74 220.49 32.5 73.0 (M:73.0) 1 1 0

K.DLMVGDEASEL

R.S Dimethyl:2H(4): 1

6805 true 741 1366.6789 1365.6649 1 4.92 261.39 26.67 31.6 (M:31.6) 1 1 0

K.YMENHSIEGVR

.H Dimethyl:2H(4): 1

6806 true 417 1366.6887 1365.6789 1 1.78 246.74 25.83 49.4 (M:49.4) 1 1 1

R.GAAPPAAAAAY

DRH.- Dimethyl: 1

6807 true 708 1366.698 1365.6826 1 5.93 278.74 26.5 31.9 (M:31.9) 2 1 0 K.IYIDSNNNPER.F Dimethyl:2H(4): 1

6808 true 309 1366.7323 1365.7252 1 -0.18 243.05 24.33 60.9 (M:60.9) 1 1 0

K.EGPPVAGTQN

VNK.T Dimethyl: 1, 13

6809 true 1345 1366.7325 1365.7091 1 11.75 308.64 28.67 21.2 (M:21.2) 1 1 0

K.HGPVNFLHEER.

T Dimethyl:2H(4): 1



6810 true 2283 1366.7542 1365.7806 1 -24.65 169.22 33.67 17.6 (M:17.6) 1 54.76 1 1

R.FKASGVEGADV

VK.L Dimethyl:2H(4): 2; Dimethyl: 13

6811 true 2916 1366.7568 1365.7445 1 3.65 184.52 36.17 77.2 (M:77.2) 2 1 1

K.KAPDFVFYAPR.

L Dimethyl: 1, 1

6812 true 2916 1366.7568 1365.7445 1 3.65 184.52 36.17 77.2 (M:77.2) 2 1 1

K.KAPDFVFYAPR.

L Dimethyl: 1, 1

6813 true 2916 1366.7568 1365.7445 1 3.65 184.52 36.17 77.2 (M:77.2) 2 1 1

K.KAPDFVFYAPR.

L Dimethyl: 1, 1

6814 true 2273 1366.7618 1365.7439 1 7.81 219.59 33.83 63.0 (M:63.0) 5 1 0

K.GCDVVVIPAGV

PR.K Carbamidomethyl: 2; Dimethyl: 1

6815 false 3383 1366.7772 1365.7405 1 21.53 244.69 41.17 21.1 (M:21.1) 2 2 0

K.WIHALEDTILR.

H

6816 true 3383 1366.7772 1365.7578 1 8.88 235.64 41.17 95.2 (M:95.2) 5 1 0

K.TVTAMDVVYAL

K.R Dimethyl: 1, 12



6817 true 2687 1366.7911 1365.7554 1 20.77 286.27 34.67 18.1 (M:18.1) 1 1 1

R.GWSIVSSDVTK

R.L Dimethyl:2H(4): 11

6818 true 2959 1366.8478 1365.8282 1 9.03 282.57 37.33 79.0 (M:79.0) 1 1 0

K.AGVAPLEVVVA

GPR.G Dimethyl:2H(4): 1

6819 false 2959 1366.8478 1365.8595 1 -13.9 233.01 37.33 15.4 (M:15.4) 1 2 1

K.LPVADIKAVVT

GK.D Dimethyl: 7, 13

6820 true 486 1367.6626 1366.6635 1 -5.96 312.64 25.5 56.0 (M:56.0) 2 1 0

K.CASQVGMTAP

GTR.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6821 true 1779 1367.7087 1366.7027 1 -0.91 252.04 30.67 25.8 (M:25.8) 1 1 0

R.LLIDADNCLHR.

L Carbamidomethyl: 8; Dimethyl: 1

6822 true 2640 1367.7239 1366.7043 1 9.07 250.33 35.83 78.7 (M:78.7) 1 1 0

K.NSLESYAFNMK.

A Dimethyl:2H(4): 1, 11

6823 true 2250 1367.7418 1366.7295 1 3.64 316.84 32.67 58.5 (M:58.5) 1 1 0 R.QNEEFRPFIR.R Dimethyl:2H(4): 1



6824 false 3028 1367.7943 1366.7643 1 16.68 93.15 38.67 16.2 (M:16.2) 1 2 1

R.KCQLPADVLAP

K.K Carbamidomethyl: 2; Dimethyl: 12

6825 true 2783 1367.7968 1366.7686 1 15.32 283.75 46.83 18.9 (M:18.9) 1 39.49 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1; Dimethyl: 1, 10

6826 true 3481 1367.7989 1366.7609 1 22.47 1856.96 46.83 15.9 (M:15.9) 1 1 1

R.ASGGKLIFYDLR.

G Dimethyl: 1

6827 false 1186 1367.8029 1366.8234 1 -20.37 289.81 32.33 20.3 (M:20.3) 2 3 1

R.IQDAPGKVGGP

IR.F Dimethyl:2H(4): 7; Dimethyl: 1

6828 true 1085 1367.8037 1366.773 1 17.12 256.48 28.33 17.8 (M:17.8) 1 1 1

R.EKLQEEMLQR.

E Dimethyl:2H(4): 1, 2

6829 true 2865 1367.8062 1366.7932 1 4.16 236.39 37.67 42.9 (M:42.9) 1 1 0

K.EANLLNAVIVQ

R.L Dimethyl: 1

6830 true 3077 1367.8302 1366.8184 1 3.3 246.08 38.67 33.1 (M:33.1) 1 1 0 R.IASLILNTPELR.K Dimethyl: 1



6831 true 112 1368.5856 1367.5742 1 2.97 298.29 23.83 82.0 (M:82.0) 1 1 0

R.DYSDHPSGGSY

R.D Dimethyl: 1

6832 false 1506 1368.6393 1367.6313 1 0.57 189.33 28.33 16.0 (M:16.0) 1 2 0

K.LMLEMDGTEN

K.S Oxidation: 2, 5; Dimethyl: 1, 11

6833 true 942 1368.7022 1367.6883 1 4.88 287.63 27.67 39.0 (M:39.0) 1 1 0

R.YYMNQVEETK.

Y Dimethyl:2H(4): 1, 10

6834 true 2229 1368.713 1367.6879 1 12.99 278.48 37.17 73.4 (M:73.4) 1 1 0

R.MLDMGFEPQI

R.K Dimethyl:2H(4): 1

6835 true 2229 1368.713 1367.6879 1 12.99 278.48 37.17 73.4 (M:73.4) 1 1 0

R.MLDMGFEPQI

R.R Dimethyl:2H(4): 1

6836 true 2229 1368.713 1367.6879 1 12.99 278.48 37.17 73.4 (M:73.4) 1 1 0

R.MLDMGFEPQI

R.K Dimethyl:2H(4): 1

6837 false 3154 1368.7258 1367.7169 1 1.14 245.78 40 15.1 (M:15.1) 1 3 0

K.LHDPDGMGIIP

R.I Dimethyl:2H(4): 1; Oxidation: 7



6838 true 3154 1368.7258 1367.6874 1 22.72 311.48 40 38.1 (M:38.1) 1 1 0

K.YSFLQFDPAPR.

R Dimethyl: 1

6839 true 3432 1368.7494 1367.7399 1 1.61 291.67 40.33 15.3 (M:15.3) 1 1 0

K.YFSLPFCVGSK.

K

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 11

6840 true 1897 1368.7596 1367.7711 1 -13.7 233.3 33 18.1 (M:18.1) 1 1 0

R.IGGNEGIDVPIP

R.F Dimethyl:2H(4): 1

6841 true 1941 1368.7739 1367.7711 1 -3.22 330.61 32 40.7 (M:40.7) 1 1 1 K.RISGLIYEETR.G Dimethyl:2H(4): 1

6842 true 1893 1368.8471 1367.8414 1 -1.13 286.32 33 89.4 (M:89.4) 2 1 1

R.NDEELNKLLGK.

V Dimethyl:2H(4): 1, 7, 11

6843 true 975 1369.664 1368.6572 1 -0.3 250.51 27.5 44.6 (M:44.6) 1 1 0

K.DNNQFASASLD

R.T Dimethyl:2H(4): 1

6844 true 255 1369.6727 1368.6521 1 9.68 176.34 24.67 64.4 (M:64.4) 1 1 0

K.QLEEETPADGP

R.T Dimethyl: 1



6845 true 745 1369.6957 1368.6837 1 3.5 280.96 26.17 16.9 (M:16.9) 1 1 0

R.AHADHIGQGFE

R.Q Dimethyl:2H(4): 1

6846 true 1932 1369.6959 1368.6877 1 0.68 208.67 30.83 34.9 (M:34.9) 2 1 0

K.FGYHFTQQGPR

.A Dimethyl:2H(4): 1

6847 true 2729 1369.6973 1368.6832 1 4.99 267.72 36.67 17.8 (M:17.8) 1 1 0

K.WGTLTDCVVM

R.D

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

6848 true 674 1369.6976 1368.6898 1 0.35 309.64 26.67 122.1 (M:122.1) 4 1 0

R.FGQGGAGPVG

GQGPR.G Dimethyl: 1

6849 true 167 1369.7038 1368.6997 1 -2.35 217.98 23.67 56.9 (M:56.9) 1 1 0

K.TVEAEAAHGTV

TR.H Dimethyl: 1

6850 true 1146 1369.7452 1368.7162 1 15.82 206.17 28.33 18.1 (M:18.1) 1 1 1 R.LCQKFGEYHK.D

Carbamidomethyl: 2; 

Dimethyl:2H(4): 4; Dimethyl: 10

6851 true 610 1369.7563 1368.7435 1 3.99 236.07 25.67 35.5 (M:35.5) 1 1 1

R.RIVEQDTMPPK

.G Dimethyl: 1, 11



6852 true 3492 1369.7828 1368.7653 1 7.48 218.77 47 78.2 (M:78.2) 2 1 0

K.TSFFQALGITTK.

I Dimethyl: 1, 12

6853 true 1966 1369.8182 1368.8341 1 -16.87 117.79 31.33 16.5 (M:16.5) 1 1 1 R.LLELEKNIVSR.K Dimethyl: 1, 6

6854 true 282 1369.8389 1368.8254 1 4.59 232.81 24.33 42.5 (M:42.5) 1 1 1

K.VAEIEQAEKEK.

M Dimethyl:2H(4): 1, 9, 11

6855 true 1942 1369.8665 1368.858 1 0.88 240.57 32.83 58.0 (M:58.0) 1 1 0

K.IQLTPQEVHLK.

L Dimethyl:2H(4): 1, 11

6856 true 1461 1370.6342 1369.6486 1 -15.76 247.02 30.17 20.9 (M:20.9) 1 1 0 K.DYEEIGPSICR.H

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

6857 true 1238 1370.6726 1369.6598 1 4.05 338.48 29.83 57.7 (M:57.7) 1 1 0

K.GISQEQMNEFR

.A Dimethyl:2H(4): 1

6858 true 2113 1370.7084 1369.6838 1 12.65 177.64 30.83 29.5 (M:29.5) 1 1 0

R.SSVASLEHEVER

.L Dimethyl: 1



6859 true 576 1370.727 1369.7199 1 -0.13 189.93 24.5 38.0 (M:38.0) 2 1 0

K.QHICHIPGCGK.

V

Carbamidomethyl: 4, 9; 

Dimethyl:2H(4): 1, 11

6860 true 1835 1370.7616 1369.7515 1 2.04 267.1 31.67 27.1 (M:27.1) 1 1 0

R.YVDIAIPCNNK.

G

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 11

6861 true 2511 1370.7789 1369.769 1 1.95 302.65 34.67 72.5 (M:72.5) 5 1 0

K.GCDVVVIPAGV

PR.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6862 true 266 1370.7825 1369.7466 1 20.86 388.45 24 21.7 (M:21.7) 1 1 0 K.ISLHNHLESHK.L Dimethyl: 1, 11

6863 true 2519 1370.8072 1369.7969 1 2.18 161.11 36.83 92.1 (M:92.1) 2 1 0

R.EHALLAYTLGVK

.Q Dimethyl: 1, 12

6864 true 1997 1371.7231 1370.7209 1 -3.76 230.44 33.67 73.9 (M:73.9) 2 1 0

R.YALYDASFETK.

E Dimethyl:2H(4): 1, 11

6865 true 533 1371.7281 1370.7216 1 -0.59 220.59 24.17 27.6 (M:27.6) 1 1 0

K.VCDFNNASKPR

.S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 9



6866 true 2559 1371.7293 1370.734 1 -8.73 254.04 34 67.2 (M:67.2) 2 1 0

K.QNINLSAPIMS

R.F Dimethyl: 1

6867 false 1634 1371.8038 1370.7657 1 22.49 353.17 31.5 21.2 (M:21.2) 1 2 0

K.SVEELLQAEILK.

V

6868 false 1634 1371.8038 1370.7769 1 14.3 271.27 31.5 20.1 (M:20.1) 1 50 3 1

K.KGDLASAGEKP

SK.K Dimethyl: 1, 10, 13

6869 true 3038 1371.8086 1370.805 1 -2.66 283.69 38.83 34.9 (M:34.9) 1 1 0

K.AVPDQIINFYK.

S Dimethyl:2H(4): 1, 11

6870 true 1780 1371.8147 1370.7882 1 14.05 249.3 30.83 21.4 (M:21.4) 6 1 1

R.AKATTALQAEL

AR.A Dimethyl: 1

6871 false 1780 1371.8147 1370.7882 1 14.05 229.12 30.83 15.3 (M:15.3) 1 8 0

R.LSVLGAITSVQQ

R.L

6872 false 1896 1371.819 1370.8133 1 -1.13 522.2 31.67 16.6 (M:16.6) 1 3 1

K.TVQVEQSKVLIK

.E



6873 false 1896 1371.819 1370.8184 1 -4.8 362.7 31.67 16.6 (M:16.6) 1 4 1

K.LANIRAAPGTDL

K.I Dimethyl:2H(4): 1

6874 false 1194 1371.8211 1370.8133 1 0.35 319 31.67 15.6 (M:15.6) 1 6 1

K.TVGKLSQEQLIK

.L Dimethyl: 1

6875 false 1968 1371.8226 1370.7937 1 15.78 296.85 31.17 16.1 (M:16.1) 2 2 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1, 1; Dimethyl: 10

6876 false 1747 1371.8251 1370.7972 1 15.04 301.7 31.67 15.1 (M:15.1) 1 9 1

K.IYHPNVDKLGR.

I Dimethyl:2H(4): 1; Dimethyl: 8

6877 false 1747 1371.8251 1370.8257 1 -5.75 313.79 31.67 16.5 (M:16.5) 2 8 0

K.VVGNMKPPKP

TK.I

Dimethyl:2H(4): 1; Oxidation: 5; 

Dimethyl: 12

6878 true 2866 1371.828 1370.8184 1 1.73 296.2 37.67 58.7 (M:58.7) 1 1 0

K.EANLLNAVIVQ

R.L Dimethyl:2H(4): 1

6879 true 3047 1371.8308 1370.8435 1 -14.57 242.95 38.67 23.7 (M:23.7) 1 1 0 R.IASLILNTPELR.K Dimethyl:2H(4): 1



6880 true 777 1372.6098 1371.5911 1 8.29 230.4 26.5 25.8 (M:25.8) 1 1 0

K.GTEYGQTCCLR.

A Carbamidomethyl: 8, 9; Dimethyl: 1

6881 true 113 1372.6126 1371.5993 1 4.38 259.36 23.83 58.3 (M:58.3) 1 1 0

R.DYSDHPSGGSY

R.D Dimethyl:2H(4): 1

6882 true 3223 1372.7339 1371.7125 1 10.31 295.24 40 62.6 (M:62.6) 2 1 0

K.YSFLQFDPAPR.

R Dimethyl:2H(4): 1

6883 true 561 1372.779 1371.7623 1 6.87 157.71 25.33 82.7 (M:82.7) 1 1 0

K.EAQLHAAQAHL

K.L Dimethyl: 1, 12

6884 true 52 1372.8003 1371.7903 1 2.01 295.63 19.83 40.1 (M:40.1) 2 1 0

K.YFHPPAHLQAK.

I Dimethyl:2H(4): 1, 11

6885 true 2699 1372.8135 1371.7973 1 6.47 194.2 36.33 62.0 (M:62.0) 1 1 0 K.TSIAIDTIINQK.R Dimethyl: 1, 12

6886 false 3748 1372.8164 1371.8326 1 -17.09 143.33 50.5 15.7 (M:15.7) 1 2 1

R.KANLHGDGLDL

K.N Dimethyl:2H(4): 1, 1; Dimethyl: 12



6887 true 2210 1372.8419 1371.8388 1 -3.04 309.03 34.17 31.3 (M:31.3) 2 89.36 1 1

K.GTSVLQSIKSHK

.I Dimethyl:2H(4): 9; Dimethyl: 1, 12

6888 true 688 1373.6631 1372.6524 1 2.51 338.51 26 34.5 (M:34.5) 1 1 0 K.YFLHQSHEER.E Dimethyl: 1

6889 true 385 1373.6785 1372.6772 1 -4.37 179.91 24.67 49.5 (M:49.5) 1 1 0

K.QLEEETPADGP

R.T Dimethyl:2H(4): 1

6890 true 1492 1373.7209 1372.7401 1 -19.29 174.75 30.33 48.7 (M:48.7) 1 1 0

R.QAILGEHPSSFR

.H Dimethyl:2H(4): 1

6891 true 946 1373.7245 1372.715 1 1.66 254.83 26.17 117.7 (M:117.7) 4 1 0

R.FGQGGAGPVG

GQGPR.G Dimethyl:2H(4): 1

6892 true 141 1373.7311 1372.7248 1 -0.78 275.19 23.67 111.9 (M:111.9) 1 1 0

K.TVEAEAAHGTV

TR.H Dimethyl:2H(4): 1

6893 true 2459 1373.7618 1372.7384 1 11.7 263.54 39.67 39.5 (M:39.5) 1 1 0

R.GNSIIMLEALER

.V Dimethyl: 1



6894 true 1144 1373.8406 1372.8115 1 15.85 341.63 29 31.6 (M:31.6) 4 1 1

R.DLLGPKTIEEAK.

K Dimethyl:2H(4): 1; Dimethyl: 12

6895 true 1270 1373.8462 1372.8228 1 11.76 234.43 29.17 15.8 (M:15.8) 1 1 1

K.VAIENLNGKEV

K.G Dimethyl:2H(4): 1; Dimethyl: 9

6896 true 2663 1374.7369 1373.7104 1 13.97 253.86 41.17 32.6 (M:32.6) 2 1 0

R.CSFGYPFPLVR.

R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6897 true 2429 1374.8083 1373.7947 1 4.57 281.83 37.67 74.4 (M:74.4) 2 1 1

K.KAPDFVFYAPR.

L Dimethyl:2H(4): 1, 1

6898 true 2429 1374.8083 1373.7947 1 4.57 281.83 37.67 74.4 (M:74.4) 2 1 1

K.KAPDFVFYAPR.

L Dimethyl:2H(4): 1, 1

6899 true 2429 1374.8083 1373.7947 1 4.57 281.83 37.67 74.4 (M:74.4) 2 1 1

K.KAPDFVFYAPR.

L Dimethyl:2H(4): 1, 1

6900 true 2999 1374.8113 1373.8046 1 -0.46 228.96 44.5 46.8 (M:46.8) 1 1 0

K.IADFLSALEGFK.

V Dimethyl:2H(4): 1, 12



6901 false 3589 1374.8256 1373.8043 1 10.22 325.82 41.33 16.1 (M:16.1) 2 6 1 K.LSSEDKETIEK.A Dimethyl:2H(4): 1, 6, 11

6902 true 3331 1374.828 1373.808 1 9.26 319.8 41.17 95.5 (M:95.5) 8 1 0

K.TVTAMDVVYAL

K.R Dimethyl:2H(4): 1, 12

6903 true 310 1375.6006 1374.5843 1 6.57 296.39 24.33 25.0 (M:25.0) 1 1 0

K.MCPGCNEPVQ

R.I Carbamidomethyl: 2, 5; Dimethyl: 1

6904 true 2351 1375.6567 1374.6537 1 -3.09 224.28 33 40.5 (M:40.5) 2 1 0

K.NMSVHLSPCFR

.D Carbamidomethyl: 9; Dimethyl: 1

6905 true 778 1375.6833 1374.6652 1 7.84 317.92 27.67 77.5 (M:77.5) 2 1 0

K.CDQGLPHPTYR

.W

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6906 true 217 1375.6881 1374.6714 1 6.82 288.89 23.67 34.2 (M:34.2) 1 1 0

K.QHCEPHDGVIK

.T Carbamidomethyl: 3; Dimethyl: 1, 11

6907 true 187 1375.748 1374.7256 1 11.03 260.35 24 45.0 (M:45.0) 1 1 1

K.GHEPKEPEQLR.

K Dimethyl: 1, 5



6908 true 1339 1375.749 1374.7558 1 -10.21 181.09 30 53.2 (M:53.2) 2 1 0

K.VAQHYQDTLLR

.A Dimethyl:2H(4): 1

6909 true 967 1375.7576 1374.7256 1 17.99 209.02 27.17 25.9 (M:25.9) 1 1 1

K.RLAPEYEAAAT

R.L Dimethyl: 1

6910 true 2433 1375.7758 1374.7558 1 9.26 122.54 35.83 44.9 (M:44.9) 1 1 0

R.DNTINLIHTFR.

D Dimethyl:2H(4): 1

6911 true 2788 1375.7837 1374.7759 1 0.42 260.19 42.33 88.3 (M:88.3) 1 1 0

R.SQFEGIVADLIK.

R Dimethyl: 1, 12

6912 true 3367 1375.7856 1374.7843 1 -4.32 231.14 39.5 36.1 (M:36.1) 1 1 0

K.AELGSVALPAI

MR.T Dimethyl:2H(4): 1; Oxidation: 12

6913 true 2911 1375.7927 1374.7581 1 19.82 250.5 38.67 92.3 (M:92.3) 1 1 0

R.IMNTFSVVPSP

K.V Dimethyl: 1, 12

6914 true 2911 1375.7927 1374.7581 1 19.82 250.5 38.67 92.3 (M:92.3) 1 1 0

R.IMNTFSVVPSP

K.V Dimethyl: 1, 12



6915 true 2015 1375.8164 1374.8188 1 -7.03 268.88 31.5 61.7 (M:61.7) 3 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1, 1, 10

6916 true 472 1375.8314 1374.8148 1 6.76 295.95 25.33 82.1 (M:82.1) 1 1 1

R.YLAEVAAGDDK

K.G Dimethyl:2H(4): 1, 11, 12

6917 true 678 1376.6216 1375.6162 1 -1.39 254.43 25.83 19.1 (M:19.1) 1 1 0

K.GTEYGQTCCLR.

A

Carbamidomethyl: 8, 9; 

Dimethyl:2H(4): 1

6918 true 568 1376.657 1375.6442 1 4 246 22.33 30.3 (M:30.3) 2 1 0

K.YTQSNSVCYAK.

D Carbamidomethyl: 8; Dimethyl: 1, 11

6919 true 1306 1376.6739 1375.6707 1 -2.97 128.1 29.33 22.8 (M:22.8) 1 1 0

R.CPPDYPIHPPR.

V Carbamidomethyl: 1; Dimethyl: 1

6920 true 729 1376.6886 1375.6831 1 -1.3 173.16 26.17 30.6 (M:30.6) 1 1 0

K.VVTDTDETELA

R.Q Dimethyl: 1

6921 true 2575 1376.7159 1375.7074 1 0.9 230.35 39.83 27.5 (M:27.5) 1 1 0

R.FDEISFVNFAR.

G Dimethyl:2H(4): 1



6922 true 1226 1376.7358 1375.7031 1 18.5 172.05 28.67 33.0 (M:33.0) 1 1 0 R.ICNHPDLINPR.L Carbamidomethyl: 2; Dimethyl: 1

6923 true 1313 1376.7657 1375.7609 1 -1.82 163.28 29.5 21.5 (M:21.5) 1 1 1

R.GRESAPVLGESS

K.A Dimethyl:2H(4): 1; Dimethyl: 13

6924 true 1677 1377.6877 1376.702 1 -15.65 142.83 29.17 19.9 (M:19.9) 1 1 1

K.SPLAQMEEERR

.E Dimethyl:2H(4): 1

6925 true 943 1377.6895 1376.6718 1 7.52 309.06 27.67 31.6 (M:31.6) 1 1 1

R.SRNTDEMVELR

.I Dimethyl: 1

6926 true 689 1377.6905 1376.6775 1 4.18 356.48 26 46.3 (M:46.3) 1 1 0 K.YFLHQSHEER.E Dimethyl:2H(4): 1

6927 true 111 1377.698 1376.6936 1 -2.06 288.13 23 41.4 (M:41.4) 1 1 1

R.NAEQFKDQAD

K.A Dimethyl: 1, 6, 11

6928 false 111 1377.698 1376.7221 1 -22.76 302.02 23 15.3 (M:15.3) 1 6 0

R.AMVLSLEESLN

K.E Oxidation: 2; Dimethyl: 12



6929 false 111 1377.698 1376.7122 1 -15.58 384.64 23 17.2 (M:17.2) 1 3 0

K.VTKPCGQEAGF

K.A Carbamidomethyl: 5; Dimethyl: 1, 12

6930 true 153 1377.7197 1376.7147 1 -1.69 289.23 22 21.0 (M:21.0) 1 1 1

K.GTAEEISSKTGN

K.V Dimethyl: 9, 13

6931 false 1363 1377.74 1376.7551 1 -16.3 266.85 30 17.0 (M:17.0) 1 3 1

K.GVDVKFSIEDLK

.A Dimethyl: 12

6932 false 1363 1377.74 1376.701 1 23 269.65 30 15.6 (M:15.6) 1 5 0

K.ADDGTPFVQMI

K.D Dimethyl: 1, 12

6933 true 2815 1377.775 1376.7374 1 22.05 297.31 36.5 83.6 (M:83.6) 1 1 0

K.GAFTGEISPAMI

K.D Dimethyl: 1, 13

6934 false 2815 1377.775 1376.735 1 23.76 272.8 36.5 25.4 (M:25.4) 1 50 2 1

K.KAFPSHSESSIR.

K Dimethyl:2H(4): 1

6935 true 2460 1377.7833 1376.7635 1 9.04 294.47 39.67 54.2 (M:54.2) 1 1 0

R.GNSIIMLEALER

.V Dimethyl:2H(4): 1



6936 true 1148 1377.7941 1376.8016 1 -10.73 209.13 28.33 46.8 (M:46.8) 1 1 1 R.QIHKFEELNR.T Dimethyl:2H(4): 1, 4

6937 true 3520 1377.8294 1376.8155 1 4.81 312.42 43 84.1 (M:84.1) 2 1 0

K.TSFFQALGITTK.

I Dimethyl:2H(4): 1, 12

6938 true 2312 1377.8465 1376.8465 1 -5.27 306.43 35.83 55.3 (M:55.3) 2 1 0

-

.MIPPVQVSPLIK.

F Dimethyl: 1, 12

6939 true 827 1378.6723 1377.6624 1 1.9 140.51 27.33 45.5 (M:45.5) 1 1 0

R.GLSEDTTEETLR

.E Dimethyl: 1

6940 false 1275 1378.6796 1377.6934 1 -15.26 189.3 29.33 17.5 (M:17.5) 1 2 1

R.FSMGSASAGMI

KK.L Dimethyl:2H(4): 1; Oxidation: 3, 10

6941 true 1275 1378.6796 1377.6565 1 11.53 263.52 29.33 59.0 (M:59.0) 1 1 0 K.FYEEVHELER.K Dimethyl: 1

6942 true 154 1378.7774 1377.7377 1 23.53 183.4 21.83 15.5 (M:15.5) 1 1 1

R.CGINWEGNLKK

.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 10; Dimethyl: 11



6943 true 2607 1378.8456 1377.8344 1 2.83 247.63 36.33 17.2 (M:17.2) 1 1 0

R.LATLLGLQAPPT

R.G Dimethyl: 1

6944 true 2520 1378.8514 1377.8472 1 -2.23 194.22 36.83 82.2 (M:82.2) 2 1 0

R.EHALLAYTLGVK

.Q Dimethyl:2H(4): 1, 12

6945 true 311 1379.6186 1378.6094 1 1.39 312.24 24.33 25.4 (M:25.4) 1 1 0

K.MCPGCNEPVQ

R.I

Carbamidomethyl: 2, 5; 

Dimethyl:2H(4): 1

6946 true 370 1379.6353 1378.6266 1 1.04 324.21 24.67 37.2 (M:37.2) 1 1 0

R.HTPYGNQTDYR

.I Dimethyl: 1

6947 true 2383 1379.6771 1378.6788 1 -6.5 270.11 33 32.5 (M:32.5) 2 1 0

K.NMSVHLSPCFR

.D

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

6948 true 1240 1379.6829 1378.6729 1 1.99 188.43 29.17 38.0 (M:38.0) 1 1 0

R.QLYLSPSGDSER

.A Dimethyl: 1

6949 true 2330 1379.7005 1378.6737 1 14.12 211.19 34 27.2 (M:27.2) 1 1 0

K.CVLNEGMPIYR.

R Carbamidomethyl: 1; Dimethyl: 1



6950 true 222 1379.7246 1378.7092 1 5.87 205.73 24.83 22.6 (M:22.6) 1 1 0

K.TDASSKPYAEV

R.I Dimethyl: 1, 6

6951 true 1491 1379.7716 1378.7344 1 21.72 242.21 30.5 16.8 (M:16.8) 1 1 0

K.SIAPSIYGSTDIK.

K Dimethyl: 13

6952 true 1000 1379.7724 1378.7507 1 10.44 308.04 27.17 41.3 (M:41.3) 1 1 1

K.RLAPEYEAAAT

R.L Dimethyl:2H(4): 1

6953 false 1846 1379.7951 1378.8184 1 -22.13 302.51 31.33 22.2 (M:22.2) 2 2 0

K.QIGENLIVPGGV

K.T Dimethyl: 1, 13

6954 false 3057 1379.7982 1378.8184 1 -19.93 173.96 36.33 17.6 (M:17.6) 1 3 1

K.LQEKVDVLSHK.

L Dimethyl: 1, 4, 11

6955 true 3057 1379.7982 1378.7932 1 -1.7 182.32 36.33 84.6 (M:84.6) 3 1 0

K.NQAGLAPVIDV

VR.S Dimethyl: 1

6956 false 2142 1379.7996 1378.777 1 11.06 164.17 51.5 16.2 (M:16.2) 1 2 1 R.FEIIKEAYMR.S Dimethyl:2H(4): 1, 5; Oxidation: 9



6957 true 523 1380.6301 1379.618 1 3.53 321.97 25.17 67.8 (M:67.8) 1 1 0

R.HCEPGYSPSYK.

E Carbamidomethyl: 2; Dimethyl: 1, 11

6958 true 1409 1380.6879 1379.7045 1 -17.3 209.68 27.83 77.7 (M:77.7) 1 1 0

K.NDHPGLSIGDT

AK.K Dimethyl: 1, 13

6959 true 1283 1380.6963 1379.6958 1 -4.94 204.09 29.67 42.3 (M:42.3) 1 1 0

R.CPPDYPIHPPR.

V

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6960 true 730 1380.706 1379.7082 1 -6.85 205.48 26.17 38.3 (M:38.3) 1 1 0

K.VVTDTDETELA

R.Q Dimethyl:2H(4): 1

6961 true 1093 1380.7505 1379.7347 1 6.18 302.66 27.67 61.5 (M:61.5) 1 1 0

K.LQGPQTSAEVY

R.I Dimethyl:2H(4): 1

6962 false 3293 1380.7635 1379.7489 1 5.26 266.64 39.17 18.4 (M:18.4) 1 2 0

R.YVWLVYEQPK.

Q Dimethyl: 1, 10

6963 true 3293 1380.7635 1379.7706 1 -10.44 159.75 39.17 23.4 (M:23.4) 1 1 0

K.MALVLEMQELK

.D

Dimethyl:2H(4): 1; Oxidation: 7; 

Dimethyl: 11



6964 true 2211 1380.7903 1379.7557 1 19.8 244.3 33.67 54.5 (M:54.5) 2 1 0

K.TMGVMFTPLT

VK.Y Dimethyl: 1, 12

6965 true 562 1380.8316 1379.8125 1 8.6 216.83 25.33 77.8 (M:77.8) 1 1 0

K.EAQLHAAQAHL

K.L Dimethyl:2H(4): 1, 12

6966 true 1257 1381.7072 1380.7071 1 -5.24 196.24 27.33 41.6 (M:41.6) 2 1 0

R.IIYGGSVTGGNC

K.E

Carbamidomethyl: 12; Dimethyl: 1, 

13

6967 true 919 1381.7128 1380.6969 1 6.22 312.35 27.67 36.2 (M:36.2) 1 1 1

R.SRNTDEMVELR

.I Dimethyl:2H(4): 1

6968 false 811 1381.7299 1380.7407 1 -13.05 209.77 26.67 17.2 (M:17.2) 1 2 1

K.LGKDEMLQMIR

.H Dimethyl:2H(4): 3; Oxidation: 9

6969 true 811 1381.7299 1380.715 1 5.55 235.9 26.67 55.8 (M:55.8) 1 1 0

K.LITDSFNHHNK.

L Dimethyl: 1, 11

6970 false 1367 1381.7524 1380.738 1 5.19 312.81 29.83 16.5 (M:16.5) 1 3 0 R.EALQYFYFLR.N Dimethyl:2H(4): 1



6971 true 2683 1381.7547 1380.7402 1 5.26 315.94 37.33 33.7 (M:33.7) 1 1 0 R.FIDTSQFILNR.L Dimethyl: 1

6972 false 1364 1381.7663 1380.7261 1 23.85 336.37 30 19.0 (M:19.0) 1 3 0

K.ADDGTPFVQMI

K.D Dimethyl:2H(4): 1; Dimethyl: 12

6973 true 665 1381.7808 1380.7613 1 8.83 288.92 26.33 49.0 (M:49.0) 1 1 0

K.VLEEANQAINP

K.L Dimethyl: 1, 12

6974 true 3349 1381.793 1380.7703 1 11.1 296.68 40.83 18.7 (M:18.7) 1 1 0

K.VLGTAFDPFLG

GR.N Dimethyl:2H(4): 1

6975 false 1471 1381.8146 1380.7911 1 11.69 308.68 28.5 23.6 (M:23.6) 3 2 0

K.LVILANNCPALR

.K Carbamidomethyl: 8; Dimethyl: 1

6976 true 1471 1381.8146 1380.8089 1 -1.16 315.06 28.5 90.4 (M:90.4) 13 1 0

R.DNIQGITKPAIR.

R Dimethyl: 1, 8

6977 false 1280 1381.8163 1380.8089 1 0.06 374.45 32 20.9 (M:20.9) 1 4 1

K.NILDNKPAANK

K.S Dimethyl: 11, 12



6978 false 1280 1381.8163 1380.7977 1 8.19 480.99 32 20.5 (M:20.5) 4 6 0

K.NQEITVPVANL

K.L Dimethyl: 1, 12

6979 false 1185 1381.8182 1380.7837 1 19.64 419.04 29.17 20.0 (M:20.0) 1 5 1

R.DIQSLPRNAALR

.K Dimethyl: 1

6980 false 1185 1381.8182 1380.8453 1 -24.89 356.16 29.17 15.6 (M:15.6) 1 7 1

K.NALTPSSKKPVR

.V Dimethyl: 1, 8, 9

6981 false 1190 1381.8208 1380.7915 1 15.98 364.83 32 16.3 (M:16.3) 2 55.05 5 1

K.QPTPPSEPAAA

KK.K Dimethyl:2H(4): 1; Dimethyl: 12

6982 true 2291 1381.8268 1380.7977 1 15.85 210.34 37.83 29.6 (M:29.6) 1 1 0

K.LVSIPEEIGQLR.

Q Dimethyl: 1

6983 true 487 1382.5684 1381.5689 1 -5.67 303.12 25.5 69.4 (M:69.4) 4 1 0 K.CHLCSYACQR.R

Carbamidomethyl: 1, 4, 8; Dimethyl: 

1

6984 true 1929 1382.6556 1381.6548 1 -4.68 150.74 33 42.0 (M:42.0) 1 1 0

R.CTYLVLDEADR.

M Carbamidomethyl: 1; Dimethyl: 1



6985 true 1929 1382.6556 1381.6548 1 -4.68 150.74 33 42.0 (M:42.0) 1 1 0

R.CTYLVLDEADR.

M Carbamidomethyl: 1; Dimethyl: 1

6986 true 914 1382.6887 1381.6875 1 -4.36 210.36 27.33 40.6 (M:40.6) 1 1 0

R.GLSEDTTEETLR

.E Dimethyl:2H(4): 1

6987 false 3752 1382.7683 1381.7425 1 13.41 223.43 41.5 15.0 (M:15.0) 1 4 1

K.AKDEQSAVSML

K.K

Dimethyl:2H(4): 2; Oxidation: 10; 

Dimethyl: 12

6988 true 3412 1382.7738 1381.7527 1 9.97 242.26 41.33 44.1 (M:44.1) 4 1 0

K.TVTAMDVVYAL

K.R Oxidation: 5; Dimethyl: 1, 12

6989 true 2346 1382.7924 1381.7929 1 -5.66 134.5 37.33 24.5 (M:24.5) 1 1 0

K.LVAIVDVIDQNR

.A Dimethyl: 1

6990 false 2346 1382.7924 1381.7565 1 20.66 163.18 37.33 16.2 (M:16.2) 1 3 1

K.DPAEQNGKGV

ALK.S Dimethyl: 1, 13

6991 false 1425 1382.7974 1381.7929 1 -2.02 250.24 29.17 23.4 (M:23.4) 1 3 0

K.AAIQAQTAATL

PAK.T Dimethyl: 14



6992 true 2802 1382.8363 1381.8333 1 -3.12 183.5 46.83 20.9 (M:20.9) 2 1 1

R.WLENSLKALPK.

E Dimethyl: 1, 7, 11

6993 true 1183 1383.6343 1382.6071 1 14.42 327.37 27.83 57.7 (M:57.7) 1 1 0

K.MGIAEYNNQC

R.G Carbamidomethyl: 10; Dimethyl: 1

6994 true 371 1383.6607 1382.6517 1 1.27 391.29 24.67 43.1 (M:43.1) 1 1 0

R.HTPYGNQTDYR

.I Dimethyl:2H(4): 1

6995 true 2331 1383.7073 1382.6955 1 3.32 295.73 34.17 27.0 (M:27.0) 1 1 0

K.FCGLPQPYDVR.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

6996 true 1045 1383.7252 1382.7055 1 9.01 275.39 27.83 22.1 (M:22.1) 1 1 0

R.VSDNLRPFHDR.

M Dimethyl: 1

6997 true 1859 1383.7431 1382.7278 1 5.79 192.96 38.67 27.9 (M:27.9) 2 1 0

R.CSVLAAANSVF

GR.W

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

6998 true 223 1383.7474 1382.7568 1 -12.07 303.57 24 36.5 (M:36.5) 1 1 0

K.EVPAAGQEAAR

PR.K Dimethyl:2H(4): 1



6999 false 1305 1383.7658 1382.7381 1 14.81 293.45 29.83 15.9 (M:15.9) 1 2 1

K.EKLTSADSDEPK

.Q Dimethyl:2H(4): 1, 12

7000 false 1241 1383.7749 1382.7748 1 -5.13 307.14 30 17.8 (M:17.8) 1 5 1

R.NPFEKGDLYIK.

F Dimethyl:2H(4): 1; Dimethyl: 11

7001 true 145 1383.7966 1382.7758 1 9.81 309.91 24 40.6 (M:40.6) 1 1 1

K.GHEPKEPEQLR.

K Dimethyl:2H(4): 1, 5

7002 false 145 1383.7966 1382.8021 1 -9.2 311.67 24 16.0 (M:16.0) 1 6 0

K.LQDDIELLLQK.

V Dimethyl: 1, 11

7003 true 2725 1383.8079 1382.8083 1 -5.58 208.88 35 63.5 (M:63.5) 2 1 0

R.IMNTFSVVPSP

K.V Dimethyl:2H(4): 1, 12

7004 true 2725 1383.8079 1382.8083 1 -5.58 208.88 35 63.5 (M:63.5) 2 1 0

R.IMNTFSVVPSP

K.V Dimethyl:2H(4): 1, 12

7005 false 2725 1383.8079 1382.8245 1 -17.31 257 35 24.5 (M:24.5) 2 81.64 2 1

K.SGVKNIVVVEG

VR.I Dimethyl: 4



7006 true 2982 1383.8218 1382.8184 1 -2.8 268.56 36.33 79.6 (M:79.6) 2 1 0

K.NQAGLAPVIDV

VR.S Dimethyl:2H(4): 1

7007 false 2942 1383.8219 1382.8245 1 -7.18 331.78 38.67 19.3 (M:19.3) 2 26.73 3 1

K.SGVKNIVVVEG

VR.I Dimethyl: 1

7008 true 2789 1383.8307 1382.8261 1 -1.9 295.05 42.33 96.7 (M:96.7) 1 1 0

R.SQFEGIVADLIK.

R Dimethyl:2H(4): 1, 12

7009 true 221 1384.6737 1383.6531 1 9.57 241.47 24.33 47.0 (M:47.0) 1 1 0

R.VFEAGTGDGH

NPR.S Dimethyl: 1

7010 true 535 1384.7038 1383.6944 1 1.5 299.16 22.33 61.2 (M:61.2) 2 1 0

K.YTQSNSVCYAK.

D

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 11

7011 true 1247 1384.7144 1383.7034 1 2.65 315.1 29.67 56.6 (M:56.6) 2 1 0

R.INVYYNEATGG

K.Y Dimethyl: 1, 12

7012 true 901 1384.7638 1383.7595 1 -2.12 270.88 23.83 15.2 (M:15.2) 1 1 0

K.VQKPTEGCHLR.

L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 3; Dimethyl: 1



7013 true 3561 1384.7816 1383.7584 1 11.46 315.72 41 50.2 (M:50.2) 2 1 0

R.FGPLTPELMVP

R.L Dimethyl: 1

7014 false 1365 1384.783 1383.77 1 4.15 289.33 29.83 15.2 (M:15.2) 1 3 0

R.VRPGFYETVEK.

V Dimethyl:2H(4): 1; Dimethyl: 11

7015 true 3410 1384.7969 1383.7808 1 6.37 304.48 40.17 29.4 (M:29.4) 1 1 0

K.TMGVMFTPLT

VK.Y Dimethyl:2H(4): 12; Dimethyl: 1

7016 false 2817 1384.8092 1383.7874 1 10.49 252.07 35.5 15.9 (M:15.9) 1 2 1

R.QIYIGPPDIKGR.

A Dimethyl: 10

7017 true 1638 1385.5701 1384.5864 1 -17.02 234.96 29 52.8 (M:52.8) 1 1 0

R.DTNFGTNCICR.

V Carbamidomethyl: 8, 10; Dimethyl: 1

7018 true 1133 1385.6344 1384.6405 1 -9.67 252.33 28.5 18.5 (M:18.5) 1 1 0

K.NESELEAHLCR.

V Carbamidomethyl: 10; Dimethyl: 1

7019 true 1734 1385.6884 1384.6553 1 18.61 530.62 31.17 15.9 (M:15.9) 1 1 1

-

.MNIMDFNMKK.

L

Acetyl: 1; Oxidation: 4; Dimethyl: 9, 

10



7020 true 386 1385.7334 1384.7211 1 3.61 142.87 23.67 16.3 (M:16.3) 1 1 0

R.VYTDVNTHRPR

.E Dimethyl: 1

7021 true 2926 1385.752 1384.7198 1 17.99 102.63 43.67 23.0 (M:23.0) 1 1 1

K.EDQQLEAKGSP

K.K Dimethyl: 1, 12

7022 false 2926 1385.752 1384.7636 1 -13.6 226.64 43.67 17.0 (M:17.0) 1 2 1

R.KLMGPTDPEVA

K.E Oxidation: 3; Dimethyl: 1, 1, 12

7023 false 847 1385.7653 1384.7423 1 11.39 192.21 25.33 15.7 (M:15.7) 1 3 1

R.QSVEADINGLR

R.V Dimethyl: 1

7024 true 2684 1385.7795 1384.7653 1 5.04 276.29 37.33 51.5 (M:51.5) 1 1 0 R.FIDTSQFILNR.L Dimethyl:2H(4): 1

7025 true 2756 1385.7942 1384.7876 1 -0.49 231.27 35.33 96.2 (M:96.2) 3 1 0

K.GAFTGEISPAMI

K.D Dimethyl:2H(4): 1, 13

7026 false 833 1385.8001 1384.8177 1 -17.94 187.5 29 15.2 (M:15.2) 1 7 1

K.DAASVEKVLELK

.E Dimethyl: 1, 7, 12



7027 false 2644 1385.8139 1384.8191 1 -8.96 149.11 41 16.1 (M:16.1) 1 2 1

K.SFGIKVQNLPVR

.S Dimethyl: 1

7028 true 3129 1385.8244 1384.8078 1 6.73 241.61 39.33 41.0 (M:41.0) 3 1 0

K.QYPISLVLAPTR.

E Dimethyl: 1

7029 false 2011 1385.8254 1384.8452 1 -19.58 346.16 32 15.3 (M:15.3) 1 3 1

K.ANLSLLRRPGEK

.T Dimethyl:2H(4): 12

7030 true 1671 1385.8255 1384.834 1 -11.4 259.26 30.83 52.3 (M:52.3) 7 97.41 1 0

R.DNIQGITKPAIR.

R Dimethyl:2H(4): 1; Dimethyl: 8

7031 false 1671 1385.8255 1384.7926 1 18.49 310.89 30.83 19.9 (M:19.9) 2 3 0

R.NELLTLNGQSLK

.D Dimethyl: 1, 12

7032 false 1778 1385.8356 1384.829 1 -0.5 319.16 31.83 22.9 (M:22.9) 1 4 1

R.NILSVVGTDALK

K.T Dimethyl: 1

7033 true 1847 1385.8386 1384.834 1 -1.96 288.42 31 44.8 (M:44.8) 8 1 0

R.DNIQGITKPAIR.

R Dimethyl:2H(4): 8; Dimethyl: 1



7034 true 2292 1385.848 1384.8228 1 12.98 185.94 37.83 45.2 (M:45.2) 1 1 0

K.LVSIPEEIGQLR.

Q Dimethyl:2H(4): 1

7035 true 488 1386.5917 1385.5941 1 -6.93 411.51 25.5 59.5 (M:59.5) 2 1 0 K.CHLCSYACQR.R

Carbamidomethyl: 1, 4, 8; 

Dimethyl:2H(4): 1

7036 true 2272 1386.6523 1385.6286 1 11.91 252.6 36.17 36.7 (M:36.7) 1 1 0

K.GEFGDVMLGD

YR.G Dimethyl: 1

7037 true 1930 1386.663 1385.6799 1 -17.42 273.1 33 60.8 (M:60.8) 1 1 0

R.CTYLVLDEADR.

M

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7038 true 1930 1386.663 1385.6799 1 -17.42 273.1 33 60.8 (M:60.8) 1 1 0

R.CTYLVLDEADR.

M

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7039 true 688 1386.7354 1385.7179 1 7.33 341.65 26.33 16.8 (M:16.8) 1 1 1 K.KDNDFIYHDR.V Dimethyl:2H(4): 1, 1

7040 true 2269 1386.7613 1385.7456 1 6.12 252.85 34.83 51.0 (M:51.0) 1 1 0 R.FIIPHTQEAFR.T Dimethyl: 1



7041 true 2204 1386.7736 1385.7667 1 -0.26 288.25 32.83 76.8 (M:76.8) 3 1 0

K.YGINPGPIVATT

R.K Dimethyl: 1

7042 false 2204 1386.7736 1385.7551 1 8.07 396.65 32.83 15.1 (M:15.1) 1 3 1

K.SSSSTTTGEKITK

.V Dimethyl:2H(4): 10; Dimethyl: 1

7043 true 3403 1386.786 1385.7667 1 8.68 335.77 39.83 57.5 (M:57.5) 5 1 0

R.ASGQAFELILGP

R.S Dimethyl: 1

7044 true 2879 1386.8004 1385.7766 1 11.92 315.03 36.17 15.1 (M:15.1) 1 50.12 1 1

K.QDLDKGLELISK.

A Dimethyl: 1

7045 true 2347 1386.8103 1385.818 1 -10.8 194.28 37.33 34.8 (M:34.8) 1 1 0

K.LVAIVDVIDQNR

.A Dimethyl:2H(4): 1

7046 true 1184 1387.6481 1386.6322 1 6.18 342.58 27.83 43.5 (M:43.5) 1 1 0

K.MGIAEYNNQC

R.G

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

7047 true 2506 1387.6796 1386.6652 1 5.13 327.46 35 23.0 (M:23.0) 1 1 0

K.NCAIEFNFGQR.

E

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1



7048 true 409 1387.7056 1386.7004 1 -1.5 210.95 25 52.8 (M:52.8) 1 1 1

R.YLHDESGLNRR.

H Dimethyl: 1

7049 true 409 1387.7056 1386.7004 1 -1.5 210.95 25 52.8 (M:52.8) 1 1 1

R.YLHDESGLNRR.

H Dimethyl: 1

7050 true 1473 1387.7084 1386.6925 1 6.15 311.91 30.5 76.3 (M:76.3) 1 1 0

K.VNVAECGAEAL

AR.L Carbamidomethyl: 6; Dimethyl: 1

7051 true 1306 1387.7256 1386.7355 1 -12.36 108.49 29.33 19.4 (M:19.4) 1 1 0

K.VIDPSTASSVDL

R.D Dimethyl: 1

7052 false 1306 1387.7256 1386.6999 1 13.24 108.51 29.33 19.4 (M:19.4) 1 2 0

K.TPQTMTVCHIK.

L

Carbamidomethyl: 8; Oxidation: 5; 

Dimethyl: 1, 11

7053 true 1046 1387.7463 1386.7306 1 6.04 310.99 27.67 15.8 (M:15.8) 1 1 0

R.VSDNLRPFHDR.

M Dimethyl:2H(4): 1

7054 true 373 1387.7524 1386.7405 1 3.31 325.2 24.67 72.5 (M:72.5) 1 1 0

K.TIEAEAAHGTVT

R.H Dimethyl:2H(4): 1



7055 true 2983 1387.753 1386.7591 1 -9.65 177.78 35.5 43.3 (M:43.3) 1 1 0

R.NLGGPAAIDCIV

R.G

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

7056 true 557 1387.7535 1386.7467 1 -0.37 289.17 25.83 38.4 (M:38.4) 1 1 1

R.NTKNEITEINR.

V Dimethyl: 1, 3

7057 false 2353 1387.7974 1386.7871 1 2.18 287.47 33.17 23.4 (M:23.4) 1 2 1 R.TVENIKDPLFR.F Dimethyl: 1, 6

7058 true 3563 1387.8369 1386.8384 1 -6.32 208.83 48 15.8 (M:15.8) 1 1 0

R.LQTQASATVAI

PK.E Dimethyl:2H(4): 1; Dimethyl: 13

7059 true 1462 1387.8386 1386.8497 1 -13.23 251.08 30.33 18.8 (M:18.8) 6 1 0

K.VNIVNVTSAGLL

R.S Dimethyl:2H(4): 1

7060 true 2144 1387.8399 1386.8057 1 19.38 467.9 51 16.5 (M:16.5) 1 1 1

K.VPDKMVGFIIG

R.G Dimethyl: 1, 4

7061 false 1492 1387.8431 1386.8017 1 24.57 344.79 31.67 16.4 (M:16.4) 1 9 1

R.GSSLNIMRNLV

K.- Dimethyl: 1, 12



7062 false 1131 1387.853 1386.8272 1 13.35 355.99 31.83 24.4 (M:24.4) 3 3 1

K.LIPDSIGKDIEK.

A Dimethyl:2H(4): 1; Dimethyl: 12

7063 false 1589 1387.8573 1386.8384 1 8.39 383.83 31.67 17.3 (M:17.3) 1 4 1

R.LAEQVKANELL

K.K Dimethyl:2H(4): 1

7064 false 1589 1387.8573 1386.8384 1 8.39 383.77 31.67 16.8 (M:16.8) 1 52.88 5 1

K.KVQLTPGQTEV

K.I Dimethyl:2H(4): 1; Dimethyl: 12

7065 false 1589 1387.8573 1386.8272 1 16.48 405.62 31.67 18.5 (M:18.5) 1 23.24 3 1

K.LIPDSIGKDIEK.

A Dimethyl:2H(4): 1; Dimethyl: 8

7066 true 853 1388.6306 1387.6298 1 -4.71 397.43 27 27.4 (M:27.4) 1 1 1

R.AMMRFSELEM

K.E Oxidation: 10

7067 true 1314 1388.7041 1387.6884 1 6 273.23 30 41.8 (M:41.8) 1 1 0

K.NFYVEHPEVAR.

L Dimethyl: 1

7068 true 222 1388.7177 1387.6782 1 23.15 284.72 24.33 54.7 (M:54.7) 1 1 0

R.VFEAGTGDGH

NPR.S Dimethyl:2H(4): 1



7069 true 1372 1388.73 1387.7248 1 -1.52 173.88 29.67 52.1 (M:52.1) 1 1 0

K.IFQGNVHNFEK.

N Dimethyl: 1, 11

7070 false 1372 1388.73 1387.7242 1 -1.05 237.53 29.67 17.1 (M:17.1) 1 7 1

K.VERANACNSVI

K.H Carbamidomethyl: 7; Dimethyl: 12

7071 true 2482 1388.7339 1387.7195 1 5.18 219.99 39 44.0 (M:44.0) 1 1 0

R.EGDVLTLLESER

.E Dimethyl: 1

7072 false 2482 1388.7339 1387.7242 1 1.79 200.08 39 18.8 (M:18.8) 1 2 1

K.TPSDIVTCVRGR

.G Carbamidomethyl: 8; Dimethyl: 1

7073 true 1410 1388.7415 1387.7547 1 -14.72 125.27 27.83 51.7 (M:51.7) 1 1 0

K.NDHPGLSIGDT

AK.K Dimethyl:2H(4): 1, 13

7074 true 3294 1388.8047 1387.7991 1 -1.22 265.53 39.17 25.9 (M:25.9) 1 1 0

R.YVWLVYEQPK.

Q Dimethyl:2H(4): 1, 10

7075 true 3592 1388.8065 1387.7835 1 11.25 338.59 41 52.8 (M:52.8) 1 1 0

R.FGPLTPELMVP

R.L Dimethyl:2H(4): 1



7076 true 2236 1388.8216 1387.8059 1 6.07 277.27 33.67 61.6 (M:61.6) 2 1 0

K.TMGVMFTPLT

VK.Y Dimethyl:2H(4): 1, 12

7077 false 1473 1388.8528 1387.8701 1 -17.69 267.61 29 15.5 (M:15.5) 1 3 1

K.VLQSVQSAVNK

K.I Dimethyl:2H(4): 1; Dimethyl: 11, 12

7078 true 1639 1389.6206 1388.6115 1 1.29 261.78 29 41.1 (M:41.1) 1 1 0

R.DTNFGTNCICR.

V

Carbamidomethyl: 8, 10; 

Dimethyl:2H(4): 1

7079 true 1134 1389.6593 1388.6656 1 -9.76 288.51 28.5 22.2 (M:22.2) 1 1 0

K.NESELEAHLCR.

V

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

7080 false 2725 1389.6792 1388.7057 1 -24.31 309.73 42.83 19.1 (M:19.1) 1 2 0

R.SPMQAMHPV

HVK.E Dimethyl: 12

7081 true 2725 1389.6792 1388.6758 1 -2.82 263.63 42.83 87.6 (M:87.6) 1 1 0

M.AAMEGPLAVF

GER.T Acetyl: 1

7082 false 1598 1389.7228 1388.7156 1 -0.06 230.18 31.17 15.1 (M:15.1) 1 7 0

R.LALDVMACEVL

R.V Carbamidomethyl: 8



7083 true 2214 1389.7381 1388.7334 1 -1.82 297.49 32.5 29.8 (M:29.8) 1 1 0

K.ESMATGSIPITV

R.H Dimethyl: 1

7084 true 988 1389.7523 1388.7412 1 2.74 259.86 28 86.5 (M:86.5) 2 1 0

R.IQTQPGYANTL

R.Q Dimethyl: 1

7085 true 1705 1389.755 1388.7452 1 1.79 193.24 31.33 21.7 (M:21.7) 1 1 0

R.LYHDIAQQAFK.

F Dimethyl: 1, 11

7086 true 75 1389.7571 1388.7573 1 -5.43 251.81 20 78.0 (M:78.0) 1 1 0

R.IIYGGSVTGGNC

K.E

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 13

7087 true 425 1389.7619 1388.7463 1 6.06 181.75 23.67 29.0 (M:29.0) 1 1 0

R.VYTDVNTHRPR

.E Dimethyl:2H(4): 1

7088 false 425 1389.7619 1388.7412 1 9.68 230.95 23.67 17.7 (M:17.7) 1 2 0

K.QSPLGVNGASY

LR.L Dimethyl: 1

7089 true 112 1389.767 1388.7689 1 -6.59 340.17 23 51.8 (M:51.8) 1 1 1

R.NAEQFKDQAD

K.A Dimethyl:2H(4): 1, 6, 11



7090 true 812 1389.7769 1388.7652 1 3.14 226.67 26.67 52.8 (M:52.8) 1 1 0

K.LITDSFNHHNK.

L Dimethyl:2H(4): 1, 11

7091 false 812 1389.7769 1388.7822 1 -9.06 177.63 26.67 16.6 (M:16.6) 1 2 0

K.IIAMTCTHAALK

.R

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Dimethyl: 12

7092 true 667 1389.8349 1388.8115 1 11.58 265.7 26.33 31.3 (M:31.3) 1 1 0

K.VLEEANQAINP

K.L Dimethyl:2H(4): 1, 12

7093 false 1765 1389.8595 1388.8177 1 24.84 185.97 29.33 20.2 (M:20.2) 1 2 0

R.TQIQLQAAEISK

.L Dimethyl:2H(4): 1; Dimethyl: 12

7094 false 2542 1389.8675 1388.8329 1 19.66 222.02 39.5 18.5 (M:18.5) 1 2 0

K.QYPISLVLAPTR.

E Dimethyl:2H(4): 1

7095 false 1186 1389.8712 1388.8541 1 7.12 431.96 29.17 15.6 (M:15.6) 1 7 1

K.TKGLQSGVDIG

VK.Y Dimethyl:2H(4): 2; Dimethyl: 1, 13

7096 true 1186 1389.8712 1388.8591 1 3.5 369.86 29.17 74.1 (M:74.1) 14 1 0

R.DNIQGITKPAIR.

R Dimethyl:2H(4): 1, 8



7097 true 2960 1389.8745 1388.8615 1 4.17 219.06 37.17 22.3 (M:22.3) 2 50 1 1

K.KSIDPALSMLVK

.S Dimethyl:2H(4): 1; Dimethyl: 1, 12

7098 true 317 1390.6244 1389.6161 1 0.77 121.1 24 22.6 (M:22.6) 1 1 0

R.FEPPQSDSDGQ

R.R Dimethyl: 1

7099 true 2115 1390.7193 1389.6979 1 10.17 355.06 33.67 30.4 (M:30.4) 1 1 0 K.IYNEQNFFQR.A Dimethyl:2H(4): 1

7100 true 442 1390.7609 1389.7591 1 -3.94 323.9 25.17 24.1 (M:24.1) 1 1 1

K.SETELKETYAR.

W Dimethyl:2H(4): 1, 6

7101 true 2179 1390.7704 1389.7707 1 -5.4 255.85 34.83 42.3 (M:42.3) 1 1 0 R.FIIPHTQEAFR.T Dimethyl:2H(4): 1

7102 true 2352 1390.797 1389.7918 1 -1.5 282.2 32.83 73.6 (M:73.6) 2 1 0

K.YGINPGPIVATT

R.K Dimethyl:2H(4): 1

7103 true 3753 1390.808 1389.8029 1 -1.57 260.49 41.5 71.1 (M:71.1) 3 1 0

K.TVTAMDVVYAL

K.R Dimethyl:2H(4): 1, 12; Oxidation: 5



7104 true 3263 1390.8136 1389.7918 1 10.42 347.71 40.17 85.8 (M:85.8) 6 1 0

R.ASGQAFELILGP

R.S Dimethyl:2H(4): 1

7105 false 3192 1390.8223 1389.8282 1 -9.43 253.3 41.33 15.3 (M:15.3) 1 6 1

K.FDGSRQPVIAIK

.G Dimethyl:2H(4): 12; Dimethyl: 1

7106 false 1386 1390.8405 1389.8533 1 -14.44 244.84 29.17 15.8 (M:15.8) 1 7 1

K.AAGLVSKVFPV

DK.L Dimethyl:2H(4): 1; Dimethyl: 7

7107 true 1083 1391.667 1390.6875 1 -19.94 345.66 25.5 22.2 (M:22.2) 2 36.34 1 1

R.KNQGNSDICSL

K.N Carbamidomethyl: 9; Dimethyl: 1

7108 false 109 1391.6685 1390.6593 1 1.33 246.33 21.83 19.1 (M:19.1) 1 6 1

K.KMMMVNHG

MEK.S Dimethyl: 1, 11

7109 false 109 1391.6685 1390.6875 1 -18.87 206.04 21.83 21.4 (M:21.4) 2 39.78 2 1

R.KNQGNSDICSL

K.N Carbamidomethyl: 9; Dimethyl: 12

7110 true 36 1391.6836 1390.6949 1 -13.33 285.34 21.83 48.2 (M:48.2) 3 1 0

K.CVACESAKPGT

K.A

Carbamidomethyl: 1, 4; Dimethyl: 1, 

8, 12



7111 true 23 1391.7168 1390.7066 1 2.12 164.62 21.83 16.4 (M:16.4) 1 1 1

R.RHDINEGAAQP

R.R Dimethyl: 1

7112 true 410 1391.73 1390.7255 1 -2.04 169.75 25 34.2 (M:34.2) 1 1 1

R.YLHDESGLNRR.

H Dimethyl:2H(4): 1

7113 true 410 1391.73 1390.7255 1 -2.04 169.75 25 34.2 (M:34.2) 1 1 1

R.YLHDESGLNRR.

H Dimethyl:2H(4): 1

7114 true 1175 1391.7506 1390.7456 1 -1.67 181.49 26.67 71.6 (M:71.6) 1 1 1

R.KVVAEVYDQER

.F Dimethyl: 1, 1

7115 true 1367 1391.7519 1390.7456 1 -0.71 306.3 30 73.6 (M:73.6) 2 1 1

R.EIAQDFKTDLR.

F Dimethyl: 1, 7

7116 true 1243 1391.7664 1390.754 1 3.65 445.35 32 30.7 (M:30.7) 2 1 0

R.NTGIICTIGPAS

R.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

7117 true 2057 1391.7749 1390.753 1 10.5 193.46 31.33 16.0 (M:16.0) 1 1 0

R.IMNTFSVVPSP

K.V Oxidation: 2; Dimethyl: 1, 12



7118 true 2057 1391.7749 1390.753 1 10.5 193.46 31.33 16.0 (M:16.0) 1 1 0

R.IMNTFSVVPSP

K.V Oxidation: 2; Dimethyl: 1, 12

7119 true 3125 1391.8072 1390.7973 1 1.92 281.69 39.33 36.8 (M:36.8) 2 1 0

R.ELIGPALPPGFP

R.R Dimethyl: 1

7120 true 1308 1392.6912 1391.6789 1 3.66 284.02 29.5 32.8 (M:32.8) 1 1 1

R.EKLEMEMEAA

R.H Dimethyl: 1, 2

7121 true 930 1392.6979 1391.6906 1 0.06 316.47 24.33 110.0 (M:110.0) 3 1 0

R.SVQAGNPGGP

GGPGGR.G Dimethyl: 1

7122 true 1467 1392.7375 1391.7136 1 11.98 315.92 30 52.5 (M:52.5) 1 1 0

K.NFYVEHPEVAR.

L Dimethyl:2H(4): 1

7123 false 2483 1392.7431 1391.7079 1 20.08 160.57 39 15.7 (M:15.7) 1 4 0

R.TIVSLDTSQMN

R.I Dimethyl: 1

7124 true 2483 1392.7431 1391.7446 1 -6.29 264.83 39 40.4 (M:40.4) 1 1 0

R.EGDVLTLLESER

.E Dimethyl:2H(4): 1



7125 true 1553 1392.7585 1391.7536 1 -1.75 253.01 29.67 63.4 (M:63.4) 2 1 0

R.INVYYNEATGG

K.Y Dimethyl:2H(4): 1, 12

7126 false 1553 1392.7585 1391.7744 1 -16.68 323.28 29.67 20.6 (M:20.6) 1 2 0

K.IIVQAMDTLNS

R.F Dimethyl:2H(4): 1

7127 true 1560 1392.7589 1391.7561 1 -3.26 186.5 31 34.9 (M:34.9) 1 1 0

K.QLPHFTSEHIK.

R Dimethyl: 1, 11

7128 true 2442 1392.7688 1391.7449 1 11.96 296.93 39.5 59.1 (M:59.1) 1 1 0 R.LFLDEFQSIPR.I Dimethyl: 1

7129 true 3255 1392.7997 1391.7941 1 -1.15 252.26 39.17 28.3 (M:28.3) 1 1 0

K.YAALYQPLFDK.

R Dimethyl:2H(4): 1, 11

7130 true 3255 1392.7997 1391.7941 1 -1.15 252.26 39.17 28.3 (M:28.3) 1 1 0

K.YAALYQPLFDK.

R Dimethyl:2H(4): 1, 11

7131 true 1009 1392.8621 1391.85 1 3.46 243.89 24.5 16.9 (M:16.9) 1 1 1

K.ALPDGPITAIIKR

.K Dimethyl: 1



7132 true 2441 1393.5803 1392.5842 1 -8.06 271.92 32.33 66.0 (M:66.0) 1 1 0

K.CDPAGYYCGFK.

A

Carbamidomethyl: 1, 8; Dimethyl: 1, 

11

7133 true 508 1393.6757 1392.6634 1 3.63 302.52 25.5 30.3 (M:30.3) 1 1 0

R.SQYEQLAEQNR

.K Dimethyl: 1

7134 false 2095 1393.7292 1392.7055 1 11.77 494.47 32.17 15.1 (M:15.1) 1 4 1

-

.MNIMDFNMKK.

L

Dimethyl:2H(4): 9, 10; Acetyl: 1; 

Oxidation: 4

7135 false 2083 1393.7771 1392.7449 1 17.93 388.92 32.5 15.2 (M:15.2) 1 50 7 1

R.KVACIGAWHP

AR.V Carbamidomethyl: 4; Dimethyl: 1

7136 true 2083 1393.7771 1392.7663 1 2.53 310.46 32.5 36.6 (M:36.6) 2 1 0

R.IQTQPGYANTL

R.Q Dimethyl:2H(4): 1

7137 true 3307 1393.7874 1392.7839 1 -2.73 181.94 39.17 20.1 (M:20.1) 2 1 0

R.VVVCNLYPFVK.

T Carbamidomethyl: 4; Dimethyl: 1, 11

7138 true 3028 1393.806 1392.8129 1 -10.22 329 39.5 37.0 (M:37.0) 1 1 0

R.VQDVPVPVFLP

R.A Dimethyl: 1



7139 false 1672 1393.8414 1392.8428 1 -6.19 353.35 30 18.1 (M:18.1) 1 2 0

R.TQIQLQAAEISK

.L Dimethyl:2H(4): 1, 12

7140 true 156 1394.6812 1393.6595 1 10.34 120.31 23.33 45.8 (M:45.8) 1 1 0

K.QHICHIEGCGK.

V

Carbamidomethyl: 4, 9; Dimethyl: 1, 

11

7141 true 2116 1394.7475 1393.7326 1 5.46 335.21 32.17 53.0 (M:53.0) 1 1 0

R.LEPNLQAQMY

R.L Dimethyl:2H(4): 1

7142 true 1305 1394.7702 1393.7565 1 4.55 202.47 29.17 88.2 (M:88.2) 1 1 0

K.GAVDGGLSIPH

STK.R Dimethyl: 1, 14

7143 true 2617 1394.7765 1393.7718 1 -1.81 264.35 34.33 30.5 (M:30.5) 2 1 0

K.QPSPPFLVPTQ

R.F Dimethyl: 1

7144 true 2171 1395.6436 1394.6289 1 5.31 171.01 35 39.6 (M:39.6) 1 1 0

K.CDPVFDFGTGP

R.N Carbamidomethyl: 1; Dimethyl: 1

7145 false 2171 1395.6436 1394.6576 1 -15.24 217.03 35 25.3 (M:25.3) 1 2 1

K.QEKESDQSQER

.V Dimethyl:2H(4): 1



7146 true 24 1395.7427 1394.7317 1 2.7 254.18 21.83 24.0 (M:24.0) 1 1 1

R.RHDINEGAAQP

R.R Dimethyl:2H(4): 1

7147 true 1438 1395.7679 1394.7707 1 -7.26 222.88 30 37.1 (M:37.1) 2 1 1

R.EIAQDFKTDLR.

F Dimethyl:2H(4): 1; Dimethyl: 7

7148 false 1401 1395.7805 1394.7707 1 1.81 348.23 30 17.2 (M:17.2) 1 1.79 2 1

R.EIAQDFKTDLR.

F Dimethyl:2H(4): 7; Dimethyl: 1

7149 true 3155 1395.8406 1394.8224 1 7.86 263.25 39.33 27.3 (M:27.3) 2 1 0

R.ELIGPALPPGFP

R.R Dimethyl:2H(4): 1

7150 true 2686 1396.6947 1395.6639 1 16.83 250.3 36.17 20.4 (M:20.4) 1 1 0

R.NVCTEAGMFAI

R.A Carbamidomethyl: 3; Dimethyl: 1

7151 true 2246 1396.7002 1395.6857 1 5.22 217.81 37.33 38.2 (M:38.2) 1 1 0

R.YLLEQDFPGMR

.I Dimethyl: 1

7152 true 269 1396.7333 1395.7157 1 7.43 205.69 23 95.1 (M:95.1) 3 1 0

R.SVQAGNPGGP

GGPGGR.G Dimethyl:2H(4): 1



7153 true 251 1396.7343 1395.7219 1 3.7 285.96 24.67 47.0 (M:47.0) 2 1 0

K.NNRPSEGPLQT

R.L Dimethyl: 1

7154 false 2761 1396.7478 1395.7254 1 10.82 264.82 42.17 22.8 (M:22.8) 2 2 0

K.MISGMYLGEIV

R.N Dimethyl: 1

7155 false 2761 1396.7478 1395.7432 1 -1.9 274.41 42.17 17.3 (M:17.3) 1 5 1

R.NSVETAMKAYV

K.E Dimethyl: 8, 12

7156 true 2761 1396.7478 1395.732 1 6.15 281.45 42.17 103.9 (M:103.9) 1 1 0

R.SSAYEALMEIVK

.N Dimethyl: 1, 12

7157 true 1795 1396.7628 1395.7482 1 5.26 332.59 32.33 54.8 (M:54.8) 1 1 0

K.QLVAEQVMYQ

R.N Dimethyl:2H(4): 1

7158 false 1795 1396.7628 1395.7271 1 20.39 335.05 32.33 15.7 (M:15.7) 1 50 8 1 R.KIIWPCYDNR.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

7159 false 1795 1396.7628 1395.747 1 6.12 480.09 32.33 16.4 (M:16.4) 1 5 1

K.AQGGSAGPAA

GSIPKK.R



7160 true 2846 1396.7688 1395.7544 1 5.12 303.31 37.67 60.2 (M:60.2) 5 1 0

R.GDGPICLVLAPT

R.E Carbamidomethyl: 6; Dimethyl: 1

7161 true 2846 1396.7688 1395.7544 1 5.12 303.31 37.67 60.2 (M:60.2) 5 1 0

R.GDGPICLVLAPT

R.E Carbamidomethyl: 6; Dimethyl: 1

7162 false 3022 1396.7742 1395.7358 1 22.32 267.58 38.17 32.8 (M:32.8) 4 2 0

K.AAPQANESSPL

GVK.Q Dimethyl: 14

7163 true 1621 1396.7851 1395.7812 1 -2.48 235.81 31 28.9 (M:28.9) 1 1 0

K.QLPHFTSEHIK.

R Dimethyl:2H(4): 1; Dimethyl: 11

7164 true 1374 1396.7859 1395.775 1 2.56 246.26 29.67 46.1 (M:46.1) 1 1 0

K.IFQGNVHNFEK.

N Dimethyl:2H(4): 1, 11

7165 true 2443 1396.7956 1395.77 1 13.14 305.11 39.5 63.5 (M:63.5) 2 1 0 R.LFLDEFQSIPR.I Dimethyl:2H(4): 1

7166 false 1642 1396.7964 1395.7834 1 4.12 219.34 31.17 15.3 (M:15.3) 1 2 1

K.VGVEAKQPNSA

IR.K Dimethyl: 1



7167 true 1642 1396.7964 1395.7768 1 8.89 91.46 31.17 23.0 (M:23.0) 1 1 0

R.VALDMTTLTIM

R.Y Dimethyl:2H(4): 1

7168 true 2422 1396.8146 1395.8136 1 -4.5 322.77 34 56.0 (M:56.0) 1 1 0

R.HQVVVANILES

R.R Dimethyl:2H(4): 1

7169 true 509 1397.7002 1396.6885 1 3.18 311.24 25.5 26.1 (M:26.1) 1 1 0

R.SQYEQLAEQNR

.K Dimethyl:2H(4): 1

7170 true 2855 1397.7285 1396.6922 1 20.8 205.75 37.83 32.2 (M:32.2) 2 1 0

R.QQCAFIQFATR.

Q Carbamidomethyl: 3; Dimethyl: 1

7171 true 467 1397.7445 1396.731 1 4.44 287.79 25 48.5 (M:48.5) 1 1 0

K.EVSPAQQPASIS

R.R Dimethyl: 1

7172 true 2211 1397.7696 1396.7787 1 -11.68 322.94 34.5 20.9 (M:20.9) 2 1 1

K.RNTSPLAVSTPV

R.K

7173 true 3369 1397.7838 1396.7939 1 -12.43 247.56 40.67 16.0 (M:16.0) 1 1 1

R.ALSAALPGPAA

FRR.L



7174 true 841 1397.7917 1396.7802 1 3.04 186.72 26.67 21.4 (M:21.4) 1 1 0

K.IGSNYSVHTVEK

.T Dimethyl:2H(4): 1, 12

7175 false 1402 1397.7995 1396.7836 1 6.16 327.37 30 15.6 (M:15.6) 1 8 1

R.QIEEQTMKAQK

.E Dimethyl:2H(4): 1, 8

7176 false 1402 1397.7995 1396.7864 1 4.14 405.31 30 15.3 (M:15.3) 1 9 0 K.EVLEELNHNLK.I Dimethyl:2H(4): 1; Dimethyl: 11

7177 true 1724 1397.8055 1396.7954 1 1.98 260.07 31.5 37.1 (M:37.1) 1 1 0

R.LYHDIAQQAFK.

F Dimethyl:2H(4): 1, 11

7178 true 3193 1397.8503 1396.838 1 3.54 236.16 39.5 25.7 (M:25.7) 1 1 0

R.VQDVPVPVFLP

R.A Dimethyl:2H(4): 1

7179 true 3115 1398.6947 1397.6939 1 -4.67 208.41 36.67 49.4 (M:49.4) 1 1 0

R.NLDLSTFYQNR.

A Dimethyl: 1

7180 true 3035 1398.7067 1397.7078 1 -6.05 270.72 45.5 28.2 (M:28.2) 1 1 0

M.AEYLASIFGTEK

.D Acetyl: 1; Dimethyl: 12



7181 true 1383 1398.7212 1397.6939 1 14.33 207.4 29.5 21.1 (M:21.1) 1 1 0

R.YITQNGDYQLR.

T Dimethyl: 1

7182 true 1899 1398.7315 1397.7126 1 8.37 231.09 32 15.3 (M:15.3) 1 1 0

K.CPFIANPVPAER

.L Carbamidomethyl: 1; Dimethyl: 1

7183 true 1955 1398.7756 1397.8031 1 -24.87 308.55 31.5 20.4 (M:20.4) 1 1 0

K.LTNGIWILAELR.

I

7184 false 1752 1398.7761 1397.7605 1 5.94 220.77 31.5 18.2 (M:18.2) 1 67.38 2 0

R.WDPDKPGDKP

R.M Dimethyl:2H(4): 9; Dimethyl: 1, 5

7185 true 1629 1398.7852 1397.7605 1 12.46 350.57 30.67 19.4 (M:19.4) 2 1 0

R.WDPDKPGDKP

R.M Dimethyl:2H(4): 5; Dimethyl: 1, 9

7186 false 1401 1398.7853 1397.7456 1 23.19 423.61 29.83 16.9 (M:16.9) 1 4 1

K.VFRALYTFEPR.

T

7187 true 2618 1398.7982 1397.7969 1 -4.28 231.25 34.33 40.9 (M:40.9) 2 1 0

K.QPSPPFLVPTQ

R.F Dimethyl:2H(4): 1



7188 false 1368 1398.8036 1397.804 1 -5.49 348.65 30.33 17.2 (M:17.2) 1 3 1

R.TVQDKMTGAD

IK.L Dimethyl:2H(4): 1, 5; Dimethyl: 12

7189 true 1962 1398.8203 1397.8192 1 -4.44 220.07 33.33 39.3 (M:39.3) 1 1 1 -.MEFAELIKTPR.A Dimethyl:2H(4): 1, 8

7190 false 2216 1398.8282 1397.8354 1 -10.35 241.28 32.67 18.8 (M:18.8) 1 2 1

K.IRVSVIGLSAEV

R.V

7191 true 2073 1398.8372 1397.8354 1 -3.94 219.7 32.83 17.5 (M:17.5) 1 57.48 1 1

K.KQQISLATQVV

R.M Dimethyl: 1

7192 true 217 1399.6698 1398.664 1 -1.11 281.01 24.5 24.8 (M:24.8) 1 1 0

K.GTVSFHTQSDH

R.F Dimethyl: 1

7193 true 977 1399.6834 1398.6714 1 3.38 276.39 27.5 48.3 (M:48.3) 1 1 0

R.GPSPYHVVAEC

R.S Carbamidomethyl: 11; Dimethyl: 1

7194 true 1908 1399.7832 1398.7727 1 2.27 271.61 33 30.0 (M:30.0) 1 1 1

R.KCEPIIMTVPR.

K Carbamidomethyl: 2; Dimethyl: 1, 1



7195 false 1908 1399.7832 1398.7831 1 -5.13 337.82 33 18.5 (M:18.5) 1 2 1

R.QDVTSTPQRLA

K.D Dimethyl: 1, 12

7196 true 2727 1399.7894 1398.7781 1 2.87 228.67 34.83 23.2 (M:23.2) 1 1 0

K.LNISFPATGCQK

.L

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 12

7197 true 1176 1399.8003 1398.7958 1 -2.05 240.27 26.67 78.0 (M:78.0) 1 1 1

R.KVVAEVYDQER

.F Dimethyl:2H(4): 1, 1

7198 false 1176 1399.8003 1398.7657 1 19.52 266.08 26.67 19.1 (M:19.1) 1 2 0

K.LPTADLIPEDQR

.C Dimethyl:2H(4): 1

7199 true 1337 1399.8125 1398.7958 1 6.67 393.56 30 37.8 (M:37.8) 2 1 1

R.EIAQDFKTDLR.

F Dimethyl:2H(4): 1, 7

7200 true 2532 1399.8349 1398.821 1 4.76 305.1 40.17 69.2 (M:69.2) 1 1 0

K.TVATFLDELAQ

K.L Dimethyl:2H(4): 1, 12

7201 true 1221 1399.8445 1398.8269 1 7.43 257.37 31.67 23.7 (M:23.7) 1 1 1

M.SMLKPSGLKAP

SK.T Dimethyl: 1, 13



7202 true 2502 1400.6691 1399.6772 1 -11.01 240.44 39 28.1 (M:28.1) 1 1 0

K.EYPFSLDAFQR.

E Dimethyl: 1

7203 true 2687 1400.7202 1399.689 1 17.08 193.66 36.17 16.1 (M:16.1) 1 1 0

R.NVCTEAGMFAI

R.A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

7204 true 2235 1400.7248 1399.7108 1 4.81 278.34 37.33 62.2 (M:62.2) 1 1 0

R.YLLEQDFPGMR

.I Dimethyl:2H(4): 1

7205 true 113 1400.7312 1399.7307 1 -4.87 277.07 23 15.0 (M:15.0) 1 1 1

R.VKELQAEQEDR

.A Dimethyl: 1, 2

7206 false 979 1400.7568 1399.7655 1 -11.38 272.76 27.83 15.0 (M:15.0) 1 3 1

K.LSCKAASESMP

K.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 4; Dimethyl: 12

7207 false 295 1400.7575 1399.7609 1 -7.6 363.4 24.5 21.7 (M:21.7) 1 2 0

K.AAPQANESSPL

GVK.Q Dimethyl:2H(4): 1

7208 true 295 1400.7575 1399.747 1 2.34 284.26 24.5 44.2 (M:44.2) 2 1 0

K.NNRPSEGPLQT

R.L Dimethyl:2H(4): 1



7209 true 2455 1400.7959 1399.7711 1 12.5 163.63 33.67 19.8 (M:19.8) 1 1 0

R.TVIIEQSWGSPK

.V Dimethyl: 1, 12

7210 true 3032 1400.7995 1399.7795 1 9.05 302.58 37.83 62.0 (M:62.0) 6 1 0

R.GDGPICLVLAPT

R.E

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

7211 true 3032 1400.7995 1399.7795 1 9.05 302.58 37.83 62.0 (M:62.0) 6 1 0

R.GDGPICLVLAPT

R.E

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

7212 true 1529 1400.8074 1399.7745 1 18.3 280.71 31 23.3 (M:23.3) 2 63.47 1 0

R.EDVLAGMVGK

PIK.G Oxidation: 7; Dimethyl: 1

7213 false 1309 1400.8105 1399.8047 1 -1.02 305.74 30.33 17.5 (M:17.5) 1 4 1

K.ITIMPKHEDLK.

D

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 11

7214 false 1133 1400.8139 1399.8085 1 -1.35 344.59 31.17 15.7 (M:15.7) 1 3 1

K.VGVEAKQPNSA

IR.K Dimethyl:2H(4): 6

7215 true 2207 1400.8238 1399.8187 1 -1.58 215.92 32 69.2 (M:69.2) 3 1 0

R.TFIAIKPDGVQR

.G Dimethyl: 1, 6



7216 true 208 1401.5997 1400.6242 1 -22.7 236.97 23.83 26.0 (M:26.0) 1 1 0

K.EMSVETSQYQR

.R Oxidation: 2; Dimethyl: 1

7217 true 437 1401.6244 1400.6177 1 -0.4 266.04 26 27.8 (M:27.8) 1 1 0

K.CASQAGMTAY

GTR.R Carbamidomethyl: 1; Dimethyl: 1

7218 true 2396 1401.6315 1400.6345 1 -7.31 260.03 32.33 69.3 (M:69.3) 1 1 0

K.CDPAGYYCGFK.

A

Carbamidomethyl: 1, 8; 

Dimethyl:2H(4): 1, 11

7219 true 283 1401.707 1400.6824 1 12.4 323.5 24.33 44.8 (M:44.8) 1 1 1

K.EFNKYDTDGTK.

W Dimethyl: 1, 4, 11

7220 false 283 1401.707 1400.726 1 -18.71 368.92 24.33 15.8 (M:15.8) 1 4 1

R.DSVPSLQGEKA

SR.A Dimethyl: 10

7221 true 314 1401.7238 1400.7147 1 1.29 186.86 23 21.5 (M:21.5) 1 1 1

R.LAQQDKEEQEK

.I Dimethyl: 1, 6

7222 false 314 1401.7238 1400.6896 1 19.23 275.51 23 16.5 (M:16.5) 1 4 1

M.AGADGQVNA

GEEKK.A Dimethyl: 1



7223 true 2881 1401.7412 1400.7173 1 11.88 222.19 35.83 34.3 (M:34.3) 2 1 0

R.QQCAFIQFATR.

Q

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

7224 false 2856 1401.7465 1400.7334 1 4.19 251.41 37.83 18.4 (M:18.4) 1 2 0

R.AGVTCIILPSEN

K.K Carbamidomethyl: 5

7225 true 800 1401.7598 1400.7334 1 13.71 236.88 27 19.5 (M:19.5) 1 1 0

R.LEQELQQMQA

K.V Dimethyl: 1, 11

7226 true 499 1401.7711 1400.7875 1 -16.86 174.3 25.33 15.2 (M:15.2) 1 1 0

R.AGVNTVTTLVE

NK.K Dimethyl: 1, 13

7227 true 2818 1401.8117 1400.7825 1 15.66 283.77 36.5 60.1 (M:60.1) 1 1 0

K.GAFTGEISPAMI

K.D Dimethyl:2H(4): 1, 13; Oxidation: 11

7228 true 3416 1401.8479 1400.8363 1 3.04 207.56 41 16.4 (M:16.4) 1 1 0

K.LGPALATGNVV

VMK.V Dimethyl:2H(4): 1

7229 true 2357 1401.8511 1400.8341 1 6.94 253.05 34.67 48.9 (M:48.9) 2 1 0

R.VVVCNLYPFVK.

T

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 11



7230 true 1966 1402.6534 1401.6565 1 -7.38 239.16 33.5 68.0 (M:68.0) 1 1 0

K.YGEYFPGTGDL

R.D Dimethyl: 1

7231 true 1263 1402.6764 1401.6823 1 -9.39 204.19 29 36.0 (M:36.0) 1 1 0

R.FCNTVHDIVNR.

G Carbamidomethyl: 2; Dimethyl: 1

7232 true 721 1402.7108 1401.71 1 -4.59 235.25 24.67 22.6 (M:22.6) 1 80.58 1 1

K.TAPGEKQSSAA

GDK.E Dimethyl: 6, 14

7233 true 3116 1402.7192 1401.719 1 -5.1 226.08 36.67 63.4 (M:63.4) 1 1 0

R.NLDLSTFYQNR.

A Dimethyl:2H(4): 1

7234 false 3116 1402.7192 1401.7464 1 -24.58 254.65 36.67 15.1 (M:15.1) 1 5 1

K.VEITTQRVAEEK

.L

7235 true 2309 1402.7195 1401.6897 1 16.05 238.6 35.33 21.7 (M:21.7) 1 1 0

K.GVDYVIMGMP

HR.G Dimethyl: 1

7236 true 157 1402.7311 1401.7097 1 10.08 179.79 23.33 62.0 (M:62.0) 1 1 0

K.QHICHIEGCGK.

V

Carbamidomethyl: 4, 9; 

Dimethyl:2H(4): 1, 11



7237 true 1874 1402.7507 1401.7377 1 4.14 322.91 32 43.5 (M:43.5) 1 1 0

K.CPFIANPVPAER

.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7238 true 1306 1402.8181 1401.8067 1 2.92 231.13 29.17 37.7 (M:37.7) 1 1 0

K.GAVDGGLSIPH

STK.R Dimethyl:2H(4): 1, 14

7239 true 218 1403.6966 1402.6891 1 0.15 295.36 24.5 22.7 (M:22.7) 1 1 0

K.GTVSFHTQSDH

R.F Dimethyl:2H(4): 1

7240 true 915 1403.6997 1402.6965 1 -2.93 281.86 27.5 63.1 (M:63.1) 1 1 0

R.GPSPYHVVAEC

R.S

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

7241 true 1001 1403.7221 1402.7036 1 7.99 296.01 27.17 35.9 (M:35.9) 1 1 0

K.SSSNEMQVMA

QK.Q Dimethyl:2H(4): 1, 12

7242 false 516 1403.7319 1402.7092 1 10.98 229 25.17 17.7 (M:17.7) 1 2 0

K.GIWSTTPSNEQ

K.L Dimethyl: 1, 12

7243 false 516 1403.7319 1402.7238 1 0.58 246.43 25.17 17.1 (M:17.1) 1 59.16 3 1

R.EQVCGREISGLK

.E Carbamidomethyl: 4; Dimethyl: 12



7244 false 516 1403.7319 1402.7507 1 -18.53 216.66 25.17 15.7 (M:15.7) 1 5 1

R.HYKLPDGTEQR.

T Dimethyl:2H(4): 3; Dimethyl: 1

7245 true 516 1403.7319 1402.7354 1 -7.66 257.54 25.17 65.5 (M:65.5) 1 1 0

K.ALQQEQEIEQR.

I Dimethyl:2H(4): 1

7246 false 516 1403.7319 1402.7416 1 -12.07 254.16 25.17 16.9 (M:16.9) 1 4 1

R.TSVVESNEARQ

K.F Dimethyl: 1, 12

7247 true 1332 1403.776 1402.7978 1 -20.73 269.32 28.33 31.2 (M:31.2) 1 54.88 1 1

R.KCEPIIMTVPR.

K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Dimethyl: 1

7248 true 26 1403.7768 1402.7702 1 -0.49 257.97 21.83 17.7 (M:17.7) 1 1 0

K.CVACESAKPGT

K.A

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1, 8, 12

7249 true 3061 1403.7984 1402.782 1 6.45 269.91 39 40.5 (M:40.5) 2 1 0

K.SIDLPIQASLYR.

Q Dimethyl: 1

7250 true 2484 1404.6841 1403.7023 1 -18.12 247.57 39 31.6 (M:31.6) 1 1 0

K.EYPFSLDAFQR.

E Dimethyl:2H(4): 1



7251 true 2091 1404.7139 1403.7197 1 -9.32 248.5 34.33 26.1 (M:26.1) 1 1 0

K.YYVTIIDAPGHR

.D

7252 true 2050 1404.7182 1403.7197 1 -6.31 155.85 33.17 21.3 (M:21.3) 1 1 0

R.YVNILPYDHSR.

V Dimethyl: 1

7253 true 466 1404.7287 1403.7231 1 -1.24 241.36 26.17 32.8 (M:32.8) 2 1 1

K.CGYKEPTPIQR.

Q Carbamidomethyl: 1; Dimethyl: 1, 4

7254 true 3635 1404.7818 1403.7946 1 -14.26 212.15 49 16.1 (M:16.1) 1 1 1 K.LVIMLETEKEK.T Oxidation: 4; Dimethyl: 9, 11

7255 true 2925 1404.7875 1403.8024 1 -15.8 158.13 34.83 24.3 (M:24.3) 1 1 1 K.LKELIFEETAR.F Dimethyl: 1, 2

7256 true 2790 1404.7942 1403.7822 1 3.38 275.06 42.17 55.1 (M:55.1) 1 1 0

R.SSAYEALMEIVK

.N Dimethyl:2H(4): 1, 12

7257 false 2568 1404.7968 1403.7629 1 18.94 429.27 40.5 15.1 (M:15.1) 1 2 1

K.VMQVVKEQIM

R.A Oxidation: 10; Dimethyl: 1



7258 true 2568 1404.7968 1403.7962 1 -4.8 287.83 40.5 17.0 (M:17.0) 1 1 0 K.FLELLEPLNER.K Dimethyl:2H(4): 1

7259 true 3201 1404.8347 1403.8152 1 8.68 295.07 38.67 15.9 (M:15.9) 1 1 0

K.GSVPLDTITFYK.

V Dimethyl:2H(4): 1, 12

7260 true 3047 1404.8898 1403.865 1 12.5 153.75 37.17 15.6 (M:15.6) 1 1 1

K.NASGTKQISVLV

K.V Dimethyl:2H(4): 6; Dimethyl: 13

7261 true 2555 1404.9267 1403.9091 1 7.35 292.81 40.33 22.6 (M:22.6) 1 1 0 K.IILDLISESPIK.G Dimethyl:2H(4): 1, 12

7262 true 688 1405.6114 1404.6013 1 1.98 252.33 26 32.4 (M:32.4) 1 1 0

R.MGPSPSEGAE

MER.R Dimethyl: 1

7263 true 1253 1405.6127 1404.631 1 -18.16 246.91 29 17.6 (M:17.6) 1 1 0

K.FFYSDQNVDSR.

D Dimethyl: 1

7264 true 1898 1405.6605 1404.6708 1 -12.47 195.84 32.83 17.6 (M:17.6) 1 1 0 R.LQADCFIPEER.L Carbamidomethyl: 5; Dimethyl: 1



7265 true 2843 1405.672 1404.6708 1 -4.28 231.18 42.67 33.4 (M:33.4) 1 1 0

M.AAMEGPLAVF

GER.T Acetyl: 1; Oxidation: 3

7266 true 1590 1405.6825 1404.6535 1 15.46 235.65 29.33 25.4 (M:25.4) 1 1 0

R.GGGGNFGPGP

GSNFR.G Dimethyl: 1

7267 true 1423 1405.7136 1404.6854 1 14.93 287.97 29.83 35.0 (M:35.0) 2 1 0

R.MLVIEQCQNSR

.A Carbamidomethyl: 7; Dimethyl: 1

7268 false 1854 1405.7464 1404.7663 1 -19.35 267.35 32.83 19.4 (M:19.4) 1 58.83 2 1

K.KAFPSHSESSIR.

K Dimethyl:2H(4): 1; Dimethyl: 1

7269 true 1353 1405.7472 1404.7184 1 15.33 335.13 32.83 58.0 (M:58.0) 3 1 0

R.CSVLAAANPVY

GR.Y Carbamidomethyl: 1; Dimethyl: 1

7270 false 2257 1405.7645 1404.7864 1 -20.79 217.97 36 15.6 (M:15.6) 1 4 1

K.QVYVDKLEDLK.

K Dimethyl: 6, 11

7271 true 1796 1405.7655 1404.7469 1 8.03 302.6 31.67 20.5 (M:20.5) 1 1 1

K.LGKDEMLQMIR

.H Oxidation: 6; Dimethyl: 1, 3



7272 true 3285 1405.7833 1404.7725 1 2.48 326.5 39.83 60.7 (M:60.7) 2 1 0

R.TTNFAGILSQGL

R.I Dimethyl: 1

7273 true 2702 1405.8101 1404.7898 1 9.25 266.13 36.33 84.7 (M:84.7) 1 1 0

R.TLTIVDTGIGMT

K.A Dimethyl: 1, 13

7274 false 2702 1405.8101 1404.8279 1 -17.82 297.81 36.33 22.6 (M:22.6) 1 2 1

R.DVVDLTTLWKR

.K Dimethyl:2H(4): 10; Dimethyl: 1

7275 true 2479 1405.8505 1404.8126 1 21.81 413.33 35.17 16.1 (M:16.1) 1 1 1

K.SSAKILADQQEK

.Y Dimethyl:2H(4): 1; Dimethyl: 4, 12

7276 true 3709 1405.8913 1404.8792 1 3.43 272.82 41 61.5 (M:61.5) 1 1 0

R.NDGVLLLQQLT

K.S Dimethyl:2H(4): 1, 12

7277 true 2929 1405.894 1404.8564 1 21.58 343.44 38.83 32.3 (M:32.3) 4 65.69 1 1

K.KSIDPALSMLVK

.S

Dimethyl:2H(4): 1; Oxidation: 9; 

Dimethyl: 1, 12

7278 true 640 1406.6376 1405.6507 1 -14.55 167.12 25.83 55.5 (M:55.5) 1 1 0

K.AVSEMAAASDE

AAR.A Dimethyl: 1



7279 true 1967 1406.6789 1405.6816 1 -7.1 238.96 33.5 73.3 (M:73.3) 1 1 0

K.YGEYFPGTGDL

R.D Dimethyl:2H(4): 1

7280 true 1003 1406.7055 1405.6739 1 17.31 165.23 27.83 31.9 (M:31.9) 1 1 1

R.YRDVSPFDHSR.

I Dimethyl: 1

7281 true 1953 1406.7536 1405.7678 1 -15.24 369.95 31.5 20.9 (M:20.9) 1 1 1

R.AQRFGLNVSSL

SK.K

7282 true 930 1406.7768 1405.7359 1 23.88 312.2 27.67 16.5 (M:16.5) 1 1 1

K.IHMQEMELKR.

T

Dimethyl:2H(4): 9; Oxidation: 3, 6; 

Dimethyl: 1

7283 true 1963 1406.7809 1405.7752 1 -1.06 348.2 33.5 80.0 (M:80.0) 1 1 1 K.QYKGIIDCVVR.I Carbamidomethyl: 8; Dimethyl: 1, 3

7284 false 1963 1406.7809 1405.7388 1 24.8 247.34 33.5 17.1 (M:17.1) 1 6 1

K.RLAEFLGDQMV

K.D

7285 true 1963 1406.7809 1405.7752 1 -1.06 348.2 33.5 80.0 (M:80.0) 1 1 1 K.QYKGIIDCVVR.I Carbamidomethyl: 8; Dimethyl: 1, 3



7286 false 1963 1406.7809 1405.7453 1 20.17 310.33 33.5 16.0 (M:16.0) 1 8 1

K.AFAAQEDLEKT

K.E Dimethyl: 1, 12

7287 true 3521 1406.7897 1405.8079 1 -18.07 371.93 41.33 18.5 (M:18.5) 1 1 1

K.LQDKATVLTTE

R.K Dimethyl:2H(4): 4

7288 true 2217 1406.8071 1405.8181 1 -12.94 318.1 32.67 31.4 (M:31.4) 1 1 0

R.LIDLHSPSEIVK.

Q Dimethyl: 1, 12

7289 true 1256 1406.8221 1405.7929 1 15.59 383.1 29.67 32.4 (M:32.4) 1 1 0

K.HPASTVQILGA

EK.A Dimethyl: 1, 13

7290 true 1264 1407.6225 1406.615 1 0.17 293.97 29.33 46.3 (M:46.3) 1 1 0

K.CNAAFGANDF

HR.I Carbamidomethyl: 1; Dimethyl: 1

7291 true 1136 1407.7064 1406.6902 1 6.28 170.52 26.83 18.6 (M:18.6) 1 1 0

R.SFQNAAAGAAS

SAAR.S Dimethyl: 1

7292 false 2161 1407.7436 1406.7691 1 -23.28 255.38 36 16.7 (M:16.7) 1 4 1

K.ISSVAEVMKESK

.Q Oxidation: 8; Dimethyl: 1, 9, 12



7293 false 1474 1407.7489 1406.7657 1 -17.07 251.17 30.33 17.3 (M:17.3) 2 2 0

K.SIAPSIYGSTDIK.

K Dimethyl: 1, 13

7294 false 315 1407.7745 1406.7707 1 -2.49 139.68 23 17.6 (M:17.6) 1 2 1

R.TKNEELAQTWK

.K Dimethyl:2H(4): 2; Dimethyl: 1

7295 true 779 1407.7906 1406.7758 1 5.34 289.99 26.33 15.1 (M:15.1) 1 1 1

R.HYKLPDGTEQR.

T Dimethyl:2H(4): 1, 3

7296 true 3448 1407.8015 1406.7719 1 15.85 219.33 42.5 22.8 (M:22.8) 1 1 0

R.FVFSLVDAMNG

K.E Dimethyl:2H(4): 1, 12; Oxidation: 9

7297 true 2288 1407.8367 1406.8229 1 4.59 236.08 32.33 45.8 (M:45.8) 5 1 1

R.KCEPIIMTVPR.

K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 1

7298 true 2868 1407.8458 1406.8071 1 22.31 280.43 39 25.9 (M:25.9) 2 1 0

K.SIDLPIQASLYR.

Q Dimethyl:2H(4): 1

7299 false 257 1408.6607 1407.685 1 -22.41 258.53 23.83 15.2 (M:15.2) 1 5 1

K.EMAETTNGML

RK.E Dimethyl: 12



7300 true 1697 1408.6862 1407.6783 1 0.48 299.93 31.17 29.4 (M:29.4) 1 1 0

R.AYQHGGVTGLS

QY.- Dimethyl: 1

7301 true 678 1408.6995 1407.6816 1 7.47 335.94 26.5 85.8 (M:85.8) 2 1 0

R.NSMPASSFQQ

QK.L Dimethyl: 1, 12

7302 true 678 1408.6995 1407.6816 1 7.47 335.94 26.5 85.8 (M:85.8) 2 1 0

R.NSMPASSFQQ

QK.L Dimethyl: 1, 12

7303 true 1971 1408.7298 1407.718 1 3.17 291.73 32.33 28.9 (M:28.9) 1 1 0

K.QLVAEQVMYQ

R.N Oxidation: 8; Dimethyl: 1

7304 true 2051 1408.7457 1407.7449 1 -4.55 221.56 33.17 22.7 (M:22.7) 1 1 0

R.YVNILPYDHSR.

V Dimethyl:2H(4): 1

7305 false 665 1408.7473 1407.7143 1 18.21 269.55 24.67 17.7 (M:17.7) 1 50 3 1

K.KAADASDTQNE

AK.L Dimethyl:2H(4): 1; Dimethyl: 13

7306 false 2236 1408.7749 1407.7722 1 -3.26 289.94 37.17 16.8 (M:16.8) 1 2 0

K.AFLSTLTAQSLT

R.E



7307 true 2719 1408.8172 1407.8086 1 0.93 259.48 38.83 39.3 (M:39.3) 1 1 0

K.SLGELIHTLNGA

K.L Dimethyl: 1, 13

7308 true 2791 1408.8433 1407.8337 1 1.66 278.83 42.33 54.0 (M:54.0) 1 1 0 K.LTLIDPETLLPR.L Dimethyl: 1

7309 true 1198 1408.8838 1407.8689 1 5.35 309.22 28.5 52.7 (M:52.7) 3 1 0

R.TFIAIKPDGVQR

.G Dimethyl:2H(4): 1, 6

7310 true 689 1409.6343 1408.6265 1 0.38 243.34 26 50.4 (M:50.4) 1 1 0

R.MGPSPSEGAE

MER.R Dimethyl:2H(4): 1

7311 true 1592 1409.6773 1408.6786 1 -6.04 261.99 29.33 16.7 (M:16.7) 1 1 0

R.GGGGNFGPGP

GSNFR.G Dimethyl:2H(4): 1

7312 true 1899 1409.6872 1408.6959 1 -11.27 152.3 32.83 17.1 (M:17.1) 1 1 0 R.LQADCFIPEER.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

7313 false 1472 1409.7149 1408.7334 1 -18.3 272.5 29.33 16.9 (M:16.9) 1 3 1

K.YMKDVNCPFK.

M

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 3; Oxidation: 2; 

Dimethyl: 10



7314 true 1855 1409.732 1408.7435 1 -13.33 302.75 32.83 62.9 (M:62.9) 3 1 0

R.CSVLAAANPVY

GR.Y

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7315 true 1424 1409.7355 1408.7105 1 12.61 287.11 29.83 48.1 (M:48.1) 2 1 0

R.MLVIEQCQNSR

.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

7316 true 2569 1409.7361 1408.7351 1 -4.42 261.46 40.5 30.5 (M:30.5) 1 1 0

R.EALFNEFITAAR.

K Dimethyl: 1

7317 true 52 1409.7369 1408.731 1 -1.03 381.39 23.33 43.6 (M:43.6) 1 72.91 1 0

R.VVDGVTHDAN

AVGK.L Dimethyl: 1

7318 true 256 1409.7382 1408.7423 1 -8.09 179.36 26 37.0 (M:37.0) 1 1 0

R.QGLQTTQAHLE

R.L Dimethyl: 1

7319 true 916 1409.7416 1408.7211 1 9.35 193.38 27.33 31.3 (M:31.3) 1 1 0

R.ITAFHNAHDLS

R.W Dimethyl: 1

7320 true 777 1409.7429 1408.731 1 3.25 201.95 25 56.6 (M:56.6) 2 1 1

R.AIQDDEHELRK.

E Dimethyl: 1, 11



7321 true 2197 1409.7574 1408.745 1 3.63 223.06 36.67 20.0 (M:20.0) 1 1 0

R.SLFSSIGEVESAK

.L Dimethyl: 1, 13

7322 true 1661 1409.769 1408.7612 1 0.32 217.68 35.5 36.0 (M:36.0) 2 1 0

K.NLSGSSLFSPVN

R.E Dimethyl:2H(4): 1

7323 true 1489 1409.7964 1408.7624 1 18.94 342.87 30.17 30.8 (M:30.8) 1 96.36 1 1

R.VDFNVPMKDH

K.I Dimethyl:2H(4): 1, 11; Oxidation: 7

7324 true 2270 1409.8083 1408.7976 1 2.42 336.14 34 68.2 (M:68.2) 2 1 0

R.TTNFAGILSQGL

R.I Dimethyl:2H(4): 1

7325 true 641 1410.6687 1409.6759 1 -10.23 177.28 25.83 30.3 (M:30.3) 1 1 0

K.AVSEMAAASDE

AAR.A Dimethyl:2H(4): 1

7326 true 123 1410.6692 1409.6787 1 -11.88 226.09 22.83 74.9 (M:74.9) 3 1 1

K.DSYVGDEAQSK

R.G Dimethyl: 1, 11

7327 true 123 1410.6692 1409.6787 1 -11.88 226.09 22.83 74.9 (M:74.9) 3 1 1

K.DSYVGDEAQSK

R.G Dimethyl: 1, 11



7328 true 123 1410.6692 1409.6787 1 -11.88 226.09 22.83 74.9 (M:74.9) 3 1 1

K.DSYVGDEAQSK

R.G Dimethyl: 1, 11

7329 true 94 1410.7023 1409.68 1 10.61 220.8 22.33 64.1 (M:64.1) 1 1 0

R.GYEGGAEGHRP

PR.V Dimethyl: 1

7330 true 1036 1410.7216 1409.699 1 10.91 226.84 27.83 28.9 (M:28.9) 1 1 1

R.YRDVSPFDHSR.

I Dimethyl:2H(4): 1

7331 true 1877 1410.8077 1409.8003 1 0.13 281.65 33.5 51.9 (M:51.9) 1 93.86 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1; Dimethyl: 3

7332 false 1877 1410.8077 1409.789 1 8.09 252.9 33.5 25.4 (M:25.4) 1 3 1 -.MEFAELIKTPR.A

Dimethyl:2H(4): 8; Oxidation: 1; 

Dimethyl: 1

7333 true 1877 1410.8077 1409.8003 1 0.13 281.65 33.5 51.9 (M:51.9) 1 93.86 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1; Dimethyl: 3

7334 true 1403 1411.6051 1410.6085 1 -7.59 192.77 30 43.5 (M:43.5) 1 1 0

R.GGAEQFMEET

ER.S Dimethyl: 1



7335 true 1286 1411.6426 1410.6401 1 -3.4 264.19 29.33 62.0 (M:62.0) 1 1 0

K.CNAAFGANDF

HR.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7336 true 1137 1411.7261 1410.7153 1 2.43 249.81 26.83 23.9 (M:23.9) 1 1 0

R.SFQNAAAGAAS

SAAR.S Dimethyl:2H(4): 1

7337 true 786 1411.7387 1410.7289 1 1.73 336.25 26.5 24.2 (M:24.2) 1 1 1

R.ACKDPNPIIDGR

.K Carbamidomethyl: 2; Dimethyl: 1, 3

7338 true 2984 1411.7569 1410.7541 1 -3.15 248.45 35.5 74.5 (M:74.5) 1 1 0

K.HLQDLMEGLTA

K.V Dimethyl: 1, 12

7339 true 1721 1411.7662 1410.7579 1 0.7 299.73 30.5 46.5 (M:46.5) 2 1 0

R.GNQALAAGDIG

AAVR.H Dimethyl: 1

7340 false 3400 1411.7947 1410.7806 1 4.81 289.44 38.83 15.0 (M:15.0) 1 2 1

R.LQNASSEAEDK

K.D Dimethyl:2H(4): 11, 12; Dimethyl: 1

7341 true 1205 1412.6348 1411.6224 1 3.64 225.46 29.17 41.6 (M:41.6) 1 1 0

R.AETCFVNCVER.

F Carbamidomethyl: 4, 8; Dimethyl: 1



7342 true 1698 1412.7112 1411.7034 1 0.37 375.41 31.17 44.5 (M:44.5) 1 1 0

R.AYQHGGVTGLS

QY.- Dimethyl:2H(4): 1

7343 true 1190 1412.7118 1411.7096 1 -3.59 229.4 28.67 31.7 (M:31.7) 1 1 0

K.NPADSSVHSPF

AK.R Dimethyl: 1, 13

7344 true 2556 1412.7294 1411.6905 1 22.42 335.71 40.33 15.8 (M:15.8) 1 1 0

K.FDEVTADAMTL

K.W Oxidation: 9; Dimethyl: 1, 12

7345 true 3032 1412.7352 1411.7136 1 10.17 339.41 38.83 44.1 (M:44.1) 1 1 0

K.NVGQFSGFPFE

K.G Dimethyl: 1, 12

7346 true 694 1412.7511 1411.732 1 8.31 221.73 26 33.6 (M:33.6) 1 1 0

R.LNALHPPESHG

GR.T Dimethyl: 1

7347 true 467 1412.7796 1411.7733 1 -0.75 310.86 26.17 34.0 (M:34.0) 2 1 1

K.CGYKEPTPIQR.

Q

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 4

7348 false 2018 1412.7893 1411.7671 1 10.58 323.66 31.33 21.3 (M:21.3) 1 2 0

K.NLNGILADEAG

LGK.T Dimethyl: 14



7349 true 2896 1412.8513 1411.8526 1 -6.06 217.36 34.83 48.6 (M:48.6) 1 1 1 K.LKELIFEETAR.F Dimethyl:2H(4): 1, 2

7350 true 2792 1412.8668 1411.8588 1 0.49 309.9 42.33 52.4 (M:52.4) 1 1 0 K.LTLIDPETLLPR.L Dimethyl:2H(4): 1

7351 true 1119 1413.6035 1412.6208 1 -17.37 218.19 28.33 29.8 (M:29.8) 1 1 0

R.EYQAGDFEAAE

R.H Dimethyl: 1

7352 true 666 1413.6421 1412.6467 1 -8.38 182.41 24.5 35.3 (M:35.3) 1 1 0

R.HLNTDCEINNR.

S Carbamidomethyl: 6; Dimethyl: 1

7353 false 2217 1413.6753 1412.6857 1 -12.51 162.85 35.5 16.7 (M:16.7) 1 2 1

K.QDYKEGEMTLK

.T Oxidation: 8; Dimethyl: 1, 11

7354 true 155 1413.6803 1412.6532 1 14.02 231.98 23.17 23.6 (M:23.6) 1 1 0

R.NIEEHASSDVER

.M Dimethyl: 1

7355 true 650 1413.7057 1412.6871 1 8.07 212.21 24.67 16.3 (M:16.3) 2 1 0

K.THCSSLPHYQK.

L Carbamidomethyl: 3; Dimethyl: 1, 11



7356 true 1900 1413.7311 1412.7334 1 -6.72 245.63 33 60.1 (M:60.1) 2 1 0

R.IMNVIGEPIDER

.G Dimethyl: 1

7357 false 1900 1413.7311 1412.7122 1 8.23 177.23 33 20.6 (M:20.6) 1 2 0

K.SSFCEFIGVLVR.

Q Carbamidomethyl: 4

7358 true 209 1413.7521 1412.7577 1 -9.12 256.03 24.33 27.3 (M:27.3) 1 1 1

K.EFNKYDTDGTK.

W Dimethyl:2H(4): 1, 4, 11

7359 true 1521 1413.7547 1412.7486 1 -0.81 284.78 30.33 32.6 (M:32.6) 1 1 1

R.VDFNVPMKDH

K.I Dimethyl: 1, 8, 11

7360 true 980 1413.757 1412.7372 1 8.89 246.75 27.83 50.7 (M:50.7) 1 1 0

K.DGQVIGIGAGQ

QSR.I Dimethyl: 1

7361 true 979 1413.7591 1412.7463 1 3.96 294.19 27.5 71.9 (M:71.9) 1 1 0

R.ITAFHNAHDLS

R.W Dimethyl:2H(4): 1

7362 true 2570 1413.7654 1412.7602 1 -1.44 296.28 40.5 49.4 (M:49.4) 1 1 0

R.EALFNEFITAAR.

K Dimethyl:2H(4): 1



7363 true 2703 1413.8533 1412.84 1 4.25 203.16 36.33 61.5 (M:61.5) 1 1 0

R.TLTIVDTGIGMT

K.A Dimethyl:2H(4): 1, 13

7364 true 3286 1413.8767 1412.873 1 -2.54 221.07 39 33.2 (M:33.2) 1 1 0

K.SLSLSPALIYSAK

.F Dimethyl:2H(4): 1, 13

7365 true 210 1414.6165 1413.6161 1 -4.86 303.11 24 48.2 (M:48.2) 1 1 0

R.SGYGYNEPEQS

R.F Dimethyl: 1

7366 true 95 1414.7291 1413.7051 1 11.78 264.47 22.33 67.3 (M:67.3) 1 1 0

R.GYEGGAEGHRP

PR.V Dimethyl:2H(4): 1

7367 true 2013 1414.7306 1413.7202 1 2.16 341.32 31.83 16.1 (M:16.1) 1 1 1 R.IYGFYDECKR.R

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 9

7368 true 2013 1414.7306 1413.7202 1 2.16 341.32 31.83 16.1 (M:16.1) 1 1 1 R.IYGFYDECKR.R

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 9

7369 true 2274 1414.7617 1413.736 1 13.04 322.52 33.67 36.9 (M:36.9) 1 1 1

R.VVDLMVHMAS

KE.- Dimethyl: 1, 11



7370 true 653 1414.7625 1413.7477 1 5.35 254.59 26.67 19.8 (M:19.8) 1 1 0

K.ASGPEAAHLQH

LR.Q Dimethyl: 1

7371 true 1577 1414.796 1413.7715 1 12.18 255.16 29.17 15.6 (M:15.6) 1 1 0

R.ELQQLIEADISK.

R Dimethyl: 12

7372 true 4056 1414.811 1413.798 1 4.04 280.44 45.5 44.3 (M:44.3) 1 1 0

R.VGWEQLLTTIA

R.T Dimethyl: 1

7373 true 1539 1414.8433 1413.8431 1 -5.03 403.4 29.67 25.1 (M:25.1) 1 1 0

K.HPASTVQILGA

EK.A Dimethyl:2H(4): 1, 13

7374 true 3336 1414.8489 1413.8595 1 -12.65 325.86 39.5 55.3 (M:55.3) 1 1 0

R.IITLAGPTNAIFK

.A Dimethyl: 1, 13

7375 true 1965 1414.8539 1413.8254 1 15.05 339.28 33.5 23.6 (M:23.6) 2 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 3

7376 true 1965 1414.8539 1413.8254 1 15.05 339.28 33.5 23.6 (M:23.6) 2 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 3



7377 true 1430 1414.8574 1413.8381 1 8.49 348.74 33.67 18.3 (M:18.3) 1 1 0

R.LVPGGGATEIEL

AK.Q Dimethyl:2H(4): 1; Dimethyl: 14

7378 true 1404 1415.629 1414.6337 1 -8.44 257.04 30 19.4 (M:19.4) 1 1 0

R.GGAEQFMEET

ER.S Dimethyl:2H(4): 1

7379 true 316 1415.7374 1414.7165 1 9.62 244.88 23.33 48.4 (M:48.4) 1 1 1

K.AQQELEEQTRR

.A Dimethyl: 1

7380 false 316 1415.7374 1414.6952 1 24.64 197.42 23.33 16.6 (M:16.6) 1 4 0

R.CYELDGDVASV

K.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1; Dimethyl: 12

7381 false 2960 1415.7817 1414.7966 1 -15.67 516.59 44.33 16.7 (M:16.7) 1 3 1

R.TLGGLEMELRL

R.D Dimethyl: 1

7382 true 1468 1415.7846 1414.783 1 -4.04 316.85 30.67 49.1 (M:49.1) 3 1 0

R.GNQALAAGDIG

AAVR.H Dimethyl:2H(4): 1

7383 true 3563 1415.8149 1414.8184 1 -7.59 305.45 39.83 36.6 (M:36.6) 1 1 0

K.NVDQGIFVQLV

K.A Dimethyl: 1, 12



7384 true 2793 1415.829 1414.8184 1 2.36 302.89 35.67 38.2 (M:38.2) 1 1 0

K.VKPIEDVFGISR.

L Dimethyl: 1, 2

7385 true 1206 1416.6607 1415.6475 1 4.14 273.15 29 40.5 (M:40.5) 1 1 0

R.AETCFVNCVER.

F

Carbamidomethyl: 4, 8; 

Dimethyl:2H(4): 1

7386 true 1169 1416.6619 1415.6715 1 -11.9 213.29 28.5 29.6 (M:29.6) 1 1 0

K.SCALAEDPQEL

R.D Carbamidomethyl: 2; Dimethyl: 1

7387 false 1894 1416.7169 1415.7265 1 -11.93 298.64 33 15.6 (M:15.6) 1 4 0

K.MATQLSGPVM

PIR.N Oxidation: 10

7388 true 553 1416.7375 1415.7319 1 -1.14 299.49 26.83 86.2 (M:86.2) 2 1 0

R.NSMPASSFQQ

QK.L Dimethyl:2H(4): 1, 12

7389 true 553 1416.7375 1415.7319 1 -1.14 299.49 26.83 86.2 (M:86.2) 2 1 0

R.NSMPASSFQQ

QK.L Dimethyl:2H(4): 1, 12

7390 false 1956 1416.7549 1415.733 1 10.33 265.33 40.5 15.5 (M:15.5) 1 5 0

K.IAELMPGASGA

EVK.G Oxidation: 5; Dimethyl: 14



7391 true 695 1416.7648 1415.7572 1 0.29 201.38 26 32.9 (M:32.9) 1 1 0

R.LNALHPPESHG

GR.T Dimethyl:2H(4): 1

7392 true 2695 1416.863 1415.8588 1 -2.19 231.76 38.83 91.2 (M:91.2) 1 1 0

K.SLGELIHTLNGA

K.L Dimethyl:2H(4): 1, 13

7393 true 354 1417.6155 1416.6126 1 -3.05 282.27 25.5 28.8 (M:28.8) 2 1 0

K.CASQSGMTAY

GTR.R Carbamidomethyl: 1; Dimethyl: 1

7394 false 354 1417.6155 1416.6126 1 -3.05 323.99 25.5 20.6 (M:20.6) 1 2 0

K.CASQAGMTAY

GTR.R

Carbamidomethyl: 1; Oxidation: 7; 

Dimethyl: 1

7395 true 976 1417.6442 1416.6459 1 -6.36 283.57 28.33 39.6 (M:39.6) 1 1 0

R.EYQAGDFEAAE

R.H Dimethyl:2H(4): 1

7396 true 180 1417.694 1416.6783 1 5.95 242.11 23.17 59.6 (M:59.6) 1 1 0

R.NIEEHASSDVER

.M Dimethyl:2H(4): 1

7397 true 949 1417.7034 1416.6932 1 2.04 297.96 26.17 71.1 (M:71.1) 3 1 0

R.QAHLTNQYMQ

R.M Dimethyl: 1



7398 true 949 1417.7034 1416.7296 1 -23.62 262.54 26.17 71.1 (M:71.1) 3 50 1 1

R.KAHLTNQYMQ

R.I Dimethyl: 1

7399 true 1551 1417.7508 1416.7737 1 -21.27 340.62 30.33 32.5 (M:32.5) 1 94.87 1 1

R.VDFNVPMKDH

K.I Dimethyl:2H(4): 1; Dimethyl: 8, 11

7400 true 1901 1417.7566 1416.7585 1 -6.44 270.15 33 76.1 (M:76.1) 1 1 0

R.IMNVIGEPIDER

.G Dimethyl:2H(4): 1

7401 true 1816 1417.7686 1416.7663 1 -3.5 329.32 31 43.7 (M:43.7) 1 1 0

K.LINANFPTNPER

.M Dimethyl:2H(4): 1

7402 true 470 1417.7724 1416.7813 1 -11.36 204.5 24.83 18.6 (M:18.6) 1 1 1

R.AIQDDEHELRK.

E Dimethyl:2H(4): 1, 11

7403 true 864 1417.7728 1416.7623 1 2.27 329.3 27.83 69.2 (M:69.2) 2 1 0

K.DGQVIGIGAGQ

QSR.I Dimethyl:2H(4): 1

7404 false 864 1417.7728 1416.746 1 13.75 322.95 27.83 17.2 (M:17.2) 1 5 1

K.VGGTSDVEVNE

KK.D Dimethyl: 1, 13



7405 true 623 1417.7803 1416.7489 1 17.01 298.54 27.17 35.0 (M:35.0) 1 1 1

R.AAEEGKDYPFA

R.F Dimethyl:2H(4): 1, 6

7406 true 2533 1417.8539 1416.8502 1 -2.51 282.71 34.67 21.4 (M:21.4) 1 1 0

K.ILLTEPPMNPTK

.N Dimethyl:2H(4): 1, 12

7407 true 211 1418.6373 1417.6412 1 -7.84 350.51 23.83 41.4 (M:41.4) 1 1 0

R.SGYGYNEPEQS

R.F Dimethyl:2H(4): 1

7408 true 85 1418.7248 1417.7289 1 -8.02 335.77 22.67 57.7 (M:57.7) 4 1 1

K.DSYVGDEAQSK

R.G Dimethyl:2H(4): 1, 11

7409 true 85 1418.7248 1417.7289 1 -8.02 335.77 22.67 57.7 (M:57.7) 4 1 1

K.DSYVGDEAQSK

R.G Dimethyl:2H(4): 1, 11

7410 true 85 1418.7248 1417.7289 1 -8.02 335.77 22.67 57.7 (M:57.7) 4 1 1

K.DSYVGDEAQSK

R.G Dimethyl:2H(4): 1, 11

7411 true 842 1418.79 1417.7728 1 6.96 274.65 26.67 18.4 (M:18.4) 1 1 0

K.ASGPEAAHLQH

LR.Q Dimethyl:2H(4): 1



7412 false 4057 1418.836 1417.833 1 -3.04 349.8 45.5 19.7 (M:19.7) 1 50.17 2 1

K.INGISKLEEEAK.

S Dimethyl:2H(4): 1; Dimethyl: 6, 12

7413 false 4057 1418.836 1417.8079 1 14.69 365.5 45.5 18.3 (M:18.3) 1 64.27 4 1

R.IAELSKQLEAER.

E Dimethyl:2H(4): 6

7414 true 4057 1418.836 1417.8231 1 3.94 395.76 45.5 61.0 (M:61.0) 1 1 0

R.VGWEQLLTTIA

R.T Dimethyl:2H(4): 1

7415 true 2694 1418.855 1417.8421 1 4.01 304.53 37.17 21.0 (M:21.0) 1 1 0

K.TQLVAGTNYFIK

.V Dimethyl:2H(4): 1, 12

7416 true 1766 1419.6555 1418.6579 1 -6.79 189.91 29.5 37.4 (M:37.4) 1 1 0

K.NFTDVHPDYGA

R.I Dimethyl: 1

7417 true 1108 1419.7187 1418.7188 1 -5.14 236.34 25.33 17.1 (M:17.1) 1 50 1 1

R.KNQGNSDICSL

K.N Carbamidomethyl: 9; Dimethyl: 1, 12

7418 true 1868 1419.7228 1418.7253 1 -6.9 210.82 32.83 30.6 (M:30.6) 1 1 0

R.TGTAEVSSILEE

R.I Dimethyl: 1



7419 true 342 1419.7562 1418.7416 1 5.18 208.95 23.33 59.1 (M:59.1) 1 1 1

K.AQQELEEQTRR

.A Dimethyl:2H(4): 1

7420 false 342 1419.7562 1418.7769 1 -19.74 248.03 23.33 18.4 (M:18.4) 1 5 0

R.QQGSYILAVEA

GK.Q Dimethyl: 1, 13

7421 true 2380 1419.7692 1418.7769 1 -10.59 224.49 34.83 34.4 (M:34.4) 1 1 0

K.TPYTDVNIVTIR.

E Dimethyl: 1

7422 true 3010 1419.8079 1418.8043 1 -2.59 201.64 35.5 57.3 (M:57.3) 1 1 0

K.HLQDLMEGLTA

K.V Dimethyl:2H(4): 1, 12

7423 true 2028 1419.8156 1418.8031 1 3.71 225.74 32.67 29.3 (M:29.3) 1 1 0

R.QAALSVAEQTIT

R.M Dimethyl:2H(4): 1

7424 true 829 1420.6385 1419.6419 1 -7.48 304.2 26.83 48.9 (M:48.9) 1 1 0

K.ADDFSHPAYVD

R.R Dimethyl: 1

7425 true 1867 1420.7038 1419.6816 1 10.48 276.56 32.67 40.0 (M:40.0) 1 1 0

K.IAIWTTECENR.

D Carbamidomethyl: 8; Dimethyl: 1



7426 true 2045 1420.7115 1419.7068 1 -1.82 252.81 34 26.0 (M:26.0) 1 1 0

R.YLVLDCVPEER.

R Carbamidomethyl: 6; Dimethyl: 1

7427 true 1097 1420.7381 1419.718 1 9 363.05 27.67 32.9 (M:32.9) 1 1 0

K.LCDNYEIRPGK.

H Carbamidomethyl: 2; Dimethyl: 1, 11

7428 false 156 1420.7468 1419.762 1 -15.78 208.13 21.83 17.3 (M:17.3) 1 2 1

R.AGRSVSLVGEE

ER.K Dimethyl:2H(4): 1

7429 true 156 1420.7468 1419.7279 1 8.18 293.21 21.83 17.4 (M:17.4) 1 1 1

K.SMGLPTSDEQK

K.Q Oxidation: 2; Dimethyl: 1, 11, 12

7430 true 1191 1420.7609 1419.7598 1 -4.34 217.1 28.67 37.2 (M:37.2) 1 1 0

K.NPADSSVHSPF

AK.R Dimethyl:2H(4): 1, 13

7431 true 3033 1420.7697 1419.7638 1 -0.99 298.42 38.83 63.4 (M:63.4) 1 1 0

K.NVGQFSGFPFE

K.G Dimethyl:2H(4): 1, 12

7432 true 934 1420.794 1419.7762 1 7.41 335.86 27.83 56.5 (M:56.5) 1 1 1

R.KAGNYYVPAEP

K.L Dimethyl: 1, 1, 12



7433 true 2726 1420.7957 1419.8024 1 -9.81 223.33 41.5 57.2 (M:57.2) 1 1 0

K.LDNLVAIFDVN

R.L Dimethyl:2H(4): 1

7434 false 2726 1420.7957 1419.7908 1 -1.67 246.45 41.5 25.7 (M:25.7) 1 2 1

R.MKILYNAVLEA

R.E

7435 true 2591 1420.8217 1419.8126 1 1.29 284.71 39.67 29.5 (M:29.5) 2 1 0

M.AATALPPLPPQ

FK.S Acetyl: 1; Dimethyl: 13

7436 true 1453 1421.6556 1420.6558 1 -5.24 241.25 30 50.2 (M:50.2) 1 1 0 K.LTAHDCPNYFR.- Carbamidomethyl: 6; Dimethyl: 1

7437 false 461 1421.6693 1420.6377 1 17.11 308.13 25.33 25.6 (M:25.6) 2 2 0

K.CASQSGMTAY

GTR.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7438 true 461 1421.6693 1420.6377 1 17.11 333.59 25.33 28.3 (M:28.3) 2 1 0

K.CASQAGMTAY

GTR.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1; Oxidation: 7

7439 false 56 1421.7304 1420.717 1 4.33 441.14 21.17 15.3 (M:15.3) 1 5 0

-

.MSANDSSPPSLQ

K.F Dimethyl:2H(4): 1; Dimethyl: 13



7440 true 56 1421.7304 1420.7547 1 -22.21 341.6 21.17 81.3 (M:81.3) 2 62.62 1 1

R.KAHLTNQYMQ

R.I Dimethyl:2H(4): 1

7441 true 56 1421.7304 1420.7183 1 3.39 367.16 21.17 81.3 (M:81.3) 2 1 0

R.QAHLTNQYMQ

R.M Dimethyl:2H(4): 1

7442 true 2258 1421.7434 1420.7351 1 0.74 259.69 36.33 46.9 (M:46.9) 2 1 0

K.FVEGLPINDFSR

.E Dimethyl: 1

7443 false 667 1421.7515 1420.7384 1 4.06 251.45 24.5 16.8 (M:16.8) 1 2 1

K.GFEPSGVMAS

QKK.T Dimethyl: 12, 13

7444 true 3011 1421.7616 1420.7537 1 0.41 310.63 38.17 54.9 (M:54.9) 2 1 0

R.VTAVIPCFPYAR

.Q Carbamidomethyl: 7; Dimethyl: 1

7445 true 2704 1421.7792 1420.7847 1 -8.97 232.95 36.33 34.6 (M:34.6) 1 1 0

R.TLTIVDTGIGMT

K.A Oxidation: 11; Dimethyl: 1, 13

7446 false 3128 1421.7907 1420.8115 1 -19.78 312.11 40.83 18.0 (M:18.0) 1 61.75 2 1

R.AVITEDFKVPDK

.M Dimethyl:2H(4): 8; Dimethyl: 12



7447 true 3128 1421.7907 1420.7715 1 8.42 313.09 40.83 56.3 (M:56.3) 2 1 0

K.VLATTFDPFLGG

R.N Dimethyl: 1

7448 true 2756 1421.8134 1420.7898 1 11.51 285.82 34 32.0 (M:32.0) 1 69.76 1 1

R.MKQEILEEVVR.

E Dimethyl:2H(4): 2; Oxidation: 1

7449 true 340 1421.8342 1420.8126 1 10.12 284.43 24.67 23.1 (M:23.1) 1 1 1

K.QDLAKEEIQQR.

V Dimethyl:2H(4): 1, 5

7450 true 3401 1421.835 1420.8177 1 7.03 279.18 42.33 50.3 (M:50.3) 1 1 0

K.GTLTAVESFLTV

K.T Dimethyl: 1, 13

7451 true 2781 1422.6903 1421.6795 1 2.44 308.19 35.67 60.8 (M:60.8) 2 1 0

K.ACATFGIPCELR

.V Carbamidomethyl: 2, 9; Dimethyl: 1

7452 true 368 1422.6996 1421.6688 1 16.54 207.89 24.67 19.2 (M:19.2) 1 1 1

R.YRDVSPYDHSR.

V Dimethyl: 1

7453 true 84 1422.8021 1421.7991 1 -3.01 250.04 21.67 41.7 (M:41.7) 3 1 1

R.KRPGEDGAVG

QPK.E Dimethyl: 1, 1, 13



7454 true 128 1422.8054 1421.7878 1 7.23 260.75 22.67 82.0 (M:82.0) 1 1 0

R.EESGKPGAHVT

VK.K Dimethyl: 1, 5, 13

7455 true 2229 1422.8102 1421.7862 1 11.73 319.78 33.67 67.4 (M:67.4) 1 1 1

R.VVDLMVHMAS

KE.- Dimethyl:2H(4): 1, 11

7456 true 2413 1422.8129 1421.8242 1 -13.09 271.52 33.83 46.2 (M:46.2) 1 1 0

K.SVPLATAPIIEQ

R.A Dimethyl: 1

7457 true 2561 1422.8139 1421.7952 1 8.01 347.94 37.17 15.5 (M:15.5) 1 1 1

K.IQLLMKAVEAY

K.N Oxidation: 5

7458 true 1745 1423.6856 1422.6813 1 -2.1 212.15 31.83 44.6 (M:44.6) 1 1 0

R.DFTPVCTTELGR

.A Carbamidomethyl: 6; Dimethyl: 1

7459 false 902 1423.6906 1422.718 1 -24.37 304.97 24 19.3 (M:19.3) 1 2 0

K.VEESSWLIEDG

K.T Dimethyl:2H(4): 12

7460 true 358 1423.7001 1422.6892 1 2.59 237.52 23.33 69.1 (M:69.1) 2 1 0

K.VHSQGGYGSQ

GYK.Y Dimethyl: 1, 13



7461 true 1227 1423.7122 1422.683 1 15.41 334.82 29 15.7 (M:15.7) 1 1 0

K.NFTDVHPDYGA

R.I Dimethyl:2H(4): 1

7462 true 117 1423.7687 1422.7918 1 -21.38 313.56 23.33 30.6 (M:30.6) 1 1 1

R.EKLQESASGTG

PR.M Dimethyl:2H(4): 1, 2

7463 true 1522 1423.8008 1422.7792 1 10.03 282.14 30.33 16.6 (M:16.6) 1 1 1

K.SAELLKMFGIDK

.D Oxidation: 7; Dimethyl: 1, 12

7464 true 317 1423.8039 1422.7918 1 3.37 164.97 23.17 61.5 (M:61.5) 1 1 1

K.KAQQELEEQTR

.R Dimethyl:2H(4): 1, 1

7465 true 3406 1423.8203 1422.8173 1 -2.97 302.66 39.83 17.5 (M:17.5) 1 1 0 R.VLQIIPYEFNR.V Dimethyl:2H(4): 1

7466 true 1109 1424.6042 1423.582 1 10.48 449.56 25.5 26.0 (M:26.0) 1 1 1

K.CCSDNQEEVKR

.L Carbamidomethyl: 1, 2

7467 true 856 1424.6666 1423.667 1 -5.36 328.94 26.83 67.8 (M:67.8) 1 1 0

K.ADDFSHPAYVD

R.R Dimethyl:2H(4): 1



7468 false 856 1424.6666 1423.6687 1 -6.56 293.44 26.83 19.8 (M:19.8) 1 2 1

K.MSDEEIMEKLR.

T Oxidation: 7; Dimethyl: 9

7469 true 253 1424.7233 1423.722 1 -4.17 235.2 24.5 29.6 (M:29.6) 1 1 0

R.QNPTMFAWEI

R.D Dimethyl:2H(4): 1

7470 true 1868 1424.7249 1423.7068 1 7.63 271.03 32.67 25.2 (M:25.2) 1 1 0

K.IAIWTTECENR.

D

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

7471 true 519 1424.7405 1423.6983 1 24.47 228.86 24.67 16.9 (M:16.9) 1 1 0

K.LFEAEEQDLFR.

D Dimethyl: 1

7472 false 1144 1424.7567 1423.7431 1 4.41 383.05 27.83 17.4 (M:17.4) 1 2 0

K.LCDNYEIRPGK.

H

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Dimethyl: 11

7473 true 1144 1424.7567 1423.7242 1 17.72 320.73 27.83 18.7 (M:18.7) 1 1 0

K.ALQHCEELIQR.

Y Carbamidomethyl: 5; Dimethyl: 1

7474 true 53 1424.7613 1423.7419 1 8.48 283.27 22.33 41.8 (M:41.8) 1 1 0

K.AVAKPGDPDSQ

QR.L Dimethyl: 1, 4



7475 true 3456 1424.7781 1423.75 1 14.61 340.66 40.83 68.0 (M:68.0) 1 1 0

K.VEGFPTIYFAPR.

D Dimethyl: 1

7476 true 981 1424.7889 1423.7783 1 2.34 265.54 27.67 19.7 (M:19.7) 1 1 1

R.NIAAGKDPLEG

QR.H Dimethyl: 1, 6

7477 true 2657 1424.8002 1423.7711 1 15.33 256.38 40.83 16.1 (M:16.1) 1 1 0

R.YLDLILNDYVR.

Q Dimethyl: 1

7478 true 1683 1424.8269 1423.8147 1 3.43 202.07 30.33 15.4 (M:15.4) 1 1 1

K.VGVEAKQPNSA

IR.K Dimethyl: 1, 6

7479 false 1910 1424.8322 1423.8411 1 -11.36 322.87 33.33 15.1 (M:15.1) 1 8 1

K.KLSVLCIDFNK.

N

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1; Dimethyl: 1, 11

7480 false 1910 1424.8322 1423.8224 1 1.72 332.02 33.33 20.6 (M:20.6) 2 4 0

K.IAVEPVNPSELP

K.M Dimethyl:2H(4): 13

7481 true 2592 1424.851 1423.8377 1 4.24 300.26 39.67 28.5 (M:28.5) 2 1 0

M.AATALPPLPPQ

FK.S Dimethyl:2H(4): 13; Acetyl: 1



7482 true 2257 1424.8675 1423.865 1 -3.38 262.44 32.5 71.6 (M:71.6) 5 1 0

R.KPAGPSVTELIT

K.A Dimethyl: 1, 1, 13

7483 true 2257 1424.8675 1423.865 1 -3.38 262.44 32.5 71.6 (M:71.6) 5 1 0

R.KPAGPSVTELIT

K.A Dimethyl: 1, 1, 13

7484 true 792 1425.6722 1424.6783 1 -9.42 175.04 26.5 41.6 (M:41.6) 1 1 0

R.VSGTEGYETEGI

R.G Dimethyl: 1

7485 true 248 1425.6959 1424.6797 1 6.29 276.33 24.67 55.3 (M:55.3) 1 1 0

R.AFHNEAQVNP

DR.K Dimethyl: 1

7486 true 3034 1425.7007 1424.6871 1 4.48 302.31 38.67 36.4 (M:36.4) 1 1 0

R.QVNQCALDFFR

.K Carbamidomethyl: 5; Dimethyl: 1

7487 false 2284 1425.7537 1424.7231 1 16.31 332.22 36.5 15.7 (M:15.7) 1 3 1

K.TGSEGNRTMV

ADK.T Dimethyl:2H(4): 1; Dimethyl: 13

7488 true 2284 1425.7537 1424.7602 1 -9.67 212.18 36.5 53.3 (M:53.3) 2 1 0

K.FVEGLPINDFSR

.E Dimethyl:2H(4): 1



7489 true 303 1425.7548 1424.7446 1 2.03 181.19 24.33 45.8 (M:45.8) 1 1 0

K.MIASDSHRPEV

K.L Dimethyl: 1, 12

7490 true 2546 1425.791 1424.8028 1 -13.37 206.84 39.5 36.7 (M:36.7) 1 1 0

R.LLFPPVDDNVL

R.F Dimethyl: 1

7491 true 2213 1425.7951 1424.7788 1 6.33 313.88 35.67 58.0 (M:58.0) 2 1 0

R.VTAVIPCFPYAR

.Q

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

7492 true 3353 1425.813 1424.7966 1 6.41 323.86 40.83 59.1 (M:59.1) 2 1 0

K.VLATTFDPFLGG

R.N Dimethyl:2H(4): 1

7493 false 1894 1425.8157 1424.786 1 15.72 331.01 31.5 15.2 (M:15.2) 1 3 0

R.NAIIHQSNMPL

R.M Dimethyl:2H(4): 1

7494 false 3595 1425.8159 1424.7773 1 21.99 433.7 41.17 18.1 (M:18.1) 1 2 1

K.VNSSQNTTTAK

SK.A Dimethyl:2H(4): 1; Dimethyl: 13

7495 true 1523 1425.8294 1424.8239 1 -1.24 299.53 30.33 44.2 (M:44.2) 1 1 1

R.VDFNVPMKDH

K.I Dimethyl:2H(4): 1, 8, 11



7496 true 2819 1426.7332 1425.7046 1 14.91 336.46 36.5 56.5 (M:56.5) 2 1 0

K.ACATFGIPCELR

.V

Carbamidomethyl: 2, 9; 

Dimethyl:2H(4): 1

7497 false 2819 1426.7332 1425.7286 1 -1.88 224.53 36.5 17.9 (M:17.9) 1 2 1

K.RQYTGMSDALI

K.I Oxidation: 6; Dimethyl: 12

7498 true 2444 1426.7609 1425.7293 1 17.1 333.17 39.33 45.8 (M:45.8) 1 1 0

R.LYEAFLPENFR.

R Dimethyl: 1

7499 true 2400 1426.8335 1425.8265 1 -0.21 307.22 37 81.9 (M:81.9) 3 1 0 K.TIIPLISQCTPK.V Carbamidomethyl: 9; Dimethyl: 1, 12

7500 true 2501 1426.8469 1425.8493 1 -6.8 330.01 33.83 51.7 (M:51.7) 1 1 0

K.SVPLATAPIIEQ

R.A Dimethyl:2H(4): 1

7501 true 1708 1427.6972 1426.7064 1 -11.53 281.44 31.83 64.8 (M:64.8) 1 1 0

R.DFTPVCTTELGR

.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

7502 true 573 1427.7267 1426.7165 1 2.07 347.01 26 25.9 (M:25.9) 1 1 0

R.NIEELQQQNQR

.L Dimethyl: 1



7503 true 1087 1427.7588 1426.7378 1 9.63 319.63 27.67 26.3 (M:26.3) 1 1 1

R.ASVMVYDDTSK

K.W Dimethyl: 1, 11, 12

7504 true 3893 1427.8267 1426.797 1 15.71 320.59 43.33 17.0 (M:17.0) 1 50 1 1

K.DVEPKDDALPL

R.R Dimethyl:2H(4): 1; Dimethyl: 5

7505 true 490 1428.708 1427.7101 1 -6.57 287.74 25.33 34.4 (M:34.4) 1 1 0

K.NVLCSACNGQ

GGK.A

Carbamidomethyl: 4, 7; 

Dimethyl:2H(4): 1, 13

7506 true 2545 1428.7121 1427.6867 1 12.69 287.76 35.33 26.2 (M:26.2) 1 1 0

K.QFLSQFEMQSR

.K Dimethyl: 1

7507 true 1612 1428.7267 1427.7045 1 10.43 232.54 29.83 33.1 (M:33.1) 1 1 0

R.YIAFSNTATGEA

R.D Dimethyl: 1

7508 true 556 1428.7382 1427.7307 1 0.18 232.47 24.17 26.7 (M:26.7) 1 1 0

K.QQHVEAAEVET

R.E Dimethyl:2H(4): 1

7509 false 342 1428.7453 1427.7344 1 2.56 245.49 24.33 16.1 (M:16.1) 1 2 0

K.YDHMRPALLER

.M Dimethyl: 1



7510 true 342 1428.7453 1427.762 1 -16.79 262.69 24.33 18.8 (M:18.8) 1 1 1

K.EEAEAAKAAAL

QAK.Q Dimethyl: 1

7511 true 1879 1428.7497 1427.7744 1 -22.41 375.73 33 28.9 (M:28.9) 2 1 1

K.MVLNETYRNIK.

V Dimethyl:2H(4): 1; Oxidation: 1

7512 true 2619 1428.7674 1427.7629 1 -1.9 255.4 34.83 68.2 (M:68.2) 3 1 0

K.MATQLSGPVM

PIR.N Dimethyl: 1

7513 true 1098 1428.7791 1427.7682 1 2.48 356.68 27.67 42.0 (M:42.0) 2 1 0

K.LCDNYEIRPGK.

H

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 11

7514 false 2658 1428.7933 1427.7632 1 15.93 515.86 40.83 16.3 (M:16.3) 1 2 0

K.YNILGTNAIMD

K.M

Dimethyl:2H(4): 1; Oxidation: 10; 

Dimethyl: 12

7515 true 2658 1428.7933 1427.7962 1 -7.17 267.53 40.83 21.9 (M:21.9) 1 1 0

R.YLDLILNDYVR.

Q Dimethyl:2H(4): 1

7516 true 3520 1428.7968 1427.7751 1 10.09 354.85 40.83 64.0 (M:64.0) 2 1 0

K.VEGFPTIYFAPR.

D Dimethyl:2H(4): 1



7517 true 3332 1428.8029 1427.7785 1 12.02 301.05 41.83 23.8 (M:23.8) 1 1 0

R.ITDYAMALPFV

R.Q Dimethyl:2H(4): 1

7518 true 1933 1429.6437 1428.6344 1 1.47 253.7 33.83 52.1 (M:52.1) 1 1 0

R.EAGDVCYADVF

R.D Carbamidomethyl: 6; Dimethyl: 1

7519 true 1850 1429.6898 1428.6997 1 -12.02 219.33 29.67 27.9 (M:27.9) 1 1 0

K.DHLYGTLDPNT

R.E Dimethyl: 1

7520 true 793 1429.7023 1428.7034 1 -5.87 299.56 26.5 43.7 (M:43.7) 1 1 0

R.VSGTEGYETEGI

R.G Dimethyl:2H(4): 1

7521 true 224 1429.7069 1428.6718 1 19.5 322.63 24.33 54.2 (M:54.2) 1 1 0

K.NPQMGDAASV

DHR.L Dimethyl:2H(4): 1

7522 true 2392 1429.7206 1428.6976 1 11.04 241.17 37.83 29.1 (M:29.1) 1 1 0

R.GPDFTPAFADF

GR.Q Dimethyl:2H(4): 1

7523 true 3035 1429.7305 1428.7122 1 7.76 294.29 38.67 37.6 (M:37.6) 1 1 0

R.QVNQCALDFFR

.K

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



7524 true 2180 1429.7347 1428.7333 1 -4.11 256.79 34.83 24.1 (M:24.1) 2 1 0

R.CGLSNSTLNYLR

.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7525 true 170 1429.7361 1428.7361 1 -5.11 294.96 23.83 40.1 (M:40.1) 1 1 0

K.FVSKPGQPDDA

GR.Q Dimethyl: 1, 4

7526 true 2559 1429.7774 1428.7653 1 3.38 307.13 36.67 59.7 (M:59.7) 2 1 0

R.GYISPYFINTAK.

G Dimethyl: 1, 12

7527 true 2757 1429.8074 1428.801 1 -0.64 265.46 34.17 39.1 (M:39.1) 1 1 1

R.MKQEILEEVVR.

E Dimethyl: 1, 2

7528 true 2705 1429.8451 1428.8349 1 2.04 285.67 36.33 17.3 (M:17.3) 1 1 0

R.TLTIVDTGIGMT

K.A Dimethyl:2H(4): 1, 13; Oxidation: 11

7529 true 3969 1429.8603 1428.8592 1 -4.3 335.44 44.5 32.9 (M:32.9) 1 1 0 K.VNFLPEIITLSK.E Dimethyl: 1, 12

7530 true 2270 1429.8647 1428.8453 1 8.47 206.78 34.67 20.8 (M:20.8) 1 1 0

K.TLIVEPHIIPNR.

G Dimethyl: 1



7531 true 452 1430.6564 1429.6442 1 3.46 280.53 25.33 44.3 (M:44.3) 1 1 0

K.CQPQETCNLPR

.L Carbamidomethyl: 1, 7; Dimethyl: 1

7532 true 829 1430.6599 1429.6442 1 5.91 321.95 27 51.7 (M:51.7) 1 1 0

K.TANDMIHAEN

MR.L Dimethyl: 1

7533 false 2381 1430.7228 1429.7323 1 -11.73 243.82 34.33 16.5 (M:16.5) 1 2 1

K.QEKEMSQLSDR

.H Dimethyl:2H(4): 1, 3; Oxidation: 5

7534 true 2327 1430.7332 1429.7024 1 16.46 320.9 34.17 64.4 (M:64.4) 2 1 0

R.FNLPGTPPESM

GR.G Dimethyl: 1

7535 true 2103 1430.7534 1429.7704 1 -16.98 225.65 35.17 15.2 (M:15.2) 1 1 0

K.IDFLAPLEDLEK.

Q Dimethyl: 12

7536 true 2445 1430.783 1429.7544 1 14.97 357.95 39.33 35.6 (M:35.6) 1 1 0

R.LYEAFLPENFR.

R Dimethyl:2H(4): 1

7537 true 2918 1430.7898 1429.7879 1 -3.74 212.74 36.17 25.5 (M:25.5) 1 1 0

R.YWLCAATGPSI

K.I

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 12



7538 true 1451 1430.8442 1429.857 1 -14 227.13 27.83 19.2 (M:19.2) 1 1 1

K.LQEEGEQFVKK.

I Dimethyl:2H(4): 1, 10, 11

7539 true 836 1430.8536 1429.8442 1 1.45 260.47 29 22.8 (M:22.8) 1 1 1

K.LLLEREEQVNK.

T Dimethyl:2H(4): 1; Dimethyl: 11

7540 true 4015 1430.859 1429.8585 1 -4.71 344.19 44.83 26.6 (M:26.6) 1 1 0

R.LVDLPLGLPFYK.

W Dimethyl: 1, 12

7541 true 2110 1431.716 1430.683 1 17.92 264.41 33.17 50.7 (M:50.7) 1 1 0

R.YSGAYGDYLPA

AR.V Dimethyl: 1

7542 true 1317 1431.7268 1430.6943 1 17.61 316.53 29.17 57.7 (M:57.7) 1 1 0

K.NFYQEHPDVVR

.R Dimethyl: 1

7543 true 903 1431.7416 1430.7394 1 -3.55 371.57 24 36.0 (M:36.0) 2 1 0

K.VHSQGGYGSQ

GYK.Y Dimethyl:2H(4): 1, 13

7544 false 3014 1431.7457 1430.7551 1 -11.7 335.89 45.17 18.9 (M:18.9) 1 4 1

-

.MASEELAQKLQR

.R Dimethyl: 9



7545 true 574 1431.7552 1430.7416 1 4.45 328.38 26 49.0 (M:49.0) 1 1 0

R.NIEELQQQNQR

.L Dimethyl:2H(4): 1

7546 false 2657 1431.7728 1430.7956 1 -20.99 259.99 41.83 17.8 (M:17.8) 1 50 8 1

K.KVLEAMLHYQK

.Y Oxidation: 6; Dimethyl: 1, 11

7547 true 922 1431.8342 1430.8234 1 2.46 231.35 26 39.1 (M:39.1) 1 1 1

R.FKDHVQNNLPR

.D Dimethyl:2H(4): 1, 2

7548 true 2243 1431.8399 1430.8155 1 11.96 223.05 34.5 79.5 (M:79.5) 1 1 0

K.DLAGCIHGLAN

VK.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 13

7549 true 814 1432.7012 1431.685 1 6.19 367.46 26.5 27.1 (M:27.1) 2 1 0

R.APENTMQAM

QQK.L Dimethyl: 1, 12

7550 true 2720 1432.7222 1431.7118 1 2.14 312.09 35 31.9 (M:31.9) 1 1 0

K.QFLSQFEMQSR

.K Dimethyl:2H(4): 1

7551 true 1390 1432.7469 1431.7296 1 7.01 348.79 29.83 61.1 (M:61.1) 1 1 0

R.YIAFSNTATGEA

R.D Dimethyl:2H(4): 1



7552 true 2712 1432.7559 1431.7609 1 -8.62 293.13 41.33 74.4 (M:74.4) 1 1 0

K.IIDEDGLFDLVR.

T Dimethyl: 1

7553 true 1993 1432.7658 1431.751 1 5.21 307.37 33.5 94.2 (M:94.2) 1 1 0

K.YYVTIIDAPGHR

.D Dimethyl: 1

7554 true 2677 1432.7755 1431.7722 1 -2.76 226.6 33.83 50.5 (M:50.5) 1 1 1 R.LTPYEVEELRR.K Dimethyl: 1

7555 true 2667 1432.8032 1431.788 1 5.53 355.27 39 66.0 (M:66.0) 3 1 0

K.MATQLSGPVM

PIR.N Dimethyl:2H(4): 1

7556 true 54 1432.8058 1431.7922 1 4.42 318.61 22.17 21.4 (M:21.4) 1 1 0

K.AVAKPGDPDSQ

QR.L Dimethyl:2H(4): 1, 4

7557 true 982 1432.8493 1431.8285 1 9.44 250.71 27.67 37.1 (M:37.1) 1 1 1

R.NIAAGKDPLEG

QR.H Dimethyl:2H(4): 1, 6

7558 true 935 1432.8722 1431.8515 1 9.37 292.91 27.83 53.4 (M:53.4) 1 1 1

R.KAGNYYVPAEP

K.L Dimethyl:2H(4): 1, 1, 12



7559 true 2024 1433.6638 1432.6595 1 -2.08 319.33 33.83 74.0 (M:74.0) 1 1 0

R.EAGDVCYADVF

R.D

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

7560 true 1722 1433.7084 1432.7248 1 -16.55 286.89 29.67 34.8 (M:34.8) 1 1 0

K.DHLYGTLDPNT

R.E Dimethyl:2H(4): 1

7561 true 2547 1433.7495 1432.7562 1 -9.74 254.31 39.67 49.6 (M:49.6) 1 1 0

K.VDALTDELNFLR

.A Dimethyl: 1

7562 true 2354 1433.7704 1432.7351 1 19.54 285.7 33.17 22.5 (M:22.5) 1 1 0

R.GAVAAVTFDDF

HK.N Dimethyl: 1, 13

7563 true 3130 1433.7778 1432.7898 1 -13.41 315.14 39.17 15.6 (M:15.6) 1 1 0

R.AGVTCIILPSEN

K.K

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

7564 true 304 1433.7995 1432.7948 1 -1.79 240.99 24.33 15.0 (M:15.0) 1 1 0

K.MIASDSHRPEV

K.L Dimethyl:2H(4): 1, 12

7565 true 64 1433.8258 1432.796 1 15.74 423.46 22.33 25.7 (M:25.7) 1 64.69 1 1

-

.MSESKLNTLVQK.

L Dimethyl: 5, 12



7566 false 64 1433.8258 1432.7976 1 14.58 341.58 22.33 23.3 (M:23.3) 1 66.72 2 1

K.LKEEGSIWQQR

.V Dimethyl:2H(4): 2; Dimethyl: 1

7567 true 2297 1433.8742 1432.8704 1 -2.42 189.41 34.67 21.9 (M:21.9) 1 1 0

K.TLIVEPHIIPNR.

G Dimethyl:2H(4): 1

7568 true 453 1434.6774 1433.6693 1 0.55 327.23 25.33 43.9 (M:43.9) 1 1 0

K.CQPQETCNLPR

.L

Carbamidomethyl: 1, 7; 

Dimethyl:2H(4): 1

7569 true 937 1434.6857 1433.6721 1 4.37 329.61 27.17 32.0 (M:32.0) 1 1 0

K.CVSSSHFQVAE

R.A Carbamidomethyl: 1; Dimethyl: 1

7570 true 811 1434.6865 1433.6693 1 6.87 332.62 27 69.5 (M:69.5) 1 1 0

K.TANDMIHAEN

MR.L Dimethyl:2H(4): 1

7571 true 1936 1434.7086 1433.7052 1 -2.68 216.03 32.67 67.7 (M:67.7) 1 1 0

K.AHGGYSVFAGV

GER.T Dimethyl: 1

7572 false 27 1434.7108 1433.725 1 -14.96 231.69 22 20.4 (M:20.4) 1 5 1

K.LTVSDGESGEEK

K.G Dimethyl: 12, 13



7573 false 85 1434.7134 1433.6708 1 24.61 273.2 21.83 17.9 (M:17.9) 1 6 0

R.AADSICDGDLV

DK.Q Carbamidomethyl: 6; Dimethyl: 1, 13

7574 true 2328 1434.7422 1433.7275 1 5.16 305.94 34.17 77.5 (M:77.5) 2 1 0

R.FNLPGTPPESM

GR.G Dimethyl:2H(4): 1

7575 true 1596 1434.7491 1433.7371 1 3.34 236.21 35 64.7 (M:64.7) 1 1 0

R.NIAMGVNLNS

MSK.I Dimethyl: 1, 13

7576 true 3157 1434.8171 1433.7991 1 7.51 201.91 36.83 18.9 (M:18.9) 1 1 0

R.HENIIGINDIIR.

A Dimethyl: 1

7577 true 1118 1434.8769 1433.8744 1 -3.29 247.59 25.67 15.8 (M:15.8) 1 1 1

R.KRPGEDGAVG

QPK.E Dimethyl:2H(4): 1, 1, 13

7578 true 121 1434.8796 1433.8631 1 6.36 244.25 22.67 86.7 (M:86.7) 1 1 0

R.EESGKPGAHVT

VK.K Dimethyl:2H(4): 1, 5, 13

7579 true 2992 1434.8821 1433.8767 1 -1.37 223.98 36.83 61.6 (M:61.6) 3 1 0 K.TIIPLISQCTPK.V

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 12



7580 true 517 1435.6091 1434.6024 1 -0.36 287.11 25.33 57.8 (M:57.8) 1 1 0

K.SPDDAEYYCQR.

A

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

7581 true 315 1435.6741 1434.6677 1 -0.61 324.62 24.5 19.2 (M:19.2) 1 1 1

R.SSFREEDNTYR.

C Dimethyl:2H(4): 1

7582 true 1798 1435.7098 1434.6959 1 4.59 331.34 31.5 68.4 (M:68.4) 1 1 0

R.MQGQEAVLA

MSSR.S Dimethyl: 1

7583 true 1900 1435.7135 1434.7078 1 -1.12 320.97 31 48.5 (M:48.5) 2 1 0

K.VYNYNHLMPTR

.Y Dimethyl: 1

7584 false 1445 1435.7185 1434.7363 1 -17.48 426.93 29.67 15.5 (M:15.5) 1 2 0

K.FTVLLMPNGP

MR.I Oxidation: 6, 11; Dimethyl: 1

7585 true 2111 1435.7275 1434.7081 1 8.44 347.5 33.17 75.5 (M:75.5) 1 1 0

R.YSGAYGDYLPA

AR.V Dimethyl:2H(4): 1

7586 true 1318 1435.7507 1434.7194 1 16.75 422.58 29.17 43.8 (M:43.8) 1 1 0

K.NFYQEHPDVVR

.R Dimethyl:2H(4): 1



7587 true 3049 1435.7566 1434.7541 1 -3.32 259.74 37.67 29.9 (M:29.9) 1 1 0

R.VPECLYTLGSLR.

R Carbamidomethyl: 4; Dimethyl: 1

7588 false 3049 1435.7566 1434.7467 1 1.83 914.63 37.67 18.5 (M:18.5) 1 2 1

R.RVTYVVLDEAD

R.M

7589 true 2275 1435.7978 1434.7769 1 9.49 235.89 36.17 17.1 (M:17.1) 1 1 0

R.DFLQLNELQQR.

Y Dimethyl:2H(4): 1

7590 false 2658 1435.7981 1434.7803 1 7.35 292.89 41.33 15.5 (M:15.5) 1 8 1

R.EQVCGREISGLK

.E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Dimethyl: 12

7591 true 2658 1435.7981 1434.7843 1 4.55 332.43 41.33 52.9 (M:52.9) 1 1 0

R.QVELELFPCLR.

Y

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

7592 true 742 1436.6795 1435.648 1 16.84 296.69 26.5 19.4 (M:19.4) 1 1 0

R.SFANEDGAAAH

YR.Q Dimethyl: 1

7593 true 2348 1436.6982 1435.6591 1 22.12 323.16 37.33 26.6 (M:26.6) 1 1 0

K.NAVEEYVYDM

R.D Dimethyl:2H(4): 1; Oxidation: 10



7594 true 2348 1436.6982 1435.6922 1 -0.86 284.27 37.33 26.6 (M:26.6) 1 1 0

K.NAVEEYVYDFR.

D Dimethyl:2H(4): 1

7595 true 343 1436.7374 1435.7129 1 11.98 234.7 23.17 15.5 (M:15.5) 1 1 1

R.KMATGGNGSE

WVK.H Oxidation: 2; Dimethyl: 1, 13

7596 true 2082 1436.7657 1435.7599 1 -1.05 275.04 34.83 24.1 (M:24.1) 1 1 0

R.ITSGPFEPELYK.

S Dimethyl: 1, 12

7597 true 696 1436.7659 1435.7532 1 3.76 251.58 26 57.4 (M:57.4) 1 1 0

R.VGELHGNLSQA

QR.L Dimethyl: 1

7598 true 1901 1436.7913 1435.7762 1 5.47 356.27 33.5 59.0 (M:59.0) 1 1 0

K.YYVTIIDAPGHR

.D Dimethyl:2H(4): 1

7599 true 1886 1436.7914 1435.7857 1 -1.11 244.89 32.33 44.0 (M:44.0) 1 1 0

K.TAQNHPMLVEL

K.N Dimethyl: 1, 12

7600 true 2678 1436.8036 1435.7973 1 -0.67 266.3 33.83 49.5 (M:49.5) 1 1 1 R.LTPYEVEELRR.K Dimethyl:2H(4): 1



7601 false 2678 1436.8036 1435.8007 1 -3.02 272.9 33.83 16.2 (M:16.2) 1 9 1

K.ALKVSSLPAMT

DR.L Dimethyl:2H(4): 1; Oxidation: 10

7602 false 2678 1436.8036 1435.7779 1 12.85 340.04 33.83 21.6 (M:21.6) 1 2 0

K.MQVTMSLASL

VGK.S Oxidation: 5; Dimethyl: 1, 13

7603 true 806 1436.8075 1435.7958 1 3.07 280.09 25.33 28.2 (M:28.2) 1 1 0

R.NVTLCGHLHHG

K.T

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 12

7604 true 2258 1436.9482 1435.9403 1 0.38 234.12 32.5 81.8 (M:81.8) 5 1 0

R.KPAGPSVTELIT

K.A Dimethyl:2H(4): 1, 1, 13

7605 true 2258 1436.9482 1435.9403 1 0.38 234.12 32.5 81.8 (M:81.8) 5 1 0

R.KPAGPSVTELIT

K.A Dimethyl:2H(4): 1, 1, 13

7606 false 257 1437.6581 1436.6428 1 5.56 247.79 25.17 16.8 (M:16.8) 1 2 0

R.QVMNMWSEQ

EK.E Dimethyl: 11

7607 true 183 1437.7171 1436.7147 1 -3.41 202.65 24 74.9 (M:74.9) 1 1 0

K.SEPVPENNDGP

VK.V Dimethyl: 1, 13



7608 true 970 1437.7469 1436.726 1 9.53 294.91 27 31.3 (M:31.3) 1 1 1

K.VNNFSSDIKDSR

.A Dimethyl: 1, 9

7609 true 1928 1437.7501 1436.7551 1 -8.55 253.47 30 33.2 (M:33.2) 1 1 1

K.FKTPEQAEEFK.

Q Dimethyl: 1, 2, 11

7610 true 2548 1437.7685 1436.7813 1 -13.97 293.68 39.5 37.4 (M:37.4) 1 1 0

K.VDALTDELNFLR

.A Dimethyl:2H(4): 1

7611 true 76 1437.7746 1436.7863 1 -13.22 347.74 23.83 39.0 (M:39.0) 1 1 0

K.FVSKPGQPDDA

GR.Q Dimethyl:2H(4): 1, 4

7612 true 2271 1437.7999 1436.8028 1 -7.02 206.97 34.5 16.8 (M:16.8) 1 1 0

K.TVLPFVNTHPE

K.L Dimethyl: 1, 12

7613 false 3012 1437.8124 1436.8177 1 -8.74 256.68 37 16.6 (M:16.6) 1 2 0

R.FTVQIPSSQATV

K.T Dimethyl:2H(4): 13

7614 true 3012 1437.8124 1436.8155 1 -7.23 242.92 37 40.0 (M:40.0) 2 1 0

R.GYISPYFINTAK.

G Dimethyl:2H(4): 1, 12



7615 true 668 1437.8134 1436.7949 1 7.84 333.12 26.5 79.1 (M:79.1) 1 1 0

K.EAPPMEKPEVV

K.T Dimethyl: 1, 7, 12

7616 true 2790 1437.8562 1436.8512 1 -1.63 258.54 34.17 40.9 (M:40.9) 1 1 1

R.MKQEILEEVVR.

E Dimethyl:2H(4): 1, 2

7617 true 3158 1437.8624 1436.8653 1 -7.05 325.1 37 42.2 (M:42.2) 2 1 0

K.DGQILPVPNVV

VR.D Dimethyl:2H(4): 1

7618 true 3983 1437.9124 1436.9094 1 -3.01 289.47 44.5 54.9 (M:54.9) 1 1 0 K.VNFLPEIITLSK.E Dimethyl:2H(4): 1, 12

7619 true 1968 1438.6483 1437.6558 1 -10.28 265.19 33.33 50.0 (M:50.0) 1 1 0

R.CQSLQEDLDFR.

K Carbamidomethyl: 1; Dimethyl: 1

7620 true 938 1438.7082 1437.6973 1 2.56 348.6 27.17 29.5 (M:29.5) 1 1 0

K.CVSSSHFQVAE

R.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7621 true 225 1438.727 1437.7113 1 5.85 225.18 24.17 91.0 (M:91.0) 3 1 0

K.YHTINGHNAEV

R.K Dimethyl: 1



7622 true 1937 1438.7377 1437.7303 1 0.14 282.32 32.67 109.3 (M:109.3) 1 1 0

K.AHGGYSVFAGV

GER.T Dimethyl:2H(4): 1

7623 true 1995 1438.7838 1437.7762 1 0.21 350.93 32 58.7 (M:58.7) 2 1 0

K.VNGRPLEMIEP

R.T Dimethyl: 1

7624 true 1370 1438.7937 1437.8191 1 -22.74 246.99 29.83 16.1 (M:16.1) 1 1 0

K.SPVDIVTGGISPI

R.D Dimethyl: 1

7625 true 810 1438.8099 1437.8079 1 -3.65 203.7 25.17 34.8 (M:34.8) 1 1 1

R.KVENTEEPIAPK

.R Dimethyl: 1, 1, 12

7626 true 831 1438.8102 1437.8378 1 -24.21 497.4 27 19.0 (M:19.0) 1 1 0

R.QTAGVVMTHLI

LK.D Dimethyl: 13

7627 true 3281 1438.8222 1437.7977 1 12.02 293.23 40.33 25.0 (M:25.0) 1 83.01 1 1

K.TSDSKNVGSTG

VAK.I Dimethyl:2H(4): 5; Dimethyl: 1, 14

7628 true 1409 1438.8591 1437.8621 1 -7.14 258.64 30.17 42.0 (M:42.0) 1 1 1

K.KNLQYYDISAK.

S Dimethyl:2H(4): 1, 1, 11



7629 true 4016 1438.9147 1437.9087 1 -0.85 328.96 44.83 30.1 (M:30.1) 1 1 0

R.LVDLPLGLPFYK.

W Dimethyl:2H(4): 1, 12

7630 true 1799 1439.7319 1438.721 1 2.51 379.76 31.5 55.4 (M:55.4) 1 1 0

R.MQGQEAVLA

MSSR.S Dimethyl:2H(4): 1

7631 true 1935 1439.7401 1438.7329 1 -0.08 353.55 31 48.3 (M:48.3) 2 1 0

K.VYNYNHLMPTR

.Y Dimethyl:2H(4): 1

7632 false 1935 1439.7401 1438.7668 1 -23.58 338.7 31 18.9 (M:18.9) 1 2 1

K.AIQYLSSSTKEG

K.D Dimethyl: 1

7633 true 2474 1439.7822 1438.7416 1 23.13 317.85 32.67 23.8 (M:23.8) 1 81.01 1 0

-

.GILADATETAGQ

HK.D Dimethyl: 14

7634 true 3050 1439.7845 1438.7792 1 -1.36 426.31 37.67 16.6 (M:16.6) 1 1 0

R.VPECLYTLGSLR.

R

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

7635 true 1088 1439.7989 1438.8131 1 -14.94 286.43 27.67 33.5 (M:33.5) 1 1 1

R.ASVMVYDDTSK

K.W Dimethyl:2H(4): 1, 11, 12



7636 true 1147 1439.8265 1438.8218 1 -1.77 294.33 29 16.2 (M:16.2) 1 1 0

R.SCIPKPIDQVAK

.E

Carbamidomethyl: 2; Dimethyl: 1, 5, 

12

7637 false 1979 1439.8297 1438.8144 1 5.59 164.64 32.33 16.0 (M:16.0) 1 3 1

R.AADEILAEAKKP

R.I Dimethyl: 10

7638 false 417 1439.8658 1438.8759 1 -12.06 312.41 21.83 16.7 (M:16.7) 1 2 1

R.LAEQVKANELL

K.K Dimethyl: 1, 6, 12

7639 true 744 1440.6878 1439.6731 1 5.15 299.45 26.5 31.5 (M:31.5) 1 1 0

R.SFANEDGAAAH

YR.Q Dimethyl:2H(4): 1

7640 true 2558 1440.7148 1439.7116 1 -2.79 138.66 34.83 16.5 (M:16.5) 1 1 0

K.LSAAMETGDAS

EVK.R Dimethyl:2H(4): 1

7641 true 161 1440.7173 1439.7079 1 1.49 286.94 23.5 64.2 (M:64.2) 1 1 0

R.MEELHNQEVQ

K.R Dimethyl: 1, 11

7642 true 780 1440.7394 1439.7352 1 -2.16 321.13 26.67 28.7 (M:28.7) 1 1 0

R.APENTMQAM

QQK.L Dimethyl:2H(4): 1, 12



7643 true 1391 1440.7465 1439.7409 1 -1.13 326.37 29 66.3 (M:66.3) 1 1 1

R.YLAEFATGNDR

K.E Dimethyl: 1, 12

7644 true 2333 1440.773 1439.7996 1 -23.51 302.89 34 37.4 (M:37.4) 1 94.96 1 0

K.TGKPMINLYTD

K.D Dimethyl:2H(4): 1; Dimethyl: 12

7645 true 697 1440.7852 1439.7783 1 -0.23 218.15 26 18.4 (M:18.4) 1 1 0

R.VGELHGNLSQA

QR.L Dimethyl:2H(4): 1

7646 true 3768 1440.8219 1439.8096 1 3.5 325.18 41.67 61.1 (M:61.1) 1 1 0

R.NTILAQVLDQA

AR.A Dimethyl: 1

7647 true 2607 1441.6812 1440.6935 1 -13.63 238.86 33.17 15.2 (M:15.2) 1 1 0

R.HHYETTAEEHK.

L Dimethyl:2H(4): 1; Dimethyl: 11

7648 false 2549 1441.7115 1440.7221 1 -12.41 252.59 39.5 18.0 (M:18.0) 1 2 0 R.CQSLIEDLEFR.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7649 true 928 1441.7824 1440.7511 1 16.7 338.75 27 18.0 (M:18.0) 1 57.09 1 1

K.VNNFSSDIKDSR

.A Dimethyl:2H(4): 1; Dimethyl: 9



7650 true 1664 1441.7841 1440.7837 1 -4.82 256.46 31.17 16.5 (M:16.5) 1 1 0

R.NESHPLHLPLTR

.V Dimethyl: 1

7651 true 266 1441.7926 1440.7725 1 8.9 271.15 24.33 19.1 (M:19.1) 1 1 1

R.LTDNPEGKWLG

R.I Dimethyl: 1, 8

7652 true 3876 1441.8733 1440.8552 1 7.54 323.68 43.33 93.0 (M:93.0) 1 1 0

K.TALALAIAQELG

SK.V Dimethyl: 1, 14

7653 true 1969 1442.6671 1441.6809 1 -14.6 295.77 33.33 28.6 (M:28.6) 1 1 0

R.CQSLQEDLDFR.

K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

7654 true 871 1442.7332 1441.7089 1 11.81 385.61 27.33 52.0 (M:52.0) 1 1 1

K.YDPTIEDSYRK.

Q Dimethyl: 1, 11

7655 true 293 1442.7461 1441.7364 1 1.67 300.77 24 100.1 (M:100.1) 2 1 0

K.YHTINGHNAEV

R.K Dimethyl:2H(4): 1

7656 true 1228 1442.7688 1441.7441 1 12.06 350.77 29.33 50.3 (M:50.3) 1 1 0

R.QQFAHFDSDV

GK.F Dimethyl:2H(4): 1, 12



7657 true 2139 1442.7853 1441.7755 1 1.77 339.3 35.5 37.0 (M:37.0) 1 1 0

R.IEYVTVTPEGFR.

Y Dimethyl:2H(4): 1

7658 true 1597 1442.7985 1441.7873 1 2.73 263.79 35 17.9 (M:17.9) 1 1 0

R.NIAMGVNLNS

MSK.I Dimethyl:2H(4): 1, 13

7659 true 2172 1442.8067 1441.8013 1 -1.32 386.2 33 47.4 (M:47.4) 2 1 0

K.VNGRPLEMIEP

R.T Dimethyl:2H(4): 1

7660 true 2275 1442.8145 1441.7889 1 12.68 316.06 33.67 37.6 (M:37.6) 1 1 0

K.QLQALSSELAQ

AR.D Dimethyl: 1

7661 true 2488 1442.8158 1441.7963 1 8.51 329.69 39.83 58.3 (M:58.3) 1 1 0

R.IMVANIEEVLQ

R.G Dimethyl: 1

7662 true 55 1442.8536 1441.8318 1 10.06 396.76 22.33 50.0 (M:50.0) 1 1 1

R.EEYEGPNKKPR.

F Dimethyl:2H(4): 1, 8, 9

7663 true 1952 1443.6498 1442.6565 1 -9.73 196.57 33.17 22.1 (M:22.1) 1 1 0

R.FTDEEVDELYR.

E Dimethyl: 1



7664 true 387 1443.7049 1442.7253 1 -19.18 252.56 24.67 17.5 (M:17.5) 1 1 0

R.VEDLEEGEQVIR

.S Dimethyl: 1

7665 false 3095 1443.7383 1442.7042 1 18.63 298.25 36.33 22.7 (M:22.7) 1 2 0

K.STGLSDGIAYEF

R.V Dimethyl: 1

7666 true 748 1443.7412 1442.7551 1 -14.67 263.86 26.67 19.6 (M:19.6) 1 1 1

R.VTALDPDKNCV

R.L Carbamidomethyl: 10; Dimethyl: 1, 8

7667 true 2329 1443.764 1442.7518 1 3.44 338.67 33.17 79.0 (M:79.0) 1 1 0

K.IVLDNSVFSEHR

.N Dimethyl: 1

7668 true 1968 1443.7749 1442.7769 1 -6.42 266.5 30.17 55.0 (M:55.0) 1 1 0

R.HVDYVADQIVT

K.L Dimethyl: 1, 12

7669 true 1415 1443.7778 1442.7518 1 12.98 254.38 30.67 57.6 (M:57.6) 1 1 0

K.GVTHIGYTDLPS

R.M Dimethyl: 1

7670 false 1690 1443.7905 1442.7927 1 -6.59 407.32 31.33 18.3 (M:18.3) 1 3 1

K.MNIASGFKQM

LK.E

Dimethyl:2H(4): 8; Oxidation: 10; 

Dimethyl: 12



7671 true 2797 1443.8346 1442.8435 1 -11.17 234.92 42.17 56.7 (M:56.7) 1 1 0

R.DGPLEIGFPVLV

R.E Dimethyl:2H(4): 1

7672 true 2517 1443.9009 1442.8861 1 5.23 254.93 38.33 59.0 (M:59.0) 1 1 0

K.LLLDIPLQTPHK.

L Dimethyl: 1, 12

7673 true 3407 1443.9042 1442.8861 1 7.48 282.86 39.83 36.5 (M:36.5) 2 1 0

R.VETPVLPPVLVP

R.H Dimethyl: 1

7674 true 1542 1444.5756 1443.5911 1 -15.76 248 30.67 15.9 (M:15.9) 1 1 0

R.DPFECNVCGYR

.S Carbamidomethyl: 5, 8; Dimethyl: 1

7675 true 1320 1444.7134 1443.6929 1 9.17 391.45 28.83 43.3 (M:43.3) 1 1 0

K.CVSSPHFQVAE

R.A Carbamidomethyl: 1; Dimethyl: 1

7676 true 2422 1444.7153 1443.7205 1 -8.69 222.21 38.17 19.7 (M:19.7) 1 1 0

M.ADGELNVDSLI

TR.L Acetyl: 1

7677 true 1013 1444.7328 1443.7286 1 -2.08 353.79 27.33 28.7 (M:28.7) 1 1 0

K.AYYKPDSPEYK.

A Dimethyl: 1, 4, 11



7678 true 2728 1444.7572 1443.7578 1 -5.42 230.39 34.83 15.6 (M:15.6) 1 1 0

K.MATQLSGPVM

PIR.N Oxidation: 1; Dimethyl: 1

7679 true 2692 1444.7768 1443.7933 1 -16.46 233.09 41.33 34.8 (M:34.8) 2 1 0

R.TSEAIVDAALSA

LR.S Dimethyl: 1

7680 false 2692 1444.7768 1443.7933 1 -16.46 150.12 41.33 15.1 (M:15.1) 1 3 1

K.ELAQSKTAVAA

AEK.E Dimethyl: 14

7681 true 1883 1444.7789 1443.7818 1 -7.07 344.33 33 43.0 (M:43.0) 2 1 0

K.NETKPVQMMF

R.K Dimethyl:2H(4): 1, 4

7682 false 2685 1444.8158 1443.8297 1 -14.62 290.23 41.5 17.1 (M:17.1) 1 3 1

K.AENSSLNLIGKS

K.T Dimethyl: 1, 11, 13

7683 false 2685 1444.8158 1443.7933 1 10.56 270.52 41.5 16.4 (M:16.4) 1 5 1

K.QTSENLKQALE

K.I Dimethyl: 1, 12

7684 true 2994 1444.8189 1443.8086 1 2.15 288.09 38.5 18.2 (M:18.2) 1 1 0

R.QLSEVFIQLPSR.

K Dimethyl: 1



7685 true 1887 1444.8455 1443.8359 1 1.56 217.42 32.33 37.4 (M:37.4) 1 1 0

K.TAQNHPMLVEL

K.N Dimethyl:2H(4): 1, 12

7686 false 3769 1444.8473 1443.8297 1 7.17 380.21 41.83 16.2 (M:16.2) 1 9 1

R.GKATISNDGATI

LK.L Dimethyl: 1, 2

7687 true 3769 1444.8473 1443.8347 1 3.68 374.38 41.83 77.7 (M:77.7) 1 1 0

R.NTILAQVLDQA

AR.A Dimethyl:2H(4): 1

7688 true 1343 1445.5901 1444.5963 1 -9.28 218.15 29.5 29.7 (M:29.7) 1 1 0 K.CSEFTEEICSR.V Carbamidomethyl: 1, 9; Dimethyl: 1

7689 true 670 1445.6693 1444.6405 1 14.87 307.02 26.33 19.4 (M:19.4) 1 1 0

K.CFSEENHEPLR.

T Carbamidomethyl: 1; Dimethyl: 1

7690 true 220 1445.7403 1444.7649 1 -22.06 285.31 24 45.9 (M:45.9) 1 1 0

K.SEPVPENNDGP

VK.V Dimethyl:2H(4): 1, 13

7691 true 850 1445.7617 1444.7497 1 3.32 383.48 27.17 18.4 (M:18.4) 1 1 0

R.QYKPIPQDMN

R.R Dimethyl: 1, 3



7692 true 2244 1445.8607 1444.853 1 0.31 266.33 34.67 28.5 (M:28.5) 1 1 0

K.TVLPFVNTHPE

K.L Dimethyl:2H(4): 1, 12

7693 true 2632 1445.8854 1444.8766 1 1.06 260.75 36.5 16.7 (M:16.7) 1 1 0

R.VGVPVPVPALT

VNR.L Dimethyl: 1

7694 true 830 1446.6481 1445.6391 1 1.16 275.17 27 19.1 (M:19.1) 1 62.56 1 0

K.TANDMIHAEN

MR.L Oxidation: 5; Dimethyl: 1

7695 true 787 1446.6922 1445.7085 1 -16.35 237.43 26.83 23.4 (M:23.4) 1 1 1

R.DYQAALECHRK

.V Carbamidomethyl: 8; Dimethyl: 1, 11

7696 true 167 1446.7276 1445.6899 1 21.01 336.7 24.33 66.5 (M:66.5) 1 1 0

K.HSSQTDAAQGF

GGK.Y Dimethyl: 1, 14

7697 true 1709 1446.7475 1445.7514 1 -7.78 159.85 31.83 31.8 (M:31.8) 1 1 0

R.ADYIPTQQDVL

R.T Dimethyl: 1

7698 true 1870 1446.7713 1445.7514 1 8.69 282.47 32.83 35.3 (M:35.3) 1 1 0

K.GFSVVADTPEL

QR.I Dimethyl: 1



7699 true 1539 1446.8007 1445.7878 1 3.89 284.87 30.67 41.8 (M:41.8) 1 1 0

R.EVVETPLLHPER

.F Dimethyl: 1

7700 true 2768 1446.8194 1445.804 1 5.62 322.5 36.83 43.1 (M:43.1) 1 1 0

K.YNILGTNTIMD

K.M Dimethyl:2H(4): 1, 12

7701 true 2489 1446.8417 1445.8214 1 9 368.05 39.83 57.1 (M:57.1) 1 1 0

R.IMVANIEEVLQ

R.G Dimethyl:2H(4): 1

7702 true 1953 1447.6779 1446.6816 1 -7.59 289.5 33.33 30.1 (M:30.1) 1 1 0

R.FTDEEVDELYR.

E Dimethyl:2H(4): 1

7703 true 388 1447.7271 1446.7211 1 -0.85 331.66 24.67 22.6 (M:22.6) 1 1 0

R.MQDNAPLMTA

LAK.L Oxidation: 8; Dimethyl: 13

7704 false 388 1447.7271 1446.7252 1 -3.73 356.9 24.67 19.1 (M:19.1) 1 2 1 K.IDDIRRPGESEE.- Dimethyl:2H(4): 1

7705 true 518 1447.7278 1446.7215 1 -0.71 312.36 25.33 17.6 (M:17.6) 1 1 0

R.RPQGESYDQAI

R.N Dimethyl: 1



7706 true 1526 1447.7656 1446.7769 1 -12.8 290.49 30.5 34.9 (M:34.9) 1 1 0

K.GVTHIGYTDLPS

R.M Dimethyl:2H(4): 1

7707 true 2330 1447.7894 1446.7769 1 3.65 387.61 33.17 94.2 (M:94.2) 1 1 0

K.IVLDNSVFSEHR

.N Dimethyl:2H(4): 1

7708 true 2693 1447.8172 1446.8344 1 -16.94 196.83 41.17 25.4 (M:25.4) 1 1 1

R.VGGSENGNSGI

KIK.R Dimethyl:2H(4): 1; Dimethyl: 12, 14

7709 false 2693 1447.8172 1446.8344 1 -16.94 191.97 41.17 15.1 (M:15.1) 1 5 1 K.LAIRESIESEIR.R Dimethyl:2H(4): 1

7710 true 3408 1447.9285 1446.9112 1 6.91 353.02 39.67 50.2 (M:50.2) 2 1 0

R.VETPVLPPVLVP

R.H Dimethyl:2H(4): 1

7711 true 1456 1448.675 1447.6878 1 -13.83 249.93 30.17 33.6 (M:33.6) 1 1 0

K.DMNHTNSYGII

R.G Dimethyl: 1

7712 true 1321 1448.7374 1447.718 1 8.35 377.7 28.83 33.9 (M:33.9) 1 1 0

K.CVSSPHFQVAE

R.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



7713 true 2927 1448.7454 1447.7136 1 16.91 319.48 36.17 29.1 (M:29.1) 1 1 0

K.HLWDYTFGPEK

.L Dimethyl: 1, 11

7714 false 2406 1448.7559 1447.7242 1 16.89 163.85 38 15.4 (M:15.4) 1 2 1

R.YSCKHQEVLTR.

R Carbamidomethyl: 3; Dimethyl: 4

7715 true 2406 1448.7559 1447.7559 1 -4.97 261.92 38 33.3 (M:33.3) 1 1 0

K.SVGNLADFEAE

LK.A Dimethyl: 1, 13

7716 true 454 1448.7597 1447.7504 1 1.46 348.76 25.33 42.9 (M:42.9) 1 1 1

R.QRVDQDVMAA

QR.K Dimethyl:2H(4): 1

7717 true 162 1448.7617 1447.7581 1 -2.52 291.28 23.5 24.9 (M:24.9) 1 1 0

R.MEELHNQEVQ

K.R Dimethyl:2H(4): 1, 11

7718 true 2317 1448.768 1447.7534 1 5.06 232.02 34.83 29.7 (M:29.7) 1 1 0

K.VIGMHYFSPVD

K.M Dimethyl: 1, 12

7719 true 2750 1448.7716 1447.782 1 -12.24 286.88 41.67 46.3 (M:46.3) 1 1 0

K.NSNILEDLETLR.

L Dimethyl:2H(4): 1



7720 true 1251 1448.7967 1447.7911 1 -1.15 398.02 29 51.6 (M:51.6) 1 1 1

R.YLAEFATGNDR

K.E Dimethyl:2H(4): 1, 12

7721 true 1643 1448.7993 1447.8075 1 -10.67 341 31.5 16.6 (M:16.6) 1 1 1

K.QLDTYAPFPGK

K.H Dimethyl: 1, 11, 12

7722 true 2643 1448.8005 1447.7829 1 7.09 268.53 34.83 19.3 (M:19.3) 2 1 0

K.MATQLSGPVM

PIR.N Dimethyl:2H(4): 1; Oxidation: 10

7723 true 3579 1448.8165 1447.8115 1 -1.6 365.55 42.5 67.6 (M:67.6) 2 1 0

R.FSPIPFPPLSYK.

H Dimethyl: 1, 12

7724 true 3031 1448.8198 1447.8271 1 -10.07 318.11 39.33 21.6 (M:21.6) 1 1 0 R.SNPIPIIIPCHR.V

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

7725 true 1303 1448.8232 1447.8147 1 0.86 301.84 27.67 62.4 (M:62.4) 2 1 0

K.QPPIQSTAGAV

PVR.N Dimethyl: 1

7726 true 2701 1448.8339 1447.8184 1 5.69 330.84 41.5 48.8 (M:48.8) 1 1 0

R.TSEAIVDAALSA

LR.S Dimethyl:2H(4): 1



7727 true 2416 1448.8378 1447.8221 1 5.83 289.31 35.83 44.1 (M:44.1) 2 1 0

R.SISMLPPPGLGV

PR.L Dimethyl: 1

7728 true 2995 1448.8502 1447.8337 1 6.4 348.59 38.5 24.2 (M:24.2) 2 1 0

R.QLSEVFIQLPSR.

K Dimethyl:2H(4): 1

7729 true 2777 1448.8706 1447.8551 1 5.67 234.31 39.33 23.4 (M:23.4) 1 1 0

K.YAPLHLVPLIER.

L Dimethyl: 1

7730 true 1762 1449.7355 1448.726 1 1.57 264.81 32 17.6 (M:17.6) 1 1 1 K.NVFEEEIRETR.K Dimethyl: 1

7731 true 1767 1449.8332 1448.8305 1 -3.12 245.04 30 26.4 (M:26.4) 1 1 1

K.FKTPEQAEEFK.

Q Dimethyl:2H(4): 1, 2, 11

7732 true 672 1449.8899 1448.8702 1 8.56 338.04 26.5 42.3 (M:42.3) 1 1 0

K.EAPPMEKPEVV

K.T Dimethyl:2H(4): 1, 7, 12

7733 true 3073 1449.9061 1448.9017 1 -1.99 269.26 37.33 27.6 (M:27.6) 1 1 0

R.VGVPVPVPALT

VNR.L Dimethyl:2H(4): 1



7734 true 3877 1449.923 1448.9054 1 7.1 318.73 43.33 111.1 (M:111.1) 1 1 0

K.TALALAIAQELG

SK.V Dimethyl:2H(4): 1, 14

7735 true 3451 1449.9384 1448.928 1 2.14 251.5 44.67 28.4 (M:28.4) 1 1 0

R.MVVPVAALFTP

LK.E Dimethyl:2H(4): 1, 13

7736 true 831 1450.6946 1449.6642 1 15.89 349.54 27 34.1 (M:34.1) 1 1 0

K.TANDMIHAEN

MR.L Dimethyl:2H(4): 1; Oxidation: 5

7737 true 2085 1450.7267 1449.71 1 6.49 213.34 34.17 50.5 (M:50.5) 1 1 0

K.ELVLFSNSDNER

.S Dimethyl: 1

7738 true 2586 1450.7322 1449.7224 1 1.75 318.77 34.17 19.5 (M:19.5) 1 1 0

R.FNLPGTPPESM

GR.G Dimethyl:2H(4): 1; Oxidation: 11

7739 true 1580 1450.7455 1449.7464 1 -5.61 370.3 29.83 41.6 (M:41.6) 1 1 0

K.GYDVIAQAQSG

TGK.T Dimethyl: 1, 14

7740 true 1710 1450.7709 1449.7766 1 -8.93 346.7 31.83 79.9 (M:79.9) 1 1 0

R.ADYIPTQQDVL

R.T Dimethyl:2H(4): 1



7741 true 1895 1450.7741 1449.7766 1 -6.74 302.41 33 31.7 (M:31.7) 1 1 0

K.GFSVVADTPEL

QR.I Dimethyl:2H(4): 1

7742 true 872 1450.7741 1449.7591 1 5.31 327.63 27.33 50.6 (M:50.6) 1 1 1

K.YDPTIEDSYRK.

Q Dimethyl:2H(4): 1, 11

7743 true 2334 1450.7803 1449.7554 1 12.12 362.23 34.17 52.6 (M:52.6) 1 1 0

R.YIDILPYDHNR.

V Dimethyl:2H(4): 1

7744 true 2317 1450.7812 1449.765 1 6.18 331.08 36 47.4 (M:47.4) 3 1 0

R.SLVANLAAANC

YK.K

Carbamidomethyl: 11; Dimethyl: 1, 

13

7745 true 2439 1450.7817 1449.7766 1 -1.45 264.73 38.33 41.6 (M:41.6) 1 1 0

K.GDDVGAFQLVE

LR.V Dimethyl:2H(4): 1

7746 true 982 1450.7913 1449.7688 1 10.45 238.13 28.17 31.0 (M:31.0) 1 1 0

R.ASQQEIQHIVN

R.H Dimethyl: 1

7747 true 1540 1450.8313 1449.8129 1 7.66 388.13 30.67 25.7 (M:25.7) 1 1 0

R.EVVETPLLHPER

.F Dimethyl:2H(4): 1



7748 true 1279 1451.6851 1450.694 1 -11.16 293.73 29.17 59.7 (M:59.7) 1 1 0

R.ELAEDGYSGVE

VR.V Dimethyl: 1

7749 true 1573 1451.6925 1450.694 1 -6.02 280.43 31 41.2 (M:41.2) 1 1 0

K.SVDSGILPDDSY

R.M Dimethyl: 1

7750 true 192 1451.7347 1450.7602 1 -22.59 101.74 22.33 15.2 (M:15.2) 1 1 1

R.EMYGASKPLKG

AR.I Oxidation: 2; Dimethyl: 7

7751 true 558 1451.784 1450.7466 1 20.7 329.36 25.33 42.8 (M:42.8) 1 1 0

R.RPQGESYDQAI

R.N Dimethyl:2H(4): 1

7752 true 2518 1451.9505 1450.9363 1 4.76 291.24 38.17 42.7 (M:42.7) 1 1 0

K.LLLDIPLQTPHK.

L Dimethyl:2H(4): 1, 12

7753 true 86 1452.6386 1451.6317 1 -0.26 189.54 22.83 21.6 (M:21.6) 1 1 0

K.YTEYNEPHESR.

T Dimethyl: 1

7754 true 86 1452.6386 1451.6317 1 -0.26 189.54 22.83 21.6 (M:21.6) 1 1 0

K.YTEYNEPHESR.

T Dimethyl: 1



7755 false 1998 1452.6964 1451.7045 1 -10.57 183.08 33.5 18.4 (M:18.4) 1 2 0

R.LDFIGGEGSNYP

R.K Dimethyl: 1

7756 true 1457 1452.7033 1451.7129 1 -11.64 243.79 30.17 90.0 (M:90.0) 1 1 0

K.DMNHTNSYGII

R.G Dimethyl:2H(4): 1

7757 true 474 1452.7202 1451.7079 1 3.48 291.29 25.5 22.4 (M:22.4) 1 1 1

R.YLAEVACGDDR

K.Q Carbamidomethyl: 7; Dimethyl: 1, 12

7758 true 395 1452.7465 1451.7256 1 9.37 221.49 25.5 19.6 (M:19.6) 1 1 1

K.GNFSEVGSTDG

KAK.S Dimethyl: 12, 14

7759 true 1350 1452.8498 1451.8398 1 1.87 320.83 27.67 64.7 (M:64.7) 2 1 0

K.QPPIQSTAGAV

PVR.N Dimethyl:2H(4): 1

7760 true 2362 1452.863 1451.8472 1 5.84 321.27 35.67 39.5 (M:39.5) 2 1 0

R.SISMLPPPGLGV

PR.L Dimethyl:2H(4): 1

7761 true 1475 1453.694 1452.6919 1 -3.56 329.79 30.33 22.1 (M:22.1) 1 1 0

R.YQMEIPETATS

R.N Dimethyl: 1



7762 true 1729 1453.7187 1452.6997 1 8.03 311.7 32 25.1 (M:25.1) 1 1 0

K.AEAGAGAATEF

QFR.G Dimethyl: 1

7763 true 559 1453.7341 1452.7321 1 -3.65 348.69 25.83 45.5 (M:45.5) 1 1 0

R.TQNDIIHSENVR

.Q Dimethyl: 1

7764 true 2667 1453.7538 1452.7551 1 -5.89 296.51 40.83 39.6 (M:39.6) 1 1 0

K.GYEEWLLNEIR.

R Dimethyl:2H(4): 1

7765 true 2060 1453.7617 1452.7573 1 -1.95 225.9 34.17 24.4 (M:24.4) 1 1 0

K.GVEGLIDIENPN

R.V Dimethyl: 1

7766 true 3194 1453.7897 1452.7697 1 8.78 310.37 39.67 18.0 (M:18.0) 1 1 0

R.QFTLVMNALD

NR.A Dimethyl:2H(4): 1

7767 true 3746 1453.8062 1452.7864 1 8.58 373.76 42.17 83.3 (M:83.3) 2 1 0

K.TETPASAFSLFV

K.N Dimethyl: 1, 13

7768 true 851 1453.8105 1452.7999 1 2.31 374.16 27.17 45.6 (M:45.6) 1 1 0

R.QYKPIPQDMN

R.R Dimethyl:2H(4): 1, 3



7769 true 3203 1453.8444 1452.8453 1 -5.63 342.8 38.67 19.9 (M:19.9) 1 1 1

R.EVPREPLAFVIR.

C Dimethyl: 1

7770 true 381 1453.8752 1452.8664 1 1.06 341.12 21.67 56.5 (M:56.5) 2 1 1

K.VNTLIRPDGEKK

.A Dimethyl: 1, 11, 12

7771 true 294 1454.7529 1453.7401 1 3.77 403.08 24.33 84.5 (M:84.5) 1 1 0

K.HSSQTDAAQGF

GGK.Y Dimethyl:2H(4): 1, 14

7772 true 1879 1454.7584 1453.7711 1 -13.79 349.38 32 18.8 (M:18.8) 1 1 0

K.VNGRPLEMIEP

R.T Oxidation: 8; Dimethyl: 1

7773 true 1543 1454.7999 1453.7817 1 7.54 288.66 28.33 24.9 (M:24.9) 1 1 1

R.FPEHELVKDEK.

R Dimethyl: 1, 8, 11

7774 true 1151 1454.8183 1453.7939 1 11.78 306.99 28.17 30.3 (M:30.3) 1 1 0

R.ASQQEIQHIVN

R.H Dimethyl:2H(4): 1

7775 true 1658 1454.8449 1453.8271 1 7.2 247.83 29.5 15.4 (M:15.4) 1 1 0

-

.GIWVFADPPPPA

K.G Dimethyl:2H(4): 1; Dimethyl: 13



7776 true 1280 1455.7129 1454.7191 1 -9.27 296.71 29.17 54.4 (M:54.4) 1 1 0

R.ELAEDGYSGVE

VR.V Dimethyl:2H(4): 1

7777 true 1599 1455.7181 1454.7191 1 -5.7 271.54 31 48.2 (M:48.2) 1 1 0

K.SVDSGILPDDSY

R.M Dimethyl:2H(4): 1

7778 true 917 1455.7214 1454.7089 1 3.6 260.77 27.17 80.5 (M:80.5) 1 1 0

R.AVAHHTDCTFI

R.V Carbamidomethyl: 8; Dimethyl: 1

7779 false 2191 1455.7716 1454.7882 1 -16.38 298.36 33.33 18.9 (M:18.9) 1 70.86 2 0

K.NKPPQISSTYHK

.R Dimethyl: 1, 12

7780 true 2191 1455.7716 1454.7518 1 8.61 311.2 33.33 43.6 (M:43.6) 1 1 0

K.NLYSDEIPHALR

.E Dimethyl: 1

7781 true 268 1455.8023 1454.7981 1 -2.09 368.21 24.33 24.0 (M:24.0) 1 1 1

K.TETQEKNPLPSK

.E Dimethyl: 1, 6, 12

7782 false 983 1455.8356 1454.7993 1 20 334.98 28 21.3 (M:21.3) 1 2 1

K.TAAELSKYMPE

K.A Dimethyl:2H(4): 7; Dimethyl: 1, 12



7783 true 983 1455.8356 1454.8609 1 -22.37 340.92 28 25.4 (M:25.4) 1 88.93 1 1

K.NFVPGINLVQA

KK.L Dimethyl: 13

7784 true 87 1456.67 1455.6568 1 4.05 281.05 22.83 30.6 (M:30.6) 1 1 0

K.YTEYNEPHESR.

T Dimethyl:2H(4): 1

7785 true 87 1456.67 1455.6568 1 4.05 281.05 22.83 30.6 (M:30.6) 1 1 0

K.YTEYNEPHESR.

T Dimethyl:2H(4): 1

7786 true 2420 1456.7316 1455.7152 1 6.24 348.59 34.5 20.8 (M:20.8) 1 1 0

K.MPNGMYDGSA

LIR.A Dimethyl:2H(4): 1

7787 true 320 1456.7361 1455.714 1 10.16 305.42 24.67 37.4 (M:37.4) 1 1 1

R.SKDELHQDCLR.

L Carbamidomethyl: 9; Dimethyl: 1, 2

7788 true 936 1456.7647 1455.7358 1 14.85 374.67 28.33 95.5 (M:95.5) 1 1 0

M.THQYPALTAE

QK.K Acetyl: 1; Dimethyl: 12

7789 true 3058 1456.7663 1455.7638 1 -3.3 254.3 36.17 18.4 (M:18.4) 1 1 0

K.HLWDYTFGPEK

.L Dimethyl:2H(4): 1, 11



7790 true 2318 1456.8214 1455.8036 1 7.27 278.27 34.83 40.1 (M:40.1) 1 1 0

K.VIGMHYFSPVD

K.M Dimethyl:2H(4): 1, 12

7791 true 1665 1456.86 1455.8649 1 -8.39 309.61 31 47.7 (M:47.7) 1 1 0

K.AALEAQNALHN

IK.T Dimethyl:2H(4): 1, 13

7792 true 3528 1456.8766 1455.8617 1 5.18 343.21 47.5 70.0 (M:70.0) 2 1 0

R.FSPIPFPPLSYK.

H Dimethyl:2H(4): 1, 12

7793 true 92 1457.6851 1456.6695 1 5.73 342.89 23.5 26.9 (M:26.9) 1 1 0

R.SVYDDQPNAH

QR.F Dimethyl: 1

7794 true 1044 1457.7395 1456.7409 1 -5.97 247.25 28 44.2 (M:44.2) 1 1 0

R.IEDVTPIPSDST

R.R Dimethyl: 1

7795 true 560 1457.7653 1456.7572 1 0.57 419.88 25.83 34.2 (M:34.2) 1 1 0

R.TQNDIIHSENVR

.Q Dimethyl:2H(4): 1

7796 false 1730 1457.7653 1456.7248 1 22.79 364.32 32.17 26.5 (M:26.5) 1 2 0

K.AEAGAGAATEF

QFR.G Dimethyl:2H(4): 1



7797 true 1730 1457.7653 1456.7886 1 -20.91 349.18 32.17 42.1 (M:42.1) 1 1 0

R.TINEVENQILTR.

D Dimethyl: 1

7798 true 1153 1457.7671 1456.7674 1 -5.22 278.04 28.33 61.5 (M:61.5) 1 1 0

R.TIQGHLQSENF

K.Q Dimethyl: 1, 12

7799 true 1261 1457.7962 1456.7708 1 12.4 318.1 29 67.6 (M:67.6) 1 1 0

K.NLQVQCAQIEA

K.F Carbamidomethyl: 6; Dimethyl: 1, 12

7800 true 2297 1457.809 1456.8038 1 -1.44 349.24 33.5 45.0 (M:45.0) 2 1 0

R.GNEEAQIFRPLK

.F Dimethyl: 1, 12

7801 true 984 1457.8259 1456.7886 1 20.61 315.01 28 30.5 (M:30.5) 1 1 1

R.ALDKLDGTEIN

GR.K Dimethyl: 1, 4

7802 false 984 1457.8259 1456.8323 1 -9.42 284.51 28 15.0 (M:15.0) 1 2 1

R.VITLSTPKCVSP

K.G Carbamidomethyl: 9; Dimethyl: 13

7803 true 3204 1457.8743 1456.8704 1 -2.31 304.91 38.67 20.7 (M:20.7) 1 1 1

R.EVPREPLAFVIR.

C Dimethyl:2H(4): 1



7804 true 1325 1458.7629 1457.7543 1 0.93 280.36 29.67 35.4 (M:35.4) 1 1 1 K.DGPFKPDHYRY.-Dimethyl:2H(4): 1, 5

7805 false 1325 1458.7629 1457.7449 1 7.37 280.02 29.67 18.4 (M:18.4) 1 2 0

R.QPHVMVIGSG

VYR.I Oxidation: 5

7806 true 2887 1458.8344 1457.8152 1 8.18 243.94 37.83 23.8 (M:23.8) 1 1 0

R.SLVANLAAANC

YK.K

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 13

7807 true 2986 1458.8692 1457.8693 1 -5.1 321.2 35.33 23.1 (M:23.1) 1 1 0

R.HIEGLDQLTQLK

.K Dimethyl:2H(4): 1, 12

7808 true 918 1459.7434 1458.734 1 1.44 322.77 27.17 59.7 (M:59.7) 1 1 0

R.AVAHHTDCTFI

R.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

7809 true 3133 1459.7508 1458.7429 1 0.48 309.56 39.17 25.9 (M:25.9) 1 1 0

R.FTMFLTDSSNIK

.E Dimethyl: 1, 12

7810 true 1558 1459.7589 1458.7442 1 5.1 278.08 30.5 54.5 (M:54.5) 1 1 0

K.WVPEITHHCPK

.T Carbamidomethyl: 9; Dimethyl: 1, 11



7811 true 1608 1459.7708 1458.7501 1 9.22 360.28 30 37.9 (M:37.9) 1 1 0

K.ATVNCSTIPIAE

R.F Carbamidomethyl: 5; Dimethyl: 1

7812 true 2192 1459.7956 1458.7769 1 7.86 356.36 33.33 59.0 (M:59.0) 1 1 0

K.NLYSDEIPHALR

.E Dimethyl:2H(4): 1

7813 true 3401 1459.7965 1458.7938 1 -3.19 306.5 38.67 53.1 (M:53.1) 1 1 0

R.CDVIAQGIVMA

VK.D Carbamidomethyl: 1; Dimethyl: 1, 13

7814 false 1573 1459.8209 1458.8054 1 5.63 306.66 28.67 18.1 (M:18.1) 1 3 0

R.DNNGVIGLLEP

MK.K Dimethyl:2H(4): 1; Dimethyl: 13

7815 true 2731 1459.9075 1458.901 1 -0.51 294.21 37 58.4 (M:58.4) 2 1 0

R.QASPNIVIALAG

NK.A Dimethyl:2H(4): 1, 14

7816 false 2982 1460.768 1459.7276 1 22.71 372.81 37.5 15.5 (M:15.5) 1 2 1

R.CSAGISHNKML

AK.L

Carbamidomethyl: 1; Oxidation: 10; 

Dimethyl: 13

7817 true 2982 1460.768 1459.746 1 10.11 392.51 37.5 48.1 (M:48.1) 6 1 0

R.APDALFSSPPQ

FR.H Dimethyl: 1



7818 true 1768 1460.7793 1459.7783 1 -4.28 313.95 29.5 40.6 (M:40.6) 1 1 0

K.HVPPLTEEQLN

R.K Dimethyl: 1

7819 true 937 1460.7942 1459.7609 1 17.78 401.6 28.33 51.3 (M:51.3) 1 1 0

M.THQYPALTAE

QK.K Dimethyl:2H(4): 12; Acetyl: 1

7820 true 2928 1460.8514 1459.8676 1 -16.03 275.21 34.83 16.7 (M:16.7) 1 1 1 K.TKENILEEFNK.V Dimethyl:2H(4): 1, 2, 11

7821 true 99 1461.6677 1460.6681 1 -5.28 224.19 22.5 48.2 (M:48.2) 1 1 0

R.EAGPEAAGDG

AAEER.V Dimethyl:2H(4): 1

7822 true 93 1461.7113 1460.6946 1 6.43 288.44 23.5 52.5 (M:52.5) 1 1 0

R.SVYDDQPNAH

QR.F Dimethyl:2H(4): 1

7823 true 1344 1461.7287 1460.726 1 -3.08 238.69 29.67 56.7 (M:56.7) 1 1 0

K.ELQQFVEQQER

.L Dimethyl: 1

7824 true 585 1461.7311 1460.7161 1 5.34 151.13 25.5 19.8 (M:19.8) 1 1 0

K.QYPDSPHSIPH

R.S Dimethyl: 1



7825 true 368 1461.7537 1460.7763 1 -20.44 301 25 24.3 (M:24.3) 1 1 0

K.EVGEAFTILSDP

K.K Dimethyl: 1, 13

7826 false 368 1461.7537 1460.7293 1 11.67 330.83 25 16.6 (M:16.6) 1 4 0

R.DLSKPMGAQTT

ER.K Dimethyl: 4

7827 false 368 1461.7537 1460.7471 1 -0.48 358.5 25 18.0 (M:18.0) 1 3 1

R.EEQVNKTSTLE

R.L Dimethyl: 6

7828 true 1045 1461.761 1460.766 1 -8.41 253.85 28 44.0 (M:44.0) 1 1 0

R.IEDVTPIPSDST

R.R Dimethyl:2H(4): 1

7829 true 3037 1461.7616 1460.7551 1 -0.57 271.88 38.67 17.0 (M:17.0) 1 1 0

K.SLYYFIQQDTK.

G Dimethyl: 1, 11

7830 true 1086 1461.7628 1460.7293 1 17.93 274.51 28.5 43.9 (M:43.9) 1 1 1

R.IRELEETMAGER

.D Dimethyl: 1

7831 true 3261 1461.7809 1460.7816 1 -5.45 293.79 40.67 32.5 (M:32.5) 1 1 0

K.VYHPFIAGPYN

K.L Dimethyl: 1, 12



7832 false 1058 1461.7898 1460.7987 1 -11.1 310.8 27.33 20.4 (M:20.4) 1 2 1

K.VINKDGEAIGAY

R.C Dimethyl: 1, 4

7833 true 1058 1461.7898 1460.7773 1 3.57 372.79 27.33 21.2 (M:21.2) 1 1 1

M.AGADGQVNA

GEEKK.A Dimethyl:2H(4): 13; Dimethyl: 1, 14

7834 true 2331 1461.7964 1460.7875 1 1.12 287.41 33.17 34.1 (M:34.1) 2 1 0

K.AVSISTEPPTYL

R.E Dimethyl: 1

7835 true 2910 1461.8058 1460.7657 1 22.46 254.65 36.67 23.9 (M:23.9) 1 1 1

K.ASLQAMSLEEA

KR.R Dimethyl: 12

7836 true 1763 1461.8244 1460.8137 1 2.34 362.91 32.17 66.2 (M:66.2) 1 1 0

R.TINEVENQILTR.

D Dimethyl:2H(4): 1

7837 true 3730 1461.8556 1460.8366 1 8.01 356.71 42.17 79.2 (M:79.2) 3 1 0

K.TETPASAFSLFV

K.N Dimethyl:2H(4): 1, 13

7838 true 2142 1462.6893 1461.6857 1 -2.5 408.82 32.67 48.1 (M:48.1) 1 1 0

K.HIMGQNVADY

MR.Y Dimethyl: 1



7839 true 3634 1462.7016 1461.6751 1 13.15 348.08 44 50.8 (M:50.8) 1 1 0

K.TCPFFFPFDTR.

Q Carbamidomethyl: 2; Dimethyl: 1

7840 true 1196 1462.7203 1461.7361 1 -15.8 321.29 28.67 40.8 (M:40.8) 1 1 1

K.NLDDGIDDERL

R.K Dimethyl:2H(4): 1

7841 true 1196 1462.7203 1461.7361 1 -15.8 321.29 28.67 40.8 (M:40.8) 1 1 1

K.NLDDGIDDERL

R.K Dimethyl:2H(4): 1

7842 true 1003 1462.7354 1461.7212 1 4.75 378.01 27.33 59.8 (M:59.8) 2 1 0

K.SQGGEPTYNVA

VGR.A Dimethyl: 1

7843 true 179 1462.7581 1461.7864 1 -24.33 428.84 23.83 20.5 (M:20.5) 1 56.47 1 0

K.ELEELSIEAQGG

K.A Dimethyl:2H(4): 13; Dimethyl: 1

7844 false 179 1462.7581 1461.785 1 -23.31 504.75 23.83 16.2 (M:16.2) 1 4 1

K.QMEERLQHAE

K.A Dimethyl:2H(4): 1, 11

7845 true 226 1462.7881 1461.7626 1 12.42 238.85 24.17 35.7 (M:35.7) 1 1 1

R.YRTEAHQDVVG

R.F Dimethyl:2H(4): 1



7846 true 1573 1462.7979 1461.8052 1 -10.01 314.8 31 27.6 (M:27.6) 1 1 0

K.NNSLQTPLHIA

AR.N Dimethyl: 1

7847 true 1626 1463.7733 1462.7681 1 -1.41 262.33 31.17 60.8 (M:60.8) 1 1 0

R.FGAPPHAGGGI

GLER.V Dimethyl: 1

7848 true 1962 1463.7889 1462.782 1 -0.25 366.74 31.67 17.8 (M:17.8) 1 1 1

R.LAFYETGEPPRK

.N Dimethyl: 1, 12

7849 true 1609 1463.7902 1462.7752 1 5.3 448.1 30 33.3 (M:33.3) 1 1 0

K.ATVNCSTIPIAE

R.F

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

7850 true 2931 1463.7961 1462.778 1 7.41 386.82 37.33 89.4 (M:89.4) 2 1 0

R.FTQAGSEVSALL

GR.I Dimethyl: 1

7851 false 2931 1463.7961 1462.8251 1 -24.8 344.57 37.33 21.4 (M:21.4) 1 2 1

R.MQALSLKMALL

GK.I Oxidation: 1, 8; Dimethyl: 13

7852 true 2037 1463.8643 1462.8548 1 1.52 270.34 33.17 22.7 (M:22.7) 1 1 0

K.VVEVPPIQYVH

K.E Dimethyl: 1, 12



7853 true 1818 1464.7012 1463.7299 1 -24.53 282.14 32.33 15.4 (M:15.4) 1 1 1

K.CLEKEVMALCR.

Y

Carbamidomethyl: 1, 10; Dimethyl: 

1, 4

7854 false 1803 1464.7166 1463.7153 1 -4.05 163.66 32.5 15.7 (M:15.7) 1 52.47 3 0

R.DLMLWMEDVI

R.Q Oxidation: 3; Dimethyl: 1

7855 true 2759 1464.7493 1463.7442 1 -1.52 250.55 34.17 69.0 (M:69.0) 2 1 0

K.NCIVLVDSTPYR

.Q Carbamidomethyl: 2; Dimethyl: 1

7856 true 1372 1464.7515 1463.7369 1 5.02 283 29.83 28.5 (M:28.5) 1 1 1

K.NLYESELADARR

.V Dimethyl: 1

7857 false 3203 1464.7693 1463.7769 1 -10.16 263.21 37.17 22.2 (M:22.2) 1 2 1

R.VSELEKQTDDL

R.G Dimethyl:2H(4): 6

7858 false 3482 1464.7943 1463.781 1 4.17 205.58 41 23.3 (M:23.3) 1 2 0

R.LSAPEIDIDANF

K.Q Dimethyl:2H(4): 13

7859 false 2983 1464.7976 1463.7632 1 18.48 356.51 37.5 23.4 (M:23.4) 1 3 1

K.GQDVKSSVYF

MK.Q

Dimethyl:2H(4): 1; Oxidation: 11; 

Dimethyl: 12



7860 true 2983 1464.7976 1463.7711 1 13.11 364.32 37.5 103.7 (M:103.7) 5 1 0

R.APDALFSSPPQ

FR.H Dimethyl:2H(4): 1

7861 true 1769 1464.8003 1463.8034 1 -7.13 283.08 29.5 46.8 (M:46.8) 1 1 0

K.HVPPLTEEQLN

R.K Dimethyl:2H(4): 1

7862 true 3614 1464.8004 1463.7703 1 15.57 233.23 49 63.4 (M:63.4) 2 1 0

K.LINAAPCMLFM

K.G Carbamidomethyl: 7; Dimethyl: 1, 12

7863 true 2112 1464.8021 1463.7847 1 6.97 304.65 33.67 26.1 (M:26.1) 1 1 1

R.LDHKFDLMYAK

.R Dimethyl: 1, 4, 11

7864 true 2112 1464.8021 1463.7847 1 6.97 304.65 33.67 26.1 (M:26.1) 1 1 1

R.LDHKFDLMYAK

.R Dimethyl: 1, 4, 11

7865 true 2112 1464.8021 1463.7847 1 6.97 304.65 33.67 26.1 (M:26.1) 1 1 1

R.LDHKFDLMYAK

.R Dimethyl: 1, 4, 11

7866 true 698 1464.8446 1463.8348 1 1.76 256.71 26 92.0 (M:92.0) 1 1 0

R.EDSVKPGAHLT

VK.K Dimethyl: 1, 5, 13



7867 true 1231 1464.8688 1463.8348 1 18.23 277.36 28.83 44.8 (M:44.8) 1 1 1

K.KLDEAVAAAHL

DK.L Dimethyl: 1, 1, 13

7868 true 605 1465.7153 1464.711 1 -2.04 291.59 26 20.8 (M:20.8) 1 1 0

K.LPGQDFQHDP

QR.H Dimethyl: 1

7869 true 620 1465.7531 1464.7412 1 3.15 278.89 25.5 28.4 (M:28.4) 1 1 0

K.QYPDSPHSIPH

R.S Dimethyl:2H(4): 1

7870 true 778 1465.7624 1464.7544 1 0.46 235.44 25 17.5 (M:17.5) 1 1 1

R.IRELEETMAGER

.D Dimethyl:2H(4): 1

7871 true 2155 1465.8017 1464.7936 1 0.54 259.85 32 64.6 (M:64.6) 2 1 0

R.YVTVQGISGTG

SLR.V Dimethyl: 1

7872 true 1154 1465.8101 1464.8176 1 -10.13 273.31 28.33 57.6 (M:57.6) 1 1 0

R.TIQGHLQSENF

K.Q Dimethyl:2H(4): 1, 12

7873 true 2167 1465.8267 1464.8126 1 4.62 335.43 33.17 20.6 (M:20.6) 1 1 0

K.AVSISTEPPTYL

R.E Dimethyl:2H(4): 1



7874 true 2143 1465.8424 1464.854 1 -12.93 370.51 33.5 28.2 (M:28.2) 2 1 0

R.GNEEAQIFRPLK

.F Dimethyl:2H(4): 1, 12

7875 true 1262 1465.8503 1464.821 1 15 320.2 29 66.0 (M:66.0) 1 1 0

K.NLQVQCAQIEA

K.F

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 12

7876 true 3012 1465.9176 1464.9167 1 -4.35 354.5 44.67 91.0 (M:91.0) 1 1 0

K.ISLPVILLDEGLK.

Y Dimethyl: 1, 13

7877 true 839 1465.9536 1464.9417 1 3.14 309.42 25.5 45.6 (M:45.6) 2 1 1

K.VNTLIRPDGEKK

.A Dimethyl:2H(4): 1, 11, 12

7878 true 503 1466.695 1465.6838 1 2.67 364.99 25.67 43.1 (M:43.1) 1 1 0

K.YFPESHTTEATR

.R Dimethyl: 1

7879 true 2144 1466.716 1465.7108 1 -1.42 442.62 32.67 54.4 (M:54.4) 1 1 0

K.HIMGQNVADY

MR.Y Dimethyl:2H(4): 1

7880 true 3626 1466.7269 1465.7002 1 13.2 333.8 43.83 43.5 (M:43.5) 1 1 0

K.TCPFFFPFDTR.

Q

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1



7881 true 1272 1466.7428 1465.7024 1 22.61 322.72 29 27.5 (M:27.5) 1 1 0

R.YPGSTFMDHVL

R.Y Oxidation: 7; Dimethyl: 1

7882 true 939 1466.7786 1465.7463 1 17.08 368.19 27.5 41.1 (M:41.1) 2 1 0

K.SQGGEPTYNVA

VGR.A Dimethyl:2H(4): 1

7883 true 89 1466.7838 1465.7864 1 -6.73 303.26 21.67 35.3 (M:35.3) 1 1 0

R.VSNPPGASSPS

TSSK.A Dimethyl:2H(4): 1, 15

7884 true 196 1466.8097 1465.7889 1 9.2 243.29 23.83 28.4 (M:28.4) 1 1 1

R.VTSAHKGPDET

LR.I Dimethyl: 1, 6

7885 true 2408 1466.8447 1465.8293 1 5.55 285.94 35.83 84.9 (M:84.9) 1 1 0

R.QLFHPEQLITGK

.E Dimethyl: 1, 12

7886 true 2408 1466.8447 1465.8293 1 5.55 285.94 35.83 84.9 (M:84.9) 1 1 0

R.QLFHPEQLITGK

.E Dimethyl: 1, 12

7887 true 1336 1466.8645 1465.8303 1 18.36 339.84 31 30.7 (M:30.7) 1 1 0

K.NNSLQTPLHIA

AR.N Dimethyl:2H(4): 1



7888 true 2025 1466.8717 1465.8691 1 -3.13 282.33 33.67 37.8 (M:37.8) 1 1 1

R.CKELGITALHIK.

L

Carbamidomethyl: 1; Dimethyl: 1, 2, 

12

7889 true 1896 1466.889 1465.917 1 -24.08 395.91 31.17 17.8 (M:17.8) 1 55.9 1 1

K.IPKGAILTGPPG

TGK.T Dimethyl:2H(4): 3; Dimethyl: 1

7890 true 2467 1467.7393 1466.7154 1 11.34 227.34 35 31.5 (M:31.5) 1 1 0

R.FPQLDANSFAS

SR.N Dimethyl: 1

7891 true 1797 1467.7574 1466.763 1 -8.75 128.06 30.33 22.0 (M:22.0) 2 1 0

R.HASAAGFPLTS

AGPR.A Dimethyl: 1

7892 true 919 1467.7903 1466.7841 1 -0.77 272.12 27.17 32.2 (M:32.2) 1 1 0

R.ITEQLAAHNSSL

R.D Dimethyl: 1

7893 true 1627 1467.792 1466.7932 1 -5.79 283.36 31.17 91.7 (M:91.7) 1 1 0

R.FGAPPHAGGGI

GLER.V Dimethyl:2H(4): 1

7894 true 3134 1467.8007 1466.7931 1 0.25 258.57 39.33 46.1 (M:46.1) 1 1 0

R.FTMFLTDSSNIK

.E Dimethyl:2H(4): 1, 12



7895 false 2984 1467.802 1466.7887 1 4.09 388.83 37.33 20.5 (M:20.5) 1 69.47 2 1

K.LQIKQMMEAA

TR.Q Dimethyl:2H(4): 1; Oxidation: 6

7896 true 2984 1467.802 1466.8283 1 -22.84 323 37.33 28.7 (M:28.7) 1 1 0

R.ALTTKPSSLDQF

K.S Dimethyl:2H(4): 5

7897 true 1723 1467.8025 1466.8143 1 -13.04 237.46 29.17 34.1 (M:34.1) 1 1 0

R.HLAEEAQQQIL

R.D Dimethyl:2H(4): 1

7898 true 1559 1467.807 1466.7944 1 3.65 238.67 30.5 60.5 (M:60.5) 1 1 0

K.WVPEITHHCPK

.T

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 11

7899 true 2932 1467.8176 1466.8031 1 4.92 376 37.33 97.7 (M:97.7) 2 1 0

R.FTQAGSEVSALL

GR.I Dimethyl:2H(4): 1

7900 true 3801 1467.8346 1466.8133 1 9.55 310.02 42.67 24.4 (M:24.4) 1 1 0

R.VALTGLTVAEYF

R.D Dimethyl: 1

7901 true 3402 1467.8428 1466.8441 1 -5.84 211.02 38.67 37.4 (M:37.4) 1 1 0

R.CDVIAQGIVMA

VK.D

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 13



7902 true 296 1467.8648 1466.8457 1 8.07 338.51 24.33 68.0 (M:68.0) 1 1 1

K.IERDEIAGQKPK

.N Dimethyl: 1, 10, 12

7903 false 1593 1467.8702 1466.8279 1 23.82 422.34 29.17 15.8 (M:15.8) 1 2 1

R.MALVGIGVKHS

DLK.Q

7904 true 270 1467.8812 1466.8734 1 0.38 341.92 24.33 34.4 (M:34.4) 1 1 1

K.TETQEKNPLPSK

.E Dimethyl:2H(4): 1, 6, 12

7905 true 187 1468.6639 1467.659 1 -1.62 253.75 23.17 47.2 (M:47.2) 1 1 0

R.NIDEHANEDVE

R.M Dimethyl: 1

7906 true 172 1468.7037 1467.6839 1 8.53 274.72 23 55.6 (M:55.6) 1 1 0

R.QETFTCHHCGK

.Q

Carbamidomethyl: 6, 9; 

Dimethyl:2H(4): 1, 11

7907 true 1819 1468.7301 1467.7507 1 -19.03 341.17 32.33 19.1 (M:19.1) 1 1 0

R.LSGASDLTAFSD

PR.V Dimethyl:2H(4): 1

7908 true 2760 1468.7736 1467.7694 1 -2.08 329.6 34.17 56.5 (M:56.5) 2 1 0

K.NCIVLVDSTPYR

.Q

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1



7909 true 1373 1468.7765 1467.762 1 4.94 356.18 29.83 27.9 (M:27.9) 1 1 1

K.NLYESELADARR

.V Dimethyl:2H(4): 1

7910 true 983 1468.7786 1467.7632 1 5.55 305.25 27.67 41.3 (M:41.3) 1 1 0

K.CAVGHEYVADV

GK.H

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 13

7911 true 1699 1468.7975 1467.7834 1 4.64 250.86 31.33 17.3 (M:17.3) 1 1 0

R.VFSVIHSNDPV

AR.A Dimethyl: 1

7912 false 2702 1468.8094 1467.8309 1 -19.58 262.61 41.5 15.2 (M:15.2) 1 4 1

K.FVMKVNDLSVE

K.G Dimethyl:2H(4): 1; Dimethyl: 12

7913 true 2358 1468.8578 1467.8449 1 3.8 298.53 35.83 50.2 (M:50.2) 1 1 0

K.IGILHENFQTLK.

A Dimethyl: 1, 12

7914 true 414 1469.6196 1468.6154 1 -2.04 203.8 24.83 37.1 (M:37.1) 1 1 0

K.ENFHSCNYSQR.

N Carbamidomethyl: 6; Dimethyl: 1

7915 true 1282 1469.6829 1468.6918 1 -11.01 257.04 29.17 53.7 (M:53.7) 1 1 0

R.DFMVQGGDPT

GTGR.G Dimethyl:2H(4): 1



7916 true 1215 1469.7073 1468.7099 1 -6.74 309.83 29.83 78.8 (M:78.8) 1 1 0

K.GPDGYGFHLHG

EK.G Dimethyl: 1, 13

7917 true 561 1469.745 1468.7361 1 1.1 348.28 26 21.5 (M:21.5) 1 1 0

K.LPGQDFQHDP

QR.H Dimethyl:2H(4): 1

7918 false 3329 1469.7772 1468.7562 1 9.36 325.69 39.33 16.1 (M:16.1) 1 4 0

K.LTPTSALDYFGT

R.S Dimethyl: 1

7919 false 2074 1469.8031 1468.7596 1 24.7 336.93 32.83 17.8 (M:17.8) 1 2 0

-

.MAVTLHTDVGDI

K.I Acetyl: 1; Dimethyl: 13

7920 true 2074 1469.8031 1468.7936 1 1.54 346.02 32.83 42.5 (M:42.5) 1 1 0

R.IGNLQHDLSDG

LR.L Dimethyl:2H(4): 1

7921 true 2156 1469.8264 1468.8187 1 0.22 347.23 32 77.9 (M:77.9) 2 1 0

R.YVTVQGISGTG

SLR.V Dimethyl:2H(4): 1

7922 true 1059 1469.8558 1468.8489 1 -0.31 431 27.33 36.5 (M:36.5) 1 1 1

K.VINKDGEAIGAY

R.C Dimethyl:2H(4): 1, 4



7923 true 2050 1469.8777 1468.8741 1 -2.48 373.95 34.5 40.8 (M:40.8) 1 1 1 K.EIKDILIQYDR.T Dimethyl:2H(4): 1, 3

7924 true 2417 1469.879 1468.8704 1 0.91 354.1 35.5 18.2 (M:18.2) 1 1 0

R.LVPGWTQPITI

GR.H Dimethyl:2H(4): 1

7925 true 419 1470.7204 1469.7089 1 2.92 344.05 25.67 67.2 (M:67.2) 1 1 0

K.YFPESHTTEATR

.R Dimethyl:2H(4): 1

7926 true 559 1470.7582 1469.7587 1 -5.27 248.46 25.33 21.5 (M:21.5) 1 1 0

K.LQAEQQLQNS

QR.C Dimethyl: 1

7927 true 584 1470.7647 1469.7627 1 -3.6 234.78 25.83 63.7 (M:63.7) 1 1 0

K.DVHKPGYLNSE

R.L Dimethyl: 1, 4

7928 true 1671 1470.7903 1469.766 1 11.55 332.52 31 44.0 (M:44.0) 1 1 0

K.CQGITAPIEAQV

R.M Carbamidomethyl: 1; Dimethyl: 1

7929 true 552 1471.7194 1470.7103 1 1.22 325.02 26 45.3 (M:45.3) 1 1 0

K.EAAYHPEVSAD

VR.Q Dimethyl: 1



7930 true 483 1471.736 1470.7476 1 -12.79 297.78 25 25.5 (M:25.5) 1 1 1

R.ELEETMAGERD

K.F Dimethyl:2H(4): 1, 12

7931 true 360 1471.7408 1470.7328 1 0.54 302.65 23.5 66.7 (M:66.7) 4 1 0

M.SHPSPVERPG

NPR.N Acetyl: 1

7932 true 1600 1471.757 1470.7657 1 -10.82 308.78 31.17 47.1 (M:47.1) 1 1 0

R.ELFAPEPESPAP

R.- Dimethyl:2H(4): 1

7933 true 2548 1471.7688 1470.7405 1 14.28 370.22 35 52.3 (M:52.3) 1 1 0

R.FPQLDANSFAS

SR.N Dimethyl:2H(4): 1

7934 true 1798 1471.7873 1470.7881 1 -5.5 319 30.33 31.1 (M:31.1) 2 1 0

R.HASAAGFPLTS

AGPR.A Dimethyl:2H(4): 1

7935 true 743 1471.8023 1470.8092 1 -9.68 329.82 27.17 40.3 (M:40.3) 1 1 0

R.ITEQLAAHNSSL

R.D Dimethyl:2H(4): 1

7936 true 2944 1471.8222 1470.8446 1 -20.17 339.16 38.17 35.0 (M:35.0) 1 1 0

K.VVPIASLNPYQS

K.W Dimethyl: 1, 13



7937 true 1965 1471.8451 1470.8322 1 3.78 373.37 31.67 40.5 (M:40.5) 1 1 1

R.LAFYETGEPPRK

.N Dimethyl:2H(4): 1, 12

7938 true 3802 1471.8612 1470.8384 1 10.5 381.48 42.67 54.6 (M:54.6) 1 1 0

R.VALTGLTVAEYF

R.D Dimethyl:2H(4): 1

7939 true 2038 1471.9153 1470.905 1 2.08 289.7 33.17 18.7 (M:18.7) 1 1 0

K.VVEVPPIQYVH

K.E Dimethyl:2H(4): 1, 12

7940 true 156 1472.6758 1471.6725 1 -2.7 304.2 23.5 66.6 (M:66.6) 1 1 1

M.AQDQGEKENP

MR.E Acetyl: 1; Dimethyl: 7

7941 true 1711 1472.6803 1471.6831 1 -6.84 239.42 31.67 15.9 (M:15.9) 1 1 0

R.IFTSIGEDYDER.

V Dimethyl: 1

7942 true 284 1472.6925 1471.6799 1 3.61 359.51 24.5 74.1 (M:74.1) 1 1 0

R.MEELHNQEMQ

K.R Dimethyl: 1, 11

7943 true 1345 1472.7414 1471.7341 1 0.05 258.26 29.5 36.9 (M:36.9) 1 1 0

K.LVPLSQDCVEE

R.V Carbamidomethyl: 8; Dimethyl: 1



7944 true 190 1472.7628 1471.7527 1 1.89 413.96 24.33 36.9 (M:36.9) 1 93.95 1 1

R.LGAPMADEKL

MPR.Y Oxidation: 5; Dimethyl: 9

7945 false 1428 1472.7704 1471.7882 1 -17.05 388.36 29.83 23.5 (M:23.5) 1 68.69 2 1

R.QISDPAESKNSL

K.A Dimethyl: 9, 13

7946 false 1428 1472.7704 1471.7743 1 -7.6 389.19 29.83 16.9 (M:16.9) 1 4 1

R.QEDVIATANLS

RR.A

7947 true 1428 1472.7704 1471.7453 1 12.08 387.47 29.83 72.7 (M:72.7) 2 1 0

K.QLTCNEPILSNR

.S Carbamidomethyl: 4; Dimethyl: 1

7948 true 866 1472.7813 1471.7671 1 4.7 341.35 27.33 60.0 (M:60.0) 1 1 0

R.FAHTSEEQLVQ

K.Y Dimethyl: 1, 12

7949 true 2466 1472.7827 1471.7711 1 2.94 295.96 35.33 50.8 (M:50.8) 2 1 0

K.GTAYTFFTPGN

LK.Q Dimethyl: 1, 13

7950 false 2694 1472.8032 1471.8184 1 -15.28 236.16 41.17 22.2 (M:22.2) 1 62.45 2 1

K.AVPGGAEEAEK

LNK.M Dimethyl:2H(4): 1; Dimethyl: 14



7951 false 2694 1472.8032 1471.8107 1 -10.03 165.37 41.17 18.9 (M:18.9) 1 4 1

K.TLSQTLRDNQL

R.Y Dimethyl: 1

7952 true 3409 1472.8074 1471.7891 1 7.47 375.07 39.83 43.3 (M:43.3) 1 1 0

R.LGIGMDTCVIPL

R.H Carbamidomethyl: 8; Dimethyl: 1

7953 false 2617 1472.8182 1471.7817 1 19.85 329.03 34.33 17.6 (M:17.6) 1 2 1

K.MLAELINAEER

R.D Dimethyl: 1

7954 true 2881 1472.8187 1471.8068 1 3.1 338.35 43.17 48.5 (M:48.5) 1 1 1

R.GNSIIMLEALER

V.- Dimethyl: 1

7955 true 3615 1472.8476 1471.8205 1 13.45 269.38 49 17.3 (M:17.3) 1 1 0

K.LINAAPCMLFM

K.G

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 12

7956 true 3167 1472.8505 1471.8187 1 16.65 362.69 40.5 77.2 (M:77.2) 2 1 0

R.AYYHLLNQVAP

K.G Dimethyl: 1, 12

7957 false 3167 1472.8505 1471.8432 1 0.01 367.77 40.5 18.8 (M:18.8) 2 3 1

R.SVLNNQLLEMK

K.R Dimethyl: 1, 12



7958 true 1621 1472.8813 1471.8432 1 20.91 262.34 29.5 15.9 (M:15.9) 1 1 1

R.LGSTGTKMQG

VPLK.H Dimethyl: 7, 14

7959 true 3060 1473.7844 1472.7635 1 9.22 306.78 38.33 28.0 (M:28.0) 1 1 0

R.AILTPNYMEFSR

.L Dimethyl:2H(4): 1

7960 true 2286 1473.7949 1472.7813 1 4.27 198.69 36.33 22.4 (M:22.4) 1 1 0

K.GTEPIVVDPFDP

R.G Dimethyl:2H(4): 1

7961 true 2117 1473.8027 1472.7987 1 -2.21 314.27 32.33 45.2 (M:45.2) 1 1 0

K.EKPTDLQNFGL

R.T Dimethyl: 1, 2

7962 true 3682 1473.8246 1472.8021 1 10.32 308.56 44.67 30.7 (M:30.7) 1 1 0

K.SNEILTAIIQGM

R.K Dimethyl: 1

7963 true 3013 1473.9688 1472.9669 1 -3.64 311.46 44.67 59.9 (M:59.9) 1 1 0

K.ISLPVILLDEGLK.

Y Dimethyl:2H(4): 1, 13

7964 true 2446 1474.7428 1473.7365 1 -0.62 347.27 37.17 44.0 (M:44.0) 1 1 0

K.GFGFGQGAGA

LIHSQ.- Dimethyl: 1



7965 true 1408 1474.7566 1473.7402 1 6.19 358.48 30 24.4 (M:24.4) 1 1 0

R.YAAVTQFEATD

AR.R Dimethyl:2H(4): 1

7966 false 2895 1474.7756 1473.7509 1 11.79 306.85 43.5 16.1 (M:16.1) 1 6 1

K.LMATNDMYEA

KK.I Dimethyl:2H(4): 11; Dimethyl: 12

7967 true 2895 1474.7756 1473.7749 1 -4.45 347.01 43.5 47.6 (M:47.6) 1 1 0

R.DICNDVLSLLEK.

F Carbamidomethyl: 3; Dimethyl: 1, 12

7968 false 2895 1474.7756 1473.7926 1 -16.49 370.47 43.5 22.1 (M:22.1) 1 75.38 2 0

K.TDAESLLTLEIN

K.V Dimethyl: 13

7969 true 984 1474.779 1473.7497 1 14.94 327.84 27.67 62.6 (M:62.6) 1 1 0

R.CTGGEVGATSA

LAPK.I Carbamidomethyl: 1; Dimethyl: 1, 15

7970 true 2408 1474.7809 1473.7861 1 -8.48 263.99 38.17 48.5 (M:48.5) 1 1 0

K.SDIGEVILVGG

MTR.M Dimethyl: 1

7971 true 1672 1474.7916 1473.7912 1 -4.63 353.51 31 45.1 (M:45.1) 1 1 0

K.CQGITAPIEAQV

R.M

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



7972 true 318 1474.7953 1473.7838 1 2.86 371.62 25.33 19.7 (M:19.7) 1 1 0

K.LQAEQQLQNS

QR.C Dimethyl:2H(4): 1

7973 true 1801 1474.8084 1473.794 1 4.83 305.19 30.83 17.8 (M:17.8) 1 1 0

R.AFVRPSGTEDIV

R.V Dimethyl: 1

7974 true 1970 1474.8203 1473.8126 1 0.29 156.46 32.67 21.3 (M:21.3) 1 1 0

K.VLHVGDGPAP

MVVR.A Dimethyl: 1

7975 false 3010 1474.8351 1473.8228 1 3.36 266.96 37.67 15.9 (M:15.9) 1 2 1

K.IEESGEAKAPDL

K.A Dimethyl:2H(4): 8; Dimethyl: 1, 13

7976 true 178 1474.8591 1473.8391 1 8.59 239.97 23.83 55.4 (M:55.4) 1 1 1

R.VTSAHKGPDET

LR.I Dimethyl:2H(4): 1, 6

7977 true 2439 1474.897 1473.8795 1 6.95 275.27 35.83 81.3 (M:81.3) 1 1 0

R.QLFHPEQLITGK

.E Dimethyl:2H(4): 1, 12

7978 true 2439 1474.897 1473.8795 1 6.95 275.27 35.83 81.3 (M:81.3) 1 1 0

R.QLFHPEQLITGK

.E Dimethyl:2H(4): 1, 12



7979 true 1049 1475.7259 1474.7205 1 -1.25 281.93 30.5 52.2 (M:52.2) 1 1 0

K.GPNGYGFNLHS

EK.S Dimethyl: 1, 13

7980 false 1310 1475.7466 1474.7668 1 -18.56 326.64 29.33 18.1 (M:18.1) 1 5 0

K.AQEELNFVLEQ

K.E Dimethyl: 12

7981 true 1310 1475.7466 1474.7562 1 -11.41 241.51 29.33 23.7 (M:23.7) 1 1 1

R.MRLEASQLEGV

AR.R Oxidation: 1

7982 true 399 1475.7658 1474.7627 1 -2.83 388.26 25.17 88.0 (M:88.0) 1 1 1

K.SIKDTITNQDER

.I Dimethyl: 1, 3

7983 true 2795 1475.7736 1474.7602 1 4.15 283.59 35.67 41.2 (M:41.2) 2 1 0

R.AVLNPLCQVDY

R.A Carbamidomethyl: 7; Dimethyl: 1

7984 true 2795 1475.7736 1474.7602 1 4.15 283.59 35.67 41.2 (M:41.2) 2 1 0

K.AVLNPLCQVDY

R.A Carbamidomethyl: 7; Dimethyl: 1

7985 true 940 1475.806 1474.778 1 14.04 367.79 27.5 29.9 (M:29.9) 1 1 0

K.DARPLYSANDV

AK.I Dimethyl: 1, 13



7986 true 1735 1476.6836 1475.6683 1 5.42 354.56 31.33 77.0 (M:77.0) 2 1 0

R.MGPAMGQGM

GAGIDR.M Dimethyl: 1

7987 false 1735 1476.6836 1475.6926 1 -11.02 392.18 31.33 15.8 (M:15.8) 1 2 0

K.GTDMQNEKPD

VSK.N Dimethyl: 13

7988 true 188 1476.6942 1475.6976 1 -7.28 329.88 23.5 44.3 (M:44.3) 1 1 1

M.AQDQGEKENP

MR.E Dimethyl:2H(4): 7; Acetyl: 1

7989 true 1712 1476.708 1475.7082 1 -5.05 298.35 31.83 43.1 (M:43.1) 1 1 0

R.IFTSIGEDYDER.

V Dimethyl:2H(4): 1

7990 true 3187 1476.7568 1475.7555 1 -4.04 201.79 37.17 39.5 (M:39.5) 1 1 0

K.NIVAVGAGFCD

GLR.C Carbamidomethyl: 10; Dimethyl: 1

7991 true 1517 1476.7763 1475.7704 1 -0.92 352.2 29.5 68.7 (M:68.7) 2 1 0

K.QLTCNEPILSNR

.S

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

7992 true 2610 1476.7802 1475.7521 1 14.12 270.68 35.67 58.5 (M:58.5) 1 1 0

K.NFIQGNVFEPG

AR.N Dimethyl: 1



7993 false 1469 1476.7986 1475.8207 1 -19.9 400.45 29.83 15.6 (M:15.6) 1 9 1

R.AQLMKEDPELA

K.S

Dimethyl:2H(4): 1; Oxidation: 4; 

Dimethyl: 5, 12

7994 false 985 1476.804 1475.803 1 -4.2 339.4 27.67 20.0 (M:20.0) 1 3 0

K.QICVVMLESPP

K.G

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 12

7995 false 985 1476.804 1475.7694 1 18.53 359.54 27.67 23.3 (M:23.3) 1 2 0

K.EWLIGMLGAES

AK.L Oxidation: 6; Dimethyl: 1, 13

7996 false 985 1476.804 1475.7694 1 18.53 377.06 27.67 19.3 (M:19.3) 1 4 0

K.EWLVGMLGAE

STK.L Dimethyl: 1, 13

7997 true 2314 1476.8268 1475.8497 1 -20.46 249.3 34.17 19.0 (M:19.0) 1 1 1

K.AEVTGDKLEVT

VR.E Dimethyl:2H(4): 7; Dimethyl: 1

7998 true 3410 1476.8315 1475.8142 1 6.81 299.88 39.83 38.7 (M:38.7) 1 1 0

R.LGIGMDTCVIPL

R.H

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

7999 true 2882 1476.8434 1475.832 1 2.8 351.21 43.17 64.0 (M:64.0) 1 1 1

R.GNSIIMLEALER

V.- Dimethyl:2H(4): 1



8000 true 3156 1476.8557 1475.85 1 -1.1 254.58 39.33 30.3 (M:30.3) 1 1 0

K.IVIFPEHLDIPR.

D Dimethyl: 1

8001 true 2096 1476.8707 1475.86 1 2.32 306.74 33.67 62.9 (M:62.9) 1 1 1

R.LDHKFDLMYAK

.R Dimethyl:2H(4): 1, 4, 11

8002 true 2096 1476.8707 1475.86 1 2.32 306.74 33.67 62.9 (M:62.9) 1 1 1

R.LDHKFDLMYAK

.R Dimethyl:2H(4): 1, 4, 11

8003 true 2096 1476.8707 1475.86 1 2.32 306.74 33.67 62.9 (M:62.9) 1 1 1

R.LDHKFDLMYAK

.R Dimethyl:2H(4): 1, 4, 11

8004 true 2560 1476.8849 1475.8874 1 -6.67 266.15 34 33.9 (M:33.9) 2 1 0

K.QIGNVAALPGI

VHR.S Dimethyl:2H(4): 1

8005 true 2359 1476.9049 1475.8952 1 1.69 289.75 35.83 35.2 (M:35.2) 1 1 0

K.IGILHENFQTLK.

A Dimethyl:2H(4): 1, 12

8006 true 1993 1476.9157 1475.9163 1 -5.34 247.27 34 36.9 (M:36.9) 1 1 1

R.ALELENDRLLVK

.I Dimethyl:2H(4): 1, 12



8007 false 1993 1476.9157 1475.8749 1 22.71 652.9 34 15.4 (M:15.4) 1 3 1

R.LVELLESAAKSE

K.K Dimethyl:2H(4): 1; Dimethyl: 13

8008 true 1189 1476.9496 1475.9101 1 21.82 350.42 28.83 71.2 (M:71.2) 1 1 1

K.KLDEAVAAAHL

DK.L Dimethyl:2H(4): 1, 1, 13

8009 true 1902 1477.6296 1476.6377 1 -10.44 276.43 32.83 80.3 (M:80.3) 1 1 0

K.EMTDAAMFYT

NR.I Dimethyl: 1

8010 true 2619 1477.7282 1476.7249 1 -2.71 331 35.33 31.0 (M:31.0) 1 1 0

K.GVTQYYAYVTE

R.Q Dimethyl: 1

8011 true 1377 1477.7557 1476.7601 1 -7.94 269.59 29.83 78.0 (M:78.0) 1 1 0

K.GPDGYGFHLHG

EK.G Dimethyl:2H(4): 1, 13

8012 true 816 1477.798 1476.7797 1 7.46 416.32 26.67 39.9 (M:39.9) 1 1 1

R.HRQPDTEAVLA

GR.S Dimethyl: 1

8013 true 2070 1477.8108 1476.801 1 1.71 397.12 32.17 22.7 (M:22.7) 1 1 1 K.ITEYLCEPLRK.C Carbamidomethyl: 6; Dimethyl: 1, 11



8014 true 2070 1477.8108 1476.801 1 1.71 397.12 32.17 22.7 (M:22.7) 1 1 1 K.ITEYLCEPLRK.C Carbamidomethyl: 6; Dimethyl: 1, 11

8015 true 878 1477.8226 1476.8061 1 6.27 369.5 26.83 16.2 (M:16.2) 1 1 1

K.LGEWVGLCKID

R.E

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

8016 true 1607 1477.8255 1476.8086 1 6.5 325.24 31 22.6 (M:22.6) 1 1 0

K.TAIANASTLAEV

ER.L Dimethyl:2H(4): 1

8017 true 3613 1477.8544 1476.8272 1 13.49 368.85 44.67 18.7 (M:18.7) 1 1 0

K.SNEILTAIIQGM

R.K Dimethyl:2H(4): 1

8018 false 1839 1478.7351 1477.7254 1 1.65 373.9 31.67 22.0 (M:22.0) 1 75.68 2 1

K.LKCGACGAIGH

MR.T

Carbamidomethyl: 3, 6; 

Dimethyl:2H(4): 2; Oxidation: 12

8019 true 832 1478.7372 1477.7161 1 9.35 323.45 27.17 26.6 (M:26.6) 1 1 1

R.RSENEEFVEVG

R.L Dimethyl: 1

8020 true 1711 1478.7517 1477.7413 1 2.1 352.15 32.17 29.8 (M:29.8) 1 1 0

R.TTPSVVAFTAD

GER.L Dimethyl: 1



8021 false 2456 1478.7648 1477.7616 1 -2.76 375.19 37.33 17.6 (M:17.6) 1 2 0

K.GFGFGQGAGA

LIHSQ.- Dimethyl:2H(4): 1

8022 true 585 1478.8065 1477.8129 1 -9.23 348.24 25.83 15.7 (M:15.7) 1 1 0

K.DVHKPGYLNSE

R.L Dimethyl:2H(4): 1, 4

8023 true 2423 1478.8119 1477.8112 1 -4.46 334.82 38.17 42.9 (M:42.9) 1 1 0

K.SDIGEVILVGG

MTR.M Dimethyl:2H(4): 1

8024 true 3495 1478.818 1477.7929 1 12.02 377.39 40.5 43.1 (M:43.1) 2 1 0

R.LAQLQDPFSLYR

.C Dimethyl: 1

8025 true 1802 1478.8287 1477.8191 1 1.56 442.12 30.83 33.4 (M:33.4) 1 1 0

R.AFVRPSGTEDIV

R.V Dimethyl:2H(4): 1

8026 true 1971 1478.8415 1477.8377 1 -2.33 249.71 32.67 29.3 (M:29.3) 1 1 0

K.VLHVGDGPAP

MVVR.A Dimethyl:2H(4): 1

8027 true 2424 1478.8472 1477.8617 1 -14.72 363.72 34.83 22.8 (M:22.8) 2 1 0

R.IETLDPALIRPGR

.I Dimethyl: 1



8028 true 2026 1478.9492 1477.9444 1 -1.69 275.62 33.67 22.9 (M:22.9) 1 1 1

R.CKELGITALHIK.

L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 2, 12

8029 false 299 1479.7175 1478.7075 1 1.79 205.99 24 15.1 (M:15.1) 1 3 0

-

.MESFNDASPGKP

K.E Oxidation: 1; Dimethyl: 11, 13

8030 true 1999 1479.7249 1478.6824 1 23.83 244.93 33.5 34.4 (M:34.4) 1 1 0

R.NVENMNFADIE

R.A Dimethyl: 1

8031 true 1598 1479.7429 1478.7374 1 -1.21 242.41 35.33 47.0 (M:47.0) 5 1 0

R.CLYACVLTAQP

R.L Carbamidomethyl: 1, 5; Dimethyl: 1

8032 true 1024 1479.7747 1478.7841 1 -11.27 292.69 29.5 44.7 (M:44.7) 1 1 0

R.LHNAIESEAQLA

R.A Dimethyl: 1

8033 true 1393 1479.7808 1478.7664 1 4.84 334.18 29.33 53.4 (M:53.4) 1 1 0

R.CLALATHDAPV

QR.E Carbamidomethyl: 1; Dimethyl: 1

8034 false 1393 1479.7808 1478.7892 1 -10.57 328.97 29.33 15.1 (M:15.1) 1 2 1

K.EVPGSRVQGEH

PR.C Dimethyl:2H(4): 1



8035 true 941 1479.8035 1478.7915 1 3.16 386.59 27.83 41.7 (M:41.7) 1 1 1

K.HGKNPVMELN

EK.R Dimethyl: 1, 3, 12

8036 true 2796 1479.8136 1478.7853 1 14.17 303.48 35.67 43.3 (M:43.3) 2 1 0

R.AVLNPLCQVDY

R.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8037 true 2796 1479.8136 1478.7853 1 14.17 303.48 35.67 43.3 (M:43.3) 2 1 0

K.AVLNPLCQVDY

R.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8038 true 1583 1479.8535 1478.8457 1 0.38 330.5 29.83 52.3 (M:52.3) 1 1 0

K.EKPPITVVGDV

GGR.I Dimethyl: 1, 2

8039 true 298 1479.9393 1478.921 1 7.48 343.25 24.33 19.6 (M:19.6) 1 1 1

K.IERDEIAGQKPK

.N Dimethyl:2H(4): 1, 10, 12

8040 true 1850 1480.6966 1479.6934 1 -2.8 398.34 31.17 86.5 (M:86.5) 2 1 0

R.MGPAMGQGM

GAGIDR.M Dimethyl:2H(4): 1

8041 true 1347 1480.7009 1479.7028 1 -6.21 253.01 30 54.8 (M:54.8) 1 1 0

K.QLICDPSYVSDR

.V Carbamidomethyl: 4; Dimethyl: 1



8042 true 285 1480.7361 1479.7301 1 -0.92 345.79 24.33 46.2 (M:46.2) 1 1 0

R.MEELHNQEMQ

K.R Dimethyl:2H(4): 1, 11

8043 true 169 1480.7382 1479.7541 1 -15.68 308.69 22 17.7 (M:17.7) 1 1 1

K.AVDEMNGKEL

NGK.Q

Dimethyl:2H(4): 8; Oxidation: 5; 

Dimethyl: 1

8044 true 3161 1480.7833 1479.7806 1 -3.05 333.23 37 63.1 (M:63.1) 1 1 0

K.NIVAVGAGFCD

GLR.C

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

8045 true 2594 1480.8033 1479.7772 1 12.68 383.37 35.67 46.7 (M:46.7) 1 1 0

K.NFIQGNVFEPG

AR.N Dimethyl:2H(4): 1

8046 true 867 1480.8286 1479.8173 1 2.72 397.98 27.33 38.0 (M:38.0) 1 1 0

R.FAHTSEEQLVQ

K.Y Dimethyl:2H(4): 1, 12

8047 true 2339 1480.849 1479.8297 1 8.1 269.35 35 64.2 (M:64.2) 1 1 0

K.DLSSIIHTNPSLK

.E Dimethyl: 1, 13

8048 true 2446 1480.8737 1479.8689 1 -1.68 311.07 33.33 38.7 (M:38.7) 2 1 0

R.AYYHLLNQVAP

K.G Dimethyl:2H(4): 1, 12



8049 true 3135 1480.8884 1479.8751 1 4.02 392.52 39.33 39.0 (M:39.0) 1 1 0

K.IVIFPEHLDIPR.

D Dimethyl:2H(4): 1

8050 true 1903 1481.657 1480.6628 1 -8.87 320.7 32.83 81.1 (M:81.1) 1 1 0

K.EMTDAAMFYT

NR.I Dimethyl:2H(4): 1

8051 true 2300 1481.7663 1480.7813 1 -15.05 248.84 36.5 62.0 (M:62.0) 1 1 0

R.YISPDQLADLYK

.G Dimethyl: 1, 12

8052 true 2203 1481.7713 1480.75 1 9.49 302.07 35.33 32.0 (M:32.0) 1 1 0

K.GVTQYYAYVTE

R.Q Dimethyl:2H(4): 1

8053 true 749 1481.7929 1480.7787 1 4.71 279.54 26.33 47.3 (M:47.3) 1 1 0

K.HLPASEPDPHV

VR.V Dimethyl: 1

8054 true 2097 1481.795 1480.7725 1 10.31 308.15 33.67 29.6 (M:29.6) 1 1 0

K.DPPQWSVLAG

HSR.T Dimethyl:2H(4): 1

8055 true 781 1481.8197 1480.8048 1 5.14 365.59 26.67 38.9 (M:38.9) 1 1 1

R.HRQPDTEAVLA

GR.S Dimethyl:2H(4): 1



8056 true 2336 1481.83 1480.8137 1 6.1 497.47 34 17.7 (M:17.7) 1 1 1

R.LSETGYSGKTNL

K.E Dimethyl: 1, 9, 13

8057 true 1244 1481.8308 1480.801 1 15.18 325.29 29.5 15.1 (M:15.1) 1 1 1

R.AHSKGVTCLSFS

K.D

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1; Dimethyl: 13

8058 false 2168 1481.8503 1480.8489 1 -3.97 381.35 32.33 22.5 (M:22.5) 1 2 0

K.EKPTDLQNFGL

R.T Dimethyl:2H(4): 1, 2

8059 true 3779 1481.8983 1480.8865 1 3.07 387.69 41.83 58.2 (M:58.2) 1 1 0

K.NLGIPVITVLGD

SK.N Dimethyl: 1, 14

8060 true 1197 1482.7013 1481.7184 1 -16.46 265.53 28.67 27.7 (M:27.7) 1 1 1

R.RFDDSVVQSD

MK.H Dimethyl: 1, 12

8061 false 1197 1482.7013 1481.7035 1 -6.4 189.99 28.67 15.6 (M:15.6) 1 2 0

K.VVTDDEPGSDS

SSK.K Dimethyl:2H(4): 1; Dimethyl: 14

8062 true 2176 1482.7153 1481.7057 1 1.59 375.21 32.67 21.1 (M:21.1) 1 63.74 1 0

K.HIMGQNVADY

MR.Y Dimethyl:2H(4): 1; Oxidation: 3



8063 true 882 1482.7308 1481.7184 1 3.45 344.31 26.83 47.7 (M:47.7) 1 1 0

R.SIRPDNMSEYS

K.Q Dimethyl: 1, 12

8064 true 2060 1482.7373 1481.7297 1 0.26 269.51 31.33 24.7 (M:24.7) 1 1 0

K.AGAGSATLSMA

YAGAR.F Dimethyl: 1

8065 false 833 1482.7589 1481.7511 1 0.37 430.24 27.17 15.1 (M:15.1) 1 3 1

R.SSSSSAAEEAGP

KSK.K Dimethyl:2H(4): 13; Dimethyl: 15

8066 true 833 1482.7589 1481.7412 1 7.04 322.33 27.17 40.2 (M:40.2) 1 1 1

R.RSENEEFVEVG

R.L Dimethyl:2H(4): 1

8067 true 1783 1482.7795 1481.7664 1 3.97 345.06 32.33 35.3 (M:35.3) 1 1 0

R.TTPSVVAFTAD

GER.L Dimethyl:2H(4): 1

8068 true 1171 1482.8157 1481.8252 1 -11.31 233.04 27 22.1 (M:22.1) 1 1 0

R.QVQHILASASP

SGR.A Dimethyl:2H(4): 1

8069 true 3080 1482.8187 1481.813 1 -1.03 256.43 39.17 27.4 (M:27.4) 1 1 1

R.KEFSPFGSITSA

K.V Dimethyl: 1, 1, 13



8070 true 2896 1482.8252 1481.8251 1 -4.87 380.41 43.5 67.1 (M:67.1) 1 1 0

R.DICNDVLSLLEK.

F

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 12

8071 true 986 1482.8272 1481.7999 1 13.5 288.92 27.67 63.7 (M:63.7) 1 1 0

R.CTGGEVGATSA

LAPK.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 15

8072 true 3285 1482.8417 1481.818 1 11.06 348.19 40.33 49.6 (M:49.6) 3 1 0

R.LAQLQDPFSLYR

.C Dimethyl:2H(4): 1

8073 true 2459 1482.8899 1481.8868 1 -2.8 380.11 33.67 33.8 (M:33.8) 2 1 0

R.IETLDPALIRPGR

.I Dimethyl:2H(4): 1

8074 true 1888 1483.7111 1482.7137 1 -6.65 298.74 30 78.5 (M:78.5) 2 1 0

R.DLTTAGAVTQC

YR.D Carbamidomethyl: 11; Dimethyl: 1

8075 true 1051 1483.7749 1482.7707 1 -2.04 342.96 30.5 45.2 (M:45.2) 1 1 0

K.GPNGYGFNLHS

EK.S Dimethyl:2H(4): 1, 13

8076 true 1526 1483.7809 1482.7625 1 7.47 137.39 35.33 70.5 (M:70.5) 4 1 0

R.CLYACVLTAQP

R.L

Carbamidomethyl: 1, 5; 

Dimethyl:2H(4): 1



8077 true 1394 1483.8068 1482.7915 1 5.42 254.53 29.17 75.2 (M:75.2) 1 1 0

R.CLALATHDAPV

QR.E

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

8078 true 1034 1483.8119 1482.7678 1 24.83 102.25 26 19.1 (M:19.1) 1 1 1

R.VHELEDTLSKER

.E Dimethyl: 1

8079 false 1938 1483.8159 1482.798 1 7.15 98.85 33.33 20.9 (M:20.9) 1 3 0

K.DSSSFTVVLNNL

R.V Dimethyl:2H(4): 1

8080 true 1938 1483.8159 1482.8195 1 -7.31 109.72 33.33 51.7 (M:51.7) 1 1 0

K.VTNEFVHINNL

K.L Dimethyl: 1, 12

8081 true 400 1483.8199 1482.813 1 -0.24 201.2 25.17 60.6 (M:60.6) 1 1 1

K.SIKDTITNQDER

.I Dimethyl:2H(4): 1, 3

8082 true 2403 1483.8488 1482.8344 1 4.8 180.73 35 25.4 (M:25.4) 1 1 0

R.AGSPIPQTLPDL

SR.K Dimethyl:2H(4): 1

8083 true 941 1483.8534 1482.8282 1 12.07 179.72 27.5 16.5 (M:16.5) 2 1 0

K.DARPLYSANDV

AK.I Dimethyl:2H(4): 1, 13



8084 true 1392 1483.8692 1482.8646 1 -1.79 204.06 28.83 26.3 (M:26.3) 1 1 1 K.YLQEEININRK.K Dimethyl:2H(4): 1, 11

8085 true 599 1484.6987 1483.6915 1 -0.04 129.02 26.17 21.1 (M:21.1) 1 1 0

R.YPLNCSDPTTER

.W

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

8086 true 2131 1484.7015 1483.6983 1 -2.79 131.81 34.5 46.3 (M:46.3) 1 1 0

K.YDEEFQPYLPR.

F Dimethyl: 1

8087 true 1406 1484.7132 1483.7279 1 -14.79 91.67 30 59.0 (M:59.0) 1 1 0

K.QLICDPSYVSDR

.V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

8088 false 1406 1484.7132 1483.6977 1 5.55 131.75 30 17.6 (M:17.6) 1 2 1

R.IGESMKTFADV

DR.Q Oxidation: 5

8089 true 19 1484.7209 1483.7056 1 5.44 172.79 22.17 46.6 (M:46.6) 1 1 1

K.YHPDKNPSEGE

R.F Dimethyl: 1, 5

8090 true 1470 1484.764 1483.7419 1 9.98 115.48 30 38.9 (M:38.9) 1 1 0

K.NIHVDSPYEINR

.A Dimethyl: 1



8091 false 1470 1484.764 1483.7894 1 -22 182.42 30 15.8 (M:15.8) 1 4 1

K.ECAEKVELVYG

K.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Dimethyl: 12

8092 false 1470 1484.764 1483.7307 1 17.55 228.93 30 21.1 (M:21.1) 1 2 0

K.DHLIAPSDNDF

GK.Y Dimethyl: 1, 13

8093 true 2549 1484.7823 1483.7559 1 12.92 131.13 35.17 35.6 (M:35.6) 1 1 0

K.LTFDTTFSPNTG

K.K Dimethyl: 1, 13

8094 true 1310 1484.7848 1483.7671 1 7.04 176.72 29.5 68.6 (M:68.6) 1 1 0

K.QAGGPVDVGP

EFQK.D Dimethyl: 1, 14

8095 true 1090 1484.7899 1483.7671 1 10.46 191.93 27.67 25.9 (M:25.9) 1 1 1 R.IYNDEKNTYIR.Y Dimethyl: 1, 6

8096 true 621 1484.7917 1483.7783 1 4.1 141.55 25.67 68.0 (M:68.0) 1 1 0

K.GAASRPIEHTDF

K.M Dimethyl: 1, 13

8097 true 2620 1484.8579 1483.8358 1 9.93 201.74 35.17 16.3 (M:16.3) 1 1 0

K.GQIQEIVLVGGS

TR.I Dimethyl: 1



8098 true 3318 1484.8638 1483.8432 1 8.97 181.46 40.83 81.4 (M:81.4) 2 1 0

R.LVVPASQCGSLI

GK.G Carbamidomethyl: 8; Dimethyl: 1, 14

8099 true 2204 1485.7518 1484.7496 1 -3.45 162.18 33 35.9 (M:35.9) 1 1 0

K.VHVGNDEFMH

LR.V Dimethyl:2H(4): 1

8100 true 2410 1485.762 1484.7384 1 10.98 129.38 35.67 47.7 (M:47.7) 1 1 0

R.IHNGESMSYLF

R.N Dimethyl:2H(4): 1

8101 false 2000 1485.7635 1484.7677 1 -7.75 171.86 33.67 17.2 (M:17.2) 1 3 1

K.QWGWTQGR

WPK.K Dimethyl: 1, 11

8102 true 2000 1485.7635 1484.7623 1 -4.14 118.22 33.67 86.8 (M:86.8) 1 1 0

K.ELPQFATGDNL

PR.V Dimethyl: 1

8103 true 1805 1485.7966 1484.7959 1 -4.4 143.88 32.33 28.9 (M:28.9) 1 1 0

K.VMAAENIPENP

LR.F Dimethyl:2H(4): 1

8104 true 788 1485.8162 1484.8038 1 3.46 204.08 26.33 22.1 (M:22.1) 1 1 0

K.HLPASEPDPHV

VR.V Dimethyl:2H(4): 1



8105 true 3001 1485.8379 1484.8346 1 -2.68 124.43 44.5 63.8 (M:63.8) 1 1 0

K.MPVVLLEDIMA

AK.S Dimethyl: 1, 13

8106 true 2071 1485.8615 1484.8513 1 1.97 162.57 32.17 25.9 (M:25.9) 1 1 1 K.ITEYLCEPLRK.C

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 11

8107 true 2071 1485.8615 1484.8513 1 1.97 162.57 32.17 25.9 (M:25.9) 1 1 1 K.ITEYLCEPLRK.C

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 11

8108 true 1198 1486.6831 1485.6708 1 3.38 113.12 28.67 18.7 (M:18.7) 1 1 0

K.SAAGFDEMEG

PTSR.Y Dimethyl:2H(4): 1

8109 true 673 1486.7058 1485.6848 1 9.25 255.01 26.33 47.9 (M:47.9) 1 1 1

K.TNYNDRYDEIR.

R Dimethyl: 1

8110 true 1374 1486.7062 1485.6922 1 4.54 245.75 29.83 21.5 (M:21.5) 1 1 1

K.GNEFEDYCLKR.

E Carbamidomethyl: 8; Dimethyl: 1, 10

8111 true 1050 1486.7278 1485.7113 1 6.23 197.36 27.67 66.3 (M:66.3) 1 1 0

K.LESNSQFGHHF

R.I Dimethyl: 1



8112 false 1050 1486.7278 1485.7207 1 -0.11 260.9 27.67 18.9 (M:18.9) 1 50 3 1

R.KLMATNDMYE

AK.K Oxidation: 8; Dimethyl: 1, 12

8113 true 3457 1486.8192 1485.8014 1 7.13 204.04 40.33 80.7 (M:80.7) 2 1 0

K.LTVPFLEQCPVR

.G Carbamidomethyl: 9; Dimethyl: 1

8114 false 3289 1486.8219 1485.8403 1 -17.21 153.38 40.5 20.9 (M:20.9) 2 2 1

K.IKTALEATQQEV

K.M Dimethyl: 13

8115 true 2067 1486.8373 1485.8242 1 3.93 184.96 33.5 48.5 (M:48.5) 1 1 0

R.AFGGSEHPATL

VLR.G Dimethyl:2H(4): 1

8116 true 1659 1486.8708 1485.8919 1 -19.1 180.45 29.67 41.2 (M:41.2) 2 1 1 K.KEDLYLKPIQR.T Dimethyl: 1, 1, 7

8117 false 2287 1486.9021 1485.9181 1 -15.65 155.71 34 18.9 (M:18.9) 1 2 1

R.GSLARAALQELL

GK.G Dimethyl:2H(4): 1; Dimethyl: 14

8118 true 263 1487.7664 1486.7627 1 -2.46 93.96 23.67 24.9 (M:24.9) 1 1 1

K.LEVQATDREEN

K.Q Dimethyl: 1, 12



8119 true 1385 1487.7695 1486.7388 1 15.73 207.35 29.67 97.6 (M:97.6) 2 1 0

R.DLTTAGAVTQC

YR.D

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

8120 true 1023 1487.7991 1486.7627 1 19.57 148.37 28.17 43.6 (M:43.6) 1 1 0

R.VSALQSGSLPET

DR.L Dimethyl: 1

8121 true 2112 1487.804 1486.7854 1 7.62 155.07 33 26.1 (M:26.1) 1 1 0

R.IHQIEYAMEAV

K.Q Dimethyl: 1, 12

8122 true 221 1488.6598 1487.6675 1 -10.01 102.93 23.5 16.9 (M:16.9) 1 1 1

M.AQDQGEKENP

MR.E Acetyl: 1; Oxidation: 11; Dimethyl: 7

8123 true 1543 1488.6839 1487.6864 1 -6.6 129.72 30.83 39.7 (M:39.7) 1 1 0

K.TELSQSDMFDQ

R.L Dimethyl:2H(4): 1

8124 true 299 1488.6984 1487.6861 1 3.37 205.01 24.17 79.2 (M:79.2) 1 1 0

R.CGETGHVAINC

SK.T

Carbamidomethyl: 1, 11; Dimethyl: 

1, 13

8125 true 2132 1488.7398 1487.7235 1 6.09 154.51 34.5 55.2 (M:55.2) 1 1 0

K.YDEEFQPYLPR.

F Dimethyl:2H(4): 1



8126 true 2752 1488.7424 1487.7414 1 -4.24 131.06 36.67 16.1 (M:16.1) 1 1 0

R.CYLTMTQALEA

R.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

8127 true 2468 1488.7558 1487.7256 1 15.38 131.34 34.67 49.5 (M:49.5) 1 1 0

R.TLSFGSDLNYST

R.E Dimethyl: 1

8128 false 904 1488.7684 1487.7303 1 20.7 336.93 27.5 15.4 (M:15.4) 1 2 1

R.AGYSQRGAPM

GPPR.G Oxidation: 10; Dimethyl: 1

8129 true 904 1488.7684 1487.7555 1 3.8 166.29 27.5 27.8 (M:27.8) 1 1 0

R.NHVQVLQCGY

SK.A Carbamidomethyl: 8; Dimethyl: 1, 12

8130 true 974 1488.7778 1487.758 1 8.45 158.91 27 68.7 (M:68.7) 1 1 0

K.TQPVEAASSGA

SSLR.S Dimethyl: 1

8131 true 1510 1488.7874 1487.767 1 8.81 203.62 30 96.3 (M:96.3) 1 1 0

K.NIHVDSPYEINR

.A Dimethyl:2H(4): 1

8132 false 789 1488.7925 1487.817 1 -21.33 112.23 26.83 15.3 (M:15.3) 1 51.04 2 1

K.ITPSHAMKITYA

K.K Dimethyl: 1



8133 true 789 1488.7925 1487.7732 1 8.07 72.34 26.83 48.9 (M:48.9) 1 1 0

K.VISASHQTYEAV

R.S Dimethyl: 1

8134 true 1697 1488.8099 1487.8096 1 -4.68 214.62 30.5 42.7 (M:42.7) 1 1 1

R.QIEIQFAQGDR

K.T Dimethyl: 1, 12

8135 true 2621 1488.8759 1487.8609 1 5.18 120.49 35.17 15.5 (M:15.5) 1 1 0

K.GQIQEIVLVGGS

TR.I Dimethyl:2H(4): 1

8136 true 2319 1488.8976 1487.8799 1 6.98 63.28 35 51.8 (M:51.8) 1 1 0

K.DLSSIIHTNPSLK

.E Dimethyl:2H(4): 1, 13

8137 true 1407 1489.7223 1488.7308 1 -10.55 106.72 29.83 29.8 (M:29.8) 1 1 0

K.ILDSVGIETDDE

R.L Dimethyl: 1

8138 true 2001 1489.7801 1488.7874 1 -9.84 120.04 33.67 83.5 (M:83.5) 1 1 0

K.ELPQFATGDNL

PR.V Dimethyl:2H(4): 1

8139 false 2001 1489.7801 1488.7973 1 -16.48 157.79 33.67 23.3 (M:23.3) 1 2 0

K.ELVAEGNVEEL

QK.Y Dimethyl:2H(4): 1



8140 true 1277 1489.808 1488.7936 1 4.72 120.94 29.33 18.8 (M:18.8) 1 1 1

K.FNQVLGDDEKL

R.S Dimethyl: 1, 10

8141 true 2287 1489.8198 1488.8316 1 -12.76 133.05 36.5 62.7 (M:62.7) 1 1 0

R.YISPDQLADLYK

.G Dimethyl:2H(4): 1, 12

8142 true 3391 1489.8224 1488.8044 1 7.21 192.54 42 73.8 (M:73.8) 2 1 0

R.AANVLVSDLLM

CK.I

Carbamidomethyl: 12; Dimethyl: 1, 

13

8143 true 1628 1489.8484 1488.8413 1 -0.1 107.11 31.17 26.2 (M:26.2) 1 1 1

R.KIHIDLPNEQAR

.L Dimethyl: 1, 1

8144 true 2850 1489.8652 1488.8312 1 17.91 168.39 42.67 27.2 (M:27.2) 1 1 0

K.LGFPEIIMPGDI

R.N Dimethyl:2H(4): 1

8145 true 2530 1489.8667 1488.8664 1 -4.72 107.5 37 48.9 (M:48.9) 1 1 0

K.SLLGEAAPALHL

NK.G Dimethyl: 1, 14

8146 false 2530 1489.8667 1488.825 1 23.05 150.11 37 18.1 (M:18.1) 1 3 1

R.EMLSYFHKQSK.

V Dimethyl:2H(4): 8, 11; Dimethyl: 1



8147 true 3792 1489.9484 1488.9367 1 2.95 176.48 41.83 46.1 (M:46.1) 1 1 0

K.NLGIPVITVLGD

SK.N Dimethyl:2H(4): 1, 14

8148 true 600 1490.739 1489.7099 1 14.61 225.74 26.33 33.7 (M:33.7) 1 1 1

K.TNYNDRYDEIR.

R Dimethyl:2H(4): 1

8149 true 300 1490.7483 1489.7388 1 1.54 85.13 24.5 17.7 (M:17.7) 1 1 0

K.GDATVSYDDPS

TAK.T Dimethyl:2H(4): 1, 14

8150 true 1051 1490.7516 1489.7364 1 5.29 163.24 27.67 103.7 (M:103.7) 1 1 0

K.LESNSQFGHHF

R.I Dimethyl:2H(4): 1

8151 true 1199 1490.7561 1489.7686 1 -13.31 110 28.67 22.4 (M:22.4) 1 1 1

R.RFDDSVVQSD

MK.H Dimethyl:2H(4): 1, 12

8152 true 587 1490.7651 1489.7599 1 -1.41 96.67 25.67 41.0 (M:41.0) 1 1 1

K.SKFEECQHTLK.

T

Carbamidomethyl: 6; Dimethyl: 1, 2, 

11

8153 true 1728 1490.769 1489.7565 1 3.51 149.44 31.5 75.6 (M:75.6) 1 1 0

K.SYAGEQTLGPF

HK.R Dimethyl: 1, 13



8154 true 883 1490.7795 1489.7686 1 2.37 161.3 26.83 31.1 (M:31.1) 1 1 0

R.SIRPDNMSEYS

K.Q Dimethyl:2H(4): 1, 12

8155 true 2169 1490.7891 1489.7889 1 -4.76 155.69 32.33 29.8 (M:29.8) 1 1 0

K.AAVTALQYDQL

GGR.L Dimethyl: 1

8156 true 2465 1490.803 1489.814 1 -12.31 109.45 38.67 43.5 (M:43.5) 1 1 0

R.DLLTSEQFIQLR.

R Dimethyl: 1

8157 false 2465 1490.803 1489.7785 1 11.52 165.42 38.67 17.1 (M:17.1) 1 3 1

K.AAPGYHMAKM

IIK.L Oxidation: 7, 10; Dimethyl: 13

8158 true 3458 1490.8434 1489.8265 1 6.46 204.68 40.17 79.8 (M:79.8) 2 1 0

K.LTVPFLEQCPVR

.G

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

8159 true 2209 1490.8774 1489.8667 1 2.33 43.34 34.17 17.1 (M:17.1) 1 1 0

R.HHQLQLVESIV

R.Q Dimethyl:2H(4): 1

8160 true 1353 1490.8797 1489.8617 1 7.25 183.74 28.83 39.6 (M:39.6) 1 1 1

R.HLVQEVSLKEP

R.V Dimethyl: 1, 9



8161 false 1353 1490.8797 1489.8392 1 22.32 141.25 28.83 16.5 (M:16.5) 1 2 0

R.LNEIAPVDELPP

K.S Dimethyl: 1, 13

8162 true 3596 1490.8947 1489.8657 1 14.59 234.44 43.67 91.6 (M:91.6) 2 1 0

R.VLPPPGPALLD

AFR.L Dimethyl: 1

8163 true 1797 1491.7424 1490.7625 1 -18.37 151.4 32.33 45.8 (M:45.8) 1 1 0

R.YMPQNPCIIAT

K.T Carbamidomethyl: 7; Dimethyl: 1, 12

8164 true 2113 1491.7618 1490.7405 1 9.39 181.37 33.5 72.2 (M:72.2) 1 1 0

K.SPYQEFTDHLA

K.T Dimethyl: 1, 12

8165 true 898 1491.787 1490.7779 1 1.21 134.41 27.33 42.5 (M:42.5) 1 1 0

R.GHNPADPPSVI

EAR.K Dimethyl:2H(4): 1

8166 true 1024 1491.8265 1490.7878 1 21.02 212.67 28.17 53.8 (M:53.8) 1 1 0

R.VSALQSGSLPET

DR.L Dimethyl:2H(4): 1

8167 true 3762 1491.8355 1490.8167 1 7.73 168.8 46.17 39.8 (M:39.8) 1 1 0

K.CANLFEALVGTL

K.A Carbamidomethyl: 1; Dimethyl: 1, 13



8168 true 1129 1491.8514 1490.8669 1 -15.27 221.73 27.83 45.9 (M:45.9) 1 1 1

K.HGKNPVMELN

EK.R Dimethyl:2H(4): 1, 3, 12

8169 true 2039 1491.8846 1490.8697 1 5.11 171.44 33.33 59.9 (M:59.9) 1 1 0

K.VTNEFVHINNL

K.L Dimethyl:2H(4): 1, 12

8170 true 519 1492.7008 1491.7028 1 -6.2 249.87 25.17 33.3 (M:33.3) 1 1 0

R.TPCNAGTFSQP

EK.V Carbamidomethyl: 3; Dimethyl: 1, 13

8171 true 975 1492.7118 1491.7112 1 -4.46 203.05 27.33 22.4 (M:22.4) 1 1 0

K.GGEGCVTCPSA

PIR.T

Carbamidomethyl: 5, 8; 

Dimethyl:2H(4): 1

8172 true 1542 1492.7325 1491.7358 1 -7.06 191.91 29.67 30.1 (M:30.1) 1 1 0

R.HYTFASGSPDNI

K.Q Dimethyl: 1, 13

8173 true 1401 1492.7676 1491.7722 1 -7.91 187.33 28.67 18.8 (M:18.8) 1 1 0

R.STFSLSNGVYPH

K.L Dimethyl: 1, 13

8174 true 20 1492.771 1491.7558 1 5.32 269.91 22.17 69.3 (M:69.3) 1 1 1

K.YHPDKNPSEGE

R.F Dimethyl:2H(4): 1, 5



8175 true 2448 1492.7727 1491.7507 1 9.87 196.01 34.67 48.6 (M:48.6) 1 1 0

R.TLSFGSDLNYST

R.E Dimethyl:2H(4): 1

8176 true 829 1492.794 1491.7983 1 -7.76 115.18 26.83 38.7 (M:38.7) 1 1 0

K.VISASHQTYEAV

R.S Dimethyl:2H(4): 1

8177 true 975 1492.8024 1491.7831 1 8.07 184.4 27 71.1 (M:71.1) 1 1 0

K.TQPVEAASSGA

SSLR.S Dimethyl:2H(4): 1

8178 true 1729 1492.8081 1491.8082 1 -4.96 77.67 31.83 27.1 (M:27.1) 1 1 0

K.SDIDEIVLVGGS

TR.I Dimethyl:2H(4): 1

8179 true 2502 1492.8202 1491.8297 1 -11.23 230.74 33.83 34.5 (M:34.5) 1 1 1

K.IKNELDSTLTFR.

R Dimethyl: 1, 2

8180 true 1091 1492.8376 1491.8173 1 8.74 243.84 27.67 66.8 (M:66.8) 1 1 1 R.IYNDEKNTYIR.Y Dimethyl:2H(4): 1, 6

8181 true 623 1492.8425 1491.8285 1 4.49 122.2 25.67 60.8 (M:60.8) 1 1 0

K.GAASRPIEHTDF

K.M Dimethyl:2H(4): 1, 13



8182 false 558 1492.8645 1491.8864 1 -19.55 172.2 25.5 15.3 (M:15.3) 1 2 1

K.RNPFPPPPNLV

GK.K Dimethyl:2H(4): 1; Dimethyl: 13

8183 true 3351 1492.9042 1491.8934 1 2.35 134.28 40.83 49.7 (M:49.7) 2 1 0

R.LVVPASQCGSLI

GK.G

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 14

8184 true 1900 1493.6956 1492.6769 1 7.67 164.73 32 20.3 (M:20.3) 1 1 0

R.EHPNYVDCYLR.

L Carbamidomethyl: 8; Dimethyl: 1

8185 false 1408 1493.746 1492.7742 1 -23.72 125.38 29.83 15.1 (M:15.1) 1 5 1

K.IAMTTCEQIVRK

.D

Carbamidomethyl: 6; Oxidation: 3; 

Dimethyl: 1

8186 true 1408 1493.746 1492.7559 1 -11.47 144.01 29.83 75.9 (M:75.9) 1 1 0

K.ILDSVGIETDDE

R.L Dimethyl:2H(4): 1

8187 true 2766 1493.7865 1492.7926 1 -8.96 121.98 42 71.0 (M:71.0) 1 1 0

K.EYLPIAGLADFT

R.A Dimethyl: 1

8188 true 2392 1493.7883 1492.7674 1 9.13 76.61 35.5 72.3 (M:72.3) 1 1 0

K.YGYTHLSAGDLL

R.D Dimethyl: 1



8189 false 416 1493.8047 1492.8179 1 -13.74 159.84 25 18.4 (M:18.4) 1 33.33 3 1

R.ANLMNMMKLS

IK.T Oxidation: 7; Dimethyl: 1, 8, 12

8190 true 416 1493.8047 1492.7998 1 -1.58 85.22 25 80.9 (M:80.9) 2 1 0

R.EDSQRPGAHLT

VK.K Dimethyl: 1, 13

8191 true 271 1494.7238 1493.7045 1 8.01 207.17 24 26.4 (M:26.4) 1 1 0

R.TLIHHGCGTDA

ER.A Carbamidomethyl: 7; Dimethyl: 1

8192 true 2111 1494.7331 1493.7263 1 -0.3 220.3 32.5 33.8 (M:33.8) 1 1 0

K.NISHDVFGTTY

GR.I Dimethyl: 1

8193 true 1375 1494.7521 1493.7424 1 1.61 235.81 29.83 18.2 (M:18.2) 1 1 1

K.GNEFEDYCLKR.

E

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 10

8194 true 3879 1494.9125 1493.8908 1 9.66 221.96 43.67 76.6 (M:76.6) 2 1 0

R.VLPPPGPALLD

AFR.L Dimethyl:2H(4): 1

8195 true 2356 1494.943 1493.9269 1 5.93 152.53 33.17 22.8 (M:22.8) 1 1 1

K.LSAEKVEIATLT

R.E Dimethyl:2H(4): 1, 5



8196 true 1798 1495.6525 1494.6595 1 -9.57 156.99 32.17 51.1 (M:51.1) 1 1 0

R.EGGDFVCCALS

PR.G Carbamidomethyl: 7, 8; Dimethyl: 1

8197 true 222 1495.6983 1494.6951 1 -2.69 141.96 25.67 30.7 (M:30.7) 1 1 1 K.EDQTEYLEERR.I Dimethyl: 1

8198 true 222 1495.6983 1494.6951 1 -2.69 141.96 25.67 30.7 (M:30.7) 1 1 1

K.EDQTEYLEERR.

V Dimethyl: 1

8199 true 1348 1495.722 1494.7137 1 0.7 132.22 30.5 33.1 (M:33.1) 1 1 0

M.AEPLQPCDVPT

AR.Q Carbamidomethyl: 7; Acetyl: 1

8200 true 3297 1495.798 1494.7831 1 5.1 187.02 39.17 64.4 (M:64.4) 2 1 0

K.GTQGVVTNFEI

FR.M Dimethyl: 1

8201 true 2732 1495.8351 1494.8156 1 8.13 192.29 37 18.0 (M:18.0) 1 1 0

R.YLTPYTPICIAK.

A Carbamidomethyl: 9; Dimethyl: 1, 12

8202 true 2221 1495.8405 1494.8446 1 -7.58 116.96 35.33 33.8 (M:33.8) 1 1 0

K.QLSFISPPTPQP

K.I Dimethyl: 1, 13



8203 true 2114 1495.8508 1494.8356 1 5.28 200.38 33 37.1 (M:37.1) 1 1 0

R.IHQIEYAMEAV

K.Q Dimethyl:2H(4): 1, 12

8204 true 131 1496.6702 1495.6598 1 2.05 72.6 22.67 22.2 (M:22.2) 1 1 0

K.LAQECCYHNNR

.G

Carbamidomethyl: 5, 6; 

Dimethyl:2H(4): 1

8205 true 1172 1496.7276 1495.7354 1 -10.06 149.52 27.17 40.3 (M:40.3) 1 1 0

R.HHTIMPSNVNY

R.A Dimethyl: 1

8206 true 945 1496.7411 1495.7307 1 2.08 161.88 27.83 50.3 (M:50.3) 1 1 1

R.FVPDKEFSNSD

R.N Dimethyl: 1, 5

8207 true 300 1496.7458 1495.7363 1 1.46 170.01 24.17 52.8 (M:52.8) 1 1 0

R.CGETGHVAINC

SK.T

Carbamidomethyl: 1, 11; 

Dimethyl:2H(4): 1, 13

8208 true 473 1496.776 1495.7631 1 3.76 90.11 24 71.4 (M:71.4) 1 1 1

K.RLHGVDEETEQ

K.M Dimethyl: 1, 12

8209 true 2692 1496.8336 1495.8286 1 -1.57 159.5 34.67 58.1 (M:58.1) 3 1 1

R.KEFSPFGTITSA

K.V Dimethyl: 1, 1, 13



8210 true 3306 1496.8902 1495.8734 1 6.35 185 40.5 43.1 (M:43.1) 1 1 0

R.AMEVLPLALPS

PAR.E Dimethyl:2H(4): 1

8211 true 3895 1496.9193 1495.8974 1 9.8 156.76 43.33 55.5 (M:55.5) 1 1 0

K.ALQSVGQIVGE

VLK.Q Dimethyl: 1, 14

8212 true 1901 1497.7152 1496.702 1 3.94 245.08 32 19.4 (M:19.4) 1 1 0

R.EHPNYVDCYLR.

L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

8213 true 1087 1497.7575 1496.7181 1 21.43 189.16 28.5 22.1 (M:22.1) 1 1 1

K.NMYEEEIKETR.

R Dimethyl: 1, 8

8214 true 2154 1497.7725 1496.7561 1 6.05 198.07 33.33 22.8 (M:22.8) 1 1 0

K.DITSNIHFEAYR.

V Dimethyl:2H(4): 1

8215 true 780 1497.7933 1496.7835 1 1.72 108.55 25 35.3 (M:35.3) 1 1 1

R.LIDKEEVSHDTR

.R Dimethyl: 1, 4

8216 true 2695 1497.8033 1496.8177 1 -14.48 142.9 41.83 75.7 (M:75.7) 1 1 0

K.EYLPIAGLADFT

R.A Dimethyl:2H(4): 1



8217 true 2393 1497.8147 1496.7925 1 9.96 142.45 35.5 76.6 (M:76.6) 1 1 0

K.YGYTHLSAGDLL

R.D Dimethyl:2H(4): 1

8218 true 624 1497.8234 1496.8075 1 5.77 119.57 25.5 16.8 (M:16.8) 1 1 0

K.IFSGSSHQDLSQ

K.I Dimethyl:2H(4): 1, 13

8219 false 1839 1497.8359 1496.8261 1 1.69 179.63 31 16.5 (M:16.5) 1 2 0

R.LSNRPAFMPSE

GK.M Dimethyl:2H(4): 1, 13

8220 true 1590 1497.8494 1496.8311 1 7.34 188.1 30.67 94.5 (M:94.5) 1 1 0

K.QISVLQQQAVE

AR.K Dimethyl: 1

8221 false 1590 1497.8494 1496.8199 1 14.84 196.73 30.67 23.7 (M:23.7) 1 5 1

R.AQQKSGPVVLD

EVK.N

8222 true 1629 1497.8946 1496.8915 1 -2.77 100.66 31.17 60.1 (M:60.1) 1 1 1

R.KIHIDLPNEQAR

.L Dimethyl:2H(4): 1, 1

8223 true 2145 1498.757 1497.7514 1 -1.12 181.2 32.5 22.5 (M:22.5) 1 1 0

K.NISHDVFGTTY

GR.I Dimethyl:2H(4): 1



8224 true 1702 1498.8319 1497.8304 1 -3.81 138.37 31.33 34.3 (M:34.3) 1 1 0

K.IVAQYHELVAT

AR.E Dimethyl: 1

8225 false 1702 1498.8319 1497.8067 1 11.95 164.29 31.33 19.6 (M:19.6) 1 2 0

K.SYAGEQTLGPF

HK.R Dimethyl:2H(4): 1, 13

8226 true 714 1498.8579 1497.8403 1 6.95 230.1 26.5 40.1 (M:40.1) 1 1 1

K.NVNVVEQEKID

K.L Dimethyl: 1, 9, 12

8227 false 714 1498.8579 1497.8745 1 -15.88 148.85 26.5 15.3 (M:15.3) 1 2 1

R.ENFVEKLGFISK.

H Dimethyl:2H(4): 6; Dimethyl: 1, 12

8228 true 2366 1498.8691 1497.8527 1 6.08 129.04 34.33 15.8 (M:15.8) 1 1 1

K.TVTAMDVVYAL

KR.Q Dimethyl:2H(4): 12

8229 true 3660 1498.874 1497.8555 1 7.5 195.23 41.5 62.6 (M:62.6) 3 1 0

K.GVPTGFILPISD

VR.A Dimethyl: 1

8230 true 1322 1498.9383 1497.9119 1 12.75 207.5 28.83 65.4 (M:65.4) 1 1 1

R.HLVQEVSLKEP

R.V Dimethyl:2H(4): 1, 9



8231 true 1661 1498.9632 1497.9672 1 -7.56 143.61 29.67 53.8 (M:53.8) 3 1 1 K.KEDLYLKPIQR.T Dimethyl:2H(4): 1, 1, 7

8232 true 1799 1499.6833 1498.6846 1 -5.75 110.38 32.17 32.0 (M:32.0) 1 1 0

R.EGGDFVCCALS

PR.G

Carbamidomethyl: 7, 8; 

Dimethyl:2H(4): 1

8233 true 2504 1499.727 1498.7456 1 -17.29 101.97 39 63.1 (M:63.1) 1 1 0

K.DFYVAFQDLPT

R.H Dimethyl: 1

8234 true 2996 1499.7781 1498.7602 1 7.03 180.38 38.67 72.5 (M:72.5) 1 1 0

-

.MEALPIYHGGITR

.E Acetyl: 1

8235 true 2115 1499.8119 1498.7908 1 9.22 195.4 33.5 42.5 (M:42.5) 1 1 0

K.SPYQEFTDHLA

K.T Dimethyl:2H(4): 1, 12

8236 true 171 1499.8127 1498.8395 1 -22.77 182.22 25.33 21.6 (M:21.6) 1 1 0

R.LAWTAVATEVP

LTK.L

8237 true 1372 1499.8144 1498.8128 1 -3.77 154.8 28.67 20.4 (M:20.4) 1 1 0

R.YMPQNPCIIAT

K.T

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 12



8238 false 3298 1499.8238 1498.8256 1 -6.05 127.68 39.17 16.0 (M:16.0) 1 2 1

R.EISYAIKNIHGV

R.T

8239 false 3182 1499.8259 1498.8395 1 -13.91 235.31 39.5 17.3 (M:17.3) 1 2 1

K.IIYIVHDEVKDK.

A Dimethyl: 12

8240 true 3182 1499.8259 1498.8082 1 6.99 197.61 39.5 63.6 (M:63.6) 2 1 0

K.GTQGVVTNFEI

FR.M Dimethyl:2H(4): 1

8241 true 3763 1499.8829 1498.8669 1 5.84 193.5 46.17 93.1 (M:93.1) 1 1 0

K.CANLFEALVGTL

K.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 13

8242 true 3163 1500.681 1499.6755 1 -1.16 195.08 37 39.5 (M:39.5) 1 1 0

R.GFCFLEYEDHK.

S Carbamidomethyl: 3; Dimethyl: 1, 11

8243 true 1060 1500.7139 1499.6939 1 8.42 211.38 27.67 55.4 (M:55.4) 1 1 0

K.CQAEASFGGVH

PGR.F Carbamidomethyl: 1; Dimethyl: 1

8244 true 264 1500.7327 1499.7328 1 -4.95 105.73 23.83 50.5 (M:50.5) 1 1 0

R.GEQDQLAVQS

QNR.T Dimethyl: 1



8245 true 1173 1500.7502 1499.7605 1 -11.7 155.79 27.17 57.2 (M:57.2) 1 1 0

R.HHTIMPSNVNY

R.A Dimethyl:2H(4): 1

8246 true 1346 1500.7556 1499.7191 1 19.5 165.76 29.5 61.9 (M:61.9) 1 1 0

K.YNPADHEVVA

MAR.K Dimethyl: 1

8247 true 1543 1500.7928 1499.786 1 -0.33 222.08 29.67 26.5 (M:26.5) 1 1 0

R.HYTFASGSPDNI

K.Q Dimethyl:2H(4): 1, 13

8248 true 2022 1500.8214 1499.8224 1 -5.52 157.52 31.83 29.3 (M:29.3) 1 1 0

R.STFSLSNGVYPH

K.L Dimethyl:2H(4): 1, 13

8249 true 3015 1500.8229 1499.8235 1 -5.31 239.73 45.17 53.8 (M:53.8) 1 1 1

K.EGIPALDNFLDK

L.- Dimethyl: 1, 12

8250 true 2693 1500.8255 1499.8537 1 -23.63 161.21 34.67 30.5 (M:30.5) 1 47.33 1 1

R.KEFSPFGTITSA

K.V Dimethyl:2H(4): 1; Dimethyl: 1, 13

8251 true 2577 1500.8366 1499.8348 1 -3.64 132.81 40 88.4 (M:88.4) 1 1 0

R.DYGVLLEGPGIA

LR.G Dimethyl: 1



8252 true 2503 1500.8769 1499.8799 1 -6.86 213.01 33.83 36.8 (M:36.8) 1 1 1

K.IKNELDSTLTFR.

R Dimethyl:2H(4): 1, 2

8253 true 501 1500.8999 1499.8771 1 10.35 201.85 25 44.3 (M:44.3) 1 1 1

K.GVIVASNKEEA

CK.A

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 8, 13

8254 true 458 1501.7747 1500.7685 1 -0.71 140.82 23.83 45.7 (M:45.7) 3 1 0

R.HLGSYDSARPA

SGK.M Dimethyl: 1, 14

8255 true 2734 1501.8111 1500.8082 1 -2.92 102.59 35 44.0 (M:44.0) 2 1 0

K.SGALLACGIVNS

GVR.N Carbamidomethyl: 7; Dimethyl: 1

8256 true 1732 1501.8201 1500.7936 1 12.76 252.59 31.17 75.2 (M:75.2) 1 1 0

R.HQSFVLVGETG

SGK.T Dimethyl: 1, 14

8257 true 1035 1501.8327 1500.8399 1 -9.63 135.37 26 33.0 (M:33.0) 1 1 1

R.IISSIEQKEENK.

G Dimethyl: 1, 8, 12

8258 true 2703 1501.8327 1500.8148 1 7.12 161.62 41.5 62.8 (M:62.8) 1 1 0

R.SSLLNLVDLAGS

ER.Q Dimethyl: 1



8259 true 1614 1501.859 1500.8562 1 -2.98 235.48 30.5 99.1 (M:99.1) 2 1 0

K.QISVLQQQAVE

AR.K Dimethyl:2H(4): 1

8260 true 458 1501.8662 1500.85 1 5.93 138.35 24.83 84.0 (M:84.0) 1 1 0

R.EDSQRPGAHLT

VK.K Dimethyl:2H(4): 1, 13

8261 false 1633 1501.8757 1500.8813 1 -8.63 281.68 30.67 17.6 (M:17.6) 1 59.72 3 1

K.KLGQLQENLGE

LK.E Dimethyl:2H(4): 1

8262 true 1601 1502.5572 1501.5636 1 -9.1 108.16 31.17 35.3 (M:35.3) 1 1 0

R.GANDFMCDEM

ER.S Carbamidomethyl: 7; Dimethyl: 1

8263 true 1692 1502.7077 1501.7049 1 -2.95 140.17 31.33 17.3 (M:17.3) 1 1 0

K.YDAGEHGLQEA

EK.G Dimethyl: 1, 13

8264 true 921 1502.7176 1501.7096 1 0.51 103.17 27.17 54.9 (M:54.9) 1 1 0

R.AVEGQHNYLCA

GR.N Carbamidomethyl: 10; Dimethyl: 1

8265 true 1254 1502.7283 1501.7446 1 -15.69 115.31 29 63.8 (M:63.8) 1 1 0

K.EVDEQMLNVQ

NK.N Dimethyl: 1, 12



8266 true 1254 1502.7283 1501.7446 1 -15.69 115.31 29 63.8 (M:63.8) 1 1 0

K.EVDEQMLNVQ

NK.N Dimethyl: 1, 12

8267 true 3565 1502.8152 1501.7969 1 7.29 169.3 47.83 45.1 (M:45.1) 2 1 0

R.YFPTQALNFAF

K.D Dimethyl: 1, 12

8268 true 3565 1502.8152 1501.7969 1 7.29 169.3 47.83 45.1 (M:45.1) 2 1 0

R.YFPTQALNFAF

K.K Dimethyl: 1, 12

8269 true 2871 1502.8304 1501.8342 1 -7.39 102.5 43 19.2 (M:19.2) 1 1 0

K.FFDDPMLLELA

K.Q Dimethyl:2H(4): 1, 12

8270 true 746 1502.8332 1501.8163 1 6.44 105.82 26.33 46.8 (M:46.8) 1 1 0

R.IISCDGGGGALG

HPK.V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 15

8271 true 2727 1502.8335 1501.8426 1 -10.88 197.28 41.5 17.1 (M:17.1) 1 1 0

R.GVMLAVDAITA

ELK.K Oxidation: 3; Dimethyl: 1, 14

8272 true 588 1502.845 1501.8352 1 1.69 111.38 25.67 30.8 (M:30.8) 1 1 1

K.SKFEECQHTLK.

T

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 2, 11



8273 true 2667 1502.8554 1501.8405 1 5.02 115.93 38.17 37.6 (M:37.6) 1 1 0

R.GHIPLAFDPAAI

PR.G Dimethyl: 1

8274 true 1345 1502.8661 1501.8617 1 -1.89 98.8 29.67 79.6 (M:79.6) 2 1 1

R.KIDSVLEGHPVP

R.Q Dimethyl: 1, 1

8275 true 1704 1502.8667 1501.8555 1 2.65 146.71 31.33 73.2 (M:73.2) 1 1 0

K.IVAQYHELVAT

AR.E Dimethyl:2H(4): 1

8276 true 2220 1502.8675 1501.8617 1 -0.95 154.25 32.5 77.3 (M:77.3) 1 1 0

K.ILDAVIAQEPLH

R.G Dimethyl: 1

8277 true 3661 1502.8983 1501.8806 1 6.94 157.17 41.5 55.9 (M:55.9) 2 1 0

K.GVPTGFILPISD

VR.A Dimethyl:2H(4): 1

8278 false 3661 1502.8983 1501.8886 1 1.66 142.66 41.5 17.2 (M:17.2) 1 58.27 3 1

K.IAVSKMMMVL

GAK.W

Dimethyl:2H(4): 1, 5; Oxidation: 6, 8; 

Dimethyl: 13

8279 true 1869 1503.6915 1502.6678 1 10.91 148.59 32.67 53.0 (M:53.0) 1 1 0

R.ESDYFTPQGEF

R.V Dimethyl: 1



8280 true 899 1503.7209 1502.6796 1 22.69 126.75 27.33 15.6 (M:15.6) 1 1 0

K.NKPDMNYETM

GR.A Dimethyl:2H(4): 1; Oxidation: 5

8281 true 1172 1503.7454 1502.7577 1 -12.97 94.53 28.5 89.0 (M:89.0) 1 1 0

R.ELVQNLTTTED

GR.I Dimethyl: 1

8282 true 2505 1503.752 1502.7707 1 -17.32 176.83 39 58.0 (M:58.0) 1 1 0

K.DFYVAFQDLPT

R.H Dimethyl:2H(4): 1

8283 true 2623 1503.7678 1502.7551 1 3.55 162.47 40.83 45.2 (M:45.2) 1 1 0

K.QMNPFIEDVLN

R.I Dimethyl: 1

8284 true 2990 1503.7886 1502.8065 1 -16.71 158.81 44.83 36.5 (M:36.5) 1 1 0

R.SNDPVAVALAD

MLR.V Dimethyl:2H(4): 1

8285 true 1453 1503.796 1502.7981 1 -6.19 137.63 28.83 61.4 (M:61.4) 1 1 1

K.HKLDVTSVDDY

K.A Dimethyl: 1, 2, 12

8286 true 1061 1504.7361 1503.7191 1 6.52 290.05 27.67 56.4 (M:56.4) 1 1 0

K.CQAEASFGGVH

PGR.F

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



8287 true 2610 1504.7533 1503.7603 1 -9.51 219.5 33.33 16.2 (M:16.2) 1 1 1

R.VEEEAAQKNM

ALK.K Oxidation: 10; Dimethyl: 13

8288 true 344 1504.7584 1503.7579 1 -4.53 102.56 24.17 23.8 (M:23.8) 1 1 1

R.QADEQVNDLR

ER.L Dimethyl:2H(4): 1

8289 true 1413 1504.7713 1503.7943 1 -20.12 175.62 27.67 24.4 (M:24.4) 1 1 1

K.AADAEAEVASL

NRR.I Dimethyl:2H(4): 1

8290 true 1347 1504.7759 1503.7442 1 16.25 191.55 29.5 46.5 (M:46.5) 1 1 0

K.YNPADHEVVA

MAR.K Dimethyl:2H(4): 1

8291 true 712 1504.7905 1503.7789 1 2.87 209.61 26.5 25.0 (M:25.0) 1 1 1

K.MQASVDKGCS

LPK.L

Carbamidomethyl: 9; Dimethyl: 1, 7, 

13

8292 true 946 1504.7965 1503.7809 1 5.5 240.7 27.83 26.7 (M:26.7) 1 1 1

R.FVPDKEFSNSD

R.N Dimethyl:2H(4): 1, 5

8293 true 2959 1504.8216 1503.8045 1 6.48 171.84 38.33 31.1 (M:31.1) 1 1 0

R.TDQQLGAALQY

LR.S Dimethyl: 1



8294 true 431 1504.8232 1503.8133 1 1.74 112.56 24 51.7 (M:51.7) 1 1 1

K.RLHGVDEETEQ

K.M Dimethyl:2H(4): 1, 12

8295 false 70 1504.832 1503.7967 1 18.66 247.52 21.67 18.4 (M:18.4) 1 3 1

K.QVLKGMSDVA

QEK.N Oxidation: 6; Dimethyl: 1, 4

8296 false 70 1504.832 1503.8307 1 -3.95 235.87 21.67 15.5 (M:15.5) 1 6 1

R.QEDVIATANLS

RR.A Dimethyl:2H(4): 1

8297 false 70 1504.832 1503.8446 1 -13.2 186.05 21.67 19.6 (M:19.6) 1 66.1 2 1

K.IKEGLNGLQEES

K.K Dimethyl:2H(4): 2; Dimethyl: 1

8298 true 3435 1504.8555 1503.8371 1 7.41 222.01 39.83 31.1 (M:31.1) 1 1 0

R.LTAMPNIYEVV

AK.S Dimethyl: 1, 13

8299 true 2578 1504.8601 1503.8599 1 -4.7 160.37 40 90.6 (M:90.6) 1 1 0

R.DYGVLLEGPGIA

LR.G Dimethyl:2H(4): 1

8300 false 2421 1504.9086 1503.8934 1 5.22 147.11 34.33 18.7 (M:18.7) 1 2 1

R.CLTPLVPEDLRK

.R

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 12



8301 true 2421 1504.9086 1503.8963 1 3.34 160.12 34.33 18.9 (M:18.9) 1 1 1

K.TKGFHTTIDIGV

K.Y Dimethyl:2H(4): 13; Dimethyl: 1, 2

8302 true 1572 1505.7948 1504.7773 1 6.79 147.45 31 70.3 (M:70.3) 1 1 0

R.GNPTVEVDLYT

NK.G Dimethyl: 1, 13

8303 true 2357 1505.8019 1504.7919 1 1.76 135.35 33.17 62.4 (M:62.4) 1 1 0

K.TMLESSAGLIQT

AR.S Dimethyl: 1

8304 true 2735 1505.8334 1504.8334 1 -4.77 96.79 35 41.9 (M:41.9) 2 1 0

K.SGALLACGIVNS

GVR.N

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8305 true 4038 1505.8349 1504.8078 1 13.11 155.88 45.33 30.6 (M:30.6) 1 1 0

R.SFPDFPVPGVLF

R.D Dimethyl: 1

8306 true 2704 1505.8522 1504.8399 1 3.36 156.73 41.5 61.4 (M:61.4) 1 1 0

R.SSLLNLVDLAGS

ER.Q Dimethyl:2H(4): 1

8307 true 1687 1505.88 1504.8803 1 -5.03 210.04 30.5 17.9 (M:17.9) 1 1 1

K.AKIELLGAYDPQ

K.Q Dimethyl:2H(4): 2; Dimethyl: 13



8308 true 1602 1506.5771 1505.5887 1 -12.52 172.41 31 58.9 (M:58.9) 1 1 0

R.GANDFMCDEM

ER.S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8309 true 1756 1506.7112 1505.7122 1 -5.51 154.99 32 20.0 (M:20.0) 1 1 0

R.MFAEYLSNESQ

R.D Dimethyl:2H(4): 1

8310 true 922 1506.7463 1505.7347 1 2.88 241.32 27.17 41.1 (M:41.1) 1 1 0

R.AVEGQHNYLCA

GR.N

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

8311 true 1207 1506.7523 1505.7231 1 14.5 114.92 28.67 67.0 (M:67.0) 1 1 0

K.SPAHCELMAG

HLR.N Carbamidomethyl: 5; Dimethyl: 1

8312 true 1382 1506.756 1505.7391 1 6.4 126.58 28 23.3 (M:23.3) 1 1 0

R.HFDGAYAYQN

EK.E Dimethyl:2H(4): 1, 12

8313 true 931 1506.7722 1505.7636 1 0.93 133.12 26.83 15.0 (M:15.0) 1 1 0

R.SIRPDNMSEYS

K.Q Dimethyl:2H(4): 1, 12; Oxidation: 7

8314 true 2668 1506.8775 1505.8656 1 3.07 88.7 38.33 46.3 (M:46.3) 1 1 0

R.GHIPLAFDPAAI

PR.G Dimethyl:2H(4): 1



8315 true 2221 1506.8833 1505.8868 1 -7.16 249.69 32.5 78.0 (M:78.0) 1 1 0

K.ILDAVIAQEPLH

R.G Dimethyl:2H(4): 1

8316 true 601 1507.7017 1506.6773 1 11.35 219 26 27.6 (M:27.6) 1 1 0

K.YPLNCQDPTSE

R.W Carbamidomethyl: 5; Dimethyl: 1

8317 true 1870 1507.7165 1506.6929 1 10.85 114.56 32.67 26.5 (M:26.5) 1 1 0

R.ESDYFTPQGEF

R.V Dimethyl:2H(4): 1

8318 true 2679 1507.7405 1506.717 1 10.71 167.02 33.5 32.6 (M:32.6) 1 96.43 1 1

R.VKEGMNVVEA

MER.C Oxidation: 5

8319 true 3754 1507.7442 1506.7395 1 -1.69 156.29 41.33 47.1 (M:47.1) 4 1 0

M.ATAPYNYSYIF

K.Y Acetyl: 1; Dimethyl: 12

8320 true 1173 1507.7672 1506.7828 1 -15.12 115.62 28.5 83.2 (M:83.2) 1 1 0

R.ELVQNLTTTED

GR.I Dimethyl:2H(4): 1

8321 true 1037 1507.7828 1506.7943 1 -12.43 111.94 27.83 41.9 (M:41.9) 1 1 0

K.HYVGHGNAINE

LK.F Dimethyl: 1, 13



8322 true 2600 1507.785 1506.7803 1 -1.71 139.89 40.83 24.9 (M:24.9) 1 1 0

K.QMNPFIEDVLN

R.I Dimethyl:2H(4): 1

8323 true 2394 1507.8004 1506.7831 1 6.68 50.16 35.33 28.1 (M:28.1) 1 1 0

R.IHAYSQLLESYR.

S Dimethyl: 1

8324 true 1414 1507.8119 1506.7791 1 16.98 76.44 28.5 37.4 (M:37.4) 1 1 0

R.HTINPEESANVI

R.R Dimethyl: 1

8325 true 2075 1507.8275 1506.8341 1 -9.19 173.44 32.83 18.0 (M:18.0) 1 1 0

K.ICGLTLVSAPHL

AR.S Carbamidomethyl: 2

8326 false 3258 1507.8366 1506.848 1 -12.41 291.61 39.17 16.2 (M:16.2) 1 5 0

K.MTFVNNIATLL

VK.S Oxidation: 1; Dimethyl: 13

8327 true 1429 1507.8436 1506.8154 1 13.88 186.62 29.83 38.5 (M:38.5) 2 1 0

K.QTEVLLQPNPN

AR.I Dimethyl: 1

8328 true 2728 1508.6728 1507.6799 1 -9.58 117.22 41.83 73.1 (M:73.1) 1 1 0

-

.MDQVMQFVEPS

R.Q Acetyl: 1



8329 true 2596 1508.697 1507.6983 1 -5.7 172.44 40.17 65.0 (M:65.0) 1 1 0

R.YLGDYEAFFEAR

.E Dimethyl: 1

8330 true 3164 1508.7311 1507.7257 1 -1.26 184.68 37 39.0 (M:39.0) 1 1 0

R.GFCFLEYEDHK.

S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 11

8331 false 2188 1508.7775 1507.7956 1 -16.85 260.69 36.67 16.8 (M:16.8) 1 3 1

K.IDFVGELNDKM

K.G Oxidation: 11; Dimethyl: 1, 10, 12

8332 false 2188 1508.7775 1507.7956 1 -16.85 180.98 36.67 18.3 (M:18.3) 1 2 0

R.LEYQISNEMLLK

.T Dimethyl: 12

8333 true 2188 1508.7775 1507.7783 1 -5.39 170.63 36.67 62.1 (M:62.1) 1 1 1

R.ARFEELNADLFR

.G Dimethyl: 1

8334 true 2188 1508.7775 1507.7783 1 -5.39 170.63 36.67 62.1 (M:62.1) 1 1 1

R.ARFEELNADLFR

.G Dimethyl: 1

8335 true 1586 1508.7831 1507.7783 1 -1.67 154.29 29.83 29.0 (M:29.0) 1 1 1

K.VQGNFDKVEFN

R.M Dimethyl: 1, 7



8336 true 2960 1508.8485 1507.8296 1 7.64 158.72 38.33 54.1 (M:54.1) 1 1 0

R.TDQQLGAALQY

LR.S Dimethyl:2H(4): 1

8337 true 3016 1508.8652 1507.8738 1 -10.52 158.2 45.17 55.3 (M:55.3) 1 1 1

K.EGIPALDNFLDK

L.- Dimethyl:2H(4): 1, 12

8338 true 1801 1509.717 1508.7082 1 1.01 191.05 31.67 45.9 (M:45.9) 1 1 0

K.EQDYLCHVYVR.

S Carbamidomethyl: 6; Dimethyl: 1

8339 true 1608 1509.7319 1508.7116 1 8.67 172.62 31.17 29.6 (M:29.6) 1 1 0

K.VIIQEFQECCR.

Q Carbamidomethyl: 9, 10; Dimethyl: 1

8340 true 645 1509.7731 1508.7922 1 -17.46 133.46 25.83 24.6 (M:24.6) 1 1 1

R.DLLGRDEQNEE

K.R Dimethyl:2H(4): 1, 12

8341 true 2951 1509.7922 1508.7697 1 10.04 191.64 38 31.6 (M:31.6) 1 1 0

K.VTPFFDNVMQ

QK.L Dimethyl: 1, 12

8342 true 2205 1509.8057 1508.8038 1 -3.53 155.64 35.17 15.2 (M:15.2) 1 1 0

R.NPSQRPESFLFR

.A Dimethyl:2H(4): 1



8343 true 2296 1509.8116 1508.817 1 -8.41 211.55 33.17 58.6 (M:58.6) 1 1 0

K.TMLESSAGLIQT

AR.S Dimethyl:2H(4): 1

8344 true 817 1509.8288 1508.8187 1 1.84 219.53 23.33 23.1 (M:23.1) 2 1 0

R.HLGSYDSARPA

SGK.M Dimethyl:2H(4): 1, 14

8345 true 1861 1509.8361 1508.8311 1 -1.51 138.57 32.17 88.1 (M:88.1) 1 1 0

K.SQIHDIVLVGGS

TR.I Dimethyl: 1

8346 true 1832 1509.8473 1508.8439 1 -2.54 250.28 31.17 71.7 (M:71.7) 1 1 0

R.HQSFVLVGETG

SGK.T Dimethyl:2H(4): 1, 14

8347 true 4026 1509.8482 1508.8329 1 5.25 222.28 45.33 73.4 (M:73.4) 2 1 0

R.SFPDFPVPGVLF

R.D Dimethyl:2H(4): 1

8348 true 756 1509.9411 1508.9316 1 1.52 93.3 25.17 42.7 (M:42.7) 1 1 1

K.TIIQNPTDQQK

K.D Dimethyl:2H(4): 1, 11, 12

8349 true 2767 1510.6777 1509.6956 1 -16.68 186.94 41.83 73.1 (M:73.1) 1 100 1 0

-

.MDQVMQFVEPS

R.Q Oxidation: 1; Dimethyl: 1



8350 true 1280 1510.7212 1509.7038 1 6.74 189.39 29.33 49.2 (M:49.2) 1 1 0

R.AAFQQYEESSY

R.R Dimethyl:2H(4): 1

8351 true 548 1510.7432 1509.7361 1 -0.16 100.83 25.33 40.0 (M:40.0) 1 1 0

K.AAGAEDYAQQ

EAVR.A Dimethyl:2H(4): 1

8352 true 1230 1510.7794 1509.7949 1 -15.08 106.21 29 48.6 (M:48.6) 1 1 0

K.EVDEQMLNVQ

NK.N Dimethyl:2H(4): 1, 12

8353 false 1230 1510.7794 1509.8011 1 -19.18 105.86 29 15.9 (M:15.9) 1 2 1

K.DLLKDMNQSSL

AK.E Dimethyl:2H(4): 1; Oxidation: 6

8354 true 1230 1510.7794 1509.7949 1 -15.08 106.21 29 48.6 (M:48.6) 1 1 0

K.EVDEQMLNVQ

NK.N Dimethyl:2H(4): 1, 12

8355 true 1153 1510.7822 1509.7482 1 17.68 98.7 28.67 87.6 (M:87.6) 1 1 0

K.SPAHCELMAG

HLR.N

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

8356 false 1153 1510.7822 1509.761 1 9.26 87.34 28.67 16.0 (M:16.0) 1 2 0

K.SSLQQLGVSFS

MAR.T



8357 true 2171 1510.7969 1509.8129 1 -15.44 152.51 36.17 50.5 (M:50.5) 1 1 0

R.LLYEANLPENFR

.R Dimethyl:2H(4): 1

8358 true 2722 1510.8339 1509.8242 1 1.61 249.91 34.83 28.1 (M:28.1) 1 1 0

K.LDFIRPYDVANR

.K Dimethyl:2H(4): 1

8359 true 3558 1510.8535 1509.8472 1 -0.62 201.45 47.83 28.7 (M:28.7) 2 1 0

R.YFPTQALNFAF

K.K Dimethyl:2H(4): 1, 12

8360 true 3558 1510.8535 1509.8472 1 -0.62 201.45 47.83 28.7 (M:28.7) 2 1 0

R.YFPTQALNFAF

K.D Dimethyl:2H(4): 1, 12

8361 true 1346 1510.9166 1509.9119 1 -1.71 130.91 29.67 86.5 (M:86.5) 2 1 1

R.KIDSVLEGHPVP

R.Q Dimethyl:2H(4): 1, 1

8362 true 715 1510.9324 1509.9156 1 6.3 247.99 26.5 34.9 (M:34.9) 1 1 1

K.NVNVVEQEKID

K.L Dimethyl:2H(4): 1, 9, 12

8363 true 900 1511.7158 1510.6908 1 11.69 173.95 27.5 39.6 (M:39.6) 1 1 0

K.NKPDMNYETM

GR.A Dimethyl: 1, 2



8364 true 2267 1511.7568 1510.7416 1 5.23 220.51 37.67 94.7 (M:94.7) 1 1 0

K.GSFSEQGINEFL

R.E Dimethyl: 1

8365 true 311 1511.763 1510.7528 1 1.92 103.43 25.33 101.3 (M:101.3) 1 1 0

K.NTHAATHNAY

DLK.V Dimethyl: 1, 13

8366 true 1991 1511.7728 1510.7646 1 0.6 158.84 41.17 67.7 (M:67.7) 6 1 0

M.ATAPYNYSYIF

K.Y Dimethyl:2H(4): 12; Acetyl: 1

8367 true 1798 1511.7863 1510.8031 1 -15.98 143.26 32.33 40.6 (M:40.6) 1 1 0

K.SSAYLAQSPQLY

K.Q Dimethyl: 1, 13

8368 true 1455 1511.8103 1510.8042 1 -0.75 130.09 28.5 67.3 (M:67.3) 1 1 0

R.HTINPEESANVI

R.R Dimethyl:2H(4): 1

8369 true 2395 1511.8236 1510.8082 1 5.36 107.85 35.33 51.2 (M:51.2) 1 1 0

R.IHAYSQLLESYR.

S Dimethyl:2H(4): 1

8370 true 3183 1511.8596 1510.8508 1 1.06 199.45 39.5 16.0 (M:16.0) 1 1 1

K.VYDTPGPPAAV

RIK.E Dimethyl: 14



8371 false 3259 1511.8636 1510.859 1 -1.8 199.4 39.17 15.4 (M:15.4) 1 3 0

K.LIQLMEEIMAE

K.E Dimethyl:2H(4): 1, 12

8372 true 1472 1511.8701 1510.8405 1 14.73 213.32 29.83 22.0 (M:22.0) 1 1 0

K.QTEVLLQPNPN

AR.I Dimethyl:2H(4): 1

8373 true 3003 1511.9432 1510.9462 1 -6.81 140.14 45 28.6 (M:28.6) 1 1 0

K.IYVDDGLISLLVK

.E Dimethyl:2H(4): 1, 13

8374 true 2597 1512.7262 1511.7235 1 -2.98 154.25 40.17 62.9 (M:62.9) 1 1 0

R.YLGDYEAFFEAR

.E Dimethyl:2H(4): 1

8375 true 2830 1512.7938 1511.7872 1 -0.41 159.25 42.67 54.5 (M:54.5) 1 1 0

K.GSIFAVFDSVES

AK.K Dimethyl: 1, 14

8376 true 2189 1512.8062 1511.8034 1 -3.01 213.46 36.67 72.2 (M:72.2) 1 1 1

R.ARFEELNADLFR

.G Dimethyl:2H(4): 1

8377 true 2189 1512.8062 1511.8034 1 -3.01 213.46 36.67 72.2 (M:72.2) 1 1 1

R.ARFEELNADLFR

.G Dimethyl:2H(4): 1



8378 true 20 1512.8087 1511.8056 1 -2.74 204.77 21.67 35.7 (M:35.7) 1 1 1

K.QKVPSRPASED

SR.N Dimethyl: 1, 2

8379 true 2141 1512.8476 1511.8348 1 3.66 177.64 34 90.7 (M:90.7) 1 1 0

K.GIHPTIISESFQK

.A Dimethyl: 1, 13

8380 true 2900 1512.8681 1511.8291 1 20.97 181.51 36.83 67.8 (M:67.8) 1 1 0

R.AANILVSEALCC

K.I

Carbamidomethyl: 11, 12; 

Dimethyl:2H(4): 1, 13

8381 true 105 1513.7021 1512.6892 1 3.75 106.69 22.33 101.7 (M:101.7) 2 1 0

K.YHTVNGHNCE

VR.K Carbamidomethyl: 9; Dimethyl: 1

8382 true 1802 1513.7467 1512.7333 1 4.02 211.39 31.67 41.0 (M:41.0) 1 1 0

K.EQDYLCHVYVR.

S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

8383 true 1800 1513.7605 1512.7784 1 -16.64 118.85 32.33 55.0 (M:55.0) 1 1 0

K.GVVDSDDLPLN

VSR.E Dimethyl: 1

8384 true 1312 1513.786 1512.7734 1 3.53 224.67 29.5 36.9 (M:36.9) 1 1 0

K.TIFAEHISDECK.

R

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 12



8385 true 3078 1513.7866 1512.7824 1 -2.06 126.33 36.33 55.0 (M:55.0) 2 1 0

K.DTNGSQFFITTV

K.T Dimethyl: 1, 13

8386 true 1574 1513.8263 1512.8275 1 -5.64 152.78 31 55.4 (M:55.4) 1 1 0

R.GNPTVEVDLYT

NK.G Dimethyl:2H(4): 1, 13

8387 true 1862 1513.8619 1512.8562 1 -1.03 111.81 32.17 99.2 (M:99.2) 3 1 0

K.SQIHDIVLVGGS

TR.I Dimethyl:2H(4): 1

8388 false 1066 1513.8688 1512.8413 1 13.36 141.11 26.5 17.7 (M:17.7) 1 2 1

K.ALGGWRELQN

TIK.T Dimethyl: 13

8389 true 1066 1513.8688 1512.8624 1 -0.59 103.41 26.5 22.5 (M:22.5) 1 1 1

R.LKQQSELQSQIR

.Y Dimethyl: 1, 2

8390 false 3290 1513.9049 1512.8772 1 13.49 243.5 40.17 18.7 (M:18.7) 1 2 1

K.CGPMVLDALIKI

K.N

Carbamidomethyl: 1; Dimethyl: 11, 

13

8391 true 3290 1513.9049 1512.8916 1 3.99 179.48 40.17 41.4 (M:41.4) 1 1 1

K.AVNPFLADVDK

LK.L Dimethyl: 1, 11, 13



8392 true 4087 1513.9051 1512.8949 1 1.87 194.83 46.17 78.2 (M:78.2) 1 1 0

K.TVLIMELINNVA

K.A Dimethyl: 1, 13

8393 true 1036 1513.9128 1512.9152 1 -6.41 84.22 26 16.9 (M:16.9) 1 1 1

R.IISSIEQKEENK.

G Dimethyl:2H(4): 1, 8, 12

8394 true 1429 1514.6713 1513.6772 1 -8.73 141.81 30.17 48.8 (M:48.8) 1 1 0

K.FYSFCHQENVR.

G Carbamidomethyl: 5; Dimethyl: 1

8395 true 2085 1514.7453 1513.746 1 -5.28 164.2 33.5 30.3 (M:30.3) 1 1 0

R.DCQIAHGAAQF

LR.E Carbamidomethyl: 2; Dimethyl: 1

8396 true 1007 1514.7722 1513.746 1 12.51 129.14 28.17 26.6 (M:26.6) 1 1 1

K.RDPHLACVAYE

R.G Carbamidomethyl: 7; Dimethyl: 1

8397 true 1376 1514.7951 1513.7777 1 6.69 200.23 30 62.5 (M:62.5) 1 1 0

R.HVFGESDELIG

QK.V Dimethyl: 1, 13

8398 true 1395 1514.8163 1513.814 1 -3.32 171.28 28.83 40.4 (M:40.4) 1 1 0

K.ILQEYITQEGHK.

L Dimethyl: 1, 12



8399 true 987 1515.7251 1514.7159 1 1.24 130.99 27.67 17.0 (M:17.0) 1 54.82 1 0

K.NKPDMNYETM

GR.A Dimethyl:2H(4): 1; Dimethyl: 2

8400 true 1732 1515.7335 1514.7253 1 0.6 211.22 32 96.8 (M:96.8) 1 1 0

R.TTPSYVAFTDTE

R.L Dimethyl: 1

8401 true 1732 1515.7335 1514.7253 1 0.6 211.22 32 96.8 (M:96.8) 1 1 0

R.TTPSYVAFTDTE

R.L Dimethyl: 1

8402 true 2268 1515.784 1514.7667 1 6.62 237.25 37.67 76.8 (M:76.8) 1 1 0

K.GSFSEQGINEFL

R.E Dimethyl:2H(4): 1

8403 true 2997 1515.7853 1514.7551 1 15.12 207.31 38.67 16.7 (M:16.7) 1 1 0

-

.MEALPIYHGGITR

.E Acetyl: 1; Oxidation: 1

8404 true 3151 1515.8376 1514.8201 1 6.78 177.25 39 47.6 (M:47.6) 2 1 0

R.LPAAGVGDMV

MATVK.K Dimethyl: 1, 15

8405 true 2000 1515.8501 1514.849 1 -4.12 172.05 33.5 63.4 (M:63.4) 1 1 0

K.QVAASTAQLLV

ACK.V

Carbamidomethyl: 13; Dimethyl: 1, 

14



8406 true 1642 1515.8584 1514.8734 1 -14.66 173.79 28.83 53.7 (M:53.7) 1 1 1

K.HKLDVTSVDDY

K.A Dimethyl:2H(4): 1, 2, 12

8407 true 2361 1515.8879 1514.8908 1 -6.75 174 32 29.2 (M:29.2) 1 1 1 K.RILDEIEEHGIK.I Dimethyl:2H(4): 1, 12

8408 true 646 1516.6825 1515.6842 1 -5.9 153.85 25.83 15.8 (M:15.8) 1 1 1 K.YETFRTEEEER.I Dimethyl: 1

8409 false 1971 1516.7047 1515.7323 1 -23.03 97.09 33.5 21.1 (M:21.1) 1 2 0

K.TGTLTTNQMSV

CR.M

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1; Oxidation: 9

8410 true 1971 1516.7047 1515.7143 1 -11.18 133.66 33.5 24.3 (M:24.3) 1 1 0

R.ENEFTFEDNAIR

.G Dimethyl:2H(4): 1

8411 false 1971 1516.7047 1515.7323 1 -23.03 97.09 33.5 21.1 (M:21.1) 1 2 0

K.TGTLTTNQMSV

CR.M

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1; Oxidation: 9

8412 true 278 1516.7761 1515.7715 1 -1.76 192.11 24.17 16.3 (M:16.3) 1 1 0

R.QEESQRPTQM

VK.G Dimethyl: 1, 12



8413 true 2706 1516.7769 1515.7755 1 -3.92 131.71 34 43.5 (M:43.5) 1 1 1

R.KIEFPMPNEEA

R.A Dimethyl: 1, 1

8414 true 2486 1516.7773 1515.7933 1 -15.38 171.83 38.83 92.6 (M:92.6) 1 1 0

R.QYDPDLEQLLV

R.W Dimethyl: 1

8415 true 1997 1516.846 1515.8661 1 -18.01 195.89 32.17 49.5 (M:49.5) 1 1 1

K.LIGAFIKEIEDGR

.F Dimethyl: 1, 7

8416 false 1997 1516.846 1515.8409 1 -1.42 255.26 32.17 16.5 (M:16.5) 1 5 1

K.IESFGSPKGLVN

GR.V Dimethyl: 1, 8

8417 true 2659 1516.8492 1515.8396 1 1.56 199.07 41.33 71.1 (M:71.1) 1 1 0

R.NLATTVTEEILE

K.S Dimethyl: 1, 13

8418 true 683 1516.8539 1515.8542 1 -5.03 159.24 26.33 24.9 (M:24.9) 1 1 1

K.MQASVDKGCS

LPK.L

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 7, 13

8419 true 2226 1516.8562 1515.8522 1 -2.14 216.87 33.17 64.6 (M:64.6) 1 1 0

R.HEVLPANLIQA

QR.D Dimethyl: 1



8420 true 1753 1516.8858 1515.9013 1 -15.04 111.59 30 34.4 (M:34.4) 2 1 0

K.VIQYLAHVASS

HK.S Dimethyl:2H(4): 1, 13

8421 true 1753 1516.8858 1515.9013 1 -15.04 111.59 30 34.4 (M:34.4) 2 1 0

K.VIQYLAHVASS

HK.G Dimethyl:2H(4): 1, 13

8422 true 1940 1516.9319 1515.9025 1 14.62 55.73 39.83 18.3 (M:18.3) 1 1 1

R.ILLAVNGKVFDV

TK.G

8423 true 133 1517.7317 1516.7143 1 6.69 128.52 22.83 102.3 (M:102.3) 1 1 0

K.YHTVNGHNCE

VR.K

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

8424 true 3171 1517.7477 1516.731 1 6.17 207.29 39.17 34.3 (M:34.3) 1 1 0

K.AASDVSTFNFF

QR.S Dimethyl: 1

8425 true 1574 1517.8026 1516.8035 1 -5.41 102.72 30.83 37.5 (M:37.5) 1 1 0

R.QAEILLQEEEQR

.R Dimethyl:2H(4): 1

8426 true 2260 1517.8129 1516.8038 1 1.2 139.48 32.17 74.0 (M:74.0) 3 1 0

R.SQPIYIQFSNHK

.E Dimethyl: 1, 12



8427 true 2120 1517.821 1516.7919 1 14.35 110.91 30.83 29.2 (M:29.2) 1 1 1

K.CIQTVLKEEGER

.I Carbamidomethyl: 1; Dimethyl: 1, 7

8428 true 1061 1517.8276 1516.8249 1 -3.04 186.26 27.33 31.6 (M:31.6) 1 1 1

R.KIFQESEGTPVA

R.G Dimethyl: 1, 1

8429 true 2297 1517.8303 1516.8323 1 -6.15 143.14 32.83 23.4 (M:23.4) 1 1 1

K.VMYLTIPPDEKR

.Y Dimethyl: 1, 11

8430 true 814 1517.8317 1516.8082 1 10.7 222.14 28.83 20.5 (M:20.5) 1 1 1

K.GQEMRGGTKP

ATPR.S Dimethyl:2H(4): 9

8431 true 2290 1517.8358 1516.8038 1 16.29 137.94 36.5 21.2 (M:21.2) 2 1 0

K.NYGVIIPYPPSN

R.Y Dimethyl: 1

8432 true 1458 1518.6973 1517.7023 1 -8.14 144.88 30.17 39.2 (M:39.2) 1 1 0

K.FYSFCHQENVR.

G

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

8433 true 1673 1518.7275 1517.7201 1 0.09 169.36 30.17 15.9 (M:15.9) 1 1 0

K.GGSQYFSYPNN

PR.R Dimethyl:2H(4): 1



8434 true 1781 1518.7384 1517.7587 1 -18.12 165.43 32.17 28.5 (M:28.5) 1 1 1

R.RQFSPNGEQSV

NK.S Dimethyl: 13

8435 true 410 1518.752 1517.7426 1 1.39 133.62 25.17 18.2 (M:18.2) 1 1 0

R.VNHEGPWPSH

GNR.Q Dimethyl:2H(4): 1

8436 true 2086 1518.7797 1517.7711 1 0.87 186.27 33.5 57.3 (M:57.3) 1 1 0

R.DCQIAHGAAQF

LR.E

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

8437 true 1072 1518.7828 1517.7711 1 2.9 147.51 28.17 31.6 (M:31.6) 1 1 1

K.RDPHLACVAYE

R.G

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8438 true 3012 1518.81 1517.7912 1 7.57 214.01 37.67 76.9 (M:76.9) 1 1 0

R.LSESVLSPPCFV

R.N Carbamidomethyl: 10; Dimethyl: 1

8439 true 3217 1518.9329 1517.8979 1 18.25 154.48 38.67 25.0 (M:25.0) 2 50.86 1 1

R.KTVTAMDVVY

ALK.R Dimethyl:2H(4): 1, 13; Oxidation: 6

8440 true 2401 1519.7052 1518.6971 1 0.53 189.67 39 51.5 (M:51.5) 1 1 0

R.MFDMGFEPQV

MR.I Dimethyl:2H(4): 1



8441 true 1145 1519.7099 1518.6885 1 9.25 178.11 27.83 48.1 (M:48.1) 1 1 0

R.ALGNICYDSHE

GR.S Carbamidomethyl: 6; Dimethyl: 1

8442 true 223 1519.7583 1518.7576 1 -4.31 139.05 23.33 35.2 (M:35.2) 1 1 1

K.RQLEEAEEEAQ

R.A Dimethyl:2H(4): 1

8443 true 1733 1519.7592 1518.7504 1 1.02 195.8 32 106.5 (M:106.5) 1 1 0

R.TTPSYVAFTDTE

R.L Dimethyl:2H(4): 1

8444 true 1733 1519.7592 1518.7504 1 1.02 195.8 32 106.5 (M:106.5) 1 1 0

R.TTPSYVAFTDTE

R.L Dimethyl:2H(4): 1

8445 true 902 1519.7624 1518.741 1 9.27 165.73 27.5 51.2 (M:51.2) 1 1 0

K.NKPDMNYETM

GR.A Dimethyl:2H(4): 1, 2

8446 true 488 1519.8082 1518.8031 1 -1.41 84.37 25.17 32.2 (M:32.2) 1 1 0

K.NTHAATHNAY

DLK.V Dimethyl:2H(4): 1, 13

8447 true 1737 1519.8123 1518.7958 1 6.04 203.93 31.33 54.3 (M:54.3) 1 1 0

K.FYHAGLEQTDF

K.N Dimethyl:2H(4): 1, 12



8448 true 1456 1519.8589 1518.8493 1 1.53 101.49 28 32.7 (M:32.7) 1 1 1

R.VHELEDTLSKER

.E Dimethyl:2H(4): 1, 10

8449 true 700 1519.8611 1518.8518 1 1.31 117.19 25.83 23.9 (M:23.9) 1 1 1

K.AILEKDPSVHQ

AR.E Dimethyl: 1, 5

8450 true 1404 1519.8632 1518.8534 1 1.72 147.28 28.67 35.1 (M:35.1) 3 1 0

K.SSAYLAQSPQLY

K.Q Dimethyl:2H(4): 1, 13

8451 true 599 1520.7006 1519.7093 1 -10.46 138.21 25.83 23.1 (M:23.1) 1 1 1 K.YETFRTEEEER.I Dimethyl:2H(4): 1

8452 true 2586 1520.7085 1519.7242 1 -15.12 291.6 35.67 16.2 (M:16.2) 1 1 0

R.GFPPEAINNFC

AR.V Carbamidomethyl: 11; Dimethyl: 1

8453 true 2447 1520.7101 1519.7056 1 -1.77 192.88 32.5 101.2 (M:101.2) 1 1 0

K.HPDSSVNFAEF

SR.K Dimethyl: 1

8454 false 2447 1520.7101 1519.7341 1 -20.53 210.56 32.5 22.6 (M:22.6) 1 3 1

R.TQDEHPKTMFS

K.D Oxidation: 9; Dimethyl: 7, 12



8455 false 2447 1520.7101 1519.7307 1 -18.31 191.38 32.5 51.0 (M:51.0) 1 2 0

K.HPDASVNFSEF

SK.K Dimethyl: 1, 13

8456 true 457 1520.724 1519.7202 1 -2.24 221.91 26.5 80.6 (M:80.6) 1 1 0

K.EHDPVGQMVN

NPR.I Dimethyl: 1

8457 true 804 1520.7805 1519.7631 1 6.7 210.54 27 62.2 (M:62.2) 1 1 1

R.DNANAATEEFV

KR.A Dimethyl: 1, 12

8458 true 1609 1520.7841 1519.7631 1 9.06 247.97 31.17 16.8 (M:16.8) 1 1 0

R.AQEEFSQGILTN

R.S Dimethyl: 1

8459 true 1232 1520.7959 1519.7631 1 16.78 237.77 29 87.7 (M:87.7) 2 1 0

K.YNSDGTIAIASQ

PR.E Dimethyl: 1

8460 true 2466 1520.8057 1519.8184 1 -13.16 164.68 38.83 102.9 (M:102.9) 1 1 0

R.QYDPDLEQLLV

R.W Dimethyl:2H(4): 1

8461 true 2831 1520.8362 1519.8374 1 -5.53 152.33 42.67 68.3 (M:68.3) 1 1 0

K.GSIFAVFDSVES

AK.K Dimethyl:2H(4): 1, 14



8462 true 21 1520.863 1519.8558 1 -0.05 181.69 21.67 51.1 (M:51.1) 2 1 1

K.QKVPSRPASED

SR.N Dimethyl:2H(4): 1, 2

8463 true 2882 1520.8674 1519.861 1 -0.55 101.35 43.17 52.5 (M:52.5) 1 1 0

K.ELPPGVEVLLAE

AR.G Dimethyl: 1

8464 false 2227 1520.8846 1519.8762 1 0.72 214.6 33.17 21.2 (M:21.2) 1 2 1

K.LQGWPPVKLPE

TK.K Dimethyl: 13

8465 true 2227 1520.8846 1519.8773 1 0.05 241.36 33.17 78.2 (M:78.2) 1 1 0

R.HEVLPANLIQA

QR.D Dimethyl:2H(4): 1

8466 false 2142 1520.8971 1519.8734 1 10.81 121.33 34 18.0 (M:18.0) 1 56.07 2 1

K.ITPSHAMKITYA

K.K Dimethyl:2H(4): 1; Dimethyl: 13

8467 true 2142 1520.8971 1519.885 1 3.2 156.82 34 85.0 (M:85.0) 1 1 0

K.GIHPTIISESFQK

.A Dimethyl:2H(4): 1, 13

8468 true 1194 1521.7383 1520.7293 1 1.11 149.27 28.67 64.6 (M:64.6) 1 1 0

K.SYCAEIAHNVSS

K.N Carbamidomethyl: 3; Dimethyl: 1, 13



8469 true 3172 1521.7702 1520.7561 1 4.43 282.2 39.17 44.0 (M:44.0) 1 1 0

K.AASDVSTFNFF

QR.S Dimethyl:2H(4): 1

8470 true 2355 1521.857 1520.8289 1 13.65 129.05 36.5 26.4 (M:26.4) 2 1 0

K.NYGVIIPYPPSN

R.Y Dimethyl:2H(4): 1

8471 true 2797 1521.8589 1520.845 1 4.33 194.43 35.67 38.4 (M:38.4) 1 1 0

R.IESLSYQLSGLQ

K.Q Dimethyl: 1, 13

8472 true 206 1521.9072 1520.9126 1 -8.36 161.35 20.67 40.0 (M:40.0) 2 1 1

R.LKQQSELQSQIR

.Y Dimethyl:2H(4): 1, 2

8473 true 3170 1521.9112 1520.9228 1 -12.44 223.35 38.83 66.1 (M:66.1) 1 1 0

R.TLIGAENPPLPV

LR.K Dimethyl:2H(4): 1

8474 true 4040 1521.9288 1520.9452 1 -15.5 210.54 46.17 82.4 (M:82.4) 1 1 0

K.TVLIMELINNVA

K.A Dimethyl:2H(4): 1, 13

8475 true 224 1522.6831 1521.6729 1 1.9 118.56 23.5 24.3 (M:24.3) 1 1 0

R.CQGLEASSGET

AER.G Carbamidomethyl: 1; Dimethyl: 1



8476 true 224 1522.6831 1521.6729 1 1.9 118.56 23.5 24.3 (M:24.3) 1 1 0

R.CQGLEASSGET

AER.G Carbamidomethyl: 1; Dimethyl: 1

8477 true 748 1522.7572 1521.7474 1 1.68 97.74 25 68.1 (M:68.1) 1 1 1

R.AAGNNPEFEET

RR.V Dimethyl:2H(4): 1

8478 true 879 1522.7909 1521.7772 1 4.19 74.13 27 27.3 (M:27.3) 1 1 0

K.QGQMDLQQLH

HR.A Dimethyl:2H(4): 1

8479 false 1090 1522.791 1521.7759 1 5.16 165.01 28.5 20.8 (M:20.8) 1 2 1

K.MEQQQLEEQK

R.K

Dimethyl:2H(4): 10; Oxidation: 1; 

Dimethyl: 1

8480 true 1090 1522.791 1521.7497 1 22.35 205.3 28.5 59.2 (M:59.2) 1 1 1

K.KDYEEIGPSICR.

H Carbamidomethyl: 11; Dimethyl: 1, 1

8481 true 37 1522.7924 1521.7787 1 4.18 195.04 22.83 63.3 (M:63.3) 1 1 0

K.TATPQQAQEV

HEK.L Dimethyl: 1, 13

8482 true 3046 1522.8246 1521.8191 1 -1.17 113.8 45.33 31.1 (M:31.1) 1 1 0

K.INVNEIFYDLVR.

Q Dimethyl: 1



8483 false 3013 1522.8334 1521.8374 1 -7.43 170.57 37.67 15.2 (M:15.2) 1 4 1

K.DLLKDMNQSSL

AK.E Dimethyl:2H(4): 4; Dimethyl: 13

8484 true 3013 1522.8334 1521.8163 1 6.44 202.18 37.67 54.7 (M:54.7) 3 1 0

R.LSESVLSPPCFV

R.N

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

8485 true 1008 1522.8356 1521.8391 1 -7.05 120.98 27.67 44.7 (M:44.7) 1 1 0

K.TFQGHTNEVN

AIK.W Dimethyl:2H(4): 1, 13

8486 true 1377 1522.8386 1521.8279 1 2.27 233.05 30 89.8 (M:89.8) 1 1 0

R.HVFGESDELIG

QK.V Dimethyl:2H(4): 1, 13

8487 true 3710 1522.8446 1521.8265 1 7.12 130.73 45 19.3 (M:19.3) 1 1 0

R.LNTDPMLLQFF

K.S Dimethyl: 1, 12

8488 false 3252 1522.8677 1521.8654 1 -3.24 315.61 39.67 15.6 (M:15.6) 1 3 1

R.STAELYLVTKEIK

.L Dimethyl: 10

8489 true 2247 1522.876 1521.8589 1 6.49 205.98 34.17 90.8 (M:90.8) 3 1 1

K.TVTAMDVVYAL

KR.Q Dimethyl: 1, 12



8490 true 2792 1522.8898 1521.8879 1 -3.48 175.98 35.33 45.8 (M:45.8) 2 1 0

R.SIPSLVDGLKPG

QR.K Dimethyl: 1, 10

8491 true 2792 1522.8898 1521.8879 1 -3.48 175.98 35.33 45.8 (M:45.8) 2 1 0

R.SIPSLVDGLKPG

QR.K Dimethyl: 1, 10

8492 true 2543 1522.8978 1521.884 1 4.27 163.28 39 70.2 (M:70.2) 1 1 1

R.KTVTAMDVVY

ALK.R Dimethyl: 1, 1, 13

8493 true 1263 1523.6965 1522.6987 1 -6.19 183 27.33 32.8 (M:32.8) 1 1 0

K.GHTSFVNSCYP

AR.R Carbamidomethyl: 9; Dimethyl: 1

8494 true 1146 1523.7276 1522.7136 1 4.39 250.28 27.83 33.3 (M:33.3) 1 1 0

R.ALGNICYDSHE

GR.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

8495 true 2732 1523.7361 1522.7272 1 1.08 187.63 36.5 61.5 (M:61.5) 1 1 0

K.SPLAGDFITMQ

CR.E Carbamidomethyl: 12; Dimethyl: 1

8496 true 1156 1523.7691 1522.7674 1 -3.71 122.75 28.33 38.3 (M:38.3) 1 1 0

R.MQHNLEQQIQ

AR.N Dimethyl: 1



8497 true 344 1523.7692 1522.7376 1 15.97 231.31 24.83 16.0 (M:16.0) 1 1 1

R.FSEGTSADREIQ

R.T Dimethyl: 1

8498 true 2729 1523.7722 1522.7814 1 -10.8 167.06 41.5 76.5 (M:76.5) 1 1 0

-

.MDGPQAEALLA

PLR.Q Acetyl: 1

8499 true 1802 1523.7783 1522.7929 1 -14.35 132.98 32.33 16.1 (M:16.1) 1 1 0

R.FLADQQSEIDG

LR.A Dimethyl:2H(4): 1

8500 true 1535 1523.7933 1522.7926 1 -4.32 205.49 31 64.7 (M:64.7) 2 1 0

K.CPNLTHLNLSG

NK.I Carbamidomethyl: 1; Dimethyl: 1, 13

8501 true 2156 1523.7972 1522.7752 1 9.71 208.68 33.17 29.7 (M:29.7) 1 1 0

K.DIVHSGLAYTM

ER.S Dimethyl:2H(4): 1

8502 true 2298 1523.8068 1522.778 1 14.11 111.2 34.83 77.5 (M:77.5) 1 1 0

K.YGYTHLSTGDLL

R.A Dimethyl: 1

8503 true 2399 1523.8073 1522.7785 1 14.08 137.68 33 38.6 (M:38.6) 1 62.78 1 1

R.VKEGMNVVEA

MER.C Dimethyl:2H(4): 2



8504 true 830 1523.8313 1522.829 1 -3.26 143.32 27 19.6 (M:19.6) 1 1 1

R.VRQELHAMVQ

EK.G Dimethyl: 1, 12

8505 true 3152 1523.8779 1522.8703 1 0.21 201.13 39 56.8 (M:56.8) 1 1 0

R.LPAAGVGDMV

MATVK.K Dimethyl:2H(4): 1, 15

8506 true 102 1523.9063 1522.8931 1 3.92 247.38 23.17 36.4 (M:36.4) 1 1 1

K.MKQEPVKPEEG

R.D Dimethyl:2H(4): 1, 2, 7

8507 true 2855 1523.9212 1522.8959 1 11.83 145.08 36.67 47.1 (M:47.1) 3 1 1

K.GPEVISFIEQGK

R.M Dimethyl:2H(4): 1, 12

8508 true 1970 1524.6717 1523.665 1 -0.34 215.21 31.67 44.6 (M:44.6) 1 1 0

K.CGYPGHLTFEC

R.N Carbamidomethyl: 1, 11; Dimethyl: 1

8509 true 1311 1524.6899 1523.6926 1 -6.55 90.82 29.33 55.1 (M:55.1) 1 1 1

K.NFGEDMDDER

LK.E Dimethyl: 1, 12

8510 false 2448 1524.7351 1523.7558 1 -18.37 181.44 32.5 41.4 (M:41.4) 1 98.91 2 0

K.HPDASVNFSEF

SK.K Dimethyl:2H(4): 1; Dimethyl: 13



8511 true 2448 1524.7351 1523.7307 1 -1.88 198.68 32.5 108.9 (M:108.9) 1 1 0

K.HPDSSVNFAEF

SR.K Dimethyl:2H(4): 1

8512 false 2448 1524.7351 1523.7592 1 -20.59 172.01 32.5 19.7 (M:19.7) 1 4 1

R.TQDEHPKTMFS

K.D

Dimethyl:2H(4): 7; Oxidation: 9; 

Dimethyl: 12

8513 true 458 1524.7496 1523.7453 1 -1.9 248.1 26.5 96.2 (M:96.2) 1 1 0

K.EHDPVGQMVN

NPR.I Dimethyl:2H(4): 1

8514 true 2768 1524.7939 1523.7773 1 6.11 181.19 42.5 74.7 (M:74.7) 1 1 0

R.FDGLLGFPGGF

VDR.R Dimethyl: 1

8515 true 84 1524.8027 1523.8217 1 -17.29 231.63 24.17 41.3 (M:41.3) 1 1 0

R.QEESQRPTQM

VK.G Dimethyl:2H(4): 1, 12

8516 true 1610 1524.8041 1523.7882 1 5.66 193.95 31 34.6 (M:34.6) 1 1 0

R.AQEEFSQGILTN

R.S Dimethyl:2H(4): 1

8517 true 954 1524.8107 1523.7795 1 15.67 229.17 27.83 53.3 (M:53.3) 1 1 0

K.YFCNEHVHLNK.

G

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 11



8518 true 1233 1524.8213 1523.7882 1 16.97 263.04 29 84.2 (M:84.2) 3 1 0

K.YNSDGTIAIASQ

PR.E Dimethyl:2H(4): 1

8519 true 519 1524.8662 1523.8836 1 -16.19 123.31 25.17 19.9 (M:19.9) 1 1 0

K.IGEEEIQKPEEK.

V Dimethyl:2H(4): 1, 8, 12

8520 true 3355 1524.8869 1523.8671 1 8.22 194.39 40.67 43.8 (M:43.8) 1 1 0

K.SLELNPSNAVAL

LR.K Dimethyl: 1

8521 true 2086 1524.9021 1523.9163 1 -14.06 248.74 32.17 38.2 (M:38.2) 1 1 1

K.LIGAFIKEIEDGR

.F Dimethyl:2H(4): 1, 7

8522 true 2660 1524.906 1523.8898 1 5.83 227.33 41.33 51.0 (M:51.0) 1 1 0

R.NLATTVTEEILE

K.S Dimethyl:2H(4): 1, 13

8523 true 147 1525.7323 1524.7281 1 -2.04 191.04 23.67 33.5 (M:33.5) 1 1 0

R.GAPVGPGAGS

GAAGGSDGR.T Dimethyl: 1

8524 true 791 1525.7441 1524.7719 1 -22.95 88.75 27 35.3 (M:35.3) 1 1 0

K.SECAHLQQQLQ

K.M Carbamidomethyl: 3; Dimethyl: 1, 12



8525 true 1139 1525.7821 1524.7831 1 -5.41 120.15 27 52.5 (M:52.5) 2 1 0

R.VVGACAQNLP

GAQGR.A Carbamidomethyl: 5; Dimethyl: 1

8526 true 2269 1525.7889 1524.7824 1 -0.48 137.46 37.5 38.5 (M:38.5) 1 1 0

K.SASLDVEPIYTF

R.A Dimethyl: 1

8527 true 2269 1525.7889 1524.7824 1 -0.48 137.46 37.5 38.5 (M:38.5) 1 1 0

K.SASLDVEPIYTF

R.A Dimethyl: 1

8528 true 2084 1525.8632 1524.8421 1 9.02 112.77 30.83 30.6 (M:30.6) 1 1 1

K.CIQTVLKEEGER

.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 7

8529 true 1209 1525.8705 1524.854 1 6.05 159.83 28.33 58.2 (M:58.2) 3 1 0

R.SQPIYIQFSNHK

.E Dimethyl:2H(4): 1, 12

8530 true 2425 1525.8809 1524.8826 1 -5.87 126.47 34.17 35.6 (M:35.6) 2 1 1

K.VMYLTIPPDEKR

.Y Dimethyl:2H(4): 1, 11

8531 true 3291 1525.9831 1524.9669 1 5.86 176.11 40.17 34.6 (M:34.6) 1 1 1

K.AVNPFLADVDK

LK.L Dimethyl:2H(4): 1, 11, 13



8532 true 225 1526.7121 1525.698 1 4.44 85.76 23.5 28.4 (M:28.4) 1 1 0

R.CQGLEASSGET

AER.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

8533 true 225 1526.7121 1525.698 1 4.44 85.76 23.5 28.4 (M:28.4) 1 1 0

R.CQGLEASSGET

AER.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

8534 true 24 1526.7892 1525.7862 1 -2.82 165.98 21.17 20.0 (M:20.0) 1 1 1

R.RVEHHDHAVVS

GR.L Dimethyl: 1

8535 true 693 1526.7894 1525.7864 1 -2.83 99.13 26 22.9 (M:22.9) 1 1 0

K.DINAYNGDQPV

EK.L Dimethyl:2H(4): 1, 13

8536 true 2601 1526.7903 1525.7777 1 3.51 167.43 40.67 70.8 (M:70.8) 1 1 0

R.ISTFINELDSGFR

.L Dimethyl: 1

8537 true 1738 1526.8028 1525.7889 1 4.34 241.05 32.17 91.3 (M:91.3) 1 1 0

K.QADLYISEGLHP

R.I Dimethyl: 1

8538 true 1877 1526.8491 1525.8253 1 10.81 197.87 32.33 50.1 (M:50.1) 1 1 0

R.GLQTVHINENF

AK.L Dimethyl: 1, 13



8539 true 3047 1526.8492 1525.8442 1 -1.53 175.06 45.33 46.1 (M:46.1) 1 1 0

K.INVNEIFYDLVR.

Q Dimethyl:2H(4): 1

8540 false 3492 1526.9049 1525.86 1 24.58 169.68 41.83 15.3 (M:15.3) 1 4 1

K.AAPGYHMAKM

IIK.L

Dimethyl:2H(4): 1, 13; Oxidation: 7, 

10

8541 true 2672 1527.7226 1526.7138 1 0.99 201.37 35.5 22.9 (M:22.9) 1 1 0

K.CDFTHMSQYFK

.A

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 11

8542 true 1782 1527.7374 1526.7515 1 -13.94 120.2 32 25.8 (M:25.8) 1 1 0

R.AGGIETIANEYS

DR.S Dimethyl:2H(4): 1

8543 true 200 1527.7554 1526.73 1 11.86 95.12 24 103.0 (M:103.0) 2 1 0

K.YHTINGHNCEV

K.K Carbamidomethyl: 9; Dimethyl: 1, 12

8544 true 2706 1527.7659 1526.7523 1 4.15 146.89 36.5 56.1 (M:56.1) 1 1 0

K.SPLAGDFITMQ

CR.E

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

8545 true 359 1527.7884 1526.7875 1 -4.18 134.47 25.5 101.0 (M:101.0) 2 1 0

K.NPAAQQQLVQ

SCK.V

Carbamidomethyl: 12; Dimethyl: 1, 

13



8546 true 1117 1527.7912 1526.7875 1 -2.38 106.28 28.33 71.6 (M:71.6) 1 1 0

R.TATTVEHLAIQC

R.S Carbamidomethyl: 12; Dimethyl: 1

8547 true 2299 1527.8322 1526.8031 1 14.28 104.39 34.83 71.5 (M:71.5) 1 1 0

K.YGYTHLSTGDLL

R.A Dimethyl:2H(4): 1

8548 true 701 1527.9026 1526.902 1 -4.36 116.68 25.83 36.2 (M:36.2) 1 1 1

K.AILEKDPSVHQ

AR.E Dimethyl:2H(4): 1, 5

8549 true 3111 1527.9132 1526.9072 1 -0.82 169.9 37.83 69.7 (M:69.7) 2 1 0

K.LSPITYPQGLAL

AK.E Dimethyl: 1, 14

8550 true 2561 1528.7264 1527.7152 1 2.56 180.04 36.17 27.8 (M:27.8) 2 1 0

K.MSSYAFFVQTC

R.E

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

8551 true 1645 1528.7535 1527.7392 1 4.62 204.3 31.33 52.1 (M:52.1) 1 1 1

K.GDKFVMQEEFS

R.D Dimethyl: 1, 3

8552 true 2449 1528.7781 1527.7809 1 -6.62 157.74 32.5 46.2 (M:46.2) 1 1 0

K.HPDASVNFSEF

SK.K Dimethyl:2H(4): 1, 13



8553 false 2973 1528.7922 1527.8195 1 -22.62 197.15 37 20.8 (M:20.8) 1 2 1

R.VVDSLDQHDG

QKK.Y Dimethyl:2H(4): 12; Dimethyl: 13

8554 true 2973 1528.7922 1527.7789 1 3.91 196.46 37 44.6 (M:44.6) 2 1 0

R.SPTPMMTLQLP

ER.C Dimethyl: 1

8555 true 2811 1528.8086 1527.8024 1 -0.68 159.71 42.5 83.2 (M:83.2) 1 1 0

R.FDGLLGFPGGF

VDR.R Dimethyl:2H(4): 1

8556 true 805 1528.8377 1527.8133 1 11.24 153.51 26.83 42.7 (M:42.7) 1 1 1

R.DNANAATEEFV

KR.A Dimethyl:2H(4): 1, 12

8557 true 3496 1528.9105 1527.8922 1 7.15 169.68 41 79.3 (M:79.3) 2 1 0

K.SLELNPSNAVAL

LR.K Dimethyl:2H(4): 1

8558 true 2760 1529.6948 1528.6836 1 2.54 98.92 39.33 40.8 (M:40.8) 5 1 0

M.SIMSYNGGAV

MAMR.G Acetyl: 1

8559 true 2588 1529.7497 1528.7344 1 5.22 195.49 34.17 37.1 (M:37.1) 1 1 0

K.YEMFAQTLQQS

R.G Dimethyl: 1



8560 true 1463 1529.7748 1528.7824 1 -9.69 138.02 30.33 51.4 (M:51.4) 1 1 0

K.FLDEHPGGEEV

LR.E Dimethyl:2H(4): 1

8561 true 1217 1529.7862 1528.7795 1 -0.42 149.15 28.67 34.0 (M:34.0) 1 1 0

K.SYCAEIAHNVSS

K.N

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 13

8562 false 855 1529.8657 1528.8613 1 -1.89 123.84 25.33 17.0 (M:17.0) 1 2 1

K.LIERFSPVQQEK

.L Dimethyl: 1, 12

8563 true 4088 1529.8974 1528.8899 1 0.16 176.51 46.17 32.6 (M:32.6) 1 1 0

K.TVLIMELINNVA

K.A Oxidation: 5; Dimethyl: 1, 13

8564 true 1479 1530.7651 1529.7483 1 6.21 189.41 28.17 58.4 (M:58.4) 2 1 0

K.LHYCVSCAIHSK

.V

Carbamidomethyl: 4, 7; Dimethyl: 1, 

12

8565 true 422 1530.7762 1529.7813 1 -8.11 77.04 24.67 51.6 (M:51.6) 1 1 1

K.QFKGDEEEETV

R.H Dimethyl:2H(4): 1, 3

8566 true 2147 1530.8035 1529.8202 1 -15.68 103.71 34.83 15.8 (M:15.8) 1 1 0

K.NAGLAFIELVNE

GR.L Dimethyl: 1



8567 true 25 1530.8122 1529.8113 1 -4.17 137.56 21.17 43.0 (M:43.0) 1 1 1

R.RVEHHDHAVVS

GR.L Dimethyl:2H(4): 1

8568 true 2573 1530.8162 1529.8028 1 4.01 184.04 40.67 96.9 (M:96.9) 2 1 0

R.ISTFINELDSGFR

.L Dimethyl:2H(4): 1

8569 true 1902 1530.8295 1529.814 1 5.36 221.29 32.17 94.7 (M:94.7) 1 1 0

K.QADLYISEGLHP

R.I Dimethyl:2H(4): 1

8570 true 1091 1530.8371 1529.7999 1 19.53 173.34 28.5 63.6 (M:63.6) 1 1 1

K.KDYEEIGPSICR.

H

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 1

8571 true 38 1530.8411 1529.8289 1 3.18 187.75 22.83 87.2 (M:87.2) 1 1 0

K.TATPQQAQEV

HEK.L Dimethyl:2H(4): 1, 13

8572 true 4027 1530.8921 1529.8767 1 5.27 194.55 45.17 33.6 (M:33.6) 2 1 0

R.LNTDPMLLQFF

K.S Dimethyl:2H(4): 1, 12

8573 false 4027 1530.8921 1529.8854 1 -0.41 211.5 45.17 16.6 (M:16.6) 1 2 1

R.IDIDPEETVKAL

K.E Dimethyl:2H(4): 13; Dimethyl: 10



8574 true 3264 1530.9136 1529.9091 1 -1.83 278.7 39.67 122.3 (M:122.3) 4 1 1

K.TVTAMDVVYAL

KR.Q Dimethyl:2H(4): 1, 12

8575 true 1379 1531.8161 1530.8126 1 -2.49 117.84 29.83 72.3 (M:72.3) 1 1 0

R.TATTVEHLAIQC

R.S

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

8576 false 2793 1531.8205 1530.7903 1 14.99 150.4 42.5 16.2 (M:16.2) 1 2 1

K.LPKNEPQNAPG

GPGR.N

8577 true 2793 1531.8205 1530.8116 1 1.08 224.39 42.5 99.7 (M:99.7) 1 1 0

K.GTPLEITLPFEM

R.R Dimethyl: 1

8578 false 1340 1531.846 1530.8668 1 -18.3 227.42 31 16.1 (M:16.1) 1 2 1

K.QEAKTQQELLQ

R.C Dimethyl:2H(4): 1; Dimethyl: 4

8579 true 1340 1531.846 1530.8428 1 -2.67 214.79 31 66.6 (M:66.6) 3 1 0

K.CPNLTHLNLSG

NK.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 13

8580 true 1132 1531.8461 1530.8076 1 20.43 213.73 28 28.7 (M:28.7) 1 1 0

K.AQVEKPSSEML

TR.C Dimethyl: 1, 5



8581 false 2375 1531.8483 1530.8042 1 24.06 236.28 38.83 19.5 (M:19.5) 1 2 1

K.TGPFEDLKENLI

R.E

8582 true 2375 1531.8483 1530.8406 1 0.31 200.86 38.83 61.2 (M:61.2) 1 1 0

K.LYDNLLEQNLIR.

V Dimethyl: 1

8583 true 1473 1531.8672 1530.8406 1 12.59 200.8 29.83 73.9 (M:73.9) 1 1 0

R.FLEQQNQVLQT

K.W Dimethyl: 1, 12

8584 true 1473 1531.8672 1530.8406 1 12.59 200.8 29.83 73.9 (M:73.9) 1 1 0

R.FLEQQNQVLQT

K.W Dimethyl: 1, 12

8585 true 1118 1531.9307 1530.9134 1 6.55 118.62 28.17 39.9 (M:39.9) 1 1 1

K.KQEPVLLHQEV

K.Q Dimethyl: 1, 1, 12

8586 true 192 1532.7444 1531.7366 1 0.33 107.9 23.17 64.0 (M:64.0) 1 1 1

K.LEEAEKAADESE

R.G Dimethyl: 1, 6

8587 true 556 1532.7635 1531.7569 1 -0.46 181.94 26.33 35.5 (M:35.5) 1 1 0

K.QEYDEAGPSIV

HR.K Dimethyl:2H(4): 1



8588 false 751 1532.7985 1531.7631 1 18.4 300.5 26.17 15.4 (M:15.4) 1 3 0

R.SADPFLQVSND

LAR.A

8589 true 2986 1532.8287 1531.804 1 11.38 239.35 37.5 67.5 (M:67.5) 2 1 0

R.SPTPMMTLQLP

ER.C Dimethyl:2H(4): 1

8590 true 2754 1532.8301 1531.8448 1 -14.31 144.57 41.67 33.8 (M:33.8) 1 1 0

R.EAEYFMLPELV

K.M Dimethyl:2H(4): 1, 12

8591 false 2754 1532.8301 1531.799 1 15.56 143.34 41.67 29.3 (M:29.3) 1 2 0

K.LICCDILDVLDK.

H

Carbamidomethyl: 3, 4; Dimethyl: 1, 

12

8592 true 3999 1532.8451 1531.8382 1 -0.25 178.39 44.67 40.4 (M:40.4) 1 1 0

R.FENMPAAFIG

MLK.G Dimethyl:2H(4): 1, 13

8593 true 2622 1532.8656 1531.861 1 -1.71 166.13 35.17 27.0 (M:27.0) 1 1 1

R.ATAPFLLETTEK

R.Y Dimethyl: 1, 12

8594 true 1509 1533.7434 1532.726 1 6.65 175.01 30.5 39.7 (M:39.7) 1 1 0

K.QYYIGEIHPDDR

.K Dimethyl: 1



8595 false 2589 1533.773 1532.7722 1 -4.24 228.01 34.17 15.8 (M:15.8) 1 2 0

K.TGQEVVFVAEP

DSK.N Dimethyl: 14

8596 true 2589 1533.773 1532.7595 1 4.06 213.54 34.17 26.0 (M:26.0) 1 1 0

K.YEMFAQTLQQS

R.G Dimethyl:2H(4): 1

8597 true 864 1533.7832 1532.7657 1 6.63 123.53 28 52.6 (M:52.6) 1 1 0

K.IHVSYQESQQM

K.I Dimethyl: 1, 12

8598 false 864 1533.7832 1532.8071 1 -20.38 26.27 28 17.0 (M:17.0) 1 2 1

R.IGERAHPYACSL

K.Q

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

8599 true 2470 1533.7947 1532.7617 1 16.76 132.59 34.67 38.3 (M:38.3) 1 1 0

R.QSNASQTLCDII

R.L Carbamidomethyl: 9; Dimethyl: 1

8600 true 1878 1533.8307 1532.8133 1 6.6 192.42 32.5 54.5 (M:54.5) 1 1 0

K.AQLAEVMPSP

HGIR.V Dimethyl: 1

8601 true 1187 1533.8414 1532.869 1 -22.76 196.44 28 18.1 (M:18.1) 1 1 1

K.AVTEKDLGNGY

FK.E Dimethyl:2H(4): 1, 13; Dimethyl: 5



8602 true 549 1534.721 1533.71 1 2.41 168.54 25.33 57.3 (M:57.3) 1 1 0

K.EAYPDHTQFDQ

K.D Dimethyl: 1, 12

8603 true 1768 1534.7355 1533.7212 1 4.55 182.87 31.5 46.6 (M:46.6) 1 1 0

K.AQHPDYSFGEL

SR.L Dimethyl: 1

8604 true 1852 1534.7754 1533.7827 1 -9.52 131.79 29.67 17.5 (M:17.5) 1 1 1

K.FYEEVHELERK.

Y Dimethyl: 1, 11

8605 true 2384 1534.7818 1533.761 1 8.81 161.87 34.33 20.5 (M:20.5) 1 1 0

K.QLFMTPNSDLA

NR.S Dimethyl: 1

8606 true 333 1534.7909 1533.8049 1 -13.84 243.1 25 28.4 (M:28.4) 1 1 0

K.ASTEGVAIQGQ

QGTR.L Dimethyl:2H(4): 1

8607 true 3411 1534.8155 1533.7973 1 7.07 193.73 39.67 46.4 (M:46.4) 2 1 0

R.AQFEQLCAALL

SR.V Carbamidomethyl: 7; Dimethyl: 1

8608 true 1281 1534.8279 1533.8039 1 10.88 115.41 29.33 16.7 (M:16.7) 1 1 1

K.NLTPTKDYEELR

.T Dimethyl: 1, 6



8609 true 2744 1534.8606 1533.8453 1 5.24 142.38 42 36.9 (M:36.9) 1 1 0

K.NAGLAFIELVNE

GR.L Dimethyl:2H(4): 1

8610 true 2249 1534.9732 1533.9594 1 4.27 182.48 35 86.4 (M:86.4) 4 1 1

R.KTVTAMDVVY

ALK.R Dimethyl:2H(4): 1, 1, 13

8611 true 1410 1535.741 1534.7515 1 -11.56 189.96 29.83 20.0 (M:20.0) 1 1 1

R.DLDELSRYPEDK

.I Dimethyl: 1, 12

8612 true 268 1535.7883 1534.7802 1 0.52 148.18 23.83 84.7 (M:84.7) 1 1 0

K.YHTINGHNCEV

K.K

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 12

8613 true 491 1535.8248 1534.8377 1 -13.17 174.93 25.33 73.8 (M:73.8) 2 1 0

K.NPAAQQQLVQ

SCK.V

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 13

8614 true 1133 1535.8341 1534.8253 1 1 177.54 27.83 23.6 (M:23.6) 1 1 0

K.AAGGGTVVEN

TTTGIR.R Dimethyl:2H(4): 1

8615 true 2319 1535.8411 1534.8657 1 -20.76 202.78 38.83 67.6 (M:67.6) 1 1 0

K.LYDNLLEQNLIR.

V Dimethyl:2H(4): 1



8616 true 3137 1535.8629 1534.8467 1 5.79 248.08 39.17 48.4 (M:48.4) 1 1 0

K.GGSEQVVALLH

EIR.D Dimethyl: 1

8617 false 2913 1535.9532 1534.9459 1 0.03 192.02 43.5 19.1 (M:19.1) 1 2 0

K.QLLLSFKPVMQ

K.F

Dimethyl:2H(4): 7; Oxidation: 10; 

Dimethyl: 1, 12

8618 true 2913 1535.9532 1534.9334 1 8.12 204.53 43.5 72.4 (M:72.4) 1 1 0

K.IQLLDLPGIIEGA

K.D Dimethyl: 1, 14

8619 true 2521 1535.9685 1534.9574 1 2.5 233.48 36 98.9 (M:98.9) 2 1 0

K.LSPITYPQGLAL

AK.E Dimethyl:2H(4): 1, 14

8620 true 116 1536.6354 1535.6245 1 2.31 151.85 23.67 32.2 (M:32.2) 1 1 0

R.DAMEQCHNYN

AR.L Carbamidomethyl: 6; Dimethyl: 1

8621 true 1972 1536.756 1535.7493 1 -0.36 235.06 31.5 26.8 (M:26.8) 1 1 0

R.VHMFEAHSDYI

R.C Dimethyl:2H(4): 1

8622 false 1417 1536.7645 1535.763 1 -3.79 200.05 29.83 25.4 (M:25.4) 1 2 0

R.ASQNSHGDFSI

SVR.H Dimethyl:2H(4): 1



8623 true 1367 1536.7701 1535.7766 1 -9 192.05 30.17 54.2 (M:54.2) 2 1 0

R.QGQGQLVTCS

GAFK.E Carbamidomethyl: 9; Dimethyl: 1, 14

8624 true 1436 1536.7938 1535.7894 1 -1.85 194.67 31.33 39.8 (M:39.8) 1 1 1

K.GDKFVMQEEFS

R.D Dimethyl:2H(4): 1, 3

8625 true 2248 1536.8259 1535.7956 1 14.98 144.4 37.33 26.6 (M:26.6) 1 1 0

K.LQLEETMPSPF

GR.R Dimethyl:2H(4): 1

8626 true 2280 1536.8587 1535.8861 1 -22.54 160.16 31.67 15.8 (M:15.8) 1 1 0

R.LEGVEGVAHIID

PK.A Dimethyl:2H(4): 1; Dimethyl: 14

8627 true 1409 1537.7691 1536.7511 1 6.97 227.29 30.5 59.8 (M:59.8) 1 1 0

K.QYYIGEIHPDDR

.K Dimethyl:2H(4): 1

8628 true 1998 1537.783 1536.7685 1 4.72 212.21 32.67 58.2 (M:58.2) 1 1 0

R.EHQISPGDFPN

LR.K Dimethyl: 1

8629 true 2471 1537.79 1536.7868 1 -2.66 156.83 34.67 27.5 (M:27.5) 1 1 0

R.QSNASQTLCDII

R.L

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1



8630 true 1316 1537.836 1536.826 1 1.75 145.12 32.67 77.1 (M:77.1) 2 1 0

R.NLSLVPPAAPSS

GSGR.S Dimethyl: 1

8631 false 1316 1537.836 1536.8446 1 -10.37 163.61 32.67 16.4 (M:16.4) 1 2 0

K.AISALVPQGGP

VLCR.D Carbamidomethyl: 14

8632 true 1879 1537.853 1536.8384 1 4.76 222.72 32.5 60.9 (M:60.9) 1 1 0

K.AQLAEVMPSP

HGIR.V Dimethyl:2H(4): 1

8633 true 4089 1537.9464 1536.9401 1 -0.61 155.24 46.17 41.6 (M:41.6) 1 1 0

K.TVLIMELINNVA

K.A Dimethyl:2H(4): 1, 13; Oxidation: 5

8634 true 1769 1538.7618 1537.7463 1 5.31 262.91 31.5 33.0 (M:33.0) 1 1 0

K.AQHPDYSFGEL

SR.L Dimethyl:2H(4): 1

8635 true 1054 1538.7714 1537.746 1 11.79 215.05 27.83 73.5 (M:73.5) 1 1 0

R.VCHAHPTVSEA

FR.E Carbamidomethyl: 2; Dimethyl: 1

8636 true 117 1538.7834 1537.7559 1 13.13 137.66 23 21.0 (M:21.0) 1 1 0

R.LGGGGVPPGA

MEPAER.A Oxidation: 11; Dimethyl: 1



8637 true 2649 1538.7973 1537.7827 1 4.76 210.2 34.5 15.2 (M:15.2) 1 1 0

K.FNSLNELVDYH

R.S Dimethyl:2H(4): 1

8638 true 3412 1538.842 1537.8225 1 7.99 241.4 39.67 48.7 (M:48.7) 2 1 0

R.AQFEQLCAALL

SR.V

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8639 false 3222 1538.8535 1537.8286 1 11.41 194.27 40 25.9 (M:25.9) 2 2 0

R.VQELGHGCAAL

VTK.A Carbamidomethyl: 8; Dimethyl: 1, 14

8640 true 2697 1538.8591 1537.8538 1 -1.31 211.57 37.33 42.0 (M:42.0) 2 1 1

K.TVTAMDVVYAL

KR.Q Oxidation: 5; Dimethyl: 1, 12

8641 false 2322 1538.8686 1537.898 1 -23.88 156.58 35.33 19.8 (M:19.8) 1 2 1

K.LAQAEAAGLHK

VFK.L Dimethyl: 1, 14

8642 true 2607 1538.8795 1537.879 1 -4.36 172.23 40 24.1 (M:24.1) 1 1 1

R.KTVTAMDVVY

ALK.R Oxidation: 6; Dimethyl: 1, 1, 13

8643 true 3723 1538.8806 1537.8956 1 -14.44 170.79 41 22.6 (M:22.6) 1 1 1

K.VSILESLDKWER

.L Dimethyl:2H(4): 1, 9



8644 false 3723 1538.8806 1537.8575 1 10.29 209.11 41 16.9 (M:16.9) 1 2 1

R.TLADVIMEKITE

K.Q Dimethyl:2H(4): 9; Oxidation: 7

8645 false 3723 1538.8806 1537.8964 1 -15 198.44 41 15.7 (M:15.7) 1 3 1

K.AAPGYHMAKM

IIK.L

Dimethyl:2H(4): 1, 9; Oxidation: 7; 

Dimethyl: 13

8646 true 3614 1538.9342 1537.9192 1 5.01 121.74 43.5 21.5 (M:21.5) 1 1 0

K.NVIVLQTVLQE

VR.N Dimethyl: 1

8647 true 3354 1538.9632 1537.941 1 9.71 145.53 40.67 35.5 (M:35.5) 2 1 1

R.KDHPFGFVAVP

TK.N Dimethyl:2H(4): 1, 1, 13

8648 true 1994 1539.7685 1538.7729 1 -7.6 155.29 34 41.3 (M:41.3) 1 1 0

K.FGEAISYQQLAE

R.A Dimethyl: 1

8649 true 2561 1539.8126 1538.7735 1 20.67 149.36 33.17 58.5 (M:58.5) 1 90.98 1 1

R.VKEGMNVVEA

MER.C Dimethyl:2H(4): 1; Oxidation: 5

8650 true 346 1539.8129 1538.8277 1 -14.38 179.47 24.67 26.0 (M:26.0) 1 1 1

R.RGSQGQELKPA

GQR.S Dimethyl: 9



8651 true 2122 1539.8132 1538.8242 1 -11.91 113.09 35.33 18.6 (M:18.6) 1 1 0

R.VLNVTNLEFSDT

R.M Dimethyl:2H(4): 1

8652 true 2320 1539.8224 1538.8031 1 7.81 155.27 38.33 47.0 (M:47.0) 1 1 0

K.FGLTPEQFGEN

LR.D Dimethyl:2H(4): 1

8653 true 1799 1539.843 1538.8569 1 -13.75 101.09 30.17 28.5 (M:28.5) 2 1 0

K.LTQVLNTHYVA

PR.R Dimethyl: 1

8654 true 1283 1539.8807 1538.8908 1 -11.29 156.62 29.5 33.1 (M:33.1) 2 1 0

R.FLEQQNQVLQT

K.W Dimethyl:2H(4): 1, 12

8655 true 1283 1539.8807 1538.8908 1 -11.29 156.62 29.5 33.1 (M:33.1) 2 1 0

R.FLEQQNQVLQT

K.W Dimethyl:2H(4): 1, 12

8656 true 3103 1539.8841 1538.8718 1 3.25 211.2 39.17 93.3 (M:93.3) 1 1 0

K.GGSEQVVALLH

EIR.D Dimethyl:2H(4): 1

8657 true 3346 1539.8973 1538.8821 1 5.19 161.9 41.5 33.2 (M:33.2) 2 1 0

R.AIPLAIFQAEPS

VR.K Dimethyl: 1



8658 true 3539 1539.9404 1538.9312 1 1.24 156.29 47.83 42.0 (M:42.0) 2 1 0

K.LLNPFSVPNLYA

K.L Dimethyl:2H(4): 1, 13

8659 true 117 1540.6671 1539.6497 1 6.61 273.28 23.67 46.3 (M:46.3) 1 1 0

R.DAMEQCHNYN

AR.L

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

8660 true 2765 1540.6846 1539.685 1 -4.99 149.16 35.17 63.1 (M:63.1) 3 1 0

K.MSSYAYFVQTC

R.E Carbamidomethyl: 11; Dimethyl: 1

8661 false 2914 1540.7008 1539.685 1 5.53 127.19 38.67 20.4 (M:20.4) 2 2 0

K.MSSYAFFVQTC

R.E

Carbamidomethyl: 11; Oxidation: 1; 

Dimethyl: 1

8662 true 896 1540.7224 1539.7075 1 4.93 151.42 27.33 60.7 (M:60.7) 2 1 0

K.FHCPHCDTVIA

R.K Carbamidomethyl: 3, 6; Dimethyl: 1

8663 true 2579 1540.7715 1539.7719 1 -4.98 195.23 39.83 32.4 (M:32.4) 1 1 0

K.DAEGILEDLQSY

R.G Dimethyl:2H(4): 1

8664 true 2914 1540.7901 1539.7973 1 -9.44 179.34 43.5 36.2 (M:36.2) 1 1 0

K.IYDEFPEFALLR.

K Dimethyl: 1



8665 true 379 1540.7969 1539.7893 1 0.24 209.85 25.17 94.4 (M:94.4) 1 1 0

R.NIIHGSDSVESA

QK.E Dimethyl: 1, 14

8666 true 160 1540.797 1539.7868 1 1.92 134.42 23.17 33.0 (M:33.0) 1 1 1

K.LEEAEKAADESE

R.G Dimethyl:2H(4): 1, 6

8667 true 2310 1540.8129 1539.8185 1 -8.35 183.49 31.83 66.1 (M:66.1) 1 1 1

K.SALGFEYKGEVE

K.H Dimethyl: 1, 8, 13

8668 true 2460 1540.8819 1539.8733 1 0.87 179.49 33.67 15.3 (M:15.3) 1 1 1

K.RIENLEQLQTLR

.E Dimethyl: 1

8669 true 2623 1540.9212 1539.9112 1 1.76 242.49 35.17 56.3 (M:56.3) 1 1 1

R.ATAPFLLETTEK

R.Y Dimethyl:2H(4): 1, 12

8670 true 3645 1540.9288 1539.9025 1 12.38 178.67 44 62.5 (M:62.5) 2 1 0

K.ALDTVLFGPPLL

TR.H Dimethyl: 1

8671 true 1512 1541.69 1540.6803 1 1.6 299.77 29.67 80.5 (M:80.5) 1 1 0

K.CYSCGEFGHIQ

K.D

Carbamidomethyl: 1, 4; Dimethyl: 1, 

12



8672 true 199 1541.7173 1540.7118 1 -1.15 253.34 23.83 25.6 (M:25.6) 1 1 0

R.ESNLSNSQSTY

QR.R Dimethyl: 1

8673 true 1679 1541.7485 1540.7483 1 -4.6 206.38 31.5 30.1 (M:30.1) 1 1 1 K.DLFPYEECKEK.F

Carbamidomethyl: 8; Dimethyl: 1, 9, 

11

8674 true 2360 1541.7702 1540.7773 1 -9.35 92.1 37.67 17.9 (M:17.9) 1 1 0 K.TIISYIDEQFER.Y Dimethyl: 1

8675 true 1999 1541.8 1540.7936 1 -0.58 264.34 32.67 90.0 (M:90.0) 1 1 0

R.EHQISPGDFPN

LR.K Dimethyl:2H(4): 1

8676 false 2025 1541.8122 1540.8348 1 -19.41 284.35 33.83 16.8 (M:16.8) 1 3 1

R.KDVEVESVQPA

EK.T Dimethyl: 1, 1, 13

8677 true 2025 1541.8122 1540.8097 1 -3.09 191.95 33.83 87.0 (M:87.0) 1 1 0

R.GVVDSEDLPLNI

SR.E Dimethyl: 1

8678 true 562 1541.8191 1540.797 1 9.61 163.04 25.33 17.0 (M:17.0) 1 1 1

R.LGHAEQKDEM

VPR.L Dimethyl:2H(4): 1



8679 true 1317 1541.8609 1540.8511 1 1.61 203.96 32.5 89.5 (M:89.5) 2 1 0

R.NLSLVPPAAPSS

GSGR.S Dimethyl:2H(4): 1

8680 true 3154 1541.9029 1540.8647 1 20.05 187.21 39.17 21.7 (M:21.7) 1 1 0

K.ATAATAALQA

MGLVPK.E Dimethyl: 16

8681 true 1055 1542.7924 1541.7711 1 9.08 190.51 27.83 66.8 (M:66.8) 1 1 0

R.VCHAHPTVSEA

FR.E

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

8682 true 2402 1542.7939 1541.7766 1 6.5 147.37 39 64.0 (M:64.0) 1 1 0

R.GFAFVTFESPA

DAK.D Dimethyl: 1, 14

8683 true 2550 1542.7977 1541.766 1 15.8 153.28 35 31.9 (M:31.9) 1 1 0

R.GHLCPFDTGLIE

R.N Carbamidomethyl: 4; Dimethyl: 1

8684 true 2735 1542.8041 1541.7929 1 2.58 146.12 34.33 26.7 (M:26.7) 1 1 0

R.HQDFFQPPLPE

R.K Dimethyl:2H(4): 1

8685 true 1821 1542.8306 1541.833 1 -6.24 108.69 29.67 31.7 (M:31.7) 1 1 1

K.FYEEVHELERK.

Y Dimethyl:2H(4): 1, 11



8686 true 1283 1542.8745 1541.8541 1 8.49 125.15 29.33 25.6 (M:25.6) 1 1 1

K.NLTPTKDYEELR

.T Dimethyl:2H(4): 1, 6

8687 true 1344 1542.9292 1541.9181 1 2.49 152.35 29.5 75.6 (M:75.6) 2 1 0

K.KPLPDHVSIVEP

K.E Dimethyl: 1, 1, 13

8688 true 3406 1542.9347 1541.9041 1 15.16 134.32 42.67 23.0 (M:23.0) 1 1 1

R.KTVTAMDVVY

ALK.R

Dimethyl:2H(4): 13; Oxidation: 6; 

Dimethyl: 1, 1

8689 true 3599 1542.9762 1541.9443 1 15.95 133.21 43.5 56.0 (M:56.0) 1 1 0

K.NVIVLQTVLQE

VR.N Dimethyl:2H(4): 1

8690 true 1431 1543.7129 1542.7072 1 -1.02 212.7 29.17 50.1 (M:50.1) 1 1 0

K.HAEMVHAGFM

TER.S Dimethyl: 1

8691 true 732 1543.7571 1542.7638 1 -9.02 116.32 26.17 42.1 (M:42.1) 1 1 0

R.LNQIGVENTEE

NR.R Dimethyl: 1

8692 true 2069 1543.7942 1542.7732 1 8.89 173.44 33.5 54.4 (M:54.4) 1 1 0

K.IWHHTFYNELR.

V Dimethyl: 1



8693 true 2069 1543.7942 1542.7732 1 8.89 173.44 33.5 54.4 (M:54.4) 1 1 0

K.IWHHTFYNELR.

V Dimethyl: 1

8694 true 2069 1543.7942 1542.7732 1 8.89 173.44 33.5 54.4 (M:54.4) 1 1 0

K.IWHHTFYNELR.

V Dimethyl: 1

8695 true 1981 1543.8009 1542.798 1 -2.85 214.35 34 54.5 (M:54.5) 1 1 0

K.FGEAISYQQLAE

R.A Dimethyl:2H(4): 1

8696 true 2055 1543.8369 1542.8307 1 -0.67 132.7 33.33 36.1 (M:36.1) 1 1 0

R.VFVDALPHVPE

HR.R Dimethyl: 1

8697 true 2216 1543.837 1542.8116 1 11.76 155.24 37 54.2 (M:54.2) 1 1 0

K.GFLGPEQLPECL

K.G

Carbamidomethyl: 11; Dimethyl: 1, 

13

8698 true 2435 1543.8397 1542.8145 1 11.62 213.84 37 28.7 (M:28.7) 1 1 0

K.WYAPECILYHK.

F

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 11

8699 true 3231 1543.8714 1542.8468 1 11.2 163.89 40.17 18.4 (M:18.4) 1 1 1

R.KFCGLPQPYDV

R.S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 1



8700 true 1738 1543.8857 1542.882 1 -2.33 151.93 30.33 23.8 (M:23.8) 2 1 0

K.LTQVLNTHYVA

PR.R Dimethyl:2H(4): 1

8701 true 3347 1543.9269 1542.9072 1 8.05 177.62 41.5 15.7 (M:15.7) 1 1 0

R.AIPLAIFQAEPS

VR.K Dimethyl:2H(4): 1

8702 true 2914 1543.9934 1542.9836 1 1.63 162.82 43.5 36.0 (M:36.0) 1 1 0

K.IQLLDLPGIIEGA

K.D Dimethyl:2H(4): 1, 14

8703 true 2736 1544.7146 1543.7101 1 -1.79 158.48 35 91.2 (M:91.2) 3 1 0

K.MSSYAYFVQTC

R.E

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

8704 true 201 1544.7204 1543.6804 1 21.2 112.94 24 17.8 (M:17.8) 1 1 0

R.QSYGEGPHYGE

HR.D Dimethyl: 1

8705 false 2589 1544.7302 1543.7101 1 8.26 153.87 38.67 30.1 (M:30.1) 2 2 0

K.MSSYAFFVQTC

R.E

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1; Oxidation: 1

8706 true 515 1544.7392 1543.7267 1 3.41 213.88 25.67 100.1 (M:100.1) 6 1 0

K.QEYDESGPSIVH

R.K Dimethyl: 1



8707 true 515 1544.7392 1543.7267 1 3.41 213.88 25.67 100.1 (M:100.1) 6 1 0

K.QEYDESGPSIVH

R.K Dimethyl: 1

8708 true 897 1544.746 1543.7326 1 3.99 124.52 27.33 80.9 (M:80.9) 2 1 0

K.FHCPHCDTVIA

R.K

Carbamidomethyl: 3, 6; 

Dimethyl:2H(4): 1

8709 true 1804 1544.7877 1543.8181 1 -24.38 158.4 31 21.3 (M:21.3) 1 1 0

K.CEHDPHVLLAV

AK.L Carbamidomethyl: 1; Dimethyl: 1, 13

8710 true 117 1544.8112 1543.8358 1 -20.67 176.04 23.17 15.2 (M:15.2) 1 1 1

R.QEKFGTGGALV

PER.T Dimethyl: 1, 3

8711 true 1646 1544.8149 1543.7995 1 5.31 187.84 31.17 50.5 (M:50.5) 1 1 0

K.LPAENVQVNFT

ER.S Dimethyl: 1

8712 true 1883 1544.818 1543.8107 1 0.04 167.57 31.17 20.0 (M:20.0) 1 1 0

R.RPQTDQAVEGF

IR.D Dimethyl: 1

8713 true 1695 1544.8294 1543.8268 1 -3.03 123.14 29.67 39.1 (M:39.1) 1 1 0

R.QGQGQLVTCS

GAFK.E

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 14



8714 true 2114 1544.8296 1543.828 1 -3.64 141.98 34.33 20.0 (M:20.0) 1 1 1

R.KIAELMPGASG

AEVK.G Oxidation: 6; Dimethyl: 15

8715 true 2915 1544.8338 1543.8224 1 2.65 122.2 43.5 50.3 (M:50.3) 1 1 0

K.IYDEFPEFALLR.

K Dimethyl:2H(4): 1

8716 true 1140 1544.8973 1543.8922 1 -1.42 167.34 26.83 17.3 (M:17.3) 1 1 0

R.QTAQQIVSHVQ

NK.G Dimethyl:2H(4): 1, 13

8717 true 2461 1544.908 1543.8984 1 1.52 280.84 33.67 48.5 (M:48.5) 1 1 1

K.RIENLEQLQTLR

.E Dimethyl:2H(4): 1

8718 true 3637 1544.9519 1543.9276 1 11.04 217.11 44 34.9 (M:34.9) 2 1 0

K.ALDTVLFGPPLL

TR.H Dimethyl:2H(4): 1

8719 true 200 1545.7439 1544.7369 1 -0.16 186.79 23.83 46.3 (M:46.3) 2 1 0

R.ESNLSNSQSTY

QR.R Dimethyl:2H(4): 1

8720 true 45 1545.746 1544.7406 1 -1.16 141.14 22.17 43.9 (M:43.9) 1 1 0

R.VHSGEKPYQCE

R.C Carbamidomethyl: 10; Dimethyl: 1, 6



8721 true 2361 1545.7928 1544.8024 1 -10.94 127.67 37.67 29.0 (M:29.0) 1 1 0 K.TIISYIDEQFER.Y Dimethyl:2H(4): 1

8722 true 1157 1545.827 1544.8212 1 -0.93 149.97 31.33 43.6 (M:43.6) 1 1 0

K.APLQGDHNHLF

IR.Q Dimethyl: 1

8723 true 2026 1545.839 1544.8348 1 -1.98 159.58 33.83 70.7 (M:70.7) 1 1 0

R.GVVDSEDLPLNI

SR.E Dimethyl:2H(4): 1

8724 true 3117 1545.8452 1544.8562 1 -11.86 146.43 36.5 21.5 (M:21.5) 1 1 1

K.LRYPVTEELLER.

Y Dimethyl: 1

8725 true 1341 1545.8958 1544.8926 1 -2.68 173.22 29.83 40.0 (M:40.0) 3 1 0

K.YIQQTKPLTLER.

T Dimethyl: 1, 6

8726 true 3908 1545.9271 1544.8967 1 15 213.41 44 42.0 (M:42.0) 1 1 0

R.LLYPPETGLFLV

R.E Dimethyl: 1

8727 true 1439 1546.7134 1545.7133 1 -4.69 93.87 30.17 26.3 (M:26.3) 1 1 0

K.YDPPLEDGAMP

SAR.L Dimethyl: 1



8728 true 174 1546.7778 1545.7648 1 3.68 195.9 23.5 54.6 (M:54.6) 1 1 0

R.TEVDHVVGHQ

GQGR.A Dimethyl: 1

8729 true 1620 1546.7866 1545.7722 1 4.61 224.87 29.83 86.0 (M:86.0) 2 1 0

R.HSSLAGCQIINY

R.T Carbamidomethyl: 7; Dimethyl: 1

8730 true 2551 1546.8171 1545.7912 1 12.09 215.38 35 52.4 (M:52.4) 1 1 0

R.GHLCPFDTGLIE

R.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

8731 true 274 1546.8273 1545.8151 1 3.21 137.94 23 111.2 (M:111.2) 2 1 0

K.STSHQPSPVPP

TQK.V Dimethyl: 1, 14

8732 true 3201 1546.8414 1545.8225 1 7.52 217.06 39.67 62.8 (M:62.8) 1 1 0

K.GSELQLPFQACL

K.V

Carbamidomethyl: 11; Dimethyl: 1, 

13

8733 true 2085 1546.8488 1545.8403 1 0.79 145.13 35 81.4 (M:81.4) 1 1 0

K.IASILEEQFQQG

K.L Dimethyl: 1, 13

8734 true 1278 1546.8919 1545.8789 1 3.71 129.82 28.83 19.7 (M:19.7) 1 1 0

R.VQELGHGCAAL

VTK.A

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 14



8735 true 2250 1546.9152 1545.904 1 2.56 205.02 34.17 73.7 (M:73.7) 4 1 1

K.TVTAMDVVYAL

KR.Q Dimethyl:2H(4): 1, 12; Oxidation: 5

8736 true 1311 1547.7589 1546.7323 1 12.52 231.09 29.17 89.8 (M:89.8) 2 1 0

K.HAEMVHAGFM

TER.S Dimethyl:2H(4): 1

8737 true 2562 1547.7933 1546.7847 1 0.8 181.51 33.33 88.0 (M:88.0) 2 1 1

R.VKEGMNVVEA

MER.C Dimethyl: 1, 2

8738 true 1234 1547.8176 1546.7847 1 16.53 162.98 29 22.3 (M:22.3) 1 1 1

K.LTDCVVMRDP

ASK.R Carbamidomethyl: 4; Dimethyl: 1, 13

8739 true 430 1547.8284 1546.8216 1 -0.33 144.5 23.67 60.2 (M:60.2) 2 1 0

K.QPPTAAGRPVD

ASPR.V Dimethyl: 1

8740 true 2832 1547.842 1546.8395 1 -3.08 168.85 43.33 56.2 (M:56.2) 1 1 0

K.GFAPEAIFDLVG

QK.V Dimethyl: 1, 14

8741 true 2057 1547.8641 1546.8558 1 0.68 95.14 33.33 30.8 (M:30.8) 1 1 0

R.VFVDALPHVPE

HR.R Dimethyl:2H(4): 1



8742 true 237 1548.7468 1547.7055 1 21.94 86.13 24 34.2 (M:34.2) 1 1 0

R.QSYGEGPHYGE

HR.D Dimethyl:2H(4): 1

8743 true 449 1548.7487 1547.7518 1 -6.71 156.29 25.83 99.2 (M:99.2) 6 1 0

K.QEYDESGPSIVH

R.K Dimethyl:2H(4): 1

8744 true 449 1548.7487 1547.7518 1 -6.71 156.29 25.83 99.2 (M:99.2) 6 1 0

K.QEYDESGPSIVH

R.K Dimethyl:2H(4): 1

8745 true 578 1548.8082 1547.7944 1 4.23 203.61 25.67 70.9 (M:70.9) 2 1 0

K.VEQATKPSFES

GGR.R Dimethyl: 1, 6

8746 true 1884 1548.8321 1547.8358 1 -7.11 246.93 31.17 43.9 (M:43.9) 1 1 0

R.RPQTDQAVEGF

IR.D Dimethyl:2H(4): 1

8747 false 1647 1548.8375 1547.8683 1 -24.64 161.72 31.17 17.3 (M:17.3) 1 2 1

R.ASIGMYLVSKYI

R.K Dimethyl:2H(4): 1; Oxidation: 5

8748 true 1647 1548.8375 1547.8246 1 3.62 189.85 31.17 60.1 (M:60.1) 1 1 0

K.LPAENVQVNFT

ER.S Dimethyl:2H(4): 1



8749 true 1803 1548.8466 1547.8308 1 5.5 191.61 31.5 37.1 (M:37.1) 1 1 1

K.DIDKANYVSQA

LR.A Dimethyl: 1, 4

8750 false 424 1548.8477 1547.8469 1 -4.17 201.03 25.17 21.8 (M:21.8) 1 2 1

K.MKAEEQEEHLL

K.V Dimethyl:2H(4): 1, 2

8751 true 424 1548.8477 1547.8395 1 0.61 198.94 25.17 122.8 (M:122.8) 1 1 0

R.NIIHGSDSVESA

QK.E Dimethyl:2H(4): 1, 14

8752 true 2989 1548.9306 1547.9287 1 -3.47 93.57 35.5 37.0 (M:37.0) 1 1 1

R.LAPPLVIKEDEIR

.E Dimethyl: 1, 8

8753 true 1830 1548.9339 1547.9287 1 -1.33 102.11 38.17 49.2 (M:49.2) 2 1 0

K.NALTTLAGPLTP

PVK.H Dimethyl: 1, 15

8754 true 1438 1549.7497 1548.7305 1 7.71 248.45 29.67 77.2 (M:77.2) 1 1 0

K.CYSCGEFGHIQ

K.D

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1, 12

8755 true 564 1549.7995 1548.7896 1 1.68 225.19 25.33 34.5 (M:34.5) 1 1 1

R.SQYEQLAEQNR

K.D Dimethyl: 1, 12



8756 true 1627 1549.8042 1548.797 1 -0.06 157.19 35.33 85.1 (M:85.1) 2 1 0

R.CPNLTYLNLSG

NK.I Carbamidomethyl: 1; Dimethyl: 1, 13

8757 true 1905 1549.8212 1548.8082 1 3.68 214.01 32.5 20.6 (M:20.6) 1 1 0

K.AQLAEVMPSP

HGIR.V Oxidation: 7; Dimethyl: 1

8758 true 881 1549.845 1548.8273 1 6.71 105.65 26.83 28.7 (M:28.7) 1 1 0

R.HAAQIDPHVHL

QR.A Dimethyl: 1

8759 true 1135 1549.8495 1548.8463 1 -2.65 231.93 31.33 66.8 (M:66.8) 1 1 0

K.APLQGDHNHLF

IR.Q Dimethyl:2H(4): 1

8760 true 3909 1549.9482 1548.9218 1 12.36 254.74 44 75.5 (M:75.5) 1 1 0

R.LLYPPETGLFLV

R.E Dimethyl:2H(4): 1

8761 true 1585 1550.8123 1549.7973 1 5.01 249.16 29.83 77.4 (M:77.4) 2 1 0

R.HSSLAGCQIINY

R.T

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8762 true 2403 1550.837 1549.8268 1 1.85 151.93 39 51.4 (M:51.4) 1 1 0

R.GFAFVTFESPA

DAK.D Dimethyl:2H(4): 1, 14



8763 true 2468 1550.8997 1549.8828 1 6.2 150.22 37.33 50.4 (M:50.4) 1 1 0

K.GSALADQLLHL

QTK.D Dimethyl: 1, 14

8764 true 3253 1550.959 1549.9543 1 -1.65 126.46 38.83 76.3 (M:76.3) 3 1 1

R.KTVTAMDVVY

ALK.R Dimethyl:2H(4): 1, 1, 13; Oxidation: 6

8765 true 1157 1551.6998 1550.697 1 -2.87 155.57 28.5 73.6 (M:73.6) 1 1 0

R.ELAGHTGYLSC

CR.F

Carbamidomethyl: 11, 12; Dimethyl: 

1

8766 true 748 1551.7245 1550.7114 1 3.76 210.54 26.67 55.8 (M:55.8) 1 1 0

K.DVTNNVHYENY

R.S Dimethyl: 1

8767 true 159 1551.7589 1550.726 1 16.5 50.52 23.33 25.9 (M:25.9) 1 1 0

R.NMGSHSETAH

TVPR.E Dimethyl: 1

8768 true 163 1551.8262 1550.8053 1 8.78 64.45 23 17.5 (M:17.5) 1 56.24 1 1

K.IQDKEGIPPDQ

QR.L Dimethyl: 1

8769 true 860 1551.8288 1550.8304 1 -5.74 150.04 25.33 37.3 (M:37.3) 1 1 1

K.NLEAQHKELEE

K.R Dimethyl: 1, 7, 12



8770 true 820 1551.8533 1550.8467 1 -0.46 262.69 23.5 71.0 (M:71.0) 2 1 0

K.QPPTAAGRPVD

ASPR.V Dimethyl:2H(4): 1

8771 true 3247 1551.8563 1550.8205 1 18.34 147.47 39.83 18.1 (M:18.1) 1 1 0

K.DIGAAWVILGH

SER.R Dimethyl: 1

8772 true 2217 1551.8893 1550.8618 1 13 193.01 37 27.4 (M:27.4) 1 1 0

K.GFLGPEQLPECL

K.G

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 13

8773 true 2637 1551.915 1550.8933 1 9.28 138.17 40.17 20.2 (M:20.2) 1 1 0

R.QLLAPGNGPGA

FLIR.E Dimethyl: 1

8774 true 2600 1552.7791 1551.7755 1 -2.42 135.43 40.17 39.0 (M:39.0) 1 1 0

R.DAAMFPIQVEF

TR.E Dimethyl: 1

8775 true 1430 1552.8057 1551.7828 1 10.07 211.26 29.67 29.8 (M:29.8) 1 1 0

K.QQMLEQHLQD

VR.K Dimethyl: 1

8776 true 3326 1552.8353 1551.8045 1 15.13 211.5 41 21.8 (M:21.8) 1 1 0

R.VGNLGLATSFF

NER.N Dimethyl: 1



8777 true 2504 1552.8446 1551.8443 1 -4.48 198.85 34 54.8 (M:54.8) 1 1 0

K.TLINAENPPMA

VVR.K Dimethyl: 1

8778 true 2424 1552.8462 1551.8508 1 -7.69 75.78 38.17 15.1 (M:15.1) 1 1 0

R.LENLGIPEEELLR

.Q Dimethyl: 1

8779 true 3263 1552.8704 1551.8807 1 -11.29 216.56 39 66.1 (M:66.1) 3 1 0

K.VVADQIPMLVQ

GVR.G Dimethyl: 1

8780 true 2311 1552.886 1551.8938 1 -9.66 215.1 31.67 79.9 (M:79.9) 1 1 1

K.SALGFEYKGEVE

K.H Dimethyl:2H(4): 1, 8, 13

8781 true 347 1553.7918 1552.8032 1 -11.98 204.66 24.5 16.0 (M:16.0) 1 1 0

R.GVIALCIEDGTI

HR.F Carbamidomethyl: 6

8782 true 46 1553.7987 1552.7908 1 0.41 129.6 22.17 51.1 (M:51.1) 1 1 0

R.VHSGEKPYQCE

R.C

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 6

8783 true 87 1553.8104 1552.8223 1 -12.3 96.97 22 34.4 (M:34.4) 1 1 1

R.HHVLHDQNVD

KR.T Dimethyl: 1, 11



8784 true 1655 1553.8186 1552.8237 1 -7.94 199.29 31.5 32.5 (M:32.5) 1 1 1 K.DLFPYEECKEK.F

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 9, 11

8785 true 1370 1553.823 1552.8348 1 -12.28 148.92 29.83 40.4 (M:40.4) 1 1 0

R.EVGIPPEQSLET

AK.A Dimethyl: 1, 14

8786 false 1739 1553.8242 1552.8249 1 -5.13 176.28 31.33 15.1 (M:15.1) 1 3 1

K.AEEAHKIFEGLG

PK.V Dimethyl: 14

8787 true 806 1553.8436 1552.8337 1 1.71 212.12 26.83 24.4 (M:24.4) 1 1 0

R.IQFKPDDGTTP

DR.I Dimethyl:2H(4): 1, 4

8788 true 882 1553.8629 1552.8524 1 2.06 181.1 26.83 26.8 (M:26.8) 1 1 0

R.HAAQIDPHVHL

QR.A Dimethyl:2H(4): 1

8789 true 1285 1553.8941 1552.8511 1 22.98 210.78 28.33 57.8 (M:57.8) 1 1 0

R.AVASSPEDVVV

VHGR.R Dimethyl:2H(4): 1

8790 true 1342 1553.9484 1552.9428 1 -1.09 196.41 29.83 36.8 (M:36.8) 1 1 0

K.YIQQTKPLTLER.

T Dimethyl:2H(4): 1, 6



8791 true 2859 1554.7004 1553.6789 1 9.15 206 36.5 52.7 (M:52.7) 1 1 0

R.GMEGMPNMG

GFGVSR.M Dimethyl: 1

8792 true 2502 1554.8341 1553.8354 1 -5.53 107.49 36.5 29.3 (M:29.3) 2 1 0

K.EAFPNHLPLYV

AR.L Dimethyl: 1

8793 true 934 1554.8673 1553.8653 1 -3.42 259.69 24.33 68.5 (M:68.5) 2 1 0

K.STSHQPSPVPP

TQK.V Dimethyl:2H(4): 1, 14

8794 true 3223 1554.892 1553.8727 1 7.73 254.86 39.67 42.9 (M:42.9) 2 1 0

K.GSELQLPFQACL

K.V

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 13

8795 true 2086 1554.8962 1553.8905 1 -1.01 187.79 35 42.9 (M:42.9) 1 1 0

K.IASILEEQFQQG

K.L Dimethyl:2H(4): 1, 13

8796 true 3597 1554.9903 1553.9694 1 8.76 208.17 41.17 46.5 (M:46.5) 1 1 0

R.VLLATLSIPITPE

R.T Dimethyl:2H(4): 1

8797 true 1345 1555.0103 1553.9934 1 6.14 215.08 29.5 47.5 (M:47.5) 1 1 0

K.KPLPDHVSIVEP

K.E Dimethyl:2H(4): 1, 1, 13



8798 true 1158 1555.7253 1554.7221 1 -2.63 174.06 28.33 84.3 (M:84.3) 1 1 0

R.ELAGHTGYLSC

CR.F

Carbamidomethyl: 11, 12; 

Dimethyl:2H(4): 1

8799 true 562 1555.7494 1554.7365 1 3.61 288.4 26.67 75.8 (M:75.8) 1 1 0

K.DVTNNVHYENY

R.S Dimethyl:2H(4): 1

8800 true 2249 1555.7666 1554.7501 1 5.95 204.78 37.33 47.4 (M:47.4) 1 1 0

R.LICSAVFGFDEG

GR.L Carbamidomethyl: 3; Dimethyl: 1

8801 true 160 1555.7709 1554.7511 1 8.04 50.45 23.33 29.5 (M:29.5) 1 1 0

R.NMGSHSETAH

TVPR.E Dimethyl:2H(4): 1

8802 true 459 1555.7713 1554.7539 1 6.51 175.03 24.67 49.9 (M:49.9) 1 1 0

R.ITSSTDAFQHQ

HR.V Dimethyl: 1

8803 true 93 1555.8302 1554.8304 1 -4.78 171.86 22.83 47.5 (M:47.5) 2 94.3 1 1

K.IQDKEGIPPDQ

QR.L Dimethyl:2H(4): 1

8804 true 2563 1555.8441 1554.8349 1 1.2 248.89 33.5 102.8 (M:102.8) 3 1 1

R.VKEGMNVVEA

MER.C Dimethyl:2H(4): 1, 2



8805 false 641 1555.8524 1554.8629 1 -11.45 404.86 26 24.0 (M:24.0) 1 84.45 2 1

-

.MSASAVYVLDLK

GK.V Dimethyl:2H(4): 12; Acetyl: 1

8806 true 1235 1555.8622 1554.8349 1 12.82 182.3 28.83 16.8 (M:16.8) 1 1 1

K.LTDCVVMRDP

ASK.R

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 13

8807 true 3226 1555.8658 1554.8456 1 8.29 209.49 39.83 29.3 (M:29.3) 1 1 0

K.DIGAAWVILGH

SER.R Dimethyl:2H(4): 1

8808 true 2562 1555.8928 1554.8713 1 9.1 201.58 35.83 30.6 (M:30.6) 1 1 0

K.TVGLSCVLNIGA

CK.L

Carbamidomethyl: 6, 13; 

Dimethyl:2H(4): 1, 14

8809 true 2892 1555.8999 1554.8897 1 1.87 211.11 43.33 81.0 (M:81.0) 1 1 0

K.GFAPEAIFDLVG

QK.V Dimethyl:2H(4): 1, 14

8810 true 411 1556.7542 1555.7393 1 4.95 111.06 24.5 23.9 (M:23.9) 1 1 0

K.EWNHHINGAT

HGR.R Dimethyl: 1

8811 true 620 1556.7809 1555.7792 1 -3.57 117.61 25.83 31.7 (M:31.7) 1 1 0

R.YVLHCQGTEEE

K.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 12



8812 true 2601 1556.7978 1555.8007 1 -6.51 134.44 40 43.1 (M:43.1) 1 1 0

R.DAAMFPIQVEF

TR.E Dimethyl:2H(4): 1

8813 true 460 1556.8039 1555.7954 1 0.75 151.3 25.5 28.3 (M:28.3) 1 1 0

R.ETANAIVSQQS

PQR.L Dimethyl: 1

8814 true 1321 1556.8097 1555.8079 1 -3.52 184.28 29.67 38.3 (M:38.3) 1 1 0

K.QQMLEQHLQD

VR.K Dimethyl:2H(4): 1

8815 true 260 1556.8238 1555.8206 1 -2.63 103.02 24.17 15.2 (M:15.2) 1 1 0

K.VNEIVETNRPDS

K.N Dimethyl: 1, 13

8816 true 3546 1556.8531 1555.8296 1 10.37 237.9 40.83 112.1 (M:112.1) 2 1 0

R.VGNLGLATSFF

NER.N Dimethyl:2H(4): 1

8817 true 579 1556.8584 1555.8446 1 4.2 206.03 25.67 96.6 (M:96.6) 2 1 0

K.VEQATKPSFES

GGR.R Dimethyl:2H(4): 1, 6

8818 true 2505 1556.869 1555.8694 1 -4.93 206.12 33.83 61.8 (M:61.8) 1 1 0

K.TLINAENPPMA

VVR.K Dimethyl:2H(4): 1



8819 true 2425 1556.8693 1555.8759 1 -8.94 106.87 38.17 51.9 (M:51.9) 1 1 0

R.LENLGIPEEELLR

.Q Dimethyl:2H(4): 1

8820 true 3467 1556.8719 1555.8722 1 -4.86 182.5 39.17 25.5 (M:25.5) 1 1 0

R.DPVQLNLLYVQ

AR.D Dimethyl: 1

8821 true 758 1556.8835 1555.8756 1 0.4 212.58 27 71.4 (M:71.4) 3 1 1

R.RKPDTIEVQQM

K.A Dimethyl: 1, 2, 12

8822 true 758 1556.8835 1555.8756 1 0.4 212.58 27 71.4 (M:71.4) 3 1 1

R.RKPDTIEVQQM

K.A Dimethyl: 1, 2, 12

8823 true 758 1556.8835 1555.8756 1 0.4 212.58 27 71.4 (M:71.4) 3 1 1

R.RKPDTIEVQQM

K.A Dimethyl: 1, 2, 12

8824 true 3075 1556.9003 1555.8934 1 -0.19 111.89 37.5 101.1 (M:101.1) 3 1 0

R.TQNVTAASAIA

NIVK.S Dimethyl: 1, 15

8825 false 2449 1556.9088 1555.8644 1 23.85 212.2 37.67 17.5 (M:17.5) 1 50 2 1

R.KIAELMPGASG

AEVK.G Dimethyl: 1, 15



8826 true 3231 1556.9173 1555.9058 1 2.71 209.92 39 59.7 (M:59.7) 3 1 0

K.VVADQIPMLVQ

GVR.G Dimethyl:2H(4): 1

8827 false 3038 1556.9174 1555.8821 1 18 264.66 39 27.8 (M:27.8) 3 2 1

R.ASEEKLLDLAAL

QK.A Dimethyl: 14

8828 true 381 1557.8431 1556.8398 1 -2.58 251.36 25.5 30.9 (M:30.9) 1 1 1

R.SQYEQLAEQNR

K.D Dimethyl:2H(4): 1, 12

8829 true 1601 1557.8503 1556.8472 1 -2.72 195.88 35.33 90.2 (M:90.2) 2 1 0

R.CPNLTYLNLSG

NK.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 13

8830 true 2705 1557.8735 1556.8562 1 6.43 196.13 41.5 66.7 (M:66.7) 1 1 0

K.EVQLAQIFEPLS

R.S Dimethyl: 1

8831 true 2929 1557.8847 1556.9025 1 -16.14 141.26 34.83 29.2 (M:29.2) 1 1 1

K.QKLELEESLSGIK

.Q Dimethyl: 1, 2, 13

8832 true 3416 1557.886 1556.8596 1 12.26 210.52 41.33 58.9 (M:58.9) 1 1 0

K.NIPMTLELLQTT

R.I Dimethyl: 1



8833 true 2861 1558.7284 1557.704 1 10.98 156.68 36.5 52.9 (M:52.9) 1 1 0

R.GMEGMPNMG

GFGVSR.M Dimethyl:2H(4): 1

8834 true 2374 1558.7363 1557.7351 1 -3.89 112.95 37.67 48.0 (M:48.0) 1 1 0

K.GFGFVDFSSPE

DAK.A Dimethyl: 1, 14

8835 true 3413 1558.7807 1557.7616 1 7.6 214.98 39.83 76.5 (M:76.5) 1 1 0

K.FYGPEGPYGIFA

GR.D Dimethyl: 1

8836 true 1378 1558.8106 1557.7973 1 3.86 184.43 29.5 27.3 (M:27.3) 1 1 0

K.IEQSQQMFQV

HK.E Dimethyl: 1, 12

8837 false 1437 1558.8447 1557.8362 1 0.77 146.22 30.17 15.9 (M:15.9) 1 2 1

R.SEAELNTVLNEK

R.S Dimethyl: 1, 12

8838 true 1892 1558.8657 1557.8627 1 -2.78 97.85 32.17 43.6 (M:43.6) 1 1 0

R.ELQNHLGLSAP

VPR.G Dimethyl: 1

8839 true 2403 1558.8857 1557.8606 1 11.48 138.04 36.5 57.0 (M:57.0) 1 1 0

K.EAFPNHLPLYV

AR.L Dimethyl:2H(4): 1



8840 true 915 1559.7208 1558.7103 1 2.11 156.99 25.67 24.1 (M:24.1) 1 1 1

R.HYDQDYYRDPR

.E Dimethyl:2H(4): 1

8841 true 460 1559.795 1558.779 1 5.58 166 24.67 24.1 (M:24.1) 1 1 0

R.ITSSTDAFQHQ

HR.V Dimethyl:2H(4): 1

8842 true 2250 1559.7993 1558.7752 1 10.8 177.09 37.33 68.4 (M:68.4) 1 1 0

R.LICSAVFGFDEG

GR.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

8843 true 1705 1559.8318 1558.8104 1 9.06 223.68 31.17 63.9 (M:63.9) 1 1 0

K.QIDNPQVALYQ

SR.F Dimethyl: 1

8844 true 2945 1559.8375 1558.8405 1 -6.61 160.1 35.17 52.5 (M:52.5) 1 1 0

K.HLQINQTFEELR

.L Dimethyl:2H(4): 1

8845 true 2798 1559.8491 1558.8355 1 4.03 128.98 35.67 17.4 (M:17.4) 1 1 0

R.GLVVTAYSPLGS

PDR.M Dimethyl: 1

8846 true 1279 1559.8538 1558.8355 1 7.09 123.87 28.83 30.9 (M:30.9) 1 1 0

K.IVIGYQSHADTA

TK.S Dimethyl: 1, 14



8847 true 946 1560.6983 1559.683 1 5.12 157.1 27.83 18.4 (M:18.4) 1 1 1

R.GYDRYEEYDYR.

Y Dimethyl:2H(4): 1

8848 true 2766 1560.7042 1559.705 1 -5.2 149.68 35 17.9 (M:17.9) 2 1 0

K.MSSYAYFVQTC

R.E

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1; Oxidation: 1

8849 false 450 1560.738 1559.7303 1 0.26 147.51 25 18.2 (M:18.2) 1 4 1

R.IWDFLRCHEER.

I Carbamidomethyl: 7

8850 true 450 1560.738 1559.7427 1 -7.68 136.92 25 99.6 (M:99.6) 1 1 0

K.AVTEQGAELSN

EER.N Dimethyl: 1

8851 true 412 1560.7707 1559.7644 1 -0.61 88.81 24.5 18.2 (M:18.2) 1 1 0

K.EWNHHINGAT

HGR.R Dimethyl:2H(4): 1

8852 true 2487 1560.7872 1559.8117 1 -20.33 169.44 38.83 15.6 (M:15.6) 1 1 0

K.TLNDELEIIEGM

K.F Dimethyl: 1, 13

8853 true 565 1560.8324 1559.8205 1 2.94 250.84 25.33 18.7 (M:18.7) 1 1 0

R.ETANAIVSQQS

PQR.L Dimethyl:2H(4): 1



8854 true 2762 1560.8517 1559.8381 1 4.05 205.48 42.17 66.9 (M:66.9) 1 1 0

R.ALQVPVLVEYM

DR.G Dimethyl: 1

8855 true 1710 1560.9209 1559.9399 1 -16.85 193.47 31.67 27.0 (M:27.0) 2 1 1

R.NDKDKPLPPLL

AR.V Dimethyl: 1, 3, 5

8856 true 1784 1561.7443 1560.7355 1 1.01 183.26 32.17 67.3 (M:67.3) 1 1 0

R.GWEEGVAQMS

VGQR.A Dimethyl: 1

8857 true 977 1561.7449 1560.7315 1 3.98 271.52 27.17 37.6 (M:37.6) 1 1 0

K.GSEAGNAQNVI

SACR.S Carbamidomethyl: 14; Dimethyl: 1

8858 true 2649 1561.7828 1560.7685 1 4.52 212.13 35.67 85.9 (M:85.9) 2 1 0

K.AQPNQTTFWE

GVR.N Dimethyl: 1

8859 true 57 1561.8177 1560.8121 1 -1.08 158.98 21.5 25.8 (M:25.8) 2 1 0

R.RPGRPEEQPQS

PR.Q Dimethyl: 1

8860 true 1330 1561.8248 1560.7936 1 15.29 164.89 29.17 55.9 (M:55.9) 1 1 0

K.LYDPGQQYASH

VK.Q Dimethyl: 1, 13



8861 true 1339 1561.8502 1560.845 1 -1.28 152.39 29.67 18.7 (M:18.7) 1 57.93 1 0

R.IQFKPDDGISPE

R.V Dimethyl:2H(4): 1; Dimethyl: 4

8862 true 71 1561.8765 1560.8725 1 -2.07 147.34 22 26.0 (M:26.0) 1 1 1

R.HHVLHDQNVD

KR.T Dimethyl:2H(4): 1, 11

8863 false 2686 1561.8983 1560.8773 1 8.74 253.3 41.5 18.7 (M:18.7) 1 2 1

R.EGDREAIVSALL

TR.T Dimethyl:2H(4): 1

8864 true 2686 1561.8983 1560.8813 1 6.17 216.14 41.5 59.4 (M:59.4) 1 1 0

K.EVQLAQIFEPLS

R.S Dimethyl:2H(4): 1

8865 false 2686 1561.8983 1560.8698 1 13.57 226.44 41.5 17.2 (M:17.2) 1 3 1

-

.MSGILGKLFGAG

AGGK.G Acetyl: 1; Dimethyl: 7, 16

8866 true 3417 1561.9105 1560.8847 1 11.87 193.48 41.33 58.7 (M:58.7) 1 1 0

K.NIPMTLELLQTT

R.I Dimethyl:2H(4): 1

8867 true 3591 1561.9384 1560.9156 1 9.98 206.79 48.33 41.6 (M:41.6) 2 1 0

R.QVYQLPGLFAY

AK.H Dimethyl:2H(4): 1, 13



8868 true 2116 1562.7457 1561.7062 1 20.63 204.99 34 34.4 (M:34.4) 1 1 0

K.ADWWTNTAH

YNR.E Dimethyl: 1

8869 true 72 1562.7467 1561.7485 1 -5.81 98.57 22.5 27.1 (M:27.1) 1 1 0

K.GAQQPAAPSEP

PDGGR.N Dimethyl: 1

8870 true 3373 1562.8079 1561.7867 1 8.89 233.04 39.83 82.2 (M:82.2) 1 1 0

K.FYGPEGPYGIFA

GR.D Dimethyl:2H(4): 1

8871 true 625 1562.8114 1561.8001 1 2.59 132.23 25.5 34.5 (M:34.5) 1 1 0

K.GHFAEQQHLTP

NK.I Dimethyl: 1, 13

8872 true 2596 1562.8219 1561.7923 1 14.3 166.14 35.5 75.2 (M:75.2) 2 1 0

K.TDIQIALPAGCY

GR.V Carbamidomethyl: 11; Dimethyl: 1

8873 false 2596 1562.8219 1561.8134 1 0.78 240.81 35.5 20.6 (M:20.6) 1 2 1

K.TILKDTMQQGL

DR.G Oxidation: 7; Dimethyl: 1

8874 false 2769 1562.8301 1561.8022 1 13.22 259.02 36.83 17.3 (M:17.3) 1 50 3 1

R.SKQLEDELAAM

QK.K Oxidation: 11; Dimethyl: 2, 13



8875 true 2769 1562.8301 1561.8464 1 -15.1 186.98 36.83 73.2 (M:73.2) 1 1 0

K.LGSSLAGYGNV

VELR.I Dimethyl: 1

8876 true 3262 1562.8509 1561.8253 1 11.76 206.45 40.67 49.4 (M:49.4) 2 1 0

R.QPSLGPTPPPFP

GSR.A Dimethyl: 1

8877 true 1057 1562.8651 1561.8365 1 13.62 197.29 28.5 70.6 (M:70.6) 1 1 1

R.ERHPGSFDVVH

VK.D Dimethyl: 1, 13

8878 true 276 1562.8754 1561.8611 1 4.51 177.07 22.83 15.9 (M:15.9) 1 1 1

K.KQHICHIEGCG

K.V

Carbamidomethyl: 5, 10; 

Dimethyl:2H(4): 1, 1, 12

8879 true 2912 1562.9827 1561.9568 1 11.95 167.89 36.67 20.9 (M:20.9) 1 1 1

K.GAFKPVMAAIK

ELK.S Dimethyl:2H(4): 4; Dimethyl: 14

8880 true 2696 1563.7276 1562.7399 1 -12.5 181.62 41.33 67.3 (M:67.3) 1 1 0

-

.MDVGELLSYQPN

R.G Acetyl: 1

8881 true 2488 1563.7745 1562.7878 1 -13.16 154.06 38.83 17.2 (M:17.2) 1 58.49 1 1

R.EKYGPNELPAE

ER.K Dimethyl:2H(4): 1



8882 true 1971 1563.7769 1562.7796 1 -6.44 162.38 30.17 57.1 (M:57.1) 2 1 1

R.VKEGMNVVEA

MER.C Oxidation: 5; Dimethyl: 1, 2

8883 false 2616 1563.7906 1562.7796 1 2.35 160.33 33.5 23.5 (M:23.5) 2 2 3 1

R.VKEGMNVVEA

MER.C Oxidation: 11; Dimethyl: 1, 2

8884 true 2133 1563.7909 1562.794 1 -6.64 91.92 34.5 37.6 (M:37.6) 1 1 0

K.YELVDISQDNAL

R.E Dimethyl: 1

8885 true 1433 1563.8208 1562.8127 1 0.58 188.28 29 53.7 (M:53.7) 1 1 0

K.VIQCFAETGQV

QK.I Carbamidomethyl: 4; Dimethyl: 1, 13

8886 true 1706 1563.8552 1562.8355 1 7.98 251.6 31.17 60.8 (M:60.8) 1 1 0

K.QIDNPQVALYQ

SR.F Dimethyl:2H(4): 1

8887 true 818 1563.889 1562.9057 1 -15.38 126.51 25.33 59.9 (M:59.9) 1 1 1

K.NLEAQHKELEE

K.R Dimethyl:2H(4): 1, 7, 12

8888 true 129 1564.6706 1563.6624 1 0.64 88.73 22.67 24.0 (M:24.0) 1 1 0

K.GEECQYPPTQD

GR.T Carbamidomethyl: 4; Dimethyl: 1



8889 false 129 1564.6706 1563.6909 1 -17.59 193.69 22.67 16.4 (M:16.4) 1 2 0

K.ECVLPGGDTAG

EMGK.L

Carbamidomethyl: 2; Oxidation: 13; 

Dimethyl: 15

8890 true 2602 1564.7056 1563.6994 1 -0.7 190.77 40.67 37.3 (M:37.3) 1 1 0

K.YNPFSFEDAFGS

R.W Dimethyl: 1

8891 true 2629 1564.7442 1563.7392 1 -1.42 129.73 40.33 33.7 (M:33.7) 1 1 0

R.DFEIPADMTGV

WR.Y Dimethyl: 1

8892 false 368 1564.7623 1563.7563 1 -0.77 200.53 25 24.8 (M:24.8) 1 2 0

R.VLSGCEVTISNE

TR.E Carbamidomethyl: 5

8893 true 368 1564.7623 1563.7678 1 -8.16 137.04 25 116.2 (M:116.2) 1 1 0

K.AVTEQGAELSN

EER.N Dimethyl:2H(4): 1

8894 true 1053 1564.7808 1563.7722 1 0.87 157.64 30.5 46.1 (M:46.1) 1 1 0

R.NDYYVRPQYYK

.I Dimethyl: 1, 11

8895 true 2276 1564.7854 1563.7603 1 11.39 115.39 36.17 102.2 (M:102.2) 1 1 0

K.MINFSVPDTIDE

R.T Dimethyl: 1



8896 true 621 1564.7931 1563.7893 1 -2.23 99.15 24.5 40.6 (M:40.6) 1 1 0

R.KPDHIPVSSEDE

R.N Dimethyl: 1, 1

8897 true 376 1564.8127 1563.8005 1 3.16 119.42 24.5 17.0 (M:17.0) 1 1 1

K.ASSGDKQDHPT

LPR.A Dimethyl: 1, 6

8898 true 2745 1564.8729 1563.8633 1 1.51 221.07 42.17 79.3 (M:79.3) 1 1 0

R.ALQVPVLVEYM

DR.G Dimethyl:2H(4): 1

8899 true 2404 1564.875 1563.8599 1 4.98 173.47 39.17 66.7 (M:66.7) 1 1 0

K.VLFAGEEIPASP

FR.V Dimethyl:2H(4): 1

8900 true 2613 1564.9539 1563.9436 1 1.94 205.16 36.33 88.8 (M:88.8) 3 1 0

R.TQNVTAASAIA

NIVK.S Dimethyl:2H(4): 1, 15

8901 true 83 1565.6243 1564.6199 1 -1.83 51.54 22.17 42.6 (M:42.6) 1 1 1

R.GVEEEEEDGEM

RE.- Dimethyl: 1

8902 true 1766 1565.7719 1564.7606 1 2.58 219.3 32.17 66.5 (M:66.5) 1 1 0

R.GWEEGVAQMS

VGQR.A Dimethyl:2H(4): 1



8903 true 2650 1565.8089 1564.7936 1 5.15 261.88 35.67 78.2 (M:78.2) 2 1 0

K.AQPNQTTFWE

GVR.N Dimethyl:2H(4): 1

8904 true 612 1565.8199 1564.8032 1 6.07 212 25.5 33.6 (M:33.6) 1 1 1

R.LGHAEQKDEM

VPR.L Dimethyl: 1, 7

8905 true 34 1565.8408 1564.8372 1 -2.32 152.83 21.5 36.1 (M:36.1) 1 1 0

R.RPGRPEEQPQS

PR.Q Dimethyl:2H(4): 1

8906 true 2514 1565.8549 1564.8183 1 18.74 128.56 40 15.3 (M:15.3) 1 1 1

K.IILKEMYEGMYK

.N Dimethyl:2H(4): 4; Oxidation: 10

8907 true 3662 1565.8723 1564.8485 1 10.58 193.69 41.5 34.0 (M:34.0) 1 1 0

R.MSLFYAEATPM

LK.T Dimethyl:2H(4): 1, 13

8908 true 1541 1566.7135 1565.6966 1 6.12 238.27 30.67 39.5 (M:39.5) 1 1 0

R.GLCFSAENEPV

CR.M Carbamidomethyl: 3, 12; Dimethyl: 1

8909 true 2740 1566.7358 1565.7297 1 -0.72 189.19 35.17 45.2 (M:45.2) 1 1 0

R.VTWDSSFCAV

NPR.F Carbamidomethyl: 8; Dimethyl: 1



8910 true 2162 1566.7438 1565.7313 1 3.29 219.99 34 18.1 (M:18.1) 1 1 0

K.ADWWTNTAH

YNR.E Dimethyl:2H(4): 1

8911 false 1284 1566.7756 1565.7759 1 -4.85 280.91 29.33 22.4 (M:22.4) 1 2 0

K.YLECSALQQEGI

K.E Carbamidomethyl: 4; Dimethyl: 1

8912 true 2375 1566.7847 1565.7853 1 -5.07 137.91 37.67 47.2 (M:47.2) 1 1 0

K.GFGFVDFSSPE

DAK.A Dimethyl:2H(4): 1, 14

8913 false 2580 1566.7968 1565.8174 1 -17.77 254.64 35.33 20.0 (M:20.0) 1 2 0

K.TDIQIALPAGCY

GR.V

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

8914 true 958 1566.8023 1565.7811 1 8.84 208.12 25.17 35.6 (M:35.6) 1 1 1

K.RGYEGGAEGHR

PPR.V Dimethyl: 1

8915 true 2730 1566.8027 1565.809 1 -8.63 162.98 41.5 24.2 (M:24.2) 1 1 0

K.LAGFLDLTEQEF

R.I Dimethyl: 1

8916 false 1734 1566.841 1565.8453 1 -7.4 109.16 31.67 15.6 (M:15.6) 1 8 1

K.VSELYLNSKAW

TK.M Dimethyl: 13



8917 false 1734 1566.841 1565.8413 1 -4.83 60.79 31.67 19.5 (M:19.5) 1 2 0

K.LIEHGVSTADDL

LR.E Dimethyl: 1

8918 true 3263 1566.8728 1565.8504 1 9.68 237.64 40.83 53.4 (M:53.4) 2 1 0

R.QPSLGPTPPPFP

GSR.A Dimethyl:2H(4): 1

8919 true 1410 1566.9005 1565.8864 1 4.29 196.82 30.17 47.2 (M:47.2) 1 1 1

R.SEAELNTVLNEK

R.S Dimethyl:2H(4): 1, 12

8920 true 1651 1566.9205 1565.9141 1 -0.58 243.44 30.33 57.9 (M:57.9) 1 1 0

K.VGQEIEVRPGIV

SK.D Dimethyl: 1, 14

8921 true 49 1567.694 1566.6845 1 1.41 183.31 22.83 52.9 (M:52.9) 1 1 0

K.HECQANGPEDL

NR.A Carbamidomethyl: 3; Dimethyl: 1

8922 true 1314 1567.7395 1566.7348 1 -1.62 131.43 29.5 66.4 (M:66.4) 1 1 0

K.VMEGTVAAQD

EFSR.S Dimethyl: 1

8923 true 2812 1567.7638 1566.7541 1 1.54 149.84 42.33 47.7 (M:47.7) 2 1 0

R.SDFFLEGPFMP

PR.M Dimethyl: 1



8924 true 1712 1567.8118 1566.8082 1 -2.35 91.3 31.33 36.9 (M:36.9) 1 1 0

R.LLYAHGYYTGE

PK.N Dimethyl: 1, 13

8925 true 2134 1567.8217 1566.8191 1 -2.98 100.14 34.67 56.9 (M:56.9) 1 1 0

K.YELVDISQDNAL

R.E Dimethyl:2H(4): 1

8926 true 3681 1567.8363 1566.8188 1 6.52 136.93 40.67 40.9 (M:40.9) 1 1 0

R.CQHAAEIITDLL

R.S Carbamidomethyl: 1; Dimethyl: 1

8927 true 1602 1567.8452 1566.8378 1 0.08 144.26 35 26.1 (M:26.1) 2 1 0

M.ACARPLISVYSE

K.G

Carbamidomethyl: 2; 

Dimethyl:2H(4): 13; Acetyl: 1

8928 true 1615 1567.855 1566.8394 1 5.29 248.4 30 42.1 (M:42.1) 1 1 1

R.HQFGTDKDVF

GPR.F Dimethyl:2H(4): 1, 7

8929 true 2638 1567.9584 1566.9506 1 0.3 174.72 36.33 73.2 (M:73.2) 1 1 0

R.TLTPMVTGTSV

LGVK.F Dimethyl:2H(4): 1, 15

8930 true 112 1568.6791 1567.6875 1 -9.97 171.89 22.67 19.6 (M:19.6) 1 1 0

K.GEECQYPPTQD

GR.T

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1



8931 true 2603 1568.7207 1567.7245 1 -7.07 234.75 40.67 70.8 (M:70.8) 1 1 0

K.YNPFSFEDAFGS

R.W Dimethyl:2H(4): 1

8932 true 2640 1568.7711 1567.7643 1 -0.29 168.58 40.5 30.4 (M:30.4) 1 1 0

R.DFEIPADMTGV

WR.Y Dimethyl:2H(4): 1

8933 true 1936 1568.7852 1567.7882 1 -6.56 213.04 33 47.7 (M:47.7) 1 1 0

K.YLDTIPSGQYLD

R.S Dimethyl: 1

8934 true 2260 1568.8014 1567.7854 1 5.53 153.3 36.17 93.3 (M:93.3) 1 1 0

K.MINFSVPDTIDE

R.T Dimethyl:2H(4): 1

8935 true 2387 1568.8294 1567.8068 1 9.76 174.2 38.83 45.6 (M:45.6) 1 1 1

R.AKFEELNMDLF

R.S Dimethyl: 1, 2

8936 true 1303 1568.8346 1567.8181 1 5.87 264.06 28.5 41.6 (M:41.6) 2 1 0

K.HTGPITCLQFNP

K.F Carbamidomethyl: 7; Dimethyl: 1, 13

8937 true 1441 1568.8402 1567.8358 1 -1.83 263.72 30.17 29.2 (M:29.2) 1 1 0

K.HGNEIYIAPSGV

QK.E Dimethyl: 1, 14



8938 true 735 1568.8441 1567.8107 1 16.68 146.48 28.33 54.5 (M:54.5) 2 1 0

K.APVIQQTVDYG

HGR.D Dimethyl: 1

8939 true 2396 1568.8769 1567.8722 1 -1.66 159.34 35.33 34.5 (M:34.5) 1 1 0

K.QLEQTLQQFHI

K.L Dimethyl: 1, 12

8940 true 987 1568.8815 1567.8657 1 5.45 197.41 27.83 29.3 (M:29.3) 1 1 1

K.ALSSELANARDE

TK.K Dimethyl:2H(4): 1, 14

8941 true 2476 1568.8898 1567.9061 1 -15.03 180.4 32.5 29.5 (M:29.5) 1 1 1 K.LRYPINEETLEK.I Dimethyl:2H(4): 1, 12

8942 true 2440 1568.9088 1567.9123 1 -6.86 117.13 38.33 27.8 (M:27.8) 1 1 0

R.DAVIIDPVLETV

PR.D Dimethyl:2H(4): 1

8943 true 209 1568.962 1567.9509 1 2.45 201.48 20.83 57.6 (M:57.6) 3 1 1

R.RKPDTIEVQQM

K.A Dimethyl:2H(4): 1, 2, 12

8944 true 209 1568.962 1567.9509 1 2.45 201.48 20.83 57.6 (M:57.6) 3 1 1

R.RKPDTIEVQQM

K.A Dimethyl:2H(4): 1, 2, 12



8945 true 209 1568.962 1567.9509 1 2.45 201.48 20.83 57.6 (M:57.6) 3 1 1

R.RKPDTIEVQQM

K.A Dimethyl:2H(4): 1, 2, 12

8946 true 423 1569.6352 1568.645 1 -10.9 146.95 24.83 28.8 (M:28.8) 1 1 1

R.GVEEEEEDGEM

RE.- Dimethyl:2H(4): 1

8947 true 1331 1569.8676 1568.8439 1 10.51 166.43 29.17 87.0 (M:87.0) 1 1 0

K.LYDPGQQYASH

VK.Q Dimethyl:2H(4): 1, 13

8948 true 2270 1569.8687 1568.8562 1 3.27 212.34 37.67 23.0 (M:23.0) 1 1 1

R.EEFREHLELIVK.

N Dimethyl: 12

8949 true 2548 1569.8862 1568.8647 1 9.11 197.06 34 15.3 (M:15.3) 1 1 1

K.MHGGGPSVSA

GAPLKK.E

Dimethyl:2H(4): 1; Oxidation: 1; 

Dimethyl: 16

8950 false 3732 1569.9002 1568.8926 1 0.19 176.95 41.83 15.4 (M:15.4) 1 2 0

R.ITTPQLLQFPDL

R.L Dimethyl: 1

8951 true 1542 1570.752 1569.7218 1 14.64 210.7 30.67 48.4 (M:48.4) 1 1 0

R.GLCFSAENEPV

CR.M

Carbamidomethyl: 3, 12; 

Dimethyl:2H(4): 1



8952 true 2450 1570.7834 1569.7548 1 13.63 210.34 35.33 87.6 (M:87.6) 3 1 0

R.VTWDSSFCAV

NPR.F

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

8953 true 2176 1570.7925 1569.8039 1 -11.85 165.71 36.33 86.0 (M:86.0) 2 1 0

R.IGITNYDEYSLV

R.E Dimethyl: 1

8954 false 1244 1570.7985 1569.8011 1 -6.27 197.17 29.33 23.3 (M:23.3) 1 2 0

K.YLECSALQQEGI

K.E

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

8955 true 3524 1570.8031 1569.7861 1 6.17 153.04 40.5 34.3 (M:34.3) 1 1 0

K.GYTTPLCDSLIF

R.K Carbamidomethyl: 7; Dimethyl: 1

8956 true 989 1570.8119 1569.79 1 9.32 160.93 27.67 37.0 (M:37.0) 1 1 0

K.VEAPHVTIDDG

PHR.K Dimethyl: 1

8957 true 140 1570.8183 1569.8062 1 3.03 125.11 22.17 49.4 (M:49.4) 2 1 1

K.RGYEGGAEGHR

PPR.V Dimethyl:2H(4): 1

8958 true 2763 1570.8282 1569.8197 1 0.77 201.84 42 15.9 (M:15.9) 1 1 0

K.TFEECILGLAMV

R.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



8959 true 1562 1570.8286 1569.7833 1 24.22 177.8 30.83 16.5 (M:16.5) 1 50 1 1

R.KMMLDNHALY

DK.S

Dimethyl:2H(4): 12; Oxidation: 2, 3; 

Dimethyl: 1

8960 true 1184 1570.9156 1569.8867 1 13.73 176.43 28.5 47.6 (M:47.6) 1 1 1

R.ERHPGSFDVVH

VK.D Dimethyl:2H(4): 1, 13

8961 false 88 1571.7292 1570.7488 1 -17.12 286.85 22.67 15.4 (M:15.4) 1 2 0

K.WTLLGSSEGQN

HSR.I

8962 true 88 1571.7292 1570.7096 1 7.83 229.39 22.67 96.1 (M:96.1) 1 1 0

K.HECQANGPEDL

NR.A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

8963 true 1349 1571.7676 1570.7599 1 0.24 175.31 29.5 39.7 (M:39.7) 1 1 0

K.VMEGTVAAQD

EFSR.S Dimethyl:2H(4): 1

8964 true 2813 1571.7877 1570.7792 1 0.77 170.87 42.5 54.1 (M:54.1) 1 1 0

R.SDFFLEGPFMP

PR.M Dimethyl:2H(4): 1

8965 true 1478 1571.802 1570.7879 1 4.35 217.88 30.5 39.1 (M:39.1) 1 1 1

R.EYSEYEGIKLER.

H Dimethyl: 1, 9



8966 false 3747 1571.8323 1570.8116 1 8.55 200.99 42.17 19.2 (M:19.2) 1 3 0

K.ECGNYPGFLTIL

R.A

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

8967 true 2275 1571.8364 1570.8104 1 11.94 104.17 34.5 58.8 (M:58.8) 1 1 0

R.FATSPLSQLEGH

TR.G Dimethyl: 1

8968 true 2565 1571.8377 1570.8299 1 0.34 168.2 33.5 55.2 (M:55.2) 2 69.66 1 1

R.VKEGMNVVEA

MER.C Dimethyl:2H(4): 1, 2; Oxidation: 5

8969 true 1434 1571.8612 1570.8629 1 -5.69 157.27 29 28.0 (M:28.0) 1 1 0

K.VIQCFAETGQV

QK.I

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 13

8970 true 2218 1571.867 1570.8293 1 19.34 129.42 36.83 42.5 (M:42.5) 1 1 0

K.TIIQYIDNQFER.

Y Dimethyl:2H(4): 1

8971 false 3309 1571.875 1570.8501 1 11.18 236.06 40.33 15.0 (M:15.0) 1 8 1

K.SINNPDMRVQI

LK.D Oxidation: 7; Dimethyl: 13

8972 true 3309 1571.875 1570.8439 1 15.12 171.69 40.33 53.0 (M:53.0) 1 1 0

R.CQHAAEIITDLL

R.S

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1



8973 false 3309 1571.875 1570.8753 1 -4.82 224.07 40.33 27.1 (M:27.1) 1 50 2 1

K.SAPKDAQVMA

QILK.D Oxidation: 9; Dimethyl: 4, 14

8974 false 3309 1571.875 1570.893 1 -16.12 252.01 40.33 15.4 (M:15.4) 1 6 1

R.AAQLAESQTDK

LIK.E Dimethyl: 1, 14

8975 true 2501 1571.8815 1570.8759 1 -1.09 196.1 38 36.6 (M:36.6) 1 1 0

K.IYPTAFSLEHIPK

.T Dimethyl: 1, 13

8976 true 2147 1572.7017 1571.7112 1 -10.7 191.63 35.83 70.4 (M:70.4) 1 1 1

K.NYDPMKDFEA

MR.A Dimethyl: 1, 6

8977 true 1514 1572.7126 1571.7104 1 -3.2 217.73 30.5 16.3 (M:16.3) 1 1 0

R.EGDGVYYNELE

TR.V Dimethyl: 1

8978 true 2901 1572.8325 1571.8494 1 -15.33 169.38 36.83 16.5 (M:16.5) 1 1 1

K.LCGTFLGGPKLP

ER.V Carbamidomethyl: 2; Dimethyl: 10

8979 true 521 1572.8354 1571.8395 1 -7.22 118.88 24.33 48.2 (M:48.2) 1 1 0

R.KPDHIPVSSEDE

R.N Dimethyl:2H(4): 1, 1



8980 true 2034 1572.8446 1571.8267 1 6.72 161.43 32.83 66.5 (M:66.5) 1 1 0

K.NNVNVASLTQS

EIR.D Dimethyl: 1

8981 true 736 1572.8565 1571.8358 1 8.51 200.77 28.33 102.4 (M:102.4) 1 1 0

K.APVIQQTVDYG

HGR.D Dimethyl:2H(4): 1

8982 true 251 1572.8816 1571.8705 1 2.45 183.34 24.17 16.9 (M:16.9) 1 1 1

R.RKPDTIEVQQM

K.A Oxidation: 11; Dimethyl: 1, 2, 12

8983 true 251 1572.8816 1571.8705 1 2.45 183.34 24.17 16.9 (M:16.9) 1 1 1

R.RKPDTIEVQQM

K.A Oxidation: 11; Dimethyl: 1, 2, 12

8984 true 251 1572.8816 1571.8705 1 2.45 183.34 24.17 16.9 (M:16.9) 1 1 1

R.RKPDTIEVQQM

K.A Oxidation: 11; Dimethyl: 1, 2, 12

8985 true 1619 1572.8893 1571.8784 1 2.32 224.69 31 93.6 (M:93.6) 1 1 0

K.LQAEAPHIVVG

TPGR.V Dimethyl: 1

8986 true 1711 1573.0144 1572.0152 1 -5.18 250.7 31.67 23.6 (M:23.6) 2 1 1

R.NDKDKPLPPLL

AR.V Dimethyl:2H(4): 1, 3, 5



8987 true 2654 1573.7759 1572.7573 1 7.21 201.49 34.5 43.6 (M:43.6) 1 1 0

K.GAVYSFDPVGS

YQR.D Dimethyl: 1

8988 true 2336 1573.7946 1572.8004 1 -8.28 246.88 33.5 96.5 (M:96.5) 1 1 0

K.NMLHVTDTGIG

MTK.E Dimethyl: 1, 14

8989 true 1475 1573.7996 1572.793 1 -0.4 171.13 29.17 38.9 (M:38.9) 1 1 0

K.LNEAQPSTIATN

MR.D Dimethyl: 1

8990 true 2862 1573.842 1572.8562 1 -13.62 128.19 36.5 18.4 (M:18.4) 1 1 0

R.NAFLSELSPHAV

TR.C Dimethyl:2H(4): 1

8991 true 3449 1573.8538 1572.8545 1 -5.07 161.35 41.5 31.6 (M:31.6) 1 1 0

K.NIPMTLELLQTT

R.I Oxidation: 4; Dimethyl: 1

8992 false 2528 1573.8587 1572.8723 1 -13.27 153.1 33.83 15.0 (M:15.0) 1 2 1

K.IDSVTSADVVN

AAKK.F Dimethyl: 1, 15

8993 true 566 1573.8647 1572.8534 1 2.57 240.44 25.5 70.3 (M:70.3) 1 1 1

R.LGHAEQKDEM

VPR.L Dimethyl:2H(4): 1, 7



8994 true 3733 1573.9325 1572.9177 1 4.76 220.62 41.83 39.0 (M:39.0) 1 1 0

R.ITTPQLLQFPDL

R.L Dimethyl:2H(4): 1

8995 true 2073 1574.774 1573.7637 1 1.89 199.69 32.17 32.2 (M:32.2) 1 1 0

K.FHPGGNTLASA

GFDR.L Dimethyl: 1

8996 true 2177 1574.8227 1573.829 1 -8.63 192.96 36.33 86.5 (M:86.5) 2 1 0

R.IGITNYDEYSLV

R.E Dimethyl:2H(4): 1

8997 false 2177 1574.8227 1573.8177 1 -1.5 220.34 36.33 16.1 (M:16.1) 1 3 1

R.FEEAKATYEEGL

K.H Dimethyl:2H(4): 5; Dimethyl: 13

8998 true 3497 1574.8297 1573.8112 1 7.1 233.38 40.5 46.7 (M:46.7) 2 1 0

K.GYTTPLCDSLIF

R.K

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

8999 true 2028 1574.8453 1573.8464 1 -5.34 160.1 34.33 84.2 (M:84.2) 1 1 0

R.QALALAENEGIY

VR.D Dimethyl: 1

9000 true 1653 1574.9767 1573.9643 1 3.24 248.53 30.33 34.0 (M:34.0) 1 1 0

K.VGQEIEVRPGIV

SK.D Dimethyl:2H(4): 1, 14



9001 true 174 1575.7998 1574.8053 1 -8.11 190.73 24 16.7 (M:16.7) 1 1 1

K.EKQPVAGSEGA

QYR.K Dimethyl: 1, 2

9002 true 2244 1575.8581 1574.8355 1 9.76 104.06 34.5 90.5 (M:90.5) 1 1 0

R.FATSPLSQLEGH

TR.G Dimethyl:2H(4): 1

9003 false 1335 1575.9156 1574.9446 1 -23.01 203.2 29.83 15.6 (M:15.6) 1 4 1

K.ALEAAVAKALE

HHK.S Dimethyl:2H(4): 8; Dimethyl: 1, 14

9004 true 1785 1576.7432 1575.7351 1 0.52 168.74 32.33 72.8 (M:72.8) 1 1 0

R.GLPWSCSTEEV

QR.F Carbamidomethyl: 6; Dimethyl: 1

9005 true 552 1576.7468 1575.7376 1 1.17 164.64 25.33 85.3 (M:85.3) 1 1 0

K.SVTEQGAELSN

EER.N Dimethyl: 1

9006 true 693 1576.7623 1575.743 1 7.65 238.24 26.5 51.8 (M:51.8) 1 1 1

K.ADDFSHPAYVD

RR.D Dimethyl: 1

9007 true 865 1576.801 1575.7906 1 1.94 186.52 27 15.8 (M:15.8) 2 1 0

K.AQHEHERPEFI

R.Y Dimethyl: 1



9008 true 2761 1576.8235 1575.8119 1 2.69 135.37 39.17 44.4 (M:44.4) 1 1 0

R.DAMLFPSFIHS

QK.R Dimethyl: 1, 13

9009 true 2076 1576.8635 1575.8518 1 2.76 186.31 32.83 33.5 (M:33.5) 1 1 0

K.NNVNVASLTQS

EIR.D Dimethyl:2H(4): 1

9010 false 2794 1576.9139 1575.9124 1 -3.64 485.4 46.5 16.9 (M:16.9) 1 3 1

K.LEDLLEKSFSLVK

.M Dimethyl: 1, 13

9011 true 1620 1576.9158 1575.9035 1 3.18 232.27 31 100.5 (M:100.5) 2 1 0

K.LQAEAPHIVVG

TPGR.V Dimethyl:2H(4): 1

9012 true 427 1577.6862 1576.6762 1 1.69 257.69 25.33 78.8 (M:78.8) 2 1 0

K.LFQECCPHSTD

R.V Carbamidomethyl: 5, 6; Dimethyl: 1

9013 true 1310 1577.7169 1576.7126 1 -1.9 181.97 29.5 61.9 (M:61.9) 1 1 0

R.ELPGHTGYLSCC

R.F

Carbamidomethyl: 11, 12; Dimethyl: 

1

9014 false 2652 1577.7885 1576.7841 1 -1.77 230.65 35.5 18.1 (M:18.1) 1 59.5 2 1

R.ELMKLEQENM

EK.R Dimethyl: 4, 12



9015 true 2652 1577.7885 1576.7824 1 -0.69 255.03 35.5 48.7 (M:48.7) 2 1 0

K.GAVYSFDPVGS

YQR.D Dimethyl:2H(4): 1

9016 true 1476 1577.8259 1576.8181 1 0.33 223.15 29.17 56.3 (M:56.3) 1 1 0

K.LNEAQPSTIATN

MR.D Dimethyl:2H(4): 1

9017 true 1546 1577.842 1576.826 1 5.55 166.75 28.33 52.9 (M:52.9) 1 1 0

K.HALLEADVAAH

QDR.I Dimethyl:2H(4): 1

9018 true 2706 1577.8656 1576.8439 1 9.13 293.56 41.5 36.1 (M:36.1) 1 1 0

K.LEAIPFHSLLQY

D.- Dimethyl:2H(4): 1

9019 true 3450 1577.9035 1576.8796 1 10.52 183.38 41.33 33.2 (M:33.2) 1 1 0

K.NIPMTLELLQTT

R.I Dimethyl:2H(4): 1; Oxidation: 4

9020 false 3910 1577.9182 1576.9011 1 6.23 78.39 43.5 29.2 (M:29.2) 1 2 0

K.VPGLPTPIENMI

LR.Y Dimethyl: 1

9021 true 2074 1578.7987 1577.7888 1 1.66 224.87 32.17 94.6 (M:94.6) 1 1 0

K.FHPGGNTLASA

GFDR.L Dimethyl:2H(4): 1



9022 true 2029 1578.8649 1577.8715 1 -8.81 175.62 34.33 91.3 (M:91.3) 1 1 0

R.QALALAENEGIY

VR.D Dimethyl:2H(4): 1

9023 true 752 1578.8741 1577.8665 1 0.24 176.99 26.17 72.2 (M:72.2) 1 1 1

K.IVADKDYAVTA

NSK.I Dimethyl: 1, 5, 14

9024 true 2420 1578.9257 1577.9141 1 2.72 173.79 39.17 77.2 (M:77.2) 1 1 0

R.ALIAGGGAPEIE

LALR.L Dimethyl: 1

9025 true 3552 1579.0116 1577.9996 1 2.94 173.91 48 78.2 (M:78.2) 2 1 0

R.YAVQLLTPANLL

AK.I Dimethyl:2H(4): 1, 14

9026 true 1162 1579.7548 1578.7501 1 -1.62 153.02 28.5 77.0 (M:77.0) 1 1 0

K.EHYPNGVCTVY

GK.T Carbamidomethyl: 8; Dimethyl: 1, 13

9027 true 1464 1579.7829 1578.789 1 -8.43 147.8 30.33 104.9 (M:104.9) 1 1 0

R.TYLVNSDGEEV

AVR.T Dimethyl: 1

9028 true 165 1579.7861 1578.7903 1 -7.24 251.86 24.83 16.7 (M:16.7) 1 1 1

R.QAWGNPSSSH

PAGKK.A Dimethyl: 15



9029 true 2731 1579.797 1578.8042 1 -9.18 131.84 41.5 26.6 (M:26.6) 1 1 0

R.FQQAVDAVEEF

LR.K Dimethyl: 1

9030 true 97 1579.8452 1578.8366 1 0.88 240.98 23.17 82.8 (M:82.8) 2 1 1

K.IQDKEGIPPDQ

QR.L Dimethyl: 1, 4

9031 true 2593 1579.876 1578.8713 1 -1.65 230.6 35.17 46.1 (M:46.1) 2 1 0

R.VCENIPIVLCGN

K.V

Carbamidomethyl: 2, 10; 

Dimethyl:2H(4): 1, 13

9032 true 2148 1580.7541 1579.7614 1 -9.24 215.58 35.67 33.5 (M:33.5) 1 1 1

K.NYDPMKDFEA

MR.A Dimethyl:2H(4): 1, 6

9033 true 1786 1580.7686 1579.7602 1 0.7 229.41 32.17 90.5 (M:90.5) 1 1 0

R.GLPWSCSTEEV

QR.F

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

9034 true 520 1580.7706 1579.7628 1 0.36 208.88 25.33 80.2 (M:80.2) 1 1 0

K.SVTEQGAELSN

EER.N Dimethyl:2H(4): 1

9035 true 2418 1580.7758 1579.7664 1 1.29 227.3 33.67 42.7 (M:42.7) 1 1 0

R.LNPQEYLTSTAC

R.R Carbamidomethyl: 12; Dimethyl: 1



9036 true 695 1580.786 1579.7681 1 6.73 294.04 26.5 60.0 (M:60.0) 1 1 1

K.ADDFSHPAYVD

RR.D Dimethyl:2H(4): 1

9037 true 1544 1580.7979 1579.7834 1 4.61 302.49 29.5 38.8 (M:38.8) 2 1 0

K.YNQATPTFHQ

WR.D Dimethyl:2H(4): 1

9038 true 3014 1580.8076 1579.8068 1 -4.16 237.04 37.33 15.9 (M:15.9) 1 1 0

R.VGVMFNFPDQ

ATVK.K Dimethyl: 14

9039 false 854 1580.8268 1579.795 1 15.51 354.61 27 16.8 (M:16.8) 1 2 0

R.QMDIIVSEVSM

IR.D Oxidation: 2, 11; Dimethyl: 1

9040 true 854 1580.8268 1579.8157 1 2.37 317.99 27 40.3 (M:40.3) 2 1 0

K.AQHEHERPEFI

R.Y Dimethyl:2H(4): 1

9041 true 2902 1580.8551 1579.8334 1 9.17 195.38 36.83 30.9 (M:30.9) 1 1 0

K.GSSTTGSQFLE

QFK.T Dimethyl:2H(4): 1, 14

9042 true 47 1580.8769 1579.8682 1 0.9 151.37 21.17 40.7 (M:40.7) 2 1 1

R.KAVAKPGDPDS

QQR.L Dimethyl: 1, 1, 5



9043 true 2885 1580.9489 1579.9615 1 -12.54 238.13 37.67 34.2 (M:34.2) 1 1 1

K.KYDAFLASESLIK

.Q Dimethyl:2H(4): 1, 1, 13

9044 false 2885 1580.9489 1579.9095 1 20.34 271.27 37.67 16.0 (M:16.0) 1 2 0

R.VLLDAPCSGTG

VISK.D

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 15

9045 true 429 1581.7129 1580.7014 1 2.69 268.72 25.33 83.5 (M:83.5) 2 1 0

K.LFQECCPHSTD

R.V

Carbamidomethyl: 5, 6; 

Dimethyl:2H(4): 1

9046 true 480 1581.7308 1580.7332 1 -6.07 122.62 23.83 68.4 (M:68.4) 1 1 0

R.HHYEQQQEDL

AR.N Dimethyl: 1

9047 true 1479 1581.7326 1580.726 1 -0.42 247.6 30.33 54.3 (M:54.3) 1 1 0

K.YFPEADIHYQD

R.I Dimethyl: 1

9048 true 1311 1581.7439 1580.7377 1 -0.67 130.6 29.5 70.0 (M:70.0) 1 1 0

R.ELPGHTGYLSCC

R.F

Carbamidomethyl: 11, 12; 

Dimethyl:2H(4): 1

9049 true 1972 1581.7497 1580.7392 1 2.01 143.57 33.33 29.5 (M:29.5) 1 1 0

K.FLEDSLSMTPEE

R.A Dimethyl: 1



9050 true 2424 1581.784 1580.7623 1 9.11 209.98 34.5 83.0 (M:83.0) 1 1 0

R.EAYPGDVFYLH

SR.L Dimethyl: 1

9051 true 1714 1581.8053 1580.7984 1 -0.27 85.78 31.67 16.0 (M:16.0) 1 1 0

R.EAQLAALQYEE

ER.M Dimethyl:2H(4): 1

9052 false 1758 1581.8139 1580.8086 1 -1.27 122.02 32 15.7 (M:15.7) 1 2 0

R.YDYLKPIAEEER.

R Dimethyl: 1, 5

9053 true 378 1581.8217 1580.8059 1 5.33 141.88 24.5 71.1 (M:71.1) 1 1 1

R.AFHNEAQVNP

DRK.N Dimethyl: 1, 13

9054 true 3513 1581.8244 1580.8021 1 9.48 197.15 42.33 85.9 (M:85.9) 2 1 0

R.QTFSPFGQIMEI

R.V Dimethyl: 1

9055 true 2591 1581.8613 1580.8562 1 -1.38 171.37 35 16.8 (M:16.8) 1 1 0

R.TLLGPPSAEPPT

FAR.T Dimethyl: 1

9056 true 2046 1581.8851 1580.8814 1 -2.26 213.36 32 35.9 (M:35.9) 1 1 1

R.SKEAAPEFPLSP

PK.K Dimethyl: 1, 2, 14



9057 false 2046 1581.8851 1580.8973 1 -12.34 212.42 32 19.0 (M:19.0) 1 2 1

R.RMQHLFIILASP

R.Y

9058 true 1969 1581.9103 1580.9262 1 -14.66 129.69 33 16.4 (M:16.4) 1 1 0

K.VPGLPTPIENMI

LR.Y Dimethyl:2H(4): 1

9059 true 2063 1582.7182 1581.6884 1 14.22 177.89 31.67 111.1 (M:111.1) 3 1 0

R.MGQMGMGGT

IGMNNR.G Dimethyl: 1

9060 true 1385 1582.8489 1581.8614 1 -12.47 163.63 27.67 48.7 (M:48.7) 1 99.83 1 1

K.NPLPTKETIEQE

K.Q Dimethyl: 1, 13

9061 true 2195 1582.9067 1581.8839 1 9.86 256.48 33.5 55.0 (M:55.0) 1 1 1

K.NREPVQLETLSI

R.G Dimethyl: 1

9062 true 2421 1582.9576 1581.9392 1 7.02 263.3 39.17 98.3 (M:98.3) 1 1 0

R.ALIAGGGAPEIE

LALR.L Dimethyl:2H(4): 1

9063 true 917 1583.6935 1582.7083 1 -13.91 162.1 27.17 73.5 (M:73.5) 1 1 0

R.ELDDATETADA

MNR.E Dimethyl:2H(4): 1



9064 true 374 1583.7396 1582.7336 1 -0.76 53.42 23.33 27.9 (M:27.9) 1 1 0

K.HNGPTDTTND

GTVVR.L

9065 true 2677 1583.7556 1582.7371 1 7.05 151.6 41 102.8 (M:102.8) 1 1 0

K.MFVLDEADEM

LSR.G Dimethyl: 1

9066 true 1465 1583.8068 1582.8141 1 -9.2 112.34 30.33 73.9 (M:73.9) 1 1 0

R.TYLVNSDGEEV

AVR.T Dimethyl:2H(4): 1

9067 true 1995 1583.8087 1582.7991 1 1.45 194.99 34.17 39.5 (M:39.5) 1 1 0

K.SLTNDWEDHLA

VK.L Dimethyl: 1, 13

9068 true 1995 1583.8087 1582.7991 1 1.45 194.99 34.17 39.5 (M:39.5) 1 1 0

K.SLTNDWEDHLA

VK.H Dimethyl: 1, 13

9069 true 126 1583.8613 1582.8555 1 -0.93 223.15 24 40.2 (M:40.2) 1 1 1

K.EKQPVAGSEGA

QYR.K Dimethyl:2H(4): 1, 2

9070 true 2962 1583.8706 1582.8467 1 10.46 162.09 37.33 38.6 (M:38.6) 1 1 0

K.VPPAINQFSQA

LDR.Q Dimethyl: 1



9071 true 2756 1584.791 1583.7831 1 0.35 155.21 41.67 41.4 (M:41.4) 1 1 0

M.SITSDEVNFLVY

R.Y Acetyl: 1

9072 true 2115 1584.8202 1583.8246 1 -7.35 107.49 34.33 40.6 (M:40.6) 1 1 0

R.FVDLYGNNAAA

ELR.K Dimethyl:2H(4): 1

9073 true 2946 1584.8298 1583.8341 1 -7.33 150.55 35.17 108.7 (M:108.7) 6 1 0

R.VPTPNVSVVDL

TCR.L Carbamidomethyl: 13; Dimethyl: 1

9074 true 2515 1584.8337 1583.8018 1 15.57 203.95 40 32.4 (M:32.4) 1 1 0

K.VVIGMDVAASE

FYR.D Dimethyl: 1

9075 true 3937 1584.8622 1583.8419 1 8.22 234.13 43.83 17.2 (M:17.2) 1 1 1

K.EMAKGITYDDP

IK.T

Dimethyl:2H(4): 4; Oxidation: 2; 

Dimethyl: 1, 13

9076 true 1727 1584.8694 1583.8759 1 -8.71 139.95 29.33 22.5 (M:22.5) 1 1 1

R.QKYAEQELEQV

R.M Dimethyl:2H(4): 1, 2

9077 true 2582 1584.9009 1583.9148 1 -13.32 129.67 37.5 66.8 (M:66.8) 1 1 0

K.GHAVNLLDVPV

PVAR.K Dimethyl: 1



9078 true 1480 1585.7607 1584.7511 1 1.49 278.96 30.33 69.9 (M:69.9) 1 1 0

K.YFPEADIHYQD

R.I Dimethyl:2H(4): 1

9079 true 1973 1585.7608 1584.7643 1 -6.8 158.1 33.33 37.3 (M:37.3) 1 1 0

K.FLEDSLSMTPEE

R.A Dimethyl:2H(4): 1

9080 true 77 1585.7687 1584.7583 1 2 143.27 23.83 96.9 (M:96.9) 1 1 0

R.HHYEQQQEDL

AR.N Dimethyl:2H(4): 1

9081 true 2000 1585.8019 1584.7896 1 3.13 207.16 32.5 41.9 (M:41.9) 1 1 0

R.ESQSHPGDFVL

SVR.T Dimethyl: 1

9082 true 2386 1585.8147 1584.7874 1 12.57 251.82 34.5 81.5 (M:81.5) 1 1 0

R.EAYPGDVFYLH

SR.L Dimethyl:2H(4): 1

9083 true 933 1585.8167 1584.8042 1 3.29 227.71 26.83 79.7 (M:79.7) 1 1 0

K.LQMEQQQQLQ

QR.Q Dimethyl: 1

9084 true 2409 1585.8192 1584.8086 1 2.09 126.65 38 29.4 (M:29.4) 1 1 0

K.NLNEDTTFLPFS

R.E Dimethyl:2H(4): 1



9085 true 2733 1585.8267 1584.8294 1 -6.26 103.24 36.67 20.1 (M:20.1) 1 1 0

R.EGCPGSNQTLL

LLR.S Carbamidomethyl: 3; Dimethyl: 1

9086 true 2313 1585.8308 1584.8388 1 -9.62 137.61 31.67 48.6 (M:48.6) 1 1 1

R.KLYGDHDFLEE

R.H Dimethyl:2H(4): 1, 1

9087 true 2229 1585.8513 1584.8584 1 -9.03 179.85 33.17 42.9 (M:42.9) 1 1 1

R.ATGELQQEVSA

LRR.E Dimethyl: 1

9088 false 2229 1585.8513 1584.8773 1 -20.98 206.51 33.17 15.2 (M:15.2) 1 5 1

R.TQPAELGTKLQ

DPR.V Dimethyl:2H(4): 1

9089 true 3748 1585.8526 1584.8272 1 11.39 254.51 42.33 100.5 (M:100.5) 2 1 0

R.QTFSPFGQIMEI

R.V Dimethyl:2H(4): 1

9090 true 2538 1585.8548 1584.8512 1 -2.28 220.43 40.17 56.2 (M:56.2) 1 1 0

K.SPQTPELVEALA

FR.E Dimethyl: 1

9091 true 1407 1586.7238 1585.7135 1 1.88 241.55 29 85.7 (M:85.7) 2 1 0

R.MGQMGMGGT

IGMNNR.G Dimethyl:2H(4): 1



9092 true 19 1586.7891 1585.7808 1 0.6 126.28 20.83 15.1 (M:15.1) 1 1 0

R.QAATAGSPATA

NGSAQR.D Dimethyl: 1

9093 true 844 1586.7926 1585.7705 1 9.38 182.83 26.67 26.1 (M:26.1) 2 1 1

K.KTANDMIHAE

NMR.L Dimethyl: 1, 1

9094 true 2196 1586.9311 1585.909 1 9.34 254.08 33.5 57.8 (M:57.8) 1 1 1

K.NREPVQLETLSI

R.G Dimethyl:2H(4): 1

9095 true 2678 1587.7435 1586.7622 1 -16.38 188.1 41.17 65.7 (M:65.7) 1 1 0

K.MFVLDEADEM

LSR.G Dimethyl:2H(4): 1

9096 true 1163 1587.8067 1586.8003 1 -0.53 153.72 28.5 72.3 (M:72.3) 1 1 0

K.EHYPNGVCTVY

GK.T

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9097 true 2618 1587.8338 1586.8248 1 1.11 182.59 33.5 61.2 (M:61.2) 1 1 1

R.VKEGMNVVEA

MER.C Dimethyl:2H(4): 1, 2; Oxidation: 5, 11

9098 true 1940 1587.8435 1586.8417 1 -3.44 173.74 32.67 68.7 (M:68.7) 1 1 0

R.YETTANLGTAH

LLR.L Dimethyl: 1



9099 true 98 1587.8958 1586.8868 1 1.11 239.83 23.17 56.4 (M:56.4) 2 1 1

K.IQDKEGIPPDQ

QR.L Dimethyl:2H(4): 1, 4

9100 true 2934 1587.9031 1586.8718 1 15.09 255.16 37 69.8 (M:69.8) 1 1 0

K.VPPAINQFSQA

LDR.Q Dimethyl:2H(4): 1

9101 true 2300 1588.8355 1587.8269 1 0.85 217.33 33 73.7 (M:73.7) 2 1 0

K.VVIGMDVAASE

FYR.D Dimethyl:2H(4): 1

9102 true 2261 1588.8703 1587.8508 1 7.68 92.94 36 25.6 (M:25.6) 1 1 0

K.LYTLVLTDPDAP

SR.K Dimethyl: 1

9103 true 2620 1588.8735 1587.8592 1 4.43 273.84 34.67 136.1 (M:136.1) 9 1 0

R.VPTPNVSVVDL

TCR.L

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

9104 true 2469 1588.9513 1587.9399 1 2.62 157.42 37.33 37.5 (M:37.5) 1 1 0

K.GHAVNLLDVPV

PVAR.K Dimethyl:2H(4): 1

9105 true 1412 1589.7681 1588.7555 1 3.32 183.91 30 51.5 (M:51.5) 1 1 0

R.ELPPDQAEYCIA

R.M Carbamidomethyl: 10; Dimethyl: 1



9106 false 1412 1589.7681 1588.7944 1 -21.15 164.05 30 16.3 (M:16.3) 1 2 0

R.ILGADTSAELEE

TGR.V Dimethyl: 1

9107 true 431 1589.8054 1588.7958 1 1.48 186.2 25.17 26.9 (M:26.9) 1 1 0

K.ALPQEHAGSPD

VQGR.L Dimethyl: 1

9108 true 2381 1589.8305 1588.8501 1 -16.89 222.19 34.17 37.7 (M:37.7) 1 1 0

K.IIPTLEEYQHYK.

G Dimethyl: 1, 12

9109 true 2001 1589.8308 1588.8147 1 5.56 185.42 32.5 33.0 (M:33.0) 1 1 0

R.ESQSHPGDFVL

SVR.T Dimethyl:2H(4): 1

9110 true 934 1589.8406 1588.8293 1 2.51 232.62 26.83 64.0 (M:64.0) 1 1 0

K.LQMEQQQQLQ

QR.Q Dimethyl:2H(4): 1

9111 true 613 1589.8564 1588.8483 1 0.53 177.26 25.5 18.1 (M:18.1) 1 1 1

R.LGHAEQKDEM

VPR.L Dimethyl:2H(4): 1, 7; Oxidation: 10

9112 true 379 1589.8726 1588.8562 1 5.78 154.3 24.33 49.4 (M:49.4) 1 1 1

R.AFHNEAQVNP

DRK.N Dimethyl:2H(4): 1, 13



9113 true 2539 1589.8841 1588.8763 1 0.33 209.36 40.33 83.4 (M:83.4) 1 1 0

K.SPQTPELVEALA

FR.E Dimethyl:2H(4): 1

9114 true 2294 1589.9343 1588.9126 1 9.04 193.76 37.83 65.5 (M:65.5) 1 1 0

K.LQELEIYPGIQV

R.V Dimethyl:2H(4): 1

9115 true 645 1590.7876 1589.7782 1 1.34 286.29 25.83 39.5 (M:39.5) 1 1 0

R.AECRPAASENY

MK.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 13

9116 true 923 1590.806 1589.795 1 2.35 177.32 27.17 22.3 (M:22.3) 1 1 0

R.APGPIHYPSQD

PQR.M Dimethyl: 1

9117 true 20 1590.8128 1589.806 1 -0.28 123.12 20.83 34.1 (M:34.1) 1 1 0

R.QAATAGSPATA

NGSAQR.D Dimethyl:2H(4): 1

9118 true 3160 1590.8229 1589.7984 1 10.85 181.35 39.33 56.4 (M:56.4) 1 1 0

K.NALGEAAAAA

GFNVMR.L Dimethyl: 1

9119 true 1064 1590.8246 1589.8162 1 0.7 252.89 27.33 53.7 (M:53.7) 1 1 1

K.LTRDETNYGIPQ

R.A Dimethyl: 1



9120 true 3498 1590.8679 1589.8487 1 7.5 241.94 40.5 42.8 (M:42.8) 1 1 0

K.LSCQPLLSLDNF

K.L Carbamidomethyl: 3; Dimethyl: 1, 13

9121 true 753 1590.897 1589.8659 1 15.02 332.23 26.17 17.4 (M:17.4) 1 1 1

K.IGGCKVVGCAG

SDSK.V

Carbamidomethyl: 4, 9; 

Dimethyl:2H(4): 1, 5, 15

9122 true 855 1590.9452 1589.9418 1 -2.43 285.06 26.83 41.4 (M:41.4) 1 1 1

K.IVADKDYAVTA

NSK.I Dimethyl:2H(4): 1, 5, 14

9123 true 2288 1591.7756 1590.7777 1 -5.9 145.47 36.33 74.0 (M:74.0) 1 1 0

-

.ADQLTEEQIAEFK

.E Acetyl: 1; Dimethyl: 13

9124 true 1654 1591.7931 1590.7949 1 -5.65 126.55 30.33 23.9 (M:23.9) 1 54.36 1 1

K.HFVQMLPEKDC

R.Y

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

9125 true 1119 1591.8015 1590.8205 1 -16.5 122.3 28.33 23.5 (M:23.5) 1 1 1

K.NFYQEHPDVVR

R.T Dimethyl:2H(4): 1

9126 true 2542 1591.8422 1590.8262 1 5.47 150.77 35.83 51.9 (M:51.9) 2 1 0

R.GCALQCAILSPA

FK.V

Carbamidomethyl: 2, 6; Dimethyl: 1, 

14



9127 true 2542 1591.8422 1590.8262 1 5.47 150.77 35.83 51.9 (M:51.9) 2 1 0

R.GCALQCAILSPA

FK.V

Carbamidomethyl: 2, 6; Dimethyl: 1, 

14

9128 true 2542 1591.8422 1590.8262 1 5.47 150.77 35.83 51.9 (M:51.9) 2 1 0

R.GCALQCAILSPA

FK.V

Carbamidomethyl: 2, 6; Dimethyl: 1, 

14

9129 true 1179 1591.8429 1590.8337 1 1.18 143.41 29 20.6 (M:20.6) 1 1 1

K.ILAENEREVAE

MR.N Dimethyl:2H(4): 1

9130 true 1941 1591.8653 1590.8668 1 -5.48 129.97 32.67 89.8 (M:89.8) 1 1 0

R.YETTANLGTAH

LLR.L Dimethyl:2H(4): 1

9131 false 2796 1591.893 1590.9027 1 -10.65 190.79 37.33 20.5 (M:20.5) 1 50.63 3 1

-

.VPKMASIMEGPL

SK.W

Dimethyl:2H(4): 1; Oxidation: 8; 

Dimethyl: 3, 14

9132 true 2796 1591.893 1590.8477 1 23.91 254.78 37.33 21.9 (M:21.9) 1 33.46 1 1

R.IKEEPMNVDLA

EK.T

Dimethyl:2H(4): 2; Oxidation: 6; 

Dimethyl: 13

9133 true 2535 1591.8934 1590.877 1 5.74 212.82 38.67 68.4 (M:68.4) 1 1 0

R.QKPANAIESFF

QK.V Dimethyl: 1, 2, 13



9134 true 567 1591.9595 1590.9483 1 2.5 69.59 25.17 24.4 (M:24.4) 1 1 1

K.KTQNDVLHAEN

VK.A Dimethyl:2H(4): 1, 1, 13

9135 true 2484 1592.7812 1591.7817 1 -4.85 196.44 34.67 26.8 (M:26.8) 1 1 0

K.HIGLVYSGMGP

DYR.V Dimethyl: 1

9136 true 1941 1592.8197 1591.8107 1 1.09 137.15 31 73.4 (M:73.4) 2 1 0

R.INIYHNTATNTF

R.V Dimethyl: 1

9137 false 2883 1592.8274 1591.8068 1 8.31 141.69 43.17 25.9 (M:25.9) 1 2 0

R.LWGLTEMFPES

VR.S Dimethyl: 1

9138 false 2883 1592.8274 1591.828 1 -4.95 156.35 43.17 15.2 (M:15.2) 1 3 1

K.WEMNKVGETL

LTK.S Oxidation: 3; Dimethyl: 13

9139 true 41 1592.8461 1591.8406 1 -1.12 344.4 22.5 33.5 (M:33.5) 1 1 0

R.ITRPGNTDDPS

GGNK.V Dimethyl:2H(4): 1, 15

9140 false 2646 1592.8646 1591.8206 1 23.07 214.15 41.17 15.8 (M:15.8) 1 4 1

K.EQYLQSIEDRQ

K.L Dimethyl: 1, 12



9141 true 2646 1592.8646 1591.8531 1 2.64 197.69 41.17 105.1 (M:105.1) 2 1 0

K.TFAPEEISAMVL

TK.M Dimethyl: 1, 14

9142 true 2252 1592.8855 1591.8759 1 1.44 75.19 36 38.9 (M:38.9) 1 1 0

K.LYTLVLTDPDAP

SR.K Dimethyl:2H(4): 1

9143 true 1138 1592.9437 1591.9435 1 -4.47 210.48 26.17 55.6 (M:55.6) 2 1 1

R.KAVAKPGDPDS

QQR.L Dimethyl:2H(4): 1, 1, 5

9144 true 2117 1593.6995 1592.6836 1 5.39 189.04 33 30.6 (M:30.6) 1 1 0

K.NFICEQCCGAF

R.S

Carbamidomethyl: 4, 7, 8; 

Dimethyl:2H(4): 1

9145 true 1419 1593.7458 1592.7406 1 -1.25 163.08 29.83 49.9 (M:49.9) 1 1 0

K.ISPFEHQTYCQR

.T Carbamidomethyl: 10; Dimethyl: 1

9146 false 1413 1593.783 1592.8021 1 -16.57 166.1 30 17.0 (M:17.0) 1 2 1

K.DKADFCIIHYAG

K.V Carbamidomethyl: 6; Dimethyl: 1, 2

9147 true 1413 1593.783 1592.7806 1 -3.11 181.42 30 54.3 (M:54.3) 1 1 0

R.ELPPDQAEYCIA

R.M

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1



9148 false 1413 1593.783 1592.8021 1 -16.57 166.1 30 17.0 (M:17.0) 1 2 1

K.DKADFCIIHYAG

K.V Carbamidomethyl: 6; Dimethyl: 1, 2

9149 true 2795 1593.7857 1592.7691 1 5.84 179.35 37 51.0 (M:51.0) 1 1 0

K.SMPLPMSDVA

QAYR.S Dimethyl: 1

9150 true 257 1593.7924 1592.7617 1 14.68 122.88 23.83 23.5 (M:23.5) 1 1 1

K.EAEMEEHREHI

K.V Dimethyl: 1, 12

9151 true 1125 1593.8242 1592.841 1 -15.11 126.51 28.17 82.8 (M:82.8) 1 1 0

M.SETAPVAAPAV

SAPGAK.A Acetyl: 1; Dimethyl: 17

9152 true 386 1593.8278 1592.8209 1 -0.22 245.59 25.17 57.3 (M:57.3) 1 1 0

K.ALPQEHAGSPD

VQGR.L Dimethyl:2H(4): 1

9153 true 3306 1593.8285 1592.8232 1 -1.23 144.43 38 18.3 (M:18.3) 1 1 1

R.CQSLIEDLEFRK.

N Carbamidomethyl: 1; Dimethyl: 1, 12

9154 true 2737 1593.8462 1592.8457 1 -4.26 140.32 34.83 63.8 (M:63.8) 3 1 0

K.NVALLSQLCHS

PAR.R Carbamidomethyl: 9; Dimethyl: 1



9155 true 2047 1593.9632 1592.9567 1 -0.47 247.04 32 46.8 (M:46.8) 1 1 1

R.SKEAAPEFPLSP

PK.K Dimethyl:2H(4): 1, 2, 14

9156 true 3592 1594.0148 1592.9916 1 10 136.32 48.67 27.4 (M:27.4) 1 1 0

K.LQGILNSAPLLL

PGR.H Dimethyl:2H(4): 1

9157 true 1611 1594.8014 1593.7821 1 7.52 175.81 31 41.9 (M:41.9) 1 1 1

R.CQSLQEDLDFR

K.N Carbamidomethyl: 1; Dimethyl: 1, 12

9158 true 757 1594.816 1593.8223 1 -8.51 118.81 26.67 69.9 (M:69.9) 1 1 0

K.SINQQSGAHVE

LQR.N Dimethyl: 1

9159 true 1944 1594.8166 1593.8039 1 3.4 182.73 33.67 96.1 (M:96.1) 2 1 0

R.ITPSYVAFTPEG

ER.L Dimethyl: 1

9160 true 1801 1594.8215 1593.8263 1 -7.6 136.73 30.17 33.6 (M:33.6) 3 1 0

R.NTATPLSTFPH

QPR.H Dimethyl: 1

9161 true 814 1594.8337 1593.8207 1 3.57 131.78 26.67 51.6 (M:51.6) 1 1 1

K.KTANDMIHAE

NMR.L Dimethyl:2H(4): 1, 1



9162 true 3161 1594.8406 1593.8235 1 6.12 187.57 39.33 50.2 (M:50.2) 1 1 0

K.NALGEAAAAA

GFNVMR.L Dimethyl:2H(4): 1

9163 true 1065 1594.8503 1593.8413 1 1.07 220.23 27.5 58.3 (M:58.3) 1 1 1

K.LTRDETNYGIPQ

R.A Dimethyl:2H(4): 1

9164 true 3026 1594.9187 1593.9251 1 -8.62 115.98 35.83 41.8 (M:41.8) 1 1 1

R.KIEMEEPLVSSL

R.L Dimethyl:2H(4): 1, 1

9165 true 3374 1594.9389 1593.9243 1 4.63 191.79 39.67 51.9 (M:51.9) 1 1 0

R.QVAVVPQEPLL

FAR.S Dimethyl: 1

9166 true 171 1595.0298 1594.0145 1 5.01 174.72 22.17 21.0 (M:21.0) 1 1 1

R.EESGKPGAHVT

VKK.L Dimethyl:2H(4): 1, 5, 13, 14

9167 true 2289 1595.8037 1594.8028 1 -3.99 135.88 36.33 59.4 (M:59.4) 1 1 0

-

.ADQLTEEQIAEFK

.E Dimethyl:2H(4): 13; Acetyl: 1

9168 true 1770 1595.8051 1594.7852 1 7.91 238.15 31.5 60.6 (M:60.6) 1 1 0

R.ANEHQGIGFLN

DPR.R Dimethyl: 1



9169 true 2604 1595.9401 1594.9294 1 2.14 160.42 40.67 49.5 (M:49.5) 1 1 0

R.TIAIIAEGIPEAL

TR.K Dimethyl: 1

9170 true 1824 1596.7492 1595.758 1 -10.04 136.51 32.5 30.7 (M:30.7) 1 1 0

K.LEVEANNAFDQ

YR.D Dimethyl: 1

9171 true 1558 1596.7685 1595.7688 1 -4.71 219.87 29.5 36.4 (M:36.4) 1 1 0

R.LPACVVDCGTG

YTK.L

Carbamidomethyl: 4, 8; Dimethyl: 1, 

14

9172 true 199 1596.7753 1595.7461 1 13.72 221.6 23.33 20.9 (M:20.9) 1 1 1

K.STSKDNEEMVL

SGR.D Oxidation: 9; Dimethyl: 4

9173 false 840 1596.7793 1595.7903 1 -11.45 175.81 25.67 19.7 (M:19.7) 2 2 0

K.QANVQSYGVTS

STAR.R Dimethyl: 1

9174 true 2387 1596.8147 1595.7944 1 8.15 191.32 34.33 45.0 (M:45.0) 1 1 0

K.QGGPTYYIDTN

ALR.V Dimethyl: 1

9175 true 175 1596.8174 1595.809 1 0.7 203.68 24.67 36.8 (M:36.8) 1 1 1

R.RMEELHNQEV

QK.R Dimethyl: 1, 12



9176 true 1942 1596.8396 1595.8358 1 -2.2 194.14 31 52.3 (M:52.3) 2 1 0

R.INIYHNTATNTF

R.V Dimethyl:2H(4): 1

9177 true 2535 1596.8412 1595.8068 1 17.01 271.83 34.67 47.9 (M:47.9) 1 1 0

K.HIGLVYSGMGP

DYR.V Dimethyl:2H(4): 1

9178 true 1998 1596.8435 1595.847 1 -6.75 152.12 33 49.2 (M:49.2) 1 1 0

K.HAFSLHQLQND

VR.I Dimethyl:2H(4): 1

9179 true 2884 1596.8458 1595.832 1 4.13 188.12 43.17 67.5 (M:67.5) 1 1 0

R.LWGLTEMFPES

VR.S Dimethyl:2H(4): 1

9180 true 1974 1596.8503 1595.842 1 0.65 243.41 31.67 40.9 (M:40.9) 1 1 0

M.APAAAQAPEI

QFAQR.L Dimethyl: 1

9181 true 1418 1596.8724 1595.877 1 -7.44 155.1 27.83 55.4 (M:55.4) 1 1 1

K.NPLPSKETIEQE

K.Q Dimethyl: 1, 6, 13

9182 true 3392 1596.981 1595.9651 1 5.45 225.1 40.83 58.8 (M:58.8) 2 1 0

K.AIIKPQYVDQIP

K.A Dimethyl: 1, 4, 13



9183 true 1420 1597.7705 1596.7657 1 -1.51 143.37 29.83 59.6 (M:59.6) 1 1 0

K.ISPFEHQTYCQR

.T

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

9184 true 55 1597.772 1596.7492 1 9.69 207.56 23.33 111.0 (M:111.0) 2 1 0

K.DGSGQHVDVS

PTSQR.L Dimethyl: 1

9185 true 2148 1597.7725 1596.764 1 0.77 242.43 32.67 38.1 (M:38.1) 1 1 0

R.KPASFMTSICDE

R.G Carbamidomethyl: 10; Dimethyl: 1, 1

9186 true 2363 1597.8348 1596.845 1 -10.93 202.66 37.67 29.4 (M:29.4) 1 1 0

K.LPIGDVATQYFA

DR.D Dimethyl:2H(4): 1

9187 true 1083 1597.8517 1596.8661 1 -13.54 114.19 28.17 101.6 (M:101.6) 1 1 0

M.SETAPVAAPAV

SAPGAK.A Dimethyl:2H(4): 17; Acetyl: 1

9188 true 2696 1597.8737 1596.8708 1 -2.75 147.19 35 73.2 (M:73.2) 2 1 0

K.NVALLSQLCHS

PAR.R

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

9189 false 2915 1597.8921 1596.9199 1 -21.98 193.8 38.67 23.8 (M:23.8) 1 2 1

K.LQSTSIKLALSPS

PR.N



9190 true 2593 1597.9133 1596.9003 1 3.6 173.07 34.17 17.1 (M:17.1) 1 1 0

K.IIPTLEEYQHYK.

G Dimethyl:2H(4): 1, 12

9191 true 614 1598.766 1597.7485 1 6.4 256.48 25.67 72.1 (M:72.1) 3 1 0

K.EVYQQQQFSSG

GGR.G Dimethyl: 1

9192 true 3147 1598.7723 1597.7381 1 16.84 240.79 38.17 44.9 (M:44.9) 1 1 0

R.IIPGFMCQGGD

FTR.H Carbamidomethyl: 7

9193 true 821 1598.7893 1597.7783 1 2.28 241.48 23.33 29.9 (M:29.9) 2 1 0

R.QTVEHCQYRPP

R.I Carbamidomethyl: 6; Dimethyl: 1

9194 true 691 1598.8166 1597.775 1 21.48 60.52 27.67 15.0 (M:15.0) 1 1 0

K.APSVAHSPGDH

WPGR.E Dimethyl: 1

9195 true 1510 1598.8204 1597.7988 1 9 234.2 30.5 17.1 (M:17.1) 1 1 1

K.ESEDFIVEQYKR

.L Dimethyl: 1, 11

9196 true 1945 1598.8416 1597.829 1 3.34 249.73 33.67 108.5 (M:108.5) 2 1 0

R.ITPSYVAFTPEG

ER.L Dimethyl:2H(4): 1



9197 true 758 1598.8423 1597.8474 1 -7.75 170.75 26.67 58.0 (M:58.0) 1 1 0

K.SINQQSGAHVE

LQR.N Dimethyl:2H(4): 1

9198 true 1495 1598.8437 1597.8514 1 -9.42 247.51 30.67 29.0 (M:29.0) 1 1 0

R.NTATPLSTFPH

QPR.H Dimethyl:2H(4): 1

9199 true 2051 1598.9115 1597.9192 1 -9.38 203.29 34 39.1 (M:39.1) 2 1 1

R.QRYEILTPNAIP

K.G Dimethyl: 1, 13

9200 true 2051 1598.9115 1597.9192 1 -9.38 203.29 34 39.1 (M:39.1) 2 1 1

R.QRYEILTPNAIP

K.G Dimethyl: 1, 13

9201 true 3375 1598.9622 1597.9494 1 3.49 210.82 39.67 75.8 (M:75.8) 1 1 0

R.QVAVVPQEPLL

FAR.S Dimethyl:2H(4): 1

9202 true 1771 1599.8269 1598.8103 1 5.85 282.9 31.5 34.3 (M:34.3) 1 1 0

R.ANEHQGIGFLN

DPR.R Dimethyl:2H(4): 1

9203 true 3161 1599.8821 1598.8764 1 -1 150.52 38 29.3 (M:29.3) 1 1 0

R.GCALQCAILSPA

FK.V

Carbamidomethyl: 2, 6; 

Dimethyl:2H(4): 1, 14



9204 true 3161 1599.8821 1598.8764 1 -1 150.52 38 29.3 (M:29.3) 1 1 0

R.GCALQCAILSPA

FK.V

Carbamidomethyl: 2, 6; 

Dimethyl:2H(4): 1, 14

9205 true 3161 1599.8821 1598.8764 1 -1 150.52 38 29.3 (M:29.3) 1 1 0

R.GCALQCAILSPA

FK.V

Carbamidomethyl: 2, 6; 

Dimethyl:2H(4): 1, 14

9206 true 2720 1599.8889 1598.878 1 2.26 107.05 38.67 58.6 (M:58.6) 1 1 0

K.VSHLLGINVTDF

TR.G Dimethyl: 1

9207 true 3171 1599.9107 1598.9032 1 0.13 198.49 38.5 37.1 (M:37.1) 1 1 0

R.SVVGTPAYLAP

EVLR.S Dimethyl: 1

9208 true 2605 1599.9614 1598.9545 1 -0.23 196.48 40.67 57.2 (M:57.2) 1 1 0

R.TIAIIAEGIPEAL

TR.K Dimethyl:2H(4): 1

9209 true 1017 1600.7153 1599.7035 1 2.82 193.9 27.67 39.2 (M:39.2) 1 1 0

K.GHQFSCVCLHG

DR.K Carbamidomethyl: 6, 8; Dimethyl: 1

9210 true 1828 1600.7495 1599.7351 1 4.43 166.2 32.5 69.6 (M:69.6) 1 1 0

K.IYTFGCNDEGAL

GR.D Carbamidomethyl: 6; Dimethyl: 1



9211 true 1825 1600.7909 1599.7831 1 0.36 140 32.5 53.9 (M:53.9) 1 1 0

K.LEVEANNAFDQ

YR.D Dimethyl:2H(4): 1

9212 true 614 1600.8207 1599.8155 1 -1.27 209.54 26.17 49.1 (M:49.1) 1 1 0

K.QANVQSYGVTS

STAR.R Dimethyl:2H(4): 1

9213 true 2388 1600.8391 1599.8195 1 7.7 149.69 34.33 37.4 (M:37.4) 2 1 0

K.QGGPTYYIDTN

ALR.V Dimethyl:2H(4): 1

9214 true 1975 1600.873 1599.8671 1 -0.87 231.59 31.67 32.2 (M:32.2) 1 1 0

M.APAAAQAPEI

QFAQR.L Dimethyl:2H(4): 1

9215 true 1939 1600.8836 1599.8832 1 -4.29 139.33 33.33 32.0 (M:32.0) 2 1 1

R.ELISNASDALDK

IR.Y Dimethyl: 1, 12

9216 true 1939 1600.8836 1599.8832 1 -4.29 139.33 33.33 32.0 (M:32.0) 2 1 1

R.ELISNASDALDK

IR.L Dimethyl: 1, 12

9217 true 2647 1600.9171 1599.9033 1 4.04 198.21 41.17 86.5 (M:86.5) 1 1 0

K.TFAPEEISAMVL

TK.M Dimethyl:2H(4): 1, 14



9218 true 2308 1600.9297 1599.9146 1 4.91 147.16 38.17 23.8 (M:23.8) 1 1 1

R.GMIREDAVLEY

LK.I Dimethyl:2H(4): 1, 13

9219 true 56 1601.7965 1600.7743 1 9.31 277.93 23.33 97.6 (M:97.6) 1 1 0

K.DGSGQHVDVS

PTSQR.L Dimethyl:2H(4): 1

9220 true 481 1601.8098 1600.8119 1 -5.86 119.15 23.83 19.3 (M:19.3) 1 1 1

K.EAEMEEHREHI

K.V Dimethyl:2H(4): 1, 12

9221 false 3770 1601.8474 1600.8221 1 11.25 125.66 42.33 15.6 (M:15.6) 1 2 0

R.QTFSPFGQIMEI

R.V Dimethyl:2H(4): 1; Oxidation: 10

9222 true 3307 1601.8784 1600.8734 1 -1.43 156.19 38 41.4 (M:41.4) 1 1 1

R.CQSLIEDLEFRK.

N

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 12

9223 false 2688 1601.8794 1600.8511 1 13.1 195.68 35.67 16.8 (M:16.8) 1 2 1

K.ALRSTEAYENFL

R.C Dimethyl:2H(4): 1

9224 true 3291 1601.9154 1600.8937 1 9.03 208.39 40.33 28.7 (M:28.7) 2 1 0

K.VNKPTGFALGSI

EGR.V Dimethyl: 1, 3



9225 true 2148 1602.6918 1601.7004 1 -9.86 143.59 34.83 20.5 (M:20.5) 1 1 0

R.LDGMGCLEFDE

ER.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

9226 true 615 1602.7918 1601.7736 1 6.79 238.21 25.67 80.9 (M:80.9) 3 1 0

K.EVYQQQQFSSG

GGR.G Dimethyl:2H(4): 1

9227 true 639 1602.8077 1601.8001 1 0.22 188 27.67 49.8 (M:49.8) 1 1 0

K.APSVAHSPGDH

WPGR.E Dimethyl:2H(4): 1

9228 true 822 1602.85 1601.8035 1 24.49 212.99 23.33 48.6 (M:48.6) 1 1 0

R.QTVEHCQYRPP

R.I

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

9229 true 1577 1602.8612 1601.8323 1 13.46 222.7 31 38.4 (M:38.4) 1 1 1

R.CQSLQEDLDFR

K.N

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 12

9230 true 2554 1602.894 1601.9029 1 -10.08 241.79 34 40.7 (M:40.7) 1 1 0

K.VLEQLTGQTPV

FSK.A Dimethyl: 1, 14

9231 false 696 1603.8128 1602.8101 1 -2.83 157.6 26 23.8 (M:23.8) 1 2 1

K.ELRDEEQTAESI

K.N Dimethyl: 1, 13



9232 true 1386 1603.8222 1602.8042 1 6.7 173.11 29.5 49.4 (M:49.4) 1 1 0

K.IEQFVYASPHD

NK.S Dimethyl: 1, 13

9233 false 1347 1603.8521 1602.8651 1 -12.65 119.7 29.67 17.1 (M:17.1) 1 3 1

R.FSKEDMHNKP

MK.K Dimethyl:2H(4): 1, 3, 12; Oxidation: 6

9234 true 3813 1603.9048 1602.9021 1 -2.85 178.16 42.33 57.4 (M:57.4) 1 1 0

R.NLYVTFPIPDLQ

K.Y Dimethyl: 1, 13

9235 true 2697 1603.9132 1602.9031 1 1.71 137.98 38.67 117.6 (M:117.6) 1 1 0

K.VSHLLGINVTDF

TR.G Dimethyl:2H(4): 1

9236 true 3172 1603.9376 1602.9283 1 1.25 179.06 38.5 28.9 (M:28.9) 1 1 0

R.SVVGTPAYLAP

EVLR.S Dimethyl:2H(4): 1

9237 true 1018 1604.7405 1603.7286 1 2.92 230.28 27.67 60.6 (M:60.6) 1 1 0

K.GHQFSCVCLHG

DR.K

Carbamidomethyl: 6, 8; 

Dimethyl:2H(4): 1

9238 true 109 1604.762 1603.7703 1 -9.68 184.15 23.17 18.9 (M:18.9) 1 1 0

K.HLQSGENHTSV

DPR.Q Dimethyl: 1



9239 true 1829 1604.7725 1603.7602 1 3.09 247.57 32.5 54.6 (M:54.6) 1 1 0

K.IYTFGCNDEGAL

GR.D

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

9240 true 89 1604.8598 1603.8166 1 22.42 155.66 24.67 17.2 (M:17.2) 1 1 0

K.TVAQSQQLETS

TQR.D Dimethyl: 1

9241 true 1628 1604.907 1603.9021 1 -1.48 192.83 35.33 17.1 (M:17.1) 1 1 1

K.ADGAPLEGTDI

TPKR.D Dimethyl:2H(4): 1, 14

9242 true 1498 1604.9293 1603.9297 1 -4.82 162.93 30.5 71.9 (M:71.9) 2 1 1

K.IKGEHPGLSIGD

VAK.K Dimethyl: 1, 2, 15

9243 true 2568 1605.7989 1604.779 1 7.9 228.61 33 15.3 (M:15.3) 1 1 0

K.AIEIAENEMPGL

MK.M Oxidation: 9, 13; Dimethyl: 14

9244 true 2157 1605.816 1604.7947 1 8.74 213.76 33.17 32.9 (M:32.9) 1 1 0

R.GAYEHAVLAAG

TDFR.S Dimethyl: 1

9245 true 2149 1605.8225 1604.8142 1 0.61 259.01 32.67 23.0 (M:23.0) 1 1 0

R.KPASFMTSICDE

R.G

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 1



9246 true 1478 1605.8343 1604.7981 1 18.02 222.66 29.83 65.4 (M:65.4) 2 1 0

R.DDNGKPYVLNC

VR.K Carbamidomethyl: 11; Dimethyl: 1, 5

9247 true 3463 1605.872 1604.8562 1 5.26 170.8 40.17 37.6 (M:37.6) 1 1 0

R.SLAQFPYLEPGS

IR.H Dimethyl: 1

9248 true 2622 1606.7147 1605.7127 1 -3.3 148.34 40.33 66.9 (M:66.9) 1 1 0

M.SDQQLDCALD

LMR.R Carbamidomethyl: 7; Acetyl: 1

9249 true 275 1606.7218 1605.7172 1 -1.64 204.28 24.5 41.2 (M:41.2) 1 1 0

K.QQAPGEHAGY

DYSR.C Dimethyl: 1

9250 true 2487 1606.7405 1605.7392 1 -3.72 245.02 34.5 63.5 (M:63.5) 1 1 0

K.NCLTNFHGMD

LTR.D Carbamidomethyl: 2; Dimethyl: 1

9251 true 1681 1606.7883 1605.8111 1 -18.69 142.42 29.17 40.6 (M:40.6) 2 1 0

R.SELEEIQVQHP

NR.F Dimethyl: 1

9252 true 3781 1606.9266 1605.9545 1 -21.84 114.73 41.83 21.4 (M:21.4) 1 1 1

R.YSGKPTPKITWL

R.D Dimethyl:2H(4): 8; Dimethyl: 4



9253 false 3781 1606.9266 1605.8851 1 21.35 174.87 41.83 15.4 (M:15.4) 1 2 1

R.CLAVTREDLAL

WK.E

Carbamidomethyl: 1; 

Dimethyl:2H(4): 13

9254 true 2503 1606.9681 1605.9694 1 -5.36 150.72 33.83 57.4 (M:57.4) 3 1 1

R.QRYEILTPNAIP

K.G Dimethyl:2H(4): 1, 13

9255 true 2503 1606.9681 1605.9694 1 -5.36 150.72 33.83 57.4 (M:57.4) 3 1 1

R.QRYEILTPNAIP

K.G Dimethyl:2H(4): 1, 13

9256 true 3553 1606.9812 1605.9606 1 8.26 158.66 49 32.3 (M:32.3) 2 1 0

K.LLGQFTLVGIPP

APR.G Dimethyl: 1

9257 true 1617 1607.8333 1606.7898 1 22.53 307.69 30.17 36.4 (M:36.4) 1 1 1

K.HFVQMLPEKDC

R.Y

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1; Oxidation: 5

9258 true 110 1608.7984 1607.7954 1 -2.63 194.01 23.17 16.4 (M:16.4) 1 1 0

K.HLQSGENHTSV

DPR.Q Dimethyl:2H(4): 1

9259 true 2808 1608.8257 1607.8229 1 -2.76 181.75 42.5 65.4 (M:65.4) 1 1 0

R.SLNSGMDEILA

QFK.L Dimethyl: 1, 14



9260 true 2500 1608.8274 1607.8341 1 -8.72 142.86 32.67 26.4 (M:26.4) 1 1 0

K.LIEHELNESLPM

R.G Dimethyl: 1

9261 true 4018 1608.8425 1607.8415 1 -3.91 177.04 44.83 46.5 (M:46.5) 1 1 0

K.TAMNVNEIFM

AIAK.K Dimethyl: 1, 14

9262 true 2389 1608.8468 1607.8308 1 5.48 188.31 35 82.5 (M:82.5) 2 1 0

R.YGPLTGVNVVY

DQR.T Dimethyl: 1

9263 false 2389 1608.8468 1607.8043 1 21.94 347.96 35 22.9 (M:22.9) 1 2 1

K.SDQDYILKDGD

LVK.I

9264 true 2661 1608.8731 1607.848 1 11.07 188.11 41.17 15.8 (M:15.8) 1 1 0

K.TFAPEEISAMVL

TK.M Oxidation: 10; Dimethyl: 1, 14

9265 true 3464 1608.8873 1607.8854 1 -3.36 193.66 40 16.9 (M:16.9) 1 1 1

K.LKQVMSSLQEE

TR.E Dimethyl:2H(4): 2; Dimethyl: 1

9266 true 1419 1608.9468 1607.9524 1 -7.95 143.52 27.83 101.1 (M:101.1) 1 1 1

K.NPLPSKETIEQE

K.Q Dimethyl:2H(4): 1, 6, 13



9267 true 377 1609.7607 1608.7566 1 -2.01 100.6 23.83 20.3 (M:20.3) 1 1 1

K.EAEMEEHREHI

K.V Oxidation: 4; Dimethyl: 1, 12

9268 true 684 1609.7702 1608.7566 1 3.93 190.39 26.5 50.3 (M:50.3) 1 1 0

K.QTPQCYPSSVT

SAR.T Carbamidomethyl: 5; Dimethyl: 1

9269 true 1786 1609.8295 1608.826 1 -2.37 260.69 30.83 117.9 (M:117.9) 1 1 1

K.KAEAGAGAATE

FQFR.G Dimethyl: 1, 1

9270 true 1492 1609.8317 1608.8198 1 2.87 197.85 30.5 58.6 (M:58.6) 1 1 0

R.EISHTFSNYPAG

VR.Y Dimethyl:2H(4): 1

9271 true 2158 1609.8408 1608.8198 1 8.53 248 33.17 41.5 (M:41.5) 1 1 0

R.GAYEHAVLAAG

TDFR.S Dimethyl:2H(4): 1

9272 true 3482 1609.8941 1608.8813 1 3.4 244.53 40.17 22.9 (M:22.9) 1 1 0

R.SLAQFPYLEPGS

IR.H Dimethyl:2H(4): 1

9273 true 2298 1609.9268 1608.9127 1 4.25 200.77 34.17 103.7 (M:103.7) 2 1 1

K.KTETPASAFSLF

VK.N Dimethyl: 1, 1, 14



9274 true 2504 1609.9474 1608.9439 1 -2.34 173.63 33.5 31.2 (M:31.2) 1 1 0

K.VNKPTGFALGSI

EGR.V Dimethyl:2H(4): 1, 3

9275 true 2820 1610.0451 1609.0608 1 -14.25 228.39 37.67 20.9 (M:20.9) 2 50 1 1

R.VIDPFTIKPLDK

K.T Dimethyl:2H(4): 1, 8, 12

9276 true 276 1610.7586 1609.7423 1 5.63 206.3 24.5 45.3 (M:45.3) 1 1 0

K.QQAPGEHAGY

DYSR.C Dimethyl:2H(4): 1

9277 true 2488 1610.7642 1609.7643 1 -4.55 248.89 34.5 78.3 (M:78.3) 1 1 0

K.NCLTNFHGMD

LTR.D

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

9278 false 1682 1610.8142 1609.8385 1 -19.66 210.74 29.17 17.4 (M:17.4) 1 2 0

R.GENLVSMTVEG

PPPK.D Dimethyl: 1, 15

9279 true 606 1610.8218 1609.81 1 2.79 140.89 22.5 30.9 (M:30.9) 1 1 0

R.YTHAANTVVYS

SNK.I Dimethyl: 1, 14

9280 true 2151 1610.8233 1609.81 1 3.74 207.35 32.67 44.7 (M:44.7) 2 1 0

R.YTPSQQGVAFN

SGAK.Q Dimethyl: 1, 15



9281 true 845 1610.8307 1609.8156 1 4.83 96.46 26.67 17.6 (M:17.6) 1 1 1

K.KTANDMIHAE

NMR.L Dimethyl:2H(4): 1, 1; Oxidation: 12

9282 true 989 1610.8581 1609.8362 1 9.06 250.3 27.83 71.2 (M:71.2) 2 1 0

R.SELEEIQVQHP

NR.F Dimethyl:2H(4): 1

9283 false 989 1610.8581 1609.8357 1 9.35 306.15 27.83 19.6 (M:19.6) 1 61.53 2 1

K.SKNQLEEMVM

VDK.Q Dimethyl:2H(4): 1; Dimethyl: 13

9284 true 2493 1610.8776 1609.8902 1 -12.34 182.79 37.83 22.9 (M:22.9) 1 1 1

K.IMLPWDPSGKI

GPK.K Oxidation: 2; Dimethyl: 10, 14

9285 true 820 1610.8813 1609.8551 1 11.71 157.84 26.5 41.3 (M:41.3) 1 1 1

K.ELETENYHDIKR

.I Dimethyl:2H(4): 1, 11

9286 true 2555 1610.9492 1609.9531 1 -6.93 232.42 34 26.4 (M:26.4) 1 1 0

K.VLEQLTGQTPV

FSK.A Dimethyl:2H(4): 1, 14

9287 true 3486 1610.9903 1609.9858 1 -1.68 174.18 41 38.6 (M:38.6) 2 1 0

K.LLGQFTLVGIPP

APR.G Dimethyl:2H(4): 1



9288 true 603 1611.7406 1610.7536 1 -12.58 194.24 26.33 93.4 (M:93.4) 1 1 0

K.VDDEENEHQLS

LR.T Dimethyl: 1

9289 true 347 1611.7784 1610.7649 1 3.91 134.16 23.33 125.6 (M:125.6) 1 1 0

K.HNGPTDTTND

GTVVR.L Dimethyl: 1

9290 true 904 1611.802 1610.7914 1 2.07 135.78 27.17 45.7 (M:45.7) 1 1 0

R.GDDTPLHLAAS

HGHR.D Dimethyl: 1

9291 true 1091 1611.8247 1610.8012 1 10.02 103.05 26.17 46.9 (M:46.9) 1 1 0

K.HQSAEQSTNID

VVR.F Dimethyl: 1

9292 true 2922 1611.8561 1610.8304 1 11.44 166.1 43.67 59.4 (M:59.4) 1 1 0

K.SSINVEEAFFTL

AR.D Dimethyl: 1

9293 true 3825 1611.9259 1610.9523 1 -20.92 168.87 42.33 28.4 (M:28.4) 1 1 0

R.NLYVTFPIPDLQ

K.Y Dimethyl:2H(4): 1, 13

9294 true 1999 1612.8254 1611.8257 1 -4.69 212.46 31.67 29.6 (M:29.6) 2 1 0

R.EVSFSPPGTAP

VPSGR.Y Dimethyl: 1



9295 true 213 1612.829 1611.8104 1 7 144.91 22.33 35.2 (M:35.2) 1 1 1

R.HSGASAEVQKE

EEK.K Dimethyl: 1, 10, 14

9296 true 2655 1612.8633 1611.8559 1 0.08 253.36 34.83 75.7 (M:75.7) 2 1 0

R.YGPLTGVNVVY

DQR.T Dimethyl:2H(4): 1

9297 true 889 1612.8718 1611.8621 1 1.54 260.37 27.67 62.4 (M:62.4) 2 1 1

M.THQYPALTAE

QKK.E Acetyl: 1; Dimethyl: 12, 13

9298 false 889 1612.8718 1611.8878 1 -14.39 316.08 27.67 15.9 (M:15.9) 1 2 1

R.TMVADKTAMN

AVIK.T

Dimethyl:2H(4): 1; Oxidation: 2, 9; 

Dimethyl: 6, 14

9299 true 2229 1612.8867 1611.8807 1 -0.75 196.8 35.33 44.6 (M:44.6) 2 1 1

K.NREPLMPSPQF

IK.S Dimethyl: 1, 13

9300 true 2191 1612.9238 1611.9196 1 -1.88 229.87 36.67 54.4 (M:54.4) 1 1 1

K.QLDDLKVELSQL

R.V Dimethyl: 1, 6

9301 false 1545 1612.9541 1611.927 1 12.32 261.63 29.67 16.6 (M:16.6) 1 2 1

K.MKLGVQVVITD

PEK.L Dimethyl: 1, 14



9302 true 3399 1612.9599 1611.96 1 -4.57 218.95 40.33 104.3 (M:104.3) 2 1 0

K.FTITPPTAQVAA

VLK.I Dimethyl: 1, 15

9303 true 1715 1613.7316 1612.7344 1 -6.26 164.87 31.33 84.4 (M:84.4) 1 1 0

K.DHYPNGFCTVY

GK.S Carbamidomethyl: 8; Dimethyl: 1, 13

9304 true 697 1613.7998 1612.7845 1 4.96 257.19 26 34.5 (M:34.5) 1 1 1

K.AYGQNIQYSDK

DR.F Dimethyl: 1, 11

9305 true 862 1613.8129 1612.842 1 -22.55 141.24 26.83 46.8 (M:46.8) 1 1 1

R.IEDVTPIPSDST

RR.K Dimethyl: 1

9306 true 3000 1613.8773 1612.8613 1 5.39 220.25 38.67 32.1 (M:32.1) 1 1 1

K.FIGDKDASVVG

FFR.D Dimethyl: 1, 5

9307 true 1479 1613.8809 1612.8483 1 15.73 268.51 29.83 67.0 (M:67.0) 2 1 0

R.DDNGKPYVLNC

VR.K

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 5

9308 true 2299 1613.8995 1612.8825 1 6.02 187.64 35.17 76.6 (M:76.6) 1 1 0

K.LSSNPLASHDYI

LK.I Dimethyl: 1, 14



9309 true 1378 1614.7332 1613.7144 1 7.12 175.12 29.83 24.6 (M:24.6) 1 1 0

R.GTQSYMAPEQ

FGDR.Y Dimethyl: 1

9310 true 100 1614.7354 1613.7169 1 6.95 151.08 22.5 93.0 (M:93.0) 1 1 0

K.AEEDPASGTAP

QEER.S Dimethyl: 1

9311 true 2291 1614.7588 1613.733 1 11.43 169.91 36.5 36.1 (M:36.1) 2 1 0

R.IIPGFMCQGGD

FTR.H Carbamidomethyl: 7; Oxidation: 6

9312 true 2892 1614.8486 1613.8559 1 -9.04 191.81 37.83 73.7 (M:73.7) 1 1 0

K.LAAVDATVNQ

MLANR.Y Dimethyl: 1

9313 true 3782 1614.9038 1613.8885 1 4.98 200.79 41.83 62.6 (M:62.6) 1 1 0

K.CDAVLCTLPLG

VLK.Q

Carbamidomethyl: 1, 6; Dimethyl: 1, 

14

9314 true 604 1615.763 1614.7787 1 -14.27 196.05 26.33 83.3 (M:83.3) 1 1 0

K.VDDEENEHQLS

LR.T Dimethyl:2H(4): 1

9315 true 1603 1615.776 1614.775 1 -3.89 135.94 28.67 51.3 (M:51.3) 1 1 0

K.HQAFEAELSAN

QSR.I Dimethyl: 1



9316 true 323 1615.8053 1614.79 1 4.97 121.12 23.33 80.7 (M:80.7) 1 1 0

K.HNGPTDTTND

GTVVR.L Dimethyl:2H(4): 1

9317 true 1618 1615.813 1614.8011 1 2.87 284.62 30.33 57.2 (M:57.2) 1 1 1

K.HFVQMLPEKDC

R.Y Carbamidomethyl: 11; Dimethyl: 1, 9

9318 true 1037 1615.8341 1614.8264 1 0.3 146.4 26.17 27.1 (M:27.1) 1 1 0

K.HQSAEQSTNID

VVR.F Dimethyl:2H(4): 1

9319 true 2916 1615.87 1614.8555 1 4.48 221.78 43.67 91.5 (M:91.5) 1 1 0

K.SSINVEEAFFTL

AR.D Dimethyl:2H(4): 1

9320 true 1586 1615.903 1614.8916 1 2.56 242.07 29.67 50.8 (M:50.8) 2 1 0

R.HHCPSTPIILVG

TK.L Carbamidomethyl: 3; Dimethyl: 1, 14

9321 true 525 1615.9214 1614.9093 1 2.99 222.26 25.33 24.2 (M:24.2) 1 1 0

R.VPPEQPVVKPQ

GER.S Dimethyl: 1, 9

9322 true 3211 1616.0123 1615.016 1 -6.82 241.56 38.67 15.5 (M:15.5) 1 1 0

R.VLGVPIIVQASQ

AEK.N Dimethyl:2H(4): 1, 15



9323 true 2809 1616.8795 1615.8731 1 -0.52 213.97 42.5 56.7 (M:56.7) 1 1 0

R.SLNSGMDEILA

QFK.L Dimethyl:2H(4): 1, 14

9324 true 1059 1616.8882 1615.8583 1 14 226.74 27.83 66.4 (M:66.4) 1 1 0

K.VFEQQLHPGIH

QR.S Dimethyl: 1

9325 true 1579 1616.8976 1615.8781 1 7.56 201.34 31 72.8 (M:72.8) 1 1 1

R.ELISNSSDALDKI

R.Y Dimethyl: 1, 12

9326 false 1579 1616.8976 1615.9219 1 -19.52 235.45 31 15.6 (M:15.6) 1 6 1

K.ILIANTGMDTD

KIK.I Dimethyl: 1, 12, 14

9327 true 4019 1616.8989 1615.8917 1 -0.1 183.24 44.83 53.3 (M:53.3) 1 1 0

K.TAMNVNEIFM

AIAK.K Dimethyl:2H(4): 1, 14

9328 true 2211 1616.9096 1615.8974 1 3.08 173.38 34.17 83.6 (M:83.6) 1 1 1

R.KLHGLPEDYLYG

K.D Dimethyl: 1, 1, 13

9329 true 1500 1617.0066 1616.0051 1 -3.52 145.72 30.5 131.3 (M:131.3) 2 1 1

K.IKGEHPGLSIGD

VAK.K Dimethyl:2H(4): 1, 2, 15



9330 true 1180 1617.7349 1616.7219 1 3.51 210.13 28.83 46.7 (M:46.7) 1 1 0

R.GPPDSDFDGGI

YHGR.I Dimethyl: 1

9331 true 1905 1617.7966 1616.7981 1 -5.41 207.66 32 34.4 (M:34.4) 1 1 0

K.ICNNPGLYSDP

ALR.A Carbamidomethyl: 2; Dimethyl: 1

9332 true 2301 1617.8294 1616.7981 1 14.84 156.71 33.33 21.4 (M:21.4) 1 1 0

K.VALVYGQMNE

PPGAR.A Oxidation: 8

9333 true 2539 1617.8384 1616.8522 1 -13.05 140.42 39.5 53.4 (M:53.4) 2 1 0

K.EAINVEQAFQTI

AR.N Dimethyl: 1

9334 true 863 1617.8545 1616.8672 1 -12.29 189.37 26.83 38.9 (M:38.9) 1 1 1

R.IEDVTPIPSDST

RR.K Dimethyl:2H(4): 1

9335 true 1649 1617.8758 1616.8762 1 -4.76 255.33 30.83 85.4 (M:85.4) 1 1 1

K.KAEAGAGAATE

FQFR.G Dimethyl:2H(4): 1, 1

9336 true 2255 1617.9381 1616.9188 1 7.43 190.02 33.33 36.7 (M:36.7) 2 1 0

K.TIPAWATLSAS

QLAR.A Dimethyl:2H(4): 1



9337 true 1379 1618.7584 1617.7395 1 7.15 225.09 29.83 31.8 (M:31.8) 1 1 0

R.GTQSYMAPEQ

FGDR.Y Dimethyl:2H(4): 1

9338 true 101 1618.7595 1617.742 1 6.29 159.78 22.5 69.1 (M:69.1) 1 1 0

K.AEEDPASGTAP

QEER.S Dimethyl:2H(4): 1

9339 true 607 1618.8689 1617.8602 1 0.84 133.13 22.5 50.9 (M:50.9) 1 1 0

R.YTHAANTVVYS

SNK.I Dimethyl:2H(4): 1, 14

9340 true 2893 1618.8921 1617.881 1 2.33 252.13 37.83 46.1 (M:46.1) 2 1 0

K.LAAVDATVNQ

MLANR.Y Dimethyl:2H(4): 1

9341 true 273 1618.9292 1617.9202 1 1.02 260.74 21 128.7 (M:128.7) 2 1 0

K.AKPHIQVDVGG

GQTK.T Dimethyl: 1, 2, 15

9342 true 2468 1618.9444 1617.9342 1 1.8 201.65 35.33 85.7 (M:85.7) 2 1 0

K.FTISPSTTQVAG

ILK.I Dimethyl: 1, 15

9343 true 2888 1618.95 1617.9364 1 3.94 149.73 40.67 55.6 (M:55.6) 1 1 0

R.SLHDALCVLAQ

TVK.D

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 14



9344 true 524 1619.7773 1618.7661 1 2.44 109.62 24.17 74.8 (M:74.8) 1 1 1

R.NQMAEKEEYE

HK.Q Dimethyl: 1, 6, 12

9345 true 1574 1619.7935 1618.8001 1 -8.59 142.56 28.67 75.5 (M:75.5) 1 1 0

K.HQAFEAELSAN

QSR.I Dimethyl:2H(4): 1

9346 true 2020 1619.8162 1618.8262 1 -10.66 160.73 31.67 17.3 (M:17.3) 1 51.84 1 1

K.HFVQMLPEKDC

R.Y

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1; Dimethyl: 9

9347 true 2140 1619.8226 1618.8315 1 -9.98 128.46 35.5 34.8 (M:34.8) 1 1 0

K.GLLFVGSGVSG

GEEGAR.Y Dimethyl: 1

9348 true 2031 1619.8305 1618.8355 1 -7.6 149.62 34.33 51.3 (M:51.3) 1 1 0

R.IEGENYLPQPIY

R.H Dimethyl: 1

9349 true 1313 1619.8532 1618.865 1 -11.78 159.07 28.5 17.0 (M:17.0) 1 1 1

K.AMEQLQKENA

ELR.T Dimethyl:2H(4): 7; Dimethyl: 1

9350 true 3358 1619.9721 1618.9534 1 7.06 176.31 40.67 20.9 (M:20.9) 1 1 0

R.NAVPEPAQLLQ

TFK.E Dimethyl:2H(4): 1, 14



9351 true 220 1620.6913 1619.6854 1 -0.85 256.74 23.67 50.9 (M:50.9) 1 1 0

K.CNLCDHACTQA

SK.L

Carbamidomethyl: 1, 4, 8; Dimethyl: 

1, 13

9352 true 443 1620.8156 1619.7698 1 23.79 266.54 25 23.5 (M:23.5) 1 1 1

R.RMEELHNQEM

QK.R Dimethyl:2H(4): 1; Oxidation: 10

9353 true 859 1620.8387 1619.8267 1 2.88 229.92 27 23.5 (M:23.5) 1 1 1

K.ALAAGGYDVEK

NNSR.I Dimethyl: 1, 11

9354 true 859 1620.8387 1619.8267 1 2.88 229.92 27 23.5 (M:23.5) 1 1 1

K.ALAAGGYDVEK

NNSR.I Dimethyl: 1, 11

9355 false 859 1620.8387 1619.8668 1 -21.86 295.46 27 17.4 (M:17.4) 1 2 1

R.ALEEANSDLETK

IR.E Dimethyl:2H(4): 1

9356 true 1530 1620.8615 1619.8631 1 -5.48 220.41 30.17 20.1 (M:20.1) 1 1 0

K.IGSLDNISHVPG

GGNK.K Dimethyl: 1, 16

9357 true 3494 1620.8616 1619.8398 1 8.92 233.18 42.33 88.0 (M:88.0) 1 1 0

R.NFGPGEPFPNL

FPR.K Dimethyl:2H(4): 1



9358 true 1947 1620.9079 1619.9022 1 -0.98 255.08 31.5 36.8 (M:36.8) 1 1 1

R.MLFKDDYPSSP

PK.C Dimethyl:2H(4): 1, 4, 13

9359 true 1060 1620.9135 1619.8834 1 14.08 241.51 27.83 72.6 (M:72.6) 1 1 0

K.VFEQQLHPGIH

QR.S Dimethyl:2H(4): 1

9360 true 2834 1620.9261 1619.9185 1 0.2 164.19 42.5 56.1 (M:56.1) 1 1 0

R.DLSLVNDQLLG

FVR.E Dimethyl:2H(4): 1

9361 true 890 1620.9264 1619.9123 1 4.24 235.21 27.67 88.2 (M:88.2) 2 1 1

M.THQYPALTAE

QKK.E Dimethyl:2H(4): 12, 13; Acetyl: 1

9362 true 2230 1620.9367 1619.9309 1 -0.92 203.08 35.33 44.1 (M:44.1) 2 1 1

K.NREPLMPSPQF

IK.S Dimethyl:2H(4): 1, 13

9363 true 2192 1620.9687 1619.9698 1 -5.13 224.01 36.67 92.2 (M:92.2) 1 1 1

K.QLDDLKVELSQL

R.V Dimethyl:2H(4): 1, 6

9364 false 2192 1620.9687 1619.9586 1 1.8 323.56 36.67 18.3 (M:18.3) 1 3 1

K.LIDENEVIKDQL

K.Q Dimethyl:2H(4): 1, 9



9365 false 2192 1620.9687 1619.9647 1 -2.02 323.34 36.67 19.1 (M:19.1) 1 57.88 2 1

K.IETEKGTSVLQSI

K.S Dimethyl:2H(4): 5; Dimethyl: 1, 14

9366 true 3414 1621.0098 1620.0102 1 -4.76 239.67 40.33 79.8 (M:79.8) 2 1 0

K.FTITPPTAQVAA

VLK.I Dimethyl:2H(4): 1, 15

9367 true 1494 1621.7162 1620.7301 1 -13.1 985.03 30.33 31.7 (M:31.7) 1 1 1

K.AAKEAMEDGEI

DGNK.V Oxidation: 6; Dimethyl: 15

9368 true 1716 1621.7857 1620.7846 1 -3.82 159.28 31.33 68.7 (M:68.7) 1 1 0

K.DHYPNGFCTVY

GK.S

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9369 true 3534 1621.8171 1620.8082 1 0.96 161.24 39.83 59.8 (M:59.8) 1 1 0

R.CFFDIAINNVPA

GR.V Carbamidomethyl: 1; Dimethyl: 1

9370 true 2048 1621.8366 1620.8232 1 3.76 158.5 31.83 15.0 (M:15.0) 1 1 0

K.ICNNPGLYSDP

ALR.A

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

9371 true 698 1621.8472 1620.8347 1 3.2 232.65 26 49.7 (M:49.7) 1 1 1

K.AYGQNIQYSDK

DR.F Dimethyl:2H(4): 1, 11



9372 true 1434 1621.8594 1620.8294 1 14.02 202.78 29.67 37.3 (M:37.3) 1 1 0

R.VVSHPTMLQD

PDVR.E Dimethyl: 1

9373 false 1650 1621.8631 1620.8909 1 -21.61 228.3 30.17 21.9 (M:21.9) 1 71.99 3 0

K.LASPMKPVPGT

PPSSK.A Dimethyl: 16

9374 true 1650 1621.8631 1620.8545 1 0.83 213.21 30.17 53.3 (M:53.3) 1 1 1

K.KLENCNYAVEL

GK.N

Carbamidomethyl: 5; Dimethyl: 1, 1, 

13

9375 true 1411 1621.8678 1620.8599 1 0.41 234.97 30 38.5 (M:38.5) 1 1 1

K.FVSEDDRNSFTL

K.L Dimethyl:2H(4): 1, 13

9376 true 2442 1621.8974 1620.8732 1 10.48 137.51 35.67 101.6 (M:101.6) 1 1 0

K.VLAPPINMESV

HMK.I Dimethyl: 1, 14

9377 false 2466 1621.8982 1620.9025 1 -7.1 185.83 39.67 15.2 (M:15.2) 1 4 1

K.LDPSIFESLQKE

R.V Dimethyl:2H(4): 1; Dimethyl: 11

9378 true 2466 1621.8982 1620.8773 1 8.41 178.24 39.67 51.4 (M:51.4) 2 1 0

K.EAINVEQAFQTI

AR.N Dimethyl:2H(4): 1



9379 true 3001 1621.9246 1620.9115 1 3.59 206.34 38.67 17.9 (M:17.9) 1 1 1

K.FIGDKDASVVG

FFR.D Dimethyl:2H(4): 1, 5

9380 true 2300 1621.9492 1620.9327 1 5.69 210.29 35.17 35.1 (M:35.1) 1 1 0

K.LSSNPLASHDYI

LK.I Dimethyl:2H(4): 1, 14

9381 false 2300 1621.9492 1620.9137 1 17.38 343.49 35.17 21.1 (M:21.1) 1 2 1

R.LSHLIDHLKEQE

K.S Dimethyl:2H(4): 1

9382 true 2318 1622.0028 1620.988 1 4.62 232.3 34.17 76.9 (M:76.9) 2 1 1

K.KTETPASAFSLF

VK.N Dimethyl:2H(4): 1, 1, 14

9383 true 552 1622.814 1621.81 1 -2.03 103.39 25.67 63.1 (M:63.1) 1 1 1

K.KYFPESHTTEAT

R.R Dimethyl: 1, 1

9384 true 531 1622.822 1621.7849 1 18.38 137.93 25.17 53.9 (M:53.9) 1 1 1

K.YFPESHTTEATR

R.M Dimethyl: 1

9385 true 2325 1622.8597 1621.8433 1 5.68 156.5 35.5 44.6 (M:44.6) 1 1 0

R.LINANMMVLG

HEPR.Q Dimethyl: 1



9386 true 3783 1622.9501 1621.9387 1 2.56 193.25 41.83 69.7 (M:69.7) 1 1 0

K.CDAVLCTLPLG

VLK.Q

Carbamidomethyl: 1, 6; 

Dimethyl:2H(4): 1, 14

9387 true 2032 1623.8501 1622.8566 1 -8.47 179.14 35.5 86.6 (M:86.6) 1 1 0

K.GLLFVGSGVSG

GEEGAR.Y Dimethyl:2H(4): 1

9388 false 2032 1623.8501 1622.8817 1 -23.96 174.17 35.5 15.1 (M:15.1) 1 3 1

R.WSDATGDTSVI

QKK.L Dimethyl:2H(4): 13; Dimethyl: 1, 14

9389 true 948 1623.8522 1622.8403 1 2.84 258.79 27.83 42.5 (M:42.5) 1 1 1

R.YESLTDPSKLDS

GK.D Dimethyl: 1, 9, 14

9390 true 1619 1623.8642 1622.8513 1 3.49 304.75 30.17 89.9 (M:89.9) 4 1 1

K.HFVQMLPEKDC

R.Y

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 9

9391 true 1907 1623.946 1622.9418 1 -1.92 188.7 30.83 62.4 (M:62.4) 2 1 0

R.HHCPSTPIILVG

TK.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 14

9392 true 1681 1624.7492 1623.7376 1 2.66 180.38 31.5 38.3 (M:38.3) 1 1 1

K.DTDSEEEIREAF

R.V Dimethyl: 1



9393 true 31 1624.7899 1623.8091 1 -16.31 272.48 21.33 27.5 (M:27.5) 1 1 1

K.CMPTFQFYKNG

K.K

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 9, 12

9394 true 3219 1624.834 1623.7866 1 24.71 146.4 37.5 19.5 (M:19.5) 1 1 1

K.VLNSHNDRNW

GER.N Dimethyl: 1

9395 true 2322 1624.8975 1623.8733 1 10.41 122.12 35 57.0 (M:57.0) 1 1 0

R.SYLHVPQDVGV

NLR.S Dimethyl: 1

9396 true 1580 1624.9482 1623.9283 1 7.73 192.3 31 52.0 (M:52.0) 1 1 1

R.ELISNSSDALDKI

R.Y Dimethyl:2H(4): 1, 12

9397 true 2256 1624.9552 1623.9348 1 8.03 209.01 33.67 20.5 (M:20.5) 1 1 0

R.QIYPPINVLPSLS

R.L Dimethyl: 1

9398 true 2861 1624.9898 1623.9712 1 6.98 241.26 38.5 102.0 (M:102.0) 2 1 0

K.LVKPPIQVYGLE

GR.Y Dimethyl: 1, 3

9399 true 2528 1625.7937 1624.8069 1 -12.59 174.88 39.17 88.3 (M:88.3) 1 1 0

R.DVSDLTGFPEM

LGGR.V Dimethyl:2H(4): 1



9400 true 3535 1625.8452 1624.8334 1 2.78 239.81 39.83 51.5 (M:51.5) 1 1 0

R.CFFDIAINNVPA

GR.V

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

9401 true 1435 1625.8823 1624.8545 1 12.63 209.31 29.67 29.0 (M:29.0) 1 1 0

R.VVSHPTMLQD

PDVR.E Dimethyl:2H(4): 1

9402 false 2543 1625.9058 1624.9148 1 -10.04 355.97 40.17 17.2 (M:17.2) 1 2 1

K.QVEEKSLNERPL

K.R Dimethyl: 1, 13

9403 true 1140 1625.9594 1624.9287 1 14.38 150.58 26.33 17.1 (M:17.1) 1 1 1

K.KPPTDEEIKETV

K.K Dimethyl: 1, 1, 9, 13

9404 true 120 1626.7598 1625.7645 1 -7.4 257.64 23.17 62.6 (M:62.6) 1 1 0

K.AVTEQGHELSN

EER.N Dimethyl: 1

9405 false 2669 1626.7794 1625.7355 1 22.49 153.81 38.5 15.5 (M:15.5) 1 2 0

R.DSNGSYALCLL

NDGK.V Carbamidomethyl: 9

9406 true 2926 1626.7872 1625.7694 1 6.46 231.69 38.17 95.1 (M:95.1) 7 1 0

R.IIPGFMCQGGD

FTR.H Carbamidomethyl: 7; Dimethyl: 1



9407 false 3393 1626.7927 1625.8236 1 -23.43 169 40.83 27.9 (M:27.9) 1 2 1

R.VIKDFMIQGGD

FTR.G

9408 true 588 1626.8388 1625.81 1 13.27 184.31 25.33 43.3 (M:43.3) 1 1 1

K.YFPESHTTEATR

R.M Dimethyl:2H(4): 1

9409 true 1982 1626.8486 1625.8413 1 0.01 204.09 34 74.2 (M:74.2) 1 1 0

R.IVSHTDIDGFPE

LR.W Dimethyl: 1

9410 true 2197 1626.8728 1625.8526 1 7.99 217.63 33.33 45.3 (M:45.3) 1 1 0

K.QVLEEIHANLY

NR.A Dimethyl: 1

9411 true 2326 1626.8869 1625.8684 1 6.91 201.19 35.5 36.6 (M:36.6) 1 1 0

R.LINANMMVLG

HEPR.Q Dimethyl:2H(4): 1

9412 true 2450 1626.9939 1625.9844 1 1.37 220.19 35.33 92.3 (M:92.3) 2 1 0

K.FTISPSTTQVAG

ILK.I Dimethyl:2H(4): 1, 15

9413 true 2295 1627.763 1626.7534 1 1.41 210.72 39 100.4 (M:100.4) 1 1 0

R.VMFSPFGQIEE

CR.I Carbamidomethyl: 12; Dimethyl: 1



9414 true 482 1627.8457 1626.8264 1 7.44 196.6 25.33 30.3 (M:30.3) 1 1 0

R.GEQALQQHSEE

LAR.R Dimethyl:2H(4): 1

9415 true 2544 1627.8501 1626.8341 1 5.37 186.61 35.83 45.3 (M:45.3) 3 1 0

K.NVLNCFAAGFH

PPK.I Carbamidomethyl: 5; Dimethyl: 1, 14

9416 true 178 1628.7495 1627.7356 1 4.02 224.56 23.33 72.1 (M:72.1) 1 1 0

K.CQLCDHACSQA

SK.L

Carbamidomethyl: 1, 4, 8; 

Dimethyl:2H(4): 1, 13

9417 true 1682 1628.7752 1627.7628 1 3.18 207.63 31.5 56.8 (M:56.8) 1 1 1

K.DTDSEEEIREAF

R.V Dimethyl:2H(4): 1

9418 true 1977 1628.799 1627.7988 1 -4.35 202.9 33.83 19.2 (M:19.2) 1 1 1

K.HEAMITDLEERL

R.R Oxidation: 4

9419 true 2309 1628.8051 1627.7916 1 3.81 172.38 38.17 45.8 (M:45.8) 1 1 0

R.AGYYTIPSMEEL

AR.F Dimethyl: 1

9420 true 389 1628.8153 1627.781 1 16.56 211.65 25 25.7 (M:25.7) 1 1 1

R.RMEELHNQEM

QK.R Dimethyl: 1, 12



9421 true 2393 1628.8213 1627.8134 1 0.42 195.86 38 53.6 (M:53.6) 1 1 0

R.FGFPEGSVELYA

EK.V Dimethyl: 1, 14

9422 true 749 1628.8869 1627.8769 1 1.63 293.62 27 87.8 (M:87.8) 2 1 1

K.ALAAGGYDVEK

NNSR.I Dimethyl:2H(4): 1, 11

9423 false 749 1628.8869 1627.8691 1 6.46 308.37 27 16.7 (M:16.7) 1 2 1

K.LSAAMETGDAS

EVKR.C Dimethyl:2H(4): 1, 14

9424 true 749 1628.8869 1627.8769 1 1.63 293.62 27 87.8 (M:87.8) 2 1 1

K.ALAAGGYDVEK

NNSR.I Dimethyl:2H(4): 1, 11

9425 true 1741 1628.9051 1627.8893 1 5.2 132.27 31.33 15.2 (M:15.2) 1 1 1

K.NLSLQLEQETN

KR.I Dimethyl: 1, 12

9426 true 2323 1628.9181 1627.8984 1 7.66 150.51 35 78.9 (M:78.9) 1 1 0

R.SYLHVPQDVGV

NLR.S Dimethyl:2H(4): 1

9427 true 3415 1628.9663 1627.9599 1 -0.59 280.29 40.33 40.6 (M:40.6) 2 1 0

R.QIYPPINVLPSLS

R.L Dimethyl:2H(4): 1



9428 true 2245 1629.7999 1628.7837 1 5.51 78.41 34.5 29.8 (M:29.8) 1 1 0

R.MQIMTHMPA

AISDR.L Dimethyl: 1

9429 true 2174 1629.8384 1628.8345 1 -2.07 243.68 32.5 105.6 (M:105.6) 2 1 0

K.VALVYGQMNE

PPGAR.A Dimethyl: 1

9430 true 1973 1629.8449 1628.8472 1 -5.92 221.51 32.67 16.7 (M:16.7) 1 1 0

K.FNECGHVLYAD

IK.M

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 13

9431 true 568 1629.8606 1628.8556 1 -1.42 210.43 25.33 40.7 (M:40.7) 1 1 0

K.LIQDCGSAVTER

PK.A Carbamidomethyl: 5; Dimethyl: 1, 14

9432 true 2262 1629.8691 1628.8444 1 10.73 173.44 36.17 74.5 (M:74.5) 1 1 0

R.AVLVDLEPGTM

DSVR.S Dimethyl: 1

9433 true 1852 1629.8926 1628.8886 1 -2.02 216.94 31 29.6 (M:29.6) 1 1 1

K.QPYLQLAQDDK

VR.Y Dimethyl: 1, 11

9434 true 2271 1629.8932 1628.8814 1 2.8 174.94 37.5 33.7 (M:33.7) 1 1 1

K.IVLEDKDYYLFR.

D Dimethyl: 1, 6



9435 true 2361 1629.9475 1628.9234 1 10.34 218.73 35.67 75.1 (M:75.1) 1 1 0

K.VLAPPINMESV

HMK.I Dimethyl:2H(4): 1, 14

9436 true 121 1630.7837 1629.7896 1 -8.11 259.41 23.17 68.3 (M:68.3) 1 1 0

K.AVTEQGHELSN

EER.N Dimethyl:2H(4): 1

9437 true 3334 1630.7987 1629.7945 1 -1.91 187.69 38.33 97.2 (M:97.2) 10 1 0

R.IIPGFMCQGGD

FTR.H

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

9438 true 232 1630.8255 1629.8111 1 4.36 217.17 24 72.7 (M:72.7) 1 1 1

R.QAGEVTYADA

HKER.T Dimethyl: 1, 12

9439 true 3092 1630.8472 1629.8403 1 -0.22 161.03 37.67 74.8 (M:74.8) 3 1 0

K.TGTAYTFFTPN

NIK.Q Dimethyl: 1, 14

9440 true 553 1630.8651 1629.8602 1 -1.5 145.19 25.67 53.7 (M:53.7) 1 1 1

K.KYFPESHTTEAT

R.R Dimethyl:2H(4): 1, 1

9441 true 1997 1630.8784 1629.8664 1 2.9 204.12 34 76.2 (M:76.2) 1 1 0

R.IVSHTDIDGFPE

LR.W Dimethyl:2H(4): 1



9442 true 2121 1630.8888 1629.8614 1 12.36 197.89 30.83 24.9 (M:24.9) 1 1 1

K.LTFSEHEAEDKL

K.Q Dimethyl: 1, 11, 13

9443 true 2198 1630.8932 1629.8777 1 5.06 256.4 33.33 39.4 (M:39.4) 1 1 0

K.QVLEEIHANLY

NR.A Dimethyl:2H(4): 1

9444 true 980 1630.9037 1629.8582 1 23.44 279.05 27.17 22.4 (M:22.4) 1 1 1

K.IKDCCEKPIVER.

S

Carbamidomethyl: 4, 5; Dimethyl: 1, 

2, 7

9445 true 1001 1631.0093 1629.9956 1 3.99 171.55 26.17 73.4 (M:73.4) 2 1 0

K.AKPHIQVDVGG

GQTK.T Dimethyl:2H(4): 1, 2, 15

9446 true 2296 1631.795 1630.7785 1 5.64 253.95 39 91.9 (M:91.9) 1 1 0

R.VMFSPFGQIEE

CR.I

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

9447 true 861 1631.8107 1630.796 1 4.57 281.7 26.83 27.1 (M:27.1) 1 1 1

K.HFVQMLPEKDC

R.Y

Carbamidomethyl: 11; Oxidation: 5; 

Dimethyl: 1, 9

9448 false 861 1631.8107 1630.7923 1 6.83 659.64 26.83 20.9 (M:20.9) 1 2 1

R.HEDAQKAVDE

MNGK.E Dimethyl:2H(4): 14; Dimethyl: 1



9449 true 2522 1631.836 1630.8256 1 1.92 150.74 36.83 94.4 (M:94.4) 1 1 0

R.QWYEAHYALPL

GR.K Dimethyl: 1

9450 true 525 1631.8465 1630.8414 1 -1.38 131.46 24 29.2 (M:29.2) 1 1 1

R.NQMAEKEEYE

HK.Q Dimethyl:2H(4): 1, 6, 12

9451 true 608 1631.8988 1630.8878 1 2.23 209.16 26 38.8 (M:38.8) 1 1 1

K.DADRHVGDLG

NVTAK.G Dimethyl:2H(4): 1, 15

9452 true 1462 1632.7653 1631.7515 1 4.01 135.57 30.17 24.2 (M:24.2) 1 1 0

R.WANYHLENAG

CNK.V

Carbamidomethyl: 11; Dimethyl: 1, 

13

9453 true 2624 1632.7768 1631.7654 1 2.53 178.66 40.17 48.0 (M:48.0) 1 1 0

K.TIPLDGDFFCYT

R.H Carbamidomethyl: 10; Dimethyl: 1

9454 true 1061 1632.7933 1631.7805 1 3.4 165.02 27.67 28.6 (M:28.6) 1 1 1

R.SHDRYEFSSHIA

R.G Dimethyl: 1

9455 false 943 1632.8054 1631.7981 1 0.02 335.82 27 21.0 (M:21.0) 1 3 1

R.KTDFFTGGEDG

VAEK.L Dimethyl:2H(4): 15



9456 true 1942 1632.8112 1631.8056 1 -1 177.63 32.5 21.1 (M:21.1) 1 1 0

K.DFIHSQLYGPGT

NR.T Dimethyl: 1

9457 true 2321 1632.8219 1631.8167 1 -1.25 213.86 38.17 42.3 (M:42.3) 1 1 0

R.AGYYTIPSMEEL

AR.F Dimethyl:2H(4): 1

9458 true 4000 1632.8832 1631.8866 1 -6.56 208.06 44.83 48.5 (M:48.5) 1 1 0

K.TAMNVNEIFM

AIAK.K Dimethyl:2H(4): 1, 14; Oxidation: 3

9459 true 3863 1633.0227 1632.0062 1 5.66 196.38 43 38.4 (M:38.4) 1 1 0

R.LASQANIAQVL

AELK.E Dimethyl:2H(4): 1, 15

9460 true 3863 1633.0227 1632.0062 1 5.66 196.38 43 38.4 (M:38.4) 1 1 0

R.LASQANIAQVL

AELK.E Dimethyl:2H(4): 1, 15

9461 true 2821 1633.0407 1632.0214 1 7.37 246.3 38.5 95.7 (M:95.7) 2 1 0

K.LVKPPIQVYGLE

GR.Y Dimethyl:2H(4): 1, 3

9462 true 869 1633.6603 1632.6483 1 2.87 168.58 27.17 92.7 (M:92.7) 1 1 0

K.MMNGAHYCYS

ESR.V Carbamidomethyl: 8; Dimethyl: 1



9463 true 1957 1633.7921 1632.7756 1 5.7 144.28 33.67 43.8 (M:43.8) 1 1 0

R.MQALEPYSTFG

DSR.L Dimethyl:2H(4): 1

9464 true 2059 1633.8422 1632.8088 1 15.98 118.98 34.33 38.5 (M:38.5) 1 1 0

R.MQIMTHMPA

AISDR.L Dimethyl:2H(4): 1

9465 true 2041 1633.8464 1632.8079 1 19.12 160.72 30.5 38.8 (M:38.8) 1 71.1 1 1

K.NKHEAMITDLE

ER.L Dimethyl:2H(4): 1; Oxidation: 6

9466 true 2175 1633.8506 1632.8596 1 -9.95 277.38 32.5 94.7 (M:94.7) 1 1 0

K.VALVYGQMNE

PPGAR.A Dimethyl:2H(4): 1

9467 true 903 1633.8827 1632.8584 1 10.44 227.09 27.5 88.3 (M:88.3) 2 1 0

R.VIPDGGPAAQS

PQNVR.R Dimethyl: 1

9468 true 2263 1633.8889 1632.8695 1 7.41 158.95 36.17 84.8 (M:84.8) 1 1 0

R.AVLVDLEPGTM

DSVR.S Dimethyl:2H(4): 1

9469 true 3044 1633.8904 1632.8586 1 15.02 228.68 38.33 51.2 (M:51.2) 1 1 0

R.IAPPEAPVTGY

MFGK.G Dimethyl: 1, 15



9470 true 2006 1633.909 1632.9087 1 -4.29 240.99 33.17 33.9 (M:33.9) 1 1 1

K.DKADFCIIHYAG

K.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 2, 13

9471 true 2006 1633.909 1632.9087 1 -4.29 240.99 33.17 33.9 (M:33.9) 1 1 1

K.DKADFCIIHYAG

K.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 2, 13

9472 true 3011 1633.9116 1632.9451 1 -24.91 124.53 35.5 43.4 (M:43.4) 1 1 0

K.VIIEEEQLVLGA

HK.E Dimethyl: 1, 14

9473 true 1651 1633.9377 1632.9298 1 0.37 151.54 30.17 43.0 (M:43.0) 1 1 1

K.KLENCNYAVEL

GK.N

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 1, 13

9474 true 3438 1633.9882 1633.0178 1 -22.61 225.35 41.17 84.3 (M:84.3) 2 1 0

K.STVPALLQLNVP

VVK.I Dimethyl: 1, 15

9475 true 453 1634.7333 1633.7366 1 -6.45 199.72 25 120.8 (M:120.8) 1 1 0

K.EALNSCNNTEIE

GR.A Carbamidomethyl: 6; Dimethyl: 1

9476 true 1257 1634.7873 1633.8097 1 -18.17 150.29 29 29.4 (M:29.4) 1 1 0

K.SVTELNEPLSNE

DR.N Dimethyl:2H(4): 1



9477 true 1841 1634.7904 1633.777 1 3.73 258.11 31.67 115.7 (M:115.7) 1 1 0

K.NTFSQLSELHC

DK.L

Carbamidomethyl: 11; Dimethyl: 1, 

13

9478 true 3015 1634.8371 1633.8419 1 -7.38 222.67 44.67 82.0 (M:82.0) 1 1 0

K.NLATVMDEMQ

SVLK.Q Dimethyl: 1, 14

9479 true 2508 1634.8395 1633.8498 1 -10.74 262.19 33.83 27.8 (M:27.8) 1 1 0

K.AIANECQANFIS

IK.G Carbamidomethyl: 6; Dimethyl: 1, 14

9480 true 2582 1634.8465 1633.8213 1 10.99 169.38 35.33 27.4 (M:27.4) 1 1 0

R.QGQVIFSFNGP

EQR.I Dimethyl: 1

9481 true 3414 1634.9278 1633.9164 1 2.56 219.7 39.67 22.1 (M:22.1) 1 1 0

R.LAVVDQLYGM

QPIR.V Dimethyl:2H(4): 1

9482 true 66 1635.7227 1634.7141 1 0.81 122.9 22.33 98.9 (M:98.9) 1 1 0

R.QSSEMHSCTA

NTVR.E Carbamidomethyl: 8; Dimethyl: 1

9483 true 1516 1635.7368 1634.7424 1 -7.84 178.58 30.5 98.7 (M:98.7) 1 1 1

M.ADKEAAFDDA

VEER.V Acetyl: 1; Dimethyl: 3



9484 true 1788 1635.8332 1634.8417 1 -9.6 125.47 32.5 19.9 (M:19.9) 1 1 0

R.DQQLVLPEHFP

ER.S Dimethyl: 1

9485 true 2523 1635.8615 1634.8507 1 2.16 118.67 36.83 64.7 (M:64.7) 1 1 0

R.QWYEAHYALPL

GR.K Dimethyl:2H(4): 1

9486 false 1656 1635.8651 1634.8814 1 -14.41 162.76 31.33 16.2 (M:16.2) 1 2 1

K.RIGYLGAMLLLD

ER.Q Oxidation: 8

9487 true 1656 1635.8651 1634.8665 1 -5.28 139.07 31.33 38.1 (M:38.1) 1 1 0

R.TVQIEASTVEIE

ER.G Dimethyl:2H(4): 1

9488 true 1656 1635.8651 1634.8665 1 -5.28 139.07 31.33 38.1 (M:38.1) 1 1 0

R.TVQIEASTVEIE

ER.G Dimethyl:2H(4): 1

9489 true 1237 1635.8659 1634.8376 1 12.83 207.84 28.83 91.9 (M:91.9) 1 1 0

M.AGDEAGVTLG

QPHLSR.Q Dimethyl: 1

9490 true 2451 1635.9011 1634.8843 1 5.84 206.14 35.83 61.5 (M:61.5) 3 1 0

K.NVLNCFAAGFH

PPK.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 14



9491 true 1460 1635.9249 1634.9232 1 -3.4 120.22 29.83 17.8 (M:17.8) 1 1 0

R.ATRPDDIHVLYS

GK.T Dimethyl:2H(4): 1, 14

9492 true 1434 1636.754 1635.7603 1 -8.29 171.71 33.33 29.7 (M:29.7) 1 1 0

K.NSNYCLPSYTAY

K.N Carbamidomethyl: 5; Dimethyl: 1, 13

9493 true 1872 1636.8038 1635.7927 1 2.33 180.15 32.83 36.6 (M:36.6) 1 1 0

K.QSFTMVADTPE

NLR.L Dimethyl: 1

9494 true 1420 1636.8147 1635.7754 1 19.57 148.79 28.17 52.3 (M:52.3) 1 1 0

K.HQAFEAELHAN

ADR.I Dimethyl: 1

9495 true 1914 1636.8339 1635.8307 1 -2.51 154.08 32.5 36.6 (M:36.6) 1 1 0

K.DFIHSQLYGPGT

NR.T Dimethyl:2H(4): 1

9496 true 390 1636.8461 1635.8313 1 4.63 249.52 25 38.0 (M:38.0) 1 1 1

R.RMEELHNQEM

QK.R Dimethyl:2H(4): 1, 12

9497 true 2410 1636.8635 1635.8636 1 -4.48 143.04 38 21.9 (M:21.9) 1 1 0

R.FGFPEGSVELYA

EK.V Dimethyl:2H(4): 1, 14



9498 true 870 1637.6864 1636.6734 1 3.48 121.67 27.17 70.9 (M:70.9) 1 1 0

K.MMNGAHYCYS

ESR.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

9499 true 1937 1637.7871 1636.7767 1 1.94 154.04 33 69.7 (M:69.7) 1 1 0

K.TEMQDNTYPEI

LR.S Dimethyl: 1

9500 false 2707 1637.8223 1636.8494 1 -21 171.53 36.5 46.7 (M:46.7) 1 2 0

K.TLLDLVQQSCN

YK.Q

Carbamidomethyl: 10; Dimethyl: 1, 

13

9501 true 2707 1637.8223 1636.8032 1 7.26 140.64 36.5 48.9 (M:48.9) 1 1 0

K.VLDPAANQFYN

MAR.E Dimethyl: 1

9502 true 2441 1637.8272 1636.7851 1 21.29 281.8 34.33 15.8 (M:15.8) 1 1 1

K.LGREEPAMSM

DANGK.I Dimethyl:2H(4): 1

9503 true 3764 1637.8289 1636.8139 1 4.7 88.06 46.17 18.0 (M:18.0) 1 1 0

K.MVGLPAAFDM

MLTGR.N Dimethyl: 1

9504 true 998 1637.848 1636.8533 1 -7.67 152.88 26 36.0 (M:36.0) 1 1 1

K.ILETHEQEIADR

R.A Dimethyl: 1



9505 true 2619 1637.8796 1636.8461 1 16 137.78 33.83 16.9 (M:16.9) 1 1 1

K.AGYPQYIEDIKE

R.M Dimethyl: 1, 11

9506 true 2422 1637.8797 1636.8607 1 7.17 211.95 39.17 55.6 (M:55.6) 1 1 0

R.GNAPEGLPQL

MEVVR.S Dimethyl: 1

9507 true 569 1637.8884 1636.9058 1 -15.05 226.21 25.33 25.3 (M:25.3) 1 1 0

K.LIQDCGSAVTER

PK.A

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 14

9508 true 904 1637.9036 1636.8835 1 7.86 247.91 27.5 65.5 (M:65.5) 2 1 0

R.VIPDGGPAAQS

PQNVR.R Dimethyl:2H(4): 1

9509 true 280 1637.9063 1636.9259 1 -16.41 125.98 22.83 17.2 (M:17.2) 1 1 1

R.ISMVDELEKTLG

VK.F

Dimethyl:2H(4): 9; Oxidation: 3; 

Dimethyl: 14

9510 true 1820 1637.9446 1636.9388 1 -0.94 162.6 31 38.9 (M:38.9) 1 1 1

K.QPYLQLAQDDK

VR.Y Dimethyl:2H(4): 1, 11

9511 true 350 1638.7437 1637.7617 1 -15.45 157.07 25 96.3 (M:96.3) 1 1 0

K.EALNSCNNTEIE

GR.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1



9512 true 916 1638.8233 1637.8373 1 -13 94.6 25.67 33.1 (M:33.1) 1 1 1

R.SQEVEHLNEDV

KR.L Dimethyl: 1, 12

9513 true 2301 1638.8342 1637.8464 1 -11.85 171.72 34.83 36.1 (M:36.1) 1 1 0

R.QGQVIFSFNGP

EQR.I Dimethyl:2H(4): 1

9514 true 202 1638.876 1637.8613 1 4.51 232.53 24 122.8 (M:122.8) 1 1 1

R.QAGEVTYADA

HKER.T Dimethyl:2H(4): 1, 12

9515 true 2564 1638.9044 1637.8905 1 4.03 221.07 36.17 63.7 (M:63.7) 3 1 0

K.TGTAYTFFTPN

NIK.Q Dimethyl:2H(4): 1, 14

9516 true 2373 1639.0169 1638.0068 1 1.7 202.64 35.83 17.2 (M:17.2) 1 1 1

R.AGKLDPHLVLD

QLR.C Dimethyl:2H(4): 1, 3

9517 true 2373 1639.0169 1638.0068 1 1.7 202.64 35.83 17.2 (M:17.2) 1 1 1

K.AGKLDPHLVLD

QLR.C Dimethyl:2H(4): 1, 3

9518 true 57 1639.7274 1638.7023 1 10.89 222.19 23.33 99.4 (M:99.4) 1 1 1

R.DRDYSDHPSGG

SYR.D Dimethyl: 1



9519 true 1948 1639.7358 1638.7283 1 0.17 207.39 31.5 54.4 (M:54.4) 1 1 0

R.FCPQCGGGVEP

TFR.F Carbamidomethyl: 2, 5; Dimethyl: 1

9520 true 67 1639.7461 1638.7392 1 -0.23 155.15 22.33 83.2 (M:83.2) 1 1 0

R.QSSEMHSCTA

NTVR.E

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

9521 true 1496 1639.7633 1638.7675 1 -6.98 219.41 30.5 74.8 (M:74.8) 1 1 1

M.ADKEAAFDDA

VEER.V Dimethyl:2H(4): 3; Acetyl: 1

9522 true 130 1639.7991 1638.7559 1 21.86 227.45 22.67 16.8 (M:16.8) 1 1 1

R.MSQPVFPSTSD

GDKK.A Oxidation: 1

9523 true 2280 1639.8371 1638.8002 1 18.05 184.92 33.83 59.6 (M:59.6) 1 1 0

R.NGYELSPTAAA

NFTR.R Dimethyl: 1

9524 true 1440 1639.8533 1638.8668 1 -12.63 261.57 32.5 38.7 (M:38.7) 1 1 0

R.DQQLVLPEHFP

ER.S Dimethyl:2H(4): 1

9525 true 1658 1639.8583 1638.8462 1 2.92 251.6 30.33 45.0 (M:45.0) 2 1 1

K.HFVQMLPEKDC

R.Y

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 9; Oxidation: 5



9526 true 1238 1639.8964 1638.8627 1 16.08 255.27 28.83 101.2 (M:101.2) 1 1 0

M.AGDEAGVTLG

QPHLSR.Q Dimethyl:2H(4): 1

9527 true 3064 1639.9189 1638.9192 1 -4.65 186.25 46 59.9 (M:59.9) 1 1 0

M.AELSEALLSVLP

SIR.V Acetyl: 1

9528 true 1482 1640.8206 1639.8005 1 7.82 157.11 28.17 74.9 (M:74.9) 1 1 0

K.HQAFEAELHAN

ADR.I Dimethyl:2H(4): 1

9529 true 3390 1640.8316 1639.8068 1 10.63 220.54 41 88.2 (M:88.2) 2 1 0

R.SIQFVDWCPTG

FK.V Carbamidomethyl: 8; Dimethyl: 1, 13

9530 true 3390 1640.8316 1639.8068 1 10.63 220.54 41 88.2 (M:88.2) 2 1 0

R.SIQFVDWCPTG

FK.V Carbamidomethyl: 8; Dimethyl: 1, 13

9531 false 3599 1640.8323 1639.795 1 18.34 263.92 41.17 25.2 (M:25.2) 2 3 1

K.DKLFVINEVCE

MK.N Carbamidomethyl: 10; Oxidation: 12

9532 true 2562 1640.8675 1639.8821 1 -13.32 214.69 33.83 54.3 (M:54.3) 3 1 1

K.LTFDTTFSPNTG

KK.S Dimethyl: 1, 13, 14



9533 true 2191 1641.7477 1640.7439 1 -2.12 208.42 34.33 43.7 (M:43.7) 1 1 0

R.LYFLQCETCHSR

.C Carbamidomethyl: 6, 9; Dimethyl: 1

9534 true 2049 1641.7673 1640.7583 1 1.07 290.83 31.83 75.1 (M:75.1) 1 1 0

R.GYAFNHSADFE

TVR.M Dimethyl: 1

9535 true 2042 1641.8256 1640.8192 1 -0.52 190.32 30.67 90.4 (M:90.4) 1 1 1

K.NKHEAMITDLE

ER.L Dimethyl: 1, 2

9536 true 2708 1641.8341 1640.8283 1 -0.91 224.25 36.5 42.2 (M:42.2) 1 1 0

K.VLDPAANQFYN

MAR.E Dimethyl:2H(4): 1

9537 true 1616 1641.8365 1640.8271 1 1.3 250.04 30 61.4 (M:61.4) 1 1 0

K.AVGISNFNHEQI

ER.I Dimethyl: 1

9538 true 3765 1641.8553 1640.839 1 5.46 186.63 46.17 29.8 (M:29.8) 1 1 0

K.MVGLPAAFDM

MLTGR.N Dimethyl:2H(4): 1

9539 true 2423 1641.8908 1640.8858 1 -1.37 244.61 39.17 40.3 (M:40.3) 1 1 0

R.GNAPEGLPQL

MEVVR.S Dimethyl:2H(4): 1



9540 false 234 1641.9034 1640.8605 1 21.68 289.28 24 16.0 (M:16.0) 1 3 0

K.AIEIAENEMPGL

MK.M

Dimethyl:2H(4): 1, 14; Oxidation: 9, 

13

9541 true 3012 1641.9922 1640.9953 1 -6.33 131.19 35.5 53.4 (M:53.4) 1 1 0

K.VIIEEEQLVLGA

HK.E Dimethyl:2H(4): 1, 14

9542 true 2964 1642.0103 1640.9953 1 4.69 181.65 37.33 45.4 (M:45.4) 1 1 1

R.ISGLIYEETRGVL

K.V Dimethyl:2H(4): 1, 14

9543 true 3580 1642.0891 1641.068 1 8.4 157.39 48.67 89.8 (M:89.8) 2 1 0

K.STVPALLQLNVP

VVK.I Dimethyl:2H(4): 1, 15

9544 true 2937 1642.1305 1641.1172 1 3.67 164.4 36.33 47.0 (M:47.0) 2 1 1

R.VIDPFTIKPLDK

K.T Dimethyl:2H(4): 1, 8, 12, 13

9545 true 321 1642.7457 1641.742 1 -2.2 153.38 24.17 81.1 (M:81.1) 1 1 0

R.SPQQSYEEEDS

GVR.E Dimethyl:2H(4): 1

9546 true 3124 1642.7777 1641.7643 1 3.72 214.08 38.17 52.8 (M:52.8) 4 1 0

R.IIPGFMCQGGD

FTR.H

Carbamidomethyl: 7; Oxidation: 6; 

Dimethyl: 1



9547 true 1387 1642.8056 1641.7709 1 16.73 246.92 29.5 82.8 (M:82.8) 1 1 0

K.EIYTHFTCATDT

K.N Carbamidomethyl: 8; Dimethyl: 1, 13

9548 true 1387 1642.8056 1641.7709 1 16.73 246.92 29.5 82.8 (M:82.8) 1 1 0

K.EIYTHFTCATDT

K.N Carbamidomethyl: 8; Dimethyl: 1, 13

9549 true 1387 1642.8056 1641.7709 1 16.73 246.92 29.5 82.8 (M:82.8) 1 1 0

K.EIYTHFTCATDT

K.N Carbamidomethyl: 8; Dimethyl: 1, 13

9550 true 2153 1642.8491 1641.8297 1 7.39 235.77 32.67 35.9 (M:35.9) 1 1 0

R.HFQTTNPNVQL

CK.V

Carbamidomethyl: 12; Dimethyl: 1, 

13

9551 true 1998 1642.8638 1641.8624 1 -3.6 183.05 34 26.8 (M:26.8) 1 1 0

R.SDVTGHLQGEL

DALR.T Dimethyl:2H(4): 1

9552 false 1742 1642.8857 1641.8938 1 -9.35 246.25 31.33 17.9 (M:17.9) 1 50 4 1

K.EKLITELQDQN

QK.M Dimethyl: 2, 13

9553 false 1742 1642.8857 1641.8988 1 -12.42 260.06 31.33 38.2 (M:38.2) 1 2 0

K.LADLHSTEISLQ

QR.L Dimethyl:2H(4): 1



9554 true 1742 1642.8857 1641.8726 1 3.51 216.97 31.33 61.6 (M:61.6) 1 1 0

R.IFHTVTTTDDPV

IR.K Dimethyl: 1

9555 true 2564 1642.8964 1641.9 1 -6.61 268.88 34.83 82.4 (M:82.4) 1 1 0

K.AIANECQANFIS

IK.G

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 14

9556 false 2564 1642.8964 1641.9202 1 -18.93 222.9 34.83 17.9 (M:17.9) 1 2 1

K.KPEPAPAQAPE

VPRK.A Dimethyl: 15

9557 true 3002 1642.9137 1641.9124 1 -3.62 195.81 44.83 73.9 (M:73.9) 1 1 0

R.QVLLSAAEAAE

MILR.V Dimethyl: 1

9558 false 3002 1642.9137 1641.8921 1 8.71 214.84 44.83 19.2 (M:19.2) 1 2 0

K.NLATVMDEMQ

SVLK.Q Dimethyl:2H(4): 1, 14

9559 true 580 1642.9452 1641.9336 1 2.68 304.01 25.67 42.1 (M:42.1) 1 1 1

K.IKDCCEKPIVER.

S

Carbamidomethyl: 4, 5; 

Dimethyl:2H(4): 1, 2, 7

9560 true 58 1643.7494 1642.7274 1 9 228.02 23.33 91.7 (M:91.7) 1 1 1

R.DRDYSDHPSGG

SYR.D Dimethyl:2H(4): 1



9561 true 1949 1643.7546 1642.7534 1 -3.66 263.41 31.5 40.0 (M:40.0) 1 1 0

R.FCPQCGGGVEP

TFR.F

Carbamidomethyl: 2, 5; 

Dimethyl:2H(4): 1

9562 true 1381 1643.7967 1642.7886 1 0.53 166.29 29.67 56.1 (M:56.1) 1 1 0

K.TGTITTFEHAHN

MR.V Dimethyl: 1

9563 true 313 1643.8047 1642.7919 1 3.34 90.48 24.5 57.9 (M:57.9) 1 1 1

R.ELCQQIHSECKR

.F

Carbamidomethyl: 3, 10; Dimethyl: 

1, 11

9564 true 1324 1643.8103 1642.774 1 17.69 231.5 29.17 37.4 (M:37.4) 1 1 1

K.FGQYNKDDPNS

FR.L Dimethyl: 1, 6

9565 true 1789 1643.8121 1642.7991 1 3.46 233.03 32.33 46.2 (M:46.2) 1 1 1

K.SIYGDRFPDENF

K.L Dimethyl: 1, 13

9566 true 1803 1643.8147 1642.8141 1 -4.03 145.99 32.17 37.4 (M:37.4) 1 1 0

K.IGTAEPDYGALY

EGR.H Dimethyl:2H(4): 1

9567 true 2282 1643.8409 1642.8253 1 5.04 184.48 33.83 26.6 (M:26.6) 1 1 0

R.NGYELSPTAAA

NFTR.R Dimethyl:2H(4): 1



9568 true 2335 1643.8581 1642.86 1 -5.6 164.52 37.5 121.7 (M:121.7) 1 1 0

R.AILVDLEPGTM

DSVR.S Dimethyl: 1

9569 true 1157 1643.8903 1642.8526 1 18.52 188.48 28.67 51.9 (M:51.9) 1 1 1

R.TNEKVELQELN

DR.F Dimethyl: 1, 4

9570 true 2114 1643.9199 1642.9116 1 0.59 216.05 32.67 45.2 (M:45.2) 1 1 0

R.LPRPPPPEMPE

SLK.K Dimethyl: 1, 14

9571 true 1886 1643.9483 1642.9658 1 -15.08 180.12 33 16.8 (M:16.8) 1 1 1

R.KTLYNNQPIEVL

K.K Dimethyl: 1, 1, 13

9572 true 2684 1643.9588 1642.9494 1 1.29 170.9 33.67 81.1 (M:81.1) 1 1 1

R.AGVLAHLEEER

DLK.I Dimethyl:2H(4): 1, 14

9573 true 2684 1643.9588 1642.9494 1 1.29 170.9 33.67 81.1 (M:81.1) 1 1 1

R.AGVLAHLEEER

DLK.I Dimethyl:2H(4): 1, 14

9574 true 1935 1644.7916 1643.7903 1 -3.69 214.58 30.17 119.9 (M:119.9) 2 1 0

K.AASHQEEFGAE

ALTR.M Dimethyl: 1



9575 true 1896 1644.9057 1643.9094 1 -6.67 247.79 32.83 16.8 (M:16.8) 1 1 1

K.KSDIDEIVLVGG

STR.I Dimethyl: 1, 1

9576 true 2028 1644.9082 1643.9029 1 -1.21 226.96 33.67 27.8 (M:27.8) 1 1 1

R.QMADTGKLNT

LLQR.A Dimethyl: 1, 7

9577 true 2501 1644.9105 1643.9168 1 -8.27 203.49 32.67 22.8 (M:22.8) 1 1 1

K.MLVALSKDEQI

GEK.I Dimethyl: 1, 7, 14

9578 true 1543 1645.7686 1644.7454 1 9.69 169.17 30.83 42.2 (M:42.2) 1 1 0

R.MVSSYVGENAE

FER.Q Dimethyl: 1

9579 true 2192 1645.7756 1644.769 1 -0.42 187.29 34.33 83.7 (M:83.7) 1 1 0

R.LYFLQCETCHSR

.C

Carbamidomethyl: 6, 9; 

Dimethyl:2H(4): 1

9580 false 799 1645.7928 1644.7678 1 10.72 156.03 26.67 16.9 (M:16.9) 1 2 1

K.ENNDSSMHVS

WKR.Q Dimethyl: 1, 12

9581 true 799 1645.7928 1644.8005 1 -9.14 110.4 26.67 74.9 (M:74.9) 1 1 0

R.QQLSDALQNN

DDPR.D Dimethyl:2H(4): 1



9582 true 2003 1645.796 1644.7834 1 3.2 282.3 31.83 90.4 (M:90.4) 1 1 0

R.GYAFNHSADFE

TVR.M Dimethyl:2H(4): 1

9583 true 1617 1645.8611 1644.8522 1 1.02 317.3 30 77.0 (M:77.0) 1 1 0

K.AVGISNFNHEQI

ER.I Dimethyl:2H(4): 1

9584 true 2264 1645.8734 1644.8393 1 16.32 171.11 36.17 29.6 (M:29.6) 1 1 0

R.AVLVDLEPGTM

DSVR.S Oxidation: 11; Dimethyl: 1

9585 true 2734 1645.9036 1644.8997 1 -2 217.9 36.5 42.3 (M:42.3) 1 1 0

K.TLLDLVQQSCN

YK.Q

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 13

9586 true 2620 1645.9297 1644.9059 1 10.09 223.11 33.83 15.3 (M:15.3) 1 1 1

K.AAESIKAIIEHE

MK.N

Dimethyl:2H(4): 1; Oxidation: 13; 

Dimethyl: 14

9587 true 1101 1645.9495 1644.9563 1 -8.54 195.97 27.5 51.7 (M:51.7) 2 1 0

K.IVAAITDSPKPP

PQR.I Dimethyl: 1, 10

9588 true 277 1646.7436 1645.7267 1 5.84 222.12 24.5 76.5 (M:76.5) 1 1 0

R.QNYHQDCEAAI

NR.Q Carbamidomethyl: 7; Dimethyl: 1



9589 true 1396 1646.7799 1645.7375 1 21.34 154.68 29.5 27.2 (M:27.2) 1 1 0

R.GILICDECCSVH

R.S

Carbamidomethyl: 5, 8, 9; Dimethyl: 

1

9590 true 3125 1646.8111 1645.7894 1 8.73 243.38 38.17 67.2 (M:67.2) 7 1 0

R.IIPGFMCQGGD

FTR.H

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1; Oxidation: 6

9591 true 1743 1646.9181 1645.8977 1 7.94 260.4 31.33 47.1 (M:47.1) 1 1 0

R.IFHTVTTTDDPV

IR.K Dimethyl:2H(4): 1

9592 true 3003 1646.9414 1645.9375 1 -2.02 221.73 44.83 126.9 (M:126.9) 1 1 0

R.QVLLSAAEAAE

MILR.V Dimethyl:2H(4): 1

9593 false 3003 1646.9414 1645.9665 1 -19.63 214.87 44.83 20.2 (M:20.2) 1 2 1

K.AVLSSSAALEGK

GQLR.F Dimethyl:2H(4): 12; Dimethyl: 1

9594 true 322 1647.7841 1646.7748 1 1.26 177.06 24 57.9 (M:57.9) 1 1 0

K.VDNSSLTGESEP

QTR.S Dimethyl: 1

9595 true 1382 1647.8216 1646.8137 1 0.38 194.07 29.67 129.5 (M:129.5) 1 1 0

K.TGTITTFEHAHN

MR.V Dimethyl:2H(4): 1



9596 true 981 1647.8428 1646.8264 1 5.54 249.26 27 56.2 (M:56.2) 1 1 1

K.YELISETGGSHD

KR.F Dimethyl: 1, 13

9597 true 1872 1647.8446 1646.8276 1 5.92 191.46 31.17 26.3 (M:26.3) 1 62.02 1 1

K.IDKTEYMVGSY

GPR.A Dimethyl:2H(4): 1

9598 true 94 1647.8479 1646.8417 1 -0.63 272.63 20.33 111.8 (M:111.8) 3 1 0

R.QAVTNPHNTFY

ATK.R Dimethyl: 1, 14

9599 true 1939 1647.8531 1646.8566 1 -6.51 166.8 33 40.8 (M:40.8) 2 1 0

R.NALTQEFGPVP

DTAR.Y Dimethyl:2H(4): 1

9600 true 2336 1647.8828 1646.8851 1 -5.81 178.06 37.5 76.6 (M:76.6) 2 1 0

R.AILVDLEPGTM

DSVR.S Dimethyl:2H(4): 1

9601 true 4001 1647.9939 1647.0058 1 -11.67 228.37 44.67 75.0 (M:75.0) 1 1 0

R.SILTELQAVGAG

LSPK.E Dimethyl:2H(4): 1, 16

9602 true 392 1648.74 1647.7588 1 -15.8 172.72 24.5 18.4 (M:18.4) 1 1 1

K.VENDNEDSLSK

QDK.K Dimethyl: 14



9603 true 84 1648.7716 1647.7497 1 8.86 166.36 22.83 53.5 (M:53.5) 1 1 0

K.CTKPDCPYTHA

SR.R

Carbamidomethyl: 1, 6; Dimethyl: 1, 

3

9604 true 1183 1648.8338 1647.8155 1 6.74 293.06 29 94.7 (M:94.7) 2 1 0

K.AASHQEEFGAE

ALTR.M Dimethyl:2H(4): 1

9605 true 945 1648.8814 1647.882 1 -4.81 259.74 27 23.1 (M:23.1) 1 1 0

R.QHYQVTGGQL

PDNK.V Dimethyl:2H(4): 1, 14

9606 true 3600 1648.883 1647.8571 1 11.33 250.35 41.17 65.0 (M:65.0) 3 1 0

R.SIQFVDWCPTG

FK.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9607 true 3600 1648.883 1647.8571 1 11.33 250.35 41.17 65.0 (M:65.0) 3 1 0

R.SIQFVDWCPTG

FK.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9608 true 755 1648.9298 1647.9395 1 -10.33 157.35 26.67 24.9 (M:24.9) 1 1 0

R.EIANSDGTRPV

GALGK.A Dimethyl:2H(4): 1, 16

9609 true 3546 1648.9478 1647.9476 1 -4.26 248.07 41.67 53.6 (M:53.6) 2 1 0

R.FYAYNPLAGGL

LTGK.Y Dimethyl:2H(4): 1, 15



9610 true 605 1649.6445 1648.661 1 -14.42 206.35 25.67 61.1 (M:61.1) 1 1 0

R.ICDECNYGSYQ

GR.C Carbamidomethyl: 2, 5; Dimethyl: 1

9611 true 905 1649.6499 1648.6432 1 -0.39 144.12 27.17 42.8 (M:42.8) 1 59.94 1 0

K.MMNGAHYCYS

ESR.V

Carbamidomethyl: 8; Oxidation: 1; 

Dimethyl: 1

9612 true 2550 1649.7729 1648.7886 1 -13.9 221.73 39.67 17.2 (M:17.2) 1 1 0

R.NPPGFAFVEFE

DPR.D Dimethyl: 1

9613 true 2550 1649.7729 1648.7886 1 -13.9 221.73 39.67 17.2 (M:17.2) 1 1 0

R.NPPGFAFVEFE

DPR.D Dimethyl: 1

9614 true 1581 1649.7885 1648.7705 1 6.51 252.59 30.83 57.5 (M:57.5) 1 1 0

R.MVSSYVGENAE

FER.Q Dimethyl:2H(4): 1

9615 true 2178 1649.8504 1648.8545 1 -6.89 248.63 32.5 28.2 (M:28.2) 2 1 0

K.VALVYGQMNE

PPGAR.A Dimethyl:2H(4): 1; Oxidation: 8

9616 true 2043 1649.8756 1648.8694 1 -0.65 203.12 30.67 104.0 (M:104.0) 1 1 1

K.NKHEAMITDLE

ER.L Dimethyl:2H(4): 1, 2



9617 true 1648 1649.8812 1648.8685 1 3.29 198.74 30.83 41.1 (M:41.1) 1 1 0

R.LQAPYQINHPE

VGR.V Dimethyl: 1

9618 true 815 1649.8923 1648.8607 1 14.77 217.04 28.67 15.9 (M:15.9) 1 1 1

R.CGQAVYAAEKV

IGAGK.S Carbamidomethyl: 1; Dimethyl: 1

9619 true 1040 1649.937 1648.9148 1 9.02 125.26 27.83 103.2 (M:103.2) 1 1 1

K.IKNDHPGLSIGD

TAK.K Dimethyl: 1, 2, 15

9620 true 1015 1650.7574 1649.7515 1 -0.81 225.09 24.67 106.2 (M:106.2) 2 1 0

R.QGSVCHGCGH

PITGR.C Carbamidomethyl: 5, 8; Dimethyl: 1

9621 true 278 1650.7682 1649.7518 1 5.51 200.37 24.5 84.1 (M:84.1) 1 1 0

R.QNYHQDCEAAI

NR.Q

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

9622 true 1521 1650.7708 1649.7626 1 0.58 195.57 29.5 43.7 (M:43.7) 1 1 0

R.GILICDECCSVH

R.S

Carbamidomethyl: 5, 8, 9; 

Dimethyl:2H(4): 1

9623 true 1683 1650.7892 1649.7798 1 1.31 188.22 31.5 74.3 (M:74.3) 1 1 0

K.QPAHDAWAED

VDLR.V Dimethyl: 1



9624 true 1482 1650.825 1649.8162 1 0.96 182.01 30.33 39.8 (M:39.8) 1 1 0

R.QPISQAWEPPA

DAGR.S Dimethyl: 1

9625 true 1388 1650.8484 1649.8211 1 12.14 277.24 29.5 47.0 (M:47.0) 1 1 0

K.EIYTHFTCATDT

K.N

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9626 true 1388 1650.8484 1649.8211 1 12.14 277.24 29.5 47.0 (M:47.0) 1 1 0

K.EIYTHFTCATDT

K.N

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9627 true 1388 1650.8484 1649.8211 1 12.14 277.24 29.5 47.0 (M:47.0) 1 1 0

K.EIYTHFTCATDT

K.N

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9628 true 2757 1650.8678 1649.8737 1 -7.98 178.76 41.67 93.3 (M:93.3) 1 1 0

K.DQPPNSVEGLL

NALR.Y Dimethyl: 1

9629 true 2707 1650.95 1649.9352 1 4.56 156.84 41.5 21.4 (M:21.4) 1 1 0

K.EIPLSEILQVTQP

R.D Dimethyl: 1

9630 true 2402 1650.9523 1649.9392 1 3.52 221.26 37 43.3 (M:43.3) 1 1 1

K.FKGPFTDVVTT

NLK.L Dimethyl: 1, 2, 14



9631 true 109 1651.7145 1650.709 1 -1.1 122.81 22.33 37.6 (M:37.6) 1 1 0

R.QSSEMHSCTA

NTVR.E

Carbamidomethyl: 8; Oxidation: 5; 

Dimethyl: 1

9632 true 323 1651.8064 1650.7999 1 -0.45 124.7 24 53.8 (M:53.8) 1 1 0

K.VDNSSLTGESEP

QTR.S Dimethyl:2H(4): 1

9633 true 1731 1651.8493 1650.8651 1 -13.97 153.92 29.17 77.7 (M:77.7) 1 1 1

K.DLEEDHACIPIK

K.S

Carbamidomethyl: 8; Dimethyl: 1, 

12, 13

9634 true 1790 1651.8586 1650.8493 1 1.18 218.7 32.33 27.4 (M:27.4) 1 1 1

K.SIYGDRFPDENF

K.L Dimethyl:2H(4): 1, 13

9635 true 1266 1651.8615 1650.8242 1 18.16 185.77 29.17 38.8 (M:38.8) 1 1 1

K.FGQYNKDDPNS

FR.L Dimethyl:2H(4): 1, 6

9636 true 351 1651.8651 1650.8422 1 9.48 119.29 24.33 38.9 (M:38.9) 1 1 1

R.ELCQQIHSECKR

.F

Carbamidomethyl: 3, 10; 

Dimethyl:2H(4): 1, 11

9637 true 2963 1651.882 1650.8456 1 17.61 240.36 40.17 17.6 (M:17.6) 1 1 0

K.QPNVQDFQFFP

PR.L Dimethyl:2H(4): 1



9638 true 3747 1651.9091 1650.9055 1 -2.25 202.86 45.83 28.7 (M:28.7) 1 1 0

R.STMVDPAINLF

FLK.M Dimethyl: 1, 14

9639 true 1124 1651.9258 1650.9028 1 9.53 216.97 28.67 38.1 (M:38.1) 1 1 1

R.TNEKVELQELN

DR.F Dimethyl:2H(4): 1, 4

9640 true 2100 1651.9697 1650.9619 1 0.32 288.13 32.67 46.5 (M:46.5) 1 1 0

R.LPRPPPPEMPE

SLK.K Dimethyl:2H(4): 1, 14

9641 true 359 1652.7713 1651.759 1 3 245.01 24.83 15.7 (M:15.7) 1 1 1

K.GFHYESNNETD

KR.E Dimethyl: 1, 12

9642 true 951 1652.8152 1651.8104 1 -1.5 234.77 27.33 25.4 (M:25.4) 1 1 1

R.FSDADIDRDPT

AAAR.E Dimethyl:2H(4): 1

9643 true 1759 1652.8212 1651.8256 1 -7.09 194.26 31.5 26.7 (M:26.7) 1 50 1 1

K.KHPDSSVNFAE

FSR.K Dimethyl:2H(4): 1

9644 true 2427 1652.914 1651.9145 1 -4.7 166.64 38.33 87.6 (M:87.6) 1 1 0

R.TGAIVDVPVGE

ELLGR.V Dimethyl: 1



9645 true 1326 1652.939 1651.9257 1 3.66 294.37 28.83 64.5 (M:64.5) 1 1 1

K.AQLTPAQAAAL

KEER.R Dimethyl: 1, 12

9646 true 1917 1652.9454 1651.9531 1 -9.04 250.23 33.67 27.4 (M:27.4) 1 1 1

R.QMADTGKLNT

LLQR.A Dimethyl:2H(4): 1, 7

9647 true 3376 1652.9478 1651.9331 1 4.48 236.88 39.5 56.6 (M:56.6) 1 1 0

K.LLGCGELPIVTP

SLR.A Carbamidomethyl: 4; Dimethyl: 1

9648 true 2530 1652.9489 1651.9574 1 -9.58 241.41 33.83 74.4 (M:74.4) 2 1 1

K.LTFDTTFSPNTG

KK.S Dimethyl:2H(4): 1, 13, 14

9649 true 606 1653.6664 1652.6861 1 -16.34 166.95 25.67 75.2 (M:75.2) 1 1 0

R.ICDECNYGSYQ

GR.C

Carbamidomethyl: 2, 5; 

Dimethyl:2H(4): 1

9650 true 906 1653.6773 1652.6683 1 1.01 127.26 27.17 22.5 (M:22.5) 1 57.37 1 0

K.MMNGAHYCYS

ESR.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1; Oxidation: 2

9651 true 2551 1653.7906 1652.8137 1 -18.35 209.39 39.5 17.6 (M:17.6) 1 1 0

R.NPPGFAFVEFE

DPR.D Dimethyl:2H(4): 1



9652 true 2551 1653.7906 1652.8137 1 -18.35 209.39 39.5 17.6 (M:17.6) 1 1 0

R.NPPGFAFVEFE

DPR.D Dimethyl:2H(4): 1

9653 false 2087 1653.8551 1652.8145 1 20.18 237.19 35 17.6 (M:17.6) 1 2 1

K.GTEDELDKYSE

ALK.D Dimethyl: 8, 14

9654 true 1624 1653.9087 1652.8936 1 4.7 185.84 30.83 33.0 (M:33.0) 1 1 0

R.LQAPYQINHPE

VGR.V Dimethyl:2H(4): 1

9655 true 3451 1653.9102 1652.9025 1 0.21 171.18 39 52.3 (M:52.3) 1 1 0

R.NLTYSAPLYVDI

TK.T Dimethyl: 1, 14

9656 true 63 1653.9126 1652.8998 1 3.31 188.26 20.5 79.1 (M:79.1) 2 1 1

R.KLDYGQHVVA

GTPGR.V Dimethyl: 1, 1

9657 true 2216 1654.0298 1653.0065 1 9.7 205.36 33 23.8 (M:23.8) 1 1 0

K.IVAAITDSPKPP

PQR.I Dimethyl:2H(4): 1, 10

9658 true 1603 1654.7625 1653.7457 1 5.75 200.37 31.17 73.9 (M:73.9) 1 1 0

R.LEDGSPAYTGP

FCGR.A Carbamidomethyl: 13; Dimethyl: 1



9659 true 1016 1654.7817 1653.7766 1 -1.3 283.69 24.67 73.6 (M:73.6) 2 1 0

R.QGSVCHGCGH

PITGR.C

Carbamidomethyl: 5, 8; 

Dimethyl:2H(4): 1

9660 true 3418 1654.8429 1653.8225 1 7.95 179.65 41.17 26.4 (M:26.4) 1 1 0

R.TIQFVDWCPTG

FK.V Carbamidomethyl: 8; Dimethyl: 1, 13

9661 true 3233 1654.8711 1653.8487 1 9.16 253.36 38.83 20.1 (M:20.1) 1 1 0

R.WLSCETQLPVS

FR.H

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

9662 true 2758 1654.8861 1653.8988 1 -12.09 161.55 41.67 72.3 (M:72.3) 1 1 0

K.DQPPNSVEGLL

NALR.Y Dimethyl:2H(4): 1

9663 true 2988 1654.9042 1653.8777 1 11.67 202.79 37.5 38.9 (M:38.9) 2 1 0

R.GASLPAFPPLPG

NNDR.N Dimethyl:2H(4): 1

9664 true 2708 1654.9615 1653.9603 1 -3.68 178.41 41.5 24.8 (M:24.8) 1 1 0

K.EIPLSEILQVTQP

R.D Dimethyl:2H(4): 1

9665 true 110 1655.7426 1654.7341 1 0.74 125.16 22.33 46.6 (M:46.6) 1 1 0

R.QSSEMHSCTA

NTVR.E

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1; Oxidation: 5



9666 true 2129 1655.8023 1654.7926 1 1.49 207.36 31.83 94.0 (M:94.0) 2 1 0

K.LGQQAFFYHSN

CK.E

Carbamidomethyl: 12; Dimethyl: 1, 

13

9667 true 132 1655.8273 1654.8072 1 7.73 105.16 22.67 67.7 (M:67.7) 1 1 0

R.NTDQASMPDN

TAAQK.V Dimethyl:2H(4): 1, 15

9668 true 1312 1655.8435 1654.8362 1 0.05 156.89 29.5 84.8 (M:84.8) 1 1 0

-

.MHHEELAPLQRP

R.Y Acetyl: 1

9669 false 2117 1655.8852 1654.908 1 -18.16 79.03 32.67 15.6 (M:15.6) 1 2 0

R.STLNELVDYITIS

R.G Dimethyl:2H(4): 1

9670 true 1176 1655.8962 1654.8919 1 -1.79 198.14 27 43.0 (M:43.0) 3 1 0

R.QAVTNPHNTFY

ATK.R Dimethyl:2H(4): 1, 14

9671 true 715 1655.9026 1654.8766 1 11.32 265.03 27 59.7 (M:59.7) 1 1 1

K.YELISETGGSHD

KR.F Dimethyl:2H(4): 1, 13

9672 true 2821 1655.9123 1654.9043 1 0.47 190.85 36.67 26.0 (M:26.0) 1 1 0

K.APAPLGAYSQA

VLVDR.T Dimethyl: 1



9673 true 2062 1655.9367 1654.9606 1 -18.81 143.27 33.17 34.8 (M:34.8) 1 1 0

R.DAALQQLQHL

QQAK.E Dimethyl:2H(4): 1, 14

9674 true 1305 1656.0529 1655.0411 1 2.75 215.07 28.17 22.1 (M:22.1) 1 1 1

K.TLYNNQPIEVLK

K.L Dimethyl:2H(4): 1, 12, 13

9675 true 85 1656.8193 1655.8 1 7.25 189.35 22.83 35.1 (M:35.1) 1 1 0

K.CTKPDCPYTHA

SR.R

Carbamidomethyl: 1, 6; 

Dimethyl:2H(4): 1, 3

9676 true 1773 1656.8323 1655.809 1 9.71 81.05 31.33 18.6 (M:18.6) 1 1 0

R.IQFVGACNPPT

DPGR.K Carbamidomethyl: 7; Dimethyl: 1

9677 true 657 1656.8848 1655.8905 1 -7.81 143.24 25.67 47.2 (M:47.2) 1 1 0

R.ELHGQNPVVTP

CNK.Q

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 14

9678 true 3196 1656.9129 1655.9029 1 1.68 205.69 40.33 58.3 (M:58.3) 1 1 0

R.SVLDAAQIVGL

NCLR.L Carbamidomethyl: 13; Dimethyl: 1

9679 true 2428 1656.9371 1655.9396 1 -5.88 158.15 38.33 101.3 (M:101.3) 1 1 0

R.TGAIVDVPVGE

ELLGR.V Dimethyl:2H(4): 1



9680 true 3377 1656.9655 1655.9582 1 0.01 263.6 39.67 43.1 (M:43.1) 1 1 0

K.LLGCGELPIVTP

SLR.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

9681 true 2503 1656.9918 1655.9921 1 -4.59 143.51 32.67 29.9 (M:29.9) 1 1 1

K.MLVALSKDEQI

GEK.I Dimethyl:2H(4): 1, 7, 14

9682 true 2088 1657.8157 1656.8141 1 -3.46 205.03 30.67 31.4 (M:31.4) 1 1 1

K.NKHEAMITDLE

ER.L Oxidation: 6; Dimethyl: 1, 2

9683 true 2109 1657.8466 1656.8116 1 16.73 169.72 33.67 22.4 (M:22.4) 1 1 0

K.MGLGHEQGFG

APCLK.C

Carbamidomethyl: 13; Dimethyl: 1, 

15

9684 false 2109 1657.8466 1656.8406 1 -0.76 110.21 33.67 17.7 (M:17.7) 1 2 0

K.TLQAHICDVNG

FVR.S Carbamidomethyl: 7; Dimethyl: 1

9685 true 842 1657.8487 1656.8617 1 -12.27 221.4 28.83 19.6 (M:19.6) 1 1 1

K.AHRTLQTLAN

METK.Y Oxidation: 11; Dimethyl: 1

9686 true 2817 1657.8964 1656.8835 1 3.39 233.21 37.17 65.3 (M:65.3) 1 1 0

K.TIPNDPGFVVTL

SNR.M Dimethyl: 1



9687 false 3137 1657.8977 1656.882 1 5.07 321.78 40 18.4 (M:18.4) 1 3 1

K.SPLHMTAVHG

RFTR.S Dimethyl:2H(4): 1; Oxidation: 5

9688 true 3470 1658.0522 1657.0455 1 -0.37 231.69 39.33 59.1 (M:59.1) 1 1 1

R.KVESLQEEIVFL

K.K Dimethyl:2H(4): 1, 1, 13

9689 true 1604 1658.7659 1657.7708 1 -7.33 241.77 31.17 85.2 (M:85.2) 1 1 0

R.LEDGSPAYTGP

FCGR.A

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

9690 true 3246 1658.8481 1657.8424 1 -0.92 261.15 37.83 101.6 (M:101.6) 1 1 0

K.HSGSVSFDEIVN

IAR.Q Dimethyl: 1

9691 true 1582 1658.8571 1657.8362 1 8.2 260.73 30.83 16.4 (M:16.4) 1 1 0

K.VSGGWELEVH

GTEAR.L Dimethyl:2H(4): 1

9692 true 2322 1658.8781 1657.8531 1 10.64 212.81 38.33 81.1 (M:81.1) 1 1 0

R.VAAAESMPLLL

ECAR.V Carbamidomethyl: 13; Dimethyl: 1

9693 true 3385 1658.9456 1657.9443 1 -3.63 220.88 41.83 47.5 (M:47.5) 2 1 0

K.VVLAYEPVWAI

GTGK.T Dimethyl: 1, 15



9694 true 1383 1659.7968 1658.7835 1 3.61 163.5 29.67 31.6 (M:31.6) 2 1 0

K.TGTITTFEHAHN

MR.V Oxidation: 13; Dimethyl: 1

9695 true 1652 1659.8181 1658.8086 1 1.31 207.26 30 18.8 (M:18.8) 1 1 1

K.SEWAQMAKAH

SELK.S Oxidation: 6; Dimethyl: 14

9696 true 2350 1659.8479 1658.8549 1 -8.61 114.77 37.33 28.7 (M:28.7) 1 1 0

R.AILVDLEPGTM

DSVR.S Oxidation: 11; Dimethyl: 1

9697 false 2855 1659.8597 1658.8137 1 23.34 276.3 36.17 15.2 (M:15.2) 1 2 1

K.AAFQTWSRTSG

MER.C Dimethyl:2H(4): 1

9698 true 1842 1659.9036 1658.9042 1 -4.75 139.9 32 65.7 (M:65.7) 1 1 0

R.QIYSIENAHGQL

VR.D Dimethyl:2H(4): 1

9699 true 1951 1659.9074 1658.8678 1 19.48 248.44 31.5 26.5 (M:26.5) 1 1 0

K.AIGISNFNHEQI

ER.I Dimethyl:2H(4): 1

9700 true 3911 1659.9516 1658.9203 1 14.47 196.19 43.67 62.6 (M:62.6) 1 1 0

K.ISALAATLEGAL

SSTAR.I Dimethyl: 1



9701 true 2886 1659.954 1658.9294 1 10.48 226.95 36.67 102.2 (M:102.2) 2 1 0

K.APAPLGAYSQA

VLVDR.T Dimethyl:2H(4): 1

9702 true 2602 1660.7458 1659.745 1 -3.94 158.41 40 33.4 (M:33.4) 1 1 0

K.SDYDMVDYLNE

LR.E Dimethyl: 1

9703 true 2007 1660.8212 1659.8216 1 -4.64 111.02 33.67 38.1 (M:38.1) 1 1 0

M.SYSAGLVDPN

QLAQR.I Acetyl: 1

9704 true 179 1660.8342 1659.8093 1 10.62 194.91 24.83 27.7 (M:27.7) 1 1 1

K.GFHYESNNETD

KR.E Dimethyl:2H(4): 1, 12

9705 true 2276 1660.8398 1659.8191 1 8.05 138.96 34.5 21.9 (M:21.9) 1 1 0

K.VSAEFAAPQHC

LFR.W Carbamidomethyl: 11; Dimethyl: 1

9706 true 1886 1660.8402 1659.8341 1 -0.71 242.11 31.17 20.5 (M:20.5) 1 1 0

R.IQFVGACNPPT

DPGR.K

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

9707 true 1435 1660.8531 1659.8654 1 -11.78 223.65 29 47.0 (M:47.0) 1 1 0

K.GGKPEQPAMP

QPVPTA.- Dimethyl: 1, 3



9708 true 835 1660.8907 1659.8693 1 8.52 258.21 27 24.0 (M:24.0) 2 1 0

R.DADTGAARPPA

LPPGAR.S Dimethyl: 1

9709 true 3162 1660.9044 1659.928 1 -18.59 244.58 40.33 47.2 (M:47.2) 1 1 0

R.SVLDAAQIVGL

NCLR.L

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

9710 true 3691 1660.9664 1659.951 1 4.91 266.91 41.67 45.0 (M:45.0) 1 1 0

K.YFVVGAGAIGC

ELLK.N

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 15

9711 false 1171 1661.0151 1660.0313 1 -14.14 506.07 28.83 16.5 (M:16.5) 1 2 0

R.LGKPPEDKPSA

AGLGK.T Dimethyl:2H(4): 1, 3, 8

9712 true 1171 1661.0151 1659.9759 1 19.18 326.58 28.83 82.2 (M:82.2) 1 1 1

K.AQLTPAQAAAL

KEER.R Dimethyl:2H(4): 1, 12

9713 true 172 1661.7896 1660.7842 1 -1.16 103.11 23.17 73.3 (M:73.3) 1 1 0

R.QPTVASPAESE

DENR.Q Dimethyl:2H(4): 1

9714 true 2557 1661.822 1660.8099 1 2.89 234.71 34.17 123.5 (M:123.5) 1 1 0

R.MVPAGMGTG

MGQVIER.M Dimethyl: 1



9715 true 1926 1661.8305 1660.8243 1 -0.67 251.93 33.33 92.5 (M:92.5) 1 1 0

R.GPCIIYNEDNGII

R.A Carbamidomethyl: 3; Dimethyl: 1

9716 true 1350 1661.8511 1660.8243 1 11.73 222.2 28.83 40.9 (M:40.9) 1 1 1

K.TIFAEHISDECK

R.R

Carbamidomethyl: 11; Dimethyl: 1, 

12

9717 true 2050 1661.8651 1660.8573 1 0.31 223.03 32 37.5 (M:37.5) 1 1 0

K.IYYHVVENEALG

AR.L Dimethyl: 1

9718 true 2110 1661.8726 1660.8657 1 -0.25 154.08 33.5 29.9 (M:29.9) 1 1 0

K.TLQAHICDVNG

FVR.S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

9719 true 572 1661.8893 1660.8706 1 6.89 318.88 26.17 15.2 (M:15.2) 1 1 1

R.DTEMLATGAQ

DGKIK.V Dimethyl: 1, 13, 15

9720 true 2818 1661.9189 1660.9086 1 1.8 207.37 37.17 44.8 (M:44.8) 1 1 0

K.TIPNDPGFVVTL

SNR.M Dimethyl:2H(4): 1

9721 true 3452 1661.9278 1660.9527 1 -19.41 160.15 39 49.8 (M:49.8) 1 1 0

R.NLTYSAPLYVDI

TK.T Dimethyl:2H(4): 1, 14



9722 true 1103 1661.9547 1660.9501 1 -1.59 149.87 26.83 68.2 (M:68.2) 2 1 1

R.KLDYGQHVVA

GTPGR.V Dimethyl:2H(4): 1, 1

9723 true 3752 1661.9657 1660.94 1 11.07 225.61 42.17 64.5 (M:64.5) 2 1 0

K.LAATNALLNSLE

FTK.A Dimethyl: 1, 15

9724 true 1023 1662.007 1660.9901 1 5.77 201.91 27.67 107.4 (M:107.4) 2 1 1

K.IKNDHPGLSIGD

TAK.K Dimethyl:2H(4): 1, 2, 15

9725 true 1475 1662.7918 1661.7798 1 2.84 219.59 29.33 32.8 (M:32.8) 1 1 1

R.AAFQQYEESSY

RR.L Dimethyl: 1

9726 true 2382 1662.8205 1661.8162 1 -1.78 241.4 33.5 108.2 (M:108.2) 2 1 0

K.LGDVYVNDAFG

TAHR.A Dimethyl: 1

9727 true 3247 1662.8721 1661.8675 1 -1.61 284.33 37.83 91.5 (M:91.5) 1 1 0

K.HSGSVSFDEIVN

IAR.Q Dimethyl:2H(4): 1

9728 false 3247 1662.8721 1661.8493 1 9.35 297.93 37.83 15.9 (M:15.9) 1 2 1

K.NLNGKMIMSFE

MK.L

Dimethyl:2H(4): 5; Oxidation: 6, 12; 

Dimethyl: 1, 13



9729 true 2323 1662.8946 1661.8783 1 5.48 233.32 38.33 56.8 (M:56.8) 1 1 0

R.VAAAESMPLLL

ECAR.V

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

9730 true 3630 1662.8977 1661.8727 1 10.66 278.34 41.33 40.9 (M:40.9) 2 1 0

R.TIQFVDWCPTG

FK.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 13

9731 true 1351 1662.899 1661.8698 1 13.14 253.3 30 18.4 (M:18.4) 1 1 1

K.TFPDLKDDMLG

NLK.R Dimethyl: 6, 14

9732 true 2279 1662.9134 1661.8876 1 11.13 103.79 36.17 20.3 (M:20.3) 1 1 0

R.LTVEDPVTVEYI

TR.Y Dimethyl: 1

9733 true 2405 1663.0313 1662.0146 1 5.72 246.84 37 66.7 (M:66.7) 1 1 1

K.FKGPFTDVVTT

NLK.L Dimethyl:2H(4): 1, 2, 14

9734 true 1715 1663.814 1662.8036 1 1.88 254.74 31.67 82.3 (M:82.3) 1 1 0

R.FGVAESCGLSPE

QVR.R Carbamidomethyl: 7; Dimethyl: 1

9735 true 1384 1663.8177 1662.8086 1 1.09 162.92 29.67 16.2 (M:16.2) 1 1 0

K.TGTITTFEHAHN

MR.V Dimethyl:2H(4): 1; Oxidation: 13



9736 true 2359 1663.8317 1662.8148 1 5.81 214.75 33.17 39.6 (M:39.6) 1 1 0

K.GGVNIQYMDL

QQNR.D Dimethyl: 1

9737 true 2130 1663.8551 1662.8428 1 3.02 183.76 31.83 26.9 (M:26.9) 2 1 0

K.LGQQAFFYHSN

CK.E

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 13

9738 true 1669 1663.8599 1662.8225 1 18.08 175.1 31.17 22.8 (M:22.8) 3 1 1

K.IDKTEYMVGSY

GPR.A Dimethyl:2H(4): 1; Oxidation: 7

9739 true 857 1663.8657 1662.8752 1 -10.07 297.96 24.5 21.2 (M:21.2) 1 80.47 1 1

K.YHTINGHNCEV

KK.A

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 12

9740 true 1653 1663.8661 1662.8225 1 21.84 199.62 30.33 21.6 (M:21.6) 1 52.42 1 1

K.IDKTEYMVGSY

GPR.A Dimethyl:2H(4): 3; Oxidation: 7

9741 true 2351 1663.8731 1662.88 1 -8.57 132.21 37.5 31.8 (M:31.8) 1 1 0

R.AILVDLEPGTM

DSVR.S Dimethyl:2H(4): 1; Oxidation: 11

9742 true 1732 1663.9152 1662.9404 1 -19.5 150.8 29.17 23.4 (M:23.4) 1 1 1

K.DLEEDHACIPIK

K.S

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 12, 13



9743 true 3051 1663.9239 1662.928 1 -6.84 190.58 37.17 33.0 (M:33.0) 2 1 0

K.HFCPNVPIILVG

NK.K Carbamidomethyl: 3; Dimethyl: 1, 14

9744 true 2155 1663.943 1662.9293 1 3.85 267.68 32.67 23.9 (M:23.9) 2 1 0

K.LKPNAGNGADL

PNYR.W Dimethyl:2H(4): 1, 2

9745 true 3912 1663.973 1662.9454 1 12.19 254.63 43.67 110.7 (M:110.7) 1 1 0

K.ISALAATLEGAL

SSTAR.I Dimethyl:2H(4): 1

9746 true 393 1664.7215 1663.74 1 -15.44 184.38 24.67 49.3 (M:49.3) 1 1 0

K.IIHEDGYSEEEC

K.Q

Carbamidomethyl: 12; Dimethyl: 1, 

13

9747 true 393 1664.7215 1663.7148 1 -0.33 161.39 24.67 49.3 (M:49.3) 1 1 0

K.IIHEDGYSEEEC

R.Q Carbamidomethyl: 12; Dimethyl: 1

9748 true 1583 1664.854 1663.8386 1 4.93 445.12 30 16.0 (M:16.0) 1 1 1

R.AIQTMNGMLL

NDRK.V Oxidation: 5, 8; Dimethyl: 1

9749 true 1982 1664.8623 1663.8766 1 -12.97 470.17 31.5 16.6 (M:16.6) 1 1 1

R.RAMNLYVQPSP

GQR.V Dimethyl:2H(4): 1; Oxidation: 3



9750 true 2246 1664.8676 1663.8443 1 9.64 169.33 34.5 35.6 (M:35.6) 1 1 0

K.VSAEFAAPQHC

LFR.W

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

9751 true 2797 1664.8689 1663.8603 1 0.78 180.35 37 31.0 (M:31.0) 1 1 0

K.CQLEINFNTLQT

K.L Carbamidomethyl: 1; Dimethyl: 1, 13

9752 true 2546 1665.8233 1664.8059 1 6.04 231.24 36 44.4 (M:44.4) 2 1 0

R.SAGGPQNQFPF

QFGR.D Dimethyl: 1

9753 true 2558 1665.8444 1664.835 1 1.24 292.61 34.17 127.5 (M:127.5) 1 1 0

R.MVPAGMGTG

MGQVIER.M Dimethyl:2H(4): 1

9754 true 1927 1665.8555 1664.8494 1 -0.7 277.76 33.33 100.8 (M:100.8) 1 1 0

R.GPCIIYNEDNGII

R.A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

9755 false 1927 1665.8555 1664.8152 1 19.84 287.5 33.33 22.5 (M:22.5) 1 2 1

K.QLDATASSREA

TMLR.E Oxidation: 13

9756 true 2044 1665.87 1664.8643 1 -0.94 194.37 30.67 46.0 (M:46.0) 1 1 1

K.NKHEAMITDLE

ER.L Dimethyl:2H(4): 1, 2; Oxidation: 6



9757 false 2044 1665.87 1664.8906 1 -16.73 235.18 30.67 17.9 (M:17.9) 1 3 1

K.LTMVVLSSEKTE

EK.E Oxidation: 3; Dimethyl: 10, 14

9758 true 2051 1665.8857 1664.8824 1 -2.4 307.34 32 44.6 (M:44.6) 1 1 0

K.IYYHVVENEALG

AR.L Dimethyl:2H(4): 1

9759 true 3248 1665.8947 1664.8774 1 6.05 186.27 39.83 28.5 (M:28.5) 1 1 0

R.TALTYYLDITNP

PR.T Dimethyl: 1

9760 true 2276 1665.9314 1664.9651 1 -24.6 223.83 33.67 15.2 (M:15.2) 1 1 0

K.LAATNALLNSLE

FTK.A Dimethyl:2H(4): 1; Dimethyl: 15

9761 true 302 1666.674 1665.6754 1 -5.22 165.01 23.83 62.8 (M:62.8) 1 1 0

R.NSGGEAYEEDE

EGPR.T Dimethyl: 1

9762 true 1956 1666.8192 1665.8284 1 -9.85 152.6 33.17 21.1 (M:21.1) 1 1 0

K.GLSDALICTDDF

IAK.V Carbamidomethyl: 8; Dimethyl: 15

9763 true 3270 1666.8234 1665.7933 1 13.66 191.62 40.17 30.7 (M:30.7) 1 1 0

R.NAAEGSWFIQS

LCR.M Carbamidomethyl: 13; Dimethyl: 1



9764 true 1476 1666.8402 1665.8049 1 16.84 310.81 29.33 34.7 (M:34.7) 1 1 1

R.AAFQQYEESSY

RR.L Dimethyl:2H(4): 1

9765 true 2383 1666.8491 1665.8413 1 0.35 314.01 33.5 98.9 (M:98.9) 2 1 0

K.LGDVYVNDAFG

TAHR.A Dimethyl:2H(4): 1

9766 true 2324 1666.9309 1665.9162 1 4.42 182.22 32.5 47.5 (M:47.5) 3 1 0

R.SALGGAAQQS

QAALLPR.M Dimethyl: 1

9767 true 2280 1666.9379 1665.9127 1 10.73 181.81 36.17 70.6 (M:70.6) 1 1 0

R.LTVEDPVTVEYI

TR.Y Dimethyl:2H(4): 1

9768 true 3374 1667.01 1665.9945 1 4.91 256.02 41.83 111.3 (M:111.3) 3 1 0

K.VVLAYEPVWAI

GTGK.T Dimethyl:2H(4): 1, 15

9769 false 3374 1667.01 1666.0157 1 -7.76 337.89 41.83 17.8 (M:17.8) 1 2 1

K.IFEAIKTPEKPSS

K.T Dimethyl:2H(4): 1, 14; Dimethyl: 6

9770 true 2230 1667.7469 1666.7266 1 7.83 212.45 37.33 88.6 (M:88.6) 1 1 0

K.MGGMEGPFG

GMENIGR.F Dimethyl: 1



9771 true 1716 1667.8368 1666.8287 1 0.55 253.76 31.67 81.3 (M:81.3) 1 1 0

R.FGVAESCGLSPE

QVR.R

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

9772 true 2406 1667.8646 1666.827 1 18.21 270.82 37 15.9 (M:15.9) 1 1 1

K.KDTVLGSSIQM

ECK.V

Carbamidomethyl: 13; Oxidation: 11; 

Dimethyl: 1, 1

9773 true 394 1668.7447 1667.7399 1 -1.51 190.59 24.67 99.5 (M:99.5) 1 1 0

K.IIHEDGYSEEEC

R.Q

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

9774 true 394 1668.7447 1667.7651 1 -16.58 186.4 24.67 99.5 (M:99.5) 1 1 0

K.IIHEDGYSEEEC

K.Q

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1; Dimethyl: 13

9775 true 202 1668.7923 1667.7863 1 -0.8 178.43 23.17 22.5 (M:22.5) 1 1 0

K.NEGAENIPEGQ

AQQR.R Dimethyl: 1

9776 true 948 1668.7947 1667.805 1 -10.51 209.41 27.67 39.0 (M:39.0) 1 1 0

-

.MNVGVAHSEVN

PNTR.V Oxidation: 1; Dimethyl: 1

9777 true 483 1668.829 1667.8227 1 -0.57 142.23 23.83 49.7 (M:49.7) 1 1 0

K.ERPSVESSEDRP

PR.R Dimethyl: 1



9778 true 1436 1668.8968 1667.9156 1 -15.64 257.04 29 46.0 (M:46.0) 2 1 0

K.GGKPEQPAMP

QPVPTA.- Dimethyl:2H(4): 1, 3

9779 true 1333 1668.9833 1667.9822 1 -3.72 230.98 32.5 26.4 (M:26.4) 1 1 1

K.NVLCGNIPPDK

FAK.M

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 11, 14

9780 true 951 1669.7945 1668.7729 1 8.58 148.26 27.33 39.6 (M:39.6) 1 1 0

R.GQWHTLCDEQ

AHR.V

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

9781 true 3117 1669.8403 1668.831 1 1.19 204.69 37.83 75.5 (M:75.5) 2 1 0

R.SAGGPQNQFPF

QFGR.D Dimethyl:2H(4): 1

9782 true 1352 1669.9023 1668.8745 1 12.29 240.09 28.67 51.5 (M:51.5) 1 1 1

K.TIFAEHISDECK

R.R

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 12

9783 true 3249 1669.9048 1668.9025 1 -2.95 208.14 40 21.2 (M:21.2) 1 1 0

R.TALTYYLDITNP

PR.T Dimethyl:2H(4): 1

9784 true 3753 1670.0125 1668.9902 1 9 232.56 42.17 69.5 (M:69.5) 1 1 0

K.LAATNALLNSLE

FTK.A Dimethyl:2H(4): 1, 15



9785 true 303 1670.6971 1669.7005 1 -6.4 179.51 23.83 97.0 (M:97.0) 1 1 0

R.NSGGEAYEEDE

EGPR.T Dimethyl:2H(4): 1

9786 true 173 1670.7959 1669.7907 1 -1.28 143.23 22 25.6 (M:25.6) 1 1 0

R.KPSDSTHITND

DER.F Dimethyl: 1, 1

9787 true 3287 1670.8411 1669.8184 1 9.19 188.16 40.17 23.8 (M:23.8) 1 1 0

R.NAAEGSWFIQS

LCR.M

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

9788 true 1687 1670.8891 1669.8686 1 7.96 185.7 29.5 73.7 (M:73.7) 1 1 0

R.HNESGQEGLVA

TGALR.E Dimethyl:2H(4): 1

9789 true 1514 1670.9015 1669.8788 1 9.23 221.5 30 23.6 (M:23.6) 1 1 1

R.RHVFGESDELIG

QK.V Dimethyl: 1, 14

9790 true 2161 1670.9158 1669.949 1 -24.26 214.73 35.83 39.6 (M:39.6) 1 1 1

R.KLEAAEDIAYQL

SR.S Dimethyl:2H(4): 1, 1

9791 true 1215 1670.9612 1669.9413 1 7.53 232.77 28 85.2 (M:85.2) 3 1 0

R.SALGGAAQQS

QAALLPR.M Dimethyl:2H(4): 1



9792 true 2219 1671.768 1670.7517 1 5.39 246.45 37.17 136.5 (M:136.5) 1 1 0

K.MGGMEGPFG

GMENIGR.F Dimethyl:2H(4): 1

9793 true 447 1671.8166 1670.8086 1 0.38 230.87 25.17 66.4 (M:66.4) 1 1 0

R.EMDHTEPPPAP

VPAR.V Dimethyl: 1

9794 true 1267 1671.8327 1670.8311 1 -3.43 151.63 29.5 43.9 (M:43.9) 1 1 0

-

.MHHEELAPLQRP

R.Y Acetyl: 1; Oxidation: 1

9795 true 1699 1671.8412 1670.8338 1 0.06 292.82 30.5 82.4 (M:82.4) 4 1 1

K.IDKTEYMVGSY

GPR.A Dimethyl: 1, 3

9796 true 2301 1671.9279 1670.9153 1 3.19 154.32 34.67 32.6 (M:32.6) 1 1 0

K.SLTTSQYLMHE

VAK.Q Dimethyl:2H(4): 1, 14

9797 true 3052 1671.9763 1670.9782 1 -5.49 203.2 37.17 53.6 (M:53.6) 2 1 0

K.HFCPNVPIILVG

NK.K

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 14

9798 true 1853 1671.9855 1671.0058 1 -16.53 273.92 31.17 15.8 (M:15.8) 1 1 1

K.AVDKPPSPSPSE

LKK.A Dimethyl:2H(4): 4, 14; Dimethyl: 15



9799 true 203 1672.8222 1671.8114 1 2.06 178.04 23.17 33.3 (M:33.3) 1 1 0

K.NEGAENIPEGQ

AQQR.R Dimethyl:2H(4): 1

9800 true 2448 1672.8426 1671.8403 1 -2.94 164.41 33.83 28.3 (M:28.3) 2 1 0

R.FPQGGPSQMG

SPLVSR.T Dimethyl: 1

9801 true 484 1672.8514 1671.8478 1 -2.2 142.54 24 38.8 (M:38.8) 1 1 0

K.ERPSVESSEDRP

PR.R Dimethyl:2H(4): 1

9802 true 2773 1672.9051 1671.9106 1 -7.58 185.39 36.83 57.4 (M:57.4) 1 1 0

K.CQLEINFNTLQT

K.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 13

9803 true 3684 1672.9583 1671.9436 1 4.48 257.71 40.5 38.8 (M:38.8) 1 1 1

K.AAALEFLNRFEE

AK.A Dimethyl:2H(4): 1, 14

9804 false 3113 1673.8282 1672.8057 1 9.1 -1 47.5 17.9 (M:17.9) 1 2 0

K.IQEFLSESENGQ

HK.L Dimethyl: 1

9805 true 995 1673.848 1672.8057 1 20.97 256.47 28 88.4 (M:88.4) 3 1 0

K.IAGHAEEYGAE

TLER.M Dimethyl: 1



9806 false 995 1673.848 1672.8018 1 23.27 344.35 28 15.4 (M:15.4) 1 5 1

K.ENEMSPFSKLY

EK.L Oxidation: 4; Dimethyl: 9, 13

9807 true 2326 1673.875 1672.8557 1 7.19 205 34.83 34.3 (M:34.3) 1 1 0

R.LHNMAPYYEAL

CK.S

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 13

9808 true 2780 1673.8867 1672.9051 1 -15.36 146.43 42 22.5 (M:22.5) 1 1 0

R.DLYEDELVPLFE

K.A Dimethyl:2H(4): 1, 13

9809 true 2504 1674.8104 1673.8052 1 -1.21 58.98 36.5 30.7 (M:30.7) 1 1 0

R.EMAAMCLGLA

HSLSR.Y Carbamidomethyl: 6; Dimethyl: 1

9810 true 1317 1674.8135 1673.7971 1 5.43 164.89 29.67 44.0 (M:44.0) 1 1 0

K.SSGEIVYCGQVY

EK.T Carbamidomethyl: 8; Dimethyl: 1, 14

9811 true 696 1674.8472 1673.8485 1 -5.13 154.55 26.33 81.6 (M:81.6) 1 1 0

K.QSEGPSGVPAH

PLQSR.T Dimethyl: 1

9812 true 3003 1674.8924 1673.8771 1 4.8 180.66 38.5 20.8 (M:20.8) 1 1 0

K.NEVLMVNIGSL

STGGR.V Dimethyl: 1



9813 true 2307 1674.9138 1673.8923 1 8.47 224.88 35 111.0 (M:111.0) 1 1 0

R.MAPLGIDHIAP

NIER.M Dimethyl: 1

9814 true 2944 1674.9257 1673.9103 1 4.85 175.93 44 43.0 (M:43.0) 1 1 0

R.VTPLEVMPVFP

DFK.M Dimethyl: 1, 14

9815 true 1337 1675.0203 1674.0006 1 7.38 192.66 29.17 46.2 (M:46.2) 1 1 1

K.VLKDHGHDFLV

GNK.L Dimethyl:2H(4): 1, 3, 14

9816 true 2077 1675.8027 1674.7606 1 20.73 267.68 33 96.7 (M:96.7) 1 1 0

R.CDACHAIAFQL

EGR.L Carbamidomethyl: 1, 4; Dimethyl: 1

9817 false 1316 1675.8326 1674.8614 1 -21.55 51.49 29.33 18.1 (M:18.1) 1 2 1

K.HDESSDAEKSLL

EK.E Dimethyl:2H(4): 1; Dimethyl: 9, 14

9818 true 448 1675.8406 1674.8337 1 -0.27 254.88 25.17 72.5 (M:72.5) 1 1 0

R.EMDHTEPPPAP

VPAR.V Dimethyl:2H(4): 1

9819 true 1264 1675.8555 1674.8086 1 23.62 245.78 28.33 27.5 (M:27.5) 1 1 0

R.NMNASSPAAH

PDLYR.Y Dimethyl:2H(4): 1



9820 true 2763 1675.8678 1674.8689 1 -5.01 162.09 34.33 92.2 (M:92.2) 2 1 0

R.NFILDQTNVSA

AAQR.R Dimethyl: 1

9821 true 1623 1675.9128 1674.9015 1 2.44 236.99 30 30.7 (M:30.7) 1 1 0

K.VFICNQEESIKP

K.N

Carbamidomethyl: 4; Dimethyl: 1, 

11, 13

9822 true 1589 1675.9311 1674.9417 1 -10.69 158.3 30.83 25.5 (M:25.5) 1 1 0

R.DNGLLAKPTHG

DIIR.L Dimethyl: 1, 7

9823 true 4059 1676.038 1675.0284 1 1.38 244.15 45.33 55.2 (M:55.2) 1 1 0

K.ITPENLPQILLQL

K.R Dimethyl: 1, 14

9824 false 1631 1676.7931 1675.8104 1 -14.66 169.28 31.17 18.6 (M:18.6) 1 2 1

R.RSDSGEGTFTFS

TPR.A Dimethyl:2H(4): 1

9825 true 1984 1676.8499 1675.8318 1 6.45 253.81 31.67 60.6 (M:60.6) 2 1 1

K.KHPDSSVNFAE

FSR.K Dimethyl: 1, 1

9826 false 1984 1676.8499 1675.857 1 -8.55 274.81 31.67 60.3 (M:60.3) 1 2 1

K.KHPDASVNFSE

FSK.K Dimethyl: 1, 1, 14



9827 true 2390 1676.8672 1675.8654 1 -3.24 191.09 33.67 53.1 (M:53.1) 2 1 0

R.FPQGGPSQMG

SPLVSR.T Dimethyl:2H(4): 1

9828 true 2774 1676.8767 1675.8386 1 18.39 198.96 37 45.4 (M:45.4) 1 1 0

R.SVMDATQIAGL

NCLR.L Carbamidomethyl: 13; Dimethyl: 1

9829 true 2284 1676.8863 1675.862 1 10.13 281.04 33.67 61.9 (M:61.9) 2 1 0

R.VDEYLSWQQA

HIR.G Dimethyl:2H(4): 1

9830 true 2521 1676.9972 1675.9873 1 1.61 196.05 38.5 76.6 (M:76.6) 1 1 0

K.ALPLLTGTQLIH

TDK.L Dimethyl: 1, 15

9831 true 2552 1677.8275 1676.8556 1 -21.08 130.34 39.5 30.8 (M:30.8) 1 1 0

K.ADVIQATGDAI

CIFR.E Carbamidomethyl: 12; Dimethyl: 1

9832 true 1834 1677.8295 1676.8199 1 1.42 216.7 32.67 15.1 (M:15.1) 1 1 1

K.WWEEERYPEGI

K.W Dimethyl: 1, 12

9833 true 1465 1677.8523 1676.8522 1 -4.28 139.68 30 45.9 (M:45.9) 1 1 1

K.EDKHYGITSYGV

PR.S Dimethyl: 1, 3



9834 true 996 1677.8709 1676.8308 1 19.58 288.72 28 95.7 (M:95.7) 3 1 0

K.IAGHAEEYGAE

TLER.M Dimethyl:2H(4): 1

9835 true 2449 1677.8841 1676.8494 1 16.36 252.52 33.33 38.1 (M:38.1) 2 50 1 1

R.KYEMFAQTLQ

QSR.G Dimethyl:2H(4): 1; Oxidation: 4

9836 true 616 1677.8919 1676.912 1 -16.3 269.91 26.83 29.2 (M:29.2) 1 1 1

R.HSVQCLVVDKE

SGR.C

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 10

9837 true 2247 1677.9321 1676.921 1 2.32 126.03 34.33 42.3 (M:42.3) 1 1 0

R.SPLAAQHGLGT

SLLER.L Dimethyl: 1

9838 true 3925 1677.9418 1676.921 1 8.07 230.84 43.67 58.4 (M:58.4) 1 1 0

R.HDADGQATLL

NLLLR.N Dimethyl: 1

9839 true 2759 1677.9579 1676.9535 1 -1.74 236.96 35.17 44.5 (M:44.5) 1 1 1

K.AVEIPHMDIEAL

KK.L Dimethyl: 1, 13, 14

9840 true 1563 1678.8 1677.7933 1 -0.36 164.39 30.67 20.1 (M:20.1) 1 1 0

R.IAVHPDYQGM

GYGSR.A Dimethyl: 1



9841 true 2505 1678.8331 1677.8303 1 -2.63 148.27 36.83 42.9 (M:42.9) 1 1 0

R.EMAAMCLGLA

HSLSR.Y

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

9842 true 174 1678.8425 1677.841 1 -3.41 244.66 22 20.6 (M:20.6) 1 1 0

R.KPSDSTHITND

DER.F Dimethyl:2H(4): 1, 1

9843 true 596 1678.8792 1677.8736 1 -1.02 185.96 26.33 67.8 (M:67.8) 1 1 0

K.QSEGPSGVPAH

PLQSR.T Dimethyl:2H(4): 1

9844 true 3004 1678.9198 1677.9022 1 6.19 188.78 38.5 27.5 (M:27.5) 1 1 0

K.NEVLMVNIGSL

STGGR.V Dimethyl:2H(4): 1

9845 true 2511 1678.9419 1677.9174 1 10.24 261.96 35 110.9 (M:110.9) 1 1 0

R.MAPLGIDHIAP

NIER.M Dimethyl:2H(4): 1

9846 true 1436 1678.9512 1677.929 1 8.87 251.78 30 90.1 (M:90.1) 1 1 1

R.RHVFGESDELIG

QK.V Dimethyl:2H(4): 1, 14

9847 true 2794 1679.8766 1678.86 1 5.54 249.02 43 94.1 (M:94.1) 1 1 0

K.YSPEEIAMATVT

ALR.R Dimethyl: 1



9848 true 1835 1679.892 1678.884 1 0.42 365.9 31.33 80.9 (M:80.9) 4 1 1

K.IDKTEYMVGSY

GPR.A Dimethyl:2H(4): 1, 3

9849 true 2764 1679.8935 1678.894 1 -4.67 242.94 34.33 82.7 (M:82.7) 2 1 0

R.NFILDQTNVSA

AAQR.R Dimethyl:2H(4): 1

9850 false 2621 1679.8994 1678.8863 1 3.47 273.58 34.5 17.3 (M:17.3) 1 2 1

K.QHGGSKRPSDS

SRPK.E Dimethyl: 1, 15

9851 true 3036 1679.916 1678.8944 1 8.58 283.16 39.33 76.6 (M:76.6) 2 1 0

K.HWPFTVVNDA

GRPK.V Dimethyl: 1, 14

9852 true 2092 1680.842 1679.8301 1 2.76 141.36 34.17 25.4 (M:25.4) 1 1 0

-

.MEAAHSVPVQD

VLSR.F Acetyl: 1

9853 true 982 1680.8683 1679.8553 1 3.46 249.95 27 41.5 (M:41.5) 1 1 1

K.LKEYSQALENC

NK.A

Carbamidomethyl: 11; Dimethyl: 1, 

2, 13

9854 true 2775 1680.8847 1679.8637 1 8.21 214.75 37 60.6 (M:60.6) 2 1 0

R.SVMDATQIAGL

NCLR.L

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1



9855 true 2149 1681.8045 1680.8086 1 -6.73 251.46 35.67 116.9 (M:116.9) 1 1 0

R.FAQPGTFEFEY

ASR.W Dimethyl:2H(4): 1

9856 true 2955 1681.9141 1680.8835 1 13.87 227.11 37 32.6 (M:32.6) 1 1 1

K.DREGFFTNGLTL

GAK.K Dimethyl: 1, 15

9857 true 2248 1681.9642 1680.9461 1 6.47 188.67 34.33 39.0 (M:39.0) 1 1 0

R.SPLAAQHGLGT

SLLER.L Dimethyl:2H(4): 1

9858 true 3910 1681.9648 1680.9461 1 6.78 289.12 43.67 99.9 (M:99.9) 1 1 0

R.HDADGQATLL

NLLLR.N Dimethyl:2H(4): 1

9859 true 485 1682.7126 1681.7188 1 -8.04 186.18 25 42.9 (M:42.9) 1 1 0

K.LDDPSCSRPECY

R.S Carbamidomethyl: 6, 11; Dimethyl: 1

9860 true 1554 1682.7859 1681.7981 1 -11.62 110.34 30.67 15.9 (M:15.9) 1 1 0

R.IQQLDCSTYELE

R.L Carbamidomethyl: 6; Dimethyl: 1

9861 true 2734 1682.786 1681.7948 1 -9.56 172.95 41.5 51.1 (M:51.1) 1 1 0

M.ATYLEFIQQNE

ER.D Acetyl: 1



9862 true 261 1682.7878 1681.7808 1 -0.17 233.13 24.33 44.2 (M:44.2) 1 1 1

R.GIPDRDGQHYP

DER.H Dimethyl: 1

9863 true 1625 1682.8334 1681.8184 1 4.6 165.84 30.67 49.1 (M:49.1) 1 1 0

R.IAVHPDYQGM

GYGSR.A Dimethyl:2H(4): 1

9864 true 1318 1682.8628 1681.8473 1 4.87 252.7 29.67 32.5 (M:32.5) 1 1 0

K.SSGEIVYCGQVY

EK.T

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 14

9865 true 2741 1682.8878 1681.8862 1 -3.38 196.55 36.17 56.5 (M:56.5) 1 1 1

R.VIKDFMIQGGD

FTR.G Dimethyl: 1, 3

9866 true 2478 1682.9044 1681.8803 1 10.02 214.34 34.67 24.0 (M:24.0) 1 1 0

K.YAPSGFYIASGD

VSGK.L Dimethyl:2H(4): 1, 16

9867 true 97 1683.7454 1682.7285 1 5.74 210.33 23.67 24.6 (M:24.6) 1 1 1

R.DYGHSSSRDEY

PSR.G Dimethyl: 1

9868 true 1754 1683.8312 1682.8516 1 -16.39 201.46 32 101.0 (M:101.0) 1 1 1

K.DYGVLKEDEGI

AYR.G Dimethyl: 1, 6



9869 true 935 1683.8581 1682.8563 1 -3.2 307.67 24.33 38.7 (M:38.7) 1 1 1

K.YHTINGHNCEV

KK.A

Carbamidomethyl: 9; Dimethyl: 1, 

12, 13

9870 true 2853 1683.899 1682.8851 1 3.9 251.03 43 80.7 (M:80.7) 1 1 0

K.YSPEEIAMATVT

ALR.R Dimethyl:2H(4): 1

9871 false 391 1683.9077 1682.894 1 3.8 230.68 24.67 15.3 (M:15.3) 1 2 1

K.NHTHQQDIDDL

KR.Q Dimethyl:2H(4): 1, 12

9872 true 983 1683.9435 1682.9243 1 7.06 283.03 27 32.6 (M:32.6) 1 1 1

K.VEHETLKEPQV

YK.W Dimethyl: 1, 7, 13

9873 true 3013 1683.9783 1682.9807 1 -5.77 187.14 35.5 19.9 (M:19.9) 1 1 0

K.HNELTGDNVGP

LILK.K Dimethyl:2H(4): 1, 15

9874 true 3168 1683.9869 1682.9859 1 -3.72 206.34 37 64.7 (M:64.7) 1 1 0

R.VYALPEDLVEVK

PK.M Dimethyl: 1, 12, 14

9875 true 4042 1684.0907 1683.0786 1 2.85 225.09 45.33 77.8 (M:77.8) 1 1 0

K.ITPENLPQILLQL

K.R Dimethyl:2H(4): 1, 14



9876 true 1180 1684.7734 1683.7601 1 3.58 157.95 26.5 55.4 (M:55.4) 1 1 0

K.HTGPNSPDTAN

DGFVR.L

9877 false 1720 1684.8861 1683.9072 1 -16.85 229.63 31.67 22.4 (M:22.4) 2 53 2 1

K.KHPDASVNFSE

FSK.K Dimethyl:2H(4): 1, 1; Dimethyl: 14

9878 true 1720 1684.8861 1683.882 1 -1.92 219.23 31.67 82.7 (M:82.7) 2 1 1

K.KHPDSSVNFAE

FSR.K Dimethyl:2H(4): 1, 1

9879 true 1910 1684.9074 1683.9246 1 -14.54 257.54 32.83 44.5 (M:44.5) 1 1 0

K.LSQYQEPLHVP

SVR.V Dimethyl:2H(4): 1

9880 true 2559 1684.9389 1683.9436 1 -7.07 241.27 34 16.7 (M:16.7) 1 1 1

R.ALEHFTDLYDIK

R.A Dimethyl:2H(4): 1, 12

9881 true 2522 1685.0472 1684.0375 1 1.43 233.91 38.33 108.6 (M:108.6) 1 1 0

K.ALPLLTGTQLIH

TDK.L Dimethyl:2H(4): 1, 15

9882 true 3234 1685.8815 1684.8607 1 8.04 205.15 40.5 59.7 (M:59.7) 2 1 1

R.KYEMFAQTLQ

QSR.G Dimethyl: 1, 1



9883 true 2676 1685.9067 1684.8897 1 5.8 234.73 35.67 105.3 (M:105.3) 3 1 0

R.GPTGAVLFDGA

GQAQLR.H Dimethyl: 1

9884 true 3517 1685.9252 1684.9188 1 -0.54 269.18 39.67 80.7 (M:80.7) 1 1 0

K.HELLQPFNVLYE

K.E Dimethyl: 1, 13

9885 true 486 1686.7399 1685.7439 1 -6.74 235.09 25 40.3 (M:40.3) 1 1 0

K.LDDPSCSRPECY

R.S

Carbamidomethyl: 6, 11; 

Dimethyl:2H(4): 1

9886 true 262 1686.8189 1685.806 1 3.33 281.61 24.33 41.1 (M:41.1) 1 1 1

R.GIPDRDGQHYP

DER.H Dimethyl:2H(4): 1

9887 true 1919 1686.8331 1685.8261 1 -0.15 180.57 33 20.1 (M:20.1) 1 1 0

K.YTASIQSFSEQEI

R.L Dimethyl: 1

9888 true 2577 1686.8636 1685.8586 1 -1.34 259.23 40.67 89.4 (M:89.4) 1 1 0

K.SFYPEEISSMVL

TK.M Dimethyl: 1, 14

9889 true 1220 1686.9067 1685.9101 1 -6.29 167.65 28.83 64.8 (M:64.8) 1 1 1

K.LRAEHEQVLSSY

AK.K Dimethyl: 1, 14



9890 true 2345 1686.9086 1685.8811 1 11.98 204.35 35.5 33.3 (M:33.3) 1 1 0

K.ALTNLPHTDFTL

CK.C

Carbamidomethyl: 13; Dimethyl: 1, 

14

9891 true 2181 1686.9654 1685.9465 1 6.91 199.66 33 58.8 (M:58.8) 3 1 0

K.VINQYQVVKPS

AER.T Dimethyl: 1, 9

9892 true 2672 1686.9937 1685.9869 1 -0.28 177.85 38.17 74.2 (M:74.2) 1 1 0

R.DVAPQAPVHFL

VIPK.R Dimethyl: 1, 15

9893 true 98 1687.7683 1686.7536 1 4.41 248.13 23.67 37.1 (M:37.1) 1 1 1

R.DYGHSSSRDEY

PSR.G Dimethyl:2H(4): 1

9894 true 2242 1687.8079 1686.8151 1 -8.58 169.26 35.5 49.9 (M:49.9) 1 1 0

R.FGIDDQDFQNS

LTR.S Dimethyl:2H(4): 1

9895 true 151 1687.8228 1686.8173 1 -1.03 208.17 23.5 79.7 (M:79.7) 1 1 0

K.LGQQETSENPS

SQVR.R Dimethyl: 1

9896 false 1937 1687.8266 1686.792 1 16.18 244.54 30.5 15.6 (M:15.6) 1 3 0

R.LSSNGTMSSSE

ELGEK.D Dimethyl:2H(4): 16



9897 true 1754 1687.8293 1686.8287 1 -3.96 276.14 30.5 40.9 (M:40.9) 1 1 1

K.IDKTEYMVGSY

GPR.A Oxidation: 7; Dimethyl: 1, 3

9898 true 597 1687.8817 1686.8802 1 -3.39 117.06 25.83 50.3 (M:50.3) 1 1 0

R.NHTVLQETPQH

VTR.F Dimethyl: 1

9899 true 3138 1687.884 1686.8763 1 0.26 185.14 39.17 49.3 (M:49.3) 2 1 0

K.DVSCQTVIPFQL

PR.V Carbamidomethyl: 4; Dimethyl: 1

9900 true 2529 1687.9341 1686.9454 1 -11.01 255.56 39.17 79.8 (M:79.8) 1 1 1

M.ADIDKLNIDSII

QR.L Dimethyl:2H(4): 5; Acetyl: 1

9901 false 2529 1687.9341 1686.904 1 13.54 186.63 39.17 15.2 (M:15.2) 1 50 7 1

R.KEGLDEVTSIIN

DAK.F Dimethyl: 1, 15

9902 false 2529 1687.9341 1686.9454 1 -11.01 266.7 39.17 15.8 (M:15.8) 1 5 1

R.EAKNLIPEQSAS

QGK.M Dimethyl:2H(4): 3; Dimethyl: 1, 15

9903 true 3037 1687.9698 1686.9446 1 10.64 315.16 39.33 51.6 (M:51.6) 2 1 0

K.HWPFTVVNDA

GRPK.V Dimethyl:2H(4): 1, 14



9904 true 1625 1687.9808 1686.9768 1 -1.91 263.28 30 27.6 (M:27.6) 1 1 0

K.VFICNQEESIKP

K.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 11, 13

9905 true 304 1688.7247 1687.7247 1 -4.3 107.15 24 28.4 (M:28.4) 1 1 1

R.KSEEMEEESYSE

R.S Dimethyl: 1, 1

9906 true 466 1688.8563 1687.8427 1 3.74 226.87 25.33 45.2 (M:45.2) 1 1 0

R.QDALNESHLQT

TSGR.N Dimethyl:2H(4): 1

9907 true 3310 1688.8629 1687.832 1 14.01 253.85 40.5 60.6 (M:60.6) 1 1 0

R.FLPCSPFPDYVY

K.R Carbamidomethyl: 4; Dimethyl: 1, 13

9908 true 2443 1688.8858 1687.9083 1 -17.62 169.12 38.33 35.1 (M:35.1) 1 1 0

R.ALGEPITLFGEG

PAER.R Dimethyl:2H(4): 1

9909 true 2627 1688.8899 1687.9045 1 -12.94 244.7 40.83 47.0 (M:47.0) 1 97.66 1 0

K.TFFPEEISSMVL

TK.M Dimethyl:2H(4): 1; Dimethyl: 14

9910 false 2628 1688.892 1687.9105 1 -15.25 268.56 35.83 15.5 (M:15.5) 1 2 1

R.ALEEAAASGTLS

LSGRK.L Dimethyl: 17



9911 false 3880 1688.8991 1687.8756 1 9.62 230.27 43.33 21.9 (M:21.9) 1 2 1

K.DKPYLYCFRTNK

.G

Carbamidomethyl: 7; Dimethyl: 1, 2, 

12

9912 true 781 1688.9049 1687.8956 1 1.19 156.71 26.5 75.8 (M:75.8) 1 1 0

K.YHVMADHNSQ

PVVK.E Dimethyl:2H(4): 1, 14

9913 true 3586 1688.9135 1687.879 1 16.16 181.36 43.33 63.1 (M:63.1) 2 1 0

K.DLGVFIPAPMS

QVMR.S Dimethyl: 1

9914 true 1907 1688.9418 1687.9323 1 1.3 273.88 31.67 49.1 (M:49.1) 2 1 1

K.KHPDASVNFSE

FSK.K Dimethyl:2H(4): 1, 1, 14

9915 true 3601 1688.9747 1687.9509 1 9.8 217.97 41 35.6 (M:35.6) 1 1 0

K.VVYGASSLPALL

VESR.R Dimethyl: 1

9916 true 2326 1689.8374 1688.8403 1 -6.03 134.46 37.17 101.4 (M:101.4) 1 1 0

K.TQEQLAAEMA

ELTAR.I Dimethyl: 1

9917 true 2165 1689.8585 1688.842 1 5.48 163.09 31.83 20.1 (M:20.1) 1 1 0

R.SGGGFSSGSAG

IINYQR.R Dimethyl:2H(4): 1



9918 true 2126 1689.8645 1688.8661 1 -5.3 159.87 35.5 50.2 (M:50.2) 1 1 1

K.YKESFDVGSDIF

AK.F Dimethyl: 1, 2, 14

9919 true 2697 1689.872 1688.8886 1 -14.14 138.26 41.17 94.5 (M:94.5) 1 1 0

K.EIQGFFNIPVDN

LR.A Dimethyl: 1

9920 true 1108 1689.8779 1688.896 1 -15.01 187.19 28.33 16.9 (M:16.9) 1 1 1

K.MIARFPFDVPS

EPK.N Dimethyl: 1, 14

9921 true 1515 1689.879 1688.8522 1 11.53 240.27 30 22.6 (M:22.6) 1 1 1

K.QYYIGEIHPDDR

K.K Dimethyl: 1, 13

9922 true 2689 1689.9347 1688.9148 1 7.5 187.04 35.67 71.7 (M:71.7) 3 1 0

R.GPTGAVLFDGA

GQAQLR.H Dimethyl:2H(4): 1

9923 true 2956 1689.955 1688.9337 1 8.26 168.19 37 25.4 (M:25.4) 1 1 1

K.DREGFFTNGLTL

GAK.K Dimethyl:2H(4): 1, 15

9924 true 1565 1689.9596 1688.9483 1 2.34 118.23 30.67 24.8 (M:24.8) 1 1 1

R.KLESLCNIHENI

R.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 1



9925 true 1576 1690.8324 1689.8356 1 -6.16 136.94 31 106.4 (M:106.4) 1 1 0

K.EILGTAQSVGCS

IDGR.H Carbamidomethyl: 11; Dimethyl: 1

9926 true 876 1690.8359 1689.8145 1 8.39 185.28 27.33 111.5 (M:111.5) 1 1 0

K.LQESPDAVPHG

EMPR.H Dimethyl: 1

9927 true 2555 1690.9222 1689.8872 1 16.37 184.92 35 43.3 (M:43.3) 1 1 0

R.MAPLGIDHIAP

NIER.M Oxidation: 1; Dimethyl: 1

9928 true 3703 1690.9464 1689.9285 1 6.3 146.84 45 64.2 (M:64.2) 1 1 0

R.NFTIEQMTGML

LTK.L Dimethyl:2H(4): 1, 14

9929 true 2856 1690.9612 1689.9364 1 10.36 180.15 36.17 35.6 (M:35.6) 1 1 1

R.VIKDFMIQGGD

FTR.G Dimethyl:2H(4): 1, 3

9930 true 2252 1691.0082 1690.0141 1 -7.79 117.1 35.5 42.7 (M:42.7) 1 1 1

K.TKDGQILPVPN

VVVR.D Dimethyl: 1, 2

9931 true 1626 1691.7408 1690.7304 1 1.85 266.07 30.17 57.5 (M:57.5) 1 1 0

K.NACDHLSGFNV

CNR.Y Carbamidomethyl: 3, 12; Dimethyl: 1



9932 true 2531 1691.8282 1690.8349 1 -8.23 117.9 32.83 39.0 (M:39.0) 1 1 0

K.NQVAMNPTNT

IFDAK.R Dimethyl: 1

9933 true 163 1691.8333 1690.8424 1 -9.7 188.34 23.5 60.3 (M:60.3) 1 1 0

K.LGQQETSENPS

SQVR.R Dimethyl:2H(4): 1

9934 true 1755 1691.8844 1690.9018 1 -14.54 147.46 32 78.7 (M:78.7) 1 1 1

K.DYGVLKEDEGI

AYR.G Dimethyl:2H(4): 1, 6

9935 true 984 1691.8964 1690.8841 1 2.92 113.47 27.5 39.4 (M:39.4) 1 1 0

K.HNIYLQEPGQA

HPR.F Dimethyl:2H(4): 1

9936 true 598 1691.9034 1690.9053 1 -5.44 85.33 25.83 55.7 (M:55.7) 1 1 0

R.NHTVLQETPQH

VTR.F Dimethyl:2H(4): 1

9937 true 3139 1691.912 1690.9014 1 1.97 170.24 39.17 47.6 (M:47.6) 2 1 0

K.DVSCQTVIPFQL

PR.V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

9938 true 2679 1692.7515 1691.7753 1 -18.35 166.17 41 33.4 (M:33.4) 1 1 0

R.FGYVDFLSAED

MDK.A Dimethyl: 1, 14



9939 true 1442 1692.7816 1691.7825 1 -4.84 190.38 30.17 95.9 (M:95.9) 1 1 0

K.MDATANDVPS

PYEVR.G Dimethyl: 1

9940 true 1127 1692.863 1691.8781 1 -13.21 157.61 28.17 64.5 (M:64.5) 1 1 0

R.LLAEGHPDPDA

ELQR.M Dimethyl:2H(4): 1

9941 true 2238 1692.8846 1691.8603 1 10.05 225.45 33.67 89.9 (M:89.9) 1 1 0

K.ICGDIHGQYTDL

LR.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

9942 true 574 1692.8853 1691.9082 1 -17.84 279.93 25.33 30.4 (M:30.4) 1 1 1

K.QEYDEAGPSIV

HRK.C Dimethyl:2H(4): 1, 14

9943 false 3587 1692.934 1691.9007 1 15.38 204.67 43.33 15.9 (M:15.9) 1 3 1

K.DKPYLYCFRTNK

.G

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1; Dimethyl: 2, 12

9944 true 3882 1692.9349 1691.9041 1 13.89 215 43.33 38.1 (M:38.1) 2 1 0

K.DLGVFIPAPMS

QVMR.S Dimethyl:2H(4): 1

9945 true 3602 1692.9941 1691.976 1 6.4 201.36 41 40.6 (M:40.6) 1 1 0

K.VVYGASSLPALL

VESR.R Dimethyl:2H(4): 1



9946 true 185 1693.6705 1692.6621 1 0.67 195.07 23.67 66.3 (M:66.3) 1 1 0

K.CGFCHAGEEEN

EAR.G Carbamidomethyl: 1, 4; Dimethyl: 1

9947 true 2327 1693.8404 1692.8654 1 -19.08 100 37.17 90.0 (M:90.0) 1 1 0

K.TQEQLAAEMA

ELTAR.I Dimethyl:2H(4): 1

9948 true 2745 1693.845 1692.8431 1 -3.18 71.8 39.17 34.2 (M:34.2) 2 1 0

M.SGFGAAALLSG

SSAAAGTR.S Acetyl: 1

9949 true 2698 1693.8944 1692.9137 1 -15.72 136.87 41.17 64.2 (M:64.2) 1 1 0

K.EIQGFFNIPVDN

LR.A Dimethyl:2H(4): 1

9950 true 1844 1693.9191 1692.8981 1 8.08 153.54 32 49.0 (M:49.0) 1 1 0

K.VANVNANAID

HIQMK.L Dimethyl: 1, 15

9951 true 3168 1693.9289 1692.9109 1 6.33 155.69 40.5 59.7 (M:59.7) 2 1 1

R.KYEMFAQTLQ

QSR.G Dimethyl:2H(4): 1, 1

9952 true 3519 1693.9732 1692.9691 1 -1.84 173.86 39.67 57.1 (M:57.1) 1 1 0

K.HELLQPFNVLYE

K.E Dimethyl:2H(4): 1, 13



9953 true 1605 1694.8522 1693.8607 1 -9.33 158.72 31 95.9 (M:95.9) 1 1 0

K.EILGTAQSVGCS

IDGR.H

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

9954 true 897 1694.8603 1693.8396 1 7.94 215.82 27.33 105.6 (M:105.6) 1 1 0

K.LQESPDAVPHG

EMPR.H Dimethyl:2H(4): 1

9955 false 897 1694.8603 1693.8444 1 5.08 253.72 27.33 16.4 (M:16.4) 1 4 1

R.DMLLDTSASKV

EDVK.G Oxidation: 2; Dimethyl: 10

9956 true 1345 1694.8665 1693.8551 1 2.41 210.82 29.67 35.4 (M:35.4) 1 1 1

K.FFTQPEKDFSN

DR.N Dimethyl:2H(4): 1, 7

9957 true 2578 1694.9178 1693.9088 1 1 208.02 40.67 52.4 (M:52.4) 1 1 0

K.SFYPEEISSMVL

TK.M Dimethyl:2H(4): 1, 14

9958 true 2556 1694.9283 1693.9123 1 5.12 248.13 35 49.3 (M:49.3) 1 1 0

R.MAPLGIDHIAP

NIER.M Dimethyl:2H(4): 1; Oxidation: 1

9959 true 2329 1694.9361 1693.9313 1 -1.48 199.08 35.33 48.7 (M:48.7) 1 1 0

K.ALTNLPHTDFTL

CK.C

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 14



9960 true 1221 1694.9637 1693.9603 1 -2.3 144.64 28.83 35.4 (M:35.4) 1 1 1

K.LRAEHEQVLSSY

AK.K Dimethyl:2H(4): 1, 14

9961 true 2643 1694.9946 1693.9841 1 1.92 197.9 37 62.5 (M:62.5) 2 1 0

K.IAILTCPFEPPKP

K.T

Carbamidomethyl: 6; Dimethyl: 1, 

12, 14

9962 true 2182 1695.0122 1693.9888 1 9.53 108.35 33 29.2 (M:29.2) 1 1 1

K.LLVTVEECKAEL

AR.Q

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 9

9963 false 2182 1695.0122 1693.9967 1 4.89 159.6 33 28.3 (M:28.3) 2 2 0

K.VINQYQVVKPS

AER.T Dimethyl:2H(4): 1, 9

9964 true 1627 1695.7972 1694.7555 1 20.29 231.91 30.17 35.6 (M:35.6) 1 1 0

K.NACDHLSGFNV

CNR.Y

Carbamidomethyl: 3, 12; 

Dimethyl:2H(4): 1

9965 true 3059 1695.8339 1694.8304 1 -2.27 137.9 36 76.5 (M:76.5) 1 1 0

R.AHQVVEDGYEF

FAK.R Dimethyl: 1, 14

9966 true 3059 1695.8339 1694.8304 1 -2.27 137.9 36 76.5 (M:76.5) 1 1 0

R.AHQVVEDGYEF

FAK.R Dimethyl: 1, 14



9967 true 936 1695.9353 1694.9316 1 -2.1 229.46 24.33 91.0 (M:91.0) 2 1 1

K.YHTINGHNCEV

KK.A

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 12, 13

9968 true 984 1696.0185 1694.9996 1 6.84 223.95 27 20.3 (M:20.3) 1 1 1

K.VEHETLKEPQV

YK.W Dimethyl:2H(4): 1, 7, 13

9969 true 3169 1696.0613 1695.0612 1 -4.21 149.54 37 74.6 (M:74.6) 1 1 0

R.VYALPEDLVEVK

PK.M Dimethyl:2H(4): 1, 12, 14

9970 true 324 1696.7958 1695.7749 1 8.03 133.73 24 23.0 (M:23.0) 1 1 1

R.KSEEMEEESYSE

R.S Dimethyl:2H(4): 1, 1

9971 true 1443 1696.8011 1695.8076 1 -8.11 155.23 30.17 82.9 (M:82.9) 1 1 0

K.MDATANDVPS

PYEVR.G Dimethyl:2H(4): 1

9972 true 275 1696.8065 1695.7933 1 3.45 152.61 21.17 66.7 (M:66.7) 3 1 0

K.NCNTTHSMALI

HNR.S Carbamidomethyl: 2; Dimethyl: 1

9973 true 2072 1696.8992 1695.8978 1 -3.48 165.77 35 80.2 (M:80.2) 1 1 0

R.AAVEEGIVPGG

GCALLR.C Carbamidomethyl: 13; Dimethyl: 1



9974 true 2179 1696.9013 1695.8981 1 -2.43 171.55 32.33 36.6 (M:36.6) 2 1 0

R.IYLETSPSNSSLT

PR.I Dimethyl:2H(4): 1

9975 true 1938 1696.9068 1695.8688 1 18.09 232.81 30 18.7 (M:18.7) 1 1 1

R.CAGFSKQMVEI

LNK.H

Carbamidomethyl: 1; Oxidation: 8; 

Dimethyl: 6, 14

9976 true 3631 1696.971 1695.9342 1 17.4 208.78 41.17 29.4 (M:29.4) 1 1 0

K.SPLVMDVLNIQ

GVQR.S Dimethyl: 1

9977 true 186 1697.7039 1696.6872 1 5.59 228.32 23.67 59.0 (M:59.0) 1 1 0

K.CGFCHAGEEEN

EAR.G

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1

9978 true 1684 1697.7249 1696.725 1 -4.39 177.51 31.5 18.9 (M:18.9) 1 1 0

R.ELGSECGIEFDE

ER.T Carbamidomethyl: 6; Dimethyl: 1

9979 true 2089 1697.8196 1696.8025 1 5.77 187.49 30.67 80.8 (M:80.8) 1 1 0

R.HLCVCPINDSEA

VR.E Carbamidomethyl: 3, 5; Dimethyl: 1

9980 true 1516 1697.9249 1696.9024 1 8.95 201.52 30 38.2 (M:38.2) 1 1 1

K.QYYIGEIHPDDR

K.K Dimethyl:2H(4): 1, 13



9981 true 2005 1697.9283 1696.9269 1 -3.5 194.86 31.67 77.9 (M:77.9) 2 1 0

K.VNQIGSVTESL

QACK.L

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1, 15

9982 true 2738 1698.0202 1697.0127 1 0.09 260.56 37.17 20.2 (M:20.2) 1 1 0

K.KPPLLSNLEYIQ

AK.V Dimethyl: 1, 1, 14

9983 true 2949 1699.0843 1698.0644 1 7.44 184.83 38.67 74.9 (M:74.9) 3 1 1

K.TKDGQILPVPN

VVVR.D Dimethyl:2H(4): 1, 2

9984 true 1769 1699.8336 1698.8287 1 -1.38 170.32 32 29.6 (M:29.6) 1 1 0

K.LCYVGYNIEQE

QK.L Carbamidomethyl: 2; Dimethyl: 1, 13

9985 true 1396 1699.8604 1698.8399 1 7.74 270.41 29.17 39.2 (M:39.2) 1 1 0

R.GGVDCTPKPFS

PPER.S Carbamidomethyl: 5; Dimethyl: 1, 8

9986 true 483 1699.8926 1698.8649 1 11.99 151.06 25.33 41.0 (M:41.0) 1 1 1

R.LNQIGVENTEE

NRR.L Dimethyl: 1

9987 true 2887 1699.8971 1698.88 1 5.77 244.9 43 29.1 (M:29.1) 1 1 0

K.YSPEEIAMATVT

ALR.R Dimethyl:2H(4): 1; Oxidation: 8



9988 true 2783 1699.9052 1698.9152 1 -10.15 178.71 42 68.0 (M:68.0) 1 1 0

K.GLGTDEGAIIEV

LTQR.S Dimethyl: 1

9989 true 3495 1699.9311 1698.9093 1 8.54 212.63 42.33 79.8 (M:79.8) 3 1 0

K.DLAPGTNPPFLL

FNR.E Dimethyl: 1

9990 true 2116 1700.7335 1699.74 1 -8.1 80.38 34.33 21.8 (M:21.8) 1 1 0

K.YAMEPEEFDSD

ALR.Q Dimethyl: 1

9991 true 1556 1700.7454 1699.7041 1 19.98 346.01 30.67 18.3 (M:18.3) 1 1 0

K.MAVDGPEQME

MDDGK.G Dimethyl:2H(4): 15; Oxidation: 9

9992 true 2680 1700.8056 1699.8255 1 -16 131.38 41 42.2 (M:42.2) 1 1 0

R.FGYVDFLSAED

MDK.A Dimethyl:2H(4): 1, 14

9993 true 1522 1700.8288 1699.8312 1 -5.66 146.07 29.33 18.6 (M:18.6) 1 1 0

K.INMNGVNSSN

GVVDPR.A Dimethyl: 1

9994 true 959 1700.8291 1699.8184 1 1.98 145.65 26.17 86.8 (M:86.8) 3 1 0

K.NCNTTHSMALI

HNR.S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1



9995 true 2367 1700.8386 1699.8563 1 -14.67 188.58 33.83 78.7 (M:78.7) 1 1 0

R.NDTPCGTTIGPI

LASR.L Carbamidomethyl: 5; Dimethyl: 1

9996 true 192 1700.8471 1699.8439 1 -2.41 190.11 24 45.0 (M:45.0) 1 1 0

R.QHMDTTGEEH

PLNK.L Dimethyl:2H(4): 1, 14

9997 true 575 1700.8633 1699.8529 1 1.81 209.24 25.5 64.8 (M:64.8) 1 1 1

K.QEYDESGPSIVH

RK.C Dimethyl: 1, 14

9998 true 575 1700.8633 1699.8529 1 1.81 209.24 25.5 64.8 (M:64.8) 1 1 1

K.QEYDESGPSIVH

RK.C Dimethyl: 1, 14

9999 true 2367 1700.9066 1699.8893 1 5.87 111.77 35.33 84.7 (M:84.7) 1 1 0

R.SYTVNSSILHGIE

PR.L Dimethyl: 1

10000 true 2073 1700.9236 1699.9229 1 -3.84 158.56 35 120.4 (M:120.4) 1 1 0

R.AAVEEGIVPGG

GCALLR.C

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

10001 true 3973 1700.9415 1699.9331 1 0.67 218.91 44.5 36.7 (M:36.7) 1 1 0

K.LAGPQLVQMFI

GDGAK.L Dimethyl: 1, 16



10002 true 3572 1700.9768 1699.98 1 -6.19 136.86 42.17 27.4 (M:27.4) 2 1 0

K.LYTLVTYVPVTT

FK.G Dimethyl: 1, 14

10003 true 3632 1700.9878 1699.9593 1 12.49 236.76 41.17 34.8 (M:34.8) 1 1 0

K.SPLVMDVLNIQ

GVQR.S Dimethyl:2H(4): 1

10004 true 1685 1701.7588 1700.7501 1 0.83 188.96 31.5 31.2 (M:31.2) 1 1 0

R.ELGSECGIEFDE

ER.T

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

10005 true 1445 1701.8353 1700.8192 1 5.16 199.35 30.33 41.7 (M:41.7) 1 1 0

-

.MFQGPEAEPAK

PSSR.V Acetyl: 1; Dimethyl: 11

10006 true 2045 1701.8495 1700.8276 1 8.57 159.53 30.67 87.6 (M:87.6) 1 1 0

R.HLCVCPINDSEA

VR.E

Carbamidomethyl: 3, 5; 

Dimethyl:2H(4): 1

10007 true 2693 1701.9313 1700.8886 1 20.79 167.15 34.83 17.8 (M:17.8) 1 1 0

K.VVTYELDHPGF

QIR.D Dimethyl: 1

10008 true 1845 1701.9547 1700.9483 1 -0.52 170.41 32 49.3 (M:49.3) 1 1 0

K.VANVNANAID

HIQMK.L Dimethyl:2H(4): 1, 15



10009 true 1210 1701.9934 1700.9624 1 13.94 88.1 28.5 26.2 (M:26.2) 1 1 0

R.TVIIHDRPEIPHS

R.H Dimethyl:2H(4): 1

10010 true 2150 1702.8444 1701.8322 1 2.88 135.99 35.67 28.2 (M:28.2) 1 1 0

M.SSVAVLTQESF

AEHR.S Acetyl: 1

10011 true 2932 1702.9299 1701.905 1 10.37 214.08 37 56.4 (M:56.4) 2 1 0

R.ALSNLESIPGGY

NALR.R Dimethyl: 1

10012 true 969 1702.9814 1701.9778 1 -2.15 244.4 27.83 40.1 (M:40.1) 1 1 1

K.KLQQANPPAGP

AGELK.F Dimethyl: 1, 1, 16

10013 false 969 1702.9814 1701.9426 1 18.51 257.42 27.83 17.8 (M:17.8) 1 2 1

R.LFLSDMIKLFSN

SR.E Dimethyl:2H(4): 1

10014 false 58 1703.8472 1702.8349 1 3 295.95 22.17 18.5 (M:18.5) 1 2 1

-

.MTHQYPALTAE

QKK.E Acetyl: 1; Oxidation: 1

10015 true 3042 1703.8808 1702.8806 1 -4.15 129.92 36 55.1 (M:55.1) 1 1 0

R.AHQVVEDGYEF

FAK.R Dimethyl:2H(4): 1, 14



10016 true 3042 1703.8808 1702.8806 1 -4.15 129.92 36 55.1 (M:55.1) 1 1 0

R.AHQVVEDGYEF

FAK.R Dimethyl:2H(4): 1, 14

10017 true 484 1703.9127 1702.89 1 9.02 169.98 25.33 21.0 (M:21.0) 1 1 1

R.LNQIGVENTEE

NRR.L Dimethyl:2H(4): 1

10018 true 2642 1703.9395 1702.9403 1 -4.74 154.96 42 82.4 (M:82.4) 1 1 0

K.GLGTDEGAIIEV

LTQR.S Dimethyl:2H(4): 1

10019 true 3496 1703.9564 1702.9344 1 8.59 205.06 42.33 89.9 (M:89.9) 5 1 0

K.DLAPGTNPPFLL

FNR.E Dimethyl:2H(4): 1

10020 true 1557 1704.7595 1703.7617 1 -5.53 115.21 30.67 40.5 (M:40.5) 1 1 0

R.YSYYDESQGEIY

R.S Dimethyl:2H(4): 1

10021 true 2117 1704.7633 1703.7651 1 -5.28 150.1 34.33 57.2 (M:57.2) 1 1 0

K.YAMEPEEFDSD

ALR.Q Dimethyl:2H(4): 1

10022 true 1 1704.8122 1703.7976 1 4.35 206.71 20.17 105.2 (M:105.2) 1 1 0

R.DTPGHATPGH

GGATSSAR.K Dimethyl: 1



10023 true 1399 1704.8513 1703.8563 1 -7.21 187.63 29.33 27.8 (M:27.8) 1 1 0

K.INMNGVNSSN

GVVDPR.A Dimethyl:2H(4): 1

10024 true 251 1704.8531 1703.8165 1 17.21 172.62 24.33 42.3 (M:42.3) 1 1 0

K.YVEPGNHNSGT

DLNR.T Dimethyl:2H(4): 1

10025 true 1503 1704.8547 1703.8727 1 -14.82 141.86 30.33 31.6 (M:31.6) 1 1 0

K.FASHCLMNHP

DLAK.D

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 14

10026 true 1503 1704.8547 1703.8727 1 -14.82 141.86 30.33 31.6 (M:31.6) 1 1 0

K.FASHCLMNHP

DLAK.D

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 14

10027 true 685 1704.8663 1703.8781 1 -11.18 229.72 25.83 69.6 (M:69.6) 2 99.99 1 1

K.QEYDESGPSIVH

RK.C Dimethyl:2H(4): 1; Dimethyl: 14

10028 true 685 1704.8663 1703.8781 1 -11.18 229.72 25.83 69.6 (M:69.6) 2 99.99 1 1

K.QEYDESGPSIVH

RK.C Dimethyl:2H(4): 1; Dimethyl: 14

10029 true 2685 1704.881 1703.8814 1 -4.54 180.97 33.83 67.8 (M:67.8) 1 1 0

R.NDTPCGTTIGPI

LASR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



10030 true 2368 1704.9337 1703.9144 1 7 119.42 35.33 83.5 (M:83.5) 1 1 0

R.SYTVNSSILHGIE

PR.L Dimethyl:2H(4): 1

10031 true 2173 1705.8013 1704.8063 1 -7.17 167.79 35 45.2 (M:45.2) 1 1 0

K.GAEEMETVIPT

DVMR.R Dimethyl: 1

10032 true 1940 1705.8468 1704.8505 1 -6.41 124.89 33.33 49.9 (M:49.9) 1 1 0

K.VVLASQPDLEC

GFSR.D Carbamidomethyl: 11; Dimethyl: 1

10033 false 2533 1705.8484 1704.8319 1 5.43 165.57 33 30.5 (M:30.5) 1 55.33 2 0

K.NQLTSNPENTV

FDAK.R Dimethyl: 1

10034 true 2533 1705.8484 1704.8505 1 -5.49 140.29 33 117.9 (M:117.9) 3 1 0

K.NQVAMNPTNT

VFDAK.R Dimethyl: 1, 15

10035 true 841 1705.9083 1704.8948 1 3.68 77.18 25.5 58.5 (M:58.5) 2 1 0

K.FSHQPSHPAVN

TSIK.E Dimethyl: 1, 15

10036 true 758 1705.9297 1704.9159 1 3.84 254.53 26.5 89.5 (M:89.5) 1 1 1

K.DTGKAPVEQEV

AIHR.I Dimethyl: 1, 4



10037 false 2657 1705.9551 1704.9662 1 -10.79 231.91 34.5 29.2 (M:29.2) 2 2 1

K.VTDFKLTLLADN

TVK.V Dimethyl: 15

10038 true 2479 1705.975 1704.9523 1 9.07 229.4 34.83 97.8 (M:97.8) 2 1 0

R.LVLEVAQHLGE

NTVR.T Dimethyl: 1

10039 true 1756 1706.7307 1705.7584 1 -20.46 149.09 32 46.4 (M:46.4) 1 1 0

R.FGPYESYDSGSS

LGGR.D Dimethyl: 1

10040 true 1375 1706.8176 1705.8159 1 -3.29 89.67 29.67 33.2 (M:33.2) 1 1 0

R.LGATPEEESAYV

AGER.R Dimethyl: 1

10041 false 2447 1706.8726 1705.9045 1 -22.96 299.43 39.5 15.5 (M:15.5) 1 5 0

K.QMQDEMAGIT

GKPLK.V Dimethyl:2H(4): 15; Dimethyl: 1

10042 true 2447 1706.8726 1705.8458 1 11.44 160.29 39.5 67.6 (M:67.6) 1 1 0

K.QMEQISQFLQA

AER.Y Dimethyl: 1

10043 true 2368 1706.874 1705.8747 1 -4.67 154 32.17 117.3 (M:117.3) 1 1 0

K.HQNSVDDTIVA

LNPR.A Dimethyl: 1



10044 true 3118 1706.8976 1705.9039 1 -7.97 144.97 36.67 37.9 (M:37.9) 1 1 0

K.GHPPVIDGELF

NEVK.V Dimethyl: 1, 15

10045 false 1357 1706.9048 1705.8635 1 19.9 210.65 28.67 15.2 (M:15.2) 1 3 1

R.EAIQHPNDEKL

QEK.A Dimethyl: 1

10046 true 2958 1706.9596 1705.9301 1 13.03 197.41 36.83 71.0 (M:71.0) 2 1 0

R.ALSNLESIPGGY

NALR.R Dimethyl:2H(4): 1

10047 true 2976 1707.0651 1706.0594 1 -0.93 141.29 36.67 36.9 (M:36.9) 2 1 0

K.IAILTCPFEPPKP

K.T

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 12, 14

10048 true 2178 1707.8561 1706.8678 1 -11.12 189.97 36.33 33.0 (M:33.0) 1 1 1

K.SQPERDWVLN

EFR.S Dimethyl:2H(4): 1

10049 true 52 1707.8598 1706.8448 1 4.47 139.69 21.33 76.1 (M:76.1) 3 1 0

R.NTSHGTVQGQ

AQGPAAR.V Dimethyl: 1

10050 true 2118 1707.9076 1706.9025 1 -1.29 218.55 33 15.1 (M:15.1) 1 1 0

K.NMQNVEHVPL

TLEK.A Dimethyl: 1, 14



10051 true 1446 1707.9133 1706.8902 1 9.28 219.92 29.17 29.6 (M:29.6) 1 1 0

R.GGVDCTPKPFS

PPER.S

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 8

10052 true 235 1707.9524 1706.9691 1 -14.05 185.25 24 15.5 (M:15.5) 1 1 1

K.GQILMPNIGYG

SNKK.T Dimethyl:2H(4): 1; Dimethyl: 14, 15

10053 true 807 1707.9632 1706.9455 1 6.1 211.3 26.83 32.6 (M:32.6) 1 1 0

K.EQIVPKPEEEVA

QK.K Dimethyl: 1, 6, 14

10054 true 2 1708.8352 1707.8227 1 3.1 213.02 20.17 118.0 (M:118.0) 1 1 0

R.DTPGHATPGH

GGATSSAR.K Dimethyl:2H(4): 1

10055 true 576 1708.9154 1707.9032 1 2.92 256.62 25.5 95.5 (M:95.5) 1 1 1

K.QEYDESGPSIVH

RK.C Dimethyl:2H(4): 1, 14

10056 true 576 1708.9154 1707.9032 1 2.92 256.62 25.5 95.5 (M:95.5) 1 1 1

K.QEYDESGPSIVH

RK.C Dimethyl:2H(4): 1, 14

10057 true 2871 1708.9396 1707.9094 1 13.44 199.09 36.5 23.1 (M:23.1) 1 1 0

R.IDFSSIAVPGTS

AQQR.Q Dimethyl:2H(4): 1



10058 true 3974 1708.9952 1707.9833 1 2.72 189.63 44.5 104.5 (M:104.5) 2 1 0

K.LAGPQLVQMFI

GDGAK.L Dimethyl:2H(4): 1, 16

10059 true 3568 1709.0388 1708.0303 1 0.76 138.06 47.83 32.7 (M:32.7) 2 1 0

K.LYTLVTYVPVTT

FK.G Dimethyl:2H(4): 1, 14

10060 false 1094 1709.8311 1708.824 1 -0.09 178.97 28.33 15.1 (M:15.1) 1 2 0

R.NTDQASMPEN

TVAQK.L

Dimethyl:2H(4): 15; Oxidation: 7; 

Dimethyl: 1

10061 true 2174 1709.8334 1708.8314 1 -3.07 124.84 35 73.2 (M:73.2) 1 1 0

K.GAEEMETVIPT

DVMR.R Dimethyl:2H(4): 1

10062 true 2164 1709.8483 1708.8355 1 3.2 162.29 34 48.0 (M:48.0) 1 1 0

R.GMHSDPFNPV

LPTNR.A Dimethyl: 1

10063 true 1941 1709.8745 1708.8756 1 -4.89 179.01 33.33 47.1 (M:47.1) 1 1 0

K.VVLASQPDLEC

GFSR.D

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

10064 true 2113 1709.9181 1708.9148 1 -2.36 159.39 35.17 86.4 (M:86.4) 1 1 0

K.TPVEEVPAAIAP

FQGR.V Dimethyl: 1



10065 true 2113 1709.9181 1708.9148 1 -2.36 159.39 35.17 86.4 (M:86.4) 1 1 0

K.TPVEEVPAAIAP

FQGR.V Dimethyl: 1

10066 true 2721 1709.9841 1708.9774 1 -0.32 93.9 38.67 36.0 (M:36.0) 1 1 0

K.QALLLSLASVHP

DTGR.I Dimethyl:2H(4): 1

10067 true 2480 1710.0009 1708.9774 1 9.53 188.88 34.83 86.0 (M:86.0) 2 1 0

R.LVLEVAQHLGE

NTVR.T Dimethyl:2H(4): 1

10068 true 1757 1710.7647 1709.7835 1 -15.22 119.55 32 67.1 (M:67.1) 1 1 0

R.FGPYESYDSGSS

LGGR.D Dimethyl:2H(4): 1

10069 true 899 1710.8207 1709.8345 1 -12.33 173.52 27.33 16.2 (M:16.2) 1 1 0

K.LQESPDAVPHG

EMPR.H Dimethyl:2H(4): 1; Oxidation: 13

10070 true 1376 1710.8383 1709.841 1 -5.84 179.58 29.67 63.1 (M:63.1) 1 1 0

R.LGATPEEESAYV

AGER.R Dimethyl:2H(4): 1

10071 true 2010 1710.8523 1709.8373 1 4.52 211.32 33.17 72.0 (M:72.0) 1 1 0

R.GSQSYYTVAHA

ITER.V Dimethyl: 1



10072 true 720 1710.8831 1709.8697 1 3.63 174.17 26.67 58.8 (M:58.8) 1 1 0

R.TAPLGTGSSEHL

QQTR.I Dimethyl: 1

10073 true 2448 1710.8922 1709.8709 1 8.25 209.11 39.5 107.3 (M:107.3) 1 1 0

K.QMEQISQFLQA

AER.Y Dimethyl:2H(4): 1

10074 true 2069 1710.8946 1709.9022 1 -8.69 149.95 34 29.2 (M:29.2) 1 1 0

R.MATQASTLYSN

NIIK.L Dimethyl: 1, 15

10075 true 2369 1710.8999 1709.8999 1 -4.23 176.55 32.17 80.8 (M:80.8) 1 1 0

K.HQNSVDDTIVA

LNPR.A Dimethyl:2H(4): 1

10076 true 1613 1710.93 1709.9116 1 6.5 152.82 31 17.6 (M:17.6) 1 1 1

K.IFYPETTDVYDR

K.N Dimethyl:2H(4): 1, 13

10077 true 1974 1710.9567 1709.9592 1 -5.72 97.33 32.67 68.4 (M:68.4) 1 1 0

K.YHLVEQAGQYP

TLK.T Dimethyl:2H(4): 1, 14

10078 true 2327 1710.9642 1709.9465 1 6.13 106.38 34.83 49.5 (M:49.5) 1 1 0

K.YLIATSEQPIAAL

HR.D Dimethyl: 1



10079 true 633 1711.7221 1710.7243 1 -5.53 84.23 25.83 32.9 (M:32.9) 1 1 0

R.FINHSCEPNCYS

R.V Carbamidomethyl: 6, 10; Dimethyl: 1

10080 true 831 1711.8146 1710.821 1 -7.97 162.6 26.83 80.6 (M:80.6) 1 1 0

K.LADVASNDSSD

SLETR.F Dimethyl:2H(4): 1

10081 true 3336 1711.8441 1710.8333 1 2.06 215.2 38.33 15.6 (M:15.6) 1 1 1

R.FDMAVMFMS

GSEKK.I

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 13, 14

10082 true 1426 1711.8629 1710.859 1 -1.98 111.61 29.83 30.7 (M:30.7) 1 1 0

R.ETNPHHPPAWI

ASAR.L Dimethyl: 1

10083 true 53 1711.8829 1710.87 1 3.33 146.61 21.33 121.8 (M:121.8) 3 1 0

R.NTSHGTVQGQ

AQGPAAR.V Dimethyl:2H(4): 1

10084 true 2378 1711.8884 1710.8842 1 -1.76 209.18 34 33.5 (M:33.5) 3 1 0

K.GDFFPPERPQQ

LPR.M Dimethyl: 1

10085 true 1650 1711.9072 1710.8901 1 5.75 157.98 31.17 67.5 (M:67.5) 1 1 0

K.SELIANNVSLPG

GEQR.K Dimethyl: 1



10086 true 1041 1712.8 1711.7914 1 0.79 144.59 26.67 106.0 (M:106.0) 2 1 0

K.HTGPNSPDTAN

DGFVR.L Dimethyl: 1

10087 true 1438 1712.8006 1711.7624 1 18.07 236.61 29 50.8 (M:50.8) 2 1 0

K.EVESMGAHFN

GYTSR.E Dimethyl: 1

10088 true 2362 1712.8956 1711.8831 1 3.04 198.9 34.33 28.1 (M:28.1) 2 1 0

K.EAFTNQPNAFS

VVTR.G Dimethyl:2H(4): 1

10089 true 3251 1712.9032 1711.8855 1 6.06 202.77 39.83 65.2 (M:65.2) 1 1 0

K.QYSIPFMGSDV

SVVK.R Dimethyl: 1, 15

10090 true 523 1713.7736 1712.7788 1 -7.26 114.68 25.17 54.5 (M:54.5) 1 1 0

R.QVQNGPSPDE

MEAQR.R Dimethyl: 1

10091 true 2165 1713.8735 1712.8606 1 3.25 162.88 34 31.9 (M:31.9) 1 1 0

R.GMHSDPFNPV

LPTNR.A Dimethyl:2H(4): 1

10092 true 2003 1713.9132 1712.9007 1 3.05 160.24 32.67 67.0 (M:67.0) 3 1 0

K.NQVAMNPTNT

VFDAK.R Dimethyl:2H(4): 1, 15



10093 true 2094 1713.945 1712.9399 1 -1.29 168.77 35.17 95.3 (M:95.3) 1 1 0

K.TPVEEVPAAIAP

FQGR.V Dimethyl:2H(4): 1

10094 true 2094 1713.945 1712.9399 1 -1.29 168.77 35.17 95.3 (M:95.3) 1 1 0

K.TPVEEVPAAIAP

FQGR.V Dimethyl:2H(4): 1

10095 true 842 1713.9537 1712.945 1 0.84 118.75 25.5 75.6 (M:75.6) 2 1 0

K.FSHQPSHPAVN

TSIK.E Dimethyl:2H(4): 1, 15

10096 true 759 1713.9806 1712.9661 1 4.22 225.13 26.5 114.2 (M:114.2) 1 1 1

K.DTGKAPVEQEV

AIHR.I Dimethyl:2H(4): 1, 4

10097 true 2753 1714.8305 1713.8145 1 5.1 154.32 36.83 87.9 (M:87.9) 1 1 0

R.NIAFFSTNCVEG

TAR.G Carbamidomethyl: 9; Dimethyl: 1

10098 true 468 1714.8461 1713.8406 1 -1.02 214.35 25.17 30.6 (M:30.6) 1 1 0

K.CSLSQPGPSVSS

PHSR.S

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

10099 true 2011 1714.8778 1713.8624 1 4.76 197.08 33.17 67.4 (M:67.4) 1 1 0

R.GSQSYYTVAHA

ITER.V Dimethyl:2H(4): 1



10100 false 2011 1714.8778 1713.8291 1 24.2 182.55 33.17 15.0 (M:15.0) 1 2 0

R.ITACAQGELGA

ALMHR.N Carbamidomethyl: 4; Oxidation: 14

10101 false 721 1714.9026 1713.9202 1 -14.53 126 26.67 33.2 (M:33.2) 1 2 0

K.NEPYKPHPHDL

VGK.D Dimethyl: 1, 5, 14

10102 true 721 1714.9026 1713.8948 1 0.32 139.19 26.67 84.9 (M:84.9) 1 1 0

R.TAPLGTGSSEHL

QQTR.I Dimethyl:2H(4): 1

10103 true 2254 1714.9119 1713.9414 1 -21.42 125.95 36.33 42.8 (M:42.8) 1 1 0

R.QVVQTPNTVLS

TPFR.T Dimethyl: 1

10104 true 2328 1714.9739 1713.9716 1 -2.88 98.72 34.83 32.7 (M:32.7) 1 1 0

K.YLIATSEQPIAAL

HR.D Dimethyl:2H(4): 1

10105 true 1427 1715.8855 1714.8841 1 -3.44 160.07 29.83 37.6 (M:37.6) 1 1 0

R.ETNPHHPPAWI

ASAR.L Dimethyl:2H(4): 1

10106 true 2604 1715.9027 1714.9142 1 -10.93 162.95 40 45.4 (M:45.4) 1 1 0

R.AIFVDLEPTVID

EVR.A



10107 false 2604 1715.9027 1714.9142 1 -10.93 173.86 40 24.9 (M:24.9) 1 2 0

R.AVFVDLEPTVV

DEVR.T Dimethyl: 1

10108 true 2123 1715.9179 1714.9093 1 0.76 235.41 32.83 45.7 (M:45.7) 3 1 0

K.GDFFPPERPQQ

LPR.M Dimethyl:2H(4): 1

10109 true 2119 1715.9455 1714.9214 1 9.83 164.7 33.83 69.1 (M:69.1) 1 1 0

R.VIGLSSDLQQV

GSASAR.I Dimethyl: 1

10110 true 2520 1715.9579 1714.9505 1 0.05 219.77 40.33 114.0 (M:114.0) 1 1 0

R.ALTVPELTQQV

FDAK.N Dimethyl: 1, 15

10111 true 2272 1715.9607 1714.9505 1 1.66 163.48 37.5 91.1 (M:91.1) 1 1 0

R.IINEPTAAAIAY

GLDK.R Dimethyl: 1, 16

10112 true 2272 1715.9607 1714.9505 1 1.66 163.48 37.5 91.1 (M:91.1) 1 1 0

R.IINEPTAAAIAY

GLDK.K Dimethyl: 1, 16

10113 true 2272 1715.9607 1714.9505 1 1.66 163.48 37.5 91.1 (M:91.1) 1 1 0

R.IINEPTAAAIAY

GLDK.K Dimethyl: 1, 16



10114 true 1439 1716.7906 1715.7875 1 -2.46 230.66 29 57.9 (M:57.9) 1 1 0

K.EVESMGAHFN

GYTSR.E Dimethyl:2H(4): 1

10115 true 1975 1716.8089 1715.8261 1 -14.23 182.5 30.17 17.5 (M:17.5) 1 1 1

R.LTNDISPESSPG

MGRR.K

10116 true 264 1716.813 1715.7976 1 4.76 97.64 24.33 118.5 (M:118.5) 1 1 0

R.VAAAAGHSGA

FSGNDSNR.T Dimethyl: 1

10117 true 1042 1716.8258 1715.8165 1 1.19 134.97 26.67 104.5 (M:104.5) 2 1 0

K.HTGPNSPDTAN

DGFVR.L Dimethyl:2H(4): 1

10118 true 2402 1716.83 1715.8519 1 -16.97 146.53 32.5 77.4 (M:77.4) 1 1 0

K.HQEPVYSVAFS

PDGK.Y Dimethyl: 1, 15

10119 true 2933 1716.8509 1715.8603 1 -9.73 124.45 34.83 26.0 (M:26.0) 1 1 0

R.GVPIIFHGVCGE

DER.E

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

10120 false 2449 1716.8598 1715.8261 1 15.39 97.6 38.67 15.3 (M:15.3) 1 2 1

R.MQAEQERAQA

EELR.H Dimethyl: 1



10121 true 2449 1716.8598 1715.873 1 -11.94 132.67 38.67 56.4 (M:56.4) 1 1 0

K.LQPFATEADVE

EALR.L Dimethyl: 1

10122 false 3378 1716.9682 1715.9604 1 0.32 206.17 39.5 15.8 (M:15.8) 1 2 1

R.IMISRSEIDLLNI

R.G Oxidation: 2; Dimethyl: 1

10123 true 3378 1716.9682 1715.957 1 2.29 167.43 39.5 64.2 (M:64.2) 1 1 0

K.LFIGGLNVQTTE

AGLR.E Dimethyl: 1

10124 true 2131 1716.978 1715.9683 1 1.41 174.16 31.67 15.4 (M:15.4) 1 1 0

K.TSGLLPQQEPLR

PPR.T Dimethyl: 1

10125 true 3830 1716.9937 1716.0062 1 -11.48 135.22 42.67 59.9 (M:59.9) 1 1 0

K.HENVIGLLDVFT

PAK.S Dimethyl:2H(4): 1, 15

10126 true 133 1717.7415 1716.7373 1 -1.8 134.58 22.67 78.9 (M:78.9) 1 1 0

R.EGQEVASVSDD

HTCR.V Carbamidomethyl: 14; Dimethyl: 1

10127 true 2181 1717.7991 1716.7861 1 3.3 248.25 32.33 33.0 (M:33.0) 1 1 0

R.GSAFAIGSDGLC

CQSR.E

Carbamidomethyl: 12, 13; 

Dimethyl:2H(4): 1



10128 true 1702 1717.8735 1716.8705 1 -2.49 252.01 30.17 60.5 (M:60.5) 1 1 1

K.QSSNRDENMF

QIGK.M Dimethyl:2H(4): 1, 14

10129 false 2298 1717.9032 1716.9193 1 -13.56 184.98 38 16.7 (M:16.7) 1 3 1

R.QATKDAGTIAG

LNVMR.I Oxidation: 15; Dimethyl: 1, 4

10130 true 2298 1717.9032 1716.8795 1 9.59 171.38 38 84.5 (M:84.5) 1 1 0

K.FSLVGIAGQDL

NEGNR.T Dimethyl: 1

10131 true 3118 1717.9123 1716.8903 1 8.61 199.85 38.83 34.2 (M:34.2) 1 1 0

K.GILIPLCESGTCT

LR.E Carbamidomethyl: 7, 12; Dimethyl: 1

10132 true 2595 1718.0921 1717.0753 1 5.54 178.34 39.67 50.8 (M:50.8) 1 1 0

R.SQGKPIELTPLP

LLK.D Dimethyl: 1, 4, 15

10133 true 2754 1718.856 1717.8396 1 5.31 140.25 36.67 40.2 (M:40.2) 1 1 0

R.NIAFFSTNCVEG

TAR.G

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

10134 true 2797 1718.9538 1717.9665 1 -11.59 170.01 36 50.5 (M:50.5) 3 1 0

R.QVVQTPNTVLS

TPFR.T Dimethyl:2H(4): 1



10135 true 3711 1718.9639 1717.9443 1 7.17 233.39 41.67 36.0 (M:36.0) 2 1 0

R.IVEPYIAWGYP

NLK.S Dimethyl: 1, 14

10136 true 701 1719.7406 1718.7496 1 -9.48 153.01 26.17 144.3 (M:144.3) 1 1 0

K.STAGDTHLGGE

DFDNR.M Dimethyl: 1

10137 true 701 1719.7406 1718.7496 1 -9.48 153.01 26.17 144.3 (M:144.3) 1 1 0

K.STAGDTHLGGE

DFDNR.M Dimethyl: 1

10138 true 2195 1719.7518 1718.757 1 -7.27 172.5 35.33 100.6 (M:100.6) 1 1 0

M.ASAAHFSEEE

MAELR.E Acetyl: 1

10139 false 17 1719.931 1718.9455 1 -12.61 21 16.1 (M:16.1) 1 5 0

R.ELVLYSNQITEL

NK.E Dimethyl: 1, 14

10140 true 17 1719.931 1718.9414 1 -10.27 599.82 21 25.9 (M:25.9) 1 1 1

K.TASGSVSNLSEA

GSLKK.G Dimethyl: 1, 16, 17

10141 true 2309 1719.9622 1718.9465 1 4.94 189.07 33.83 51.5 (M:51.5) 1 1 0

R.VIGLSSDLQQV

GSASAR.I Dimethyl:2H(4): 1



10142 true 2124 1720.0122 1718.9981 1 3.98 228.3 32.17 48.7 (M:48.7) 1 1 1

K.LREVVETPLLHP

ER.F Dimethyl:2H(4): 1

10143 false 2033 1720.7908 1719.7932 1 -5.64 244.13 34.5 16.9 (M:16.9) 1 2 1

R.MDRNVEMFM

NIEK.T Dimethyl:2H(4): 1; Oxidation: 7, 9

10144 true 2033 1720.7908 1719.7893 1 -3.36 172.36 34.5 60.8 (M:60.8) 1 1 0

R.FAQPGSFEFEYS

QR.W Dimethyl: 1

10145 true 265 1720.8402 1719.8227 1 5.96 104.89 24.33 92.9 (M:92.9) 1 1 0

R.VAAAAGHSGA

FSGNDSNR.T Dimethyl:2H(4): 1

10146 true 2452 1720.8514 1719.877 1 -19.09 170.52 32.5 76.8 (M:76.8) 1 100 1 0

K.HQEPVYSVAFS

PDGK.Y Dimethyl:2H(4): 1; Dimethyl: 15

10147 true 1606 1720.8551 1719.8679 1 -11.66 146.6 31 40.2 (M:40.2) 1 1 1

R.EQGFETEDIKEI

AR.K Dimethyl: 1, 10

10148 true 181 1720.8694 1719.854 1 4.71 113.12 23 34.1 (M:34.1) 1 1 0

K.ASPEQNAASHA

GQPTAK.A Dimethyl: 1, 17



10149 true 2450 1720.8864 1719.8981 1 -11.06 151.24 38.67 69.5 (M:69.5) 1 1 0

K.LQPFATEADVE

EALR.L Dimethyl:2H(4): 1

10150 true 2628 1720.9439 1719.9305 1 3.55 253.58 40.83 23.4 (M:23.4) 1 1 0

K.SLSTLQSEVQEA

LQR.A Dimethyl:2H(4): 1

10151 true 3338 1720.9951 1719.9821 1 3.33 205.92 39.5 74.4 (M:74.4) 1 1 0

K.LFIGGLNVQTTE

AGLR.E Dimethyl:2H(4): 1

10152 false 3338 1720.9951 1719.9805 1 4.28 171.2 39.5 15.1 (M:15.1) 1 2 1

R.CAGFSKQMVEI

LNK.H

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 6, 14

10153 true 1455 1721.0071 1719.9934 1 3.73 209.94 28.83 21.9 (M:21.9) 1 1 0

K.TSGLLPQQEPLR

PPR.T Dimethyl:2H(4): 1

10154 true 134 1721.7832 1720.7624 1 7.82 106.75 22.67 49.9 (M:49.9) 1 1 0

R.EGQEVASVSDD

HTCR.V

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

10155 true 2535 1721.8449 1720.8454 1 -4.51 122.71 33 68.8 (M:68.8) 1 1 0

K.NQVAMNPTNT

VFDAK.R Oxidation: 5; Dimethyl: 1, 15



10156 true 23 1721.874 1720.8454 1 12.37 227.06 22.33 37.6 (M:37.6) 1 1 1

R.QSPSDQDKGPP

PPCK.S

Carbamidomethyl: 14; Dimethyl: 1, 

8, 15

10157 true 2283 1721.9274 1720.9046 1 9.01 182.66 38 89.1 (M:89.1) 1 1 0

K.FSLVGIAGQDL

NEGNR.T Dimethyl:2H(4): 1

10158 true 3062 1721.9332 1720.9154 1 6.15 231.83 39 55.9 (M:55.9) 1 1 0

K.GILIPLCESGTCT

LR.E

Carbamidomethyl: 7, 12; 

Dimethyl:2H(4): 1

10159 true 1517 1722.8096 1721.8117 1 -5.45 142.77 30.5 15.2 (M:15.2) 1 1 1

R.DMFCAGRVPE

EDLK.R Carbamidomethyl: 4; Dimethyl: 1, 14

10160 true 1154 1722.8463 1721.8308 1 4.81 182.39 28.83 33.5 (M:33.5) 3 1 0

R.QGPGGPAQAP

PYPGMNR.T Dimethyl: 1

10161 true 1650 1722.8637 1721.8413 1 8.76 184.6 30.83 24.4 (M:24.4) 1 1 0

R.LYQTDPSGTYH

AWK.A Dimethyl: 1, 14

10162 true 3096 1722.8706 1721.8737 1 -6 142.97 36.67 111.2 (M:111.2) 2 1 0

K.NAVITVPAYFN

DSQR.Q Dimethyl: 1



10163 true 1211 1722.9093 1721.9219 1 -11.5 130.23 28.5 16.4 (M:16.4) 1 1 1

R.IVNMGNGGKL

GVSCTR.L

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1; Dimethyl: 9

10164 true 3005 1723.0407 1722.0291 1 2.5 207.51 38.67 66.4 (M:66.4) 1 1 0

R.QAQIEVVPSAS

ALIIK.A Dimethyl: 1, 16

10165 true 702 1723.7665 1722.7747 1 -8.97 137.85 26.17 118.2 (M:118.2) 1 1 0

K.STAGDTHLGGE

DFDNR.M Dimethyl:2H(4): 1

10166 true 702 1723.7665 1722.7747 1 -8.97 137.85 26.17 118.2 (M:118.2) 1 1 0

K.STAGDTHLGGE

DFDNR.M Dimethyl:2H(4): 1

10167 true 2128 1723.7698 1722.7712 1 -5.03 172.29 35.5 74.2 (M:74.2) 1 1 0

R.FAQPGSFEYEY

AMR.W Dimethyl: 1

10168 true 8 1723.8244 1722.8034 1 7.96 69.37 20 32.6 (M:32.6) 1 1 1

K.EQQQAEEHEA

GQRR.S Dimethyl: 1

10169 true 1707 1723.8402 1722.8148 1 10.51 178.76 31.17 23.7 (M:23.7) 1 1 0

R.QQEGGFKPNF

MDNR.E Dimethyl: 1, 7



10170 true 1077 1723.8439 1722.8036 1 19.18 65.58 28 32.7 (M:32.7) 1 1 0

R.QMGSGDAYPH

QYSVK.L Dimethyl: 1, 15

10171 true 3302 1723.8959 1722.8763 1 7.13 140.85 39.17 16.6 (M:16.6) 1 1 0

K.IAEMPYNGANS

IFLR.L Dimethyl: 1

10172 true 1446 1723.9015 1722.8901 1 2.44 133.87 30.33 61.1 (M:61.1) 1 1 0

K.IVLEDGNLHVTE

GSGR.Y Dimethyl: 1

10173 true 2498 1724.0094 1723.0008 1 0.77 219.17 40.33 55.3 (M:55.3) 1 1 0

R.ALTVPELTQQV

FDAK.N Dimethyl:2H(4): 1, 15

10174 true 2273 1724.0132 1723.0008 1 2.98 187.78 37.5 29.9 (M:29.9) 1 1 0

R.IINEPTAAAIAY

GLDK.K Dimethyl:2H(4): 1, 16

10175 true 2273 1724.0132 1723.0008 1 2.98 187.78 37.5 29.9 (M:29.9) 1 1 0

R.IINEPTAAAIAY

GLDK.R Dimethyl:2H(4): 1, 16

10176 true 2273 1724.0132 1723.0008 1 2.98 187.78 37.5 29.9 (M:29.9) 1 1 0

R.IINEPTAAAIAY

GLDK.K Dimethyl:2H(4): 1, 16



10177 true 263 1724.8109 1723.7948 1 5.11 172.69 24.33 80.5 (M:80.5) 1 1 0

R.CSLQPQQEGPG

PEGGR.G Carbamidomethyl: 1; Dimethyl: 1

10178 true 2034 1724.8163 1723.8144 1 -3.1 195.27 34.5 95.5 (M:95.5) 1 1 0

R.FAQPGSFEFEYS

QR.W Dimethyl:2H(4): 1

10179 true 2123 1724.906 1723.8853 1 7.8 145.02 31 101.9 (M:101.9) 1 1 0

K.HTDELQAQAQS

SLLR.L Dimethyl: 1

10180 true 2212 1725.0266 1724.0113 1 4.66 122.19 34.17 26.2 (M:26.2) 1 1 1

K.YIIHKYPSLELER.

R Dimethyl:2H(4): 1, 5

10181 true 2567 1725.87 1724.8873 1 -14.2 124.98 39.67 45.0 (M:45.0) 1 1 0

R.DISEASVFDSYV

LPK.L Dimethyl: 1, 15

10182 true 2256 1725.9058 1724.8958 1 1.54 216.93 32.67 51.5 (M:51.5) 1 1 1

R.RGEAHLAVNDF

ELAR.G Dimethyl: 1

10183 true 801 1726.7733 1725.7958 1 -17.25 163.06 26.67 23.0 (M:23.0) 1 1 1

K.IFRDGEESGTYD

GPR.T Dimethyl: 1



10184 true 659 1726.8177 1725.8042 1 3.6 137.73 25.67 22.8 (M:22.8) 1 1 0

R.ASSVASYGNHV

EASCR.W

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

10185 true 2451 1726.819 1725.8362 1 -14.22 77.71 38.5 18.6 (M:18.6) 1 1 0

K.FLVYVANFDEN

DPR.T Dimethyl: 1

10186 true 2324 1726.8599 1725.8217 1 17.96 394.61 38.17 15.1 (M:15.1) 1 1 1

R.LARGGQVNLD

MEDHR.D Oxidation: 11

10187 true 2089 1726.8708 1725.8559 1 4.44 200.81 32.5 41.6 (M:41.6) 3 1 0

R.QGPGGPAQAP

PYPGMNR.T Dimethyl:2H(4): 1

10188 true 2468 1726.8865 1725.8658 1 7.81 173.57 39.5 26.9 (M:26.9) 1 1 0

K.QMEQISQFLQA

AER.Y Dimethyl:2H(4): 1; Oxidation: 2

10189 true 3476 1726.9008 1725.8839 1 5.58 159.68 40.67 46.6 (M:46.6) 1 1 0

R.FTPGTFTNQIQ

AAFR.E Dimethyl: 1

10190 true 2688 1726.9178 1725.8988 1 6.8 162.55 36.33 87.2 (M:87.2) 2 1 0

K.NAVITVPAYFN

DSQR.Q Dimethyl:2H(4): 1



10191 true 1478 1726.9335 1725.9301 1 -2.29 235.78 29.17 61.4 (M:61.4) 1 1 0

R.SPNKPLPELND

QYK.A Dimethyl: 1, 4, 14

10192 true 3545 1726.9644 1725.9447 1 7.17 167.43 42.83 59.3 (M:59.3) 1 1 0

R.NTLCVPEVVALI

NTR.M Carbamidomethyl: 4; Dimethyl: 1

10193 true 759 1726.9963 1725.9956 1 -3.77 86.19 26.5 47.6 (M:47.6) 1 1 0

K.NEPYKPHPHDL

VGK.D Dimethyl:2H(4): 1, 5, 14

10194 true 3388 1726.999 1725.9945 1 -1.64 211.84 41.83 48.6 (M:48.6) 2 1 0

R.IVEPYIAWGYP

NLK.S Dimethyl:2H(4): 1, 14

10195 true 2129 1727.7944 1726.7963 1 -5.3 224.97 35.5 70.7 (M:70.7) 1 1 0

R.FAQPGSFEYEY

AMR.W Dimethyl:2H(4): 1

10196 true 9 1727.8503 1726.8285 1 8.41 133.64 19.83 15.3 (M:15.3) 1 1 1

K.EQQQAEEHEA

GQRR.S Dimethyl:2H(4): 1

10197 true 1165 1727.8573 1726.8495 1 0.35 102.48 28.33 38.8 (M:38.8) 1 1 0

R.TCLHAAAAGG

NVECIK.L

Carbamidomethyl: 2, 14; Dimethyl: 

1, 16



10198 true 1986 1727.9046 1726.8962 1 0.64 226.51 32.33 75.9 (M:75.9) 2 1 0

R.AAAGLNQSAN

ELVQASR.G Dimethyl: 1

10199 true 3303 1727.9204 1726.9014 1 6.75 221.37 39.17 29.4 (M:29.4) 1 1 0

K.IAEMPYNGANS

IFLR.L Dimethyl:2H(4): 1

10200 true 264 1728.8363 1727.8199 1 5.31 237.46 24.33 68.9 (M:68.9) 1 1 0

R.CSLQPQQEGPG

PEGGR.G

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

10201 false 1385 1728.9137 1727.9252 1 -10.87 180.36 29.5 15.3 (M:15.3) 1 3 1

R.CAGFSKQMVEI

LNK.H

Carbamidomethyl: 1; 

Dimethyl:2H(4): 6; Oxidation: 8; 

Dimethyl: 1, 14

10202 true 489 1728.9277 1727.9331 1 -7.35 148 25 35.4 (M:35.4) 1 1 1

K.TEDLNDEEKLN

NAK.Y Dimethyl:2H(4): 1, 9, 14

10203 true 2124 1728.9338 1727.9104 1 9.32 194.38 31 114.9 (M:114.9) 1 1 0

K.HTDELQAQAQS

SLLR.L Dimethyl:2H(4): 1

10204 true 2223 1729.9251 1728.9209 1 -1.8 219.14 32.67 70.0 (M:70.0) 1 1 1

R.RGEAHLAVNDF

ELAR.G Dimethyl:2H(4): 1



10205 false 2606 1729.9319 1728.9298 1 -3.01 121.99 40.17 21.1 (M:21.1) 1 2 0

R.AIFVDLEPTVID

EIR.G

10206 true 2596 1730.1731 1729.1507 1 8.75 108.04 39.5 24.9 (M:24.9) 1 1 0

R.SQGKPIELTPLP

LLK.D Dimethyl:2H(4): 1, 4, 15

10207 true 1883 1730.869 1729.8536 1 4.67 192.8 31.83 61.8 (M:61.8) 1 1 0

K.FFHNGNAIDDG

VQIR.G Dimethyl: 1

10208 true 1651 1730.8969 1729.8915 1 -1.1 171.38 30.83 26.1 (M:26.1) 1 1 0

R.LYQTDPSGTYH

AWK.A Dimethyl:2H(4): 1, 14

10209 true 466 1730.9018 1729.886 1 4.92 150.17 24.83 54.1 (M:54.1) 1 1 0

R.LTTSPAQNAHQ

LHER.I Dimethyl: 1

10210 true 3206 1730.9119 1729.8855 1 11.07 214.4 39.83 32.1 (M:32.1) 3 1 0

R.SSSCKPEQMAA

LLPR.L Carbamidomethyl: 4; Dimethyl: 1, 5

10211 true 2682 1730.9152 1729.8846 1 13.47 264.22 41 15.4 (M:15.4) 1 1 1

K.QALESERAELSN

EVK.V Dimethyl: 15



10212 true 3459 1730.9282 1729.909 1 6.89 221.63 40.67 86.8 (M:86.8) 1 1 0

R.FTPGTFTNQIQ

AAFR.E Dimethyl:2H(4): 1

10213 true 2185 1730.9298 1729.9202 1 1.33 89.21 34 50.3 (M:50.3) 1 1 0

K.ISLNPDEPVVH

WHR.E Dimethyl:2H(4): 1

10214 true 2597 1730.9534 1729.9403 1 3.36 145.64 37.5 46.1 (M:46.1) 1 1 0

R.LHGLPEQFLYGT

ATK.H Dimethyl: 1, 15

10215 true 3546 1730.9901 1729.9698 1 7.47 168.75 42.83 52.2 (M:52.2) 1 1 0

R.NTLCVPEVVALI

NTR.M

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

10216 true 3213 1731.0933 1730.0793 1 3.84 163.42 38.83 38.5 (M:38.5) 1 1 0

R.QAQIEVVPSAS

ALIIK.A Dimethyl:2H(4): 1, 16

10217 true 1887 1731.8709 1730.845 1 10.73 146.85 39 25.5 (M:25.5) 1 1 0

R.NVVTIFSAPNYC

YR.C Carbamidomethyl: 12; Dimethyl: 1

10218 true 1791 1731.8755 1730.865 1 1.86 206.39 30.83 52.1 (M:52.1) 1 1 0

R.QQEGGFKPNF

MDNR.E Dimethyl:2H(4): 1, 7



10219 true 1846 1731.8838 1730.8839 1 -4.29 115.89 32.5 75.1 (M:75.1) 1 1 0

K.ILEQGEEFAANE

VVR.I Dimethyl: 1

10220 true 2101 1731.9284 1730.9213 1 -0.09 253.52 32.33 94.5 (M:94.5) 1 1 0

R.AAAGLNQSAN

ELVQASR.G Dimethyl:2H(4): 1

10221 true 3525 1731.9724 1730.9695 1 -2.52 182.19 40.5 80.7 (M:80.7) 1 1 0

K.TFPLDVGSIVGY

SGQK.K Dimethyl:2H(4): 1, 16

10222 true 3734 1731.9806 1730.9567 1 9.59 202.55 42.17 49.7 (M:49.7) 3 1 0

R.ALESSISPIVIFAS

NR.G Dimethyl: 1

10223 true 2684 1732.885 1731.8614 1 9.43 128.56 38.5 72.3 (M:72.3) 1 1 0

R.SASHPTYSEMI

AAAIR.A Dimethyl: 1

10224 false 3198 1732.932 1731.8899 1 20.09 241.55 39.5 16.8 (M:16.8) 1 3 1

K.VEEAQGMMKL

VEQLK.E

10225 false 3241 1732.9484 1731.9295 1 6.7 192.6 40 16.8 (M:16.8) 1 2 1

K.EAQDTKFTEEIP

LK.I Dimethyl: 1, 6, 14



10226 true 2066 1733.8594 1732.842 1 5.84 148.16 34 26.2 (M:26.2) 1 1 0

K.HFIDVGAGVIDE

DYR.G Dimethyl: 1

10227 true 494 1733.8938 1732.9061 1 -11.33 228.89 25.5 114.1 (M:114.1) 1 1 0

K.SDSGKPYYYNS

QTK.E Dimethyl:2H(4): 1, 5, 14

10228 true 1481 1733.9034 1732.8784 1 10.23 215.03 30 38.7 (M:38.7) 1 1 0

R.FQDAGPQGPV

GSVYQK.T Dimethyl: 1, 16

10229 true 729 1734.0024 1732.9901 1 2.89 105.15 26 16.1 (M:16.1) 1 1 1

K.GGDPNKEPPVV

THYK.I Dimethyl:2H(4): 1, 6, 15

10230 true 654 1734.7484 1733.7651 1 -13.83 135.2 25.83 75.5 (M:75.5) 1 1 0

R.ELVSCSNCTDY

QAR.R

Carbamidomethyl: 5, 8; 

Dimethyl:2H(4): 1

10231 true 1842 1734.9026 1733.8787 1 9.59 214.74 31.83 101.6 (M:101.6) 1 1 0

K.FFHNGNAIDDG

VQIR.G Dimethyl:2H(4): 1

10232 true 1950 1734.9212 1733.9151 1 -0.7 187.14 32.83 74.5 (M:74.5) 1 1 0

R.HDGYGSHGPLL

PLPSR.Y Dimethyl:2H(4): 1



10233 true 467 1734.926 1733.9111 1 4.38 109.82 24.83 97.2 (M:97.2) 1 1 0

R.LTTSPAQNAHQ

LHER.I Dimethyl:2H(4): 1

10234 true 1887 1735.0084 1734.004 1 -1.62 163.85 31.17 34.2 (M:34.2) 1 1 0

R.LLELGPKPEVAQ

QTR.K Dimethyl: 1, 7

10235 true 1888 1735.8871 1734.8701 1 5.58 151.18 39 22.6 (M:22.6) 2 1 0

R.NVVTIFSAPNYC

YR.C

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

10236 true 2043 1735.9051 1734.8842 1 7.83 196.42 33.17 62.0 (M:62.0) 1 1 0

K.GHFGPINSVAF

HPDGK.S Dimethyl: 1, 16

10237 true 1847 1735.908 1734.909 1 -4.76 168.23 32.5 67.4 (M:67.4) 1 1 0

K.ILEQGEEFAANE

VVR.I Dimethyl:2H(4): 1

10238 true 1166 1735.9108 1734.8997 1 2.21 128.15 28.33 60.8 (M:60.8) 1 1 0

R.TCLHAAAAGG

NVECIK.L

Carbamidomethyl: 2, 14; 

Dimethyl:2H(4): 1, 16

10239 true 2067 1735.9785 1734.9657 1 3.16 188.67 31.83 50.4 (M:50.4) 2 1 0

R.YPHLGQKPGGS

DFLR.K Dimethyl:2H(4): 1, 7



10240 true 3735 1736.0013 1734.9818 1 7.04 265.69 42.17 64.2 (M:64.2) 3 1 0

R.ALESSISPIVIFAS

NR.G Dimethyl:2H(4): 1

10241 true 2282 1736.8527 1735.8563 1 -6.28 137.64 31.67 112.4 (M:112.4) 1 1 0

K.HAAPTLSISEPS

DMPR.R Dimethyl: 1

10242 true 2685 1736.8994 1735.8865 1 3.24 128.4 38.5 66.1 (M:66.1) 1 1 0

R.SASHPTYSEMI

AAAIR.A Dimethyl:2H(4): 1

10243 true 373 1737.8011 1736.8006 1 -3.9 183.43 24.83 82.1 (M:82.1) 1 1 1

K.YYLHDDREGEG

AEK.W Dimethyl: 1, 14

10244 true 2453 1737.9047 1736.9097 1 -7.06 165.62 32.33 25.0 (M:25.0) 1 1 1

R.YDYLKPIAEEER

R.I Dimethyl: 1, 5

10245 true 2506 1737.9171 1736.9066 1 1.88 136.26 36.83 48.3 (M:48.3) 1 1 0

R.VLDIGCPQLAM

HSIR.E Carbamidomethyl: 6; Dimethyl: 1

10246 true 3607 1737.9815 1736.9569 1 10 143.2 48.5 48.9 (M:48.9) 1 1 0

K.SGVPLPPSLMP

MLSQK.K Dimethyl: 1, 16



10247 true 24 1737.9887 1736.971 1 6.03 139.58 20.67 16.6 (M:16.6) 1 1 1

R.EISELNKTLLSSS

EK.E Dimethyl:2H(4): 7; Dimethyl: 15

10248 true 1353 1738.8547 1737.8111 1 20.88 158.87 29.5 33.5 (M:33.5) 1 1 0

R.VHQQYPYSQEE

FR.A Dimethyl: 1

10249 true 2130 1738.8601 1737.8686 1 -9.04 158.59 35.33 40.8 (M:40.8) 1 1 0

R.GEFYNEASNLQ

VAIR.E Dimethyl: 1

10250 true 1652 1738.8948 1737.9301 1 -24.52 162.1 31.17 16.1 (M:16.1) 1 1 0

R.GEILIGGQNVTV

GYYK.N Dimethyl: 16

10251 true 2546 1738.9773 1737.9905 1 -11.8 130.91 37.5 43.1 (M:43.1) 1 1 0

R.LHGLPEQFLYGT

ATK.H Dimethyl:2H(4): 1, 15

10252 true 2445 1739.9159 1738.8746 1 19.53 141.73 34.33 17.7 (M:17.7) 1 1 0

K.NFLSQATMEIII

GMR.T Oxidation: 8

10253 true 2447 1739.9352 1738.9155 1 7.13 183.49 37.33 23.9 (M:23.9) 1 1 0

K.VWDLPQQAVL

HSYR.A Dimethyl: 1



10254 false 2610 1739.9521 1738.9113 1 19.27 240.23 40.83 37.1 (M:37.1) 1 2 0

R.ALTVPELTQQM

FDAK.N Dimethyl:2H(4): 1; Oxidation: 11

10255 true 2835 1739.9687 1738.9658 1 -2.51 200.73 42.5 64.4 (M:64.4) 1 1 0

R.ALPFWNEEIVP

QIK.E Dimethyl: 1, 14

10256 true 69 1740.7708 1739.7657 1 -1.25 87.43 22.33 28.9 (M:28.9) 1 1 0

R.FVHSCSQSQSC

PER.V

Carbamidomethyl: 5, 11; 

Dimethyl:2H(4): 1

10257 true 2490 1740.8326 1739.845 1 -11.32 145.92 38.83 24.6 (M:24.6) 1 1 0

K.NEADCISNIQEF

LR.G

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

10258 true 1096 1740.8709 1739.8318 1 18.28 190.01 28 20.8 (M:20.8) 1 1 0

K.EGYNTVHYAAA

YGHR.Q Dimethyl:2H(4): 1

10259 true 2283 1740.8758 1739.8814 1 -7.39 175.11 31.67 108.8 (M:108.8) 1 1 0

K.HAAPTLSISEPS

DMPR.R Dimethyl:2H(4): 1

10260 true 3532 1740.9368 1739.899 1 17.53 189.87 42.67 63.2 (M:63.2) 2 1 0

K.YFDTVPVAAA

MCVLK.T

Carbamidomethyl: 12; Dimethyl: 1, 
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10261 true 1786 1740.9543 1739.957 1 -5.74 112.54 31.83 17.9 (M:17.9) 1 1 1

K.IEKVPFDAATLH

TSR.A Dimethyl: 1, 3

10262 true 1673 1741.8736 1740.8668 1 -0.25 123.89 31.17 38.9 (M:38.9) 1 1 0

K.AAMEFHENLH

NIGAR.E Dimethyl:2H(4): 1

10263 true 514 1741.8991 1740.8543 1 21.54 204.59 22.83 59.9 (M:59.9) 3 1 0

R.QSTGSAPQGPA

YHGVTR.T Dimethyl: 1

10264 true 2507 1741.9405 1740.9317 1 0.89 102 36.83 32.4 (M:32.4) 1 1 0

R.VLDIGCPQLAM

HSIR.E

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

10265 true 1482 1741.9524 1740.9286 1 9.46 207.4 30 27.2 (M:27.2) 1 1 0

R.FQDAGPQGPV

GSVYQK.T Dimethyl:2H(4): 1, 16

10266 true 3615 1741.9884 1741.0188 1 -21.66 135.62 43.5 16.3 (M:16.3) 1 1 1

R.DHINDVIKIQAF

IR.A Dimethyl:2H(4): 1; Dimethyl: 8

10267 true 1647 1742.1271 1741.1445 1 -14.17 231.46 31.33 24.9 (M:24.9) 1 1 1

R.FVKPAPIEQELS

KK.Q Dimethyl:2H(4): 1, 3, 13, 14



10268 true 1976 1742.7539 1741.7519 1 -3 171.37 30.33 88.7 (M:88.7) 1 1 0

R.HSYYCFQEPEA

QR.Q Carbamidomethyl: 5; Dimethyl: 1

10269 true 1354 1742.8757 1741.8362 1 18.47 188.74 29.5 29.1 (M:29.1) 1 1 0

R.VHQQYPYSQEE

FR.A Dimethyl:2H(4): 1

10270 true 1780 1742.9285 1741.9251 1 -2.2 130.52 29.33 54.7 (M:54.7) 1 1 1

K.LKYEEAEQEAHL

AK.K Dimethyl: 1, 2, 14

10271 true 1855 1743.0589 1742.0542 1 -1.48 217.54 31.17 37.6 (M:37.6) 2 1 0

R.LLELGPKPEVAQ

QTR.K Dimethyl:2H(4): 1, 7

10272 true 1067 1743.7706 1742.7682 1 -2.8 236.45 27.33 52.8 (M:52.8) 2 1 0

K.AIDTCPNNASY

YGNR.A Carbamidomethyl: 5; Dimethyl: 1

10273 true 2689 1743.8306 1742.812 1 6.49 201.59 41.33 24.3 (M:24.3) 1 1 0

K.AMGIMNSFVN

DIFER.I

10274 true 1380 1743.8402 1742.8111 1 12.51 216.56 30 16.9 (M:16.9) 1 1 1

K.FPSTESFETEET

RR.F Dimethyl: 1



10275 false 816 1743.9358 1742.919 1 5.46 211.76 26.67 23.3 (M:23.3) 1 2 0

K.EDEEQTIDILELL

K.N Dimethyl: 1, 14

10276 true 2014 1743.9442 1742.9344 1 1.47 183.67 33.17 40.9 (M:40.9) 1 1 0

K.GHFGPINSVAF

HPDGK.S Dimethyl:2H(4): 1, 16

10277 true 2457 1743.9491 1742.9406 1 0.72 152.41 37.33 41.6 (M:41.6) 1 1 0

K.VWDLPQQAVL

HSYR.A Dimethyl:2H(4): 1

10278 true 3864 1744.0142 1742.9931 1 7.96 140.48 43.17 36.3 (M:36.3) 1 1 0

R.ELIQTSAINFLTP

LR.N Dimethyl: 1

10279 true 1523 1744.8784 1743.8726 1 -0.87 142.99 29.33 24.6 (M:24.6) 1 1 0

R.QASAMIDRPAP

QFER.T Dimethyl: 1

10280 true 1124 1744.9226 1743.8792 1 20.73 138.33 28.17 108.9 (M:108.9) 1 1 0

R.ASGNYATVISH

NPETK.K Dimethyl: 1, 16

10281 true 374 1745.8552 1744.8508 1 -1.63 210.03 24.83 64.8 (M:64.8) 1 1 1

K.YYLHDDREGEG

AEK.W Dimethyl:2H(4): 1, 14



10282 true 2339 1745.8705 1744.8533 1 5.72 193.66 34 41.4 (M:41.4) 1 1 0

R.TDSFENPVLQQ

HFR.N Dimethyl: 1

10283 true 586 1745.8784 1744.8795 1 -4.8 139.04 24.5 73.9 (M:73.9) 2 1 0

R.QSTGSAPQGPA

YHGVTR.T Dimethyl:2H(4): 1

10284 true 887 1745.8914 1744.8778 1 3.61 189.37 26.67 18.5 (M:18.5) 1 1 1

R.RGPQLVCTGSD

DGTVK.L Carbamidomethyl: 7; Dimethyl: 1, 16

10285 true 1519 1745.9056 1744.9135 1 -8.7 124.34 30.5 69.4 (M:69.4) 1 1 1

K.KVEEAEPEEFVV

EK.V Dimethyl: 1, 1, 14

10286 true 2407 1745.9598 1744.9599 1 -4.23 157.31 32.33 28.2 (M:28.2) 1 1 1

R.YDYLKPIAEEER

R.I Dimethyl:2H(4): 1, 5

10287 true 3525 1746.0071 1745.0071 1 -4.17 224.66 41.33 27.8 (M:27.8) 1 1 0

K.SGVPLPPSLMP

MLSQK.K Dimethyl:2H(4): 1, 16

10288 true 1977 1746.776 1745.777 1 -4.72 173.19 30.33 64.5 (M:64.5) 1 1 0

R.HSYYCFQEPEA

QR.Q

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



10289 true 1497 1746.8808 1745.8836 1 -5.74 157.9 30.33 17.7 (M:17.7) 1 1 1

R.IVEDEPNKIFES

DR.I Dimethyl: 1, 8

10290 true 1774 1746.9221 1745.906 1 5.02 219.24 31.5 37.8 (M:37.8) 1 1 0

R.NLDIERPTYTNL

NR.L Dimethyl: 1

10291 true 1774 1746.9221 1745.906 1 5.02 219.24 31.5 37.8 (M:37.8) 1 1 0

R.NLDIERPTYTNL

NR.L Dimethyl: 1

10292 true 1774 1746.9221 1745.906 1 5.02 219.24 31.5 37.8 (M:37.8) 1 1 0

R.NLDIERPTYTNL

NR.L Dimethyl: 1

10293 true 2074 1746.9283 1745.9312 1 -5.81 210.75 34.83 110.4 (M:110.4) 1 1 0

R.IIDVVYNASNNE

LVR.T Dimethyl: 1

10294 false 2950 1746.9737 1745.9597 1 3.83 336.34 38.17 15.1 (M:15.1) 1 6 1

K.ETLVSEKGVLLQ

QMK.D Oxidation: 14; Dimethyl: 15

10295 true 2950 1746.9737 1745.9564 1 5.76 212.22 38.17 97.2 (M:97.2) 1 1 0

R.TPIGSFQGSLSS

LPATK.L Dimethyl: 1, 17



10296 false 3019 1746.9767 1745.9395 1 17.12 75.66 44.83 15.6 (M:15.6) 1 2 1

R.MLDGTVKTVM

VDDSK.T

Dimethyl:2H(4): 7, 15; Oxidation: 10; 

Dimethyl: 1

10297 true 3019 1746.9767 1745.9716 1 -1.28 228.83 44.83 86.3 (M:86.3) 1 1 0

R.LATLVPFVDAF

QLER.S Dimethyl: 1

10298 true 1899 1747.7723 1746.7705 1 -3.13 210.22 31 30.8 (M:30.8) 1 1 0

R.TPMYGSQTPM

YGSGSR.T Dimethyl: 1

10299 true 1068 1747.7979 1746.7933 1 -1.53 248.57 27.33 34.9 (M:34.9) 2 1 0

K.AIDTCPNNASY

YGNR.A

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

10300 true 2498 1747.805 1746.7892 1 4.88 209.88 35.33 35.9 (M:35.9) 1 1 0

K.SQCTPLFMNAY

TMR.G Carbamidomethyl: 3; Dimethyl: 1

10301 true 2513 1747.8356 1746.8036 1 14.16 143.09 35 69.6 (M:69.6) 1 1 0

K.MTNPAIQNDFS

YYR.R Dimethyl: 1

10302 true 2611 1747.9333 1746.9226 1 1.93 222.78 40.83 117.1 (M:117.1) 1 1 0

R.ALTVPELTQQM

FDAK.N Dimethyl: 1, 15



10303 false 2135 1747.9374 1746.8901 1 22.94 170.05 34.67 15.1 (M:15.1) 1 2 0

R.ELAQQVQQVA

AEYSR.A Dimethyl: 1

10304 true 2135 1747.9374 1746.9516 1 -12.26 190.1 34.67 106.9 (M:106.9) 1 1 0

K.LSPALPEEDAPV

VNIR.N Dimethyl: 1

10305 true 2836 1748.0132 1747.016 1 -5.78 199.48 42.5 49.1 (M:49.1) 2 1 0

R.ALPFWNEEIVP

QIK.E Dimethyl:2H(4): 1, 14

10306 true 3880 1748.0308 1747.0182 1 3.04 172.56 43.17 26.5 (M:26.5) 1 1 0

R.ELIQTSAINFLTP

LR.N Dimethyl:2H(4): 1

10307 true 2224 1748.8839 1747.8716 1 2.88 201.54 34.67 90.4 (M:90.4) 1 1 0

K.ACQSIYPLHDVY

VR.K Carbamidomethyl: 2; Dimethyl: 1

10308 true 2511 1748.8873 1747.8893 1 -5.34 149.27 34 35.1 (M:35.1) 1 1 0

K.YAIAVNDLGTEY

VHR.Y Dimethyl: 1

10309 false 2511 1748.8873 1747.8603 1 11.24 168.12 34 15.5 (M:15.5) 1 2 0

K.YHDMPDVIDFL

VLR.Q Oxidation: 4



10310 true 1753 1748.8874 1747.8977 1 -10.09 230.17 31.67 75.1 (M:75.1) 1 1 0

R.ALCSQHVEQLQ

TFR.R

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

10311 true 1524 1748.9004 1747.8977 1 -2.63 215.37 29.33 40.0 (M:40.0) 1 1 0

R.QASAMIDRPAP

QFER.T Dimethyl:2H(4): 1

10312 true 2127 1748.9795 1747.9581 1 8.09 154.76 31 56.7 (M:56.7) 1 1 1

R.HLQLAIRNDEEL

NK.L Dimethyl: 1, 14

10313 true 3822 1748.9823 1747.9492 1 14.75 207.01 42.67 65.3 (M:65.3) 2 1 0

K.YFDTVPVAAA

MCVLK.T

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 15

10314 true 2974 1748.9844 1747.976 1 0.64 183.12 44.17 70.6 (M:70.6) 1 1 0

R.QTYFLPVIGLVD

AEK.L Dimethyl: 1, 15

10315 true 3502 1748.9964 1747.9767 1 7.1 182.1 40.33 21.2 (M:21.2) 1 1 1

K.SRLVGTVLNGYL

CLR.K Carbamidomethyl: 13; Dimethyl: 1

10316 true 1024 1749.0047 1747.9933 1 2.33 146.14 27.67 28.8 (M:28.8) 1 1 1

K.KHQALQAEIAG

HEPR.I Dimethyl:2H(4): 1, 1



10317 true 2183 1749.7273 1748.732 1 -6.87 176.76 32.33 37.9 (M:37.9) 1 1 0

K.TFQCELCSYTCP

R.R

Carbamidomethyl: 4, 7, 11; 

Dimethyl: 1

10318 true 2340 1749.8996 1748.8784 1 7.95 186.47 34 36.4 (M:36.4) 1 1 0

R.TDSFENPVLQQ

HFR.N Dimethyl:2H(4): 1

10319 true 1016 1749.9209 1748.8806 1 18.88 151.03 28.33 63.7 (M:63.7) 2 1 0

K.NSPNNISGISNP

PGTPR.D Dimethyl: 1

10320 true 888 1750.0325 1749.0214 1 2.16 214.31 26.67 22.7 (M:22.7) 1 1 1

K.VLEDGKQPVEQ

HFK.S Dimethyl:2H(4): 1, 6, 14

10321 true 3563 1750.0527 1749.0513 1 -3.36 243.97 42.17 63.8 (M:63.8) 2 1 0

K.QLGTGLLLVTG

PLAVNR.V Dimethyl: 1

10322 true 21 1750.8205 1749.8143 1 -0.59 220.17 22 65.0 (M:65.0) 1 1 0

R.QEGGQQQAAN

NVEGHR.D Dimethyl: 1

10323 true 1875 1750.8924 1749.872 1 7.53 251.16 32.67 33.5 (M:33.5) 1 1 1

K.AGADREFSGLG

DCLVK.I

Carbamidomethyl: 13; Dimethyl: 1, 
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10324 true 2363 1750.8944 1749.8794 1 4.41 171.9 38.5 34.1 (M:34.1) 1 1 0

R.FMTDTINEPILL

CR.F Carbamidomethyl: 13; Dimethyl: 1

10325 true 866 1750.9089 1749.901 1 0.38 93.33 25.5 48.9 (M:48.9) 1 1 1

K.GVEAVAIHGGK

DQEER.T Dimethyl: 1, 11

10326 true 954 1750.9332 1749.9196 1 3.6 119.93 27.5 32.3 (M:32.3) 1 1 1

K.VHAIQCDVRDP

ASVK.N Carbamidomethyl: 6; Dimethyl: 1, 15

10327 false 1775 1750.9452 1749.9484 1 -6 226.22 31.5 15.2 (M:15.2) 1 50 2 1

R.KAVENMEQQL

SELK.K

Dimethyl:2H(4): 1; Oxidation: 6; 

Dimethyl: 1, 14

10328 true 1775 1750.9452 1749.9312 1 3.88 217.91 31.5 43.9 (M:43.9) 1 1 0

R.NLDIERPTYTNL

NR.L Dimethyl:2H(4): 1

10329 true 1775 1750.9452 1749.9312 1 3.88 217.91 31.5 43.9 (M:43.9) 1 1 0

R.NLDIERPTYTNL

NR.L Dimethyl:2H(4): 1

10330 true 1775 1750.9452 1749.9312 1 3.88 217.91 31.5 43.9 (M:43.9) 1 1 0

R.NLDIERPTYTNL

NR.L Dimethyl:2H(4): 1



10331 true 2075 1750.9533 1749.9563 1 -5.87 204.25 34.83 118.2 (M:118.2) 1 1 0

R.IIDVVYNASNNE

LVR.T Dimethyl:2H(4): 1

10332 true 3020 1751.001 1749.9967 1 -1.69 217.32 44.83 95.3 (M:95.3) 1 1 0

R.LATLVPFVDAF

QLER.S Dimethyl:2H(4): 1

10333 true 3548 1751.0435 1750.0229 1 7.6 169.96 40.83 26.0 (M:26.0) 1 1 1

R.RQELDAFLAQA

LSPK.L Dimethyl:2H(4): 1, 15

10334 true 1900 1751.8028 1750.7956 1 -0.1 235.17 31 25.8 (M:25.8) 1 1 0

R.TPMYGSQTPM

YGSGSR.T Dimethyl:2H(4): 1

10335 true 2469 1751.8302 1750.8143 1 4.92 194.16 35.33 42.8 (M:42.8) 2 1 0

K.SQCTPLFMNAY

TMR.G

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

10336 true 1089 1751.861 1750.8526 1 0.66 158.34 28 55.2 (M:55.2) 1 1 1

K.IFQKGEDPVDY

DGGR.T Dimethyl: 1, 4

10337 true 2341 1751.8642 1750.8287 1 16.14 212.57 35 69.1 (M:69.1) 1 1 0

K.MTNPAIQNDFS

YYR.R Dimethyl:2H(4): 1



10338 true 1999 1751.8684 1750.8638 1 -1.54 198.13 34.17 55.7 (M:55.7) 1 1 0

K.AQEEFAAGVFS

NQAVR.T Dimethyl: 1

10339 true 2571 1751.9053 1750.9002 1 -1.24 192.42 33.17 46.7 (M:46.7) 1 1 0

K.HGGTIPVVPTA

EFQDR.I Dimethyl: 1

10340 true 898 1751.9294 1750.9214 1 0.42 227.73 27 126.5 (M:126.5) 2 1 0

K.GAEAANVTGP

GGVPVQGSK.Y Dimethyl: 1, 19

10341 true 2965 1751.9559 1750.9366 1 6.84 229.39 38.33 86.9 (M:86.9) 1 1 0

K.QNPGLLHTEEL

GFLR.E Dimethyl: 1

10342 true 2136 1751.9706 1750.9767 1 -7.64 175.24 34.67 85.0 (M:85.0) 1 1 0

K.LSPALPEEDAPV

VNIR.N Dimethyl:2H(4): 1

10343 true 1470 1752.0303 1751.0371 1 -8.02 177.84 30.17 35.5 (M:35.5) 1 1 1

K.KNIPEGSHQYEL

LK.H Dimethyl:2H(4): 1, 1, 14

10344 true 1607 1752.8122 1751.8148 1 -5.67 152.85 31 41.2 (M:41.2) 1 1 0

R.DALQQEAETCY

QLR.L Carbamidomethyl: 10; Dimethyl: 1



10345 true 2315 1752.8456 1751.8512 1 -7.39 130.53 31.67 51.9 (M:51.9) 1 1 0

K.HAAPTLSISEPS

DMPR.R Oxidation: 14; Dimethyl: 1

10346 true 1911 1752.8526 1751.8351 1 5.83 191.12 32.5 67.5 (M:67.5) 1 1 0

K.LSALDYHNPGG

FNCR.D

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

10347 true 836 1752.8563 1751.8326 1 9.38 177.27 27.17 45.8 (M:45.8) 1 1 0

R.FSALQQSTPAE

SSESR.R Dimethyl: 1

10348 false 1447 1752.8987 1751.9247 1 -18.96 210.77 31.17 25.1 (M:25.1) 1 2 1

K.SKYDDFILVLTP

WR.A

10349 true 1447 1752.8987 1751.8842 1 4.09 208.03 31.17 91.7 (M:91.7) 1 1 1

R.KLEVEANNAFD

QYR.D Dimethyl: 1, 1

10350 true 2225 1752.9097 1751.8967 1 3.3 204.1 34.67 59.2 (M:59.2) 1 1 0

K.ACQSIYPLHDVY

VR.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

10351 true 3289 1752.9129 1751.8883 1 9.92 173.48 40.5 92.9 (M:92.9) 2 1 0

K.NSSYFVEWIPN

NVK.T Dimethyl: 1, 14



10352 true 3289 1752.9129 1751.8883 1 9.92 173.48 40.5 92.9 (M:92.9) 2 1 0

K.NSSYFVEWIPN

NVK.T Dimethyl: 1, 14

10353 true 2258 1752.9155 1751.9094 1 -0.67 185.43 38 37.6 (M:37.6) 1 1 1

K.AFAQFLTDEIKE

ER.K Dimethyl: 1, 11

10354 true 1158 1752.9697 1751.9294 1 18.87 137 28.17 65.3 (M:65.3) 1 1 0

R.ASGNYATVISH

NPETK.K Dimethyl:2H(4): 1, 16

10355 true 3339 1752.9775 1751.957 1 7.54 200.5 39.5 47.5 (M:47.5) 1 1 0

K.ASVITQVFHVPL

EER.K Dimethyl: 1

10356 true 2184 1753.7496 1752.7572 1 -8.47 273.59 32.33 61.8 (M:61.8) 1 1 0

K.TFQCELCSYTCP

R.R

Carbamidomethyl: 4, 7, 11; 

Dimethyl:2H(4): 1

10357 true 1983 1753.8237 1752.8359 1 -11.1 147.68 33.83 17.6 (M:17.6) 1 1 1

R.GYFEYIEENKYS

R.A Dimethyl: 1, 10

10358 true 3363 1753.8478 1752.8505 1 -5.71 164.35 38.5 62.8 (M:62.8) 1 1 0

R.DVTNFTVGSFA

PMSPR.I Dimethyl: 1



10359 true 889 1753.9261 1752.928 1 -5.2 210.23 26.67 22.0 (M:22.0) 1 1 1

R.RGPQLVCTGSD

DGTVK.L

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 16

10360 true 1017 1753.9445 1752.9057 1 18 238.57 28.33 82.2 (M:82.2) 2 1 0

K.NSPNNISGISNP

PGTPR.D Dimethyl:2H(4): 1

10361 true 515 1754.0246 1753.0164 1 0.56 249.25 22 16.6 (M:16.6) 1 1 0

K.TGQEYKPGNPP

AAVTK.Q Dimethyl:2H(4): 1, 6, 16

10362 true 3541 1754.0889 1753.0764 1 2.97 209.75 47.83 66.2 (M:66.2) 2 1 0

K.QLGTGLLLVTG

PLAVNR.V Dimethyl:2H(4): 1

10363 true 2136 1754.8051 1753.7921 1 3.29 166.56 31.83 116.0 (M:116.0) 3 1 0

R.FGGNPGGFGN

QGGFGNSR.G Dimethyl: 1

10364 true 1097 1754.8115 1753.7743 1 17.06 140.93 28 40.1 (M:40.1) 1 1 0

R.SGYHPVQDAC

WGHGR.S Carbamidomethyl: 10; Dimethyl: 1

10365 false 1355 1754.8167 1753.808 1 0.79 29 15.2 (M:15.2) 1 2 0

K.SMAASGDLGST

PFLDEL.- Oxidation: 2; Dimethyl: 1



10366 true 1355 1754.8167 1753.7988 1 6.04 216.42 29 106.0 (M:106.0) 1 1 0

R.HCNSGQGEPC

VAALAR.V Carbamidomethyl: 2, 10; Dimethyl: 1

10367 true 2583 1754.9054 1753.8759 1 12.61 234.6 35.33 27.7 (M:27.7) 1 1 0

K.ICGDIHGQYYDL

LR.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

10368 false 1498 1754.9266 1753.9172 1 1.23 256.3 30.33 18.0 (M:18.0) 1 2 1

K.LEEYSGIKMTGI

ELK.F Oxidation: 9; Dimethyl: 15

10369 true 1498 1754.9266 1753.9338 1 -8.24 172.97 30.33 31.1 (M:31.1) 1 1 1

R.IVEDEPNKIFES

DR.I Dimethyl:2H(4): 1, 8

10370 true 2364 1754.9571 1753.9185 1 17.85 216.69 38.5 15.8 (M:15.8) 1 50 1 1

R.LKVTGLMEGG

QYQFR.V Dimethyl: 1

10371 true 2239 1754.9591 1753.9363 1 8.88 184.23 33.5 18.6 (M:18.6) 1 1 0

K.AADHLKPFLDD

STLR.F Dimethyl: 1, 6

10372 true 1782 1755.0081 1754.0004 1 0.25 140.37 29.33 19.6 (M:19.6) 1 1 1

K.LKYEEAEQEAHL

AK.K Dimethyl:2H(4): 1, 2, 14



10373 true 2951 1755.0192 1754.0066 1 3.06 210.55 38.17 68.3 (M:68.3) 2 1 0

R.TPIGSFQGSLSS

LPATK.L Dimethyl:2H(4): 1, 17

10374 true 282 1755.8488 1754.8336 1 4.5 215.46 24.5 32.5 (M:32.5) 1 1 0

K.EHGEYDPQTVR

PGSR.Y Dimethyl: 1

10375 true 2000 1755.8951 1754.889 1 -0.67 213.11 34.17 47.4 (M:47.4) 1 1 0

K.AQEEFAAGVFS

NQAVR.T Dimethyl:2H(4): 1

10376 true 1904 1755.905 1754.9163 1 -10.56 153.72 33 37.7 (M:37.7) 1 1 1

R.IQLVEEELDRAQ

ER.L Dimethyl: 1

10377 true 2572 1755.9323 1754.9253 1 -0.2 196.78 33.17 89.1 (M:89.1) 1 1 0

K.HGGTIPVVPTA

EFQDR.I Dimethyl:2H(4): 1

10378 false 2947 1755.9812 1754.9327 1 23.48 270.88 38.33 16.9 (M:16.9) 1 2 0

K.DLQMEAPYHLI

HLK.I Dimethyl:2H(4): 14; Oxidation: 4

10379 true 2947 1755.9812 1754.9617 1 6.97 229.14 38.33 94.5 (M:94.5) 1 1 0

K.QNPGLLHTEEL

GFLR.E Dimethyl:2H(4): 1



10380 true 2583 1755.9813 1754.9728 1 0.67 231.63 40.83 114.0 (M:114.0) 1 1 0

R.ALTVPELTQQM

FDAK.N Dimethyl:2H(4): 1, 15

10381 true 1876 1755.9973 1754.9829 1 4.07 216.59 32.67 24.0 (M:24.0) 1 1 0

R.IQQEIAVQNPL

VSER.L Dimethyl:2H(4): 1

10382 true 1014 1756.7818 1755.7709 1 2.07 202.94 27.33 56.2 (M:56.2) 1 1 1

K.EYGYCVMDNH

KER.I Carbamidomethyl: 5; Dimethyl: 1, 11

10383 true 3189 1756.8524 1755.8436 1 0.84 180.95 38.5 44.8 (M:44.8) 1 1 0

K.LAYFNDIAVGA

VCCR.V

Carbamidomethyl: 13, 14; Dimethyl: 

1

10384 true 1791 1756.8548 1755.8378 1 5.56 166.81 32.17 46.4 (M:46.4) 1 1 0

R.FAAYFQQGDM

ESNGK.Y Dimethyl:2H(4): 1, 15

10385 true 2316 1756.8683 1755.8763 1 -8.71 145.67 31.67 59.3 (M:59.3) 1 1 0

K.HAAPTLSISEPS

DMPR.R Dimethyl:2H(4): 1; Oxidation: 14

10386 true 837 1756.8858 1755.8577 1 11.87 210.42 27.17 36.9 (M:36.9) 1 1 0

R.FSALQQSTPAE

SSESR.R Dimethyl:2H(4): 1



10387 true 2412 1756.8955 1755.9003 1 -6.86 175.87 38 43.2 (M:43.2) 1 1 1

M.SELDQLRQEAE

QLK.N Acetyl: 1; Dimethyl: 14

10388 false 2412 1756.8955 1755.9115 1 -13.25 118.14 38 21.5 (M:21.5) 1 2 1

M.SELEQLRQEAE

QLR.N Dimethyl: 1

10389 true 3340 1756.9919 1755.9821 1 1.44 279.92 39.33 28.7 (M:28.7) 1 1 0

K.ASVITQVFHVPL

EER.K Dimethyl:2H(4): 1

10390 true 2128 1757.0294 1756.0083 1 7.86 182.36 31 75.1 (M:75.1) 1 1 1

R.HLQLAIRNDEEL

NK.L Dimethyl:2H(4): 1, 14

10391 true 2951 1757.0311 1756.0262 1 -1.37 190.12 44.17 70.9 (M:70.9) 1 1 0

R.QTYFLPVIGLVD

AEK.L Dimethyl:2H(4): 1, 15

10392 true 3364 1757.8747 1756.8756 1 -4.65 153.27 38.5 65.7 (M:65.7) 1 1 0

R.DVTNFTVGSFA

PMSPR.I Dimethyl:2H(4): 1

10393 true 2902 1757.9069 1756.893 1 3.74 153.33 34.83 42.0 (M:42.0) 1 1 0

K.MAFRPGVVDLP

EENR.E Dimethyl: 1



10394 true 3913 1757.9391 1756.9148 1 9.69 163.42 43.5 30.3 (M:30.3) 1 1 0

R.AIFLADGNIFTT

GFSR.M Dimethyl: 1

10395 true 1798 1757.9647 1756.9506 1 3.9 125.2 30.67 30.9 (M:30.9) 2 1 1

K.VTVAGLTGKEP

VQCSR.D Carbamidomethyl: 14; Dimethyl: 1, 9

10396 true 1520 1757.9912 1756.9888 1 -2.75 186.31 30.5 40.2 (M:40.2) 1 1 1

K.KVEEAEPEEFVV

EK.V Dimethyl:2H(4): 1, 1, 14

10397 false 2818 1758.0281 1757.0311 1 -5.83 291.91 42.5 16.1 (M:16.1) 1 55.45 2 1

K.KMPQVPTDLLL

ETGK.K Dimethyl:2H(4): 1; Dimethyl: 1, 15

10398 true 2818 1758.0281 1757.0215 1 -0.39 200.12 42.5 46.2 (M:46.2) 1 1 0

K.GLAPDLPEDLY

HLIK.K Dimethyl:2H(4): 1, 15

10399 true 1760 1758.8031 1757.8172 1 -12.12 238.74 32.17 134.6 (M:134.6) 3 1 0

R.FGGNPGGFGN

QGGFGNSR.G Dimethyl:2H(4): 1

10400 true 2240 1758.8108 1757.7832 1 11.56 218.73 33.5 53.0 (M:53.0) 1 1 0

K.MYSTDDGVQF

HAFGR.V Dimethyl: 1



10401 true 1356 1758.8429 1757.8239 1 6.67 285.31 29 109.6 (M:109.6) 1 1 0

R.HCNSGQGEPC

VAALAR.V

Carbamidomethyl: 2, 10; 

Dimethyl:2H(4): 1

10402 true 2463 1758.8962 1757.8988 1 -5.65 178.21 33.83 26.9 (M:26.9) 1 1 0

K.ITSPPNPPSLEP

YYR.K Dimethyl: 1

10403 true 3067 1758.9224 1757.9047 1 5.9 207.33 46 15.8 (M:15.8) 1 1 1

R.EGLETKGVNLE

DELGK.E Dimethyl: 1

10404 true 2370 1758.9289 1757.9134 1 4.63 113.41 35.33 34.9 (M:34.9) 1 1 0

K.QVMGLITHTDS

PYIR.A Dimethyl: 1

10405 false 1840 1758.9359 1757.9346 1 -3.4 254.69 32.67 18.4 (M:18.4) 1 3 1

K.LMDREQQVAD

LQLK.L Oxidation: 2; Dimethyl: 1, 14

10406 true 1840 1758.9359 1757.9222 1 3.64 224.94 32.67 50.3 (M:50.3) 1 1 1

K.AGADREFSGLG

DCLVK.I

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 16

10407 true 3986 1758.9542 1757.9505 1 -2.01 190.77 44.67 56.8 (M:56.8) 2 1 0

K.AAGVNVEPFW

PGLFAK.A Dimethyl: 1, 16



10408 true 1161 1758.9615 1757.9159 1 21.78 226.77 28.67 19.4 (M:19.4) 1 1 1

K.QALESERAELSN

EVK.V Dimethyl: 1, 15

10409 true 674 1758.9705 1757.9512 1 6.83 136.76 25.5 41.6 (M:41.6) 1 1 1

K.GVEAVAIHGGK

DQEER.T Dimethyl:2H(4): 1, 11

10410 true 3224 1758.9798 1757.9775 1 -2.8 163.88 37.5 49.5 (M:49.5) 1 1 1

K.TSQLEATEKELA

NLK.N Dimethyl: 1, 9, 15

10411 true 955 1758.984 1757.9698 1 3.94 134.3 27.5 41.2 (M:41.2) 1 1 1

K.VHAIQCDVRDP

ASVK.N

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 15

10412 true 3032 1759.8412 1758.8069 1 15.34 128.17 44.83 19.0 (M:19.0) 1 58.88 1 0

K.AMGIMNSFVN

DIFER.I Oxidation: 5

10413 true 283 1759.8755 1758.8587 1 5.41 232.34 24.5 30.1 (M:30.1) 1 1 0

K.EHGEYDPQTVR

PGSR.Y Dimethyl:2H(4): 1

10414 true 1905 1759.9311 1758.9414 1 -9.96 138.63 33 49.4 (M:49.4) 1 1 1

R.IQLVEEELDRAQ

ER.L Dimethyl:2H(4): 1



10415 true 1729 1759.9754 1758.9669 1 0.72 217.31 30.33 57.8 (M:57.8) 1 1 0

K.VAPPPPPPPPPL

ESSPR.V Dimethyl: 1

10416 false 1729 1759.9754 1758.9702 1 -1.19 213.83 30.33 22.7 (M:22.7) 1 2 1

R.SEMPPVQFKLL

GTLR.M Oxidation: 3; Dimethyl: 1

10417 true 3190 1760.8759 1759.8688 1 -0.08 257.42 38.5 29.6 (M:29.6) 1 1 0

K.LAYFNDIAVGA

VCCR.V

Carbamidomethyl: 13, 14; 

Dimethyl:2H(4): 1

10418 true 2413 1760.9185 1759.9254 1 -8.05 180.41 38 65.4 (M:65.4) 1 1 1

M.SELDQLRQEAE

QLK.N Dimethyl:2H(4): 14; Acetyl: 1

10419 true 1286 1760.9387 1759.9692 1 -21.42 123.75 29.33 16.3 (M:16.3) 1 1 0

K.IMLNAPEDVQA

LVSGK.L

Dimethyl:2H(4): 1; Oxidation: 2; 

Dimethyl: 16

10420 true 2385 1760.9461 1759.9468 1 -4.57 201.04 33.33 49.8 (M:49.8) 1 1 0

R.IAQTSYIPTQQD

VLR.T Dimethyl: 1

10421 true 1654 1760.9509 1759.9345 1 5.23 247.95 31.17 75.0 (M:75.0) 1 1 1

R.KLEVEANNAFD

QYR.D Dimethyl:2H(4): 1, 1



10422 true 3290 1760.9645 1759.9385 1 10.62 231.49 40.5 88.7 (M:88.7) 1 1 0

K.NSSYFVEWIPN

NVK.T Dimethyl:2H(4): 1, 14

10423 true 3290 1760.9645 1759.9385 1 10.62 231.49 40.5 88.7 (M:88.7) 1 1 0

K.NSSYFVEWIPN

NVK.T Dimethyl:2H(4): 1, 14

10424 true 2299 1760.9847 1759.9596 1 10.12 212.43 38 43.5 (M:43.5) 1 1 1

K.AFAQFLTDEIKE

ER.K Dimethyl:2H(4): 1, 11

10425 true 927 1761.8623 1760.8529 1 1.22 148.83 27.17 89.1 (M:89.1) 1 1 0

R.HQADVCHAYQI

VHR.N Carbamidomethyl: 6; Dimethyl: 1

10426 true 1958 1761.89 1760.8861 1 -1.94 164.08 33.83 31.9 (M:31.9) 1 1 1

R.GYFEYIEENKYS

R.A Dimethyl:2H(4): 1, 10

10427 true 2903 1761.9025 1760.9181 1 -13.01 189.35 34.83 34.5 (M:34.5) 1 1 0

K.MAFRPGVVDLP

EENR.E Dimethyl:2H(4): 1

10428 false 2903 1761.9025 1760.8779 1 9.82 272.02 34.83 16.0 (M:16.0) 1 2 1

K.GADIMYKGTID

CWK.K

Carbamidomethyl: 12; 

Dimethyl:2H(4): 7; Oxidation: 5; 

Dimethyl: 1, 14



10429 false 3897 1761.9655 1760.9974 1 -22.27 315.43 43.5 15.7 (M:15.7) 1 3 1

R.DLPFVENGGVA

VLSGKK.V Dimethyl:2H(4): 16

10430 true 3897 1761.9655 1760.9399 1 10.38 263 43.5 58.3 (M:58.3) 1 1 0

R.AIFLADGNIFTT

GFSR.M Dimethyl:2H(4): 1

10431 false 3897 1761.9655 1760.9145 1 24.83 427.64 43.5 15.3 (M:15.3) 1 50 4 1

R.KPKEEDANSSA

GDPPR.K Dimethyl:2H(4): 1, 3

10432 true 2241 1762.8293 1761.8083 1 7.79 247.26 33.5 69.0 (M:69.0) 1 1 0

K.MYSTDDGVQF

HAFGR.V Dimethyl:2H(4): 1

10433 true 2512 1762.919 1761.9239 1 -6.95 262.01 33.83 56.0 (M:56.0) 1 1 0

K.ITSPPNPPSLEP

YYR.K Dimethyl:2H(4): 1

10434 true 1560 1762.9429 1761.9373 1 -0.98 200.85 29.5 74.0 (M:74.0) 2 1 0

R.ILNQLGTPQDT

HELR.Q Dimethyl: 1

10435 true 729 1762.9433 1761.9261 1 5.65 107.57 24.67 31.3 (M:31.3) 1 1 1

R.EAIQHPNDEKL

QEK.A Dimethyl: 1, 10, 14



10436 true 2371 1762.9566 1761.9385 1 6.13 115.43 35.33 50.1 (M:50.1) 1 1 0

K.QVMGLITHTDS

PYIR.A Dimethyl:2H(4): 1

10437 true 573 1763.8273 1762.8325 1 -7.1 253.62 27 35.0 (M:35.0) 1 1 0

M.AGHDSGSQH

QFTGFQK.Y Dimethyl:2H(4): 16

10438 true 1167 1763.8599 1762.8461 1 3.73 168.5 28.33 29.1 (M:29.1) 1 1 1

K.KDEVCVNPYHY

QR.V Carbamidomethyl: 5; Dimethyl: 1, 1

10439 true 1497 1763.9302 1762.9326 1 -5.49 170.63 30 34.0 (M:34.0) 1 1 0

R.GLSVTAEQINP

HGSAVR.K Dimethyl: 1

10440 true 1908 1763.9838 1762.9801 1 -1.99 170.16 31.33 23.2 (M:23.2) 1 1 1

K.MQAATSELQQ

VKLEK.D Dimethyl:2H(4): 12; Dimethyl: 15

10441 true 1730 1763.9851 1762.992 1 -8 253.02 30.33 105.7 (M:105.7) 1 1 0

K.VAPPPPPPPPPL

ESSPR.V Dimethyl:2H(4): 1

10442 true 1944 1763.9879 1762.9941 1 -7.64 147.11 32.5 47.4 (M:47.4) 1 72.59 1 1

R.SKVEEAVAVLQ

AHQAK.K Dimethyl: 2, 16



10443 true 2628 1764.0057 1762.9941 1 2.41 117.84 37.83 58.5 (M:58.5) 1 1 0

K.TTIENIQLPHTLL

SR.F Dimethyl: 1

10444 true 892 1764.7469 1763.7598 1 -11.46 152.99 27 72.7 (M:72.7) 1 1 0

R.DATESFEDVGH

STDAR.E Dimethyl: 1

10445 true 1015 1764.8364 1763.8211 1 4.55 187.17 27.33 55.5 (M:55.5) 1 1 1

K.EYGYCVMDNH

KER.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 11

10446 true 458 1764.9347 1763.957 1 -16.74 399.66 21.83 16.2 (M:16.2) 1 1 1

R.SVYSWDIIVQR

VGSK.L Dimethyl: 1

10447 true 1856 1764.9661 1763.9604 1 -0.89 219.04 31 21.3 (M:21.3) 1 1 0

R.AELRPADMVPV

SQAPK.E Dimethyl: 1, 16

10448 true 2759 1765.8707 1764.8757 1 -6.92 145.49 41.67 26.3 (M:26.3) 1 1 0

R.SISFIPPDGEFEL

MR.Y Dimethyl: 1

10449 true 928 1765.8865 1764.878 1 0.67 169.49 27.17 109.7 (M:109.7) 1 1 0

R.HQADVCHAYQI

VHR.N

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1



10450 true 2052 1765.9818 1764.9774 1 -1.67 207.59 31.83 31.2 (M:31.2) 1 1 0

R.YAPEKPPQTAE

LLPR.S Dimethyl: 1, 5

10451 true 1741 1766.0113 1765.0008 1 1.84 216.8 30.67 69.3 (M:69.3) 1 1 1

K.VTVAGLTGKEP

VQCSR.D

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1, 9

10452 true 3128 1766.029 1765.0138 1 4.5 176.64 38.33 54.3 (M:54.3) 1 1 0

K.VLVQVGYEPLP

PTLGR.N Dimethyl: 1

10453 true 1592 1766.9148 1765.9145 1 -3.93 162.21 30.83 73.4 (M:73.4) 1 1 0

R.LQAQQDAVNIV

CHSK.T

Carbamidomethyl: 12; Dimethyl: 1, 

15

10454 true 815 1766.9427 1765.9373 1 -1.04 242.43 27 45.3 (M:45.3) 1 1 0

R.LHAEVQQQLE

QQQR.D Dimethyl:2H(4): 1

10455 true 1127 1767.0017 1765.9662 1 16 195.9 28.67 54.5 (M:54.5) 1 1 1

K.QALESERAELSN

EVK.V Dimethyl:2H(4): 1, 15

10456 true 3987 1767.0085 1766.0007 1 0.3 237.01 44.67 63.2 (M:63.2) 3 1 0

K.AAGVNVEPFW

PGLFAK.A Dimethyl:2H(4): 1, 16



10457 true 2700 1767.0335 1766.0342 1 -4.52 100.73 38.5 19.4 (M:19.4) 1 1 0

K.LVLLHSIVPEQS

TFK.V Dimethyl: 1, 15

10458 true 1498 1767.952 1766.9577 1 -7.36 141.75 30 23.4 (M:23.4) 1 1 0

R.GLSVTAEQINP

HGSAVR.K Dimethyl:2H(4): 1

10459 true 2452 1767.9771 1766.9567 1 7.43 173.51 34.67 42.5 (M:42.5) 1 1 0

K.IHYLDTTTLIEPA

PR.Y Dimethyl: 1

10460 true 2629 1768.0313 1767.0192 1 2.7 127.49 37.83 62.9 (M:62.9) 1 1 0

K.TTIENIQLPHTLL

SR.F Dimethyl:2H(4): 1

10461 true 1018 1768.7395 1767.7296 1 1.46 184.95 24.5 24.4 (M:24.4) 2 1 0

R.GSSSGGGYSSG

SSSYGSGGR.Q Dimethyl: 1

10462 true 893 1768.7683 1767.7849 1 -13.55 207.12 27 83.6 (M:83.6) 1 1 0

R.DATESFEDVGH

STDAR.E Dimethyl:2H(4): 1

10463 true 2797 1768.8216 1767.8216 1 -4.13 198.29 34.33 61.6 (M:61.6) 1 1 0

K.GYGFVHFETQE

AAER.A Dimethyl: 1



10464 true 2699 1768.836 1767.8567 1 -15.82 135.53 41.17 41.3 (M:41.3) 1 1 0

M.ADTLEFNEIYQ

EVK.G Acetyl: 1; Dimethyl: 14

10465 true 2889 1768.8684 1767.847 1 7.96 147.71 37.83 25.5 (M:25.5) 2 1 0

K.MNVVIPATYCS

GICR.L

Carbamidomethyl: 10, 14; Dimethyl: 

1

10466 true 1777 1768.9218 1767.8938 1 11.72 254.45 31.5 35.5 (M:35.5) 1 1 0

K.IMLEDGNLHVT

QGTGR.F Dimethyl: 1

10467 false 1777 1768.9218 1767.9189 1 -2.5 210.73 31.5 15.3 (M:15.3) 1 2 0

K.SHLMEIQVNGG

TVAEK.V Dimethyl: 1, 16

10468 true 1930 1768.9537 1767.9358 1 5.97 209.12 32.67 30.6 (M:30.6) 1 1 0

K.YGAHNYHPLPV

ALER.G Dimethyl:2H(4): 1

10469 true 2141 1768.9796 1767.9731 1 -0.43 163.15 35.5 88.3 (M:88.3) 1 1 0

R.AIVAIENPADVS

VISSR.N Dimethyl: 1

10470 false 3771 1769.0379 1767.9917 1 21.99 307.12 42.33 17.5 (M:17.5) 1 2 0

K.ALPGMGTTIDV

ILINGR.L Dimethyl: 1



10471 true 3771 1769.0379 1768.0168 1 7.77 280.88 42.33 65.9 (M:65.9) 1 1 0

R.AITIAGIPQSIIEC

VK.Q

Carbamidomethyl: 14; Dimethyl: 1, 

16

10472 true 575 1769.7844 1768.7864 1 -5.23 145.09 25.5 45.3 (M:45.3) 1 1 1

K.SEYGDREESAL

NSER.M Dimethyl: 1

10473 true 1578 1769.8745 1768.8367 1 17.24 208.31 31 19.8 (M:19.8) 1 1 1

K.ASTSADLGEKD

DDVYK.T Dimethyl: 10, 16

10474 true 2760 1769.8863 1768.9008 1 -12.26 198.62 41.67 41.1 (M:41.1) 1 1 0

R.SISFIPPDGEFEL

MR.Y Dimethyl:2H(4): 1

10475 true 2990 1770.0146 1769.022 1 -8.33 127.08 35.33 37.1 (M:37.1) 1 1 1

R.KAIEIAENEMP

GLMK.M Dimethyl:2H(4): 1, 1, 15

10476 true 3129 1770.054 1769.0389 1 4.41 186.58 38.33 62.3 (M:62.3) 1 1 0

K.VLVQVGYEPLP

PTLGR.N Dimethyl:2H(4): 1

10477 true 2524 1770.115 1769.1015 1 3.51 208.71 35.83 50.1 (M:50.1) 2 1 0

K.DLVLGPSGVLQ

GIRPGK.C Dimethyl:2H(4): 1, 17



10478 true 1312 1770.8437 1769.8366 1 -0.12 182.93 27.67 117.3 (M:117.3) 4 1 0

R.TSQSTTQQQYA

GMVGR.S Dimethyl: 1

10479 true 2508 1770.8635 1769.8908 1 -19.5 184.44 39 63.8 (M:63.8) 1 1 1

M.SELEQLRQEAE

QLR.N Acetyl: 1

10480 true 14 1770.8824 1769.8656 1 5.37 144.43 20.33 56.7 (M:56.7) 1 1 1

R.GGAEENKENER

PAGTR.A Dimethyl: 1, 7

10481 true 1382 1770.9418 1769.9007 1 19.07 218.45 30 16.3 (M:16.3) 1 1 0

K.RPMSAYMLWL

NANR.E Dimethyl:2H(4): 1; Oxidation: 3

10482 true 3304 1770.9675 1769.9465 1 7.78 265.12 39.33 95.4 (M:95.4) 2 1 0

R.INSAPQQIEVFP

PFR.L Dimethyl: 1

10483 true 3248 1771.0528 1770.0528 1 -4.11 134.33 37.5 30.8 (M:30.8) 1 1 1

K.TSQLEATEKELA

NLK.N Dimethyl:2H(4): 1, 9, 15

10484 true 3005 1771.8469 1770.8433 1 -2.09 202.32 44.67 95.7 (M:95.7) 2 1 0

K.AMGIMNSFVN

DIFER.I Dimethyl: 1



10485 true 1059 1771.8812 1770.8359 1 21.43 162.2 28.17 36.0 (M:36.0) 1 1 1

K.LNDADPDDKFH

CLR.L Carbamidomethyl: 12; Dimethyl: 1, 9

10486 true 2694 1771.9235 1770.9186 1 -1.33 162.47 34.83 33.0 (M:33.0) 1 1 0

K.TPMPLPVISSTT

ENTR.Q Dimethyl: 1

10487 true 2453 1772.0041 1770.9818 1 8.48 236.1 34.67 46.8 (M:46.8) 1 1 0

K.IHYLDTTTLIEPA

PR.Y Dimethyl:2H(4): 1

10488 true 2649 1772.0042 1770.9967 1 0.09 261.32 41.17 36.1 (M:36.1) 1 1 1

K.GFGSDKDAILDL

ITSR.S Dimethyl:2H(4): 1, 6

10489 true 2407 1772.0052 1770.9603 1 21.2 217.88 36.33 32.2 (M:32.2) 1 1 1

R.GQFSTDELVAE

VEKR.N Dimethyl:2H(4): 1, 14

10490 true 1019 1772.7614 1771.7547 1 -0.32 232.95 24.5 51.8 (M:51.8) 1 1 0

R.GSSSGGGYSSG

SSSYGSGGR.Q Dimethyl:2H(4): 1

10491 true 2798 1772.8544 1771.8468 1 0.22 168.29 34.33 63.5 (M:63.5) 1 1 0

K.GYGFVHFETQE

AAER.A Dimethyl:2H(4): 1



10492 true 1946 1772.9021 1771.8853 1 5.34 221.74 32.33 55.5 (M:55.5) 1 1 0

R.FNNSETTEHVI

QGLR.L Dimethyl: 1

10493 true 2022 1772.9235 1771.9257 1 -5.33 125.49 33.17 103.9 (M:103.9) 2 1 0

K.VSQPIEGHAAS

FAQFK.M Dimethyl: 1, 16

10494 true 3017 1772.975 1771.9792 1 -6.47 83.94 36.83 18.7 (M:18.7) 1 1 0

R.VTSLSQNAIVSA

AGSIAR.T Dimethyl: 1

10495 true 2142 1773.0008 1771.9982 1 -2.6 172.73 35.5 84.8 (M:84.8) 1 1 0

R.AIVAIENPADVS

VISSR.N Dimethyl:2H(4): 1

10496 true 1857 1773.0143 1772.0106 1 -2.03 205.22 31 23.2 (M:23.2) 2 1 0

R.AELRPADMVPV

SQAPK.E Dimethyl:2H(4): 1, 16

10497 true 604 1773.8218 1772.7867 1 15.72 468.94 27.17 15.2 (M:15.2) 1 1 0

M.AGHDSGSQH

QFTGFQK.Y Acetyl: 1

10498 true 2407 1773.9814 1772.9672 1 3.9 109.56 39 28.8 (M:28.8) 1 1 0

K.LFPLNTEQESSV

LLR.H Dimethyl: 1



10499 false 2407 1773.9814 1772.9924 1 -10.28 137.61 39 15.8 (M:15.8) 1 7 1

R.EDLDFKINELQLI

K.E Dimethyl: 1, 14

10500 true 2053 1774.0353 1773.0276 1 0.22 268.74 31.83 20.6 (M:20.6) 1 1 0

R.YAPEKPPQTAE

LLPR.S Dimethyl:2H(4): 1, 5

10501 true 204 1774.8079 1773.817 1 -9.18 124.3 23.33 31.9 (M:31.9) 1 1 0

R.RPDNEEQPAAD

DYAK.E Dimethyl: 1, 15

10502 true 1347 1774.8615 1773.8257 1 16.06 195.99 29.5 38.9 (M:38.9) 1 1 0

K.GHFECPPYNQQ

TIR.S Carbamidomethyl: 5; Dimethyl: 1

10503 true 1313 1774.8691 1773.8618 1 0.02 165.47 27.5 108.0 (M:108.0) 4 1 0

R.TSQSTTQQQYA

GMVGR.S Dimethyl:2H(4): 1

10504 true 1809 1774.8983 1773.8971 1 -3.44 168.8 32.5 18.9 (M:18.9) 1 1 0

K.MYVEPSEITPTV

PQR.T Dimethyl: 1

10505 true 1804 1774.923 1773.8946 1 11.88 179.41 32.33 29.9 (M:29.9) 1 94.08 1 1

M.SDKPDMAEIEK

FDK.S

Dimethyl:2H(4): 11, 14; Acetyl: 1; 

Oxidation: 6



10506 true 1287 1774.9543 1773.9261 1 11.79 197.86 29.33 78.3 (M:78.3) 1 1 0

K.INEKPQVIADYE

SGR.A Dimethyl: 1, 4

10507 true 3305 1774.9914 1773.9716 1 7.07 291.42 39.33 103.8 (M:103.8) 2 1 0

R.INSAPQQIEVFP

PFR.L Dimethyl:2H(4): 1

10508 true 730 1775.0185 1774.0014 1 5.54 100.53 24.67 32.5 (M:32.5) 1 1 1

R.EAIQHPNDEKL

QEK.A Dimethyl:2H(4): 1, 10, 14

10509 true 3565 1775.0465 1774.0324 1 3.81 201.31 43 18.5 (M:18.5) 1 1 1

K.MNIPVLSDLTK

QISR.D Dimethyl:2H(4): 11; Dimethyl: 1

10510 true 2686 1775.0933 1774.0844 1 0.9 99.97 38.5 34.0 (M:34.0) 1 1 0

K.LVLLHSIVPEQS

TFK.V Dimethyl:2H(4): 1, 15

10511 true 2897 1775.8354 1774.8018 1 14.78 187.04 43.33 23.9 (M:23.9) 2 1 0

K.AMGIMNSFVN

DIFER.I Oxidation: 2, 5

10512 true 2903 1775.8742 1774.8684 1 -0.85 282.08 44.67 147.6 (M:147.6) 5 1 0

K.AMGIMNSFVN

DIFER.I Dimethyl:2H(4): 1



10513 true 1707 1775.9203 1774.9115 1 0.89 205.29 31.33 55.4 (M:55.4) 1 1 0

K.TLPAHSDPVSA

VHFNR.D Dimethyl: 1

10514 false 2695 1775.9403 1774.8974 1 20.04 254.54 34.67 24.3 (M:24.3) 1 2 0

K.TQEIPSAQMEG

FLHR.K Dimethyl:2H(4): 1

10515 true 2695 1775.9403 1774.9437 1 -6.02 242.66 34.67 81.9 (M:81.9) 1 1 0

K.TPMPLPVISSTT

ENTR.Q Dimethyl:2H(4): 1

10516 true 1910 1775.9629 1774.9512 1 2.5 302.36 31.5 21.4 (M:21.4) 1 1 1

R.ANRFLSTAAVSL

MNPR.R Dimethyl: 1

10517 true 1778 1776.9578 1775.9691 1 -10.48 224.79 31.33 22.2 (M:22.2) 1 1 0

K.SHLMEIQVNGG

TVAEK.V Dimethyl:2H(4): 1, 16

10518 false 2293 1776.9675 1775.953 1 4.04 186.7 32.33 21.7 (M:21.7) 1 2 1

K.ILYNAVLEARES

GTGR.R Dimethyl: 1

10519 true 2293 1776.9675 1775.953 1 4.04 173.8 32.33 108.9 (M:108.9) 2 1 0

R.VYQLAAGGTAV

GTGLNTR.I Dimethyl: 1



10520 true 2727 1776.9746 1775.9653 1 1.16 201.79 41.83 42.4 (M:42.4) 1 1 0

R.IIGATDSSGELM

FLMK.W Dimethyl:2H(4): 1, 16

10521 true 1513 1776.9782 1775.9683 1 1.49 167.51 34 15.7 (M:15.7) 1 1 1

K.NKLDFIRPYDVA

NR.K Dimethyl: 1, 2

10522 true 2872 1776.9939 1775.9822 1 2.52 202.93 37.5 24.8 (M:24.8) 1 1 0

K.FTISDHPQPIDP

LLK.N Dimethyl: 1, 15

10523 true 2742 1777.013 1776.0043 1 0.79 207.11 37 38.5 (M:38.5) 2 1 0

R.VTSLSQNAIVSA

AGSIAR.T Dimethyl:2H(4): 1

10524 false 2742 1777.013 1775.9638 1 23.62 315.53 37 16.4 (M:16.4) 1 2 1

R.NIAMGVNLNS

MSKILK.C Oxidation: 4; Dimethyl: 16

10525 true 3772 1777.0892 1776.0671 1 8.35 251.78 42.33 81.4 (M:81.4) 1 1 0

R.AITIAGIPQSIIEC

VK.Q

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1, 16

10526 true 1608 1777.779 1776.7843 1 -7.06 141.61 31 64.1 (M:64.1) 1 1 0

K.EVYENYPSYDLS

DR.K Dimethyl: 1



10527 true 150 1777.7807 1776.7663 1 4.01 209.33 23.83 71.1 (M:71.1) 1 1 0

R.SGSHTSDFSPN

SGADQR.V Dimethyl: 1

10528 true 2260 1777.8319 1776.8107 1 7.83 188.49 37.33 78.8 (M:78.8) 1 1 0

K.LVSWYDNEFGY

SNR.V Dimethyl: 1

10529 true 488 1777.8359 1776.8279 1 0.4 83.92 23.83 86.8 (M:86.8) 1 1 1

K.TNNVTEHEDTD

KYR.Q Dimethyl: 1, 12

10530 true 1483 1777.8704 1776.8192 1 24.72 210.18 30.67 62.9 (M:62.9) 1 1 0

R.HCVFFAEEDHD

AIR.N

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

10531 true 2408 1777.9945 1776.9924 1 -2.88 204.89 39 45.2 (M:45.2) 1 1 0

K.LFPLNTEQESSV

LLR.H Dimethyl:2H(4): 1

10532 true 1755 1778.0011 1776.9684 1 14.28 196.24 31.5 18.1 (M:18.1) 1 1 1

K.GVIVDKDFSHP

QMPK.E Dimethyl:2H(4): 1, 6; Oxidation: 13

10533 true 1946 1778.0057 1777.0098 1 -6.38 125.66 32.67 81.7 (M:81.7) 1 1 1

R.SKVDEAVAVLQ

AHQAK.E Dimethyl: 1, 2, 16



10534 true 1499 1778.8446 1777.8461 1 -4.95 145.56 30.33 28.2 (M:28.2) 1 1 0

K.FYQDPSGETPSS

LYR.V Dimethyl:2H(4): 1

10535 true 1348 1778.8641 1777.8508 1 3.4 231.19 29.5 50.5 (M:50.5) 1 1 0

K.GHFECPPYNQQ

TIR.S

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

10536 true 1763 1778.8727 1777.8808 1 -8.65 175.66 32.5 61.8 (M:61.8) 1 1 1

M.SDKPDMAEIEK

FDK.S Acetyl: 1; Dimethyl: 3, 11, 14

10537 true 3033 1778.8789 1777.8554 1 9.12 292.64 44.83 18.1 (M:18.1) 1 1 1

K.HSFKQTWMNN

MMK.T Dimethyl:2H(4): 1, 4; Oxidation: 8, 12

10538 false 3033 1778.8789 1777.9078 1 -20.38 315.54 44.83 15.8 (M:15.8) 1 2 1

K.SISSMKVMQFQ

GMGK.K

Dimethyl:2H(4): 1; Oxidation: 8, 13; 

Dimethyl: 6, 15

10539 true 2258 1778.8872 1777.8781 1 1.01 218.19 32.67 54.2 (M:54.2) 2 1 0

K.ISNQVDLANVC

AQYR.Q Carbamidomethyl: 11; Dimethyl: 1

10540 true 838 1778.8886 1777.892 1 -6.02 202.84 27 54.6 (M:54.6) 1 1 1

K.ADTLTPEECQQ

FKK.Q

Carbamidomethyl: 9; Dimethyl: 1, 

13, 14



10541 true 15 1778.9316 1777.9159 1 4.76 171.55 20.33 57.0 (M:57.0) 1 1 1

R.GGAEENKENER

PAGTR.A Dimethyl:2H(4): 1, 7

10542 true 3725 1779.0504 1778.0376 1 3.12 225.24 41.33 66.1 (M:66.1) 1 1 1

K.LKEAELLEPLMP

AIR.A Dimethyl: 1, 2

10543 true 2231 1779.9132 1778.8695 1 20.46 142.71 37 57.7 (M:57.7) 1 1 0

R.SMLEVNYPME

NGIVR.N Dimethyl: 1

10544 true 1708 1779.9459 1778.9366 1 1.15 215.2 31.33 72.8 (M:72.8) 1 1 0

K.TLPAHSDPVSA

VHFNR.D Dimethyl:2H(4): 1

10545 true 3338 1779.9546 1778.9527 1 -3 137.24 38.17 66.0 (M:66.0) 1 1 0

K.ATSHVGEIEQEL

ALVR.D Dimethyl: 1

10546 true 677 1780.8222 1779.8138 1 0.65 159.85 24.67 44.5 (M:44.5) 1 1 1

R.HCEPGYSPSYKE

DK.H

Carbamidomethyl: 2; Dimethyl: 1, 

11, 14

10547 true 1128 1780.8435 1779.8567 1 -11.49 164.32 28.17 34.5 (M:34.5) 1 1 1

R.IKDEPDDDGFY

ASPK.E Dimethyl: 1, 2, 15



10548 true 1431 1780.8638 1779.858 1 -0.82 158.83 30.17 106.8 (M:106.8) 1 1 0

R.FTQDTQPHYIYS

PR.E Dimethyl: 1

10549 true 1588 1780.8858 1779.8825 1 -2.23 247.44 29.67 62.0 (M:62.0) 1 1 0

R.YGVSSMIQSQE

KPDR.V Dimethyl: 1, 12

10550 true 2131 1780.9185 1779.9151 1 -2.18 260.89 35.5 21.5 (M:21.5) 1 1 1

R.SCKVMYLTIPPD

EK.R

Carbamidomethyl: 2; Oxidation: 5; 

Dimethyl: 1, 3, 14

10551 true 2294 1780.9904 1779.9781 1 2.82 202.53 32.33 81.3 (M:81.3) 2 1 0

R.VYQLAAGGTAV

GTGLNTR.I Dimethyl:2H(4): 1

10552 false 1220 1780.996 1779.9706 1 10.21 266.1 28.17 15.4 (M:15.4) 1 4 1

R.DVLGFNMAGL

QYLKR.E Dimethyl: 1, 14

10553 true 2501 1781.0769 1780.0521 1 9.84 176.63 38.33 52.5 (M:52.5) 1 1 1

R.NILGGTVFREPII

CK.N

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1, 15

10554 true 151 1781.8066 1780.7914 1 4.45 218.15 23.83 70.6 (M:70.6) 1 1 0

R.SGSHTSDFSPN

SGADQR.V Dimethyl:2H(4): 1



10555 true 1609 1781.8313 1780.8094 1 8.24 143.55 31 67.2 (M:67.2) 1 1 0

K.EVYENYPSYDLS

DR.K Dimethyl:2H(4): 1

10556 true 2240 1781.856 1780.8359 1 7.19 238.72 37.33 114.5 (M:114.5) 1 1 0

K.LVSWYDNEFGY

SNR.V Dimethyl:2H(4): 1

10557 true 432 1781.929 1780.9142 1 4.25 237.68 24.67 17.7 (M:17.7) 1 1 1

K.KPGVSGNPGE

MEPDRK.S Dimethyl: 1, 1, 16

10558 true 1756 1781.9538 1780.9546 1 -4.5 209.09 31.67 49.5 (M:49.5) 1 1 1

K.GVIVDKDFSHP

QMPK.E Dimethyl: 1, 6, 15

10559 true 3603 1781.9671 1780.9365 1 13.07 290.7 41.17 68.3 (M:68.3) 1 1 0

R.ELPLSMVTGLS

VTSCR.A

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

10560 true 2622 1782.7801 1781.7899 1 -9.6 160.45 34.33 41.9 (M:41.9) 1 1 0

K.ICMISSEFCDSH

LR.L Carbamidomethyl: 2, 9; Dimethyl: 1

10561 false 1521 1782.8232 1781.8482 1 -18.12 156.34 30.5 15.8 (M:15.8) 1 2 1

K.NGTSDNKWID

ATSGER.V Dimethyl:2H(4): 1



10562 true 1521 1782.8232 1781.8254 1 -5.33 147.85 30.5 50.1 (M:50.1) 1 1 0

K.FSNQETCVEIGE

SVR.G Carbamidomethyl: 7; Dimethyl: 1

10563 false 2224 1782.898 1781.8886 1 1.16 305.38 32.67 15.8 (M:15.8) 1 2 0

R.GLAALDDALDG

GTYWGR.E Dimethyl:2H(4): 1

10564 true 2224 1782.898 1781.9032 1 -7.03 228.39 32.67 60.0 (M:60.0) 1 1 0

K.ISNQVDLANVC

AQYR.Q

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

10565 true 2374 1782.955 1781.9247 1 12.91 183.98 36 38.8 (M:38.8) 1 1 0

K.AEHVMVPIVTF

NNQR.Q Dimethyl: 1

10566 true 3437 1782.9666 1781.9312 1 15.78 201.83 39.83 38.4 (M:38.4) 1 1 0

R.AAVIGDVIQVYS

GSYGR.T Dimethyl: 1

10567 false 1288 1783.007 1781.9865 1 7.39 202.38 29.33 16.4 (M:16.4) 1 2 1

K.QQPLFVSGGDD

YKIK.V Dimethyl:2H(4): 13; Dimethyl: 1, 15

10568 true 1288 1783.007 1781.9763 1 13.12 206.86 29.33 86.7 (M:86.7) 1 1 0

K.INEKPQVIADYE

SGR.A Dimethyl:2H(4): 1, 4



10569 true 3566 1783.0303 1782.004 1 10.71 186.2 43.17 102.5 (M:102.5) 1 1 0

R.QLLQANPILEAF

GNAK.T Dimethyl: 1, 16

10570 true 16 1783.8615 1782.8398 1 8.1 120.6 21.33 44.6 (M:44.6) 1 1 0

K.DTPQHSHSIQH

SPER.S Dimethyl: 1

10571 true 2232 1783.9354 1782.8946 1 18.8 220.24 37 87.4 (M:87.4) 1 1 0

R.SMLEVNYPME

NGIVR.N Dimethyl:2H(4): 1

10572 false 2232 1783.9354 1782.9603 1 -18.04 232.05 37 24.4 (M:24.4) 1 2 1

K.SPFEVNVDKAQ

GDASK.V Dimethyl:2H(4): 1, 9; Dimethyl: 16

10573 true 3339 1783.9758 1782.9778 1 -5.19 154.53 38.17 30.4 (M:30.4) 1 1 0

K.ATSHVGEIEQEL

ALVR.D Dimethyl:2H(4): 1

10574 true 1911 1784.0157 1783.008 1 0.26 294.19 31.33 72.2 (M:72.2) 1 1 1

K.VYVGNLGTGAG

KGELER.A Dimethyl:2H(4): 1, 12

10575 true 1959 1784.0557 1783.0331 1 8.59 204.06 33.67 54.0 (M:54.0) 1 1 1

K.ILAGDKNYITVD

ELR.R Dimethyl:2H(4): 1, 6



10576 true 1432 1784.8887 1783.8831 1 -0.98 133.29 30.17 100.8 (M:100.8) 1 1 0

R.FTQDTQPHYIYS

PR.E Dimethyl:2H(4): 1

10577 true 1686 1784.9174 1783.9105 1 -0.17 153.45 31.5 34.0 (M:34.0) 1 1 0

K.VPVGDQPQDIE

YQIR.D Dimethyl: 1

10578 true 2546 1784.9535 1783.9428 1 1.92 164.92 40.67 67.4 (M:67.4) 1 1 0

R.NLQEQISQLQS

ELAR.F Dimethyl: 1

10579 true 2508 1784.9562 1783.9621 1 -7.38 95.31 37.33 54.2 (M:54.2) 1 1 0

K.QTELFAHFIQPA

AQK.T Dimethyl: 1, 15

10580 true 1514 1785.029 1784.0185 1 1.8 201.75 34 49.5 (M:49.5) 2 1 1

K.NKLDFIRPYDVA

NR.K Dimethyl:2H(4): 1, 2

10581 true 565 1785.8256 1784.8186 1 -0.1 247.32 25.83 89.5 (M:89.5) 1 1 0

K.GHIISDGGCSCP

GDVAK.A

Carbamidomethyl: 9, 11; Dimethyl: 

1, 17

10582 true 489 1785.8762 1784.8781 1 -5.13 109.64 23.83 49.1 (M:49.1) 1 1 1

K.TNNVTEHEDTD

KYR.Q Dimethyl:2H(4): 1, 12



10583 true 2414 1785.9276 1784.9381 1 -9.93 171.18 38.17 17.3 (M:17.3) 1 1 1

K.QQQASDVSELQ

QKLR.A Dimethyl: 1

10584 true 2623 1786.8151 1785.815 1 -4 228.58 34.33 66.0 (M:66.0) 1 1 0

K.ICMISSEFCDSH

LR.L

Carbamidomethyl: 2, 9; 

Dimethyl:2H(4): 1

10585 true 1522 1786.8596 1785.8505 1 1.01 161.99 30.5 47.5 (M:47.5) 1 1 0

K.FSNQETCVEIGE

SVR.G

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

10586 true 42 1786.8969 1785.8857 1 2.18 232.15 22.67 116.1 (M:116.1) 1 1 0

R.VQRPEDGSGGS

SPSGVSK.S Dimethyl: 1, 18

10587 true 1758 1786.9253 1785.9094 1 4.83 241.61 31.67 52.1 (M:52.1) 1 1 0

R.VSVENINQLCQ

SAHR.E

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

10588 true 2079 1786.9547 1785.9625 1 -8.42 194.85 33.83 62.4 (M:62.4) 2 1 0

R.ISQPTYIPTQQD

VLR.T Dimethyl: 1

10589 false 2079 1786.9547 1785.9737 1 -14.7 198.55 33.83 47.4 (M:47.4) 2 2 1

R.IARADYIPTQQ

DVLR.T Dimethyl: 1



10590 true 1416 1786.9674 1785.9535 1 3.7 289.97 30.17 96.7 (M:96.7) 2 1 1

R.VFDKEGNGTV

MGAELR.H Dimethyl:2H(4): 1, 4

10591 true 2375 1786.9828 1785.9498 1 14.39 243.29 36 56.5 (M:56.5) 1 1 0

K.AEHVMVPIVTF

NNQR.Q Dimethyl:2H(4): 1

10592 true 3438 1786.9915 1785.9563 1 15.61 237.14 39.83 50.7 (M:50.7) 1 1 0

R.AAVIGDVIQVYS

GSYGR.T Dimethyl:2H(4): 1

10593 false 2360 1787.0274 1786.024 1 -2.22 220.35 36.5 22.9 (M:22.9) 1 2 1

R.VVGSELIQKYLG

DGPK.L Dimethyl: 1, 9, 16

10594 true 3881 1787.058 1786.0291 1 12.11 217.67 43.33 56.5 (M:56.5) 1 51.15 1 0

R.QLLQANPILEAF

GNAK.T Dimethyl:2H(4): 1; Dimethyl: 16

10595 true 3726 1787.1001 1786.0878 1 2.81 236.88 41.33 64.4 (M:64.4) 1 1 1

K.LKEAELLEPLMP

AIR.A Dimethyl:2H(4): 1, 2

10596 true 283 1787.1146 1786.0626 1 24.98 159.06 22.83 18.6 (M:18.6) 1 1 1

R.APVICVLGHVD

TGKTK.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 14; Dimethyl: 16



10597 true 890 1787.8432 1786.8387 1 -1.57 157.04 27 168.3 (M:168.3) 2 1 0

M.AGHDSGSQH

QFTGFQK.Y Dimethyl: 1, 16

10598 true 2665 1787.8465 1786.8382 1 0.58 192.99 43.33 60.2 (M:60.2) 2 94.06 1 0

K.AMGIMNSFVN

DIFER.I Oxidation: 2; Dimethyl: 1

10599 true 3942 1787.852 1786.8382 1 3.66 222.41 44.17 56.3 (M:56.3) 2 50 1 0

K.AMGIMNSFVN

DIFER.I Oxidation: 5; Dimethyl: 1

10600 true 1468 1787.918 1786.9247 1 -7.84 133.41 30.17 33.6 (M:33.6) 1 1 0

K.AENSIILNGTVM

VSPSR.L

10601 true 3510 1787.9966 1786.9891 1 0.12 87.45 47 76.0 (M:76.0) 2 1 0

R.MGGLPNFLANS

FVGTAK.F Dimethyl:2H(4): 1, 17

10602 true 527 1788.7722 1787.7719 1 -3.9 269.09 25.17 43.5 (M:43.5) 1 1 0

K.SHCFNCGSEEH

QIK.D

Carbamidomethyl: 3, 6; Dimethyl: 1, 

14

10603 true 1429 1788.9004 1787.8955 1 -1.34 193.98 29.83 99.9 (M:99.9) 1 1 0

K.KPGQSFQEQVE

HYR.D Dimethyl: 1, 1



10604 true 1563 1788.9339 1787.9327 1 -3.44 216.36 29.67 54.9 (M:54.9) 1 1 0

R.YGVSSMIQSQE

KPDR.V Dimethyl:2H(4): 1, 12

10605 true 2139 1788.9384 1787.9319 1 -0.39 149.08 33.83 53.0 (M:53.0) 1 1 0

R.FLQESNVLYQH

NLR.R Dimethyl: 1

10606 true 1687 1788.942 1787.9356 1 -0.45 244.56 31.67 56.1 (M:56.1) 1 1 0

K.VPVGDQPQDIE

YQIR.D Dimethyl:2H(4): 1

10607 true 2584 1788.9736 1787.9679 1 -0.87 254.22 40.67 86.0 (M:86.0) 1 1 0

R.NLQEQISQLQS

ELAR.F Dimethyl:2H(4): 1

10608 true 3451 1789.9538 1788.9662 1 -11 259.43 41.33 16.1 (M:16.1) 1 1 0

R.WTQTLSELDLAI

PFK.V Dimethyl: 15

10609 true 3164 1789.9753 1788.9556 1 6.92 174.98 39.33 31.7 (M:31.7) 1 1 0

R.SPHENLVPCDV

LLLR.G Carbamidomethyl: 9; Dimethyl: 1

10610 true 1475 1789.9773 1788.9444 1 14.29 213.5 29 26.9 (M:26.9) 2 1 0

R.MLTGPVYSQST

ALTHK.Q Dimethyl: 1, 16



10611 true 1947 1790.084 1789.0851 1 -4.69 133.48 32.67 81.4 (M:81.4) 1 1 1

R.SKVDEAVAVLQ

AHQAK.E Dimethyl:2H(4): 1, 2, 16

10612 true 1015 1790.8644 1789.8846 1 -15.39 162.42 27.67 60.7 (M:60.7) 1 1 0

M.SDNGELEDKPP

APPVR.M Acetyl: 1; Dimethyl: 9

10613 true 2308 1790.8794 1789.8846 1 -6.98 159.1 36.67 33.3 (M:33.3) 1 1 0

K.SYELPDGQVITI

GNER.F

10614 true 2308 1790.8794 1789.8846 1 -6.98 159.1 36.67 33.3 (M:33.3) 1 1 0

K.SYELPDGQVITI

GNER.F

10615 true 2308 1790.8794 1789.8846 1 -6.98 159.1 36.67 33.3 (M:33.3) 1 1 0

K.SYELPDGQVITI

GNER.F

10616 true 3080 1790.8837 1789.8763 1 0.06 168.25 36.17 41.2 (M:41.2) 1 1 0

K.HTTSIFDDFSHY

EK.R Dimethyl:2H(4): 1, 14

10617 true 2862 1790.8972 1789.8887 1 0.73 139.96 43 41.3 (M:41.3) 1 1 0

M.AGISEPYIEIFE

QPR.Q Acetyl: 1



10618 false 2429 1790.9447 1789.8983 1 21.84 38.17 21.6 (M:21.6) 1 2 1

K.MKAHTMTDDV

TFWK.W Dimethyl:2H(4): 2, 14; Oxidation: 6

10619 true 1827 1790.9535 1789.9561 1 -5.52 191.13 32.33 82.7 (M:82.7) 1 1 1

M.SDKPDMAEIEK

FDK.S Dimethyl:2H(4): 3, 11, 14; Acetyl: 1

10620 true 2330 1790.9558 1789.9363 1 6.85 197.3 35.5 41.9 (M:41.9) 1 1 0

K.IFVGGLPYHTTD

SSLR.K Dimethyl: 1

10621 true 811 1790.9836 1789.9674 1 5.03 260.22 27 76.1 (M:76.1) 1 1 1

K.ADTLTPEECQQ

FKK.Q

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 13, 14

10622 false 2310 1791.0037 1789.9988 1 -1.37 238.06 33.83 53.5 (M:53.5) 3 2 1

R.IARADYIPTQQ

DVLR.T Dimethyl:2H(4): 1

10623 false 2310 1791.0037 1789.9938 1 1.44 241.22 33.83 22.3 (M:22.3) 1 3 0

K.VDQIHEIVTGN

PTVIK.M Dimethyl: 16

10624 true 2310 1791.0037 1789.9876 1 4.9 235.47 33.83 72.4 (M:72.4) 3 1 0

R.ISQPTYIPTQQD

VLR.T Dimethyl:2H(4): 1



10625 true 3844 1791.0752 1790.0542 1 7.65 227.29 43.17 131.2 (M:131.2) 2 1 0

R.QLLQANPILEAF

GNAK.T Dimethyl:2H(4): 1, 16

10626 true 864 1791.8346 1790.8257 1 0.86 199.92 26.83 55.9 (M:55.9) 2 1 0

K.SPAAPGQSPTG

SVCYER.N Carbamidomethyl: 14; Dimethyl: 1

10627 true 2666 1791.8718 1790.8633 1 0.69 238.07 43.33 91.0 (M:91.0) 4 99.75 1 0

K.AMGIMNSFVN

DIFER.I Dimethyl:2H(4): 1; Oxidation: 2

10628 true 637 1791.8819 1790.8621 1 6.96 226.61 26.33 64.4 (M:64.4) 2 1 1

K.RPAEDMEEEQ

AFKR.S Dimethyl: 1, 13

10629 true 1812 1791.8903 1790.8509 1 17.93 209.39 32.5 20.9 (M:20.9) 1 1 0

M.SYGRPPPDVE

GMTSLK.V Acetyl: 1; Oxidation: 12

10630 true 2310 1791.9194 1790.9025 1 5.33 161.97 38.17 72.5 (M:72.5) 1 1 0

R.IMEGPAFNYLD

APAVR.V Dimethyl: 1

10631 true 3604 1791.9523 1790.9135 1 17.59 232.18 41 74.5 (M:74.5) 1 1 0

R.SLQSLEASLHA

MESTR.E Dimethyl:2H(4): 1



10632 true 1269 1791.9559 1790.9436 1 2.79 199.27 29 34.0 (M:34.0) 1 1 0

R.DVACGANHTLV

LDSQK.R

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 16

10633 true 731 1792.9001 1791.8891 1 2.07 157.47 24.67 16.7 (M:16.7) 1 1 1

R.HCEPGYSPSYKE

DK.H

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 11, 14

10634 true 1239 1792.921 1791.8876 1 14.59 193.48 28.83 49.2 (M:49.2) 1 1 0

K.LIQNNHYAMD

DVATR.R Dimethyl:2H(4): 1

10635 true 2140 1792.9681 1791.957 1 2.15 129.02 33.83 49.8 (M:49.8) 1 1 0

R.FLQESNVLYQH

NLR.R Dimethyl:2H(4): 1

10636 true 3046 1792.9826 1791.9644 1 6.12 174.36 38.17 20.1 (M:20.1) 2 1 0

K.LPPCFPIQIPPN

DPR.I

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

10637 true 2586 1793.0259 1792.0123 1 3.51 113.2 37.33 49.9 (M:49.9) 1 1 0

K.QTELFAHFIQPA

AQK.T Dimethyl:2H(4): 1, 15

10638 true 1975 1793.7619 1792.7587 1 -2.29 214.41 31 163.9 (M:163.9) 3 1 0

R.FSSCGGGGGSF

GAGGGFGSR.S Carbamidomethyl: 4; Dimethyl: 1



10639 true 3165 1793.9975 1792.9807 1 5.29 250.41 39.33 52.5 (M:52.5) 1 1 0

R.SPHENLVPCDV

LLLR.G

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

10640 true 1759 1794.0404 1793.0299 1 1.78 237.72 31.67 57.8 (M:57.8) 1 1 1

K.GVIVDKDFSHP

QMPK.E Dimethyl:2H(4): 1, 6, 15

10641 true 664 1794.879 1793.8697 1 1.13 197.66 26.17 39.8 (M:39.8) 1 1 0

R.QAPEGHSSEAA

VPYPAR.S Dimethyl: 1

10642 true 2509 1794.8878 1793.9138 1 -18.51 116.96 39 32.1 (M:32.1) 1 1 0

K.FYPPDPAQLTE

DITR.Y Dimethyl:2H(4): 1

10643 true 43 1794.9465 1793.9359 1 1.83 216.77 22.67 83.1 (M:83.1) 1 1 0

R.VQRPEDGSGGS

SPSGVSK.S Dimethyl:2H(4): 1, 18

10644 true 2899 1794.9561 1793.9386 1 5.72 180.11 37.67 59.6 (M:59.6) 1 1 0

R.FMQTFVLAPEG

SVANK.F Dimethyl: 1, 16

10645 true 3738 1795.0396 1794.0325 1 -0.11 190.33 41.33 37.0 (M:37.0) 1 1 1

K.LKEAELLEPLMP

AIR.A Oxidation: 11; Dimethyl: 1, 2



10646 true 2713 1795.8143 1794.8247 1 -9.85 208.35 41.5 133.4 (M:133.4) 2 1 0

-

.MQNDAGEFVDL

YVPR.K Acetyl: 1

10647 true 865 1795.8639 1794.8509 1 3.21 325.12 26.83 51.8 (M:51.8) 2 1 0

K.SPAAPGQSPTG

SVCYER.N

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

10648 true 1096 1795.8919 1794.8475 1 20.7 256.29 28.33 36.3 (M:36.3) 1 1 0

K.IFNDHSATPEDF

QSR.S Dimethyl:2H(4): 1

10649 true 891 1795.8921 1794.8889 1 -2.3 208.28 27 61.0 (M:61.0) 2 1 0

M.AGHDSGSQH

QFTGFQK.Y Dimethyl:2H(4): 1, 16

10650 true 65 1795.8975 1794.8761 1 7.84 218.51 22.83 69.6 (M:69.6) 1 1 0

K.GPPASGPEQSH

HPTVNR.H Dimethyl: 1

10651 true 2842 1795.8995 1794.8723 1 11.06 219.75 36 31.2 (M:31.2) 2 1 0

K.AIELNPSNAVYF

CNR.A Carbamidomethyl: 13; Dimethyl: 1

10652 true 1629 1795.9161 1794.9047 1 2.34 217.14 30.67 37.0 (M:37.0) 1 1 0

K.ASQIGAHTLSG

ACLEPR.S Carbamidomethyl: 13; Dimethyl: 1



10653 true 2311 1795.9448 1794.9276 1 5.48 279.93 38.17 120.1 (M:120.1) 1 1 0

R.IMEGPAFNYLD

APAVR.V Dimethyl:2H(4): 1

10654 true 2189 1795.9719 1794.9588 1 3.22 108.77 34 23.2 (M:23.2) 1 1 0

K.SLELISTAANHS

NAAIR.K Dimethyl: 1

10655 true 2150 1796.8527 1795.8377 1 4.32 135.65 34.67 42.8 (M:42.8) 1 1 0

R.SYQDPSNAQFL

DDIR.R Dimethyl: 1

10656 true 1383 1796.8913 1795.8741 1 5.52 251.4 29.83 42.6 (M:42.6) 1 1 0

K.YEEDGEGVVLY

RPSR.L Dimethyl: 1

10657 true 2353 1796.9413 1795.9291 1 2.77 171.88 32.83 39.6 (M:39.6) 2 1 0

K.VFEGNRPTNSI

MFTK.L Dimethyl: 1, 15

10658 false 1430 1796.9491 1795.9043 1 20.9 209.76 29.83 16.1 (M:16.1) 1 2 1

R.DFDQNQGETV

KHYK.I Dimethyl:2H(4): 1; Dimethyl: 11, 14

10659 true 1430 1796.9491 1795.9457 1 -2.15 184.83 29.83 81.2 (M:81.2) 1 1 0

K.KPGQSFQEQVE

HYR.D Dimethyl:2H(4): 1, 1



10660 true 2365 1796.959 1795.972 1 -11.28 150.91 37.5 37.4 (M:37.4) 1 1 0

R.GPLEYVPPAEV

TVLER.R Dimethyl: 1

10661 true 1693 1797.0235 1796.0473 1 -17.28 178.51 29 45.0 (M:45.0) 1 1 1

R.LIKEDQVEYHEG

LK.S Dimethyl:2H(4): 1, 3, 14

10662 true 2342 1797.0798 1796.0837 1 -6.23 198.52 31.83 56.9 (M:56.9) 1 1 1

K.HPDEPVLLEEP

GIKK.L Dimethyl:2H(4): 1, 14, 15

10663 true 1946 1797.7857 1796.7838 1 -3.01 220.86 31 166.1 (M:166.1) 3 1 0

R.FSSCGGGGGSF

GAGGGFGSR.S

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

10664 true 1476 1798.0273 1796.9946 1 14.15 205.46 29 34.6 (M:34.6) 1 1 0

R.MLTGPVYSQST

ALTHK.Q Dimethyl:2H(4): 1, 16

10665 true 665 1798.9113 1797.8948 1 5.16 284.81 26.17 47.0 (M:47.0) 1 1 0

R.QAPEGHSSEAA

VPYPAR.S Dimethyl:2H(4): 1

10666 true 2168 1798.9338 1797.9196 1 3.84 189.19 32 31.0 (M:31.0) 2 1 0

R.TMQSTQPVHP

TQLFR.T Dimethyl: 1



10667 true 2780 1799.0208 1797.9778 1 19.88 136.35 39.83 65.1 (M:65.1) 1 1 0

R.IHFPLATYAPVV

SAER.A Dimethyl: 1

10668 true 573 1799.8586 1798.8598 1 -4.74 152.7 25.17 42.0 (M:42.0) 1 1 0

K.HSSGVSFTESA

GQNAHK.N Dimethyl: 1, 17

10669 true 2843 1799.9241 1798.8974 1 10.79 206.39 36 63.8 (M:63.8) 2 1 0

K.AIELNPSNAVYF

CNR.A

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

10670 true 66 1799.9265 1798.9013 1 9.97 248.61 22.83 71.5 (M:71.5) 1 1 0

K.GPPASGPEQSH

HPTVNR.H Dimethyl:2H(4): 1

10671 true 638 1799.9315 1798.9123 1 6.61 244.16 26.17 48.0 (M:48.0) 2 1 1

K.RPAEDMEEEQ

AFKR.S Dimethyl:2H(4): 1, 13

10672 true 1630 1799.9429 1798.9298 1 3.22 206.27 30.67 42.0 (M:42.0) 1 1 0

K.ASQIGAHTLSG

ACLEPR.S

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

10673 true 2598 1799.9432 1798.94 1 -2.28 186 34.17 87.2 (M:87.2) 2 1 0

K.HIVLSGGSTMY

PGLPSR.L Dimethyl: 1



10674 false 2466 1799.9908 1798.9573 1 14.59 301.73 33.67 15.4 (M:15.4) 1 3 0

K.VPVGSITMGLP

LTMDPK.K Oxidation: 14; Dimethyl: 17

10675 true 2466 1799.9908 1798.9817 1 1 208.85 33.67 19.5 (M:19.5) 1 1 1

K.QGLNAALFYEN

KDPR.T Dimethyl:2H(4): 1, 12

10676 true 2164 1799.9953 1798.9839 1 2.3 111.19 34 46.2 (M:46.2) 1 1 0

K.SLELISTAANHS

NAAIR.K Dimethyl:2H(4): 1

10677 true 3884 1800.0127 1798.9941 1 6.28 110.92 43.17 37.3 (M:37.3) 1 1 0

K.NLVLPGIGSFTI

VDGNR.V Dimethyl: 1

10678 true 1681 1800.0444 1799.0379 1 -0.46 146.98 30.17 37.6 (M:37.6) 1 1 1

R.LPRPPPPEMPE

SLKK.K Dimethyl: 1, 14, 15

10679 true 1384 1800.9175 1799.8992 1 6.12 255.24 29.83 47.2 (M:47.2) 1 1 0

K.YEEDGEGVVLY

RPSR.L Dimethyl:2H(4): 1

10680 true 2932 1801.0656 1800.0509 1 4.14 183.43 44 32.5 (M:32.5) 1 1 0

K.LLPEALLQELAA

APPAR.A Dimethyl: 1



10681 true 1771 1801.8023 1800.7849 1 5.62 243.7 30.83 91.2 (M:91.2) 1 1 0

R.GNAGQSNYGF

ANSAMER.I Dimethyl: 1

10682 true 3042 1801.8671 1800.8539 1 3.29 201.7 45 72.6 (M:72.6) 1 1 0

K.AMSIMNSFVN

DIFER.L Dimethyl: 1

10683 true 2510 1801.8765 1800.8928 1 -13.05 193.25 39.17 112.1 (M:112.1) 1 1 0

K.GDEEGIPAITID

MSGLR.E Dimethyl: 1

10684 true 2363 1801.9008 1800.8829 1 5.92 188.61 33.17 41.4 (M:41.4) 1 1 0

R.TPPSLENALPQ

CYQR.V Carbamidomethyl: 12; Dimethyl: 1

10685 true 2799 1801.9497 1800.9454 1 -1.67 146.96 34.33 48.9 (M:48.9) 1 1 0

R.NLNTLCINQPD

QALR.T

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

10686 true 2697 1801.9868 1800.992 1 -6.92 119.16 34.83 36.5 (M:36.5) 1 1 0

K.LQPQITMIPPSA

QPPR.T Dimethyl: 1

10687 true 351 1802.859 1801.8555 1 -2.1 137.68 24.33 63.1 (M:63.1) 1 1 1

R.EASLRDEAENT

QANAR.E Dimethyl: 1



10688 true 3237 1802.8755 1801.8491 1 10.62 230.53 38.83 20.6 (M:20.6) 1 1 0

K.QYISAVQMYEN

CLR.K Carbamidomethyl: 12; Dimethyl: 1

10689 true 1737 1802.9524 1801.9484 1 -1.82 269.57 31.83 35.6 (M:35.6) 1 1 1

R.VFDKEGNGTV

MGAELR.H Dimethyl:2H(4): 1, 4; Oxidation: 11

10690 true 1310 1802.9588 1801.9447 1 3.8 246.95 28.5 28.8 (M:28.8) 2 1 0

R.TMQSTQPVHP

TQLFR.T Dimethyl:2H(4): 1

10691 true 2900 1802.9942 1801.9888 1 -1.07 192.35 37.67 24.4 (M:24.4) 1 1 0

R.FMQTFVLAPEG

SVANK.F Dimethyl:2H(4): 1, 16

10692 true 3044 1803.0193 1802.0302 1 -10.09 215.22 37 76.1 (M:76.1) 1 1 1

R.VREEVPLELVEA

HVK.K Dimethyl: 1, 15

10693 true 3739 1803.0825 1802.0827 1 -4.16 237.24 41.33 21.5 (M:21.5) 1 1 1

K.LKEAELLEPLMP

AIR.A Dimethyl:2H(4): 1, 2; Oxidation: 11

10694 true 2905 1803.8369 1802.8331 1 -1.97 276.64 44.67 45.8 (M:45.8) 3 1 0

K.AMGIMNSFVN

DIFER.I Oxidation: 2, 5; Dimethyl: 1



10695 false 2905 1803.8369 1802.8182 1 6.31 301.44 44.67 17.6 (M:17.6) 1 2 0

K.METVNSDSDSE

FGIPK.K Dimethyl:2H(4): 1; Oxidation: 1

10696 true 1801 1803.8832 1802.8734 1 1.42 173.23 31.67 56.1 (M:56.1) 1 1 0

R.QCSDLLSQAQY

HVAR.A Carbamidomethyl: 2; Dimethyl: 1

10697 true 1813 1803.8979 1802.8873 1 1.83 219.54 32.5 59.9 (M:59.9) 1 1 0

M.SYGRPPPDVE

GMTSLK.V Acetyl: 1; Dimethyl: 16

10698 true 2738 1803.9339 1802.9196 1 3.84 242.07 41.5 16.7 (M:16.7) 1 1 1

R.DAAAVSQAGQ

SKAPVMTK.A Oxidation: 16; Dimethyl: 18

10699 true 3306 1803.9759 1802.956 1 6.99 215.32 39.33 73.3 (M:73.3) 2 1 0

R.LTAINILTTCASD

VQR.H Carbamidomethyl: 10; Dimethyl: 1

10700 true 3004 1803.9942 1802.9651 1 12.1 285.48 39.67 102.5 (M:102.5) 2 1 0

K.HIVLSGGSTMY

PGLPSR.L Dimethyl:2H(4): 1

10701 true 2765 1804.0136 1803.0058 1 0.25 224.33 42 40.4 (M:40.4) 1 1 0

K.VSEFDAVIFPGG

FGVAK.N Dimethyl:2H(4): 1, 17



10702 true 3868 1804.0325 1803.0192 1 3.33 206.08 43.17 46.2 (M:46.2) 1 1 0

K.NLVLPGIGSFTI

VDGNR.V Dimethyl:2H(4): 1

10703 true 2303 1804.9252 1803.9268 1 -4.9 185.28 32.83 35.1 (M:35.1) 1 1 0

R.QASNLIDRPAP

YFER.S Dimethyl: 1

10704 true 625 1804.947 1803.9414 1 -0.93 135.36 24.67 23.1 (M:23.1) 2 1 1

K.RELHGQNPVVT

PCNK.Q

Carbamidomethyl: 13; Dimethyl: 1, 

15

10705 true 3629 1805.0036 1803.9883 1 4.42 224.99 40.33 71.2 (M:71.2) 1 1 0

K.GEQLFLEPELVI

PHR.Q Dimethyl: 1

10706 true 2933 1805.0922 1804.076 1 4.94 223.49 44 66.3 (M:66.3) 1 1 0

K.LLPEALLQELAA

APPAR.A Dimethyl:2H(4): 1

10707 true 1772 1805.8267 1804.8101 1 5.22 281.82 30.83 66.8 (M:66.8) 1 1 0

R.GNAGQSNYGF

ANSAMER.I Dimethyl:2H(4): 1

10708 true 565 1805.8415 1804.8162 1 9.95 190.5 24.33 44.6 (M:44.6) 1 1 0

K.HPSKPDPSGEC

NPDLR.L Carbamidomethyl: 11



10709 true 3034 1805.8892 1804.879 1 1.6 252.06 45 72.3 (M:72.3) 1 1 0

K.AMSIMNSFVN

DIFER.L Dimethyl:2H(4): 1

10710 false 3034 1805.8892 1804.908 1 -14.45 250.1 45 15.3 (M:15.3) 1 3 0

K.GHVLSYDGGVA

ASQCPK.E

Carbamidomethyl: 15; 

Dimethyl:2H(4): 17; Dimethyl: 1

10711 false 3034 1805.8892 1804.8376 1 24.54 285.04 45 18.3 (M:18.3) 1 2 0

R.NDFMGSLSFGV

SELMK.M Oxidation: 15; Dimethyl: 16

10712 false 2511 1805.9002 1804.8852 1 4.28 204.87 39.17 17.5 (M:17.5) 1 57.26 2 0

R.QLSVIPPMMFD

AEQR.R Oxidation: 8; Dimethyl: 1

10713 true 2511 1805.9002 1804.9179 1 -13.82 200.76 39.17 109.2 (M:109.2) 1 1 0

K.GDEEGIPAITID

MSGLR.E Dimethyl:2H(4): 1

10714 true 1163 1805.9352 1804.8828 1 24.97 262.93 28.5 81.7 (M:81.7) 1 1 0

K.LVNDGNAHIYV

CGDAR.N

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

10715 true 1577 1805.9819 1804.9742 1 0.21 173.18 28.67 15.9 (M:15.9) 1 1 1

K.ALIVGHKMPGP

HMTPR.F Dimethyl:2H(4): 7; Oxidation: 8, 13



10716 true 2699 1806.0241 1805.0171 1 -0.17 372.35 34.67 30.8 (M:30.8) 1 1 0

K.LQPQITMIPPSA

QPPR.T Dimethyl:2H(4): 1

10717 true 3238 1806.9019 1805.8742 1 11.3 234.48 38.83 35.0 (M:35.0) 1 1 0

K.QYISAVQMYEN

CLR.K

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

10718 true 1891 1806.9374 1805.9384 1 -4.57 164.31 29.83 31.6 (M:31.6) 1 1 1

R.ELEILHTDRDER

PR.V Dimethyl: 1

10719 true 2614 1807.0396 1806.0073 1 13.81 239.72 35.67 69.8 (M:69.8) 1 1 0

K.LVEALCAEHQIN

LIK.V Carbamidomethyl: 6; Dimethyl: 1, 15

10720 true 2473 1807.8753 1806.8582 1 5.43 237.35 39.67 68.0 (M:68.0) 3 1 0

K.AMGIMNSFVN

DIFER.I Dimethyl:2H(4): 1; Oxidation: 2, 5

10721 true 1802 1807.8999 1806.8985 1 -3.25 165.31 31.67 80.7 (M:80.7) 1 1 0

R.QCSDLLSQAQY

HVAR.A

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

10722 true 1814 1807.9215 1806.9124 1 1.03 264.96 32.5 62.5 (M:62.5) 2 1 0

M.SYGRPPPDVE

GMTSLK.V Dimethyl:2H(4): 16; Acetyl: 1



10723 true 2677 1807.9454 1806.9337 1 2.46 213.27 35.5 55.9 (M:55.9) 1 1 0

R.NDGAAIHAAVS

TIAQNAR.T Dimethyl: 1

10724 true 1533 1807.9562 1806.9588 1 -5.46 146.12 30.33 25.3 (M:25.3) 1 1 0

R.LPQNQAHSTLD

STLVR.S Dimethyl: 1

10725 true 3341 1808.001 1806.9811 1 6.95 264.94 39.33 63.9 (M:63.9) 2 1 0

R.LTAINILTTCASD

VQR.H

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

10726 true 919 1808.8334 1807.8224 1 2.04 145.42 27.33 83.9 (M:83.9) 1 1 0

R.TDYNASVSVPD

SSGPER.I Dimethyl: 1

10727 true 1240 1808.9077 1807.8701 1 16.77 191.1 28.83 26.4 (M:26.4) 1 1 0

K.NSLNEGPTSLN

TSYQR.S Dimethyl: 1

10728 false 2304 1808.9504 1807.9519 1 -4.87 229.76 32.83 16.1 (M:16.1) 1 2 0

R.QASNLIDRPAP

YFER.S Dimethyl:2H(4): 1

10729 true 2453 1809.0176 1807.996 1 7.9 198.61 35 35.9 (M:35.9) 2 1 0

K.TLFQPQTSFYSN

LAK.D Dimethyl:2H(4): 1, 15



10730 true 3630 1809.0274 1808.0134 1 3.73 268.06 40.33 82.8 (M:82.8) 1 1 0

K.GEQLFLEPELVI

PHR.Q Dimethyl:2H(4): 1

10731 true 117 1809.8845 1808.8905 1 -7.3 169.03 22.5 87.7 (M:87.7) 1 1 1

R.DEPPESTNKVP

EQQR.Q Dimethyl: 1, 9

10732 true 753 1809.8919 1808.8806 1 2.25 170.98 26.5 38.3 (M:38.3) 1 1 1

K.KHEAFESDLAA

HQDR.V Dimethyl: 1, 1

10733 true 2342 1809.9027 1808.8733 1 12.22 230.05 34 42.4 (M:42.4) 1 1 0

K.YNFHGTAEQDL

PFSK.G Dimethyl: 1, 15

10734 true 1288 1809.9104 1808.8846 1 10.24 222.25 28.83 32.1 (M:32.1) 2 1 0

R.GPPPTDPYGRP

PPYDR.G Dimethyl: 1

10735 true 1604 1809.9263 1808.9309 1 -6.54 147.23 28.67 70.8 (M:70.8) 1 1 1

K.KGYDQEEVFEK

PTR.E Dimethyl: 1, 1, 11

10736 true 2179 1809.9505 1808.9713 1 -15.52 141.72 36.33 37.2 (M:37.2) 1 1 0

K.GPVFAPPYEPLP

ENVK.F Dimethyl: 1, 16



10737 true 2170 1810.0105 1809.0149 1 -6.46 160.04 32.17 111.8 (M:111.8) 3 1 0

K.SLPAAPVPSPV

APAPAPSR.R Dimethyl: 1

10738 true 2820 1810.022 1809.0149 1 -0.07 154.41 35.67 91.1 (M:91.1) 2 1 0

K.IIPLYSTLPPQQ

QQR.I Dimethyl: 1

10739 true 3608 1810.0381 1809.0164 1 7.96 137.15 48.67 78.5 (M:78.5) 2 1 0

R.TINLYPLTNYTF

GTK.E Dimethyl:2H(4): 1, 15

10740 true 1717 1810.8741 1809.8584 1 4.68 146.8 31.67 27.2 (M:27.2) 1 1 0

R.NQYDNDVTVW

SPQGR.I Dimethyl:2H(4): 1

10741 true 2666 1810.8783 1809.8502 1 11.52 191.84 35.83 117.6 (M:117.6) 2 1 0

K.FDTGNLCMVT

GGANLGR.I Carbamidomethyl: 7; Dimethyl: 1

10742 false 1738 1810.9285 1809.8852 1 19.85 196.62 32 15.5 (M:15.5) 1 6 1

R.EQSVLMESSIEK

CVK.E

Carbamidomethyl: 13; Oxidation: 6; 

Dimethyl: 1

10743 true 1738 1810.9285 1809.9261 1 -2.73 282.66 32 99.4 (M:99.4) 1 1 1

R.VFDKDGNGYIS

AAELR.H Dimethyl: 1, 4



10744 false 1738 1810.9285 1809.9295 1 -4.59 313.07 32 16.9 (M:16.9) 1 4 0

-

.MNVEHEISLLVEE

IR.R

10745 true 2736 1810.961 1809.9737 1 -11.02 192.55 33.83 67.3 (M:67.3) 1 1 0

K.HLEINPDHPIVE

TLR.Q Dimethyl: 1

10746 true 1804 1810.9884 1809.9771 1 2.2 166.78 30.17 36.8 (M:36.8) 1 1 0

K.VGNVIDPITGKP

CAGTR.F

Carbamidomethyl: 13; Dimethyl: 1, 

11

10747 true 3171 1811.0843 1810.0804 1 -1.84 220.38 37 68.2 (M:68.2) 1 1 1

R.VREEVPLELVEA

HVK.K Dimethyl:2H(4): 1, 15

10748 true 2739 1811.8119 1810.8196 1 -8.24 243.68 41.5 80.0 (M:80.0) 1 1 0

-

.MQNDAGEFVDL

YVPR.K Acetyl: 1; Oxidation: 1

10749 true 2678 1811.9669 1810.9588 1 0.49 225.33 35.5 50.6 (M:50.6) 1 1 0

R.NDGAAIHAAVS

TIAQNAR.T Dimethyl:2H(4): 1

10750 true 1534 1811.9861 1810.9839 1 -2.83 255.1 30.17 51.6 (M:51.6) 1 1 0

R.LPQNQAHSTLD

STLVR.S Dimethyl:2H(4): 1



10751 true 1841 1812.8096 1811.8043 1 -1.07 219.47 32.67 26.6 (M:26.6) 2 1 0

R.STAYEDYYYYPP

PR.M Dimethyl: 1

10752 true 920 1812.8583 1811.8475 1 1.91 164.78 27.33 96.3 (M:96.3) 1 1 0

R.TDYNASVSVPD

SSGPER.I Dimethyl:2H(4): 1

10753 true 1892 1812.879 1811.8836 1 -6.58 131.48 29.83 40.1 (M:40.1) 1 1 0

K.LHAVNSQECEV

LTER.W Carbamidomethyl: 9; Dimethyl: 1

10754 true 3430 1812.9296 1811.9206 1 0.95 183.45 39 92.5 (M:92.5) 1 1 0

K.NPNQVYLVDYG

LAYR.Y Dimethyl: 1

10755 true 1241 1812.9306 1811.8952 1 15.56 274.46 28.83 57.6 (M:57.6) 1 1 0

K.NSLNEGPTSLN

TSYQR.S Dimethyl:2H(4): 1

10756 true 195 1812.9502 1811.9377 1 2.84 217.08 24.17 92.7 (M:92.7) 1 1 0

K.QQPVAGSSDSK

PVDVSR.L Dimethyl: 1, 11

10757 true 1949 1812.9644 1812.0006 1 -23.99 178.18 32.83 28.7 (M:28.7) 1 1 0

R.QEGPPHEVLRP

GSLLR.D Dimethyl: 1



10758 true 626 1812.9953 1811.9916 1 -1.97 151.18 24.67 29.1 (M:29.1) 2 1 1

K.RELHGQNPVVT

PCNK.Q

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 15

10759 false 2763 1813.0375 1812.0186 1 6.45 160.52 39.83 40.6 (M:40.6) 1 58.77 2 0

R.IHFPLVTYAPVIS

AEK.A Dimethyl: 1

10760 true 2763 1813.0375 1812.0186 1 6.45 134.43 39.83 85.1 (M:85.1) 1 1 0

R.IHFPLATYAPVIS

AEK.A Dimethyl: 1, 16

10761 true 1223 1813.9099 1812.9097 1 -3.89 187.07 28.83 32.4 (M:32.4) 2 1 0

R.GPPPTDPYGRP

PPYDR.G Dimethyl:2H(4): 1

10762 true 1448 1813.9517 1812.9581 1 -7.59 210.49 30.33 19.4 (M:19.4) 1 1 1

K.IRLESEEEGVPS

TAIR.E Dimethyl: 1

10763 true 1224 1814.0538 1813.04 1 3.61 232.59 28.5 102.2 (M:102.2) 3 1 0

K.SLPAAPVPSPV

APAPAPSR.R Dimethyl:2H(4): 1

10764 true 2434 1814.0568 1813.04 1 5.27 312.72 38.17 78.3 (M:78.3) 2 1 0

K.IIPLYSTLPPQQ

QQR.I Dimethyl:2H(4): 1



10765 true 2482 1814.8886 1813.8753 1 3.33 223.53 35.83 130.3 (M:130.3) 1 1 0

K.FDTGNLCMVT

GGANLGR.I

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

10766 true 2286 1814.9263 1813.8999 1 10.51 178.92 33.83 46.4 (M:46.4) 1 1 0

K.EYLNPLHYTGPP

TER.A Dimethyl: 1

10767 true 2991 1814.9545 1813.9686 1 -11.83 168.4 35.67 102.7 (M:102.7) 1 1 0

K.HLEINPDHSIIET

LR.Q Dimethyl: 1

10768 true 2737 1814.994 1813.9988 1 -6.68 172.2 33.83 66.1 (M:66.1) 1 1 0

K.HLEINPDHPIVE

TLR.Q Dimethyl:2H(4): 1

10769 true 2615 1815.0911 1814.0576 1 14.45 242.05 35.67 40.9 (M:40.9) 1 1 0

K.LVEALCAEHQIN

LIK.V

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 15

10770 true 1953 1815.8866 1814.8588 1 11.31 176.37 31.5 17.8 (M:17.8) 1 1 0

R.YSQNFQTNYPL

QER.N Dimethyl: 1

10771 true 2625 1815.9381 1814.9349 1 -2.24 107.74 34.17 24.4 (M:24.4) 1 1 0

K.HIVLSGGSTMY

PGLPSR.L Oxidation: 10; Dimethyl: 1



10772 true 2468 1815.9561 1814.9265 1 12.29 154.09 36 67.9 (M:67.9) 1 1 0

R.YHDPNFVPAAF

VCSK.C

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 15

10773 false 2468 1815.9561 1814.9626 1 -7.55 143.86 36 16.5 (M:16.5) 1 2 1

R.IGVPSATDIIKAS

SDDAK.K Dimethyl: 11

10774 true 1451 1816.826 1815.8428 1 -13.24 229.48 30.5 76.1 (M:76.1) 1 1 0

R.FSSNSSATAGYY

PSPPR.A Dimethyl: 1

10775 true 1842 1816.8374 1815.8294 1 0.43 262.38 32.67 66.5 (M:66.5) 2 1 0

R.STAYEDYYYYPP

PR.M Dimethyl:2H(4): 1

10776 true 1893 1816.9083 1815.9087 1 -4.21 194.68 29.83 65.4 (M:65.4) 1 1 0

K.LHAVNSQECEV

LTER.W

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

10777 true 2484 1816.9293 1815.9246 1 -1.4 109.18 36.5 18.8 (M:18.8) 1 1 0

R.FLFENQTPAHV

YYR.W Dimethyl:2H(4): 1

10778 true 3431 1816.9564 1815.9457 1 1.84 249.74 39 88.8 (M:88.8) 1 1 0

K.NPNQVYLVDYG

LAYR.Y Dimethyl:2H(4): 1



10779 true 1980 1817.0212 1816.0257 1 -6.5 152.09 32.83 53.3 (M:53.3) 1 1 0

R.QEGPPHEVLRP

GSLLR.D Dimethyl:2H(4): 1

10780 true 2955 1817.8602 1816.8488 1 2.28 217.09 44 45.0 (M:45.0) 1 86.8 1 0

K.AMSIMNSFVN

DIFER.L Oxidation: 2; Dimethyl: 1

10781 true 2259 1817.9293 1816.9254 1 -1.87 253.55 32.67 35.4 (M:35.4) 1 1 1

R.RGPCIIYNEDNG

IIR.A Carbamidomethyl: 4; Dimethyl: 1

10782 true 755 1817.9507 1816.9308 1 6.98 249.82 26.5 72.6 (M:72.6) 1 1 1

K.KHEAFESDLAA

HQDR.V Dimethyl:2H(4): 1, 1

10783 true 2288 1818.0214 1817.0071 1 3.89 170.41 33.5 48.1 (M:48.1) 2 1 0

K.VMYTPMAPGN

YLIGVK.Y Dimethyl:2H(4): 1, 16

10784 true 1545 1818.8358 1817.815 1 7.42 224.4 30.67 39.7 (M:39.7) 1 1 0

K.CCLTYCFNKPED

K.-

Carbamidomethyl: 1, 2, 6; Dimethyl: 

1, 9, 13

10785 true 2077 1818.8596 1817.8491 1 1.77 275.89 32.17 39.8 (M:39.8) 1 1 0

R.AFPMPGEPQC

PGSQAGR.R

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1



10786 true 1792 1818.898 1817.8925 1 -0.99 275.59 30.67 26.7 (M:26.7) 1 1 0

K.GCITIIGGGDTA

TCCAK.W

Carbamidomethyl: 2, 14, 15; 

Dimethyl:2H(4): 1, 17

10787 true 2295 1818.901 1817.9159 1 -12.22 166.48 36.67 84.4 (M:84.4) 3 1 0

K.SYELPDGQVITI

GNER.F Dimethyl: 1

10788 true 2295 1818.901 1817.9159 1 -12.22 166.48 36.67 84.4 (M:84.4) 3 1 0

K.SYELPDGQVITI

GNER.F Dimethyl: 1

10789 true 2295 1818.901 1817.9159 1 -12.22 166.48 36.67 84.4 (M:84.4) 3 1 0

K.SYELPDGQVITI

GNER.F Dimethyl: 1

10790 true 2311 1818.9462 1817.925 1 7.64 312.62 33.83 43.9 (M:43.9) 1 1 0

K.EYLNPLHYTGPP

TER.A Dimethyl:2H(4): 1

10791 true 2019 1818.9498 1817.9362 1 3.44 209.42 33 44.0 (M:44.0) 1 1 0

K.TPGVVENHGYF

LNPSR.S Dimethyl:2H(4): 1

10792 true 1739 1818.9804 1817.9763 1 -1.77 300.79 32 103.7 (M:103.7) 1 1 1

R.VFDKDGNGYIS

AAELR.H Dimethyl:2H(4): 1, 4



10793 true 3016 1818.9931 1817.9938 1 -4.36 200.21 35.67 122.1 (M:122.1) 1 1 0

K.HLEINPDHSIIET

LR.Q Dimethyl:2H(4): 1

10794 true 986 1819.7527 1818.7517 1 -3.45 219.13 24.67 119.4 (M:119.4) 2 1 0

R.GGSGGSYGGG

GSGGGYGGGSGS

R.G Dimethyl: 1

10795 true 527 1819.8588 1818.8748 1 -12.8 138.84 25.17 44.1 (M:44.1) 1 1 0

K.SPSPAPADPAP

AVQEDSR.T Dimethyl: 1

10796 true 2220 1819.8981 1818.8611 1 16.34 119.07 37 32.4 (M:32.4) 1 1 0

R.QITQVYGFYDE

CLR.K Carbamidomethyl: 12; Dimethyl: 1

10797 true 599 1819.9259 1818.9338 1 -8.36 97.9 25.83 16.9 (M:16.9) 1 1 0

R.YLESHPCPPKPD

PAK.S

Carbamidomethyl: 7; Dimethyl: 1, 

10, 15

10798 true 2906 1819.955 1818.9426 1 2.82 211.41 43.5 28.7 (M:28.7) 1 1 0

R.SGCNAELGGFA

GLFDLK.A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 17

10799 true 3171 1820.043 1819.0477 1 -6.57 164.89 40.67 63.4 (M:63.4) 1 1 0

K.VVVVGNPANT

NCLIASK.S

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 17



10800 true 2427 1820.0581 1819.0443 1 3.54 150.06 34.33 17.1 (M:17.1) 1 1 0

K.NANKPQLDEIV

PVYR.R Dimethyl:2H(4): 1, 4

10801 true 1983 1820.8494 1819.8588 1 -9.17 105.83 33.33 15.8 (M:15.8) 1 1 0

K.DNFTLIPEGTNG

TEER.M Dimethyl: 1

10802 true 1452 1820.8531 1819.8679 1 -12.13 266.68 30.5 26.2 (M:26.2) 1 1 0

R.FSSNSSATAGYY

PSPPR.A Dimethyl:2H(4): 1

10803 true 1468 1820.9054 1819.8788 1 10.63 134.97 30 42.3 (M:42.3) 1 1 0

R.INPDHNFPVSS

HCLR.A Carbamidomethyl: 13; Dimethyl: 1

10804 true 2575 1820.9232 1819.9138 1 1.13 144.28 33 21.4 (M:21.4) 1 1 1

R.KMNVSPDVNY

EELAR.C Dimethyl: 1, 1

10805 true 2300 1820.9699 1819.9468 1 8.64 190.44 37.83 45.3 (M:45.3) 1 1 0

R.GLIVYQLENQPS

EFR.R Dimethyl: 1

10806 true 3740 1820.9828 1819.968 1 4.15 266.28 41.33 60.8 (M:60.8) 1 1 0

K.NVVSLLSSASTP

SIDFR.Q Dimethyl: 1



10807 true 196 1820.9996 1819.988 1 2.41 282.02 24.17 47.1 (M:47.1) 1 1 0

K.QQPVAGSSDSK

PVDVSR.L Dimethyl:2H(4): 1, 11

10808 true 3998 1821.0372 1820.0566 1 -14.6 282.66 45.67 15.2 (M:15.2) 1 1 1

K.LKTVGLSCVLNI

GACK.L

Carbamidomethyl: 8, 15; 

Dimethyl:2H(4): 2; Dimethyl: 1, 16

10809 true 2764 1821.0887 1820.0688 1 6.93 170.8 39.83 96.4 (M:96.4) 1 1 0

R.IHFPLATYAPVIS

AEK.A Dimethyl:2H(4): 1, 16

10810 true 2956 1821.8853 1820.8739 1 2.28 273.71 44 85.6 (M:85.6) 1 99.95 1 0

K.AMSIMNSFVN

DIFER.L Dimethyl:2H(4): 1; Oxidation: 2

10811 true 2260 1821.9548 1820.9505 1 -1.65 286.48 32.67 34.2 (M:34.2) 1 1 1

R.RGPCIIYNEDNG

IIR.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

10812 true 2559 1821.9554 1820.9672 1 -10.48 197.67 40.5 53.1 (M:53.1) 1 1 0

R.QLGYTIGEVPIS

FVDR.V Dimethyl: 1

10813 false 2559 1821.9554 1820.9897 1 -22.81 134.3 40.5 16.9 (M:16.9) 1 2 1

R.NPPPNTDPGVR

IFTIR.G Dimethyl: 1



10814 true 1605 1822.0003 1821.0062 1 -7.21 123.56 28.67 50.0 (M:50.0) 1 1 1

K.KGYDQEEVFEK

PTR.E Dimethyl:2H(4): 1, 1, 11

10815 true 2048 1822.9385 1821.941 1 -5.37 192.74 34.33 120.6 (M:120.6) 5 1 0

K.SYELPDGQVITI

GNER.F Dimethyl:2H(4): 1

10816 true 2048 1822.9385 1821.941 1 -5.37 192.74 34.33 120.6 (M:120.6) 5 1 0

K.SYELPDGQVITI

GNER.F Dimethyl:2H(4): 1

10817 true 2048 1822.9385 1821.941 1 -5.37 192.74 34.33 120.6 (M:120.6) 5 1 0

K.SYELPDGQVITI

GNER.F Dimethyl:2H(4): 1

10818 true 987 1823.7787 1822.7768 1 -2.96 261.71 24.67 182.9 (M:182.9) 2 1 0

R.GGSGGSYGGG

GSGGGYGGGSGS

R.G Dimethyl:2H(4): 1

10819 true 979 1823.8365 1822.8333 1 -2.24 146.39 27.5 54.0 (M:54.0) 1 1 0

M.AEPHQDITTVE

EQER.Q Acetyl: 1

10820 false 2221 1823.9357 1822.8957 1 17.89 299.37 36.83 15.7 (M:15.7) 1 2 0

K.AGTGSVELLGA

MAYCAPK.Q Carbamidomethyl: 15; Dimethyl: 18



10821 true 2221 1823.9357 1822.8862 1 23.14 221.7 36.83 70.8 (M:70.8) 1 1 0

R.QITQVYGFYDE

CLR.K

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

10822 true 3144 1824.0298 1823.0314 1 -4.88 155.91 36.67 22.2 (M:22.2) 1 1 0

R.TIRPMDIETVEA

SVAK.T Dimethyl:2H(4): 1, 16

10823 true 3244 1824.0315 1823.0227 1 0.83 283.67 39.83 29.5 (M:29.5) 1 1 0

K.ANIVPLMLSSPE

QIQK.Q Dimethyl: 1, 16

10824 true 1469 1824.9034 1823.9039 1 -4.27 250.78 30 44.3 (M:44.3) 1 1 0

R.INPDHNFPVSS

HCLR.A

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

10825 true 1069 1824.9145 1823.9166 1 -5.16 247.7 27.33 46.1 (M:46.1) 1 1 0

K.HHATYVNNLN

VTEEK.Y Dimethyl: 1, 15

10826 true 179 1824.9366 1823.9238 1 2.99 241.92 23.5 32.7 (M:32.7) 2 1 1

K.ERPSVESSEDRP

PRR.E Dimethyl: 1

10827 true 986 1824.9568 1823.949 1 0.28 256.02 27.33 52.1 (M:52.1) 1 1 0

K.AQAGEGNKPN

SANLELR.M Dimethyl: 1, 8



10828 true 3741 1825.0069 1823.9931 1 3.58 273.49 41.33 66.1 (M:66.1) 1 1 0

K.NVVSLLSSASTP

SIDFR.Q Dimethyl:2H(4): 1

10829 true 1696 1825.9046 1824.904 1 -3.67 150.79 31.33 30.7 (M:30.7) 1 1 1

K.KQELEEICHDLE

AR.V Carbamidomethyl: 8; Dimethyl: 1, 1

10830 true 2685 1825.9744 1824.9985 1 -17.21 167.63 41.17 30.7 (M:30.7) 1 1 0

R.EVIELPLTNPELF

QR.V Dimethyl: 1

10831 true 2560 1825.9988 1824.9924 1 -0.47 251.82 40.5 45.2 (M:45.2) 1 1 0

R.QLGYTIGEVPIS

FVDR.V Dimethyl:2H(4): 1

10832 true 206 1826.8453 1825.8442 1 -3.39 154.44 23.17 47.1 (M:47.1) 1 1 0

R.EAPDTQNGVA

ENETPAR.C Dimethyl: 1

10833 true 1067 1826.8758 1825.9058 1 -20.37 206.75 27.5 15.5 (M:15.5) 1 50 1 1

R.KQTGDYTITAE

NASGSK.S Dimethyl: 1, 17

10834 true 2225 1826.9214 1825.9145 1 -0.2 224.41 32.67 83.9 (M:83.9) 1 1 0

K.IFVGGIPHNCGE

TELR.E Carbamidomethyl: 10; Dimethyl: 1



10835 true 2899 1826.9226 1825.9251 1 -5.32 189.89 43.33 39.5 (M:39.5) 1 1 0

K.AFIPAIDSFGFET

DLR.T Dimethyl: 1

10836 true 1960 1827.8314 1826.8291 1 -2.74 194 33.83 58.1 (M:58.1) 1 1 0

K.MTNGFSGADLT

EICQR.A Carbamidomethyl: 14; Dimethyl: 1

10837 true 2612 1827.9162 1826.9203 1 -6.2 155.57 40.67 31.8 (M:31.8) 1 1 0

K.AYLPVNESFGFT

ADLR.S Dimethyl: 1

10838 true 2243 1827.9213 1826.8945 1 10.67 204.79 33.5 80.3 (M:80.3) 1 1 0

K.AADGASQCVT

DISHLVR.K Carbamidomethyl: 8; Dimethyl: 1

10839 true 548 1827.952 1826.9486 1 -2.12 173.33 24.33 53.3 (M:53.3) 2 1 1

K.RGPEVTSQGVQ

TSGPGSK.Q Dimethyl: 1, 18

10840 true 3245 1827.9974 1826.989 1 0.6 118.1 40 16.5 (M:16.5) 1 1 1

K.DWDALNENIILL

SKR.R Dimethyl: 14

10841 true 3381 1828.0394 1827.0254 1 3.64 224.51 39.5 26.8 (M:26.8) 1 1 0

R.QVALVGQEPVL

FSGSIR.D Dimethyl: 1



10842 true 180 1828.9592 1827.9489 1 1.61 337.31 23.5 32.9 (M:32.9) 1 1 1

K.ERPSVESSEDRP

PRR.E Dimethyl:2H(4): 1

10843 true 3166 1828.9653 1827.9479 1 5.54 222.33 39.33 57.1 (M:57.1) 1 1 0

R.AEVLGDIIQVYS

GSHGR.T Dimethyl: 1

10844 true 2576 1828.9671 1827.964 1 -2.33 175.9 33 46.4 (M:46.4) 1 1 1

R.KMNVSPDVNY

EELAR.C Dimethyl:2H(4): 1, 1

10845 true 1274 1829.0093 1827.9731 1 15.83 301.76 29.17 102.0 (M:102.0) 1 1 1

R.NDTKEDVFVHQ

TAIK.K Dimethyl: 1, 4, 15

10846 true 566 1829.9042 1828.8955 1 0.73 124.73 24.33 106.7 (M:106.7) 1 1 1

K.NQTAEKEEFEH

QQK.E Dimethyl: 1, 6, 14

10847 true 1484 1829.959 1828.9481 1 2 185.73 30.33 34.8 (M:34.8) 1 1 1

K.CATITPDEARVE

EFK.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 15

10848 true 2686 1829.9976 1829.0237 1 -18.22 177.69 41.17 33.8 (M:33.8) 1 1 0

R.EVIELPLTNPELF

QR.V Dimethyl:2H(4): 1



10849 true 2906 1830.0162 1828.9869 1 12.04 197.75 37 48.4 (M:48.4) 1 1 0

K.ALEQLNGFELA

GRPMK.V Dimethyl: 1, 16

10850 true 1546 1830.9046 1829.8904 1 3.79 254.44 30.67 38.4 (M:38.4) 1 1 0

K.CCLTYCFNKPED

K.-

Carbamidomethyl: 1, 2, 6; 

Dimethyl:2H(4): 1, 9, 13

10851 true 3027 1830.9438 1829.9134 1 12.6 233.8 38 43.0 (M:43.0) 2 1 0

R.GPPPLMDFGG

DSKPFGR.M Dimethyl: 1, 13

10852 true 2226 1830.9463 1829.9396 1 -0.35 308.99 32.67 107.3 (M:107.3) 1 1 0

K.IFVGGIPHNCGE

TELR.E

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

10853 true 3068 1830.9501 1829.9557 1 -7.06 254.04 46.33 65.1 (M:65.1) 1 1 0

-

.MDTGVIEGGLNV

TLTIR.L Acetyl: 1

10854 true 2883 1830.9555 1829.9502 1 -1.05 190.25 43.33 44.1 (M:44.1) 1 1 0

K.AFIPAIDSFGFET

DLR.T Dimethyl:2H(4): 1

10855 true 3054 1831.0075 1830.009 1 -4.82 208.49 37.33 28.4 (M:28.4) 1 1 0

R.LYGPTNFSPIIN

HVAR.F Dimethyl:2H(4): 1



10856 true 119 1831.0258 1829.9999 1 10.12 268.13 23 43.7 (M:43.7) 1 1 0

K.TKPKPQAEASP

GPADPR.K Dimethyl: 1, 2, 4

10857 true 2226 1831.0477 1830.0491 1 -4.71 229.77 34.33 59.0 (M:59.0) 1 1 0

K.AAASGIPYHNEI

PVSLK.E Dimethyl:2H(4): 1, 17

10858 true 1984 1831.8489 1830.8542 1 -6.9 197.06 33.83 95.5 (M:95.5) 1 1 0

K.MTNGFSGADLT

EICQR.A

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

10859 true 2244 1831.9466 1830.9196 1 10.74 265.74 33.67 89.3 (M:89.3) 1 1 0

K.AADGASQCVT

DISHLVR.K

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

10860 false 2244 1831.9466 1830.9276 1 6.35 396.95 33.67 20.0 (M:20.0) 1 2 1

K.ADFCIIHYAGKV

DYK.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

10861 false 2244 1831.9466 1830.9276 1 6.35 396.95 33.67 20.0 (M:20.0) 1 2 1

K.ADFCIIHYAGKV

DYK.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

10862 true 3163 1831.9498 1830.9451 1 -1.38 150.72 38.17 30.3 (M:30.3) 2 1 0

R.LGPNYLQIPVN

CPYR.A Carbamidomethyl: 12; Dimethyl: 1



10863 true 2586 1831.9598 1830.9454 1 3.91 187.96 40.5 24.2 (M:24.2) 1 1 0

K.AYLPVNESFGFT

ADLR.S Dimethyl:2H(4): 1

10864 true 1501 1831.9857 1830.988 1 -5.24 191.99 30 28.1 (M:28.1) 1 1 0

R.VFYELQHSDKP

VGTK.K Dimethyl: 1, 10, 15

10865 true 1880 1832.0427 1831.0254 1 5.5 228.03 32.17 27.0 (M:27.0) 1 1 0

K.VVPTPNNGSAE

LVPLHR.D Dimethyl:2H(4): 1

10866 true 3343 1832.0635 1831.0505 1 3.11 215.15 39.5 34.4 (M:34.4) 1 1 0

R.QVALVGQEPVL

FSGSIR.D Dimethyl:2H(4): 1

10867 true 3224 1832.0765 1831.0729 1 -1.98 237.37 39.83 17.6 (M:17.6) 1 1 0

K.ANIVPLMLSSPE

QIQK.Q Dimethyl:2H(4): 1, 16

10868 true 609 1832.8187 1831.8411 1 -16.19 139.01 25.67 37.0 (M:37.0) 1 1 0

K.SEPPAEAEPPAE

PCAPR.E Carbamidomethyl: 14; Dimethyl: 1

10869 true 1875 1832.8659 1831.8701 1 -6.21 163.89 32.67 75.3 (M:75.3) 1 1 0

R.AQQEDALAQQ

AFEEAR.R Dimethyl: 1



10870 true 680 1832.8728 1831.8411 1 13.36 200.56 26.33 38.7 (M:38.7) 1 1 1

K.SDVNKEYYTQN

MER.E Dimethyl: 1, 5

10871 true 350 1832.8989 1831.8887 1 1.59 276.95 24.83 104.9 (M:104.9) 1 1 0

R.IHEGCEEPATH

NALAK.I Carbamidomethyl: 5; Dimethyl: 1, 16

10872 true 2512 1832.9284 1831.9468 1 -14.05 166.3 39.17 26.4 (M:26.4) 1 1 0

R.QEIFQEQLGAIP

EFR.G Dimethyl: 1

10873 true 1070 1832.9715 1831.9668 1 -1.44 320.6 27.33 62.1 (M:62.1) 1 1 0

K.HHATYVNNLN

VTEEK.Y Dimethyl:2H(4): 1, 15

10874 true 2274 1832.9715 1831.968 1 -2.06 240.83 38.67 114.5 (M:114.5) 2 1 0

R.AAVPSGASTGIY

EALELR.D Dimethyl: 1

10875 false 3538 1832.9745 1832.0118 1 -24.31 144.91 39.83 19.6 (M:19.6) 1 2 1

R.FLMKLSHETVTI

ELK.N Oxidation: 3; Dimethyl: 15

10876 true 3167 1832.988 1831.973 1 4.21 269.01 39.33 62.9 (M:62.9) 1 1 0

R.AEVLGDIIQVYS

GSHGR.T Dimethyl:2H(4): 1



10877 true 987 1833.0072 1831.9992 1 0.39 333.24 27.33 62.2 (M:62.2) 1 1 0

K.AQAGEGNKPN

SANLELR.M Dimethyl:2H(4): 1, 8

10878 false 987 1833.0072 1832.0143 1 -7.83 272.43 27.33 17.7 (M:17.7) 1 2 1

K.QSTDEEVTSLAK

SLIK.S Dimethyl: 1, 12, 16

10879 true 3378 1833.1221 1832.1011 1 7.46 272.82 41.83 39.5 (M:39.5) 1 1 0

K.ALESPERPFLAIL

GGAK.V Dimethyl:2H(4): 1, 17

10880 true 980 1833.9352 1832.9145 1 7.33 122.65 27.5 18.0 (M:18.0) 1 1 1

K.EYAENIGDGKN

QEFR.E Dimethyl:2H(4): 1, 10

10881 true 1697 1833.9532 1832.9542 1 -4.49 226.81 31.33 88.2 (M:88.2) 1 1 1

K.KQELEEICHDLE

AR.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 1

10882 false 1914 1833.9866 1832.9342 1 24.58 301.4 32.17 15.4 (M:15.4) 1 4 0

K.DMEEILYTLGLH

LSR.A Oxidation: 2; Dimethyl: 1

10883 true 1480 1833.9969 1832.9604 1 15.96 291.87 29.33 23.4 (M:23.4) 2 1 0

R.VMLGETNPADS

KPGTIR.G Dimethyl:2H(4): 1; Oxidation: 2



10884 false 1629 1834.0074 1832.9604 1 21.63 232.2 30.33 16.1 (M:16.1) 1 30.97 2 0

R.VMLGETNPADS

KPGTIR.G Dimethyl:2H(4): 12; Oxidation: 2

10885 true 1547 1834.8644 1833.839 1 9.9 266.28 30.17 31.2 (M:31.2) 1 1 0

R.EANFTVSSMHG

DMPQK.E Dimethyl: 1, 16

10886 true 2166 1834.8959 1833.9043 1 -8.57 173.03 34.83 28.4 (M:28.4) 1 1 0

K.GVLQVYDLGQD

GQGMAR.V Dimethyl: 1

10887 true 2715 1834.9087 1833.9221 1 -11.27 190.95 41.5 80.2 (M:80.2) 1 1 0

R.GDADQATNILA

SFGLSAR.D Dimethyl: 1

10888 true 1578 1835.814 1834.8091 1 -1.27 246.22 31.17 80.1 (M:80.1) 2 1 0

K.AGLDGENIGNC

PFCQR.L

Carbamidomethyl: 11, 14; Dimethyl: 

1

10889 true 402 1835.9644 1834.9952 1 -20.7 274.55 25 25.6 (M:25.6) 1 1 1

K.RNFILDQTNVS

AAAQR.R Dimethyl:2H(4): 1

10890 false 3164 1835.9737 1834.9446 1 11.93 252.1 38.17 21.9 (M:21.9) 1 2 1

K.KPLNAFMLYMK

EMR.A Dimethyl:2H(4): 11; Oxidation: 7, 10



10891 false 3164 1835.9737 1834.9446 1 11.93 252.1 38.17 21.9 (M:21.9) 1 2 1

K.KPLNAFMLYMK

EMR.A Dimethyl:2H(4): 11; Oxidation: 7, 10

10892 true 2430 1835.9738 1834.9577 1 4.78 198.04 33 77.2 (M:77.2) 2 1 0

R.AGYSAATLPVT

AQPAAYR.A Dimethyl: 1

10893 true 2500 1835.9883 1834.9702 1 5.89 270.64 35.67 50.2 (M:50.2) 2 1 0

R.LGPNYLQIPVN

CPYR.A

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

10894 true 728 1836.002 1834.9989 1 -2.25 237.07 23 38.3 (M:38.3) 2 1 1

K.RGPEVTSQGVQ

TSGPGSK.Q Dimethyl:2H(4): 1, 18

10895 true 1876 1836.8888 1835.8952 1 -7.45 157.98 32.67 52.8 (M:52.8) 1 1 0

R.AQQEDALAQQ

AFEEAR.R Dimethyl:2H(4): 1

10896 true 1898 1836.9525 1835.9545 1 -5.07 228.19 33 30.7 (M:30.7) 1 1 1

R.YLAEKYEWDVT

EAR.K Dimethyl:2H(4): 1, 5

10897 true 494 1836.9738 1835.9693 1 -1.5 176.08 25 19.6 (M:19.6) 1 1 0

R.NSPVERPLPGH

PPDHR.A Dimethyl:2H(4): 1



10898 false 2275 1836.9985 1836.0083 1 -9.31 272.08 38.67 17.6 (M:17.6) 2 3 1

R.AVIYNPATQAD

WTAKK.L Dimethyl:2H(4): 1; Dimethyl: 15

10899 true 2275 1836.9985 1835.9931 1 -1.01 256.94 38.67 179.3 (M:179.3) 2 1 0

R.AAVPSGASTGIY

EALELR.D Dimethyl:2H(4): 1

10900 false 3539 1836.9999 1836.0083 1 -8.55 243.44 39.83 15.4 (M:15.4) 1 50 5 1

R.AVIYNPATQAD

WTAKK.L Dimethyl:2H(4): 1; Dimethyl: 16

10901 false 3539 1836.9999 1835.9819 1 5.87 192.58 39.83 16.7 (M:16.7) 1 4 1

R.LKDLDLDAFAEE

LER.Q Dimethyl:2H(4): 1; Dimethyl: 2

10902 true 2996 1837.058 1836.0597 1 -4.86 153.29 35.5 73.9 (M:73.9) 1 1 1

K.IFVGGLNPEATE

EKIR.E Dimethyl:2H(4): 1, 14

10903 true 632 1837.8805 1836.8727 1 0.33 179.32 24.33 30.4 (M:30.4) 1 74.73 1 0

K.HPSKPDPSGEC

NPDLR.L

Carbamidomethyl: 11; 

Dimethyl:2H(4): 4

10904 true 2907 1838.068 1837.0372 1 12.83 271.48 37 59.9 (M:59.9) 1 1 0

K.ALEQLNGFELA

GRPMK.V Dimethyl:2H(4): 1, 16



10905 true 2197 1838.9099 1837.921 1 -10.03 143.38 35.5 109.3 (M:109.3) 1 1 0

K.YGPIADVSIVYD

QQSR.R Dimethyl: 1

10906 true 2716 1838.9366 1837.9472 1 -9.7 159.35 41.5 53.9 (M:53.9) 1 1 0

R.GDADQATNILA

SFGLSAR.D Dimethyl:2H(4): 1

10907 true 3028 1838.9937 1837.9637 1 12.41 246.8 38 52.2 (M:52.2) 2 1 0

R.GPPPLMDFGG

DSKPFGR.M Dimethyl:2H(4): 1, 13

10908 true 1610 1839.8311 1838.8342 1 -5.63 249.59 31.17 76.2 (M:76.2) 1 1 0

K.AGLDGENIGNC

PFCQR.L

Carbamidomethyl: 11, 14; 

Dimethyl:2H(4): 1

10909 true 2343 1839.8733 1838.8734 1 -3.98 176.83 31.83 23.5 (M:23.5) 1 1 0

R.HVDNIMFENHT

IADR.F Dimethyl: 1

10910 true 3574 1839.9446 1838.9423 1 -2.69 232.42 42.33 38.5 (M:38.5) 1 1 0

K.TCYMSAGTIPV

PIVFR.G Carbamidomethyl: 2; Dimethyl: 1

10911 true 574 1839.9774 1838.9673 1 1.53 224.1 22.5 45.0 (M:45.0) 1 1 0

K.VMQQQQTAQ

QQLPQK.V Dimethyl: 1, 15



10912 true 3246 1839.9952 1838.9673 1 11.2 271.96 40 86.2 (M:86.2) 3 1 0

K.ACANPANGSVI

LLENLR.F Carbamidomethyl: 2; Dimethyl: 1

10913 true 2213 1840.0028 1838.9924 1 1.7 144.07 34.33 75.0 (M:75.0) 1 1 0

K.TQTVVCQQLDL

THLK.E Carbamidomethyl: 6; Dimethyl: 1, 15

10914 true 3397 1840.0061 1838.9829 1 8.69 239.37 40.83 37.3 (M:37.3) 2 1 0

R.AGYSAATLPVT

AQPAAYR.A Dimethyl:2H(4): 1

10915 true 3805 1840.0094 1838.9862 1 8.65 263.16 42.83 20.1 (M:20.1) 1 1 1

K.YSPEEIAMATVT

ALRR.T Dimethyl:2H(4): 1

10916 false 1959 1840.0171 1839.0265 1 -9.05 215.72 31.5 17.3 (M:17.3) 1 2 1

R.ENQSLQIKHTQ

ALNR.K Dimethyl:2H(4): 8; Dimethyl: 1

10917 true 2366 1840.9222 1839.9305 1 -8.46 155.88 38.67 40.3 (M:40.3) 1 1 0

R.NENQLIIFADDT

YPR.W Dimethyl:2H(4): 1

10918 true 2366 1840.9222 1839.9305 1 -8.46 155.88 38.67 40.3 (M:40.3) 1 1 0

R.NENQLIIFADDT

YPR.W Dimethyl:2H(4): 1



10919 true 681 1840.9237 1839.8913 1 13.68 232 26.33 72.6 (M:72.6) 1 1 1

K.SDVNKEYYTQN

MER.E Dimethyl:2H(4): 1, 5

10920 true 351 1840.9499 1839.9389 1 2.04 304.2 24.83 54.7 (M:54.7) 1 1 0

R.IHEGCEEPATH

NALAK.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 16

10921 true 1540 1840.9523 1839.9618 1 -9.11 280.6 31 24.5 (M:24.5) 1 1 0

R.TQYFKPSLTPSA

DSSK.I Dimethyl: 1, 5, 16

10922 true 1916 1840.9539 1839.9302 1 8.94 197.59 32.5 44.3 (M:44.3) 1 1 0

R.MGYSPHTQVEI

LPQGR.E Dimethyl: 1

10923 true 2992 1841.0176 1840.0054 1 2.65 205.56 44.33 44.4 (M:44.4) 1 1 0

R.NNTTALGLLEV

AQALER.N Dimethyl: 1

10924 true 1275 1841.0818 1840.0484 1 14.2 285.74 29.17 41.2 (M:41.2) 1 1 1

R.NDTKEDVFVHQ

TAIK.K Dimethyl:2H(4): 1, 4, 15

10925 true 3684 1841.1832 1840.1488 1 14.71 44.67 17.9 (M:17.9) 1 50 1 1

K.VALLLGVEVHT

KVQFK.G Dimethyl:2H(4): 1; Dimethyl: 12



10926 true 1526 1841.9766 1840.9717 1 -1.27 254.6 29.5 115.5 (M:115.5) 3 1 0

R.VMLGETNPADS

KPGTIR.G Dimethyl: 1, 12

10927 true 567 1841.9782 1840.9709 1 0.05 147.34 24.33 35.7 (M:35.7) 1 1 1

K.NQTAEKEEFEH

QQK.E Dimethyl:2H(4): 1, 6, 14

10928 true 3506 1841.9784 1840.945 1 14.16 255.17 40.5 35.4 (M:35.4) 1 1 0

K.IIHEFPEYFPFGT

GR.N Dimethyl:2H(4): 1

10929 true 2219 1842.9336 1841.9461 1 -10.74 179.82 35.5 48.5 (M:48.5) 1 1 0

K.YGPIADVSIVYD

QQSR.R Dimethyl:2H(4): 1

10930 true 120 1843.0997 1842.0753 1 9.28 293.26 23 28.2 (M:28.2) 1 1 0

K.TKPKPQAEASP

GPADPR.K Dimethyl:2H(4): 1, 2, 4

10931 true 1877 1843.8886 1842.8894 1 -4.36 117.07 32.67 51.5 (M:51.5) 1 1 0

K.ANLQIDQMNA

DLNAER.S Dimethyl: 1

10932 true 2344 1843.8954 1842.8985 1 -5.63 186.11 31.83 41.9 (M:41.9) 1 1 0

R.HVDNIMFENHT

IADR.F Dimethyl:2H(4): 1



10933 true 2097 1843.975 1842.9826 1 -8.09 162.06 34.33 83.3 (M:83.3) 1 1 0

K.TITLEVEPSDTIE

NVK.A Dimethyl: 1, 16

10934 false 2097 1843.975 1842.9687 1 -0.54 174.83 34.33 18.6 (M:18.6) 1 3 1

K.TLENQVENLQK

TVAEK.E

10935 true 3542 1843.9763 1842.9674 1 0.9 217.46 47.67 36.3 (M:36.3) 2 1 0

K.TCYMSAGTIPV

PIVFR.G

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

10936 false 3383 1844.0097 1842.984 1 10.02 300.11 39.67 18.9 (M:18.9) 1 3 0

R.RPPPAGGPEEE

AEKPVK.T Dimethyl: 14, 17

10937 true 2080 1844.0135 1842.9952 1 6.01 246.12 33 38.3 (M:38.3) 1 1 0

R.EQLEHLNPIAQ

PLASR.K Dimethyl: 1

10938 true 3225 1844.0199 1842.9924 1 10.96 309.26 40 113.3 (M:113.3) 3 1 0

K.ACANPANGSVI

LLENLR.F

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

10939 true 1502 1844.058 1843.0633 1 -6.84 178.03 30 43.0 (M:43.0) 1 1 0

R.VFYELQHSDKP

VGTK.K Dimethyl:2H(4): 1, 10, 15



10940 true 2989 1844.0693 1843.0455 1 8.98 208.24 37.33 41.9 (M:41.9) 1 79.81 1 1

R.IINEPTAAAIAY

GLDKK.V Dimethyl: 1, 17

10941 false 2989 1844.0693 1843.0203 1 22.62 217.01 37.33 41.1 (M:41.1) 1 2 1

R.IINEPTAAAIAY

GLDKR.E Dimethyl: 1

10942 true 2989 1844.0693 1843.0455 1 8.98 208.24 37.33 41.9 (M:41.9) 1 79.81 1 1

R.IINEPTAAAIAY

GLDKK.G Dimethyl: 1, 17

10943 true 1740 1844.8492 1843.8523 1 -5.65 184.94 31.67 35.8 (M:35.8) 1 1 0

K.ISENFHCDLNPD

SLR.G Carbamidomethyl: 7; Dimethyl: 1

10944 true 1843 1844.9379 1843.935 1 -2.34 259.26 31.67 64.6 (M:64.6) 1 1 0

R.TSIHEAMEQQS

ISISK.A Dimethyl: 1, 16

10945 true 1391 1844.9527 1843.9177 1 15.03 257.13 29.5 98.1 (M:98.1) 1 1 0

R.ETHLNELNITDP

QHR.A Dimethyl: 1

10946 true 1917 1844.9566 1843.9553 1 -3.22 224.28 32.5 69.9 (M:69.9) 1 1 0

R.MGYSPHTQVEI

LPQGR.E Dimethyl:2H(4): 1



10947 true 1485 1845.0627 1844.075 1 -10.56 146.02 28 19.1 (M:19.1) 1 1 0

R.IHFPLVTYAPVIS

AEK.A Dimethyl:2H(4): 1; Dimethyl: 16

10948 true 3665 1845.9942 1844.9616 1 13.71 309.19 41.5 49.5 (M:49.5) 1 1 0

K.QGSMSPSAFLA

EANLMK.N Dimethyl:2H(4): 1, 17

10949 true 2849 1846.0394 1845.0531 1 -11.4 108.14 43.83 15.3 (M:15.3) 1 1 1

R.GGARCRPMVL

AFLLPR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

10950 true 3084 1846.9497 1845.9506 1 -4.43 281.56 47 28.4 (M:28.4) 1 1 0

-

.MDTGVIEGGLNV

TLTIR.L Acetyl: 1; Oxidation: 1

10951 true 1132 1847.052 1846.0288 1 8.64 238.41 28.67 39.6 (M:39.6) 1 1 1

R.EREVGIPPEQSL

ETAK.A Dimethyl:2H(4): 1, 16

10952 true 817 1847.662 1846.65 1 2.54 153.2 26.5 30.9 (M:30.9) 1 1 0

K.ACMQGECGM

CHYCR.D

Carbamidomethyl: 2, 7, 10, 13; 

Dimethyl: 1

10953 true 2593 1847.8569 1846.8466 1 1.61 289.05 36.67 85.9 (M:85.9) 3 1 0

R.TNMSGGGFAG

YPPLMCR.R

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1



10954 true 1848 1847.9132 1846.9145 1 -4.64 185.3 32.67 89.2 (M:89.2) 1 1 0

K.ANLQIDQMNA

DLNAER.S Dimethyl:2H(4): 1

10955 true 2329 1847.9506 1846.9789 1 -19.24 104.04 37 34.2 (M:34.2) 2 1 0

K.QLAQIDGTLSTI

EFQR.E Dimethyl: 1

10956 true 2473 1847.9892 1846.9668 1 8.2 181.39 37.33 45.0 (M:45.0) 1 1 0

R.LFHDPSFPAGP

AALGYR.E Dimethyl:2H(4): 1

10957 true 1947 1847.9894 1846.9611 1 11.36 251.5 32.5 78.3 (M:78.3) 1 1 0

K.AASDIAMTELP

PTHPIR.L Dimethyl: 1

10958 true 610 1848.0261 1847.0175 1 0.74 244.64 22.5 56.6 (M:56.6) 2 1 0

K.VMQQQQTAQ

QQLPQK.V Dimethyl:2H(4): 1, 15

10959 true 1741 1848.8844 1847.8774 1 -0.14 226.7 31.67 29.5 (M:29.5) 1 1 0

K.ISENFHCDLNPD

SLR.G

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

10960 true 1952 1848.9588 1847.957 1 -3 171.58 32.67 27.6 (M:27.6) 1 1 0

K.QLSYEEKPVYPH

FR.E Dimethyl: 1, 7



10961 true 1392 1848.971 1847.9428 1 11.31 308.74 29.5 97.4 (M:97.4) 1 1 0

R.ETHLNELNITDP

QHR.A Dimethyl:2H(4): 1

10962 false 1392 1848.971 1847.9176 1 24.91 446 29.5 19.7 (M:19.7) 1 2 1

K.NHSHDHLLDTN

DSRK.Q Dimethyl:2H(4): 15; Dimethyl: 1

10963 true 3043 1849.0159 1848.0033 1 2.9 216.34 45 74.7 (M:74.7) 1 1 0

K.YGALALQEIFDS

IQPK.M Dimethyl: 1, 16

10964 true 3679 1849.1643 1848.1448 1 6.59 196.97 44.67 65.5 (M:65.5) 1 1 0

K.VAVLGASGGIG

QPLSLLLK.N Dimethyl: 1, 19

10965 true 2531 1849.8077 1848.8234 1 -12.41 195.86 39.17 106.4 (M:106.4) 1 1 0

M.DDDIAALVVD

NGSGMCK.A

Carbamidomethyl: 16; Acetyl: 1; 

Dimethyl: 17

10966 true 3099 1849.9389 1848.9454 1 -7.48 202.85 36.5 62.8 (M:62.8) 1 1 1

R.AMQNFLQLPE

AERDR.I Dimethyl:2H(4): 1

10967 true 2049 1849.966 1848.9694 1 -5.77 218.08 33.83 49.9 (M:49.9) 1 1 0

M.AERPEDLNLPN

AVITR.I Acetyl: 1



10968 false 1481 1850.0268 1849.0532 1 -18.21 252.64 29.5 20.8 (M:20.8) 1 2 1

R.IIPQGADSTML

ATKTVK.H

Dimethyl:2H(4): 1; Oxidation: 10; 

Dimethyl: 14

10969 true 1696 1850.0345 1849.0219 1 2.87 307.41 30.67 80.8 (M:80.8) 3 1 0

R.VMLGETNPADS

KPGTIR.G Dimethyl:2H(4): 1, 12

10970 true 699 1850.8167 1849.8132 1 -2.06 163.69 26.33 113.0 (M:113.0) 1 1 0

R.YFDGSGGNNH

AVEHYR.E Dimethyl: 1

10971 true 1016 1850.9076 1849.8741 1 14.19 200.14 27.17 23.5 (M:23.5) 1 1 0

R.SCTAARPEEAA

QASAFR.R Carbamidomethyl: 2; Dimethyl: 1

10972 true 2342 1850.9186 1849.9066 1 2.55 190.71 38.5 61.8 (M:61.8) 1 1 0

K.GYESPEIALNCG

IMLR.E Carbamidomethyl: 11; Dimethyl: 1

10973 true 1535 1850.9581 1849.9435 1 3.97 223.92 30.33 87.9 (M:87.9) 1 1 0

K.GHFSTGHAESP

ATIVVGR.A Dimethyl: 1

10974 true 3057 1851.0331 1850.005 1 11.23 226.54 37.83 43.8 (M:43.8) 1 1 0

M.VGPGGGVPLE

NANPLIYR.R Dimethyl: 1



10975 true 818 1851.6816 1850.6751 1 -0.43 257.69 26.5 63.9 (M:63.9) 1 1 0

K.ACMQGECGM

CHYCR.D

Carbamidomethyl: 2, 7, 10, 13; 

Dimethyl:2H(4): 1

10976 true 1404 1851.9278 1850.9309 1 -5.58 178.24 30 66.0 (M:66.0) 1 1 0

K.TPNHQQQMNL

LDQTK.T Dimethyl: 1, 15

10977 true 1696 1851.9484 1850.9614 1 -10.93 202.89 29.17 54.6 (M:54.6) 1 1 0

K.HGAGAEISTVN

PEQYSK.R Dimethyl:2H(4): 1, 17

10978 true 2249 1851.9859 1850.9673 1 6.12 195.89 34.33 108.6 (M:108.6) 1 1 0

K.LHVGNISPTCTN

LELR.A Carbamidomethyl: 10; Dimethyl: 1

10979 true 1948 1852.002 1850.9862 1 4.58 295.51 32.5 122.2 (M:122.2) 1 1 0

K.AASDIAMTELP

PTHPIR.L Dimethyl:2H(4): 1

10980 true 2098 1852.0282 1851.0328 1 -6.43 174.66 34.33 93.5 (M:93.5) 1 1 0

K.TITLEVEPSDTIE

NVK.A Dimethyl:2H(4): 1, 16

10981 true 2823 1852.0379 1851.0305 1 0.07 204.4 37.67 42.6 (M:42.6) 1 1 0

R.THPSVVPGNIA

FSLPQR.K Dimethyl:2H(4): 1



10982 true 2966 1852.1179 1851.0957 1 8.03 211.08 37.33 34.5 (M:34.5) 1 77.85 1 1

R.IINEPTAAAIAY

GLDKK.G Dimethyl:2H(4): 1, 17

10983 true 2966 1852.1179 1851.0957 1 8.03 211.08 37.33 34.5 (M:34.5) 1 77.85 1 1

R.IINEPTAAAIAY

GLDKK.V Dimethyl:2H(4): 1, 17

10984 true 17 1852.6905 1851.6691 1 7.6 101.55 21.33 47.9 (M:47.9) 1 1 0

K.MGAQCAHGDC

CQNCR.L

Carbamidomethyl: 5, 10, 11, 14; 

Dimethyl: 1

10985 true 1878 1852.8227 1851.8349 1 -10.54 191.52 32.83 99.5 (M:99.5) 1 1 0

R.MENPEESELPY

AYPR.E Dimethyl: 1

10986 true 2533 1852.8575 1851.8583 1 -4.35 195.09 33.67 51.8 (M:51.8) 2 1 0

K.QGFQCQVCCF

VVHK.R

Carbamidomethyl: 5, 8, 9; Dimethyl: 

1, 14

10987 true 2533 1852.8575 1851.8583 1 -4.35 195.09 33.67 51.8 (M:51.8) 2 1 0

K.QGFQCQVCCF

VVHK.R

Carbamidomethyl: 5, 8, 9; Dimethyl: 

1, 14

10988 true 2819 1853.0579 1852.0557 1 -2.74 241.7 42.33 75.7 (M:75.7) 1 1 0

R.SSAPSSLLDLDIP

LAVAK.E Dimethyl: 1, 18



10989 true 3293 1853.0628 1852.0571 1 -0.85 184.57 39.17 37.7 (M:37.7) 1 1 1

R.LKVPPAINQFS

QALDR.Q Dimethyl: 1, 2

10990 true 2532 1853.8307 1852.8485 1 -13.51 192.58 39.17 84.0 (M:84.0) 1 1 0

M.DDDIAALVVD

NGSGMCK.A

Carbamidomethyl: 16; 

Dimethyl:2H(4): 17; Acetyl: 1

10991 true 1759 1853.9191 1852.9142 1 -1.27 238.64 32 88.5 (M:88.5) 1 1 0

R.IMDPNIVGPEH

YDVAR.G Dimethyl: 1

10992 true 3773 1853.9632 1852.9142 1 22.55 475.82 42.17 15.8 (M:15.8) 1 1 1

K.LWDGVSNRCIT

TFEK.A Carbamidomethyl: 9; Dimethyl: 1

10993 true 2936 1854.0246 1853.0146 1 1.46 165.29 43.83 72.0 (M:72.0) 1 1 0

K.DAVPDSLLGELT

QQLAK.A Dimethyl: 1, 17

10994 true 2009 1854.8285 1853.8288 1 -4.09 231.48 33.5 53.2 (M:53.2) 1 1 0

K.VDCTADTPLCS

EFGVR.G Carbamidomethyl: 3, 10; Dimethyl: 1

10995 true 700 1854.8417 1853.8383 1 -2.09 174.81 26.33 133.7 (M:133.7) 1 1 0

R.YFDGSGGNNH

AVEHYR.E Dimethyl:2H(4): 1



10996 true 1017 1854.9246 1853.8992 1 9.77 328.83 27.17 47.4 (M:47.4) 1 1 0

R.SCTAARPEEAA

QASAFR.R

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

10997 true 2343 1854.9433 1853.9317 1 2.3 293.76 38.5 35.6 (M:35.6) 1 1 0

K.GYESPEIALNCG

IMLR.E

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

10998 true 1536 1854.982 1853.9686 1 3.28 297.42 30.33 83.5 (M:83.5) 1 1 0

K.GHFSTGHAESP

ATIVVGR.A Dimethyl:2H(4): 1

10999 true 3090 1855.0618 1854.0301 1 13.15 349.12 37.83 40.0 (M:40.0) 1 1 0

M.VGPGGGVPLE

NANPLIYR.R Dimethyl:2H(4): 1

11000 true 2250 1856.0108 1854.9924 1 5.99 170.58 34.33 100.4 (M:100.4) 1 1 0

K.LHVGNISPTCTN

LELR.A

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

11001 true 11 1856.7136 1855.6943 1 6.51 161.3 21.33 27.1 (M:27.1) 1 1 0

K.MGAQCAHGDC

CQNCR.L

Carbamidomethyl: 5, 10, 11, 14; 

Dimethyl:2H(4): 1

11002 true 1909 1856.8439 1855.86 1 -12.62 256.19 32.83 61.5 (M:61.5) 1 1 0

R.MENPEESELPY

AYPR.E Dimethyl:2H(4): 1



11003 true 3008 1856.9572 1855.9652 1 -8.19 212.78 38.5 17.2 (M:17.2) 1 1 1

R.SDMDQILNSKN

FLAGK.I

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 16

11004 true 1918 1857.0085 1856.0072 1 -3.24 201.85 32.67 50.7 (M:50.7) 1 1 0

K.QLSYEEKPVYPH

FR.E Dimethyl:2H(4): 1, 7

11005 true 3035 1857.0526 1856.0535 1 -4.43 225.72 45 34.4 (M:34.4) 1 1 0

K.YGALALQEIFDS

IQPK.M Dimethyl:2H(4): 1, 16

11006 true 3464 1857.1953 1856.195 1 -3.77 415.5 45.33 54.9 (M:54.9) 1 1 0

K.VAVLGASGGIG

QPLSLLLK.N Dimethyl:2H(4): 1, 19

11007 true 2934 1857.8798 1856.8549 1 9.49 264.52 37.17 38.9 (M:38.9) 1 1 0

K.AISEPNFSVAYA

NMCR.C Carbamidomethyl: 15; Dimethyl: 1

11008 true 1760 1857.9439 1856.9393 1 -1.41 331.7 32 86.4 (M:86.4) 2 1 0

R.IMDPNIVGPEH

YDVAR.G Dimethyl:2H(4): 1

11009 true 1450 1857.9505 1856.9356 1 4.13 267.04 30.17 15.2 (M:15.2) 1 1 1

K.SLEDDLSSDTSG

HFKR.I Dimethyl:2H(4): 1, 15



11010 true 1527 1857.9789 1856.9666 1 2.71 337.95 29.5 48.0 (M:48.0) 1 1 0

R.VMLGETNPADS

KPGTIR.G Oxidation: 2; Dimethyl: 1, 12

11011 true 2993 1858.0035 1856.9852 1 5.93 206.44 44.5 59.8 (M:59.8) 1 1 0

K.MVGGIAQIIAA

QEEMLR.K Dimethyl: 1

11012 true 2142 1858.0133 1857.0214 1 -8.29 185.72 33.83 26.9 (M:26.9) 1 1 1

K.FKTPDHWYPSD

LQK.Q Dimethyl:2H(4): 1, 2, 14

11013 true 1626 1858.0541 1857.0472 1 -0.2 228.67 29.67 17.9 (M:17.9) 1 1 1

K.RLPEQPGPVPSL

NQAAK.A Dimethyl: 1, 17

11014 true 2937 1858.0728 1857.0724 1 -3.69 260.06 37 16.9 (M:16.9) 1 1 1

R.VNVDPEDLIPKL

PKPR.D Dimethyl: 1

11015 true 2010 1858.8538 1857.8539 1 -3.98 211.91 33.5 57.9 (M:57.9) 1 1 0

K.VDCTADTPLCS

EFGVR.G

Carbamidomethyl: 3, 10; 

Dimethyl:2H(4): 1

11016 true 1808 1858.8832 1857.8618 1 7.62 258.48 31.5 30.8 (M:30.8) 1 1 0

R.DVMGSSAGAG

SGEFHVYR.H Dimethyl:2H(4): 1



11017 true 1054 1859.8986 1858.8931 1 -0.91 264.93 30.5 74.8 (M:74.8) 1 1 0

R.GPHMQSGLLG

HGPQEMR.G Dimethyl: 1

11018 true 1433 1859.9627 1858.9811 1 -13.81 227.98 30 23.4 (M:23.4) 1 1 0

K.TPNHQQQMNL

LDQTK.T Dimethyl:2H(4): 1, 15

11019 true 3238 1860.9315 1859.9085 1 8.45 220.53 40.17 64.2 (M:64.2) 2 1 0

K.QGFQCQVCCF

VVHK.R

Carbamidomethyl: 5, 8, 9; 

Dimethyl:2H(4): 1, 14

11020 true 3238 1860.9315 1859.9085 1 8.45 220.53 40.17 64.2 (M:64.2) 2 1 0

K.QGFQCQVCCF

VVHK.R

Carbamidomethyl: 5, 8, 9; 

Dimethyl:2H(4): 1, 14

11021 true 2820 1861.1091 1860.1059 1 -2.2 236.66 42.33 36.2 (M:36.2) 1 1 0

R.SSAPSSLLDLDIP

LAVAK.E Dimethyl:2H(4): 1, 18

11022 true 2305 1861.1285 1860.1073 1 7.47 255.26 34.83 94.0 (M:94.0) 2 1 1

R.LKVPPAINQFS

QALDR.Q Dimethyl:2H(4): 1, 2

11023 true 2372 1861.816 1860.8209 1 -6.55 188.58 32 88.7 (M:88.7) 1 1 0

R.CVICGGPGVSD

AYYCK.E

Carbamidomethyl: 1, 4, 15; 

Dimethyl: 1, 16



11024 true 570 1861.8876 1860.8788 1 0.78 138.73 24.33 68.5 (M:68.5) 1 1 0

K.HPSKPDPSGEC

NPDLR.L Carbamidomethyl: 11; Dimethyl: 1, 4

11025 true 2935 1861.9045 1860.88 1 9.24 327.45 37.17 40.9 (M:40.9) 1 1 0

K.AISEPNFSVAYA

NMCR.C

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

11026 true 1672 1861.9364 1860.9516 1 -12.09 218.32 31.5 16.2 (M:16.2) 1 1 1

K.NQVAMNPTNT

VFDAKR.L Dimethyl: 1, 15

11027 true 1451 1861.9534 1860.9152 1 16.59 240.69 30.33 50.0 (M:50.0) 1 1 0

K.GDQENVHPDV

MLVQPR.V Dimethyl: 1

11028 true 2696 1862.0098 1860.9996 1 1.58 289.91 34.67 45.9 (M:45.9) 1 1 0

R.LQAQFSQLSQL

GPQER.L Dimethyl:2H(4): 1

11029 true 3006 1862.0207 1861.0103 1 1.64 255.24 44.5 79.1 (M:79.1) 1 1 0

K.MVGGIAQIIAA

QEEMLR.K Dimethyl:2H(4): 1

11030 false 2927 1862.0709 1861.0481 1 8.34 293.19 43.83 17.1 (M:17.1) 1 2 1

R.GGARCRPMVL

AFLLPR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1; Oxidation: 8



11031 true 2927 1862.0709 1861.0648 1 -0.66 226.84 43.83 53.4 (M:53.4) 1 1 0

K.DAVPDSLLGELT

QQLAK.A Dimethyl:2H(4): 1, 17

11032 true 1884 1862.9538 1861.9323 1 7.65 225.6 32 89.5 (M:89.5) 1 1 0

R.IFHELTQSDQAL

YNR.L Dimethyl: 1

11033 true 3040 1862.9784 1861.9614 1 5.18 289.96 38.83 59.7 (M:59.7) 1 1 0

R.YISPFHDIPLYA

DAGK.N Dimethyl: 1, 16

11034 true 2175 1863.0528 1862.0138 1 17.05 178.62 31.17 17.4 (M:17.4) 1 1 0

K.HQAFEAEVQA

NSGAIVK.L Dimethyl:2H(4): 1, 17

11035 true 2143 1863.8044 1862.8001 1 -1.63 176.57 35.5 72.2 (M:72.2) 1 1 0

K.TMQFEPSTMV

YDACR.M Carbamidomethyl: 14; Dimethyl: 1

11036 true 1055 1863.9222 1862.9182 1 -1.75 291.72 30.5 76.8 (M:76.8) 1 1 0

R.GPHMQSGLLG

HGPQEMR.G Dimethyl:2H(4): 1

11037 true 1391 1863.9663 1862.9577 1 0.7 291.66 29.5 16.9 (M:16.9) 1 1 0

K.IWDPTPSHTPA

GAATPGR.D Dimethyl:2H(4): 1



11038 true 1975 1863.9688 1862.956 1 2.93 295.26 32.33 51.4 (M:51.4) 1 1 0

K.AASDIAMTELP

PTHPIR.L Oxidation: 7; Dimethyl: 1

11039 true 837 1864.9097 1863.8864 1 8.6 309.04 27.33 101.5 (M:101.5) 1 1 0

R.GEGGATNPHVF

PEGSQPR.V Dimethyl: 1

11040 true 1815 1864.9944 1863.9992 1 -6.49 287.09 32.33 21.8 (M:21.8) 1 1 0

K.VFADEVQQQA

QLSTIR.S Dimethyl:2H(4): 1

11041 true 1631 1865.0324 1864.0294 1 -2.29 313.59 30.67 24.7 (M:24.7) 1 1 1

K.AISKDHLYGTLD

PNTR.E Dimethyl:2H(4): 1, 4

11042 true 1486 1865.9494 1864.9403 1 0.98 302.83 30.33 70.1 (M:70.1) 1 1 0

K.GDQENVHPDV

MLVQPR.V Dimethyl:2H(4): 1

11043 true 1528 1866.0169 1865.0168 1 -3.85 272.6 29.5 77.0 (M:77.0) 1 1 0

R.VMLGETNPADS

KPGTIR.G Dimethyl:2H(4): 1, 12; Oxidation: 2

11044 true 2099 1866.8154 1865.8015 1 3.59 192.88 34.17 50.7 (M:50.7) 1 1 0

K.FTDFQPFCCSES

GPR.C

Carbamidomethyl: 8, 9; 

Dimethyl:2H(4): 1



11045 true 1885 1866.9765 1865.9574 1 6.36 269.7 32 73.0 (M:73.0) 1 1 0

R.IFHELTQSDQAL

YNR.L Dimethyl:2H(4): 1

11046 true 2143 1867.0011 1865.9909 1 1.56 196.87 33.83 15.8 (M:15.8) 1 1 0

K.TKPAEMVLDAY

SHGQR.S Dimethyl:2H(4): 1, 2

11047 true 2144 1867.8086 1866.8252 1 -12.79 238.1 35.5 88.2 (M:88.2) 1 1 0

K.TMQFEPSTMV

YDACR.M

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

11048 true 526 1867.9434 1866.9374 1 -0.65 223.08 25.5 27.1 (M:27.1) 1 1 1

R.RLDEQESPVYTS

QQR.R Dimethyl:2H(4): 1

11049 true 2977 1867.9449 1866.9304 1 3.9 261.17 44.17 32.6 (M:32.6) 1 1 0

K.MQQLEQMLTA

LDQMR.R Dimethyl:2H(4): 1

11050 true 1642 1867.9928 1866.9873 1 -0.97 209.13 30.67 33.0 (M:33.0) 1 1 0

K.MAPVPLDDSN

RPASLTK.D Dimethyl: 1, 17

11051 true 838 1868.9312 1867.9115 1 6.67 331.85 27.33 130.1 (M:130.1) 1 1 0

R.GEGGATNPHVF

PEGSQPR.V Dimethyl:2H(4): 1



11052 true 2470 1868.9698 1867.9792 1 -8.94 146.46 38.67 42.3 (M:42.3) 1 1 0

R.NPLVYLDVGAD

NQPLGR.V Dimethyl: 1

11053 true 2373 1869.86 1868.8711 1 -9.83 266.96 32 76.9 (M:76.9) 1 1 0

R.CVICGGPGVSD

AYYCK.E

Carbamidomethyl: 1, 4, 15; 

Dimethyl:2H(4): 1, 16

11054 true 188 1869.8882 1868.8799 1 0.53 188.89 24.33 54.5 (M:54.5) 1 1 1

R.QVQNGPSPDE

MEAQRR.Q Dimethyl: 1

11055 true 3733 1869.9542 1868.9461 1 0.44 292.67 45.5 33.9 (M:33.9) 1 1 0

K.QVPNDSFFNFF

NPIK.V Dimethyl: 1, 15

11056 true 1202 1870.0095 1869.0018 1 0.23 217.96 31.67 77.3 (M:77.3) 2 1 1

K.NQVAMNPTNT

VFDAKR.L Dimethyl:2H(4): 1, 15

11057 true 1788 1870.0116 1868.9703 1 18.19 31.67 19.8 (M:19.8) 1 1 1

-

.MASGSDSKADDL

STAILK.Q Dimethyl:2H(4): 18; Dimethyl: 8

11058 true 8 1870.8886 1869.8718 1 5.08 181.17 21.67 43.5 (M:43.5) 1 1 0

K.YEEGQSHRPTN

PNASR.M Dimethyl: 1



11059 true 3345 1870.8974 1869.8753 1 7.92 260.46 39.33 55.2 (M:55.2) 1 1 0

R.TMEFSSPAAAF

CSPLAR.Q Carbamidomethyl: 12; Dimethyl: 1

11060 true 29 1870.8978 1869.8817 1 4.72 209.73 23 108.2 (M:108.2) 1 1 0

K.TGGTSESSQPQ

PPGTGAQR.A Dimethyl: 1

11061 true 3041 1871.0286 1870.0116 1 5.18 257.96 38.67 71.5 (M:71.5) 1 1 0

R.YISPFHDIPLYA

DAGK.N Dimethyl:2H(4): 1, 16

11062 true 734 1872.0065 1871.0153 1 -8.55 203.77 24.67 34.9 (M:34.9) 1 1 0

R.RPPPAGGPEEE

AEKPVK.T Dimethyl: 1, 14, 17

11063 true 2991 1872.0904 1871.0768 1 3.39 292.29 37.67 120.7 (M:120.7) 3 1 1

R.IINEPTAAAIAY

GLDKK.G Dimethyl: 1, 16, 17

11064 false 2991 1872.0904 1871.0516 1 16.83 297.86 37.67 102.3 (M:102.3) 3 2 1

R.IINEPTAAAIAY

GLDKR.E Dimethyl: 1, 16

11065 true 2991 1872.0904 1871.0768 1 3.39 292.29 37.67 120.7 (M:120.7) 3 1 1

R.IINEPTAAAIAY

GLDKK.V Dimethyl: 1, 16, 17



11066 true 3316 1872.1001 1871.079 1 7.37 296.99 40.33 112.1 (M:112.1) 2 1 0

K.VAHALAEGLGV

IACIGEK.L

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1, 18

11067 true 1524 1872.9797 1871.984 1 -6.17 204.31 30.5 42.4 (M:42.4) 1 1 1

K.ILDSVGIETDDE

RLNK.V Dimethyl: 1, 16

11068 true 1893 1873.0277 1872.0469 1 -14.12 280.37 32.83 35.4 (M:35.4) 1 1 1

K.DKVNKPTGFAL

GSIEGR.V Dimethyl: 1, 2, 5

11069 true 265 1873.9173 1872.905 1 2.67 228.67 24.33 80.4 (M:80.4) 1 1 1

R.QVQNGPSPDE

MEAQRR.Q Dimethyl:2H(4): 1

11070 true 2343 1873.9383 1872.9006 1 16.2 223.99 34.17 42.8 (M:42.8) 1 1 0

K.NYLSNPSYNYEI

VNR.A Dimethyl: 1

11071 true 643 1873.9767 1872.9669 1 1.35 245.32 26.17 39.3 (M:39.3) 1 1 1

K.QTAEKQEFEVT

ENTR.N Dimethyl:2H(4): 1, 5

11072 true 2139 1873.9932 1872.988 1 -1.11 220.69 32.83 52.9 (M:52.9) 3 1 0

R.VLTRPNAAELPS

MYQR.L Dimethyl: 1



11073 true 3250 1874.0742 1873.039 1 14.92 323.61 39.83 20.4 (M:20.4) 1 1 0

R.IEINFPAEYPFKP

PK.I Dimethyl: 1, 12, 15

11074 true 27 1874.9174 1873.8969 1 7.08 206.02 21.67 37.0 (M:37.0) 1 1 0

K.YEEGQSHRPTN

PNASR.M Dimethyl:2H(4): 1

11075 true 3346 1874.9223 1873.9004 1 7.76 311.23 39.33 55.1 (M:55.1) 1 1 0

R.TMEFSSPAAAF

CSPLAR.Q

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

11076 true 23 1874.9261 1873.9068 1 6.43 259.41 23 148.2 (M:148.2) 2 1 0

K.TGGTSESSQPQ

PPGTGAQR.A Dimethyl:2H(4): 1

11077 false 3208 1875.0254 1874.0369 1 -10.05 148.47 37.33 15.0 (M:15.0) 1 2 1

K.LALDMATNAA

CASLLKK.K

Carbamidomethyl: 11; Dimethyl: 1, 

16, 17

11078 true 658 1875.0451 1874.0374 1 0.22 162.03 24.83 33.7 (M:33.7) 2 1 0

R.KPIVATQERPSP

PQDR.S Dimethyl: 1, 1

11079 false 658 1875.0451 1874.001 1 19.62 239.61 24.83 19.7 (M:19.7) 1 2 1

K.KTKPKPQAEAS

PGPADPR.K



11080 true 2026 1875.9662 1874.9594 1 -0.26 241.3 31.33 97.4 (M:97.4) 2 1 0

K.IVSNASCTTNCL

APLAK.V

Carbamidomethyl: 7, 11; Dimethyl: 

1, 17

11081 true 230 1876.0219 1874.9916 1 12.26 300.23 24.33 112.6 (M:112.6) 1 1 1

R.EHPEEGKHPDG

GLYSK.G Dimethyl:2H(4): 1, 7, 16

11082 true 1770 1876.9397 1875.9666 1 -18.17 214.21 31.83 31.9 (M:31.9) 1 1 0

K.IVGDDPDEDAI

NNALNK.V Dimethyl:2H(4): 1, 17

11083 true 1289 1876.9555 1875.9848 1 -19.49 263.87 29.17 16.6 (M:16.6) 1 50 1 1

K.LITEKEAQITM

MQHR.I Dimethyl:2H(4): 5; Oxidation: 11

11084 true 2740 1877.0063 1876.0128 1 -7.36 210.36 35 77.5 (M:77.5) 2 1 0

R.AITIANQTNCPL

YITK.V

Carbamidomethyl: 10; Dimethyl: 1, 

16

11085 true 1775 1877.8699 1876.8597 1 1.58 231.63 32.17 44.3 (M:44.3) 1 1 0

R.VGLIGSCTNSSY

EDMGR.S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

11086 true 1439 1877.8702 1876.856 1 3.7 216.55 30.83 73.1 (M:73.1) 1 1 0

K.QSIAIDDCTFHQ

CVR.L Carbamidomethyl: 8, 13; Dimethyl: 1



11087 true 2344 1877.963 1876.9257 1 15.96 184.12 34 18.7 (M:18.7) 1 1 0

K.NYLSNPSYNYEI

VNR.A Dimethyl:2H(4): 1

11088 true 2112 1877.9931 1876.9829 1 1.55 168.5 33.67 127.2 (M:127.2) 1 1 0

R.SIPDTGPIIVHCS

AGIGR.T Carbamidomethyl: 12; Dimethyl: 1

11089 true 3724 1878.0055 1876.9963 1 0.99 275.1 45.5 48.5 (M:48.5) 2 1 0

K.QVPNDSFFNFF

NPIK.V Dimethyl:2H(4): 1, 15

11090 true 3324 1878.0364 1877.0131 1 8.51 294.46 41 50.3 (M:50.3) 3 1 0

R.VLTRPNAAELPS

MYQR.L Dimethyl:2H(4): 1

11091 true 2374 1878.96 1877.9595 1 -3.65 236.77 32.17 102.1 (M:102.1) 1 1 0

K.HDSQLLLEQAA

ASTNPR.N Dimethyl: 1

11092 false 2374 1878.96 1877.9239 1 15.33 375.46 32.17 19.2 (M:19.2) 1 2 0

R.AAVMHDILDM

MPEGIK.Q

Dimethyl:2H(4): 1; Oxidation: 4, 10, 

11; Dimethyl: 16

11093 true 1249 1878.9755 1877.9782 1 -5.29 217.33 29.17 129.8 (M:129.8) 2 1 0

R.EIVHLQAGQCG

NQIGAK.F

Carbamidomethyl: 10; Dimethyl: 1, 

17



11094 true 191 1879.9197 1878.9211 1 -4.61 214.58 23.83 56.3 (M:56.3) 1 1 1

K.GKPDTEVTEDE

EYKR.V Dimethyl: 1, 2, 14

11095 true 2907 1880.0229 1878.9761 1 21.04 272.3 43.33 16.9 (M:16.9) 1 1 1

K.QKYLEENMTQS

ALPK.I Oxidation: 8; Dimethyl: 1, 2, 15

11096 true 2995 1880.1191 1879.127 1 -8.11 207.51 37.33 46.5 (M:46.5) 2 60 1 1

R.IINEPTAAAIAY

GLDKK.G Dimethyl:2H(4): 1, 17; Dimethyl: 16

11097 true 2995 1880.1191 1879.127 1 -8.11 207.51 37.33 46.5 (M:46.5) 2 60 1 1

R.IINEPTAAAIAY

GLDKK.V Dimethyl:2H(4): 1, 17; Dimethyl: 16

11098 true 3000 1880.1239 1879.127 1 -5.53 314.12 37.67 77.1 (M:77.1) 2 99.81 1 1

R.IINEPTAAAIAY

GLDKK.G Dimethyl:2H(4): 16, 17; Dimethyl: 1

11099 true 3000 1880.1239 1879.127 1 -5.53 314.12 37.67 77.1 (M:77.1) 2 99.81 1 1

R.IINEPTAAAIAY

GLDKK.V Dimethyl:2H(4): 16, 17; Dimethyl: 1

11100 false 3000 1880.1239 1879.1019 1 7.84 231.8 37.67 48.1 (M:48.1) 2 2 1

R.IINEPTAAAIAY

GLDKR.E Dimethyl:2H(4): 1, 16



11101 true 932 1880.889 1879.8734 1 4.39 269.44 27.67 135.1 (M:135.1) 1 1 0

R.TYLQSTGGCEP

ANVEAR.H Carbamidomethyl: 9; Dimethyl: 1

11102 true 1525 1881.0273 1880.0342 1 -7.54 192.34 30.5 24.6 (M:24.6) 1 1 1

K.ILDSVGIETDDE

RLNK.V Dimethyl:2H(4): 1, 16

11103 true 2726 1881.0425 1880.0407 1 -2.96 233.6 35 90.0 (M:90.0) 2 1 0

K.VGINYQPPTVV

PGGDLAK.V Dimethyl: 1, 18

11104 true 2726 1881.0425 1880.0407 1 -2.96 233.6 35 90.0 (M:90.0) 2 1 0

K.VGINYQPPTVV

PGGDLAK.V Dimethyl: 1, 18

11105 true 2726 1881.0425 1880.0407 1 -2.96 233.6 35 90.0 (M:90.0) 2 1 0

K.VGINYQPPTVV

PGGDLAK.V Dimethyl: 1, 18

11106 true 1393 1881.8838 1880.8811 1 -2.41 263.47 30.83 107.2 (M:107.2) 1 1 0

K.QSIAIDDCTFHQ

CVR.L

Carbamidomethyl: 8, 13; 

Dimethyl:2H(4): 1

11107 true 3265 1882.02 1881.0108 1 0.98 240.78 39 45.1 (M:45.1) 1 1 0

R.IGGVQQDTILAE

GLHFR.I Dimethyl: 1



11108 true 146 1882.8813 1881.8817 1 -4.05 173.38 23 46.1 (M:46.1) 1 1 1

R.RAPEENGDAGT

EPQEVR.A Dimethyl: 1

11109 true 2375 1883.0146 1881.9846 1 12.06 275.7 32.17 95.4 (M:95.4) 1 1 0

K.HDSQLLLEQAA

ASTNPR.N Dimethyl:2H(4): 1

11110 true 1159 1883.0458 1882.0312 1 3.84 300.76 29 45.2 (M:45.2) 1 1 1

R.RSPNKPLPELN

DQYK.A Dimethyl: 1, 5, 15

11111 true 659 1883.0956 1882.0876 1 0.38 237.32 24.83 32.4 (M:32.4) 2 1 0

R.KPIVATQERPSP

PQDR.S Dimethyl:2H(4): 1, 1

11112 true 2537 1883.9875 1882.9941 1 -7.39 245.25 33.83 101.1 (M:101.1) 2 1 0

R.GIYAYGFEKPSA

IQQR.A Dimethyl: 1, 9

11113 true 2537 1883.9875 1882.9941 1 -7.39 245.25 33.83 101.1 (M:101.1) 2 1 0

R.GIYAYGFEKPSA

IQQR.A Dimethyl: 1, 9

11114 true 1417 1884.0366 1883.0096 1 10.44 249.59 29.33 118.2 (M:118.2) 2 1 0

K.IVSNASCTTNCL

APLAK.V

Carbamidomethyl: 7, 11; 

Dimethyl:2H(4): 1, 17



11115 true 3575 1884.0737 1883.084 1 -9.36 185.53 42.33 38.2 (M:38.2) 1 1 0

R.SLNALGLGLIAS

GGTATALR.D Dimethyl: 1

11116 true 685 1884.1036 1883.0906 1 3.06 188.51 24.67 61.5 (M:61.5) 1 1 0

R.RPPPAGGPEEE

AEKPVK.T Dimethyl:2H(4): 1, 14, 17

11117 true 2588 1884.168 1883.1521 1 4.56 157.88 37.33 129.4 (M:129.4) 4 1 1

R.IINEPTAAAIAY

GLDKK.G Dimethyl:2H(4): 1, 16, 17

11118 true 2588 1884.168 1883.1521 1 4.56 157.88 37.33 129.4 (M:129.4) 4 1 1

R.IINEPTAAAIAY

GLDKK.V Dimethyl:2H(4): 1, 16, 17

11119 true 9 1884.8647 1883.8618 1 -2.34 181.02 21.17 30.5 (M:30.5) 1 1 0

R.LQQGCHQQPS

CTEQK.E

Carbamidomethyl: 5, 11; Dimethyl: 

1, 15

11120 true 2800 1884.885 1883.8584 1 10.25 182.58 34.17 20.6 (M:20.6) 1 1 0

R.HHQTEDLSQFL

CADR.V Carbamidomethyl: 12; Dimethyl: 1

11121 true 933 1884.9143 1883.8985 1 4.52 315.55 27.67 118.2 (M:118.2) 1 1 0

R.TYLQSTGGCEP

ANVEAR.H

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1



11122 true 1894 1885.0993 1884.1222 1 -16.04 216.07 32.83 41.4 (M:41.4) 1 1 1

K.DKVNKPTGFAL

GSIEGR.V Dimethyl:2H(4): 1, 2, 5

11123 true 3267 1886.0446 1885.036 1 0.72 280.57 39 61.8 (M:61.8) 1 1 0

R.IGGVQQDTILAE

GLHFR.I Dimethyl:2H(4): 1

11124 true 3939 1886.1163 1885.0925 1 8.78 289.41 44.17 132.5 (M:132.5) 1 1 0

K.VAEQTPLSALYV

ANLIK.E Dimethyl: 1, 17

11125 true 610 1886.7166 1885.7425 1 -17.56 125.11 25.67 37.0 (M:37.0) 1 1 0

R.EYINECDSDYHE

ER.T Carbamidomethyl: 6; Dimethyl: 1

11126 true 981 1886.9032 1885.8806 1 8.12 171.9 27.5 49.9 (M:49.9) 1 1 0

K.FELQHGTEEQQ

EEVR.K Dimethyl: 1

11127 true 1242 1887.0438 1886.0284 1 4.32 227.46 29 122.6 (M:122.6) 3 1 0

R.EIVHLQAGQCG

NQIGAK.F

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 17

11128 true 2287 1887.9087 1886.9281 1 -14.13 245.76 34.67 69.6 (M:69.6) 1 1 0

R.NCILHPGGSLD

ASDMLR.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1



11129 true 2377 1887.9197 1886.9287 1 -8.63 273.66 38.67 27.6 (M:27.6) 1 1 1

K.YRDFEIPADMT

GVWR.Y Dimethyl:2H(4): 1

11130 true 2353 1887.9416 1886.9448 1 -5.56 185.81 37.33 118.9 (M:118.9) 1 1 0

R.LFVGNLPPDITE

EEMR.K Dimethyl: 1

11131 false 3072 1888.0416 1887.0251 1 4.85 282.92 38.83 22.8 (M:22.8) 1 2 0

K.IQAGEGETAVL

NQLQEK.N Dimethyl:2H(4): 1; Dimethyl: 17

11132 true 3576 1888.1102 1887.1091 1 -3.27 240.93 42.33 84.7 (M:84.7) 2 1 0

R.SLNALGLGLIAS

GGTATALR.D Dimethyl:2H(4): 1

11133 true 2801 1888.8907 1887.8836 1 -0.05 275.47 34.17 86.4 (M:86.4) 1 1 0

R.HHQTEDLSQFL

CADR.V

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

11134 true 1955 1888.9285 1887.9261 1 -2.58 282.16 31.5 76.9 (M:76.9) 2 1 0

K.EAYMGNVLQA

GQGQAPAR.Q Dimethyl: 1

11135 true 2816 1889.0216 1888.0193 1 -2.63 171.24 42.33 51.3 (M:51.3) 1 1 0

K.LLELIPDSIDLET

AYR.H Dimethyl: 1



11136 false 3268 1889.0274 1887.9951 1 13.26 355.82 39 18.5 (M:18.5) 1 57.99 4 1

K.HMVFLGGAVL

ADIMKDK.D Oxidation: 2; Dimethyl: 15

11137 false 3226 1889.0383 1888.0128 1 9.61 271.8 39.67 16.0 (M:16.0) 1 4 0

K.ASIPFCVVGSN

QLIEAK.G Carbamidomethyl: 6; Dimethyl: 1, 17

11138 false 3226 1889.0383 1888.0455 1 -7.7 349.69 39.67 16.3 (M:16.3) 1 2 1

R.KSEEVNGAVKP

EVSAEK.D Dimethyl:2H(4): 1; Dimethyl: 10, 17

11139 false 3226 1889.0383 1888.0433 1 -6.55 373.03 39.67 16.2 (M:16.2) 1 3 1

R.YAGPEDDAAITL

AFSKK.K Dimethyl:2H(4): 16, 17; Dimethyl: 1

11140 true 2727 1889.0939 1888.091 1 -2.28 296.74 35 96.8 (M:96.8) 3 1 0

K.VGINYQPPTVV

PGGDLAK.V Dimethyl:2H(4): 1, 18

11141 true 2727 1889.0939 1888.091 1 -2.28 296.74 35 96.8 (M:96.8) 3 1 0

K.VGINYQPPTVV

PGGDLAK.V Dimethyl:2H(4): 1, 18

11142 true 2727 1889.0939 1888.091 1 -2.28 296.74 35 96.8 (M:96.8) 3 1 0

K.VGINYQPPTVV

PGGDLAK.V Dimethyl:2H(4): 1, 18



11143 true 1881 1889.8235 1888.8367 1 -10.82 176.58 32.83 113.0 (M:113.0) 1 1 0

R.NPDDITNEEYG

EFYK.S Dimethyl: 1, 15

11144 true 611 1890.7407 1889.7676 1 -18.06 192.18 25.67 32.8 (M:32.8) 1 1 0

R.EYINECDSDYHE

ER.T

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

11145 true 1220 1890.8614 1889.8451 1 4.79 280.78 29 37.2 (M:37.2) 1 1 0

R.WLHEINQNCD

DVCR.I

Carbamidomethyl: 9, 13; 

Dimethyl:2H(4): 1

11146 true 982 1890.9302 1889.9057 1 9.1 272.39 27.5 58.6 (M:58.6) 1 1 0

K.FELQHGTEEQQ

EEVR.K Dimethyl:2H(4): 1

11147 true 1071 1891.0125 1890.0112 1 -3.15 267.76 26.67 33.8 (M:33.8) 2 1 0

R.VVDNSALGNAP

YHRPPK.C Dimethyl: 1, 17

11148 true 2645 1891.0212 1889.9847 1 15.46 257.43 35.67 51.8 (M:51.8) 1 1 0

R.TTTPQQTVISQ

DIFQR.L Dimethyl: 1

11149 true 2354 1891.9597 1890.9699 1 -9.24 227.52 37.33 106.7 (M:106.7) 1 1 0

R.LFVGNLPPDITE

EEMR.K Dimethyl:2H(4): 1



11150 true 192 1891.9994 1890.9964 1 -2.25 245.26 23.83 47.2 (M:47.2) 1 1 1

K.GKPDTEVTEDE

EYKR.V Dimethyl:2H(4): 1, 2, 14

11151 true 2538 1892.039 1891.0443 1 -6.69 258.94 33.83 99.9 (M:99.9) 2 1 0

R.GIYAYGFEKPSA

IQQR.A Dimethyl:2H(4): 1, 9

11152 true 2538 1892.039 1891.0443 1 -6.69 258.94 33.83 99.9 (M:99.9) 2 1 0

R.GIYAYGFEKPSA

IQQR.A Dimethyl:2H(4): 1, 9

11153 true 2936 1892.9379 1891.9098 1 10.97 264.66 37 33.9 (M:33.9) 1 1 0

K.GSENSPQTLLFS

ATCPR.W Carbamidomethyl: 15; Dimethyl: 1

11154 true 1956 1892.9556 1891.9512 1 -1.56 355.24 31.5 67.5 (M:67.5) 3 1 0

K.EAYMGNVLQA

GQGQAPAR.Q Dimethyl:2H(4): 1

11155 true 3666 1892.9566 1891.9284 1 11.04 298.5 41.5 58.3 (M:58.3) 1 1 0

R.AVCMLSNTTAI

AEAWAR.L Carbamidomethyl: 3; Dimethyl: 1

11156 true 3666 1892.9566 1891.9284 1 11.04 298.5 41.5 58.3 (M:58.3) 1 1 0

R.AVCMLSNTTAI

AEAWAR.L Carbamidomethyl: 3; Dimethyl: 1



11157 true 3666 1892.9566 1891.9284 1 11.04 298.5 41.5 58.3 (M:58.3) 1 1 0

R.AVCMLSNTTAI

AEAWAR.L Carbamidomethyl: 3; Dimethyl: 1

11158 true 2506 1892.9744 1891.9752 1 -4.28 164.91 32.67 68.2 (M:68.2) 1 1 0

K.LQALTNEQAAA

AHELER.M Dimethyl: 1

11159 true 2817 1893.0424 1892.0445 1 -4.94 204.97 42.33 34.9 (M:34.9) 1 1 0

K.LLELIPDSIDLET

AYR.H Dimethyl:2H(4): 1

11160 true 2850 1893.8854 1892.8496 1 15.06 215.24 42.67 79.5 (M:79.5) 1 1 0

M.EEEIAALVIDN

GSGMCK.A

Carbamidomethyl: 16; Acetyl: 1; 

Oxidation: 15

11161 true 1505 1893.9104 1892.8985 1 2.41 153.28 30.5 54.1 (M:54.1) 1 1 0

K.SHLLNCCPHDV

LSGTR.M Carbamidomethyl: 6, 7; Dimethyl: 1

11162 true 2820 1893.9232 1892.9057 1 5.42 246.32 37.5 59.8 (M:59.8) 1 1 0

K.TYFPHFDLSPGS

DQVR.G Dimethyl: 1

11163 false 2820 1893.9232 1892.9302 1 -7.52 211.94 37.5 23.0 (M:23.0) 1 2 1

K.KDIETTTMSNF

HAQVK.R Oxidation: 8; Dimethyl: 16



11164 true 3421 1894.0432 1893.04 1 -2.18 267.26 41 34.5 (M:34.5) 1 1 0

K.ELPYPDPAIAHF

LVQK.V Dimethyl: 1, 16

11165 true 2150 1894.0825 1893.0684 1 3.62 275.92 34 107.3 (M:107.3) 1 1 1

K.LDKSQIHDIVLV

GGSTR.I Dimethyl: 1, 3

11166 true 3953 1894.1768 1893.1427 1 14.19 293.73 44.17 31.2 (M:31.2) 1 1 0

K.VAEQTPLSALYV

ANLIK.E Dimethyl:2H(4): 1, 17

11167 true 1425 1894.8649 1893.8857 1 -14.83 203.86 27.67 33.9 (M:33.9) 1 1 1

R.AKTHNEYEEGL

GGDYR.L Dimethyl: 1, 2

11168 true 741 1894.8818 1893.8956 1 -11.11 215.73 26.17 27.7 (M:27.7) 1 1 0

R.EQDEVPTPTPT

TPDPSR.V Dimethyl: 1

11169 true 2668 1895.0164 1894.0098 1 -0.38 210.22 41.17 49.5 (M:49.5) 1 1 0

K.GQEIVQQLIENS

TTFR.D Dimethyl:2H(4): 1

11170 true 2646 1895.0538 1894.0098 1 19.36 270.87 35.67 35.4 (M:35.4) 1 1 0

R.TTTPQQTVISQ

DIFQR.L Dimethyl:2H(4): 1



11171 true 1160 1895.1214 1894.1066 1 3.98 273.72 29 61.4 (M:61.4) 1 1 1

R.RSPNKPLPELN

DQYK.A Dimethyl:2H(4): 1, 5, 15

11172 true 1263 1895.8169 1894.8367 1 -14.29 202.13 29 47.2 (M:47.2) 1 1 0

R.TDDYLDQPCQE

TINR.I Carbamidomethyl: 9; Dimethyl: 1

11173 true 2844 1895.9869 1894.9577 1 11.55 308.83 36 33.4 (M:33.4) 1 1 0

R.GAPPNSNIEDF

HGFLPK.G Dimethyl: 1, 17

11174 true 2474 1896.0377 1895.0203 1 5.34 280.77 37.5 33.6 (M:33.6) 1 1 0

K.LLGPTSGGSHD

GLIPWTR.F Dimethyl:2H(4): 1

11175 true 2645 1896.8654 1895.8618 1 -1.95 193.24 40.67 62.9 (M:62.9) 1 1 0

R.IDFYFDENPYFE

NK.V Dimethyl: 1, 14

11176 true 1436 1896.9088 1895.9087 1 -3.82 162.23 30 42.5 (M:42.5) 1 1 0

R.LVHADFTPSSG

STYACK.V

Carbamidomethyl: 16; Dimethyl: 1, 

17

11177 true 2397 1896.9301 1895.92 1 1.48 181.1 37.83 46.2 (M:46.2) 1 1 0

M.GLLQDCQAAF

GAADLYR.A Carbamidomethyl: 6; Dimethyl: 1



11178 true 2232 1896.9355 1895.9284 1 -0.11 265.71 33 96.3 (M:96.3) 1 1 0

K.SHLLDCCPHDIL

AGTR.M

Carbamidomethyl: 6, 7; 

Dimethyl:2H(4): 1

11179 true 3634 1896.9822 1895.9535 1 11.28 311.82 41.5 107.9 (M:107.9) 2 1 0

R.AVCMLSNTTAI

AEAWAR.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

11180 true 3634 1896.9822 1895.9535 1 11.28 311.82 41.5 107.9 (M:107.9) 2 1 0

R.AVCMLSNTTAI

AEAWAR.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

11181 true 3634 1896.9822 1895.9535 1 11.28 311.82 41.5 107.9 (M:107.9) 2 1 0

R.AVCMLSNTTAI

AEAWAR.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

11182 true 2908 1896.987 1895.9349 1 23.63 264.54 37 67.4 (M:67.4) 1 1 0

K.GSENSPQTLLFS

ATCPR.W

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

11183 true 2507 1896.9988 1896.0003 1 -4.61 219.98 32.67 58.7 (M:58.7) 1 1 0

K.LQALTNEQAAA

AHELER.M Dimethyl:2H(4): 1

11184 true 3160 1897.0741 1896.063 1 2.02 271.11 39.17 117.8 (M:117.8) 2 1 0

K.ASIPFCVVGSN

QLIEAK.G

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 17



11185 true 1882 1897.8752 1896.8869 1 -10.02 248.86 32.83 73.1 (M:73.1) 1 1 0

R.NPDDITNEEYG

EFYK.S Dimethyl:2H(4): 1, 15

11186 true 1506 1897.9338 1896.9236 1 1.53 259.46 30.5 104.2 (M:104.2) 2 1 0

K.SHLLNCCPHDV

LSGTR.M

Carbamidomethyl: 6, 7; 

Dimethyl:2H(4): 1

11187 false 2541 1897.938 1896.9186 1 6.39 170.9 39.33 17.0 (M:17.0) 1 2 1

R.MGSGIERMGS

GIGFGIER.M Oxidation: 8; Dimethyl: 1

11188 false 2541 1897.938 1896.9773 1 -24.55 203 39.33 16.2 (M:16.2) 1 3 1

K.SPCTMVRMNV

LADALK.S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 16; Oxidation: 5, 8; 

Dimethyl: 1

11189 true 2541 1897.938 1896.9469 1 -8.53 208.38 39.33 49.3 (M:49.3) 1 1 0

R.STGEAFVQFAS

QEIAEK.A Dimethyl: 1, 17

11190 true 2020 1897.9471 1896.9302 1 5.07 211.78 34.17 37.2 (M:37.2) 1 1 0

K.NGVQAMVEFD

SVQSAQR.A Dimethyl:2H(4): 1

11191 true 2821 1897.9471 1896.9308 1 4.76 301.47 37.5 81.5 (M:81.5) 1 1 0

K.TYFPHFDLSPGS

DQVR.G Dimethyl:2H(4): 1



11192 true 1549 1898.0428 1897.0145 1 11.09 173.42 30.17 20.8 (M:20.8) 1 1 1

K.NQLTSNPENTV

FDAKR.L Dimethyl:2H(4): 1, 15

11193 true 742 1898.9035 1897.9207 1 -12.9 235.68 26.17 36.0 (M:36.0) 1 1 0

R.EQDEVPTPTPT

TPDPSR.V Dimethyl:2H(4): 1

11194 true 3229 1898.9548 1897.9574 1 -5.21 198.96 37.5 29.9 (M:29.9) 1 1 0

K.GFSEGLWEIEH

NPTVK.A Dimethyl: 1, 16

11195 true 1072 1899.0644 1898.0614 1 -2.23 256.59 26.67 23.6 (M:23.6) 2 1 0

R.VVDNSALGNAP

YHRPPK.C Dimethyl:2H(4): 1, 17

11196 true 657 1899.8092 1898.8251 1 -12.2 153.77 25.83 37.0 (M:37.0) 1 1 0

K.VDCQAYGQTC

QSADIR.A Carbamidomethyl: 3, 10; Dimethyl: 1

11197 true 1264 1899.8427 1898.8618 1 -13.91 238.11 29 80.7 (M:80.7) 1 1 0

R.TDDYLDQPCQE

TINR.I

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

11198 true 13 1899.8997 1898.8871 1 2.79 324.7 21.83 42.9 (M:42.9) 1 1 0

R.NADEQESHQH

PNNPVK.I Dimethyl: 1, 16



11199 true 907 1899.9223 1898.9123 1 1.46 238.64 27.33 26.0 (M:26.0) 1 1 0

K.NLSEQNNYSNI

PHEGK.H Dimethyl: 1, 16

11200 true 2008 1899.9611 1898.9611 1 -3.8 317.52 31.67 32.3 (M:32.3) 1 1 0

R.LAGGPTPCEGH

IEVFQR.G

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

11201 true 2589 1900.043 1899.0578 1 -11.61 182.56 38.17 45.0 (M:45.0) 1 1 0

K.NGPLDIAGAVV

SAGHGLPAK.F Dimethyl: 1, 20

11202 true 2692 1900.1106 1899.0979 1 2.85 212.48 41.5 79.5 (M:79.5) 1 1 0

K.TAILTTIGVLEEP

LGNAR.L Dimethyl:2H(4): 1

11203 true 2398 1900.9572 1899.9451 1 2.54 239.49 37.83 71.1 (M:71.1) 1 1 0

M.GLLQDCQAAF

GAADLYR.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

11204 true 2733 1901.0545 1900.0306 1 8.77 263.94 41.67 63.5 (M:63.5) 1 1 0

K.ITISPLQDLTLYN

PER.T Dimethyl: 1

11205 true 2120 1901.912 1900.8856 1 10.03 230.87 33.17 60.6 (M:60.6) 1 1 0

K.EPFFHGHDNYD

QLVR.I Dimethyl: 1



11206 true 3725 1902.0453 1901.0332 1 2.53 278.6 45.17 49.0 (M:49.0) 2 1 0

K.ELAPAVSVLQLF

CSSPK.A

Carbamidomethyl: 13; Dimethyl: 1, 

17

11207 true 3392 1902.1104 1901.0902 1 6.8 295.95 41 81.0 (M:81.0) 1 1 0

K.ELPYPDPAIAHF

LVQK.V Dimethyl:2H(4): 1, 16

11208 false 3392 1902.1104 1901.0899 1 6.97 284.17 41 18.2 (M:18.2) 1 50 2 0

K.KPFLGMPAPLG

YVPGLGR.G Dimethyl:2H(4): 1

11209 true 2151 1902.1317 1901.1186 1 3.07 209.88 34 100.7 (M:100.7) 1 1 1

K.LDKSQIHDIVLV

GGSTR.I Dimethyl:2H(4): 1, 3

11210 true 1426 1902.9143 1901.9359 1 -15.16 236.12 27.67 19.8 (M:19.8) 1 1 1

R.AKTHNEYEEGL

GGDYR.L Dimethyl:2H(4): 1, 2

11211 true 3827 1902.9996 1901.9669 1 13.34 259.09 43 58.7 (M:58.7) 1 1 0

K.SPPGQVTAAV

MAAIDAGYR.H Dimethyl: 1

11212 true 658 1903.8336 1902.8502 1 -12.56 138.33 25.83 26.9 (M:26.9) 1 1 0

K.VDCQAYGQTC

QSADIR.A

Carbamidomethyl: 3, 10; 

Dimethyl:2H(4): 1



11213 true 1709 1903.8645 1902.8386 1 9.75 250.38 31 73.2 (M:73.2) 1 1 0

R.CVMNVPSLCGT

DHTER.R Carbamidomethyl: 1, 9; Dimethyl: 1

11214 true 2133 1903.9407 1902.9112 1 11.67 191.7 30.83 17.2 (M:17.2) 1 1 1

R.LTWHAYPEDTD

SKER.E Dimethyl: 1, 13

11215 true 2021 1904.0084 1903.0101 1 -4.71 219.5 34.67 84.4 (M:84.4) 1 1 0

R.QNLIANDQLYQ

PLGER.N Dimethyl:2H(4): 1

11216 true 2760 1904.0322 1903.008 1 8.91 262.54 36 33.2 (M:33.2) 1 1 0

R.GAPPNSNIEDF

HGFLPK.G Dimethyl:2H(4): 1, 17

11217 true 2587 1904.0358 1903.0365 1 -4.18 317.13 40.5 35.8 (M:35.8) 1 1 1

K.MDKEYLPIAGL

ADFTR.A Dimethyl:2H(4): 1, 3

11218 true 1727 1904.0476 1903.0465 1 -3.25 182.14 31.5 52.5 (M:52.5) 1 1 0

K.VVSHPTLPVTIT

AHEDR.H Dimethyl:2H(4): 1

11219 true 2862 1904.0767 1903.0779 1 -4.44 185.18 34.5 51.7 (M:51.7) 1 1 1

K.KLSPALPEEDAP

VVNIR.N Dimethyl: 1, 1



11220 true 3349 1904.1138 1903.0906 1 8.37 282.29 39.33 27.3 (M:27.3) 1 1 1

R.KVESLESLYFTPI

ASR.T Dimethyl:2H(4): 1, 1

11221 true 2646 1904.9144 1903.912 1 -2.55 221.68 40.5 47.8 (M:47.8) 1 1 0

R.IDFYFDENPYFE

NK.V Dimethyl:2H(4): 1, 14

11222 true 847 1904.9442 1903.9323 1 2.43 275.11 26.83 88.5 (M:88.5) 1 1 0

R.AQAEQQHNPA

ANPTMIR.A Dimethyl: 1

11223 true 1470 1904.9614 1903.959 1 -2.52 289.41 30 59.7 (M:59.7) 1 1 0

R.LVHADFTPSSG

STYACK.V

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1, 17

11224 true 3535 1905.0175 1904.0044 1 3.09 309.94 42.67 44.5 (M:44.5) 1 1 0

R.ENNAVYAFLGL

TAPPGSK.E Dimethyl: 1, 18

11225 true 2669 1905.0636 1904.0557 1 0.32 296.39 41.67 51.0 (M:51.0) 1 1 0

K.ITISPLQDLTLYN

PER.T Dimethyl:2H(4): 1

11226 true 506 1905.8487 1904.8444 1 -1.56 217.03 24.17 111.7 (M:111.7) 2 1 0

R.EQCCYNCGKPG

HLAR.D

Carbamidomethyl: 3, 4, 7; Dimethyl: 

1, 9



11227 true 2851 1905.886 1904.886 1 -3.81 194.57 42.83 96.5 (M:96.5) 1 1 0

M.EEEIAALVIDN

GSGMCK.A

Carbamidomethyl: 16; Acetyl: 1; 

Dimethyl: 17

11228 true 2285 1905.8991 1904.9125 1 -10.82 234.07 31.5 34.0 (M:34.0) 1 1 1

K.ILADMRDQYEH

MAEK.N Dimethyl: 1, 15

11229 true 2121 1905.9389 1904.9108 1 10.95 321.51 33.17 49.0 (M:49.0) 1 1 0

K.EPFFHGHDNYD

QLVR.I Dimethyl:2H(4): 1

11230 true 2661 1905.982 1904.9632 1 6.04 312.56 34.5 60.8 (M:60.8) 1 1 1

R.KEEGSAPSNSFI

PSFPR.A Dimethyl: 1, 1

11231 true 2542 1905.9903 1904.9971 1 -7.4 245.57 39.33 32.1 (M:32.1) 1 1 0

R.STGEAFVQFAS

QEIAEK.A Dimethyl:2H(4): 1, 17

11232 true 3605 1906.904 1905.8753 1 11.2 222.96 41 35.5 (M:35.5) 1 1 0

R.AGFQFMSSSLP

DICYR.C Carbamidomethyl: 14; Dimethyl: 1

11233 true 528 1906.9776 1905.9657 1 2.43 288.12 25.83 87.0 (M:87.0) 2 1 0

K.LLETTDRPDGH

QNNLR.S Dimethyl: 1



11234 true 3230 1907.0103 1906.0076 1 -2.4 227.54 37.5 19.4 (M:19.4) 1 1 0

K.GFSEGLWEIEH

NPTVK.A Dimethyl:2H(4): 1, 16

11235 true 3807 1907.0175 1905.992 1 9.56 311.87 43 69.4 (M:69.4) 1 1 0

K.SPPGQVTAAV

MAAIDAGYR.H Dimethyl:2H(4): 1

11236 true 14 1907.9507 1906.9373 1 3.22 346.45 21.83 18.6 (M:18.6) 1 1 0

R.NADEQESHQH

PNNPVK.I Dimethyl:2H(4): 1, 16

11237 true 1021 1907.9547 1906.9497 1 -1.19 162.57 27.33 31.4 (M:31.4) 1 1 0

K.LHQLTGGDQLE

STTHSR.I Dimethyl: 1

11238 true 872 1907.9706 1906.9625 1 0.42 263.77 27.33 20.3 (M:20.3) 1 1 0

K.NLSEQNNYSNI

PHEGK.H Dimethyl:2H(4): 1, 16

11239 true 2700 1908.032 1907.0237 1 0.55 249.47 34.67 21.0 (M:21.0) 1 1 0

K.MVPLQVQQSV

SVYNQR.K Dimethyl:2H(4): 1

11240 true 2651 1908.1187 1907.108 1 1.77 205.36 38.17 57.0 (M:57.0) 1 1 0

K.NGPLDIAGAVV

SAGHGLPAK.F Dimethyl:2H(4): 1, 20



11241 true 1354 1908.8993 1907.8749 1 8.99 231.48 29.5 36.6 (M:36.6) 1 1 0

R.AVYDEQGTVDE

EGEALR.A Dimethyl: 1

11242 true 848 1908.9699 1907.9602 1 1.25 279.53 27.33 94.8 (M:94.8) 1 1 0

K.SGVYQHVSGEQ

VGGHAIR.I Dimethyl: 1

11243 true 2852 1909.91 1908.9111 1 -4.36 245.66 42.83 96.2 (M:96.2) 1 1 0

M.EEEIAALVIDN

GSGMCK.A

Carbamidomethyl: 16; 

Dimethyl:2H(4): 17; Acetyl: 1

11244 true 2995 1910.0251 1909.0197 1 -0.96 188.01 44.5 38.9 (M:38.9) 1 1 0

K.STLINSLFLTDLY

PER.I Dimethyl: 1

11245 true 2995 1910.0251 1909.0197 1 -0.96 188.01 44.5 38.9 (M:38.9) 1 1 0

K.STLINSLFLTDLY

PER.Y Dimethyl: 1

11246 true 4045 1910.0753 1909.0834 1 -8.06 324.53 45.33 61.8 (M:61.8) 2 1 0

K.ELAPAVSVLQLF

CSSPK.A

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 17

11247 true 690 1910.7973 1909.7827 1 3.85 258.27 26.33 74.1 (M:74.1) 3 1 0

R.SSGSPYGGGYG

SGSGSGGYGGR.R



11248 true 3606 1910.9306 1909.9004 1 11.97 277.69 41 79.2 (M:79.2) 1 1 0

R.AGFQFMSSSLP

DICYR.C

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

11249 true 621 1911.0093 1909.9908 1 5.86 329.62 25.67 61.2 (M:61.2) 2 1 0

K.LLETTDRPDGH

QNNLR.S Dimethyl:2H(4): 1

11250 true 1022 1911.9737 1910.9748 1 -4.36 340.93 27.33 62.1 (M:62.1) 1 1 0

K.LHQLTGGDQLE

STTHSR.I Dimethyl:2H(4): 1

11251 true 2134 1911.9899 1910.9614 1 11.12 245.75 30.83 33.5 (M:33.5) 1 1 1

R.LTWHAYPEDTD

SKER.E Dimethyl:2H(4): 1, 13

11252 true 2022 1912.0609 1911.0375 1 8.39 218 34.17 47.4 (M:47.4) 1 1 0

R.MNQEDFQSRPI

LELK.E Dimethyl:2H(4): 1, 15

11253 true 2864 1912.1265 1911.1281 1 -4.61 216.19 34.5 64.2 (M:64.2) 1 1 1

K.KLSPALPEEDAP

VVNIR.N Dimethyl:2H(4): 1, 1

11254 true 1355 1912.9237 1911.9 1 8.62 291.68 29.5 58.5 (M:58.5) 1 1 0

R.AVYDEQGTVDE

EGEALR.A Dimethyl:2H(4): 1



11255 true 985 1912.9787 1911.9588 1 6.57 302.05 27 19.7 (M:19.7) 1 1 1

R.FSALQQSTPAE

SSESRR.V Dimethyl:2H(4): 1

11256 true 965 1912.9936 1911.9853 1 0.54 348.9 27.33 100.0 (M:100.0) 1 1 0

K.SGVYQHVSGEQ

VGGHAIR.I Dimethyl:2H(4): 1

11257 true 3536 1913.0647 1912.0546 1 1.49 272.42 42.5 73.5 (M:73.5) 3 1 0

R.ENNAVYAFLGL

TAPPGSK.E Dimethyl:2H(4): 1, 18

11258 true 507 1913.9009 1912.8946 1 -0.53 258.42 24.17 83.5 (M:83.5) 2 1 0

R.EQCCYNCGKPG

HLAR.D

Carbamidomethyl: 3, 4, 7; 

Dimethyl:2H(4): 1, 9

11259 true 3307 1913.9721 1912.9618 1 1.58 249.45 39.17 48.5 (M:48.5) 1 1 0

R.VILQPDVNPGN

CWAFR.G Carbamidomethyl: 12; Dimethyl: 1

11260 true 2662 1914.0405 1913.0134 1 10.35 328.48 34.5 78.4 (M:78.4) 1 1 1

R.KEEGSAPSNSFI

PSFPR.A Dimethyl:2H(4): 1, 1

11261 true 2144 1914.0448 1913.0371 1 0.25 158.05 33.67 34.8 (M:34.8) 1 1 0

R.VISHPTLPISITA

HEDR.H Dimethyl: 1



11262 true 1628 1914.128 1913.1139 1 3.58 210.25 29.83 17.9 (M:17.9) 1 1 0

R.KPFPLAKPLPPG

EPGER.F Dimethyl: 1, 1, 7

11263 true 3517 1914.1668 1913.159 1 0.26 65.55 41.33 48.9 (M:48.9) 1 1 0

K.LQANLAFAPAA

LLPGASPK.S Dimethyl:2H(4): 1, 19

11264 true 2570 1914.7927 1913.8223 1 -19.25 167.95 39.67 29.5 (M:29.5) 1 1 0

K.DNPNLLFNMC

GFECR.I

Carbamidomethyl: 10, 14; Dimethyl: 

1

11265 true 2811 1914.9719 1913.9458 1 9.85 249.12 36 40.0 (M:40.0) 1 1 0

R.GIAAEPLFVGYC

PHEAR.W Carbamidomethyl: 12; Dimethyl: 1

11266 true 1452 1915.0185 1914.0121 1 -0.42 294.27 30.17 41.8 (M:41.8) 1 1 1

R.CLAEVAVEDKG

NQVYR.C

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 10

11267 false 1452 1915.0185 1914.0587 1 -24.76 283.72 30.17 21.1 (M:21.1) 1 2 1

K.FLSAIVSSVDKIP

YGMR.F Dimethyl:2H(4): 11

11268 true 3518 1915.0458 1914.0285 1 5.24 324.12 42.33 27.8 (M:27.8) 1 1 0

K.CPFGALSIVNLP

SNLEK.E Carbamidomethyl: 1; Dimethyl: 1, 17



11269 true 1688 1915.8273 1914.8119 1 4.23 250.41 31.5 35.2 (M:35.2) 1 1 0

R.AADEEAFEDNS

EEYIR.R Dimethyl: 1

11270 true 660 1915.8916 1914.8633 1 10.97 160.73 25.83 115.0 (M:115.0) 1 1 0

K.TQEPHVEEDDD

ELDGK.L Dimethyl:2H(4): 1; Dimethyl: 16

11271 true 985 1915.9768 1914.9672 1 1.2 154.31 27.67 48.2 (M:48.2) 1 1 0

K.QQIYACQHVPV

EQQR.L

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

11272 true 2216 1916.0157 1914.9952 1 6.91 181.69 34.5 117.5 (M:117.5) 1 1 0

K.VTHAVVTVPAY

FNDAQR.Q Dimethyl: 1

11273 true 1227 1916.0357 1915.0098 1 9.72 248.1 28 69.3 (M:69.3) 3 1 0

R.VRPCVVYGGAD

IGQQIR.D Carbamidomethyl: 4; Dimethyl: 1

11274 true 2995 1917.0553 1916.0746 1 -13.89 297.45 44.83 36.2 (M:36.2) 1 1 0

K.NVFDEAILAALE

PPEPK.K Dimethyl:2H(4): 1, 17

11275 true 1933 1917.0553 1916.0603 1 -6.36 806.37 39.67 16.1 (M:16.1) 1 1 1

R.LSQECPIKEMVL

YVK.E

Carbamidomethyl: 5; 

Dimethyl:2H(4): 8, 15; Oxidation: 10



11276 true 3542 1917.1388 1916.1346 1 -1.65 254.24 39.67 23.1 (M:23.1) 1 1 0

K.IEEVPELTLPIIKP

NR.D Dimethyl: 1, 13

11277 true 383 1917.9353 1916.9125 1 8.14 192.02 24.33 53.3 (M:53.3) 1 1 0

K.GVTECYECHPK

PTQK.T

Carbamidomethyl: 5, 8; Dimethyl: 1, 

11, 15

11278 true 3174 1917.9667 1916.9594 1 0.02 156.8 36.83 62.6 (M:62.6) 1 1 1

R.GFCFITYTDEEP

VKK.L

Carbamidomethyl: 3; Dimethyl: 1, 

14, 15

11279 true 3269 1918.0017 1916.9869 1 3.94 273.33 39.17 44.6 (M:44.6) 1 1 0

R.VILQPDVNPGN

CWAFR.G

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

11280 true 689 1918.0544 1917.0407 1 3.36 273.96 25.83 51.3 (M:51.3) 1 1 1

R.ETNIESQPIVDT

HSKR.T Dimethyl:2H(4): 1, 15

11281 true 2145 1918.0654 1917.0622 1 -2.11 226.81 33.67 43.2 (M:43.2) 1 1 0

R.VISHPTLPISITA

HEDR.H Dimethyl:2H(4): 1

11282 true 1635 1918.8979 1917.9068 1 -8.47 206.36 31.17 53.9 (M:53.9) 1 1 0

R.NVSTFPDDATS

PLQENR.S Dimethyl: 1



11283 true 3867 1918.9754 1917.9618 1 3.29 239 43 20.2 (M:20.2) 1 1 0

K.SPPGQVTAAV

MAAIDAGYR.H Oxidation: 11; Dimethyl: 1

11284 true 2812 1918.9995 1917.9709 1 11.08 273.44 36 47.1 (M:47.1) 1 1 0

R.GIAAEPLFVGYC

PHEAR.W

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

11285 true 2477 1919.0357 1918.016 1 6.48 232.46 39.67 62.4 (M:62.4) 1 1 0

K.LTAELIEQAAQY

TNAVR.D Dimethyl: 1

11286 true 1588 1919.8136 1918.8017 1 2.45 229.82 29.67 44.8 (M:44.8) 2 1 0

R.GSGNSGGYYG

QGSMGGGGWR.

G Dimethyl: 1

11287 true 2671 1920.0234 1919.0081 1 4.19 244.63 42 41.8 (M:41.8) 1 1 1

R.KIPNPDFFEDLE

PFK.M Dimethyl: 1, 1, 15

11288 true 2217 1920.042 1919.0203 1 7.53 254.86 34.5 92.6 (M:92.6) 1 1 0

K.VTHAVVTVPAY

FNDAQR.Q Dimethyl:2H(4): 1

11289 true 2296 1920.0485 1919.0349 1 3.27 314.9 32.5 68.9 (M:68.9) 3 1 0

R.VRPCVVYGGAD

IGQQIR.D

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1



11290 true 896 1920.9479 1919.9272 1 7.01 211.77 26.83 23.1 (M:23.1) 1 1 0

R.AQAEQQHNPA

ANPTMIR.A Oxidation: 15; Dimethyl: 1

11291 false 2077 1920.9492 1919.9225 1 10.14 377.95 34.67 20.9 (M:20.9) 1 64.9 2 1

R.SKGDSEVSDEEI

VPHHK.K Dimethyl: 17

11292 true 2077 1920.9492 1919.9349 1 3.67 314.79 34.67 53.5 (M:53.5) 1 1 0

R.SGMSHEEDQLI

PNLYR.Y Dimethyl:2H(4): 1

11293 true 2163 1920.9733 1919.9377 1 14.74 267.69 33.17 58.4 (M:58.4) 1 1 0

R.SAGFTTDAAQT

PTPFQPR.A Dimethyl: 1

11294 true 1809 1921.0975 1920.1197 1 -15.32 212.59 33.83 25.5 (M:25.5) 1 1 0

K.NLPPSGAVPVS

GIPPHVVK.V Dimethyl: 1, 19

11295 true 3694 1921.135 1920.1044 1 12.12 229.26 41.67 19.6 (M:19.6) 1 1 1

R.GGPNIITLADIV

KDPVSR.T Dimethyl: 1, 13

11296 true 2454 1922.1319 1921.1262 1 -0.8 187.69 33.33 23.0 (M:23.0) 1 1 0

K.SIVIRPLEPQPA

PHLAR.E Dimethyl: 1



11297 true 3868 1923.0115 1921.987 1 8.99 244.26 43 18.4 (M:18.4) 1 1 0

K.SPPGQVTAAV

MAAIDAGYR.H Dimethyl:2H(4): 1; Oxidation: 11

11298 true 2478 1923.0497 1922.0411 1 0.69 284.76 39.67 77.4 (M:77.4) 1 1 0

K.LTAELIEQAAQY

TNAVR.D Dimethyl:2H(4): 1

11299 true 3528 1923.0922 1922.0787 1 3.23 357.78 42.33 23.3 (M:23.3) 1 1 0

K.CPFGALSIVNLP

SNLEK.E

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 17

11300 true 2666 1923.1053 1922.0989 1 -0.49 260.39 34.5 28.9 (M:28.9) 1 1 1

K.AGKFPSLLTHNE

NLVAK.V Dimethyl: 1, 3, 17

11301 true 1589 1923.8365 1922.8268 1 1.29 310.1 29.67 32.1 (M:32.1) 2 1 0

R.GSGNSGGYYG

QGSMGGGGWR.

G Dimethyl:2H(4): 1

11302 true 3710 1923.9908 1922.9722 1 5.89 262.71 40.83 50.2 (M:50.2) 1 1 0

K.CTAPQYVDFV

MSSVQK.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 16

11303 true 877 1924.8498 1923.817 1 13.26 231.16 27.17 52.3 (M:52.3) 1 1 0

K.SEEAHAEDSVM

DHHFR.K Dimethyl: 1



11304 true 897 1924.9603 1923.9523 1 0.4 233.08 26.83 42.9 (M:42.9) 1 1 0

R.AQAEQQHNPA

ANPTMIR.A Dimethyl:2H(4): 1; Oxidation: 15

11305 true 3543 1925.194 1924.1849 1 0.98 228.02 39.67 29.5 (M:29.5) 1 1 0

K.IEEVPELTLPIIKP

NR.D Dimethyl:2H(4): 1, 13

11306 true 2813 1925.9408 1924.9135 1 10.39 273.94 35.83 71.2 (M:71.2) 2 1 0

K.LSLDGQNIYNA

CCTLR.I

Carbamidomethyl: 12, 13; Dimethyl: 

1

11307 true 1044 1925.9971 1924.9432 1 24.21 226.92 28.83 77.4 (M:77.4) 1 1 0

R.LNFSHGTHEYH

EGTIK.N Dimethyl: 1, 16

11308 true 3465 1926.0144 1924.9935 1 7.1 136.98 40.17 69.4 (M:69.4) 1 1 0

K.LSLEFPSGYPYT

APTVR.F Dimethyl: 1

11309 true 2455 1926.1558 1925.1513 1 -1.4 122.2 33.33 35.1 (M:35.1) 2 1 0

K.SIVIRPLEPQPA

PHLAR.E Dimethyl:2H(4): 1

11310 true 2459 1927.007 1925.9938 1 3.12 69.2 37.33 25.4 (M:25.4) 1 1 0

R.QYYTLLNQAPD

YLHR.F Dimethyl:2H(4): 1



11311 true 3975 1927.0796 1926.0575 1 7.69 123.59 44.33 21.0 (M:21.0) 1 1 0

K.LPNGLIIASLENF

SPASR.I Dimethyl: 1

11312 true 3785 1927.2235 1926.2042 1 6.21 125.41 41.67 30.6 (M:30.6) 1 1 1

R.ILSISADTETIGEI

LKK.I Dimethyl:2H(4): 1, 16, 17

11313 true 2601 1928.1535 1927.1532 1 -3.63 154.26 35 50.2 (M:50.2) 1 1 1

R.VKPAADESAFS

EALLKR.N Dimethyl:2H(4): 1, 2, 16

11314 true 2120 1928.9668 1927.9779 1 -9.54 150.83 34.33 84.6 (M:84.6) 1 1 1

K.EAFSLFDKDGD

GTITTK.E Dimethyl: 1, 8, 17

11315 true 3695 1929.161 1928.1546 1 -0.45 177.51 41.5 55.4 (M:55.4) 2 1 1

R.GGPNIITLADIV

KDPVSR.T Dimethyl:2H(4): 1, 13

11316 false 3380 1929.172 1928.1471 1 9.15 171.33 41.83 16.7 (M:16.7) 1 2 1

K.LNMILVQILKQE

WPK.H

Dimethyl:2H(4): 1; Oxidation: 3; 

Dimethyl: 15

11317 true 660 1929.7752 1928.7716 1 -1.92 111.2 25.83 56.8 (M:56.8) 1 1 0

R.VENHYCSQCQF

CNR.F

Carbamidomethyl: 6, 9, 12; 

Dimethyl: 1



11318 true 2056 1929.9463 1928.9573 1 -9.42 135.92 33.83 34.1 (M:34.1) 2 1 0

K.CVICDSYVRPCT

LVR.I

Carbamidomethyl: 1, 4, 11; 

Dimethyl:2H(4): 1

11319 true 2814 1929.9647 1928.9386 1 9.72 138 35.83 75.3 (M:75.3) 2 1 0

K.LSLDGQNIYNA

CCTLR.I

Carbamidomethyl: 12, 13; 

Dimethyl:2H(4): 1

11320 true 705 1929.9714 1928.9844 1 -10.48 101.86 26.17 99.1 (M:99.1) 1 1 0

M.SETAPAPAAEA

APAAAPAPAK.A Acetyl: 1; Dimethyl: 21

11321 true 2783 1929.9718 1928.9592 1 2.78 48.47 46 15.3 (M:15.3) 1 1 1

K.DSSTKHYINHTT

PTLSK.S

11322 true 384 1930.011 1928.9878 1 8.26 173.06 24.33 51.0 (M:51.0) 1 1 0

K.GVTECYECHPK

PTQK.T

Carbamidomethyl: 5, 8; 

Dimethyl:2H(4): 1, 11, 15

11323 true 3466 1930.0407 1929.0186 1 7.7 173.29 40.17 70.5 (M:70.5) 1 1 0

K.LSLEFPSGYPYT

APTVR.F Dimethyl:2H(4): 1

11324 true 3175 1930.0419 1929.0347 1 -0.02 93.39 36.83 55.2 (M:55.2) 1 1 1

R.GFCFITYTDEEP

VKK.L

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 14, 15



11325 true 1045 1930.0785 1929.041 1 15.65 69.42 28 79.0 (M:79.0) 1 1 0

K.IETSHPPIPPPH

PPPER.K Dimethyl:2H(4): 1

11326 true 2128 1930.9562 1929.9043 1 23.08 161.18 32.17 32.2 (M:32.2) 1 1 0

R.HEMPPHIYAIT

DTAYR.S Oxidation: 3

11327 true 839 1930.9682 1929.9504 1 5.44 134.15 27.17 101.9 (M:101.9) 1 1 0

K.QQLNNTEAQLA

SQSSQR.A Dimethyl: 1

11328 true 3976 1931.099 1930.0826 1 4.74 139.67 44.33 26.3 (M:26.3) 1 1 0

K.LPNGLIIASLENF

SPASR.I Dimethyl:2H(4): 1

11329 true 2748 1932.0638 1931.0834 1 -13.88 164.92 42 35.6 (M:35.6) 1 1 1

R.KIPNPDFFEDLE

PFK.M Dimethyl:2H(4): 1, 1, 15

11330 true 2346 1932.0654 1931.0265 1 16.35 122.97 35.5 42.8 (M:42.8) 1 1 0

R.SFGQTPSQLLIE

PHPPR.S Dimethyl: 1

11331 true 471 1932.833 1931.8221 1 1.9 149.62 25.33 79.7 (M:79.7) 1 1 0

R.DCHEEVYAGSH

QYPGR.G Carbamidomethyl: 2; Dimethyl: 1



11332 true 871 1932.8493 1931.8472 1 -2.7 84.85 25.33 46.4 (M:46.4) 1 1 0

R.VQEYCDQHHF

QEEK.I Carbamidomethyl: 5; Dimethyl: 1, 14

11333 true 2839 1932.9687 1931.9271 1 17.77 171.12 42.5 40.0 (M:40.0) 1 98.31 1 0

K.NATNVEQSFM

TMAAEIK.K Dimethyl:2H(4): 1; Oxidation: 12

11334 true 1699 1933.0225 1932.0065 1 4.53 135.73 30.5 57.9 (M:57.9) 1 1 1

K.VYVGNLGNNG

NKTELER.A Dimethyl: 1, 12

11335 false 147 1933.0436 1932.0092 1 14.05 115.22 21.83 19.8 (M:19.8) 1 62.99 2 1

R.EPLKSVFDAIST

ETPDK.R Dimethyl: 4, 17

11336 true 147 1933.0436 1932.0052 1 16.13 93.79 21.83 56.8 (M:56.8) 1 1 1

K.SKTDATQKPES

GTVEDK.A Dimethyl: 1, 2, 8, 17

11337 true 661 1933.8022 1932.7967 1 -0.94 125.02 25.83 38.2 (M:38.2) 1 1 0

R.VENHYCSQCQF

CNR.F

Carbamidomethyl: 6, 9, 12; 

Dimethyl:2H(4): 1

11338 true 2215 1933.9424 1932.9302 1 2.55 103.93 31.17 94.5 (M:94.5) 1 1 0

K.HECTLSSQEYIH

ELR.S

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1



11339 true 1317 1933.9576 1932.9105 1 20.58 105.34 29.5 35.2 (M:35.2) 1 1 1

K.EVYENYPSYDLS

DRK.D Dimethyl: 1, 15

11340 true 1226 1933.9914 1932.9934 1 -4.77 99.44 28.83 77.5 (M:77.5) 1 1 0

R.LNFSHGTHEYH

EGTIK.N Dimethyl:2H(4): 1, 16

11341 true 706 1933.9952 1933.0095 1 -11.16 95.04 26.17 108.5 (M:108.5) 1 1 0

M.SETAPAPAAEA

APAAAPAPAK.A Dimethyl:2H(4): 21; Acetyl: 1

11342 true 3712 1934.9419 1933.921 1 7.01 101.73 40.83 60.2 (M:60.2) 1 1 0

K.NQDFGNIFSFPS

YSQK.T Dimethyl: 1, 16

11343 true 840 1934.9655 1933.9755 1 -8.95 132.7 27.17 71.0 (M:71.0) 1 1 0

K.QQLNNTEAQLA

SQSSQR.A Dimethyl:2H(4): 1

11344 true 40 1934.9843 1933.9718 1 2.66 77.3 21.17 16.1 (M:16.1) 1 1 0

R.LQQQQGQPPS

QQQQQR.T Dimethyl: 1

11345 false 3437 1935.0679 1934.106 1 -23.46 133.16 41.33 17.4 (M:17.4) 1 2 1

R.TEGLSVLNQAM

AVIKEK.I

Dimethyl:2H(4): 1; Oxidation: 11; 

Dimethyl: 15, 17



11346 true 3437 1935.0679 1934.0374 1 12 130.3 41.33 30.0 (M:30.0) 1 1 0

K.VVNDLVQHFLN

ENLPR.E Dimethyl: 1

11347 true 2175 1935.9554 1934.9698 1 -11.18 156.93 35 96.9 (M:96.9) 1 1 0

R.LQQELDDIAVD

LDHQR.Q Dimethyl: 1

11348 true 1658 1936.0314 1935.0214 1 1.41 118.97 30 46.6 (M:46.6) 1 1 1

K.IFVGGIKEDTEE

HHLR.D Dimethyl: 1, 7

11349 true 1658 1936.0314 1935.0214 1 1.41 118.97 30 46.6 (M:46.6) 1 1 1

K.LFVGGIKEDTEE

HHLR.D Dimethyl: 1, 7

11350 true 2331 1936.0778 1935.0516 1 9.77 105.31 35.67 69.3 (M:69.3) 1 1 0

R.SFGQTPSQLLIE

PHPPR.S Dimethyl:2H(4): 1

11351 true 2035 1936.112 1935.1128 1 -4.19 135.24 34.33 75.9 (M:75.9) 2 1 1

K.SLLVTELGSNRD

PETIK.I Dimethyl:2H(4): 1, 17

11352 true 833 1936.72 1935.7335 1 -10.76 101.76 26.83 38.3 (M:38.3) 1 1 0

K.DCDLQEDEACY

NCGR.G

Carbamidomethyl: 2, 10, 13; 

Dimethyl:2H(4): 1



11353 true 2654 1937.9867 1936.9928 1 -6.9 119.07 35.5 47.9 (M:47.9) 1 1 1

K.GSSAVGLTAYV

MKDPETR.Q Dimethyl: 1, 13

11354 true 2411 1937.9921 1936.9894 1 -2.38 135.9 32.33 24.2 (M:24.2) 1 1 0

K.IRPGEQEQYEST

IGFK.L Dimethyl: 1, 16

11355 true 1829 1938.0186 1937.0131 1 -0.93 176.09 31.17 55.3 (M:55.3) 1 1 0

K.MQRPPPVPNP

DYEPIR.K Dimethyl:2H(4): 1

11356 true 3203 1938.0478 1937.0371 1 1.78 149.32 39.67 72.0 (M:72.0) 1 1 0

R.EAIDSPVSFLAL

HNQIR.N Dimethyl: 1

11357 true 3055 1938.0867 1937.1073 1 -14.41 115.22 45.17 31.9 (M:31.9) 1 1 0

R.QGNEIFQVIESA

IAVQK.E Dimethyl:2H(4): 1, 17

11358 true 926 1938.8273 1937.814 1 3.09 161.34 26.17 201.6 (M:201.6) 4 1 0

R.SSGSPYGGGYG

SGSGSGGYGGR.R Dimethyl: 1

11359 true 41 1939.0041 1937.9969 1 -0.04 78.73 21.17 48.8 (M:48.8) 1 1 0

R.LQQQQGQPPS

QQQQQR.T Dimethyl:2H(4): 1



11360 true 1963 1939.0156 1938.0098 1 -0.8 151.56 33.83 73.7 (M:73.7) 1 1 1

K.IFVGGIKEDTEE

YNLR.E Dimethyl: 1, 7

11361 true 1982 1939.0232 1938.0211 1 -2.66 106.08 30.33 74.7 (M:74.7) 1 1 1

K.IVYGHLDDPAK

QEIER.G Dimethyl: 1, 11

11362 true 2735 1939.043 1938.0251 1 5.49 97.8 41.67 22.9 (M:22.9) 1 1 0

K.ELFEPYGAVYQI

NVLR.D Dimethyl: 1

11363 true 3438 1939.0886 1938.0625 1 9.71 125.68 41.33 50.6 (M:50.6) 1 1 0

K.VVNDLVQHFLN

ENLPR.E Dimethyl:2H(4): 1

11364 true 2176 1939.9817 1938.9949 1 -10.55 94 35 77.6 (M:77.6) 1 1 0

R.LQQELDDIAVD

LDHQR.Q Dimethyl:2H(4): 1

11365 true 1949 1940.0333 1939.0214 1 2.4 145.73 32.17 16.9 (M:16.9) 1 1 1

R.IEREHQISPGDF

PNLR.K Dimethyl:2H(4): 1

11366 true 2770 1940.9645 1939.9383 1 9.74 166.32 42.67 56.5 (M:56.5) 1 1 0

K.NATNVEQSFM

TMAAEIK.K Dimethyl: 1, 17



11367 true 1677 1940.9749 1939.9462 1 11.03 125.78 31 39.1 (M:39.1) 1 1 0

R.FAEVECLAESH

QHLSK.E Carbamidomethyl: 6; Dimethyl: 1, 16

11368 true 2121 1941.0472 1940.0532 1 -6.85 119.4 34.33 41.2 (M:41.2) 1 1 1

K.EAFSLFDKDGD

GTITTK.E Dimethyl:2H(4): 1, 8, 17

11369 true 1700 1941.0712 1940.0567 1 3.72 195.67 30.5 102.8 (M:102.8) 1 1 1

K.VYVGNLGNNG

NKTELER.A Dimethyl:2H(4): 1, 12

11370 true 841 1941.0764 1940.0579 1 5.79 190.13 27 25.4 (M:25.4) 1 1 1

K.IDKVNEIVETNR

PDSK.N Dimethyl: 1, 3, 16

11371 true 1129 1941.8102 1940.817 1 -7.26 77.36 28.17 60.9 (M:60.9) 1 1 0

K.LNQVCFDDDG

ASSSQDR.L Carbamidomethyl: 5; Dimethyl: 1

11372 true 1319 1941.9713 1940.9607 1 1.67 73.08 29.5 15.9 (M:15.9) 1 1 1

K.EVYENYPSYDLS

DRK.D Dimethyl:2H(4): 1, 15

11373 true 3204 1942.0567 1941.0622 1 -6.55 142.81 39.67 63.9 (M:63.9) 1 1 0

R.EAIDSPVSFLAL

HNQIR.N Dimethyl:2H(4): 1



11374 true 150 1942.8501 1941.8391 1 1.92 155.48 21.17 190.1 (M:190.1) 5 1 0

R.SSGSPYGGGYG

SGSGSGGYGGR.R Dimethyl:2H(4): 1

11375 true 2092 1942.9489 1941.9407 1 0.48 197.39 32 43.3 (M:43.3) 1 1 0

R.HEMPPHIYAIT

DTAYR.S Dimethyl: 1

11376 true 836 1942.9818 1941.9629 1 6.01 114.62 26.67 34.1 (M:34.1) 1 1 0

K.ESQRPQAHECL

GETLR.V

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

11377 true 3602 1942.9931 1941.9712 1 7.52 141.09 40.83 103.9 (M:103.9) 1 1 0

K.NQDFGNIFSFPS

YSQK.T Dimethyl:2H(4): 1, 16

11378 true 2261 1943.8679 1942.8567 1 2.03 161.97 33.17 70.6 (M:70.6) 1 1 0

R.AHQLVMEGYN

WCHDR.N Carbamidomethyl: 12; Dimethyl: 1

11379 true 3042 1943.994 1942.9537 1 16.98 125.59 38.67 66.0 (M:66.0) 1 1 0

K.NSFYIGAYQAAI

NEAQR.I Dimethyl: 1

11380 true 1580 1944.0105 1943.0112 1 -4.13 85.08 28.67 39.4 (M:39.4) 1 1 1

R.ETEELHHDRVP

LEVGK.V Dimethyl: 1, 16



11381 true 1659 1944.0839 1943.0716 1 2.55 145.02 30 64.8 (M:64.8) 1 1 1

K.LFVGGIKEDTEE

HHLR.D Dimethyl:2H(4): 1, 7

11382 true 1659 1944.0839 1943.0716 1 2.55 145.02 30 64.8 (M:64.8) 1 1 1

K.IFVGGIKEDTEE

HHLR.D Dimethyl:2H(4): 1, 7

11383 true 2938 1945.0074 1944.0033 1 -1.61 89.54 43.83 16.7 (M:16.7) 1 1 0

R.YGPIVDVYVPLD

FYTR.R Dimethyl: 1

11384 true 1919 1945.02 1944.0177 1 -2.59 161.77 31.5 40.2 (M:40.2) 1 1 0

R.HVEDGNVTVQ

HAALSALR.N Dimethyl: 1

11385 true 3340 1945.029 1944.0357 1 -7.16 95.17 38.17 36.6 (M:36.6) 1 1 1

K.IPENSEFPFVSLK

EPR.V Dimethyl: 1, 13

11386 true 1130 1945.8373 1944.8421 1 -6.25 128.54 28.17 62.1 (M:62.1) 1 1 0

K.LNQVCFDDDG

ASSSQDR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

11387 true 1977 1945.973 1944.9632 1 1.33 165.73 32.33 39.5 (M:39.5) 1 1 0

K.TPPGLQHENTA

PADYFR.I Dimethyl:2H(4): 1



11388 true 2412 1946.0405 1945.0397 1 -3.31 104.31 32.33 35.3 (M:35.3) 1 1 0

K.IRPGEQEQYEST

IGFK.L Dimethyl:2H(4): 1, 16

11389 true 2680 1946.0424 1945.043 1 -4.04 81.4 35.5 21.0 (M:21.0) 1 1 1

K.GSSAVGLTAYV

MKDPETR.Q Dimethyl:2H(4): 1, 13

11390 true 2773 1946.0663 1945.0583 1 0.4 149.64 37.67 16.1 (M:16.1) 1 1 0

K.YTRPGLPTFSQ

DVLCK.W

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1, 16

11391 true 1483 1946.0945 1945.0586 1 14.7 184.08 29.83 43.2 (M:43.2) 1 1 1

R.VHTDFTPSPYD

KDSLK.L Dimethyl:2H(4): 1, 12, 16

11392 true 2057 1946.9755 1945.9658 1 1.25 193.34 32 59.8 (M:59.8) 1 1 0

R.HEMPPHIYAIT

DTAYR.S Dimethyl:2H(4): 1

11393 true 2819 1946.9967 1945.9898 1 -0.18 152.01 42.5 110.3 (M:110.3) 4 1 0

R.ATENDIANFFSP

LNPIR.V Dimethyl: 1

11394 true 1964 1947.0637 1946.0601 1 -1.89 181.48 33.83 85.0 (M:85.0) 1 1 1

K.IFVGGIKEDTEE

YNLR.E Dimethyl:2H(4): 1, 7



11395 true 1983 1947.0736 1946.0713 1 -2.55 107.38 30.33 59.0 (M:59.0) 1 1 1

K.IVYGHLDDPAK

QEIER.G Dimethyl:2H(4): 1, 11

11396 true 2652 1947.0815 1946.0698 1 2.28 69.31 38 49.4 (M:49.4) 1 1 0

R.QAQGLQQELG

GLHSALLR.L Dimethyl: 1

11397 true 3702 1947.1941 1946.2016 1 -7.57 597.74 45.17 16.8 (M:16.8) 1 1 1

R.QLLQAAKNLAS

AVSDLLK.T Dimethyl:2H(4): 7, 18

11398 true 2233 1947.8881 1946.8818 1 -0.48 204.67 33.17 87.3 (M:87.3) 1 1 0

R.AHQLVMEGYN

WCHDR.N

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

11399 true 3009 1948.0075 1946.9788 1 10.99 146.51 38.67 76.2 (M:76.2) 1 1 0

K.NSFYIGAYQAAI

NEAQR.I Dimethyl:2H(4): 1

11400 true 2345 1948.0573 1947.0355 1 7.45 141.05 34.67 41.0 (M:41.0) 2 1 0

K.SGTGIAAMSV

MRPELIMK.S Dimethyl: 1, 18

11401 true 1202 1948.0702 1947.0448 1 9.33 96.32 28.67 70.1 (M:70.1) 1 1 1

R.DVACGANHTLV

LDSQKR.V

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 16



11402 true 26 1948.9954 1948.0014 1 -6.79 88.2 21 22.6 (M:22.6) 1 1 0

K.ALQHAETSSES

NKPHTK.S Dimethyl: 1, 13, 17

11403 true 3170 1948.9957 1947.9513 1 19.06 136.47 39.5 32.1 (M:32.1) 1 1 0

K.QASFTNFDPTG

LLPPCR.D Carbamidomethyl: 16; Dimethyl: 1

11404 true 2842 1948.9991 1947.9885 1 1.7 115.1 42.5 36.9 (M:36.9) 1 1 0

K.NATNVEQSFM

TMAAEIK.K Dimethyl:2H(4): 1, 17

11405 true 1678 1949.0239 1947.9964 1 10.39 139.22 31 59.5 (M:59.5) 1 1 0

R.FAEVECLAESH

QHLSK.E

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 16

11406 true 2523 1949.0908 1948.0742 1 4.79 118.5 38.5 142.8 (M:142.8) 1 1 0

K.ISSVQSIVPALEI

ANSHR.K Dimethyl: 1

11407 true 163 1949.1066 1948.1056 1 -3.23 79.55 21.83 68.5 (M:68.5) 1 1 1

K.SKTDATQKPES

GTVEDK.A Dimethyl:2H(4): 1, 2, 8, 17

11408 true 1803 1949.9294 1948.9214 1 0.37 155.5 30.83 100.2 (M:100.2) 3 1 0

R.MTQNPNYYNL

QGVSHR.H Dimethyl: 1



11409 true 2757 1949.9925 1949.0007 1 -7.92 118.38 36.67 42.9 (M:42.9) 1 1 0

K.VQNAVITVPAY

FNDSQR.Q Dimethyl: 1

11410 true 2302 1950.0834 1949.0622 1 7.13 82.55 34.67 56.7 (M:56.7) 1 1 0

R.GHVTQDAPIPG

SPLYTIK.A Dimethyl: 1, 18

11411 true 1858 1950.9116 1949.9059 1 -0.83 142.67 31 39.6 (M:39.6) 1 1 0

K.TPCSVLIGEACN

PNACR.A

Carbamidomethyl: 3, 11, 16; 

Dimethyl:2H(4): 1

11412 true 1857 1950.9873 1949.9919 1 -6.09 76.35 29.67 49.3 (M:49.3) 1 1 0

K.HLQAEQANSEA

TINQLR.A Dimethyl: 1

11413 true 2825 1950.9967 1949.9641 1 12.98 130.66 37.67 34.4 (M:34.4) 2 1 0

R.VTNQATIMCTS

YVQFR.E

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

11414 true 2843 1951.0268 1950.0149 1 2.36 157.33 42.83 130.3 (M:130.3) 2 1 0

R.ATENDIANFFSP

LNPIR.V Dimethyl:2H(4): 1

11415 true 1051 1951.04 1950.037 1 -2.18 176.78 24.83 19.0 (M:19.0) 2 1 1

R.RVQRPEDGSG

GSSPSGVSK.S Dimethyl:2H(4): 1, 19



11416 true 1674 1951.0837 1950.1012 1 -12.7 122.44 31.67 42.0 (M:42.0) 1 1 0

K.MEKPPAPPNLP

PGPPTVK.R Dimethyl: 1, 3, 18

11417 true 2653 1951.1078 1950.0949 1 2.89 55.61 38.17 98.2 (M:98.2) 1 1 0

R.QAQGLQQELG

GLHSALLR.L Dimethyl:2H(4): 1

11418 true 2679 1952.0109 1950.956 1 24.38 132.62 36.17 52.1 (M:52.1) 1 1 0

R.FSHQGVQLIDF

SPCER.Y

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

11419 true 1581 1952.0675 1951.0615 1 -0.62 121.09 28.5 50.0 (M:50.0) 1 1 1

R.ETEELHHDRVP

LEVGK.V Dimethyl:2H(4): 1, 16

11420 true 908 1952.9513 1951.9174 1 13.66 82.87 27.5 47.7 (M:47.7) 1 1 0

R.QSPFATSSEHSS

ENGSLR.F Dimethyl:2H(4): 1

11421 true 3467 1952.9763 1951.9536 1 7.89 147.23 40.17 23.1 (M:23.1) 1 1 0

R.STMVGTPYWM

APEVVTR.K Dimethyl: 1

11422 true 3171 1952.9956 1951.9764 1 6.13 121.61 39.5 22.2 (M:22.2) 1 1 0

K.QASFTNFDPTG

LLPPCR.D

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1



11423 true 3795 1953.0971 1952.0731 1 8.57 128.23 42 37.4 (M:37.4) 1 1 0

R.NLGIDQSPGTIL

TPFVPR.G Dimethyl: 1

11424 true 2524 1953.1156 1952.0993 1 4.61 132.13 38.5 153.8 (M:153.8) 1 1 0

K.ISSVQSIVPALEI

ANSHR.K Dimethyl:2H(4): 1

11425 true 842 1953.1575 1952.1332 1 8.72 170.01 27 31.1 (M:31.1) 1 1 1

K.IDKVNEIVETNR

PDSK.N Dimethyl:2H(4): 1, 3, 16

11426 true 1804 1953.9523 1952.9465 1 -0.75 148.71 30.83 109.9 (M:109.9) 3 1 0

R.MTQNPNYYNL

QGVSHR.H Dimethyl:2H(4): 1

11427 true 2554 1953.9688 1952.9983 1 -18.83 133.68 39.5 39.2 (M:39.2) 1 1 0

R.SEETESPYFSTPL

LLGK.N Dimethyl: 1, 17

11428 true 2963 1954.072 1953.0258 1 19.92 156.51 36.83 38.6 (M:38.6) 1 1 0

K.VQNAVITVPAY

FNDSQR.Q Dimethyl:2H(4): 1

11429 true 36 1954.9041 1953.9 1 -1.6 158.72 21.5 81.9 (M:81.9) 1 1 0

R.IQEETSSQQSQ

PGCSTR.L

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1



11430 true 1858 1955.0193 1954.017 1 -2.54 88.34 29.67 34.9 (M:34.9) 1 1 0

K.HLQAEQANSEA

TINQLR.A Dimethyl:2H(4): 1

11431 true 3532 1955.0411 1954.0346 1 -0.4 111.77 41.67 45.1 (M:45.1) 1 1 0

K.VGLTNYAAAYC

TGLLLAR.R Carbamidomethyl: 11; Dimethyl: 1

11432 true 662 1955.0996 1954.0888 1 1.83 90.8 25.67 23.9 (M:23.9) 1 83.65 1 0

K.GLHNSEKPPEP

VKPDVK.S Dimethyl: 1, 7, 17

11433 true 1522 1956.0469 1955.0324 1 3.71 135.2 30 30.2 (M:30.2) 1 1 1

K.NLALSDKENTP

PALSSSR.V Dimethyl: 1, 7

11434 true 2346 1956.1066 1955.0858 1 6.95 121.88 34.67 46.3 (M:46.3) 2 1 0

K.SGTGIAAMSV

MRPELIMK.S Dimethyl:2H(4): 1, 18

11435 true 2993 1956.2545 1955.2271 1 10.32 122.72 37.33 62.9 (M:62.9) 1 1 0

R.ILETLPEGTVLLN

KPVR.T Dimethyl:2H(4): 1, 14

11436 true 2078 1956.9411 1955.9377 1 -1.99 139.4 34.83 129.8 (M:129.8) 1 1 0

R.SLGYAYVNFQQ

PADAER.A Dimethyl: 1



11437 true 3468 1956.9995 1955.9787 1 6.91 128.63 40.17 24.4 (M:24.4) 1 1 0

R.STMVGTPYWM

APEVVTR.K Dimethyl:2H(4): 1

11438 true 1846 1957.8795 1956.8744 1 -1.11 119.14 31.67 44.1 (M:44.1) 1 1 0

R.MGGATTMNM

GDPYASAAQK.F Dimethyl: 1, 19

11439 true 1358 1957.9494 1956.929 1 6.72 166.08 28.83 27.1 (M:27.1) 1 1 0

R.YNHSHDQLILT

GSSDSR.V Dimethyl: 1

11440 false 1358 1957.9494 1956.9224 1 10.05 108.01 28.83 23.7 (M:23.7) 1 2 0

R.VHLENMGSHDI

VDGNHR.L Dimethyl: 1

11441 true 554 1957.9661 1956.9501 1 4.47 120.39 25.33 55.7 (M:55.7) 1 1 0

K.AVAEGSQQQQ

AELEASQR.E Dimethyl: 1

11442 true 1252 1957.9796 1956.9649 1 3.78 129.56 29.17 58.1 (M:58.1) 1 1 0

K.LPAKPEVCTDE

DIQMR.L Carbamidomethyl: 8; Dimethyl: 1, 4

11443 true 1660 1957.9895 1956.9687 1 6.88 160.27 30 15.0 (M:15.0) 1 1 0

K.EQNQAPISTQQ

GLSLCR.Q Carbamidomethyl: 16; Dimethyl: 1



11444 true 995 1957.9915 1956.9637 1 10.48 130.38 27.67 41.8 (M:41.8) 1 1 0

K.VLDHAMIGPEG

TDNCHK.F

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1, 17

11445 true 3791 1958.1307 1957.1136 1 5.02 135.15 42.33 36.4 (M:36.4) 1 1 0

K.TVTIPTQPYQEI

VTALK.C Dimethyl: 1, 17

11446 true 2303 1958.1325 1957.1124 1 6.56 82.16 34.67 38.2 (M:38.2) 1 1 0

R.GHVTQDAPIPG

SPLYTIK.A Dimethyl:2H(4): 1, 18

11447 true 1068 1958.9525 1957.9366 1 4.39 130.17 27.83 58.5 (M:58.5) 1 1 0

K.MSVSDTQLNY

NHHPQR.F Dimethyl:2H(4): 1

11448 true 3533 1959.0616 1958.0597 1 -2.76 123.4 41.67 91.2 (M:91.2) 1 1 0

K.VGLTNYAAAYC

TGLLLAR.R

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

11449 true 2177 1959.8756 1958.8771 1 -4.47 91.12 35.17 52.2 (M:52.2) 1 1 0

R.EVQGHESDEF

MGYFPR.G Dimethyl:2H(4): 1

11450 true 1878 1959.9335 1958.9281 1 -0.94 128.19 32.67 32.6 (M:32.6) 1 1 0

R.WMVGQCGEDI

PQPTPGR.D

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1



11451 true 751 1960.0312 1959.0174 1 3.33 183.25 26.33 25.5 (M:25.5) 1 1 0

R.APEQRPAPNTA

PTDPTLR.N Dimethyl: 1

11452 true 481 1960.917 1959.9109 1 -0.6 176.95 25.17 82.9 (M:82.9) 1 1 1

R.AAQENKHDSYI

PCSER.I Carbamidomethyl: 13; Dimethyl: 1, 6

11453 true 2079 1960.964 1959.9628 1 -3.1 145.43 34.67 109.7 (M:109.7) 1 1 0

R.SLGYAYVNFQQ

PADAER.A Dimethyl:2H(4): 1

11454 true 936 1961.0497 1960.0266 1 8.09 194.94 27 18.4 (M:18.4) 1 1 1

K.AEGASETVLYKI

DVPANR.Y Dimethyl: 1

11455 true 555 1961.9809 1960.9752 1 -0.8 107.24 25.33 88.1 (M:88.1) 1 1 0

K.AVAEGSQQQQ

AELEASQR.E Dimethyl:2H(4): 1

11456 true 1290 1961.9928 1960.9475 1 19.34 221.69 28.67 72.8 (M:72.8) 1 1 0

R.VHLENMGSHDI

VDGNHR.L Dimethyl:2H(4): 1

11457 true 3108 1962.0595 1961.0371 1 7.73 166.6 39.17 85.8 (M:85.8) 2 1 0

K.DNHLLGTFDLT

GIPPAPR.G Dimethyl: 1



11458 true 1899 1962.8942 1961.8975 1 -5.41 109.35 32.83 31.9 (M:31.9) 1 1 0

K.FSVCLLGDQQH

CDEAK.A

Carbamidomethyl: 4, 12; Dimethyl: 

1, 16

11459 true 1634 1962.9064 1961.902 1 -1.46 169.78 31.17 60.4 (M:60.4) 1 1 0

K.TDNSAEHPAFY

YNIHR.H Dimethyl: 1

11460 true 2978 1963.0822 1962.0771 1 -1.11 62.76 36.5 30.1 (M:30.1) 1 1 0

K.VNPLGGAIALG

HPLGCTGAR.Q

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1

11461 true 3618 1963.2225 1962.2179 1 -1.37 107.02 42.83 20.6 (M:20.6) 2 75.59 1 0

K.VTIAQGGVLPNI

QAVLLPK.K Dimethyl:2H(4): 19

11462 true 2821 1964.0362 1963.0464 1 -8.87 103.5 42.33 36.2 (M:36.2) 1 1 0

R.TDITYPAGFMD

VISIEK.T Dimethyl:2H(4): 1, 17

11463 true 787 1964.0648 1963.0425 1 7.63 185.39 26.33 16.7 (M:16.7) 1 1 0

R.APEQRPAPNTA

PTDPTLR.N Dimethyl:2H(4): 1

11464 true 2330 1965.8922 1964.9158 1 -15.71 80.39 37 21.3 (M:21.3) 1 1 0

K.LFCEEDQVPICL

VCR.E

Carbamidomethyl: 3, 11, 14; 

Dimethyl: 1



11465 true 1809 1965.9318 1964.9246 1 -0.01 136.23 31.67 35.5 (M:35.5) 1 1 0

R.MGGATTMNM

GDPYASAAQK.F Dimethyl:2H(4): 1, 19

11466 true 1253 1966.0295 1965.0151 1 3.62 192.86 29.17 44.6 (M:44.6) 1 1 0

K.LPAKPEVCTDE

DIQMR.L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 4

11467 true 2966 1966.049 1965.0571 1 -7.83 91.66 35.17 40.3 (M:40.3) 1 1 0

K.HTQVQVLPESG

ETPLFK.Q Dimethyl: 1, 17

11468 false 3495 1966.0724 1965.0684 1 -1.67 168.01 39.5 53.2 (M:53.2) 2 50 2 1

K.DNNLLGKFDLT

GIPPAPR.G Dimethyl: 7

11469 true 3109 1966.0812 1965.0622 1 6 178.6 39.17 115.0 (M:115.0) 2 1 0

K.DNHLLGTFDLT

GIPPAPR.G Dimethyl:2H(4): 1

11470 true 1541 1966.0871 1965.0684 1 5.81 94.52 30.67 27.4 (M:27.4) 1 1 0

R.VLHSVKPYVNG

PDELSR.T Dimethyl: 1, 6

11471 true 3792 1966.1907 1965.1638 1 9.99 123.93 42.33 49.1 (M:49.1) 1 1 0

K.TVTIPTQPYQEI

VTALK.C Dimethyl:2H(4): 1, 17



11472 true 3771 1968.1517 1967.1543 1 -4.99 129.67 41.5 15.7 (M:15.7) 1 1 0

K.GHVDILAPTVQ

ELAALEK.E Dimethyl:2H(4): 1, 18

11473 true 482 1968.9682 1967.9611 1 -0.07 216.79 25.17 50.0 (M:50.0) 1 1 1

R.AAQENKHDSYI

PCSER.I

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 6

11474 true 1098 1968.9784 1967.9661 1 2.56 125.41 27.33 76.1 (M:76.1) 1 1 0

K.HLDSSSNERPDI

SSIQR.R Dimethyl: 1

11475 true 1621 1968.9977 1967.9775 1 6.58 166.11 29.83 56.2 (M:56.2) 2 1 0

K.VVQNDTYTAPP

APPSPMR.T Dimethyl: 1

11476 true 937 1969.0319 1968.0065 1 9.19 213.79 27 102.3 (M:102.3) 1 1 1

K.ATYEEGLKHEP

GNAQLR.E Dimethyl: 1, 8

11477 true 193 1969.0784 1968.064 1 3.62 71.22 23.5 30.4 (M:30.4) 1 1 1

K.KQQPVAGSSDS

KPVDVSR.L Dimethyl: 1, 1, 12

11478 true 2264 1970.0677 1969.0633 1 -1.47 168.65 33.33 113.5 (M:113.5) 2 1 0

K.AGAKPDQIGIIT

PYEGQR.S Dimethyl: 1, 4



11479 true 1879 1970.9473 1969.9477 1 -3.93 162.01 32.83 35.8 (M:35.8) 1 1 0

K.FSVCLLGDQQH

CDEAK.A

Carbamidomethyl: 4, 12; 

Dimethyl:2H(4): 1, 16

11480 true 3311 1970.9585 1969.9601 1 -4.52 86.99 38.17 64.5 (M:64.5) 1 1 0

K.QAAHTQEALEE

AVQMMK.E Dimethyl: 1, 17

11481 true 2562 1971.0222 1970.0205 1 -2.85 160.53 34 55.4 (M:55.4) 1 1 1

K.WGTLTDCVVM

RDPQTK.R

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 16

11482 true 2003 1971.0363 1970.0193 1 4.9 175.33 34 65.3 (M:65.3) 1 1 0

R.LQQTQHQVDE

VVDIMR.V Dimethyl:2H(4): 1

11483 true 2693 1971.0841 1970.0724 1 2.23 106.91 41.5 28.5 (M:28.5) 1 1 0

K.SNQLPLVIEFTE

QTAPK.I Dimethyl: 1, 17

11484 true 2518 1971.1002 1970.0949 1 -0.98 146.36 34.5 56.5 (M:56.5) 1 1 1

K.KHLEINPDHSIIE

TLR.Q Dimethyl: 1, 1

11485 true 2152 1972.994 1971.9796 1 3.62 148.42 32.5 90.4 (M:90.4) 1 1 0

K.GVNSNNMELQ

LQATQAAR.K Dimethyl: 1



11486 true 1305 1972.9968 1971.9912 1 -0.84 113.68 27.33 79.3 (M:79.3) 1 1 0

K.HLDSSSNERPDI

SSIQR.R Dimethyl:2H(4): 1

11487 true 1622 1973.0261 1972.0026 1 8.23 180.74 29.83 60.0 (M:60.0) 1 1 0

K.VVQNDTYTAPP

APPSPMR.T Dimethyl:2H(4): 1

11488 true 2285 1973.0926 1972.0782 1 3.59 70.85 35 17.5 (M:17.5) 1 1 1

K.IFASIAPSIYGHE

DIKR.G Dimethyl: 1, 16

11489 true 336 1973.118 1972.0829 1 14.07 113.56 24.33 46.1 (M:46.1) 1 1 0

R.GQVAAAAPSTK

PQAEPETR.K Dimethyl:2H(4): 1, 11

11490 true 1911 1973.9781 1972.9953 1 -12.39 102.46 33 67.8 (M:67.8) 1 1 1

K.SIQEIQELDKDD

ESLR.K Dimethyl: 1, 10

11491 true 825 1973.98 1972.9715 1 0.61 98.41 23.5 39.8 (M:39.8) 1 1 0

R.SSSNSLPQHTG

QQPPQPR.K Dimethyl: 1

11492 true 2589 1974.0012 1972.9968 1 -1.47 128.64 40.67 54.6 (M:54.6) 1 1 0

K.IAQDLEMYGVN

YFNIK.N Dimethyl: 1, 16



11493 true 2859 1974.106 1973.0619 1 18.63 283.2 42.83 16.3 (M:16.3) 1 1 1

K.ETVVQEATSNS

DIPKAPK.S Dimethyl:2H(4): 15; Dimethyl: 1

11494 true 1542 1974.1262 1973.1186 1 0.18 101.6 30.67 26.8 (M:26.8) 1 1 0

R.VLHSVKPYVNG

PDELSR.T Dimethyl:2H(4): 1, 6

11495 true 2964 1975.1515 1974.1262 1 9.11 148.08 36.83 65.0 (M:65.0) 1 1 1

K.VLDSGAPIRIPV

GPETLGR.I Dimethyl: 1

11496 true 1985 1975.97 1974.9799 1 -8.71 88.66 32.83 39.2 (M:39.2) 1 1 0

K.YSTPTYAGGQT

EGPLHLR.E Dimethyl: 1

11497 true 2193 1976.1641 1975.1506 1 3.13 100.65 34.17 55.4 (M:55.4) 1 1 0

K.FQEHIIQAPKPL

ETIK.R Dimethyl: 1, 10, 16

11498 true 2153 1977.0131 1976.0047 1 0.54 145.89 32.5 80.5 (M:80.5) 1 1 0

K.GVNSNNMELQ

LQATQAAR.K Dimethyl:2H(4): 1

11499 true 2537 1977.0157 1976.0116 1 -1.61 121.3 33.33 35.4 (M:35.4) 1 1 1

K.LVKGHAYSVTG

AEEVNFR.G



11500 true 938 1977.0816 1976.0567 1 8.91 179.25 27 143.9 (M:143.9) 1 1 1

K.ATYEEGLKHEP

GNAQLR.E Dimethyl:2H(4): 1, 8

11501 true 3697 1977.2494 1976.2351 1 3.55 149.76 40.67 27.7 (M:27.7) 1 1 0

K.IAPESFDLEVVL

PKPVK.S Dimethyl:2H(4): 1, 14, 17

11502 true 2245 1977.9446 1976.9163 1 10.61 184.61 33.5 93.4 (M:93.4) 1 1 0

R.ENVDQGSFFLQ

HCVNR.N Carbamidomethyl: 13; Dimethyl: 1

11503 true 355 1977.9946 1976.9916 1 -2.16 82.81 24.17 51.1 (M:51.1) 1 1 0

K.SATPVTAVNSD

SGVHSHQK.Q Dimethyl: 1, 19

11504 true 2785 1978.0031 1977.0207 1 -12.6 103.32 42 36.4 (M:36.4) 1 1 0

R.EGINIFLDGYVP

TENLR.F Dimethyl: 1

11505 true 2265 1978.1183 1977.1135 1 -1.27 218.6 33.33 97.0 (M:97.0) 1 1 0

K.AGAKPDQIGIIT

PYEGQR.S Dimethyl:2H(4): 1, 4

11506 true 3342 1979.0083 1978.0103 1 -4.7 103.34 38.17 52.3 (M:52.3) 1 1 0

K.QAAHTQEALEE

AVQMMK.E Dimethyl:2H(4): 1, 17



11507 true 2694 1979.1375 1978.1227 1 3.83 125.95 41.5 56.2 (M:56.2) 1 1 0

K.SNQLPLVIEFTE

QTAPK.I Dimethyl:2H(4): 1, 17

11508 true 2492 1979.153 1978.1451 1 0.3 141.5 34.5 82.8 (M:82.8) 1 1 1

K.KHLEINPDHSIIE

TLR.Q Dimethyl:2H(4): 1, 1

11509 true 2965 1979.1782 1978.1513 1 9.9 158.3 36.83 59.0 (M:59.0) 2 1 1

K.VLDSGAPIRIPV

GPETLGR.I Dimethyl:2H(4): 1

11510 true 2002 1979.9925 1979.005 1 -10.01 70.22 32.83 64.2 (M:64.2) 1 1 0

K.YSTPTYAGGQT

EGPLHLR.E Dimethyl:2H(4): 1

11511 true 2822 1980.1071 1979.0968 1 1.56 150.35 37.17 32.7 (M:32.7) 1 1 0

K.LTTVDHDAVIFP

GGFGAAK.N Dimethyl:2H(4): 1, 19

11512 true 2164 1980.9777 1979.9523 1 9.1 160.24 33.17 51.3 (M:51.3) 1 1 0

R.LGAEEMALATH

HPSAFDR.V Dimethyl: 1

11513 true 2499 1981.0237 1979.9986 1 8.99 150.87 39.83 21.4 (M:21.4) 1 1 0

R.VGMVDYALESA

GASVINTR.C Dimethyl: 1



11514 false 2981 1981.0636 1980.0528 1 1.8 172.66 44.67 15.9 (M:15.9) 1 2 1

K.TRISTVESEAFSS

LGQLK.I Dimethyl: 18

11515 true 2188 1981.0981 1980.1004 1 -4.84 172.7 32.33 37.2 (M:37.2) 1 1 1

K.LKSELIANNVSL

PGGEQR.K Dimethyl: 1, 2

11516 true 2785 1981.1021 1980.0833 1 5.85 111.57 39.33 45.6 (M:45.6) 1 1 0

R.IHAALAQNPPI

GSFDVFK.E Dimethyl: 1, 18

11517 true 2286 1981.1448 1980.1284 1 4.62 77.13 35 64.0 (M:64.0) 1 1 1

K.IFASIAPSIYGHE

DIKR.G Dimethyl:2H(4): 1, 16

11518 true 1321 1981.9202 1980.9195 1 -3.31 147.05 29.33 30.2 (M:30.2) 1 1 1

K.LAEQAERYDD

MASCMK.S

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1, 16

11519 true 2205 1981.9686 1980.9414 1 10.04 188.34 33.5 97.2 (M:97.2) 1 1 0

R.ENVDQGSFFLQ

HCVNR.N

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

11520 true 2786 1982.0167 1981.0458 1 -18.39 113 42 47.2 (M:47.2) 1 1 0

R.EGINIFLDGYVP

TENLR.F Dimethyl:2H(4): 1



11521 true 1912 1982.0322 1981.0455 1 -10.39 99.05 33 53.3 (M:53.3) 1 1 1

K.SIQEIQELDKDD

ESLR.K Dimethyl:2H(4): 1, 10

11522 true 3229 1982.0349 1981.0058 1 11.04 156.96 39.83 72.5 (M:72.5) 1 1 0

K.NLEGYVGFANL

PNQVYR.K Dimethyl: 1

11523 true 2590 1982.054 1981.047 1 -0.17 162.56 40.67 83.8 (M:83.8) 1 1 0

K.IAQDLEMYGVN

YFNIK.N Dimethyl:2H(4): 1, 16

11524 true 48 1982.9667 1981.9817 1 -11.26 54.96 22 35.2 (M:35.2) 1 1 0

K.QQHQEQQTLQ

QNTTSK.L Dimethyl: 1, 16

11525 true 1484 1983.0095 1981.964 1 19.31 149.81 29.83 73.0 (M:73.0) 1 1 0

K.TALQVDCSIQA

AHDGVNR.M Carbamidomethyl: 7; Dimethyl: 1

11526 true 665 1983.1642 1982.1201 1 18.59 96.87 25.83 60.6 (M:60.6) 1 1 0

K.GLHNSEKPPEP

VKPDVK.S Dimethyl: 1, 7, 13, 17

11527 true 1430 1984.0097 1983.0347 1 -16.28 66.85 27.83 58.8 (M:58.8) 1 1 1

R.NQMVETEPEKT

PLQQK.L Dimethyl: 1, 10, 16



11528 true 1061 1984.0882 1983.0385 1 21.4 96.7 28.17 35.8 (M:35.8) 1 1 1

K.LENAILASDQN

DKAAGAAR.E Dimethyl: 1, 13

11529 true 1915 1984.0923 1983.0902 1 -2.6 162.11 31.33 58.5 (M:58.5) 1 1 0

K.NLVTGDHIPKP

QDLPQR.K Dimethyl: 1, 10

11530 true 2495 1984.9947 1984.0048 1 -8.72 114.59 39 17.1 (M:17.1) 1 1 0

K.ACADATLAQIT

ANIDPVGR.I Carbamidomethyl: 2; Dimethyl: 1

11531 true 2500 1985.0424 1984.0237 1 5.76 126.92 39.83 45.6 (M:45.6) 1 1 0

R.VGMVDYALESA

GASVINTR.C Dimethyl:2H(4): 1

11532 true 3230 1986.0557 1985.0309 1 8.82 147.84 39.83 68.2 (M:68.2) 1 1 0

K.NLEGYVGFANL

PNQVYR.K Dimethyl:2H(4): 1

11533 true 2133 1986.9959 1986.0244 1 -18.02 136.86 35.33 47.3 (M:47.3) 1 1 0

R.ITNQVIYLNPPIE

ECR.Y Carbamidomethyl: 15; Dimethyl: 1

11534 true 1965 1987.007 1985.9881 1 5.88 172.85 33.67 25.6 (M:25.6) 1 1 1

R.GCPENEIEFPVN

EIKR.T Carbamidomethyl: 2; Dimethyl: 1, 15



11535 true 2870 1987.0221 1986.0058 1 4.54 195.14 43 93.4 (M:93.4) 3 1 0

K.GHYTEGAELVD

SVLDVVR.K Dimethyl: 1

11536 true 2870 1987.0221 1986.0058 1 4.54 195.14 43 93.4 (M:93.4) 3 1 0

K.GHYTEGAELVD

SVLDVVR.K Dimethyl: 1

11537 true 1485 1987.0236 1985.9891 1 13.7 214.75 29.83 81.5 (M:81.5) 1 1 0

K.TALQVDCSIQA

AHDGVNR.M

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

11538 true 3209 1987.0304 1986.0211 1 1.02 116.73 37.33 64.1 (M:64.1) 1 1 0

K.IFAQYLVPHNLE

TEER.M Dimethyl: 1

11539 true 3620 1987.2389 1986.2241 1 3.77 186.21 43.17 70.8 (M:70.8) 2 1 0

K.VTIAQGGVLPNI

QAVLLPK.K Dimethyl: 1, 19

11540 true 2962 1988.105 1987.0762 1 10.78 103.8 44 22.9 (M:22.9) 1 1 0

K.LAMQEFMILPV

GADNFK.E Dimethyl:2H(4): 1, 17

11541 true 2194 1988.238 1987.226 1 2.38 61.14 34.17 54.6 (M:54.6) 1 1 0

K.FQEHIIQAPKPL

ETIK.R Dimethyl:2H(4): 1, 10, 16



11542 true 2867 1988.9477 1987.9496 1 -4.61 107.58 34.67 24.8 (M:24.8) 1 1 1

R.MCTLIDKFDEH

DGPVR.G Carbamidomethyl: 2; Dimethyl: 1, 7

11543 true 2447 1989.0092 1987.9972 1 2.4 134.18 34.33 18.0 (M:18.0) 1 1 0

R.GLQGPPPQGA

MLGPPQEMR.G Dimethyl: 1

11544 true 3433 1989.0889 1988.1042 1 -11.36 122.1 38.83 44.5 (M:44.5) 1 1 1

R.SMTPAQADLEF

LENAKK.L Dimethyl:2H(4): 1, 16, 17

11545 true 2285 1989.0891 1988.0691 1 6.39 172.62 37.67 36.5 (M:36.5) 1 1 0

K.HLLQAPLDDAQ

EILQTR.F Dimethyl: 1

11546 true 1683 1989.1083 1988.1055 1 -2.24 197 30.33 98.6 (M:98.6) 3 1 0

R.SEVGPGVQGQL

SRPPLPSK.S Dimethyl: 1, 19

11547 true 2095 1989.9998 1988.9928 1 -0.12 137.7 35 50.1 (M:50.1) 1 1 0

R.LSAEEMGLVAQ

HPSAFDR.V Dimethyl:2H(4): 1

11548 true 2663 1990.0036 1988.9778 1 9.28 118.26 34.67 21.8 (M:21.8) 1 1 0

R.IFAQYMVPHNL

ETNER.M Dimethyl: 1



11549 true 3393 1990.0499 1989.0292 1 6.76 138.52 41 34.1 (M:34.1) 1 1 0

R.QHVPLEEYAAN

LTSMVR.Y Dimethyl:2H(4): 1

11550 true 1471 1990.9312 1989.9293 1 -2.73 127.65 29.83 55.2 (M:55.2) 1 1 0

K.AAGAAYGHGES

SGGSGGFLGPR.V Dimethyl: 1

11551 true 49 1991.0167 1990.0319 1 -11.31 79.03 22 17.8 (M:17.8) 1 1 0

K.QQHQEQQTLQ

QNTTSK.L Dimethyl:2H(4): 1, 16

11552 true 2134 1991.0233 1990.0496 1 -16.84 125.96 35.33 35.2 (M:35.2) 1 1 0

R.ITNQVIYLNPPIE

ECR.Y

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

11553 false 2864 1991.0341 1989.9929 1 17.05 190.72 43 15.5 (M:15.5) 1 2 1

K.IEALKEEVGNSQ

LEMEK.Q Oxidation: 15; Dimethyl: 17

11554 true 2871 1991.0447 1990.0309 1 3.27 164.43 43 121.3 (M:121.3) 3 1 0

K.GHYTEGAELVD

SVLDVVR.K Dimethyl:2H(4): 1

11555 true 2871 1991.0447 1990.0309 1 3.27 164.43 43 121.3 (M:121.3) 3 1 0

K.GHYTEGAELVD

SVLDVVR.K Dimethyl:2H(4): 1



11556 true 3192 1991.0508 1990.0462 1 -1.35 96.87 37.33 112.8 (M:112.8) 1 1 0

K.IFAQYLVPHNLE

TEER.M Dimethyl:2H(4): 1

11557 true 1360 1991.9452 1990.9531 1 -7.6 96.56 27.5 67.1 (M:67.1) 1 1 0

K.THQQNMEVEQ

PPIQER.K Dimethyl: 1

11558 true 1062 1992.1349 1991.0887 1 19.51 123.66 28.17 65.8 (M:65.8) 1 1 1

K.LENAILASDQN

DKAAGAAR.E Dimethyl:2H(4): 1, 13

11559 true 1916 1992.1464 1991.1404 1 -0.65 226.56 31.33 39.7 (M:39.7) 1 1 0

K.NLVTGDHIPKP

QDLPQR.K Dimethyl:2H(4): 1, 10

11560 true 909 1992.8667 1991.8544 1 2.5 124.21 27.33 40.3 (M:40.3) 1 1 0

K.SEQHFGVNND

YQNPCR.I Carbamidomethyl: 15; Dimethyl: 1

11561 true 2728 1992.9857 1991.9912 1 -6.42 124.17 34.83 70.4 (M:70.4) 2 1 0

R.GSGSQSSVPSV

DQFTGVGIR.V Dimethyl: 1

11562 true 2448 1993.0334 1992.0223 1 1.9 136.84 34.17 63.1 (M:63.1) 2 1 0

R.GLQGPPPQGA

MLGPPQEMR.G Dimethyl:2H(4): 1



11563 true 3100 1993.0612 1992.068 1 -7.1 118.3 36.5 66.1 (M:66.1) 1 1 0

R.VAEEELTPGVV

YVGHLPR.G Dimethyl: 1

11564 true 3607 1993.0754 1992.0434 1 12.4 70.76 41 30.0 (M:30.0) 1 1 0

R.MLSAVSQQVQ

CIQEALR.E

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

11565 true 1147 1993.9025 1992.9033 1 -4.06 133.55 26.83 47.6 (M:47.6) 1 1 0

K.SMSVYCTPTGP

GHNSAGSK.M Carbamidomethyl: 6; Dimethyl: 1, 19

11566 false 879 1993.958 1992.9514 1 -0.33 85.16 27.33 18.0 (M:18.0) 1 2 0

R.EEPPHAQQHAL

ANGGGAGPR.G

11567 true 1472 1994.9628 1993.9544 1 0.55 100.88 29.83 51.9 (M:51.9) 1 1 0

K.AAGAAYGHGES

SGGSGGFLGPR.V Dimethyl:2H(4): 1

11568 true 1966 1995.058 1994.0383 1 6.24 158.86 33.67 63.0 (M:63.0) 1 1 1

R.GCPENEIEFPVN

EIKR.T

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 15

11569 true 1805 1995.069 1994.0619 1 -0.06 147.2 30.5 42.7 (M:42.7) 2 1 0

K.KPVSTTNLQDP

GVLGCPR.T Carbamidomethyl: 16; Dimethyl: 1, 1



11570 true 3604 1995.292 1994.2743 1 5.18 161.14 43.17 144.9 (M:144.9) 4 1 0

K.VTIAQGGVLPNI

QAVLLPK.K Dimethyl:2H(4): 1, 19

11571 true 1322 1995.9231 1994.9628 1 -23.5 116.52 29.33 16.2 (M:16.2) 1 1 1

R.SQPKDICAMVG

FCPSVK.S

Carbamidomethyl: 7, 13; Oxidation: 

9; Dimethyl: 4, 17

11572 true 1361 1995.9663 1994.9782 1 -9.59 97.29 27.5 54.9 (M:54.9) 1 1 0

K.THQQNMEVEQ

PPIQER.K Dimethyl:2H(4): 1

11573 true 3035 1996.1132 1995.1193 1 -6.73 115.01 37.17 101.4 (M:101.4) 2 1 0

R.IGPYQPNVPVG

VNYVVPK.T Dimethyl: 1, 18

11574 true 910 1996.8949 1995.8795 1 4.06 139.04 27.33 15.4 (M:15.4) 1 1 0

K.SEQHFGVNND

YQNPCR.I

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

11575 true 1632 1996.9685 1995.962 1 -0.41 50.63 35.17 43.7 (M:43.7) 1 1 0

R.CASCPYLGMPA

FKPGEK.I

Carbamidomethyl: 1, 4; Dimethyl: 1, 

13, 17

11576 true 1823 1997.0371 1996.0251 1 2.36 149.07 31.83 53.9 (M:53.9) 1 1 0

R.TQIALCPNNHE

VHIYR.K

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1



11577 true 2694 1997.0379 1996.0163 1 7.14 125.96 35.67 51.1 (M:51.1) 1 1 0

R.GSGSQSSVPSV

DQFTGVGIR.V Dimethyl:2H(4): 1

11578 true 2934 1997.0749 1996.0931 1 -12.8 132.62 36.5 91.4 (M:91.4) 1 1 0

R.VAEEELTPGVV

YVGHLPR.G Dimethyl:2H(4): 1

11579 true 1684 1997.161 1996.1557 1 -0.97 194.13 30.33 39.2 (M:39.2) 2 1 0

R.SEVGPGVQGQL

SRPPLPSK.S Dimethyl:2H(4): 1, 19

11580 true 1579 1997.9385 1996.9378 1 -3.29 125.16 30.83 82.5 (M:82.5) 1 1 0

R.IDSAATSTYEIG

NPPDYR.G Dimethyl: 1

11581 true 611 1997.9403 1996.9636 1 -15.3 197.02 27 87.0 (M:87.0) 1 1 0

K.CQAAEPQVVT

GSHDTTIR.L Carbamidomethyl: 1; Dimethyl: 1

11582 true 2929 1997.9717 1996.9437 1 10.39 137.8 37.83 32.9 (M:32.9) 1 1 0

R.SHFEQWGTLTD

CVVMR.D

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

11583 true 390 1999.0048 1997.9795 1 8.99 177.76 25 43.6 (M:43.6) 1 1 1

R.HQEHKGEIDAH

EDSFR.S Dimethyl:2H(4): 1, 5



11584 true 2431 1999.0219 1998.0509 1 -18.18 123.29 38.17 44.8 (M:44.8) 1 1 1

K.AGTQIENIEEDF

RDGLK.L Dimethyl:2H(4): 1, 17

11585 true 2680 1999.1065 1998.0534 1 22.91 162.97 36.17 39.7 (M:39.7) 1 1 0

R.LASTLVHLGEYQ

AAVDGAR.K Dimethyl: 1

11586 true 3900 1999.1448 1998.1277 1 4.9 222.39 43.33 48.0 (M:48.0) 1 1 0

R.EGAFSNFPLSPS

TINLLK.A Dimethyl:2H(4): 1, 18

11587 true 3087 1999.1653 1998.1514 1 3.35 138.49 45.67 22.6 (M:22.6) 1 1 0

K.NPAPPIEAIEQIL

PTLVR.L Dimethyl: 1

11588 true 704 1999.2298 1998.2205 1 1.02 66.75 25.83 77.3 (M:77.3) 1 1 0

K.GLHNSEKPPEP

VKPDVK.S Dimethyl:2H(4): 1, 7, 13, 17

11589 true 586 1999.8656 1998.9058 1 -23.77 147.61 26.17 15.2 (M:15.2) 1 1 0

K.DEENNPLETEY

GLSVYK.D

11590 true 2012 1999.9934 1998.9982 1 -6.07 101.47 33.67 61.8 (M:61.8) 1 1 0

K.EGNIFVTTTGCT

DIVQGR.H

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1



11591 true 987 2000.0245 1998.9694 1 23.9 150.53 28.17 89.9 (M:89.9) 2 1 0

M.SAAPGAQGHA

CAVGPPASPVR.S Carbamidomethyl: 11; Acetyl: 1

11592 true 1617 2000.0444 1999.0157 1 10.75 130.31 31 51.7 (M:51.7) 1 1 1

K.KANLQIDQMN

ADLNAER.S Dimethyl: 1, 1

11593 true 2556 2000.908 1999.9309 1 -15.12 130.08 39.67 80.2 (M:80.2) 1 1 0

K.SLDLFNCEVTNL

NDYR.E Carbamidomethyl: 7; Dimethyl: 1

11594 true 2815 2001.0678 2000.0305 1 14.97 151.31 36 60.3 (M:60.3) 1 1 0

K.VAQGVVSFGYD

SPPGVYAR.I Dimethyl:2H(4): 1

11595 true 2445 2001.1405 2000.1095 1 11.86 81.37 35.83 73.3 (M:73.3) 1 1 0

K.LHIIEVGTPPTG

NQPFPK.K Dimethyl: 1, 18

11596 true 708 2001.8318 2000.8258 1 -0.61 182.65 26 76.6 (M:76.6) 1 1 0

K.NDPYHPDHFN

CANCGK.E

Carbamidomethyl: 11, 14; Dimethyl: 

1, 16

11597 true 1148 2001.9448 2000.9536 1 -8.01 87.74 26.83 28.9 (M:28.9) 1 1 0

K.SMSVYCTPTGP

GHNSAGSK.M

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 19



11598 true 1580 2001.9666 2000.9629 1 -1.8 103.73 30.83 43.7 (M:43.7) 1 1 0

R.IDSAATSTYEIG

NPPDYR.G Dimethyl:2H(4): 1

11599 true 816 2002.0077 2000.9887 1 5.84 169.14 27 81.4 (M:81.4) 1 1 0

K.CQAAEPQVVT

GSHDTTIR.L

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

11600 true 3020 2003.0475 2002.0309 1 4.66 178.23 37.5 42.2 (M:42.2) 1 1 0

K.SVQTNVVYGPS

SLSEFTR.W Dimethyl:2H(4): 1

11601 true 2276 2003.0675 2002.0496 1 5.33 179.79 37.67 45.0 (M:45.0) 1 1 0

R.IPYPGMTNPEVI

QNLER.G Dimethyl:2H(4): 1

11602 true 2681 2003.1144 2002.0785 1 14.27 166.32 36.17 33.1 (M:33.1) 1 1 0

R.LASTLVHLGEYQ

AAVDGAR.K Dimethyl:2H(4): 1

11603 true 1759 2003.1474 2002.1121 1 14.01 124.93 30 38.6 (M:38.6) 2 1 0

K.KPVSTTNLQDP

GVLGCPR.T

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1, 1

11604 true 3088 2003.188 2002.1765 1 2.15 223.36 45.67 27.2 (M:27.2) 1 1 0

K.NPAPPIEAIEQIL

PTLVR.L Dimethyl:2H(4): 1



11605 true 582 2004.0199 2003.0101 1 1.24 119.39 25.67 62.0 (M:62.0) 1 1 1

K.YFLHQSHEERE

HAEK.L Dimethyl:2H(4): 1, 15

11606 true 1221 2004.0426 2003.0222 1 6.58 98.44 29 18.1 (M:18.1) 1 1 0

R.SQNIITDSSPNA

EAIQQR.L Dimethyl:2H(4): 1

11607 true 2092 2004.0526 2003.0274 1 8.94 85.94 30.83 21.4 (M:21.4) 1 1 1

R.AVIHYRDDETM

YVEAK.K Dimethyl:2H(4): 1, 16

11608 false 2715 2004.1068 2003.051 1 24.21 203.29 41.67 16.1 (M:16.1) 1 2 1

R.LIVENLSSRCSW

QDLK.D

Carbamidomethyl: 10; Dimethyl: 1, 

16

11609 false 2715 2004.1068 2003.051 1 24.21 203.29 41.67 16.1 (M:16.1) 1 2 1

R.LIVENLSSRCSW

QDLK.D

Carbamidomethyl: 10; Dimethyl: 1, 

16

11610 true 2715 2004.1068 2003.0874 1 6.05 175.02 41.67 54.5 (M:54.5) 1 1 0

K.IPPPAMNEIILA

ANQDIR.Q Dimethyl: 1

11611 true 2618 2004.1784 2003.1695 1 0.8 160.65 36.67 78.5 (M:78.5) 2 1 0

R.IGPYQPNVPVG

VNYVVPK.T Dimethyl:2H(4): 1, 18



11612 true 2557 2004.929 2003.956 1 -17.1 144.54 39.67 95.6 (M:95.6) 1 1 0

K.SLDLFNCEVTNL

NDYR.E

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

11613 true 2302 2006.089 2005.052 1 14.81 157.41 37.83 34.5 (M:34.5) 1 1 1

R.LFVGNLPADITD

EDFKR.L Dimethyl: 1, 16

11614 true 1048 2006.955 2005.9226 1 12.54 107.55 26.33 43.5 (M:43.5) 1 1 1

R.RPFDPNDRCYE

CGEK.G

Carbamidomethyl: 9, 12; 

Dimethyl:2H(4): 1, 15

11615 true 3017 2007.015 2006.0221 1 -7.19 111.01 35.5 44.1 (M:44.1) 1 1 0

R.GGGGGLPGEQ

EELHYIPIR.I Dimethyl: 1

11616 true 1507 2007.941 2006.9269 1 3.43 185.36 30.5 99.5 (M:99.5) 1 1 0

R.QSTTQPYGVAG

ACHAFER.E Carbamidomethyl: 13; Dimethyl: 1

11617 true 73 2007.9781 2006.977 1 -3.06 108.27 22 47.2 (M:47.2) 1 1 1

R.ASPAASQSVPG

HENNKDSR.L Dimethyl: 1, 16

11618 true 2362 2008.0399 2007.003 1 14.78 121.5 35.67 66.1 (M:66.1) 1 1 0

R.GLQCHPSLPLV

ASCGLDR.F Carbamidomethyl: 4, 14; Dimethyl: 1



11619 true 1585 2008.0958 2007.0659 1 11.29 123.99 31 57.3 (M:57.3) 1 1 1

K.KANLQIDQMN

ADLNAER.S Dimethyl:2H(4): 1, 1

11620 true 2154 2008.9743 2007.955 1 5.97 188.13 35.83 15.2 (M:15.2) 1 1 0

K.YPIEHGIITNWD

DMEK.I Dimethyl:2H(4): 1; Oxidation: 14

11621 true 2930 2008.9912 2007.9628 1 10.5 160.64 38 70.3 (M:70.3) 1 1 0

K.AFTHTAQYDAA

ISDYFR.K Dimethyl:2H(4): 1

11622 true 2312 2008.9968 2007.969 1 10.22 146.26 38 24.2 (M:24.2) 1 1 0

K.GTIGEPTYDAEF

QHFLR.G Dimethyl: 1

11623 true 1604 2009.0463 2008.0374 1 0.83 409.63 35.17 50.9 (M:50.9) 1 1 0

R.CASCPYLGMPA

FKPGEK.I

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1, 13, 17

11624 true 2446 2009.1919 2008.1597 1 12.39 87.95 35.83 56.7 (M:56.7) 1 1 0

K.LHIIEVGTPPTG

NQPFPK.K Dimethyl:2H(4): 1, 18

11625 true 1488 2009.9113 2008.8949 1 4.53 160.16 30.5 77.7 (M:77.7) 1 1 0

K.YTVQDESHSEW

VSCVR.F Carbamidomethyl: 14; Dimethyl: 1



11626 true 1848 2010.0459 2009.0218 1 8.35 149.76 31.67 25.9 (M:25.9) 1 1 0

K.QFDSLKPTGGYI

TGDQAR.T Dimethyl: 1, 6

11627 true 2647 2010.0607 2009.0218 1 15.74 157.5 35.83 90.2 (M:90.2) 2 1 0

K.TVTNAVVTVPA

YFNDSQR.Q Dimethyl: 1

11628 true 1900 2010.1229 2009.1197 1 -2.02 176.81 33.33 89.7 (M:89.7) 3 1 0

R.VAPEEHPVLLTE

APLNPK.A Dimethyl: 1, 18

11629 true 1900 2010.1229 2009.1197 1 -2.02 176.81 33.33 89.7 (M:89.7) 3 1 0

R.VAPEEHPVLLTE

APLNPK.A Dimethyl: 1, 18

11630 true 3018 2011.0502 2010.0472 1 -2.15 100.37 35.5 34.7 (M:34.7) 1 1 0

R.GGGGGLPGEQ

EELHYIPIR.I Dimethyl:2H(4): 1

11631 true 2122 2011.9111 2010.9105 1 -3.34 105.46 34.33 52.5 (M:52.5) 1 1 0

K.EVCNAYTELND

PFQQR.Q Carbamidomethyl: 3; Dimethyl: 1

11632 true 1508 2011.965 2010.952 1 2.86 129.06 30.5 110.3 (M:110.3) 1 1 0

R.QSTTQPYGVAG

ACHAFER.E

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1



11633 true 1845 2012.0458 2010.9982 1 20.03 182.67 32.5 21.7 (M:21.7) 1 1 0

K.QATVGDVNTD

RPGMLDFK.G Dimethyl:2H(4): 1; Oxidation: 14

11634 true 2347 2012.0492 2011.0281 1 6.87 149.03 35.67 56.3 (M:56.3) 1 1 0

R.GLQCHPSLPLV

ASCGLDR.F

Carbamidomethyl: 4, 14; 

Dimethyl:2H(4): 1

11635 true 1950 2012.957 2011.9422 1 3.76 176.24 32.33 96.3 (M:96.3) 1 1 0

R.LTEADYLCSHLT

DGPHR.V Carbamidomethyl: 8; Dimethyl: 1

11636 true 2091 2012.9936 2011.9975 1 -5.56 107.93 33.33 35.2 (M:35.2) 1 1 0

K.TTAAHSLVGTP

YYMSPER.I Dimethyl:2H(4): 1

11637 true 1102 2013.0907 2012.0439 1 19.63 194.18 28 141.1 (M:141.1) 1 1 1

K.VGAVDADKHQ

SLGGQYGVR.G Dimethyl: 1, 8

11638 true 1489 2013.934 2012.92 1 3.35 181 30.5 69.6 (M:69.6) 1 1 0

K.YTVQDESHSEW

VSCVR.F

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

11639 true 2648 2014.0848 2013.0469 1 15.18 178.96 35.83 120.8 (M:120.8) 2 1 0

K.TVTNAVVTVPA

YFNDSQR.Q Dimethyl:2H(4): 1



11640 true 2303 2014.1104 2013.1023 1 0.41 178.19 37.83 50.9 (M:50.9) 1 1 1

R.LFVGNLPADITD

EDFKR.L Dimethyl:2H(4): 1, 16

11641 true 2363 2014.9994 2013.9731 1 9.46 155.49 35.83 40.1 (M:40.1) 1 1 0

R.GPGTTTPLHPM

FFGGGQER.N Dimethyl: 1

11642 true 3989 2015.1754 2014.1615 1 3.26 167.53 44.83 55.1 (M:55.1) 2 1 0

R.ALPGALLPPAD

AAPFPLLSR.L Dimethyl: 1

11643 true 2123 2015.9329 2014.9356 1 -4.99 124.24 34.33 76.1 (M:76.1) 1 1 0

K.EVCNAYTELND

PFQQR.Q

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

11644 true 74 2016.0284 2015.0272 1 -3.01 112.24 22 75.6 (M:75.6) 1 1 1

R.ASPAASQSVPG

HENNKDSR.L Dimethyl:2H(4): 1, 16

11645 true 2515 2016.0343 2015.0575 1 -15.13 128.65 39.17 163.8 (M:163.8) 1 1 0

R.AIAELGIYPAVD

PLDSTSR.I Dimethyl: 1

11646 true 50 2016.8825 2015.892 1 -8.29 121.77 21.5 60.5 (M:60.5) 1 1 1

K.AREEEEQEEGE

GATGDPK.K Dimethyl: 1, 18



11647 true 2155 2016.9384 2015.9663 1 -17.41 178.58 36 33.6 (M:33.6) 1 1 0

K.YPIEHGIITNWD

DMEK.I Dimethyl: 1, 16

11648 true 1951 2016.982 2015.9673 1 3.68 199.82 32.33 108.6 (M:108.6) 1 1 0

R.LTEADYLCSHLT

DGPHR.V

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

11649 true 1347 2017.0397 2016.0226 1 4.85 201.09 29.67 40.0 (M:40.0) 1 1 0

K.FATDGEGYKPC

DPQVIR.D

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 9

11650 true 905 2017.0643 2016.0538 1 1.61 154.75 27.33 23.8 (M:23.8) 1 1 1

K.LSEQLEEQRQE

QALQR.Y Dimethyl:2H(4): 1

11651 true 3413 2017.1074 2016.1091 1 -4.46 120.24 38.67 15.5 (M:15.5) 1 1 1

R.HATALEELSEQL

EQAKR.F Dimethyl:2H(4): 1, 16

11652 true 2758 2018.056 2017.0343 1 7.15 149.83 36.83 117.6 (M:117.6) 1 1 0

R.GHVFEESQVAG

TPMFVVK.A Dimethyl: 1, 18

11653 true 2831 2018.165 2017.1699 1 -6.04 103.13 34.5 95.5 (M:95.5) 4 1 0

R.VAPEEHPVLLTE

APLNPK.A Dimethyl:2H(4): 1, 18



11654 true 2831 2018.165 2017.1699 1 -6.04 103.13 34.5 95.5 (M:95.5) 4 1 0

R.VAPEEHPVLLTE

APLNPK.A Dimethyl:2H(4): 1, 18

11655 true 2364 2019.0221 2017.9982 1 8.24 157.96 35.83 36.8 (M:36.8) 1 1 0

R.GPGTTTPLHPM

FFGGGQER.N Dimethyl:2H(4): 1

11656 true 3737 2019.173 2018.1524 1 6.6 202.48 42 76.0 (M:76.0) 1 1 1

K.VLKDQPPNSVE

GLLNALR.Y Dimethyl: 1, 3

11657 true 3990 2019.2038 2018.1866 1 4.88 195.69 44.83 71.6 (M:71.6) 2 1 0

R.ALPGALLPPAD

AAPFPLLSR.L Dimethyl:2H(4): 1

11658 true 1846 2020.0208 2019.0095 1 1.96 184.01 32.5 56.7 (M:56.7) 1 1 0

K.QATVGDVNTD

RPGMLDFK.G Dimethyl: 1, 18

11659 true 2516 2020.0608 2019.0826 1 -14.43 141.34 39.17 113.1 (M:113.1) 1 1 0

R.AIAELGIYPAVD

PLDSTSR.I Dimethyl:2H(4): 1

11660 true 2567 2020.083 2019.0744 1 0.61 145.92 36 99.5 (M:99.5) 2 1 0

R.TSGVVTSCTGV

LPQLSMVK.Y Carbamidomethyl: 8; Dimethyl: 1, 19



11661 true 1103 2021.1476 2020.0942 1 22.83 218.26 28.17 57.5 (M:57.5) 1 1 1

K.VGAVDADKHQ

SLGGQYGVR.G Dimethyl:2H(4): 1, 8

11662 true 572 2021.9214 2020.9061 1 3.98 155.19 26 80.2 (M:80.2) 1 1 0

K.FIQQSYPSGDA

QAEHCR.A Carbamidomethyl: 16; Dimethyl: 1

11663 true 337 2022.0177 2020.9827 1 13.68 175.15 24.33 55.2 (M:55.2) 1 1 0

R.EEPPHAQQHAL

ANGGGAGPR.G Dimethyl: 1

11664 true 3965 2022.1987 2021.1617 1 14.68 123.35 44.17 18.9 (M:18.9) 1 1 1

K.MVGGIAQIIAA

QEEMLRK.E Dimethyl:2H(4): 1, 18

11665 true 1736 2023.9098 2022.9223 1 -9.76 115.36 29.33 49.9 (M:49.9) 1 1 0

R.CNCVCPGTVDT

PSLQQR.I

Carbamidomethyl: 1, 3, 5; 

Dimethyl:2H(4): 1

11666 true 3520 2023.9513 2022.9469 1 -1.43 168.46 39.67 54.5 (M:54.5) 1 1 0

K.THQSAAEYNIFE

GMELR.G Dimethyl: 1

11667 true 1914 2023.9878 2023.0044 1 -11.81 134.37 32.83 50.3 (M:50.3) 1 1 0

R.EDAPLGPQLQS

MPSEQIR.N Dimethyl: 1



11668 true 51 2024.9359 2023.9422 1 -6.7 136.22 21.5 23.3 (M:23.3) 1 1 1

K.AREEEEQEEGE

GATGDPK.K Dimethyl:2H(4): 1, 18

11669 true 2156 2024.9894 2024.0165 1 -16.98 175.59 36 40.5 (M:40.5) 1 1 0

K.YPIEHGIITNWD

DMEK.I Dimethyl:2H(4): 1, 16

11670 true 2826 2025.0083 2024.0003 1 0.34 123.73 42.5 78.3 (M:78.3) 2 1 0

R.ATENDIYNFFSP

LNPVR.V Dimethyl: 1

11671 true 530 2025.945 2024.9312 1 3.23 202.28 26 78.5 (M:78.5) 1 1 0

K.FIQQSYPSGDA

QAEHCR.A

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1

11672 true 338 2026.0397 2025.0078 1 12.13 198.68 24.33 47.0 (M:47.0) 1 1 0

R.EEPPHAQQHAL

ANGGGAGPR.G Dimethyl:2H(4): 1

11673 true 2759 2026.1028 2025.0845 1 5.45 162.66 36.67 56.7 (M:56.7) 1 1 0

R.GHVFEESQVAG

TPMFVVK.A Dimethyl:2H(4): 1, 18

11674 true 3439 2026.1136 2025.0929 1 6.66 163.88 40 92.1 (M:92.1) 2 1 0

R.ISLGLPVGAVIN

CADNTGAK.N

Carbamidomethyl: 13; Dimethyl: 1, 

20



11675 true 1611 2026.91 2025.9214 1 -9.22 155.45 31 50.2 (M:50.2) 1 1 0

R.HLCEPGADGAE

TFADGVPR.E Carbamidomethyl: 3; Dimethyl: 1

11676 true 1355 2027.0547 2026.034 1 6.63 128.24 30.67 16.5 (M:16.5) 2 1 0

K.MVMIQDGPQN

TGADKPLR.I Dimethyl: 1, 15

11677 true 3738 2027.2279 2026.2026 1 8.87 195.35 42 78.3 (M:78.3) 1 1 1

K.VLKDQPPNSVE

GLLNALR.Y Dimethyl:2H(4): 1, 3

11678 true 1915 2028.0142 2027.0295 1 -11.13 155.11 32.83 70.8 (M:70.8) 1 1 0

R.EDAPLGPQLQS

MPSEQIR.N Dimethyl:2H(4): 1

11679 true 2448 2028.0237 2026.9969 1 9.67 110.44 35.83 72.3 (M:72.3) 1 1 0

K.GEMMDLQHGS

LFLQTHK.I Dimethyl: 1, 17

11680 true 1979 2028.0265 2027.0106 1 4.27 171.08 32.5 31.3 (M:31.3) 1 1 0

R.LQQVLQMESHI

QSTSDR.I Dimethyl: 1

11681 true 2046 2028.0374 2027.0185 1 5.73 192.18 33.33 103.7 (M:103.7) 1 1 0

K.AGGVASGFNH

VVTNDLSAQR.L Dimethyl: 1



11682 true 2936 2028.0677 2027.051 1 4.64 182.39 44 93.2 (M:93.2) 1 1 0

K.CPALAAVGPIE

QLLDYNR.I Carbamidomethyl: 1; Dimethyl: 1

11683 true 1847 2028.072 2027.0597 1 2.45 181.54 32.5 84.3 (M:84.3) 1 1 0

K.QATVGDVNTD

RPGMLDFK.G Dimethyl:2H(4): 1, 18

11684 true 2568 2028.1314 2027.1246 1 -0.27 173.72 35.83 62.9 (M:62.9) 2 1 0

R.TSGVVTSCTGV

LPQLSMVK.Y

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 19

11685 true 894 2028.9673 2027.9396 1 10.07 180.6 27 35.1 (M:35.1) 1 1 0

R.QLSTGDEGLSP

GPTSQDSPR.L

11686 true 2827 2029.0332 2028.0254 1 0.25 147.09 42.5 107.9 (M:107.9) 2 1 0

R.ATENDIYNFFSP

LNPVR.V Dimethyl:2H(4): 1

11687 true 2328 2029.0993 2028.0965 1 -2.22 223.49 38.17 16.6 (M:16.6) 1 1 1

-

.MESRPVKEPEIEL

FVK.A Acetyl: 1; Dimethyl: 7, 16

11688 true 752 2029.9421 2028.9258 1 4.45 184.25 26.17 19.1 (M:19.1) 1 1 0

K.EGECPICHPNR

PHALQS.- Carbamidomethyl: 4, 7; Dimethyl: 1



11689 true 1612 2030.9262 2029.9465 1 -13.59 165.99 31 46.2 (M:46.2) 1 1 0

R.HLCEPGADGAE

TFADGVPR.E

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

11690 true 3273 2030.9977 2029.9956 1 -2.59 155.86 39 34.7 (M:34.7) 2 1 0

R.SASSASSLFSPSS

TLFPSSR.L Dimethyl: 1

11691 true 129 2031.0904 2030.1197 1 -18.02 161.84 23.33 20.4 (M:20.4) 1 65.43 1 1

K.KAAGDDESAGL

IEQINVLK.L Dimethyl:2H(4): 1; Dimethyl: 19

11692 true 4000 2031.2136 2030.2016 1 2.36 116.35 45.67 36.8 (M:36.8) 1 1 1

K.NAPAIIFIDELDA

IAPKR.E Dimethyl:2H(4): 1, 17

11693 true 1418 2031.9635 2030.9657 1 -4.67 124.92 30 75.2 (M:75.2) 1 1 0

R.GTVQPASNFN

DDGDAQVLR.K Dimethyl: 1

11694 true 1886 2032.0276 2031.0357 1 -7.56 214.49 32.33 37.1 (M:37.1) 1 1 0

R.LQQVLQMESHI

QSTSDR.I Dimethyl:2H(4): 1

11695 false 2021 2032.059 2031.0979 1 -22.73 144.76 33.33 19.3 (M:19.3) 1 63.69 3 1

K.FAEYIEQKLGNF

GSNVK.V Dimethyl:2H(4): 1; Dimethyl: 8, 17



11696 true 2021 2032.059 2031.0436 1 4 167.92 33.33 140.5 (M:140.5) 1 1 0

K.AGGVASGFNH

VVTNDLSAQR.L Dimethyl:2H(4): 1

11697 false 2937 2032.0947 2031.1034 1 -7.86 151.52 44 17.2 (M:17.2) 1 2 1

K.NAMLIKGGNA

NSTVTEVLK.D Oxidation: 3; Dimethyl: 1, 19

11698 true 2937 2032.0947 2031.0761 1 5.58 209.9 44 125.7 (M:125.7) 1 1 0

K.CPALAAVGPIE

QLLDYNR.I

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

11699 true 208 2032.9382 2031.9345 1 -1.75 141.2 23.17 54.4 (M:54.4) 1 1 0

R.AEPSESSTVESA

QSTPQNR.R Dimethyl: 1

11700 true 622 2033.0891 2032.0752 1 3.27 192.31 25.5 33.0 (M:33.0) 1 1 1

R.ENVPEDRRPAS

GNPLPPR.L Dimethyl:2H(4): 1

11701 true 753 2033.9629 2032.9509 1 2.29 211.66 26.17 22.3 (M:22.3) 1 1 0

K.EGECPICHPNR

PHALQS.-

Carbamidomethyl: 4, 7; 

Dimethyl:2H(4): 1

11702 true 2798 2034.0034 2033.0079 1 -5.77 133.75 35.33 97.8 (M:97.8) 2 1 0

R.GNFAGNFAGSL

GGTGGPAAGVAR

.K Dimethyl: 1



11703 true 3440 2034.164 2033.1431 1 6.69 177.01 40 45.2 (M:45.2) 1 1 0

R.ISLGLPVGAVIN

CADNTGAK.N

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 20

11704 true 2437 2035.0329 2034.0208 1 2.41 190.18 35 63.3 (M:63.3) 2 1 0

R.SASSASSLFSPSS

TLFPSSR.L Dimethyl:2H(4): 1

11705 true 1326 2035.0391 2033.9919 1 19.59 183.21 29.33 84.7 (M:84.7) 1 1 0

K.VDPHNHVVVD

EFQNTTR.K Dimethyl: 1

11706 false 1663 2035.0957 2034.0916 1 -1.54 222.94 30.17 35.3 (M:35.3) 1 2 0

K.MIMIQDGPMP

TGADKPLR.I Dimethyl:2H(4): 1, 15

11707 true 1663 2035.0957 2034.0842 1 2.09 190.19 30.17 65.2 (M:65.2) 1 1 0

K.MVMIQDGPQN

TGADKPLR.I Dimethyl:2H(4): 1, 15

11708 true 1988 2035.9156 2034.9105 1 -1.08 97.37 33.83 33.1 (M:33.1) 1 1 0

K.MAGNEYVGFS

NATFQSER.E Dimethyl: 1

11709 true 1887 2035.9423 2034.9223 1 6.22 171.35 31.83 41.7 (M:41.7) 1 1 0

K.SCCTSVNEVICH

GIPDR.R

Carbamidomethyl: 2, 3, 11; 

Dimethyl:2H(4): 1



11710 true 52 2035.9721 2034.962 1 1.37 146.24 21.83 76.2 (M:76.2) 1 1 0

R.GTTEAPQYHQ

HQAQQQR.M Dimethyl: 1

11711 true 1419 2035.9862 2034.9909 1 -5.85 125.2 30 95.4 (M:95.4) 1 1 0

R.GTVQPASNFN

DDGDAQVLR.K Dimethyl:2H(4): 1

11712 true 2449 2036.0755 2035.0471 1 10.4 96.99 35.67 73.5 (M:73.5) 1 1 0

K.GEMMDLQHGS

LFLQTHK.I Dimethyl:2H(4): 1, 17

11713 true 176 2036.966 2035.9596 1 -0.45 134.65 23.17 77.4 (M:77.4) 1 1 0

R.AEPSESSTVESA

QSTPQNR.R Dimethyl:2H(4): 1

11714 true 2314 2037.1683 2036.1468 1 6.99 194.02 38 20.1 (M:20.1) 1 1 1

-

.MESRPVKEPEIEL

FVK.A Dimethyl:2H(4): 7, 16; Acetyl: 1

11715 true 1051 2037.8945 2036.8977 1 -5.1 104.96 26.17 86.7 (M:86.7) 1 1 0

K.HIYNGEVYEDD

EHHPR.G Dimethyl: 1

11716 true 2561 2037.9808 2036.9482 1 12.43 181.75 35.17 84.1 (M:84.1) 1 1 0

K.LAETYCVCHLAT

GDMLR.A Carbamidomethyl: 6, 8; Dimethyl: 1



11717 true 2722 2038.0081 2036.999 1 0.91 152.76 39 29.5 (M:29.5) 1 1 0

K.VHYENNSPFLTI

TSMTR.V Dimethyl: 1

11718 true 1984 2038.0088 2037.0167 1 -7.44 119.91 33.33 58.0 (M:58.0) 1 1 0

R.FLEEHPGGEEVL

LEQAGR.D Dimethyl: 1

11719 true 2799 2038.0273 2037.033 1 -6.36 108.01 35.33 103.3 (M:103.3) 2 1 0

R.GNFAGNFAGSL

GGTGGPAAGVAR

.K Dimethyl:2H(4): 1

11720 true 1587 2038.0388 2037.0102 1 10.48 198.91 29.83 94.2 (M:94.2) 1 1 0

R.VMQHYGEHVV

TTQLPDR.F Dimethyl: 1

11721 true 1242 2038.0846 2037.0654 1 5.86 274.54 29 17.1 (M:17.1) 1 1 1

R.DRLHAEVQQQL

EQQQR.D Dimethyl:2H(4): 1

11722 true 2802 2038.141 2037.1135 1 9.95 182.08 35.67 25.5 (M:25.5) 1 1 0

R.VLRPPGGGSNF

SLGFDEPK.E Dimethyl:2H(4): 1, 19

11723 true 2872 2039.1126 2038.1133 1 -3.91 92.57 34.67 21.4 (M:21.4) 1 1 1

R.IMNVIGEPIDER

GPITTK.Q Dimethyl: 1, 18



11724 true 3955 2039.9731 2038.9281 1 18.48 91.04 44 24.6 (M:24.6) 1 1 0

K.YYLCGFCPAELF

TNTR.S Carbamidomethyl: 4, 7; Dimethyl: 1

11725 true 53 2040 2038.9871 1 2.77 169.57 21.83 94.5 (M:94.5) 1 1 0

R.GTTEAPQYHQ

HQAQQQR.M Dimethyl:2H(4): 1

11726 true 2058 2040.0166 2039.0072 1 1.06 216.55 31.83 74.1 (M:74.1) 1 1 0

K.GGLNTPLHESD

FSGVTPQR.Q Dimethyl: 1

11727 true 455 2040.9348 2039.9218 1 2.77 228.18 25.67 98.0 (M:98.0) 2 1 0

R.EAPSSSHSIPAP

QMSAEDR.L Oxidation: 14; Dimethyl: 1

11728 true 2762 2040.9905 2039.9912 1 -3.93 176.91 41.67 31.9 (M:31.9) 1 1 0

M.SGDGDEELAA

FVALHGAALR.A Acetyl: 1

11729 true 2738 2041.0152 2040.0276 1 -9.65 131.16 33.83 24.1 (M:24.1) 1 1 1

R.RALEYTIYNQEL

NETR.A Dimethyl: 1

11730 true 2066 2041.0175 2040.0149 1 -2.28 74.76 33.17 18.3 (M:18.3) 1 1 0

K.AATTVEHLAIEC

HWSQR.A

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1



11731 true 428 2041.8533 2040.8508 1 -2.35 197.76 24.67 95.8 (M:95.8) 1 1 0

R.DLVHAQEDDD

EEEEGQR.F Dimethyl: 1

11732 true 1052 2041.9169 2040.9228 1 -6.44 119.54 26.17 54.9 (M:54.9) 1 1 0

K.HIYNGEVYEDD

EHHPR.G Dimethyl:2H(4): 1

11733 true 2562 2042.0048 2040.9733 1 11.86 171.41 35.17 81.4 (M:81.4) 1 1 0

K.LAETYCVCHLAT

GDMLR.A

Carbamidomethyl: 6, 8; 

Dimethyl:2H(4): 1

11734 true 1884 2042.0253 2041.0418 1 -11.68 130.26 33.33 80.6 (M:80.6) 1 1 0

R.FLEEHPGGEEVL

LEQAGR.D Dimethyl:2H(4): 1

11735 true 2724 2042.0298 2041.0241 1 -0.77 143.5 39 46.5 (M:46.5) 1 1 0

K.VHYENNSPFLTI

TSMTR.V Dimethyl:2H(4): 1

11736 true 1588 2042.0579 2041.0353 1 7.48 238.98 29.83 43.1 (M:43.1) 1 1 0

R.VMQHYGEHVV

TTQLPDR.F Dimethyl:2H(4): 1

11737 true 1133 2042.8967 2041.8588 1 14.96 180.18 28.67 98.2 (M:98.2) 2 1 0

R.GGQAYCEEDYH

QAFSPR.C Carbamidomethyl: 6; Dimethyl: 1



11738 true 1619 2043.0412 2042.0143 1 9.6 186.06 31 15.7 (M:15.7) 1 1 0

-

.MEDYHKPDQQT

LQALK.D Acetyl: 1; Dimethyl: 6, 16

11739 true 3480 2043.0882 2042.0585 1 10.97 146.26 41.83 59.5 (M:59.5) 1 1 0

R.QADFVQTPITDI

FGGHIR.S Dimethyl: 1

11740 true 3942 2043.9955 2042.9532 1 17.15 200.85 44 40.9 (M:40.9) 1 1 0

K.YYLCGFCPAELF

TNTR.S

Carbamidomethyl: 4, 7; 

Dimethyl:2H(4): 1

11741 true 2939 2044.021 2043.0095 1 2.05 156.55 43.83 105.4 (M:105.4) 1 1 0

M.AAAQCEFQLPL

AADDLLR.G Carbamidomethyl: 5; Acetyl: 1

11742 true 2011 2044.041 2043.0323 1 0.68 239.44 31.83 93.5 (M:93.5) 1 1 0

K.GGLNTPLHESD

FSGVTPQR.Q Dimethyl:2H(4): 1

11743 false 2011 2044.041 2043.0677 1 -16.62 238.5 31.83 17.1 (M:17.1) 1 2 0

K.TLFGVLYEVYSS

SAGPAVR.H Dimethyl: 1

11744 true 2341 2044.0906 2043.0789 1 2.16 94.49 35 16.9 (M:16.9) 1 1 0

R.FTAQGLPDLNH

SQVYAVK.T Dimethyl: 1, 18



11745 true 2713 2045.0516 2044.0527 1 -4.11 150.47 33.83 47.0 (M:47.0) 1 1 1

R.RALEYTIYNQEL

NETR.A Dimethyl:2H(4): 1

11746 true 1396 2045.0596 2044.0254 1 13.17 205.11 29.5 15.6 (M:15.6) 1 1 0

K.QFEHLNHQNP

DTFEPK.D Dimethyl:2H(4): 1, 16

11747 true 397 2045.8797 2044.8759 1 -1.74 147.7 24.67 74.5 (M:74.5) 1 1 0

R.DLVHAQEDDD

EEEEGQR.F Dimethyl:2H(4): 1

11748 true 1054 2045.9526 2044.9702 1 -12.12 99.9 27.83 58.3 (M:58.3) 1 1 0

R.VQPVDGGQTE

DVYEPATGR.V Dimethyl: 1

11749 true 392 2045.9553 2044.9459 1 1.05 144.48 24.5 36.2 (M:36.2) 1 1 0

K.QHQVASPPSEC

PMHQEK.M

Carbamidomethyl: 11; Dimethyl: 1, 

17

11750 true 1317 2045.9728 2044.9744 1 -4.34 130.32 29.5 73.6 (M:73.6) 1 1 0

K.AMHQSQTME

GCSSPIVVK.F

Carbamidomethyl: 11; Dimethyl: 1, 

18

11751 true 2345 2045.9932 2044.971 1 7.25 162.36 38.33 58.6 (M:58.6) 1 1 0

K.TCFVDCLIEQTH

PEIR.K Carbamidomethyl: 2, 6; Dimethyl: 1



11752 true 2885 2045.9935 2044.9953 1 -4.46 151.48 43.33 134.9 (M:134.9) 1 1 0

M.SVPAFIDITEED

QAAELR.A Acetyl: 1

11753 true 1134 2046.9228 2045.8839 1 15.44 193.24 28.67 98.0 (M:98.0) 2 1 0

R.GGQAYCEEDYH

QAFSPR.C

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

11754 true 1764 2046.9542 2045.9555 1 -4.22 259.14 31.5 20.8 (M:20.8) 1 1 0

R.DQHLNNSSFFP

ASSSPQR.S Dimethyl: 1

11755 true 3481 2047.1141 2046.0836 1 11.35 218.86 41.83 106.3 (M:106.3) 1 1 0

R.QADFVQTPITDI

FGGHIR.S Dimethyl:2H(4): 1

11756 true 2873 2047.1483 2046.1635 1 -10.96 132.52 34.67 40.4 (M:40.4) 1 1 1

R.IMNVIGEPIDER

GPITTK.Q Dimethyl:2H(4): 1, 18

11757 true 2427 2048.0834 2047.0794 1 -1.62 171.24 34 21.5 (M:21.5) 1 1 1

R.NCILHPGGSLD

ASDMLRK.F

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 18

11758 true 2082 2048.9454 2047.9278 1 5.05 221.7 33 76.6 (M:76.6) 1 1 0

R.CYCADVVHPM

AAVATAER.G Carbamidomethyl: 1, 3; Dimethyl: 1



11759 true 1022 2048.9962 2047.9957 1 -3.28 167.24 30.17 107.2 (M:107.2) 2 1 0

K.NCLVSSSLTPAS

NNSVQSR.D Carbamidomethyl: 2; Dimethyl: 1

11760 true 1013 2049.0755 2048.0638 1 2.17 109.74 25.83 23.3 (M:23.3) 1 1 1

R.HQMAEDSKAE

YSSTLQK.F Dimethyl:2H(4): 1, 8, 17

11761 true 1430 2049.1844 2048.2183 1 -20.09 171.33 28 16.2 (M:16.2) 1 1 1

K.LGLPPLTPEQQE

ALQKAK.K Dimethyl:2H(4): 1; Dimethyl: 16, 18

11762 true 1430 2049.1844 2048.2183 1 -20.09 171.33 28 16.2 (M:16.2) 1 1 1

K.LGLPPLTPEQQE

ALQKAK.K Dimethyl:2H(4): 1; Dimethyl: 16, 18

11763 true 111 2049.9728 2048.9396 1 12.63 141.92 22.33 41.9 (M:41.9) 1 1 0

R.SHTGDRPYQCE

HPGCGK.A

Carbamidomethyl: 10, 15; 

Dimethyl:2H(4): 1, 17

11764 true 1055 2049.9903 2048.9953 1 -5.98 74.68 27.83 48.5 (M:48.5) 1 1 0

R.VQPVDGGQTE

DVYEPATGR.V Dimethyl:2H(4): 1

11765 true 2329 2050.0141 2048.9961 1 5.19 184.98 38.33 47.1 (M:47.1) 1 1 0

K.TCFVDCLIEQTH

PEIR.K

Carbamidomethyl: 2, 6; 

Dimethyl:2H(4): 1



11766 true 1620 2051.0917 2050.0645 1 9.74 218.25 31 53.8 (M:53.8) 1 1 0

-

.MEDYHKPDQQT

LQALK.D Dimethyl:2H(4): 6, 16; Acetyl: 1

11767 true 1332 2051.1303 2050.1059 1 8.36 255.74 28.83 82.6 (M:82.6) 2 1 0

K.IIQETSLAPPKPS

ENNTR.R Dimethyl: 1, 11

11768 true 408 2051.8909 2050.8837 1 -0.02 195.65 25.17 94.2 (M:94.2) 1 1 0

K.VDCTQHYEVCS

ENQVR.G Carbamidomethyl: 3, 10; Dimethyl: 1

11769 true 2548 2052.1229 2051.1092 1 3.15 230.1 40.5 29.7 (M:29.7) 1 1 0

R.FPPVEPEAPAPI

VYASIAR.G Dimethyl: 1

11770 true 2083 2052.9703 2051.9529 1 4.95 247.52 33 109.4 (M:109.4) 1 1 0

R.CYCADVVHPM

AAVATAER.G

Carbamidomethyl: 1, 3; 

Dimethyl:2H(4): 1

11771 true 996 2053.0199 2052.0208 1 -3.96 193.74 30.17 103.3 (M:103.3) 2 1 0

K.NCLVSSSLTPAS

NNSVQSR.D

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

11772 true 1098 2053.026 2051.9984 1 9.89 215.15 27.67 56.4 (M:56.4) 1 1 0

K.NQNILPVSSQSE

NSHNTR.N Dimethyl: 1



11773 true 2801 2053.0382 2052.0099 1 10.27 156.63 37.17 64.1 (M:64.1) 1 1 0

K.SEASLHPVLMS

EAPWNTR.A Dimethyl: 1

11774 true 2469 2053.0631 2052.0177 1 18.54 164.73 35.83 86.0 (M:86.0) 1 1 0

R.DHPSFIPGGQF

SPQALGNR.S Dimethyl: 1

11775 true 624 2053.0917 2052.084 1 0.22 248.65 25.5 46.0 (M:46.0) 1 1 1

R.YKENPDIVNQS

QQAQAR.E Dimethyl:2H(4): 1, 2

11776 true 1350 2054.0245 2053.0246 1 -3.59 129.15 29.5 36.3 (M:36.3) 1 1 0

K.AMHQSQTME

GCSSPIVVK.F

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 18

11777 true 2668 2054.1137 2053.132 1 -12.45 135.13 34.67 58.1 (M:58.1) 2 1 0

K.ITKPGLIDSNNQ

LFAPGGR.L Dimethyl: 1, 3

11778 true 3567 2055.0575 2054.0221 1 13.67 178.17 41 46.2 (M:46.2) 1 1 0

K.GGFSFGNVESA

PASQFVLGR.T Dimethyl: 1

11779 false 1196 2055.0595 2054.069 1 -8.16 329.1 28 15.8 (M:15.8) 1 3 1

K.SLAMEMVLTGE

RISAAEAK.A Dimethyl:2H(4): 19; Oxidation: 6



11780 true 409 2055.9144 2054.9088 1 -0.82 177.19 25.17 104.8 (M:104.8) 1 1 0

K.VDCTQHYEVCS

ENQVR.G

Carbamidomethyl: 3, 10; 

Dimethyl:2H(4): 1

11781 true 1099 2057.0488 2056.0236 1 8.73 225.11 27.67 69.4 (M:69.4) 1 1 0

K.NQNILPVSSQSE

NSHNTR.N Dimethyl:2H(4): 1

11782 true 2802 2057.06 2056.035 1 8.63 178.98 37 88.0 (M:88.0) 1 1 0

K.SEASLHPVLMS

EAPWNTR.A Dimethyl:2H(4): 1

11783 true 2470 2057.0834 2056.0428 1 16.17 120.97 35.83 106.7 (M:106.7) 1 1 0

R.DHPSFIPGGQF

SPQALGNR.S Dimethyl:2H(4): 1

11784 true 2585 2058.0066 2057.004 1 -2.28 199.02 33 21.0 (M:21.0) 1 1 1

K.FGFVDAQKED

MPPEHVR.K Dimethyl: 1, 8

11785 true 2609 2058.0082 2057.0034 1 -1.19 138.6 40.17 60.1 (M:60.1) 1 1 0

K.DEPYFPVPEEYT

FIQK.V Dimethyl: 1, 16

11786 true 3297 2058.0741 2057.0404 1 12.84 255.66 40.33 60.1 (M:60.1) 2 1 0

R.FTPEIPLMLYHG

AQQER.R Dimethyl: 1



11787 true 622 2058.0988 2057.084 1 3.64 243.53 26 26.9 (M:26.9) 1 1 0

K.CGSLGNIHHKP

GGGQVEVK.S

Carbamidomethyl: 1; Dimethyl: 1, 

10, 19

11788 true 2305 2058.1758 2057.1285 1 19.47 157.39 37.83 65.5 (M:65.5) 1 1 1

R.LFVGNLPTDITE

EDFKR.L Dimethyl:2H(4): 1, 16

11789 true 1250 2059.0796 2058.0786 1 -3.06 177.04 29.5 37.2 (M:37.2) 1 1 0

K.FGQPGTAEGSK

PPQPTTFK.F Dimethyl: 1, 11, 19

11790 true 3568 2059.085 2058.0472 1 14.82 234.09 41 83.8 (M:83.8) 1 1 0

K.GGFSFGNVESA

PASQFVLGR.T Dimethyl:2H(4): 1

11791 true 2228 2059.0893 2058.0858 1 -1.83 162.49 32.67 78.2 (M:78.2) 1 1 0

R.HGLLVPSSTTD

QELQHIR.N Dimethyl: 1

11792 true 1333 2059.1813 2058.1561 1 8.73 225.44 28.83 122.5 (M:122.5) 2 1 0

K.IIQETSLAPPKPS

ENNTR.R Dimethyl:2H(4): 1, 11

11793 false 1333 2059.1813 2058.1787 1 -2.27 229.8 28.83 15.5 (M:15.5) 1 4 0

K.IPNIYAIGDVVA

GPMLAHK.A Dimethyl:2H(4): 1, 19; Oxidation: 15



11794 true 2114 2059.9293 2058.9391 1 -8.28 174.85 35.33 123.9 (M:123.9) 1 1 0

K.EMFPYEVSTPT

GISASCR.R Carbamidomethyl: 17; Dimethyl: 1

11795 true 3271 2060.1533 2059.1394 1 3.24 208.11 39 33.4 (M:33.4) 1 1 0

R.LAALPEKPPAID

WTYYK.T Dimethyl: 1, 7, 17

11796 true 2199 2060.9142 2059.9343 1 -13.28 132.74 35.33 31.3 (M:31.3) 1 1 0

R.EVSFLVEDGPC

PPGVDCR.S

Carbamidomethyl: 11, 17; Dimethyl: 

1

11797 true 529 2060.9423 2059.9083 1 12.97 104.58 25.17 90.3 (M:90.3) 1 1 0

R.EYSSELNAPSQE

SDSHPR.K Dimethyl: 1

11798 true 3122 2060.9839 2059.9682 1 4.1 152.48 38.83 73.9 (M:73.9) 1 1 0

K.CCNHPYLFPVA

AMEAPK.M

Carbamidomethyl: 1, 2; Dimethyl: 1, 

17

11799 true 2342 2061.1165 2060.1052 1 1.99 263.81 33.67 112.9 (M:112.9) 1 1 0

R.IPSESATQSLAV

SLPASQSR.L Dimethyl:2H(4): 1

11800 true 3172 2061.1772 2060.138 1 15.46 201.38 39.83 19.5 (M:19.5) 1 1 0

K.ELDSFCNPIIYKP

KPK.I

Carbamidomethyl: 6; Dimethyl: 1, 

12, 14, 16



11801 true 3508 2062.0893 2061.0655 1 8.01 211.06 40.5 17.3 (M:17.3) 1 1 0

R.FTPEIPLMLYHG

AQQER.R Dimethyl:2H(4): 1

11802 true 2669 2062.1871 2061.1822 1 -1.17 180.72 34.67 89.5 (M:89.5) 1 1 0

K.ITKPGLIDSNNQ

LFAPGGR.L Dimethyl:2H(4): 1, 3

11803 true 526 2062.9735 2061.965 1 0.56 230.37 25.17 55.3 (M:55.3) 1 1 0

R.HMEHSTNSEG

QGVLQQPR.K Dimethyl: 1

11804 true 2152 2062.9844 2061.9967 1 -9.51 128.77 34.83 117.8 (M:117.8) 1 1 0

K.QQLSAEELDAQ

LDAYNAR.M Dimethyl: 1

11805 true 2855 2063.0519 2062.0378 1 3.29 152.39 37.5 81.5 (M:81.5) 1 1 0

-

.MDLAVAVGGAG

AAQQHQQLR.D Acetyl: 1

11806 true 2229 2063.1157 2062.1109 1 -1.23 227.79 32.67 103.0 (M:103.0) 1 1 0

R.HGLLVPSSTTD

QELQHIR.N Dimethyl:2H(4): 1

11807 true 2378 2063.9363 2062.9484 1 -9.39 155.97 37.67 127.4 (M:127.4) 1 1 0

K.TIGGGDDSFNT

FFSETGAGK.H Dimethyl: 1, 20



11808 true 2115 2063.9568 2062.9642 1 -7.09 183.84 35.33 129.9 (M:129.9) 1 1 0

K.EMFPYEVSTPT

GISASCR.R

Carbamidomethyl: 17; 

Dimethyl:2H(4): 1

11809 true 1248 2063.9581 2062.9353 1 7.49 162.15 28.83 53.2 (M:53.2) 1 1 0

R.THSGEKPYECYI

CHAR.F

Carbamidomethyl: 10, 13; Dimethyl: 

1, 6

11810 true 3233 2064.1011 2063.1051 1 -5.49 143.5 37.5 41.4 (M:41.4) 1 1 1

R.TLPEIFEAAAGK

EPEHIR.A Dimethyl: 1, 12

11811 true 1805 2064.8853 2063.9041 1 -12.64 148.42 32.17 58.2 (M:58.2) 1 1 0

R.AAAELEPQGFD

CECLGGGR.I

Carbamidomethyl: 12, 14; Dimethyl: 

1

11812 true 530 2064.9234 2063.9334 1 -8.38 127.79 25.17 115.6 (M:115.6) 1 1 0

R.EYSSELNAPSQE

SDSHPR.K Dimethyl:2H(4): 1

11813 true 2886 2065.03 2064.031 1 -4.01 132.05 43.33 48.8 (M:48.8) 1 1 0

K.NDATAQAFLAE

ASVMTQLR.H Dimethyl: 1

11814 true 3322 2065.1995 2064.1645 1 13.42 100.57 41 56.5 (M:56.5) 1 1 1

R.AKDINQEVYNF

LSTAGAK.Y Dimethyl:2H(4): 1, 2, 18



11815 true 1431 2065.2123 2064.1931 1 5.78 195.36 28.17 35.5 (M:35.5) 2 1 0

K.LGQPPQKPSRP

PSVDLER.F Dimethyl:2H(4): 1, 7

11816 true 1637 2065.9726 2064.9758 1 -5.08 144.11 31.33 18.5 (M:18.5) 1 1 0

K.IPEIDCGDMTA

QVTSPSGR.N

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

11817 true 2610 2066.0457 2065.0536 1 -7.34 93.05 40.17 18.0 (M:18.0) 1 1 0

K.DEPYFPVPEEYT

FIQK.V Dimethyl:2H(4): 1, 16

11818 true 2541 2066.0495 2065.0543 1 -5.84 146.53 33 28.7 (M:28.7) 1 1 1

K.FGFVDAQKED

MPPEHVR.K Dimethyl:2H(4): 1, 8

11819 true 3268 2066.0894 2065.0804 1 0.84 213.95 37.83 28.4 (M:28.4) 1 1 1

K.HSQAIEELAEQL

EQTKR.V Dimethyl: 1, 16

11820 true 527 2066.9901 2065.9901 1 -3.53 199.32 25.17 57.9 (M:57.9) 1 1 0

R.HMEHSTNSEG

QGVLQQPR.K Dimethyl:2H(4): 1

11821 true 2153 2067.0121 2066.0218 1 -8.21 153.16 34.83 132.0 (M:132.0) 1 1 0

K.QQLSAEELDAQ

LDAYNAR.M Dimethyl:2H(4): 1



11822 true 1553 2067.0488 2066.0004 1 19.91 220.49 30.17 39.1 (M:39.1) 1 1 0

K.VAQSIEDHHQE

VIAFCR.E Carbamidomethyl: 16; Dimethyl: 1

11823 true 3776 2067.0968 2066.054 1 17.16 275.5 42.17 24.4 (M:24.4) 1 1 0

R.VPAPSIEDICHV

LSSVCK.K

Carbamidomethyl: 10, 17; Dimethyl: 

1, 18

11824 true 1147 2068.007 2066.9983 1 0.67 126.65 26.33 16.8 (M:16.8) 1 1 1

K.IIHEAGYSEEEC

KQYK.A

Carbamidomethyl: 12; Dimethyl: 1, 

13, 16

11825 true 2549 2068.1631 2067.1526 1 1.57 144.64 40.17 86.5 (M:86.5) 1 1 0

R.IVGLDQVAGMS

ETALPGAFK.T Dimethyl:2H(4): 1, 20

11826 true 1806 2068.9191 2067.9292 1 -8.41 137.69 32.17 70.3 (M:70.3) 1 1 0

R.AAAELEPQGFD

CECLGGGR.I

Carbamidomethyl: 12, 14; 

Dimethyl:2H(4): 1

11827 true 2730 2068.9893 2068.0056 1 -11.44 118.3 38.67 33.8 (M:33.8) 1 1 0

R.MIPCDFMIPVQ

TQHPVR.N Carbamidomethyl: 4

11828 true 3084 2069.0308 2068.0184 1 2.45 239.01 38.83 73.8 (M:73.8) 1 1 0

K.CCNHPYLFPVA

AMEAPK.M

Carbamidomethyl: 1, 2; 

Dimethyl:2H(4): 1, 17



11829 true 2901 2069.0507 2068.0561 1 -6.12 159.61 43.33 40.9 (M:40.9) 1 1 0

K.NDATAQAFLAE

ASVMTQLR.H Dimethyl:2H(4): 1

11830 true 1733 2070.1066 2069.0906 1 4.24 187.34 30.67 51.5 (M:51.5) 1 1 0

R.AAASITPPSPQ

GPPQELPQR.E Dimethyl: 1

11831 true 1521 2070.1813 2069.1608 1 6.36 147.38 30.5 29.9 (M:29.9) 1 1 1

R.LLAEPVPGIKAE

PDESNAR.Y Dimethyl:2H(4): 1, 10

11832 true 1850 2070.9628 2069.9485 1 3.38 228.11 32.17 66.5 (M:66.5) 1 1 0

K.GYPHLCSICDM

PVHSNK.E

Carbamidomethyl: 6, 9; Dimethyl: 1, 

17

11833 true 1072 2071.0154 2069.9953 1 6.2 203.27 27.83 134.3 (M:134.3) 1 1 0

K.TGVHHYSGNNI

ELGTACGK.Y

Carbamidomethyl: 17; Dimethyl: 1, 

19

11834 true 840 2071.0444 2070.0333 1 1.85 142.48 27 48.0 (M:48.0) 1 1 0

K.ELENHHTLEHY

HVQPR.S Dimethyl:2H(4): 1

11835 true 1554 2071.0586 2070.0255 1 12.5 231.89 30.17 41.6 (M:41.6) 1 1 0

K.VAQSIEDHHQE

VIAFCR.E

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1



11836 false 1554 2071.0586 2070.0466 1 2.3 188.37 30.17 28.5 (M:28.5) 1 2 0

K.QESISDAGPVV

VHCSAGIGR.T

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

11837 true 1792 2071.1184 2070.0997 1 5.51 144.91 32.17 46.8 (M:46.8) 1 1 1

K.VILHLKEDQTEY

LEER.R Dimethyl: 1, 6

11838 true 2379 2071.9781 2070.9986 1 -13.4 121.18 37.67 73.1 (M:73.1) 1 1 0

K.TIGGGDDSFNT

FFSETGAGK.H Dimethyl:2H(4): 1, 20

11839 true 1213 2072.016 2070.9855 1 11.21 148.53 28.83 65.4 (M:65.4) 1 1 0

R.THSGEKPYECYI

CHAR.F

Carbamidomethyl: 10, 13; 

Dimethyl:2H(4): 1, 6

11840 true 3211 2072.1531 2071.1554 1 -4.6 152.56 37.5 79.7 (M:79.7) 1 1 1

R.TLPEIFEAAAGK

EPEHIR.A Dimethyl:2H(4): 1, 12

11841 false 2453 2073.1037 2072.0584 1 18.36 137.49 39.5 17.1 (M:17.1) 1 2 1

K.NATNVEQSFM

TMAAEIKK.R Dimethyl:2H(4): 17; Dimethyl: 18

11842 true 2453 2073.1037 2072.0725 1 11.58 167.86 39.5 35.1 (M:35.1) 1 1 0

R.VQLDIIQCELNA

PTQFR.G Carbamidomethyl: 8; Dimethyl: 1



11843 false 1719 2073.1828 2072.1452 1 14.63 196.12 31.67 21.9 (M:21.9) 1 2 1

R.SLALSVAVNVA

PYRLCSPK.Y Carbamidomethyl: 16; Dimethyl: 19

11844 true 1719 2073.1828 2072.1994 1 -11.49 177.19 31.67 95.5 (M:95.5) 3 1 0

R.QGQETVAPNLV

APVVNKPK.K Dimethyl: 1, 17, 19

11845 true 4099 2073.2243 2072.2034 1 6.57 166.77 46.17 30.4 (M:30.4) 1 1 0

K.AGQPLPLTLPLE

LVPPSFR.G Dimethyl: 1

11846 true 2030 2074.0516 2073.0463 1 -0.96 144.46 33.67 41.4 (M:41.4) 1 1 0

K.VGEAGLLNVDC

TEAGPGNLR.V

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

11847 true 1677 2074.1085 2073.1095 1 -3.97 103.29 31.17 21.3 (M:21.3) 1 1 1

K.KLSSWDQAETP

GHTPSLR.W Dimethyl:2H(4): 1, 1

11848 true 3739 2074.121 2073.0929 1 10.08 220.99 41.83 74.5 (M:74.5) 1 1 0

K.AGGSASAMLQ

PLLDNQIGFK.N Dimethyl: 1, 20

11849 true 1734 2074.1281 2073.1157 1 2.49 302.92 30.67 32.7 (M:32.7) 1 1 0

R.AAASITPPSPQ

GPPQELPQR.E Dimethyl:2H(4): 1



11850 true 3254 2074.1333 2073.1306 1 -2.18 228.2 37.67 96.5 (M:96.5) 1 1 1

K.HSQAIEELAEQL

EQTKR.V Dimethyl:2H(4): 1, 16

11851 false 3254 2074.1333 2073.1106 1 7.45 229.75 37.67 16.0 (M:16.0) 1 2 1

K.ILEQGEEFAANE

VVRITK.L Dimethyl: 1

11852 true 1920 2074.9514 2073.9538 1 -4.65 174.52 31.33 68.2 (M:68.2) 1 1 0

R.GLSLTTPGESDG

FCANHQR.V Carbamidomethyl: 14; Dimethyl: 1

11853 true 2345 2075.2208 2074.1939 1 9.47 110.38 35.17 26.9 (M:26.9) 1 1 0

K.QVKPYVEEGLH

PQIIIR.A Dimethyl: 1, 3

11854 true 1469 2075.9243 2074.9381 1 -10.16 179.98 30.17 65.3 (M:65.3) 1 1 1

R.AADEEAFEDNS

EEYIRR.D Dimethyl:2H(4): 1

11855 true 341 2075.9884 2074.9776 1 1.72 104.74 24.67 42.7 (M:42.7) 2 1 0

R.SCSMTKPGGSS

VPSQPQER.R Carbamidomethyl: 2; Dimethyl: 1, 6

11856 true 285 2076.9127 2075.8983 1 3.41 147.2 24.5 33.5 (M:33.5) 1 1 1

R.RNDYGEHGDN

SYYNQGR.R Dimethyl:2H(4): 1



11857 true 2917 2076.9883 2075.9867 1 -2.75 153.58 43.67 112.8 (M:112.8) 1 1 0

K.SMEAEMIQLQE

ELAAAER.A Dimethyl: 1

11858 true 3106 2076.9952 2075.9631 1 11.95 189.52 38.5 24.9 (M:24.9) 1 1 0

K.CCNHPYLFPVA

AMEAPK.M

Carbamidomethyl: 1, 2; Oxidation: 

13; Dimethyl: 1, 17

11859 true 721 2077.0808 2076.0803 1 -3.26 369.71 26.17 16.5 (M:16.5) 1 1 0

K.HPAGGDQPLPP

GHIQEPAAR.T Dimethyl:2H(4): 1

11860 true 2454 2077.1253 2076.0976 1 9.84 198.33 39.5 43.4 (M:43.4) 1 1 0

R.VQLDIIQCELNA

PTQFR.G

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

11861 true 4100 2077.2474 2076.2285 1 5.6 200.1 46.17 38.2 (M:38.2) 1 1 0

K.AGQPLPLTLPLE

LVPPSFR.G Dimethyl:2H(4): 1

11862 false 3777 2078.0712 2077.0296 1 16.49 223.66 42.17 16.0 (M:16.0) 1 2 0

K.GMSALCQALA

ANEAISSSLR.H Carbamidomethyl: 6; Dimethyl: 1

11863 true 3175 2078.1236 2077.0968 1 9.35 195.1 39.33 25.5 (M:25.5) 2 1 0

R.LLQPDFQPICAS

QLYPR.H

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1



11864 true 1921 2078.9805 2077.9789 1 -2.74 216.78 31.33 86.5 (M:86.5) 1 1 0

R.GLSLTTPGESDG

FCANHQR.V

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

11865 true 2622 2078.9965 2077.9956 1 -3.08 131.6 33.33 80.9 (M:80.9) 1 1 1

K.QGTQYTFSSIER

EEYGK.L Dimethyl: 1, 17

11866 true 1851 2079.0147 2077.9987 1 4.17 180.4 32.33 45.2 (M:45.2) 1 1 0

K.GYPHLCSICDM

PVHSNK.E

Carbamidomethyl: 6, 9; 

Dimethyl:2H(4): 1, 17

11867 true 1073 2079.0622 2078.0455 1 4.56 168.23 27.83 85.9 (M:85.9) 1 1 0

K.TGVHHYSGNNI

ELGTACGK.Y

Carbamidomethyl: 17; 

Dimethyl:2H(4): 1, 19

11868 true 1793 2079.1685 2078.1499 1 5.44 189.62 32.17 51.4 (M:51.4) 1 1 1

K.VILHLKEDQTEY

LEER.R Dimethyl:2H(4): 1, 6

11869 true 2496 2079.9947 2079.0157 1 -13.62 167.64 38.83 77.5 (M:77.5) 1 1 0

R.ELESQITELQED

LESER.A Dimethyl:2H(4): 1

11870 true 3499 2080.0767 2079.0533 1 7.76 210.66 41.83 37.3 (M:37.3) 1 1 0

K.CSVLPLSQNQE

FMPFVK.E Carbamidomethyl: 1; Dimethyl: 1, 17



11871 true 274 2080.8857 2079.903 1 -11.81 144.82 23.67 45.8 (M:45.8) 1 1 0

K.TCPEDAEPEQE

PEGDGEK.K

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 18

11872 true 2918 2081.0197 2080.0118 1 0.27 150.76 43.67 112.5 (M:112.5) 1 1 0

K.SMEAEMIQLQE

ELAAAER.A Dimethyl:2H(4): 1

11873 true 1810 2081.0248 2080.0008 1 8.06 208.33 31.5 43.1 (M:43.1) 1 1 0

K.SSGQSAQLLSH

EVGDPPGMR.R Dimethyl: 1

11874 true 3719 2082.1625 2081.1431 1 5.82 202.16 41.83 49.2 (M:49.2) 1 1 0

K.AGGSASAMLQ

PLLDNQIGFK.N Dimethyl:2H(4): 1, 20

11875 true 2790 2083.0295 2082.0422 1 -9.58 157.33 42 42.9 (M:42.9) 1 1 0

K.LDVATDNFFQN

PELYIR.E Dimethyl: 1

11876 true 16 2084.9639 2083.9569 1 -0.13 118.35 21.83 52.6 (M:52.6) 1 1 0

R.NQGGPVTSGA

TGHGNEQNDGR.

G Dimethyl:2H(4): 1

11877 true 3085 2085.0393 2084.0133 1 8.98 266.41 38.5 68.4 (M:68.4) 1 1 0

K.CCNHPYLFPVA

AMEAPK.M

Carbamidomethyl: 1, 2; 

Dimethyl:2H(4): 1, 17; Oxidation: 13



11878 true 1811 2085.0484 2084.0259 1 7.32 242.78 31.5 25.5 (M:25.5) 1 1 0

K.SSGQSAQLLSH

EVGDPPGMR.R Dimethyl:2H(4): 1

11879 true 1846 2085.0599 2084.0691 1 -7.89 76.58 31.83 25.4 (M:25.4) 1 1 0

K.IQVHYYEDGNV

QLVSHK.D Dimethyl: 1, 17

11880 true 1846 2085.0599 2084.0691 1 -7.89 76.58 31.83 25.4 (M:25.4) 1 1 0

K.IQVHYYEDGNV

QLVSHK.D Dimethyl: 1, 17

11881 false 1846 2085.0599 2084.0936 1 -19.64 245.6 31.83 15.4 (M:15.4) 1 2 1

R.QSKAVEMTEN

GSHQLVVK.A Oxidation: 7; Dimethyl: 1, 3, 18

11882 true 1066 2085.0713 2084.0208 1 20.72 201.53 28.33 79.0 (M:79.0) 1 1 1

K.TLEDEAKTHEA

QIQEMR.Q Dimethyl: 1, 7

11883 true 2028 2085.2802 2084.2747 1 -0.86 136.11 31.17 76.5 (M:76.5) 3 1 0

R.QGQETVAPNLV

APVVNKPK.K Dimethyl:2H(4): 1, 17, 19

11884 true 791 2085.9233 2084.901 1 7.19 253.33 26.5 113.8 (M:113.8) 1 1 1

R.CRDESFYGETS

HNYHK.F Carbamidomethyl: 1; Dimethyl: 1, 16



11885 true 127 2087.0335 2085.9989 1 13.08 146.69 23.67 32.0 (M:32.0) 1 1 0

K.EGTSSLHPDGG

HQEGCGVAK.V

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1, 20

11886 true 2623 2087.0453 2086.0459 1 -3.76 159.6 33.33 95.6 (M:95.6) 1 1 1

K.QGTQYTFSSIER

EEYGK.L Dimethyl:2H(4): 1, 17

11887 true 2773 2087.0505 2086.0673 1 -11.54 155.08 42 84.9 (M:84.9) 1 1 0

K.LDVATDNFFQN

PELYIR.E Dimethyl:2H(4): 1

11888 true 2397 2087.0718 2086.0443 1 9.66 218.65 34.33 80.3 (M:80.3) 1 1 0

R.NLHQSGFSLSG

TQIDEGIR.S Dimethyl: 1

11889 true 3500 2088.1286 2087.1035 1 8.51 183.2 41.83 73.0 (M:73.0) 1 1 0

K.CSVLPLSQNQE

FMPFVK.E

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 17

11890 true 780 2089.008 2087.9872 1 6.49 94.32 26.67 27.2 (M:27.2) 1 1 1

K.EQSGTIYLQHA

DEERER.T Dimethyl: 1

11891 true 1293 2089.1153 2088.0874 1 9.9 218.29 29.33 38.4 (M:38.4) 2 1 1

K.MAQALEDLRN

QHDEQVK.L Dimethyl:2H(4): 1, 17



11892 true 3097 2089.1706 2088.1732 1 -4.69 180.76 37.5 60.3 (M:60.3) 2 1 0

K.TPINTGGALPFV

NPSLAVHK.S Dimethyl: 1, 20

11893 true 860 2090.1311 2089.1391 1 -7.33 326.29 23.5 15.9 (M:15.9) 1 1 1

K.KGVTECYECHP

KPTQK.T

Carbamidomethyl: 6, 9; 

Dimethyl:2H(4): 1, 1, 12, 16

11894 true 2331 2091.1134 2090.1017 1 2.13 112.76 34.83 15.6 (M:15.6) 1 1 0

K.SVVLMSHLGRP

DGVPMPDK.F Dimethyl: 1, 19

11895 true 1666 2091.9679 2090.9626 1 -0.93 175.3 30 34.5 (M:34.5) 1 1 1

R.VCEVCSAYLGL

HDNDRR.L Carbamidomethyl: 2, 5; Dimethyl: 1

11896 true 1666 2091.9679 2090.9626 1 -0.93 175.3 30 34.5 (M:34.5) 1 1 1

R.VCEVCSAYLGL

HDNDRR.L Carbamidomethyl: 2, 5; Dimethyl: 1

11897 true 2043 2092.0951 2091.0749 1 6.19 232.97 33 94.2 (M:94.2) 1 1 0

K.GDGPVEGVIHF

QQQGSGPVK.V Dimethyl: 1, 20

11898 true 1394 2092.2522 2091.242 1 1.4 252.9 29.5 28.4 (M:28.4) 1 1 1

K.GISGVEDKESW

HGKPLPK.N Dimethyl:2H(4): 1, 8, 14, 18



11899 true 781 2093.035 2092.0123 1 7.36 188.98 26.67 34.8 (M:34.8) 1 1 1

K.EQSGTIYLQHA

DEERER.T Dimethyl:2H(4): 1

11900 true 1442 2093.0466 2092.0073 1 15.3 81.68 29.67 26.7 (M:26.7) 1 1 0

R.ESSSLLVYNTPS

HTEASSR.L Dimethyl: 1

11901 true 1067 2093.1181 2092.071 1 19.02 217.08 28.17 128.1 (M:128.1) 2 1 1

K.TLEDEAKTHEA

QIQEMR.Q Dimethyl:2H(4): 1, 7

11902 true 1803 2093.1184 2092.1193 1 -3.92 113.8 31.83 74.5 (M:74.5) 1 1 0

K.IQVHYYEDGNV

QLVSHK.D Dimethyl:2H(4): 1, 17

11903 true 1803 2093.1184 2092.1193 1 -3.92 113.8 31.83 74.5 (M:74.5) 1 1 0

K.IQVHYYEDGNV

QLVSHK.D Dimethyl:2H(4): 1, 17

11904 true 792 2093.9737 2092.9513 1 7.24 288.92 26.5 64.9 (M:64.9) 1 1 1

R.CRDESFYGETS

HNYHK.F

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 16

11905 true 788 2093.998 2092.9861 1 2.22 221.43 26.33 90.8 (M:90.8) 1 1 0

R.YAVNTHCHAD

HVTGSGALR.S Carbamidomethyl: 7; Dimethyl: 1



11906 true 906 2094.0923 2093.0753 1 4.64 234.54 27.33 36.4 (M:36.4) 1 1 1

K.AIEEETKNHEA

QIQEIR.Q Dimethyl: 1, 7

11907 true 3273 2095.1181 2094.104 1 3.27 222.33 39.17 89.0 (M:89.0) 2 1 0

K.VLPLAPSVGDM

PMEAMKPR.S Dimethyl: 1, 17

11908 true 2387 2095.1591 2094.1433 1 4.08 264.23 33.83 79.0 (M:79.0) 2 1 0

K.EGSQLKPQIQS

VQQAIER.L Dimethyl: 1, 6

11909 true 1623 2095.9963 2094.9877 1 0.62 236.1 30 68.3 (M:68.3) 1 1 1

R.VCEVCSAYLGL

HDNDRR.L

Carbamidomethyl: 2, 5; 

Dimethyl:2H(4): 1

11910 true 1623 2095.9963 2094.9877 1 0.62 236.1 30 68.3 (M:68.3) 1 1 1

R.VCEVCSAYLGL

HDNDRR.L

Carbamidomethyl: 2, 5; 

Dimethyl:2H(4): 1

11911 true 2865 2096.1738 2095.1538 1 6.04 170.09 37.83 18.8 (M:18.8) 2 1 0

R.NTINNIAVRPGL

EGYALPR.K Dimethyl: 1

11912 true 3523 2097.0268 2096.0174 1 0.97 221.8 39.67 137.1 (M:137.1) 1 1 0

K.SHVDSSSVDSLF

YAAQSIR.V Dimethyl: 1



11913 true 2689 2097.0512 2096.0369 1 3.31 133.89 38.67 108.4 (M:108.4) 1 1 0

R.MIPCDFMIPVQ

TQHPVR.N Carbamidomethyl: 4; Dimethyl: 1

11914 true 1406 2097.1338 2096.0998 1 12.71 146.01 30 33.8 (M:33.8) 1 94.65 1 0

K.TLPGMHHPIQ

MKPADSEK.S Dimethyl:2H(4): 1, 18; Oxidation: 11

11915 true 1567 2097.169 2096.1506 1 5.3 131.04 30.5 39.4 (M:39.4) 1 1 1

K.AHVEISSAPRDP

TPPFPSK.F Dimethyl:2H(4): 1, 19

11916 true 751 2098.0219 2097.0112 1 1.61 193.91 26.33 118.0 (M:118.0) 1 1 0

R.YAVNTHCHAD

HVTGSGALR.S

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

11917 true 1345 2098.1537 2097.1645 1 -8.59 266.88 30.17 74.5 (M:74.5) 3 1 1

K.MQRPPPVPNP

DYEPIRK.G Dimethyl:2H(4): 1, 17

11918 true 2305 2099.1618 2098.1519 1 1.26 112.3 34.83 40.1 (M:40.1) 1 1 0

K.SVVLMSHLGRP

DGVPMPDK.F Dimethyl:2H(4): 1, 19

11919 true 1638 2099.9702 2098.9891 1 -12.49 190.45 31.17 34.1 (M:34.1) 1 1 0

R.DSLGVCVEQQN

GYDSLQR.D

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1



11920 true 2084 2100.1456 2099.1251 1 6.27 257.49 32.83 106.3 (M:106.3) 1 1 0

K.GDGPVEGVIHF

QQQGSGPVK.V Dimethyl:2H(4): 1, 20

11921 true 2445 2100.9686 2099.98 1 -8.87 141.82 38.33 41.9 (M:41.9) 1 1 0

K.EELSAISGPNEF

AEFYNR.L Dimethyl: 1

11922 true 3524 2101.0522 2100.0426 1 1.14 219.32 39.67 122.4 (M:122.4) 2 1 0

K.SHVDSSSVDSLF

YAAQSIR.V Dimethyl:2H(4): 1

11923 true 2690 2101.0754 2100.0621 1 2.91 170.98 38.67 106.2 (M:106.2) 1 1 0

R.MIPCDFMIPVQ

TQHPVR.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1

11924 true 1440 2101.0848 2100.086 1 -4.03 115.04 30 35.5 (M:35.5) 1 1 0

K.TLPGMHHPIQ

MKPADSEK.S Dimethyl: 1, 12, 18

11925 true 3535 2102.3126 2101.3053 1 0.04 335.6 41.5 48.1 (M:48.1) 1 1 1

R.KGPNIVGPFGLL

QPVADGVK.L Dimethyl:2H(4): 1, 1, 20

11926 true 2344 2103.2013 2102.1935 1 0.24 312.34 33.67 78.5 (M:78.5) 2 1 0

K.EGSQLKPQIQS

VQQAIER.L Dimethyl:2H(4): 1, 6



11927 true 1852 2103.9887 2102.9666 1 7.04 182.53 32.17 70.3 (M:70.3) 1 1 0

K.IIMSNPPSQGD

YHGCPFR.H Carbamidomethyl: 15; Dimethyl: 1

11928 true 793 2103.9947 2102.9738 1 6.48 225.64 26.33 66.2 (M:66.2) 1 1 0

K.HAAICQGCHNA

IDPEVQR.V Carbamidomethyl: 5, 8; Dimethyl: 1

11929 true 473 2104.0127 2102.9953 1 4.81 233.59 25.33 50.6 (M:50.6) 1 1 0

R.SIAECPQHNNS

VGVDTSTR.Q

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

11930 true 3869 2104.0317 2103.0095 1 7.07 214.58 43.33 117.1 (M:117.1) 1 1 0

R.NGTDGIYFPLTA

SSCLFGR.R Carbamidomethyl: 15; Dimethyl: 1

11931 true 2165 2104.1046 2103.0895 1 3.73 151.01 34 115.2 (M:115.2) 1 1 0

K.QESIPNAGPILV

HCSAGIGR.T Carbamidomethyl: 14; Dimethyl: 1

11932 false 2165 2104.1046 2103.1259 1 -13.56 160.17 34 16.1 (M:16.1) 1 2 1

R.QQTLTPAGMFL

NSSKRPR.I Oxidation: 9; Dimethyl: 1, 15

11933 true 2220 2105.1344 2104.1528 1 -12.21 133.38 35.33 74.3 (M:74.3) 1 1 0

K.SLLGDGPVVAD

PTAPNVVVTR.L Dimethyl: 1



11934 true 3037 2105.1896 2104.2004 1 -8.58 138.58 37.17 39.0 (M:39.0) 1 1 1

K.KISSVQSIVPALE

IANSHR.K Dimethyl: 1, 1

11935 true 4062 2105.2402 2104.2256 1 3.5 160.16 45.67 48.4 (M:48.4) 1 1 0

K.TILGTPEVLLGLL

PGAGATQR.L Dimethyl: 1

11936 true 1243 2106.0594 2105.0178 1 16.31 197.37 29 41.6 (M:41.6) 1 1 0

K.SPAPNSHIPVEP

SQYDPSR.S Dimethyl: 1

11937 true 2750 2106.1061 2105.0901 1 4.16 170.94 41.83 42.8 (M:42.8) 1 1 0

R.ASGSLLFQQVP

MVEIDGMK.L Dimethyl: 1, 19

11938 true 2632 2106.1079 2105.084 1 7.9 107.05 38 21.8 (M:21.8) 1 1 0

R.ECLQALEFLHA

NQVIHR.D Carbamidomethyl: 2; Dimethyl: 1

11939 true 1804 2106.127 2105.1229 1 -1.53 103.62 31.83 52.0 (M:52.0) 1 1 1

K.AKHDSQLLLEQ

AAASTNPR.N Dimethyl: 1, 2

11940 true 2414 2107.052 2106.0494 1 -2.23 189.97 32.33 16.2 (M:16.2) 1 1 0

K.RPFESEEGALG

QQQYLAR.L Dimethyl: 1



11941 true 2120 2107.137 2106.1222 1 3.59 166.74 33.83 85.4 (M:85.4) 1 1 0

K.TITGFQTHTTPV

LLAHGER.A Dimethyl: 1

11942 true 1853 2108.0097 2106.9917 1 5.06 190.6 32.17 79.7 (M:79.7) 1 1 0

K.IIMSNPPSQGD

YHGCPFR.H

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

11943 true 794 2108.0206 2106.9989 1 6.81 209.63 26.33 72.5 (M:72.5) 1 1 0

K.HAAICQGCHNA

IDPEVQR.V

Carbamidomethyl: 5, 8; 

Dimethyl:2H(4): 1

11944 true 3870 2108.0562 2107.0346 1 6.8 277.52 43.33 101.0 (M:101.0) 1 1 0

R.NGTDGIYFPLTA

SSCLFGR.R

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

11945 true 2151 2108.1339 2107.1146 1 5.69 140.45 34 118.0 (M:118.0) 1 1 0

K.QESIPNAGPILV

HCSAGIGR.T

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

11946 true 2221 2109.1526 2108.1779 1 -15.47 140.1 35.33 102.6 (M:102.6) 1 1 0

K.SLLGDGPVVAD

PTAPNVVVTR.L Dimethyl:2H(4): 1

11947 true 4063 2109.2664 2108.2507 1 3.99 264.08 45.67 113.1 (M:113.1) 1 1 0

K.TILGTPEVLLGLL

PGAGATQR.L Dimethyl:2H(4): 1



11948 true 2671 2110.0021 2109.0127 1 -8.48 155.23 40.83 40.8 (M:40.8) 1 1 1

M.ATYLEFIQQNE

ERDGVR.F Acetyl: 1

11949 true 1244 2110.086 2109.0429 1 17.01 247.1 29 53.1 (M:53.1) 1 1 0

K.SPAPNSHIPVEP

SQYDPSR.S Dimethyl:2H(4): 1

11950 true 2633 2110.1277 2109.1091 1 5.35 99.97 38 53.5 (M:53.5) 1 1 0

R.ECLQALEFLHA

NQVIHR.D

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

11951 true 1722 2110.882 2109.8693 1 2.56 167.65 31.67 76.2 (M:76.2) 1 1 0

R.TYADYESVNEC

MEGVCK.M

Carbamidomethyl: 11, 16; Dimethyl: 

1, 17

11952 true 52 2110.8938 2109.857 1 13.98 166.83 21.33 45.6 (M:45.6) 1 1 0

K.GDVEGSQSQD

EGEGSTESER.G Dimethyl: 1

11953 true 2450 2111.0862 2110.0534 1 12.07 139.78 35.67 16.2 (M:16.2) 1 1 0

K.FSDSAGYVGFA

NLPNQVHR.K Dimethyl:2H(4): 1

11954 true 2121 2111.1648 2110.1473 1 4.83 250.95 33.83 112.5 (M:112.5) 1 1 0

K.TITGFQTHTTPV

LLAHGER.A Dimethyl:2H(4): 1



11955 true 2222 2113.0212 2112.0459 1 -15.13 126.56 35.33 43.0 (M:43.0) 1 1 1

K.YELVDISQDNAL

REEMR.A Dimethyl:2H(4): 1

11956 true 2705 2113.0409 2112.0319 1 0.83 173.33 38.67 73.1 (M:73.1) 3 99.94 1 0

R.MIPCDFMIPVQ

TQHPVR.N

Carbamidomethyl: 4; Oxidation: 1; 

Dimethyl: 1

11957 true 1407 2113.1616 2112.1613 1 -3.31 127.36 30 50.2 (M:50.2) 1 1 0

K.TLPGMHHPIQ

MKPADSEK.S Dimethyl:2H(4): 1, 12, 18

11958 true 1900 2114.0379 2113.0375 1 -3.26 188.94 32.5 86.6 (M:86.6) 1 1 0

K.VVPGLYACGEA

ASASVHGANR.L Carbamidomethyl: 8; Dimethyl: 1

11959 true 2751 2114.1571 2113.1403 1 4.51 237.46 41.83 67.0 (M:67.0) 1 1 0

R.ASGSLLFQQVP

MVEIDGMK.L Dimethyl:2H(4): 1, 19

11960 true 2712 2114.1838 2113.169 1 3.6 220.13 36.5 20.0 (M:20.0) 1 1 1

R.ALQPSILMLMK

LSDGTAHR.F Dimethyl:2H(4): 1

11961 true 53 2114.8781 2113.8822 1 -5.37 146.87 21.33 48.8 (M:48.8) 1 1 0

K.GDVEGSQSQD

EGEGSTESER.G Dimethyl:2H(4): 1



11962 true 1850 2114.8842 2113.8867 1 -4.64 149.86 32.5 53.9 (M:53.9) 1 1 0

R.SADEPMTTFVV

CNECGNR.W

Carbamidomethyl: 12, 15; Dimethyl: 

1

11963 true 2258 2116.1063 2115.1074 1 -3.97 325.15 35.33 48.1 (M:48.1) 1 1 0

K.SNCKPSTFAYPP

PLEVPK.E

Carbamidomethyl: 3; Dimethyl: 1, 4, 

18

11964 true 1701 2116.1253 2115.1113 1 3.17 264.53 30.5 31.9 (M:31.9) 1 1 0

R.LGQSDPAPLQH

HVEIYQK.R Dimethyl: 1, 18

11965 true 3286 2117.0468 2116.0378 1 0.81 153.33 38.17 64.3 (M:64.3) 1 1 0

K.FITHAPPGEFNE

VFNDVR.L Dimethyl: 1

11966 true 2706 2117.0673 2116.057 1 1.43 164.01 38.67 51.7 (M:51.7) 2 78.48 1 0

R.MIPCDFMIPVQ

TQHPVR.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Oxidation: 1

11967 true 3231 2117.1492 2116.1429 1 -0.48 138.13 39.67 100.3 (M:100.3) 1 1 0

K.VQADVPPEILN

NVGALHFR.L Dimethyl: 1

11968 true 2548 2117.1959 2116.2144 1 -12.18 281.69 35.83 26.4 (M:26.4) 1 1 0

R.FSVPLQTFCGG

DLNKPIK.V

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 15, 18



11969 true 1527 2117.9968 2117.0059 1 -7.75 175.26 30.67 133.4 (M:133.4) 1 1 0

R.ESTGAQVQVA

GDMLPNSTER.A Dimethyl: 1

11970 true 1921 2118.0683 2117.0626 1 -0.71 145.01 32.5 86.5 (M:86.5) 1 1 0

K.VVPGLYACGEA

ASASVHGANR.L

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

11971 true 1723 2118.9196 2117.9195 1 -3.4 152.2 31.67 27.9 (M:27.9) 1 1 0

R.TYADYESVNEC

MEGVCK.M

Carbamidomethyl: 11, 16; 

Dimethyl:2H(4): 1, 17

11972 true 2629 2119.0767 2118.0746 1 -2.4 155.45 34.33 65.0 (M:65.0) 1 1 0

K.LLTPNSFSPSAA

PSPQYSAR.T Dimethyl: 1

11973 true 1431 2119.1922 2118.1863 1 -0.63 116.57 29.67 21.8 (M:21.8) 1 1 0

R.SLPHEDKPLSLH

GYQSSK.T Dimethyl:2H(4): 1, 7, 18

11974 true 3020 2119.9639 2118.9649 1 -3.92 124.09 35.5 65.3 (M:65.3) 1 1 0

R.HFIMQVVCEAT

QCPDTR.V Carbamidomethyl: 8, 13; Dimethyl: 1

11975 true 2801 2120.0424 2119.0547 1 -9.25 169.29 42.17 38.5 (M:38.5) 1 1 1

R.TNGKDPELLEPI

PYEFMA.- Dimethyl: 1, 4



11976 true 3287 2121.0715 2120.0629 1 0.61 186.55 38.17 93.0 (M:93.0) 1 1 0

K.FITHAPPGEFNE

VFNDVR.L Dimethyl:2H(4): 1

11977 true 3232 2121.1899 2120.168 1 6.86 218.15 39.67 84.6 (M:84.6) 1 1 0

K.VQADVPPEILN

NVGALHFR.L Dimethyl:2H(4): 1

11978 true 1528 2122.0204 2121.031 1 -8.42 206.43 30.67 156.7 (M:156.7) 1 1 0

R.ESTGAQVQVA

GDMLPNSTER.A Dimethyl:2H(4): 1

11979 true 2122 2122.0863 2121.0643 1 6.93 206.5 33.83 27.6 (M:27.6) 1 1 0

R.AVTYQVPHNA

AVQVYDYR.E Dimethyl: 1

11980 true 2277 2123.0936 2122.0695 1 7.93 181.28 37.5 59.0 (M:59.0) 1 1 0

R.ATNIEVLPNTFQ

FTNETR.E Dimethyl: 1

11981 true 2630 2123.1021 2122.0997 1 -2.31 232.95 34.33 75.4 (M:75.4) 1 1 0

K.LLTPNSFSPSAA

PSPQYSAR.T Dimethyl:2H(4): 1

11982 true 2601 2123.127 2122.1101 1 4.54 170.81 37.5 43.4 (M:43.4) 1 1 0

K.QLILVGDHCQL

GPVVMCK.K

Carbamidomethyl: 9, 17; Dimethyl: 

1, 18



11983 true 3606 2123.134 2122.1042 1 10.6 236.8 43.33 51.2 (M:51.2) 1 1 0

K.FGDYQCNSAM

GITQILLK.T

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 18

11984 true 2325 2123.2582 2122.2639 1 -6.07 175.15 31.67 25.0 (M:25.0) 1 1 1

R.VLLKEPVVTESE

NNSQIK.T Dimethyl:2H(4): 1, 4, 18

11985 true 2998 2123.9849 2122.99 1 -5.81 178.85 35.5 92.7 (M:92.7) 1 1 0

R.HFIMQVVCEAT

QCPDTR.V

Carbamidomethyl: 8, 13; 

Dimethyl:2H(4): 1

11986 true 1444 2124.0217 2123.0243 1 -4.65 167.81 30 77.5 (M:77.5) 1 1 0

R.INNVPAEGENE

VNNELANR.M Dimethyl: 1

11987 true 486 2124.0914 2123.0634 1 9.73 224.44 25.33 33.6 (M:33.6) 1 1 1

K.IIHEDGYSEEEC

KQYK.V

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 13, 16

11988 true 1702 2124.1744 2123.1615 1 2.65 235.24 30.5 86.9 (M:86.9) 2 1 0

R.LGQSDPAPLQH

HVEIYQK.R Dimethyl:2H(4): 1, 18

11989 true 2348 2124.2783 2123.2554 1 7.34 139.18 35.5 60.8 (M:60.8) 1 1 1

R.ISLSHEKEPLGT

AGPLALAR.D Dimethyl:2H(4): 1, 7



11990 true 320 2125.103 2124.0749 1 9.81 259.31 24.67 28.9 (M:28.9) 1 1 1

R.LPPRQPTVASP

AESEDENR.Q Dimethyl:2H(4): 1

11991 false 320 2125.103 2124.0609 1 16.42 192.23 24.67 15.8 (M:15.8) 1 2 1

R.NQEQMKPLEE

KQEEER.S Dimethyl:2H(4): 1, 11; Oxidation: 5

11992 true 3367 2125.1433 2124.1401 1 -1.96 220.3 38.5 44.9 (M:44.9) 1 1 0

R.NHMDITTPPLP

PVAPEVLR.V Dimethyl: 1

11993 true 2123 2126.1156 2125.0894 1 8.87 192.31 33.83 40.9 (M:40.9) 1 1 0

R.AVTYQVPHNA

AVQVYDYR.E Dimethyl:2H(4): 1

11994 true 695 2126.1841 2125.1453 1 14.85 110.93 24.67 39.6 (M:39.6) 1 1 1

K.VQKEEEESAKP

KPVEMR.K Dimethyl: 1, 3, 10, 12

11995 true 2278 2127.1274 2126.0946 1 12.01 225.71 37.5 62.9 (M:62.9) 1 1 0

R.ATNIEVLPNTFQ

FTNETR.E Dimethyl:2H(4): 1

11996 true 2750 2127.2205 2126.2099 1 1.56 125.09 39.33 62.4 (M:62.4) 1 1 0

K.NPPALLTAEAIA

TSHVAPVAK.V Dimethyl: 1, 21



11997 true 1445 2128.0424 2127.0494 1 -6.72 157.84 30 78.3 (M:78.3) 1 1 0

R.INNVPAEGENE

VNNELANR.M Dimethyl:2H(4): 1

11998 true 2614 2128.1164 2127.0994 1 4.57 208.7 40.83 108.5 (M:108.5) 2 1 0

K.ISDNTPSALAIM

ENANVLAR.Y Dimethyl: 1

11999 true 2259 2128.1744 2127.1828 1 -7.37 86.23 35.5 46.1 (M:46.1) 1 1 0

K.SNCKPSTFAYPP

PLEVPK.E

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 4, 18

12000 true 2153 2128.208 2127.1928 1 3.73 166.64 33.83 37.8 (M:37.8) 1 1 0

R.VIHLSNLPHSGY

SDNAVLK.L Dimethyl:2H(4): 1, 19

12001 true 2707 2129.0353 2128.0268 1 0.61 151.5 38.67 34.1 (M:34.1) 1 1 0

R.MIPCDFMIPVQ

TQHPVR.N

Carbamidomethyl: 4; Oxidation: 1, 7; 

Dimethyl: 1

12002 true 2930 2129.131 2128.1314 1 -3.6 212.5 43.67 72.0 (M:72.0) 1 1 0

K.SVDQENNPTLV

EVLEGVVR.L Dimethyl:2H(4): 1

12003 true 3368 2129.149 2128.1653 1 -11.05 200.84 38.5 57.6 (M:57.6) 1 1 0

R.NHMDITTPPLP

PVAPEVLR.V Dimethyl:2H(4): 1



12004 true 2697 2130.0416 2129.0212 1 6.19 142.43 34.67 79.2 (M:79.2) 1 1 0

K.VIEAYCTGAGF

QQALSSGSR.K Carbamidomethyl: 6; Dimethyl: 1

12005 true 3146 2131.0497 2130.0456 1 -1.49 172.71 36.83 57.8 (M:57.8) 1 1 1

K.LQAFGFCEYKEP

ESTLR.A Carbamidomethyl: 7; Dimethyl: 1, 10

12006 true 2615 2132.1405 2131.1245 1 4.09 235.57 40.83 150.0 (M:150.0) 2 1 0

K.ISDNTPSALAIM

ENANVLAR.Y Dimethyl:2H(4): 1

12007 true 2732 2133.0644 2132.0519 1 2.45 170.38 38.67 38.3 (M:38.3) 1 1 0

R.MIPCDFMIPVQ

TQHPVR.N

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1; Oxidation: 1, 7

12008 true 3688 2133.1203 2132.0993 1 6.43 237.85 40.67 47.0 (M:47.0) 1 1 0

K.FIIHAPPGEFNE

VFNDVR.L Dimethyl:2H(4): 1

12009 true 2665 2134.0707 2133.0463 1 8.04 211.87 34.67 92.0 (M:92.0) 1 1 0

K.VIEAYCTGAGF

QQALSSGSR.K

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

12010 true 2090 2134.0983 2133.1106 1 -9.18 212.66 34.83 55.8 (M:55.8) 1 1 1

K.KYEQGFITDPVV

LSPNDR.V Dimethyl: 1, 1



12011 true 1851 2135.0058 2134.0324 1 -15.9 164.26 32.5 15.9 (M:15.9) 1 1 1

R.QGAKMNDIQIT

DVTENSAR.L Oxidation: 5; Dimethyl: 1

12012 true 2767 2135.2697 2134.2602 1 1.07 112.57 39.33 31.4 (M:31.4) 1 1 0

K.NPPALLTAEAIA

TSHVAPVAK.V Dimethyl:2H(4): 1, 21

12013 true 2115 2135.9697 2134.9672 1 -2.23 169.84 33.67 33.7 (M:33.7) 1 1 0

K.TYPGVMHNSC

PQEMMAVK.E

Carbamidomethyl: 10; Dimethyl: 1, 

18

12014 true 2212 2136.0873 2135.0961 1 -7.53 288.12 32.83 26.9 (M:26.9) 1 1 0

R.MYSHPLHNDP

NLETIYK.L Dimethyl:2H(4): 1, 17

12015 true 3147 2139.0992 2138.0958 1 -1.82 151.95 36.83 39.4 (M:39.4) 1 1 1

K.LQAFGFCEYKEP

ESTLR.A

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 10

12016 true 3229 2139.1821 2138.1484 1 12.33 217.63 39.83 79.1 (M:79.1) 3 1 0

K.AQFGQPEILLGT

IPGAGGTQR.L Dimethyl: 1

12017 true 3486 2140.2265 2139.2052 1 6.55 247.66 46.83 26.2 (M:26.2) 1 1 0

R.QASTGAIVLAP

ALQAFTTVPR.E Dimethyl: 1



12018 true 2346 2141.1143 2140.0735 1 15.63 180.36 34 51.6 (M:51.6) 1 1 0

-

.MDIRPNHTIYIN

NINDK.I Acetyl: 1; Dimethyl: 17

12019 true 3387 2141.1247 2140.1351 1 -8.22 214.36 38.5 47.2 (M:47.2) 1 1 0

R.NHMDITTPPLP

PVAPEVLR.V Oxidation: 3; Dimethyl: 1

12020 true 353 2141.1517 2140.1224 1 10.33 191.49 24.67 48.2 (M:48.2) 1 1 1

R.NQEQMKPLEE

KQEEER.S Dimethyl:2H(4): 1, 6, 11

12021 false 353 2141.1517 2140.1976 1 -24.82 174.97 24.67 17.1 (M:17.1) 1 2 1

K.IGLSLKLGACNS

PNQPNAVK.R

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1; Dimethyl: 6

12022 true 1788 2141.9689 2140.9913 1 -13.85 137.63 32 64.8 (M:64.8) 1 1 0

R.QLEVYTSGGDP

ESVAGEYGR.H Dimethyl: 1

12023 true 2949 2142.0963 2141.0694 1 9.14 254.77 38 61.3 (M:61.3) 1 1 0

R.WFNGQPIHAEL

SPVTDFR.E Dimethyl: 1

12024 true 3829 2142.1343 2141.0867 1 18.83 250.78 42.67 24.7 (M:24.7) 1 1 0

R.LPMDYYGITFP

APATLTSR.D Dimethyl: 1



12025 true 696 2142.2433 2141.2457 1 -4.51 93.87 24.67 20.9 (M:20.9) 1 1 1

K.VQKEEEESAKP

KPVEMR.K Dimethyl:2H(4): 1, 3, 10, 12

12026 true 2347 2143.0621 2142.0701 1 -7.12 183.74 32 24.6 (M:24.6) 1 1 1

K.AVDGCPMEFEC

IHPEKK.Q

Carbamidomethyl: 5, 11; 

Dimethyl:2H(4): 1, 16, 17

12027 true 3840 2143.1508 2142.1321 1 5.33 225.24 43 35.4 (M:35.4) 1 1 1

K.GHYTEGAELVD

SVLDVVRK.E Dimethyl: 1, 19

12028 true 3840 2143.1508 2142.1321 1 5.33 225.24 43 35.4 (M:35.4) 1 1 1

K.GHYTEGAELVD

SVLDVVRK.E Dimethyl: 1, 19

12029 true 3230 2143.2068 2142.1735 1 12.13 241.01 39.83 164.5 (M:164.5) 4 1 0

K.AQFGQPEILLGT

IPGAGGTQR.L Dimethyl:2H(4): 1

12030 true 3414 2143.9882 2142.986 1 -2.39 208.62 38.83 65.2 (M:65.2) 1 1 0

K.NCTVYCGGIAS

GLTDQLMR.Q Carbamidomethyl: 2, 6; Dimethyl: 1

12031 true 2116 2144.023 2143.0174 1 -0.8 175.83 33.67 34.4 (M:34.4) 1 1 0

K.TYPGVMHNSC

PQEMMAVK.E

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 18



12032 true 2647 2144.1923 2143.1733 1 5.46 100.38 40.83 43.9 (M:43.9) 1 1 0

K.IGDTGLALLCQG

LLHPNCK.I

Carbamidomethyl: 10, 18; 

Dimethyl:2H(4): 1, 19

12033 true 3480 2144.2534 2143.2303 1 7.39 181.48 46.5 42.1 (M:42.1) 2 1 0

R.QASTGAIVLAP

ALQAFTTVPR.E Dimethyl:2H(4): 1

12034 true 956 2145.0166 2143.9916 1 8.24 176.08 27.33 73.7 (M:73.7) 1 1 1

K.AGEPDSNRCDT

IEQLQQR.G Carbamidomethyl: 9; Dimethyl: 1

12035 true 1420 2145.0265 2144.0346 1 -7.14 147.16 29.83 40.8 (M:40.8) 1 1 1

R.QAQQERDELA

DEIANSSGK.G Dimethyl: 1, 19

12036 true 2347 2145.1387 2144.0986 1 15.29 210.44 34 19.5 (M:19.5) 1 1 0

-

.MDIRPNHTIYIN

NINDK.I Dimethyl:2H(4): 17; Acetyl: 1

12037 true 1552 2145.1479 2144.1881 1 -22.15 140.61 28.5 16.3 (M:16.3) 1 50 1 1

R.KSLWELVLEQF

EDLLVR.I Dimethyl: 1

12038 true 3369 2145.1586 2144.1602 1 -4.1 192.59 38.5 47.7 (M:47.7) 1 1 0

R.NHMDITTPPLP

PVAPEVLR.V Dimethyl:2H(4): 1; Oxidation: 3



12039 true 1967 2145.9818 2144.9803 1 -2.7 155.58 33.83 64.1 (M:64.1) 1 1 0

K.FVINYDYPNSSE

DYVHR.I Dimethyl: 1

12040 true 1789 2145.9906 2145.0164 1 -15.43 181.35 32 97.6 (M:97.6) 1 1 0

R.QLEVYTSGGDP

ESVAGEYGR.H Dimethyl:2H(4): 1

12041 true 2950 2146.1123 2145.0945 1 4.87 232.07 38.17 20.0 (M:20.0) 1 1 0

R.WFNGQPIHAEL

SPVTDFR.E Dimethyl:2H(4): 1

12042 true 3056 2146.2233 2145.1905 1 11.89 165.97 45.33 32.3 (M:32.3) 1 1 0

K.ISTSMPVLDLID

AIQPGSIK.Y Dimethyl:2H(4): 20; Oxidation: 5

12043 true 2752 2147.0641 2146.0405 1 7.61 247.39 41.83 47.3 (M:47.3) 1 1 0

R.ATSNVFAMFD

QSQIQEFK.E Dimethyl: 1, 18

12044 true 2880 2147.0674 2146.0608 1 -0.31 205.93 40.67 25.5 (M:25.5) 1 1 0

M.AYHSFLLEPISC

HAWNK.D

Carbamidomethyl: 12; 

Dimethyl:2H(4): 17; Acetyl: 1

12045 true 2872 2147.2199 2146.2038 1 4.12 222.55 43.33 66.4 (M:66.4) 1 1 0

K.YPPPTELLDLQP

LPVSALR.N Dimethyl: 1



12046 true 3415 2148.0104 2147.0111 1 -3.73 248.3 38.83 74.6 (M:74.6) 1 1 0

K.NCTVYCGGIAS

GLTDQLMR.Q

Carbamidomethyl: 2, 6; 

Dimethyl:2H(4): 1

12047 true 1990 2148.0534 2147.047 1 -0.4 250.56 31.5 52.8 (M:52.8) 1 1 0

R.SHNTLGKPECGI

YEYAPR.K Carbamidomethyl: 10; Dimethyl: 1, 7

12048 true 921 2149.0234 2148.0168 1 -0.31 195.83 27.33 87.9 (M:87.9) 1 1 1

K.AGEPDSNRCDT

IEQLQQR.G

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

12049 true 1650 2149.0687 2148.0506 1 5 213.5 29.83 33.4 (M:33.4) 1 1 0

K.TCNPQYAGAIV

VHCSAGVGR.T

Carbamidomethyl: 2, 14; 

Dimethyl:2H(4): 1

12050 true 640 2149.0981 2148.1076 1 -7.82 138.74 25.83 48.3 (M:48.3) 1 1 1

R.LQHEKEELHGQ

YQAQVR.D Dimethyl: 1, 5

12051 true 3191 2149.1882 2148.1813 1 -0.17 212.28 38.67 88.3 (M:88.3) 1 1 1

R.KACADATLAQI

TANIDPVGR.I

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 1

12052 true 1968 2150.0192 2149.0054 1 3 218.87 33.83 85.8 (M:85.8) 1 1 0

K.FVINYDYPNSSE

DYVHR.I Dimethyl:2H(4): 1



12053 true 3841 2151.2005 2150.1823 1 5.08 219.94 43 114.8 (M:114.8) 1 1 1

K.GHYTEGAELVD

SVLDVVRK.E Dimethyl:2H(4): 1, 19

12054 true 3841 2151.2005 2150.1823 1 5.08 219.94 43 114.8 (M:114.8) 1 1 1

K.GHYTEGAELVD

SVLDVVRK.E Dimethyl:2H(4): 1, 19

12055 true 2873 2151.2443 2150.2289 1 3.77 252.62 43.33 91.7 (M:91.7) 1 1 0

K.YPPPTELLDLQP

LPVSALR.N Dimethyl:2H(4): 1

12056 true 1092 2151.9498 2150.9576 1 -6.99 158.66 28 39.4 (M:39.4) 1 1 0

R.DTSEEGSECTP

GPVELQER.V

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

12057 true 1195 2152.0675 2151.063 1 -1.3 135.75 26.67 88.4 (M:88.4) 1 1 0

K.LMELHGEGGG

AGKPSGDEAGAK.

V Dimethyl: 1, 13, 22

12058 true 2416 2153.0443 2152.066 1 -13.45 186.66 38 57.5 (M:57.5) 1 1 0

K.FVVDLSDQVAP

TDIEEGMR.V Dimethyl:2H(4): 1

12059 true 1380 2153.0842 2152.0848 1 -3.64 115.59 29.83 63.6 (M:63.6) 1 1 1

R.QAQQERDELA

DEIANSSGK.G Dimethyl:2H(4): 1, 19



12060 true 2502 2153.1958 2152.178 1 4.91 257.33 39.83 75.5 (M:75.5) 1 1 0

R.LALVTGGEIAST

FDHPELVK.L Dimethyl: 1, 20

12061 true 3057 2154.2057 2153.2017 1 -1.56 224.38 45.33 76.7 (M:76.7) 1 1 0

K.ISTSMPVLDLID

AIQPGSIK.Y Dimethyl: 1, 20

12062 true 2753 2155.1145 2154.0907 1 7.66 267.37 41.83 87.4 (M:87.4) 1 1 0

R.ATSNVFAMFD

QSQIQEFK.E Dimethyl:2H(4): 1, 18

12063 true 1098 2156.0883 2155.0406 1 18.71 174.85 28.33 39.2 (M:39.2) 2 1 1

K.TIHFVEGGDAG

NREDQINR.L Dimethyl: 1

12064 true 1766 2156.1015 2155.0972 1 -1.39 167.89 31.5 32.5 (M:32.5) 1 1 0

R.SHNTLGKPECGI

YEYAPR.K

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 7

12065 true 1093 2156.9418 2155.9375 1 -1.37 178.71 28 72.8 (M:72.8) 1 1 0

K.NQDECVIALHD

CNGDVNR.A Carbamidomethyl: 5, 12; Dimethyl: 1

12066 false 1093 2156.9418 2155.9375 1 -1.37 182.74 28 72.7 (M:72.7) 1 2 0

K.NQDECIVALHD

CNGDVNR.A Carbamidomethyl: 5, 12; Dimethyl: 1



12067 true 606 2157.1578 2156.1578 1 -3.36 147.19 25.83 43.0 (M:43.0) 1 1 1

R.LQHEKEELHGQ

YQAQVR.D Dimethyl:2H(4): 1, 5

12068 true 573 2159.0756 2158.0589 1 4.35 221.62 26 58.2 (M:58.2) 1 1 0

R.MQQSGENVPA

PAAQPGPAPAGR

.K Dimethyl: 1

12069 true 2056 2160.0117 2158.996 1 3.93 162.99 34.67 54.8 (M:54.8) 1 1 0

K.FVINYDYPNSSE

DYIHR.I Dimethyl: 1

12070 true 2649 2160.0594 2159.0681 1 -7.41 143.89 40.83 39.9 (M:39.9) 2 1 0

K.GMSLNLEPDNV

GVVVFGNDR.L Dimethyl: 1

12071 true 1824 2160.0632 2159.0657 1 -4.57 232.3 29.5 42.6 (M:42.6) 2 1 1

K.TIHFVEGGDAG

NREDQINR.L Dimethyl:2H(4): 1

12072 true 2120 2160.206 2159.199 1 -0.15 192.82 32.33 19.4 (M:19.4) 1 1 0

K.LIEEIYSSPPPPA

RPNPVK.L Dimethyl: 1, 19

12073 true 1094 2160.96 2159.9626 1 -4.59 195.9 28 68.4 (M:68.4) 1 1 0

K.NQDECIVALHD

CNGDVNR.A

Carbamidomethyl: 5, 12; 

Dimethyl:2H(4): 1



12074 true 1094 2160.96 2159.9626 1 -4.59 203.74 28 68.4 (M:68.4) 1 1 0

K.NQDECVIALHD

CNGDVNR.A

Carbamidomethyl: 5, 12; 

Dimethyl:2H(4): 1

12075 true 962 2161.0362 2160.0243 1 2.17 287.34 24.17 48.3 (M:48.3) 1 1 0

K.QQQQSGNHPI

TVHCSAGAGR.T Carbamidomethyl: 14; Dimethyl: 1

12076 true 2503 2161.2423 2160.2282 1 3.16 222.19 39.83 79.4 (M:79.4) 1 1 0

R.LALVTGGEIAST

FDHPELVK.L Dimethyl:2H(4): 1, 20

12077 true 1826 2162.1335 2161.1168 1 4.38 211.78 32 30.8 (M:30.8) 1 1 1

K.AQQNNVEHKV

ETFSGVYK.K Dimethyl: 1, 9, 18

12078 true 3058 2162.2546 2161.252 1 -2.14 227.59 45.33 107.9 (M:107.9) 1 1 0

K.ISTSMPVLDLID

AIQPGSIK.Y Dimethyl:2H(4): 1, 20

12079 true 843 2163.0131 2161.9844 1 9.88 192.4 27 82.2 (M:82.2) 1 1 0

K.QTEILQENQTQ

NNGAMCR.R Carbamidomethyl: 17; Dimethyl: 1

12080 false 574 2163.0978 2162.0532 1 17.27 226.76 26 15.5 (M:15.5) 1 2 0

K.DVLEGYNGTIFA

YGQTSSGK.T Dimethyl: 1, 20



12081 true 574 2163.0978 2162.084 1 3 210.41 26 72.8 (M:72.8) 2 1 0

R.MQQSGENVPA

PAAQPGPAPAGR

.K Dimethyl:2H(4): 1

12082 true 2057 2164.0291 2163.0211 1 0.33 229.44 34.67 79.9 (M:79.9) 1 1 0

K.FVINYDYPNSSE

DYIHR.I Dimethyl:2H(4): 1

12083 true 2630 2164.0913 2163.0932 1 -4.25 175.12 40.5 38.7 (M:38.7) 2 1 0

K.GMSLNLEPDNV

GVVVFGNDR.L Dimethyl:2H(4): 1

12084 true 1196 2164.1434 2163.1383 1 -1.01 184.75 26.67 109.4 (M:109.4) 1 1 0

K.LMELHGEGGG

AGKPSGDEAGAK.

V Dimethyl:2H(4): 1, 13, 22

12085 true 2909 2164.1993 2163.2198 1 -12.82 213.65 36.83 19.8 (M:19.8) 1 1 1

K.LLPSSHVARLQI

LSMNGQK.A Oxidation: 15; Dimethyl: 1, 19

12086 true 939 2165.0505 2164.0494 1 -2.87 291.56 24.17 39.7 (M:39.7) 2 1 0

K.QQQQSGNHPI

TVHCSAGAGR.T

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

12087 true 3608 2166.2545 2165.246 1 0.55 114.18 40 24.5 (M:24.5) 1 1 0

K.QTVFLLEKPIPV

EAGEALR.G Dimethyl: 1, 8



12088 true 844 2167.0315 2166.0096 1 6.79 251.24 27 96.0 (M:96.0) 1 1 0

K.QTEILQENQTQ

NNGAMCR.R

Carbamidomethyl: 17; 

Dimethyl:2H(4): 1

12089 true 1001 2168.0132 2166.9753 1 14.12 266.93 27.67 59.2 (M:59.2) 1 1 1

K.SKSEEAHAEDS

VMDHHFR.K Dimethyl: 1, 2

12090 true 843 2169.0647 2168.0433 1 6.51 299.79 27.17 46.5 (M:46.5) 1 1 1

K.FQGIKHECQAN

GPEDLNR.A Carbamidomethyl: 8; Dimethyl: 1, 5

12091 true 2585 2169.1365 2168.1102 1 8.76 198.53 35.33 56.4 (M:56.4) 1 1 0

R.NNQEIAAINEA

YQQAYHK.S Dimethyl:2H(4): 1, 18

12092 true 3995 2169.1442 2168.1306 1 2.92 204.54 44.67 80.0 (M:80.0) 3 1 0

K.SPYLYPLYGLGE

LPQGFAR.L Dimethyl: 1

12093 true 2193 2169.2261 2168.2153 1 1.62 237.62 34.17 33.3 (M:33.3) 1 1 1

K.SAVADRHELLSL

ASSNHLGK.S Dimethyl:2H(4): 1, 20

12094 true 1162 2169.9766 2168.9368 1 15 189.74 28.33 144.1 (M:144.1) 2 1 0

R.YGDGTSTFQST

TGHCVHMR.G Carbamidomethyl: 15; Dimethyl: 1



12095 true 1853 2170.039 2169.0048 1 12.41 98.82 33.17 61.4 (M:61.4) 1 1 0

R.SPDVGLYGVTP

ECAETYQR.E Carbamidomethyl: 13; Dimethyl: 1

12096 true 2877 2170.0401 2169.0486 1 -7.27 133.57 43 25.5 (M:25.5) 1 1 0

K.TFTDCFNCLPIA

AIVDEK.I

Carbamidomethyl: 5, 8; Dimethyl: 1, 

18

12097 true 2877 2170.0401 2169.0486 1 -7.27 133.57 43 25.5 (M:25.5) 1 1 0

K.TFTDCFNCLPIA

AIVDEK.I

Carbamidomethyl: 5, 8; Dimethyl: 1, 

18

12098 true 3669 2170.1148 2169.0884 1 8.84 212.93 41.5 132.6 (M:132.6) 1 1 0

K.VVCQYSSLLSP

MSVDAVMK.V Carbamidomethyl: 3; Dimethyl: 1, 19

12099 true 3298 2170.1981 2169.1794 1 5.29 115.33 40.17 34.8 (M:34.8) 1 1 0

R.SYPGLLIVPQSI

QDNTIQR.I Dimethyl: 1

12100 true 1847 2170.9694 2169.9684 1 -2.91 209.82 30.33 41.7 (M:41.7) 1 1 0

R.SHTGERPFQCS

LCSYASR.D

Carbamidomethyl: 10, 13; Dimethyl: 

1

12101 true 2763 2172.1754 2171.1888 1 -9.54 181.45 42.67 19.3 (M:19.3) 1 1 0

R.GLDVPQVSLIIN

YDLPNNR.E Dimethyl:2H(4): 1



12102 true 2473 2172.2324 2171.2303 1 -2.38 254.69 33.67 61.7 (M:61.7) 1 1 0

K.WLNQNAVEVV

NVKPQVDR.Y Dimethyl:2H(4): 1, 13

12103 true 3978 2173.1687 2172.1557 1 2.6 272.01 44.67 106.4 (M:106.4) 2 1 0

K.SPYLYPLYGLGE

LPQGFAR.L Dimethyl:2H(4): 1

12104 true 2654 2173.2157 2172.203 1 2.48 161.29 38 48.5 (M:48.5) 1 1 0

R.DLPSHNSLSSSP

FLGPGLVGK.S Dimethyl:2H(4): 1, 21

12105 true 1163 2173.9973 2172.9619 1 12.94 191.88 28.33 140.1 (M:140.1) 1 1 0

R.YGDGTSTFQST

TGHCVHMR.G

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

12106 true 1943 2174.0193 2173.0299 1 -8.25 198.8 33.17 105.0 (M:105.0) 1 1 0

R.SPDVGLYGVTP

ECAETYQR.E

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1

12107 true 1827 2174.2087 2173.1921 1 4.31 225.92 32 34.1 (M:34.1) 1 1 1

K.AQQNNVEHKV

ETFSGVYK.K Dimethyl:2H(4): 1, 9, 18

12108 true 3273 2174.2234 2173.2045 1 5.37 141.61 40.17 49.7 (M:49.7) 1 1 0

R.SYPGLLIVPQSI

QDNTIQR.I Dimethyl:2H(4): 1



12109 true 2425 2174.2946 2173.2511 1 16.68 201.15 37 76.1 (M:76.1) 1 1 0

K.LVEKPSPLTLAP

HDFANIK.A Dimethyl: 1, 4, 19

12110 true 3609 2174.3026 2173.2962 1 -0.39 165.53 40 38.8 (M:38.8) 1 1 0

K.QTVFLLEKPIPV

EAGEALR.G Dimethyl:2H(4): 1, 8

12111 true 1687 2174.9938 2173.9935 1 -3.19 272.21 30.33 52.2 (M:52.2) 2 1 0

R.SHTGERPFQCS

LCSYASR.D

Carbamidomethyl: 10, 13; 

Dimethyl:2H(4): 1

12112 true 2543 2175.0091 2174.021 1 -8.81 146.96 32.83 23.0 (M:23.0) 1 1 1

R.AYHMVCLDPD

MEKAPEGK.W

Carbamidomethyl: 6; Dimethyl: 1, 

13, 18

12113 true 395 2175.1191 2174.1109 1 0.46 162.84 24.5 27.2 (M:27.2) 1 1 0

R.FHKPEEANEPP

PNPHGSAR.A Dimethyl:2H(4): 1, 3

12114 true 1204 2175.9245 2174.951 1 -15.53 145.78 28.67 48.0 (M:48.0) 1 1 0

R.TSSSVNNPNLM

YQEECDR.R

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1

12115 true 1002 2176.0723 2175.0255 1 18.18 255.84 27.67 75.0 (M:75.0) 1 1 1

K.SKSEEAHAEDS

VMDHHFR.K Dimethyl:2H(4): 1, 2



12116 true 1884 2176.0736 2175.0535 1 5.89 288.3 32.67 32.6 (M:32.6) 1 1 0

R.VADPDHDHTG

FLTEYVATR.W Dimethyl:2H(4): 1

12117 true 844 2177.1139 2176.0935 1 6.01 285.52 27.17 78.6 (M:78.6) 1 1 1

K.FQGIKHECQAN

GPEDLNR.A

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 5

12118 true 2925 2177.2329 2176.2103 1 7.03 217.04 43.67 62.3 (M:62.3) 1 1 0

K.VVAALIEAANHI

DDIAGTLSK.L Dimethyl: 1, 21

12119 true 2380 2178.0004 2177.0065 1 -6.18 158.76 38.67 48.3 (M:48.3) 1 1 0

R.SPFLQVFNNSP

DESSYYR.H Dimethyl: 1

12120 true 2380 2178.0004 2177.0065 1 -6.18 158.76 38.67 48.3 (M:48.3) 1 1 0

R.SPFLQVFNNSP

DESSYYR.H Dimethyl: 1

12121 true 3670 2178.1651 2177.1386 1 8.82 203.66 41.5 72.0 (M:72.0) 1 1 0

K.VVCQYSSLLSP

MSVDAVMK.V

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 19

12122 true 3068 2178.2381 2177.2469 1 -7.38 228.73 45.33 70.2 (M:70.2) 1 1 0

K.ISTSMPVLDLID

AIQPGSIK.Y Dimethyl:2H(4): 1, 20; Oxidation: 5



12123 true 3195 2179.1291 2178.1328 1 -5.04 139.84 38.17 57.6 (M:57.6) 1 1 0

K.QTINNACGTIGL

IHAIANNR.E Carbamidomethyl: 7; Dimethyl: 1

12124 true 1955 2179.1417 2178.1272 1 3.29 222.77 32.67 27.9 (M:27.9) 1 1 0

K.SPVPGVDPVVA

HSPFDPHHR.G Dimethyl:2H(4): 1

12125 true 2901 2179.1906 2178.1685 1 6.81 201.56 37.83 48.6 (M:48.6) 1 1 0

R.TVPLSGHVGFD

SLPDQLVNK.S Dimethyl: 1, 20

12126 true 957 2181.8598 2180.8487 1 1.75 175.87 27.33 52.6 (M:52.6) 1 1 1

M.SNGYEDHMAE

DCRDDIGR.T Carbamidomethyl: 12; Acetyl: 1

12127 true 2381 2182.0297 2181.0317 1 -4.23 192.42 38.67 46.9 (M:46.9) 1 1 0

R.SPFLQVFNNSP

DESSYYR.H Dimethyl:2H(4): 1

12128 true 2381 2182.0297 2181.0317 1 -4.23 192.42 38.67 46.9 (M:46.9) 1 1 0

R.SPFLQVFNNSP

DESSYYR.H Dimethyl:2H(4): 1

12129 true 2472 2183.1778 2182.1579 1 5.81 248.71 35.67 100.6 (M:100.6) 2 1 0

K.QTINNACGTIGL

IHAIANNR.E

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1



12130 true 2926 2185.2805 2184.2605 1 5.81 223.81 43.67 122.1 (M:122.1) 1 1 0

K.VVAALIEAANHI

DDIAGTLSK.L Dimethyl:2H(4): 1, 21

12131 true 730 2185.9343 2184.9317 1 -2.13 150.83 26.17 69.8 (M:69.8) 1 1 0

R.YGDGTSTFQST

TGHCVHMR.G

Carbamidomethyl: 15; Oxidation: 18; 

Dimethyl: 1

12132 true 2426 2186.3589 2185.3264 1 11.53 265.44 36.83 115.5 (M:115.5) 1 1 0

K.LVEKPSPLTLAP

HDFANIK.A Dimethyl:2H(4): 1, 4, 19

12133 true 2544 2187.0856 2186.0963 1 -8.25 147.29 32.83 15.1 (M:15.1) 1 1 1

R.AYHMVCLDPD

MEKAPEGK.W

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 13, 18

12134 true 2902 2187.2357 2186.2187 1 4.47 237.56 37.67 81.4 (M:81.4) 1 1 0

R.TVPLSGHVGFD

SLPDQLVNK.S Dimethyl:2H(4): 1, 20

12135 true 1085 2188.0373 2186.9877 1 19.35 142.21 28 56.0 (M:56.0) 1 1 0

R.IHTGEKPYQCQ

YCEYR.S

Carbamidomethyl: 10, 13; Dimethyl: 

1, 6

12136 true 1189 2188.1035 2187.092 1 1.91 163.15 28.83 15.8 (M:15.8) 1 1 1

R.GTVQPASNFN

DDGDAQVLRK.A Dimethyl: 1, 20



12137 true 1892 2188.104 2187.1011 1 -2 285.01 31.17 51.7 (M:51.7) 1 1 0

R.QGDFESDHSGY

VRPLPVPR.S Dimethyl:2H(4): 1

12138 true 1073 2188.135 2187.1396 1 -5.45 264.19 26.5 31.0 (M:31.0) 1 1 0

K.SQHTGNAQVV

QTQNLPNAPK.A Dimethyl: 1, 20

12139 true 3193 2188.2769 2187.2714 1 -0.84 175.1 37.17 29.5 (M:29.5) 1 1 1

K.ALIVEPSRELAE

QTLNNVK.Q Dimethyl:2H(4): 1, 19

12140 true 936 2189.901 2188.8981 1 -1.97 216.11 29.5 84.9 (M:84.9) 1 1 0

R.NMGGPYGGG

NYGPGGSGGSGG

YGGR.S

12141 true 731 2189.9603 2188.9568 1 -1.72 226.01 26.17 51.5 (M:51.5) 2 1 0

R.YGDGTSTFQST

TGHCVHMR.G

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1; Oxidation: 18

12142 true 2455 2190.1425 2189.1151 1 9.2 170.66 39.5 59.9 (M:59.9) 1 1 0

R.TNLIVNYLPQN

MTQDELR.S Dimethyl: 1

12143 true 3659 2190.2048 2189.1845 1 5.95 197.75 40.67 70.8 (M:70.8) 1 1 0

K.FIAHVPVPSQQ

EIEEALVR.R Dimethyl: 1



12144 true 2670 2191.0337 2189.9986 1 12.67 208.13 35.83 82.7 (M:82.7) 1 1 0

K.GPQLFHMDPS

GTFVQCDAR.A Carbamidomethyl: 16; Dimethyl: 1

12145 true 2247 2191.0574 2190.0272 1 10.49 230.91 33.5 66.6 (M:66.6) 1 1 0

R.QAHLCVLASNC

DEPMYVK.L

Carbamidomethyl: 5, 11; Dimethyl: 

1, 18

12146 true 2675 2191.1392 2190.1153 1 7.58 370.1 41.17 21.1 (M:21.1) 1 1 1

K.QEVIRGWEEGV

AQMSVGQR.A Dimethyl:2H(4): 1

12147 true 2049 2191.2161 2190.2082 1 0.26 496.74 31.83 25.1 (M:25.1) 1 1 0

K.LQELNNVCEPIV

TQPKPK.V

Carbamidomethyl: 8; Dimethyl: 1, 

16, 18

12148 true 10 2192.1235 2191.1094 1 3.11 314.5 21.67 50.6 (M:50.6) 2 1 0

R.RPDQQQQQQ

QGEGKPIDR.R Dimethyl: 1, 14

12149 true 2776 2194.0377 2193.0095 1 9.51 228.83 37 117.7 (M:117.7) 2 1 0

R.FGQGSAMEGL

GAMGGNPPAFN

R.G Dimethyl: 1

12150 true 2456 2194.163 2193.1402 1 7.09 239.56 39.5 77.5 (M:77.5) 1 1 0

R.TNLIVNYLPQN

MTQDELR.S Dimethyl:2H(4): 1



12151 true 3660 2194.2292 2193.2096 1 5.63 277.96 40.67 100.8 (M:100.8) 1 1 0

K.FIAHVPVPSQQ

EIEEALVR.R Dimethyl:2H(4): 1

12152 true 2316 2195.0239 2194.0523 1 -16.26 236.89 33.83 15.2 (M:15.2) 1 1 0

R.QAHLCVLASNC

DEPMYVK.L

Carbamidomethyl: 5, 11; 

Dimethyl:2H(4): 18; Dimethyl: 1

12153 true 3977 2195.1371 2194.1312 1 -0.66 228.7 45.33 100.5 (M:100.5) 1 1 0

R.NPCVDAGLIPPL

VQMLNCK.D

Carbamidomethyl: 3, 18; Dimethyl: 

1, 19

12154 true 2692 2196.0287 2195.0283 1 -3.15 178.69 33.67 51.5 (M:51.5) 1 1 0

K.TLFHNPHVNAL

PTGYEDEN.- Dimethyl: 1

12155 true 1086 2196.0884 2195.038 1 19.64 146.01 28 52.2 (M:52.2) 1 1 0

R.IHTGEKPYQCQ

YCEYR.S

Carbamidomethyl: 10, 13; 

Dimethyl:2H(4): 1, 6

12156 true 1190 2196.1638 2195.1422 1 6.52 200.61 28.83 60.6 (M:60.6) 1 1 1

R.GTVQPASNFN

DDGDAQVLRK.A Dimethyl:2H(4): 1, 20

12157 true 251 2196.1999 2195.1898 1 1.26 342.79 20.83 69.6 (M:69.6) 2 1 0

K.SQHTGNAQVV

QTQNLPNAPK.A Dimethyl:2H(4): 1, 20



12158 false 251 2196.1999 2195.166 1 12.1 364.87 20.83 19.7 (M:19.7) 1 2 0

R.ETLITWLQAQM

LNPQPEK.T Dimethyl: 1, 18

12159 true 2570 2197.0648 2196.0496 1 3.61 224.91 36.17 61.2 (M:61.2) 2 1 0

R.TTYQALPCLPT

MYGYPHR.N Carbamidomethyl: 8; Dimethyl: 1

12160 true 2948 2197.0879 2196.0923 1 -5.33 196.11 35.17 150.7 (M:150.7) 1 1 0

R.NLHQSGFSLSG

AQIDDNIPR.R Dimethyl: 1

12161 true 564 2197.1061 2196.0845 1 6.51 208.85 25.67 43.4 (M:43.4) 1 1 1

K.VEQLQHSCVEK

EQEIER.L Carbamidomethyl: 8; Dimethyl: 1, 11

12162 true 2978 2198.052 2197.0346 1 4.58 249.27 37.17 131.5 (M:131.5) 3 1 0

R.FGQGSAMEGL

GAMGGNPPAFN

R.G Dimethyl:2H(4): 1

12163 true 3748 2198.0997 2197.0871 1 2.39 200.34 45.83 57.2 (M:57.2) 1 1 0

K.TQGNVFATDAI

LATLMSCTR.S Carbamidomethyl: 18; Dimethyl: 1

12164 true 2249 2199.0997 2198.0774 1 6.82 244.42 33.5 34.5 (M:34.5) 1 1 0

R.QAHLCVLASNC

DEPMYVK.L

Carbamidomethyl: 5, 11; 

Dimethyl:2H(4): 1, 18



12165 true 2998 2199.1324 2198.1446 1 -8.86 211.91 45.5 19.8 (M:19.8) 1 1 0

M.SAMGTLAFDE

YGRPFLILK.D Acetyl: 1; Dimethyl: 19

12166 true 1969 2199.1372 2198.1331 1 -1.46 271.46 33.67 53.1 (M:53.1) 1 1 1

K.ARPFPDGLAEDI

DKGEVSAR.Q Dimethyl: 1, 14

12167 true 2693 2200.0547 2199.0535 1 -2.72 210.88 33.67 57.9 (M:57.9) 1 1 0

K.TLFHNPHVNAL

PTGYEDEN.- Dimethyl:2H(4): 1

12168 true 1151 2200.1276 2199.1131 1 3.28 143.63 26.5 61.0 (M:61.0) 1 1 1

K.SSGTKPGEIRED

TELSGPQR.N Dimethyl: 1, 5

12169 true 32 2200.1665 2199.1596 1 -0.16 255.54 21.67 54.1 (M:54.1) 2 1 0

R.RPDQQQQQQ

QGEGKPIDR.R Dimethyl:2H(4): 1, 14

12170 true 701 2200.1818 2199.1826 1 -3.68 212.98 26.17 34.7 (M:34.7) 1 1 0

R.QGQDVAPAPN

PGDHSFNKPK.K Dimethyl:2H(4): 1, 18, 20

12171 true 398 2200.9966 2199.993 1 -1.68 143.16 24.5 43.9 (M:43.9) 1 1 1

R.ETYIQQEQGES

SNDRNDR.A Dimethyl:2H(4): 1



12172 true 2078 2201.0217 2200.012 1 1.13 219.52 32.17 34.1 (M:34.1) 1 1 0

K.CGYVASSAADF

QEHIPQHR.T Carbamidomethyl: 1; Dimethyl: 1

12173 true 2571 2201.0878 2200.0747 1 2.65 262.85 36.17 53.2 (M:53.2) 2 1 0

R.TTYQALPCLPT

MYGYPHR.N

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

12174 false 2949 2201.113 2200.1111 1 -2.45 259.37 35.17 27.6 (M:27.6) 1 2 1

K.EVAKPSEEEQK

ELDEITAK.R Dimethyl: 19

12175 true 2949 2201.113 2200.1175 1 -5.34 243.7 35.17 181.4 (M:181.4) 1 1 0

R.NLHQSGFSLSG

AQIDDNIPR.R Dimethyl:2H(4): 1

12176 true 2655 2202.084 2201.0688 1 3.61 128.64 38 64.9 (M:64.9) 1 1 0

R.FQPGNGFSLLG

AHTDSPCLR.V Carbamidomethyl: 18; Dimethyl: 1

12177 true 3742 2202.1281 2201.1122 1 3.89 246.47 45.83 88.5 (M:88.5) 2 1 0

K.TQGNVFATDAI

LATLMSCTR.S

Carbamidomethyl: 18; 

Dimethyl:2H(4): 1

12178 true 2999 2203.1564 2202.1697 1 -9.33 273.73 45.5 17.7 (M:17.7) 1 1 0

M.SAMGTLAFDE

YGRPFLILK.D Dimethyl:2H(4): 19; Acetyl: 1



12179 true 3988 2203.1819 2202.1815 1 -3.08 336.69 45.33 23.8 (M:23.8) 1 1 0

R.NPCVDAGLIPPL

VQMLNCK.D

Carbamidomethyl: 3, 18; 

Dimethyl:2H(4): 1, 19

12180 true 2079 2205.0467 2204.0371 1 1.07 347.98 32.17 79.4 (M:79.4) 1 1 0

K.CGYVASSAADF

QEHIPQHR.T

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

12181 true 1977 2205.074 2204.0651 1 0.73 190.44 32.83 52.2 (M:52.2) 1 1 0

K.QFIPDTQHLYPS

SSHYTR.N Dimethyl: 1

12182 true 1291 2205.919 2204.893 1 8.48 205.48 29.5 116.8 (M:116.8) 1 1 0

R.NMGGPYGGG

NYGPGGSGGSGG

YGGR.S Oxidation: 2

12183 true 1893 2206.0144 2205.0095 1 -1.09 183.02 31.17 40.9 (M:40.9) 1 1 0

R.GPPPTNGVMH

VDECVEFHR.L Carbamidomethyl: 14; Dimethyl: 1

12184 true 2634 2206.113 2205.0939 1 5.38 119.73 38 54.7 (M:54.7) 1 1 0

R.FQPGNGFSLLG

AHTDSPCLR.V

Carbamidomethyl: 18; 

Dimethyl:2H(4): 1

12185 true 2803 2206.1636 2205.1831 1 -12.15 204.41 42.17 41.6 (M:41.6) 1 1 0

K.LVPLLETGDIIID

GGNSEYR.D Dimethyl:2H(4): 1



12186 true 422 2207.0676 2206.0628 1 -1.1 84.98 24.83 29.9 (M:29.9) 1 1 1

R.FHNQLHDSQT

QSVPDNRR.Q Dimethyl: 1

12187 true 1597 2207.1521 2206.1066 1 17.32 200.95 31 19.6 (M:19.6) 1 1 0

K.VAHHGENPVSC

PELVQHLR.E Carbamidomethyl: 11; Dimethyl: 1

12188 true 1970 2207.186 2206.1834 1 -2.08 273.85 33.67 48.3 (M:48.3) 1 1 1

K.ARPFPDGLAEDI

DKGEVSAR.Q Dimethyl:2H(4): 1, 14

12189 true 2166 2208.126 2207.1101 1 3.9 118.62 34 46.8 (M:46.8) 1 1 1

K.QCVINVPSLCG

MDHTEKR.G

Carbamidomethyl: 2, 10; 

Dimethyl:2H(4): 1, 17

12190 true 1152 2208.1789 2207.1634 1 3.74 213.49 26.5 81.8 (M:81.8) 1 1 1

K.SSGTKPGEIRED

TELSGPQR.N Dimethyl:2H(4): 1, 5

12191 true 1956 2209.1079 2208.0902 1 4.72 255.27 32.83 64.0 (M:64.0) 1 1 0

K.QFIPDTQHLYPS

SSHYTR.N Dimethyl:2H(4): 1

12192 true 3043 2209.2357 2208.2055 1 10.38 160.71 38.67 22.9 (M:22.9) 1 1 0

R.SAFVHVPPLGK

PYSAEQLGR.A Dimethyl: 1, 11



12193 true 1894 2210.0423 2209.0346 1 0.19 261.15 31.17 35.4 (M:35.4) 1 1 0

R.GPPPTNGVMH

VDECVEFHR.L

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

12194 true 3989 2211.1261 2210.1262 1 -3.3 122.49 45.33 40.1 (M:40.1) 1 1 0

R.NPCVDAGLIPPL

VQMLNCK.D

Carbamidomethyl: 3, 18; Oxidation: 

15; Dimethyl: 1, 19

12195 true 1598 2211.1373 2210.1317 1 -0.75 245.59 31 44.1 (M:44.1) 1 1 0

K.VAHHGENPVSC

PELVQHLR.E

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

12196 true 2691 2211.3246 2210.2886 1 12.99 165.35 36.33 67.6 (M:67.6) 1 1 0

K.NLKPIKPMQFL

GDEETVR.K Dimethyl:2H(4): 1, 3, 6

12197 true 2651 2212.0788 2211.0882 1 -7.51 178.54 40.5 82.4 (M:82.4) 1 1 0

K.LSADTEVVCGA

PSIYLDFAR.Q Carbamidomethyl: 9; Dimethyl: 1

12198 false 2651 2212.0788 2211.0808 1 -4.17 159.27 40.5 15.7 (M:15.7) 1 2 1

K.HPDADSLYVEK

VDVGEASPR.T Dimethyl: 11

12199 true 1034 2213.1819 2212.1886 1 -6.29 325.91 26.33 21.4 (M:21.4) 1 1 1

R.IHTGEKPYVCTV

PGCDKR.F

Carbamidomethyl: 10, 15; 

Dimethyl:2H(4): 1, 6, 17



12200 true 2031 2213.8991 2212.8976 1 -2.62 209.82 33.83 73.2 (M:73.2) 1 1 0

R.ECPSEECGAGV

FMASHFDR.H Carbamidomethyl: 2, 7; Dimethyl: 1

12201 true 2632 2216.1082 2215.1133 1 -5.58 212.69 40.5 121.2 (M:121.2) 1 1 0

K.LSADTEVVCGA

PSIYLDFAR.Q

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

12202 true 3436 2216.2683 2215.2576 1 1.52 238.72 39 64.4 (M:64.4) 1 1 0

R.ISPIQKPQGLDP

VEILQER.E Dimethyl: 1, 6

12203 false 2742 2217.102 2216.1073 1 -5.69 279.4 41.5 16.1 (M:16.1) 1 6 0

K.RPLGTKPNFNS

EAQESEEK.T Dimethyl: 1, 19

12204 true 2743 2217.254 2216.2557 1 -4.05 212.31 35 88.6 (M:88.6) 2 1 0

R.SAFVHVPPLGK

PYSAEQLGR.A Dimethyl:2H(4): 1, 11

12205 true 1838 2217.8607 2216.8352 1 8.21 250.91 31 35.6 (M:35.6) 1 1 0

R.CANCFDCPCC

MHTLSTR.A

Carbamidomethyl: 1, 4, 7, 9, 10; 

Dimethyl: 1

12206 true 2032 2217.9236 2216.9227 1 -2.86 191.03 33.83 107.2 (M:107.2) 1 1 0

R.ECPSEECGAGV

FMASHFDR.H

Carbamidomethyl: 2, 7; 

Dimethyl:2H(4): 1



12207 true 1353 2217.9413 2216.9294 1 2.11 164.04 29.67 169.7 (M:169.7) 6 1 0

R.NMGGPYGGG

NYGPGGSGGSGG

YGGR.S Dimethyl: 1

12208 true 3212 2218.1507 2217.143 1 0.2 205.16 37.17 65.3 (M:65.3) 1 1 0

R.VPFTSGPTPLPH

LGELDQER.L Dimethyl: 1

12209 true 3470 2219.1026 2218.0836 1 5.28 241.91 40 20.7 (M:20.7) 1 1 0

R.INPYMSSPCHIE

MILTEK.E Carbamidomethyl: 9; Dimethyl: 1, 18

12210 true 708 2220.0229 2219.0025 1 5.89 222.2 26.5 59.8 (M:59.8) 1 1 0

K.LQYDHQNDGS

TQALASCQR.D Carbamidomethyl: 17; Dimethyl: 1

12211 true 1839 2221.8797 2220.8603 1 5.44 250.82 31 33.9 (M:33.9) 1 1 0

R.CANCFDCPCC

MHTLSTR.A

Carbamidomethyl: 1, 4, 7, 9, 10; 

Dimethyl:2H(4): 1

12212 true 1354 2221.9651 2220.9545 1 1.49 218.11 29.67 193.4 (M:193.4) 7 1 0

R.NMGGPYGGG

NYGPGGSGGSGG

YGGR.S Dimethyl:2H(4): 1

12213 true 1625 2222.1696 2221.1413 1 9.46 199.33 31 73.3 (M:73.3) 1 1 0

R.AGAIAPCDVTV

PAQNTGLGPEK.T Carbamidomethyl: 7; Dimethyl: 1, 22



12214 true 3213 2222.1737 2221.1681 1 -0.76 250.32 37.17 71.1 (M:71.1) 1 1 0

R.VPFTSGPTPLPH

LGELDQER.L Dimethyl:2H(4): 1

12215 true 2022 2224.0028 2223.0015 1 -2.66 187.71 33 36.5 (M:36.5) 1 1 0

K.GDSPMASPFQ

NYSSIHSQSR.S Dimethyl: 1

12216 true 709 2224.0487 2223.0276 1 6.21 307.34 26.5 93.8 (M:93.8) 1 1 0

K.LQYDHQNDGS

TQALASCQR.D

Carbamidomethyl: 17; 

Dimethyl:2H(4): 1

12217 true 3437 2224.3186 2223.3078 1 1.56 264.97 39 72.2 (M:72.2) 1 1 0

R.ISPIQKPQGLDP

VEILQER.E Dimethyl:2H(4): 1, 6

12218 true 920 2225.1065 2224.0985 1 0.34 188.56 25.5 50.1 (M:50.1) 1 1 0

K.QQEELEAEHGP

GAPARPPQR.C Dimethyl: 1

12219 true 2891 2226.2745 2225.2544 1 5.78 233.47 38.33 27.5 (M:27.5) 1 1 0

K.VMPTVPVSQVT

GPPPQPPPIR.R Dimethyl:2H(4): 1

12220 true 1616 2226.9632 2225.9766 1 -9.29 253.48 31.33 58.7 (M:58.7) 1 1 0

R.QGQSYYGQYG

YNSYNPGPR.Y Dimethyl: 1



12221 true 1899 2227.0793 2226.0811 1 -4.09 208.4 30 102.8 (M:102.8) 2 1 0

K.NTNDANSCQIII

PQNQVNR.K Carbamidomethyl: 8; Dimethyl: 1

12222 true 1710 2227.1836 2226.1791 1 -1.2 277.6 30.33 47.8 (M:47.8) 2 1 1

R.LKEQNQAPIST

QQGLSLCR.Q Carbamidomethyl: 18; Dimethyl: 1, 2

12223 true 3567 2227.2998 2226.2901 1 1.09 261.53 39.83 41.2 (M:41.2) 1 1 1

K.VYIESEHNVDTL

LETLKK.T Dimethyl:2H(4): 1, 17, 18

12224 true 37 2228.0254 2227.0002 1 8.02 193.1 21.67 75.5 (M:75.5) 1 1 0

K.GEQQQQQQQ

QQQEEHYR.I Dimethyl: 1

12225 true 2023 2228.034 2227.0266 1 0.06 240.34 33 57.9 (M:57.9) 1 1 0

K.GDSPMASPFQ

NYSSIHSQSR.S Dimethyl:2H(4): 1

12226 true 1848 2229.0503 2228.0388 1 1.89 239.01 32.67 55.8 (M:55.8) 1 1 0

R.VEEVVCLESAH

PQMGLSCR.F Carbamidomethyl: 6, 18; Dimethyl: 1

12227 true 3045 2229.0925 2228.1015 1 -7.28 168.42 36 23.1 (M:23.1) 1 1 0

K.NVPVPEFPEHP

FQEEHLR.Q Dimethyl: 1



12228 true 921 2229.13 2228.1236 1 -0.39 126.89 25.5 49.8 (M:49.8) 1 1 0

K.QQEELEAEHGP

GAPARPPQR.C Dimethyl:2H(4): 1

12229 true 1031 2230.1033 2229.0758 1 9.07 252.3 27.83 92.5 (M:92.5) 1 1 0

K.LHESPQMAAQ

HNMIDDGSGK.V Dimethyl:2H(4): 1, 20

12230 true 1626 2230.2207 2229.1915 1 9.85 209.01 31 30.7 (M:30.7) 1 1 0

R.AGAIAPCDVTV

PAQNTGLGPEK.T

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1, 22

12231 true 2208 2230.9675 2229.9428 1 7.83 253.07 33.33 63.6 (M:63.6) 1 1 0

K.CPLSGACYCPEF

QGQICR.V

Carbamidomethyl: 1, 7, 9, 17; 

Dimethyl: 1

12232 true 1582 2230.9892 2230.0018 1 -8.88 290.4 31.33 95.2 (M:95.2) 1 1 0

R.QGQSYYGQYG

YNSYNPGPR.Y Dimethyl:2H(4): 1

12233 true 1900 2231.1019 2230.1062 1 -5.22 273.43 30 145.5 (M:145.5) 2 1 0

K.NTNDANSCQIII

PQNQVNR.K

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1

12234 true 661 2231.1047 2230.1205 1 -10.32 265.38 26 92.1 (M:92.1) 1 1 1

R.GEQEAKGEEEE

ETAPALPPR.Q Dimethyl:2H(4): 1, 6



12235 true 38 2232.0399 2231.0253 1 3.25 268.08 21.67 62.7 (M:62.7) 1 1 0

K.GEQQQQQQQ

QQQEEHYR.I Dimethyl:2H(4): 1

12236 true 3046 2233.1165 2232.1266 1 -7.76 215.73 35.83 63.4 (M:63.4) 1 1 0

K.NVPVPEFPEHP

FQEEHLR.Q Dimethyl:2H(4): 1

12237 true 1396 2233.9303 2232.9243 1 -0.59 202.73 29.67 169.9 (M:169.9) 6 1 0

R.NMGGPYGGG

NYGPGGSGGSGG

YGGR.S Oxidation: 2; Dimethyl: 1

12238 true 895 2233.9359 2232.9519 1 -10.44 178.57 27 58.9 (M:58.9) 1 1 0

R.EQAGGDATEN

FEDVGHSTDAR.A Dimethyl: 1

12239 true 2574 2234.0574 2233.0408 1 4.14 143.81 37.17 62.2 (M:62.2) 1 1 0

K.YGHAACFGLQP

GCLLPDSSR.Q Carbamidomethyl: 6, 13; Dimethyl: 1

12240 true 2209 2234.9901 2233.9679 1 6.67 267.97 33.33 38.6 (M:38.6) 1 1 0

K.CPLSGACYCPEF

QGQICR.V

Carbamidomethyl: 1, 7, 9, 17; 

Dimethyl:2H(4): 1

12241 true 1816 2235.219 2234.2293 1 -7.86 242.75 30.17 39.5 (M:39.5) 2 1 1

R.LKEQNQAPIST

QQGLSLCR.Q

Carbamidomethyl: 18; 

Dimethyl:2H(4): 1, 2



12242 true 756 2236.0255 2234.9975 1 9.28 160.66 26.5 27.0 (M:27.0) 1 1 0

R.ATGHLGGGCIS

QGQSYETDGGR.

V Carbamidomethyl: 9; Dimethyl: 1

12243 true 1852 2236.1688 2235.1542 1 3.25 219.69 30.33 82.0 (M:82.0) 3 1 0

K.QTIAHQQQQLT

NLQMAAQR.Q Dimethyl: 1

12244 true 2289 2237.0836 2236.0913 1 -6.71 223.64 31.67 34.6 (M:34.6) 1 1 0

R.LQAAPEEPLGH

EYPYNPQR.D Dimethyl: 1

12245 true 644 2237.9471 2236.9494 1 -4.29 297.03 29.5 148.3 (M:148.3) 5 1 0

R.NMGGPYGGG

NYGPGGSGGSGG

YGGR.S Dimethyl:2H(4): 1; Oxidation: 2

12246 true 896 2237.9629 2236.9771 1 -9.56 258.13 27 74.9 (M:74.9) 1 1 0

R.EQAGGDATEN

FEDVGHSTDAR.A Dimethyl:2H(4): 1

12247 true 1449 2238.0298 2237.0106 1 5.33 315.98 29.33 82.6 (M:82.6) 1 1 0

K.MCHSLVGEHG

EEQLYGAHR.R Carbamidomethyl: 2; Dimethyl: 1

12248 true 2549 2238.0782 2237.0659 1 2.23 170.37 37.17 95.6 (M:95.6) 1 1 0

K.YGHAACFGLQP

GCLLPDSSR.Q

Carbamidomethyl: 6, 13; 

Dimethyl:2H(4): 1



12249 true 1474 2238.0796 2237.0899 1 -7.87 194.9 30.17 94.4 (M:94.4) 1 1 0

K.LFAANHPECLE

HVAASSGSGK.A Carbamidomethyl: 9; Dimethyl: 1, 21

12250 true 3073 2238.9591 2237.9326 1 8.57 251.74 38.83 114.5 (M:114.5) 1 1 0

R.NQASCGSCYAF

ASMGMLEAR.I Carbamidomethyl: 5, 8; Dimethyl: 1

12251 true 613 2238.9661 2237.9893 1 -13.59 206.1 25.67 62.9 (M:62.9) 1 1 1

R.AGNEKEEGETA

DTVGCCSLR.V

Carbamidomethyl: 16, 17; Dimethyl: 

1, 5

12252 true 2210 2238.9765 2237.947 1 9.92 250.93 33.5 75.8 (M:75.8) 3 1 0

R.MGMGNNYSG

GYGTPDGLGGYS

R.G Dimethyl: 1

12253 true 2481 2239.1324 2238.138 1 -5.77 150.9 32.5 20.2 (M:20.2) 1 1 1

K.SPSDCSNFDKEF

LSEKPR.L

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 10, 16

12254 true 710 2240.047 2239.0226 1 7.66 248.2 26.5 47.8 (M:47.8) 1 1 0

R.ATGHLGGGCIS

QGQSYETDGGR.

V

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

12255 true 1817 2240.1881 2239.1793 1 0.65 259.62 30.33 89.6 (M:89.6) 3 1 0

K.QTIAHQQQQLT

NLQMAAQR.Q Dimethyl:2H(4): 1



12256 true 2550 2241.0497 2240.0394 1 1.33 240.36 40.33 48.0 (M:48.0) 1 1 0

R.IVSTCLGNPPET

FCWEFR.D Carbamidomethyl: 5, 14; Dimethyl: 1

12257 true 2290 2241.1114 2240.1164 1 -5.45 226.59 31.5 56.9 (M:56.9) 1 1 0

R.LQAAPEEPLGH

EYPYNPQR.D Dimethyl:2H(4): 1

12258 true 1481 2242.0544 2241.0357 1 5.08 385.06 29.33 39.1 (M:39.1) 1 1 0

K.MCHSLVGEHG

EEQLYGAHR.R

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

12259 false 1478 2242.9501 2241.9055 1 16.65 283.73 30.67 77.6 (M:77.6) 1 2 0

R.MGMGNNYSG

GYGTPDGLGGYS

R.G Oxidation: 1, 3

12260 true 3074 2242.9785 2241.9577 1 6.02 252.92 38.83 112.7 (M:112.7) 1 1 0

R.NQASCGSCYAF

ASMGMLEAR.I

Carbamidomethyl: 5, 8; 

Dimethyl:2H(4): 1

12261 true 2211 2243.0266 2241.9721 1 21.07 276.56 33.5 98.2 (M:98.2) 4 1 0

R.MGMGNNYSG

GYGTPDGLGGYS

R.G Dimethyl:2H(4): 1

12262 true 2902 2243.0824 2242.094 1 -8.41 178.4 43.33 104.8 (M:104.8) 2 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Dimethyl: 1



12263 true 2902 2243.0824 2242.094 1 -8.41 178.4 43.33 104.8 (M:104.8) 2 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Dimethyl: 1

12264 true 2416 2244.2354 2243.2348 1 -2.96 205.89 39 37.6 (M:37.6) 1 1 0

K.MGLVDQLVDPL

GPGVKPPEAR.T Dimethyl: 1, 16

12265 true 3609 2244.2424 2243.2068 1 12.61 253.98 41 91.0 (M:91.0) 1 1 0

R.QLTVQMMQN

PQILAALQER.L Dimethyl:2H(4): 1

12266 true 3060 2244.2491 2243.2423 1 -0.23 210.73 45.17 63.6 (M:63.6) 1 1 0

R.QELQGVQVLTQ

ALESSLNVR.W Dimethyl:2H(4): 1

12267 true 2551 2245.0811 2244.0646 1 4.12 193.12 40.33 65.4 (M:65.4) 1 1 0

R.IVSTCLGNPPET

FCWEFR.D

Carbamidomethyl: 5, 14; 

Dimethyl:2H(4): 1

12268 true 614 2247.0148 2246.0395 1 -14.22 241.99 25.67 75.2 (M:75.2) 1 1 1

R.AGNEKEEGETA

DTVGCCSLR.V

Carbamidomethyl: 16, 17; 

Dimethyl:2H(4): 1, 5

12269 true 2335 2247.0439 2246.046 1 -4.16 275.23 33 45.0 (M:45.0) 1 1 0

R.AAYLNMSEDPT

HPSMALNTR.F Dimethyl: 1



12270 true 1322 2247.0566 2246.0381 1 5.01 271.21 29.5 21.8 (M:21.8) 1 1 1

R.CSVCSEPIMPEP

GKDETVR.V

Carbamidomethyl: 1, 4; Dimethyl: 1, 

14

12271 true 2357 2247.1054 2246.1191 1 -9.35 206.76 37.67 123.1 (M:123.1) 4 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Dimethyl:2H(4): 1

12272 true 2357 2247.1054 2246.1191 1 -9.35 206.76 37.67 123.1 (M:123.1) 4 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Dimethyl:2H(4): 1

12273 true 2287 2247.2464 2246.2333 1 2.59 89.78 34.5 28.3 (M:28.3) 1 1 0

K.LGHVVMGNNA

VSPYQQVIEK.T Dimethyl:2H(4): 1, 20

12274 true 3672 2248.2173 2247.1973 1 5.63 296.95 41.67 47.8 (M:47.8) 1 1 0

K.LGYAGNTEPQFI

IPSCIAIK.E

Carbamidomethyl: 16; Dimethyl: 1, 

20

12275 false 3672 2248.2173 2247.2337 1 -10.55 274.55 41.67 22.4 (M:22.4) 1 25.37 3 1

K.SKELDSFCNPIIY

KPKPK.I

Carbamidomethyl: 8; Dimethyl: 2, 

16, 18

12276 true 1400 2249.0681 2248.0303 1 13.56 273.14 29.67 71.4 (M:71.4) 1 1 0

K.DMGSCEIYPQTI

QHNPNGR.F

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



12277 true 3029 2249.1565 2248.1242 1 11.13 290.71 37.83 57.6 (M:57.6) 1 1 0

K.ATALQEISQVC

QLCQQSPR.L

Carbamidomethyl: 11, 14; 

Dimethyl:2H(4): 1

12278 true 1639 2250.2602 2249.2579 1 -2.21 225.45 29.5 34.9 (M:34.9) 1 1 1

K.TAAELLQSQAQ

QAGGSQTLKR.D Dimethyl:2H(4): 1, 20

12279 true 2716 2251.048 2250.0231 1 7.81 158.16 41.5 45.1 (M:45.1) 1 1 0

K.CQQPPCEFLQD

SMNILSR.L Carbamidomethyl: 1, 6; Dimethyl: 1

12280 true 2336 2251.0766 2250.0711 1 -0.8 257.05 33 57.8 (M:57.8) 1 1 0

R.AAYLNMSEDPT

HPSMALNTR.F Dimethyl:2H(4): 1

12281 true 2394 2252.2916 2251.285 1 -0.29 197.82 39 22.7 (M:22.7) 1 1 0

K.MGLVDQLVDPL

GPGVKPPEAR.T Dimethyl:2H(4): 1, 16

12282 true 1557 2253.1459 2252.1169 1 9.65 254.64 30.17 25.4 (M:25.4) 1 1 1

K.YEDICPSTHNM

DVPNIKR.N

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 17

12283 true 1776 2253.2085 2252.2078 1 -2.92 236.21 32 61.5 (M:61.5) 1 1 1

K.QTIENSQGAYQ

EAFDISKK.E Dimethyl:2H(4): 1, 18, 19



12284 true 1519 2253.9971 2253.0055 1 -6.95 284.39 29.5 32.8 (M:32.8) 1 1 0

K.MCHSLVGEHG

EEQLYGAHR.R

Carbamidomethyl: 2; Oxidation: 1; 

Dimethyl: 1

12285 true 1297 2255.113 2254.0883 1 7.72 278.09 29.5 16.5 (M:16.5) 1 1 1

R.CSVCSEPIMPEP

GKDETVR.V

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1, 14

12286 true 3010 2255.1652 2254.1462 1 5.22 264.39 38.5 15.2 (M:15.2) 1 1 1

R.TGTFIVIDAMLD

MMHAERK.V

Dimethyl:2H(4): 1; Oxidation: 10; 

Dimethyl: 19

12287 true 3925 2255.2799 2254.2395 1 14.69 211.38 44 62.1 (M:62.1) 2 1 0

K.MSVQPTVSLGG

FEITPPVVLR.L Dimethyl: 1

12288 true 2131 2256.1569 2255.1508 1 -0.51 175.2 32.17 65.5 (M:65.5) 1 1 1

K.QITSYGETCPGL

DQYAIKK.F

Carbamidomethyl: 9; Dimethyl: 1, 

18, 19

12289 true 3673 2256.2733 2255.2475 1 8.17 231.53 41.5 63.3 (M:63.3) 1 1 0

K.LGYAGNTEPQFI

IPSCIAIK.E

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1, 20

12290 true 1714 2257.1943 2256.1672 1 8.79 274.71 31.17 61.0 (M:61.0) 1 1 1

K.KYEDICPSTHN

MDVPNIK.R

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 1, 18



12291 true 2769 2258.1704 2257.1565 1 2.9 75.83 39.33 52.3 (M:52.3) 1 1 0

R.SLVQCGDFPHL

LVYGPSGAGK.K Carbamidomethyl: 5; Dimethyl: 1, 21

12292 true 3646 2258.2786 2257.2214 1 22.11 189.85 44 51.1 (M:51.1) 1 1 0

R.FLESQQNMLLI

PLACSPLK.-

Carbamidomethyl: 15; Dimethyl: 1, 

19

12293 true 2399 2259.0893 2258.0889 1 -3.04 237.53 37.83 37.7 (M:37.7) 1 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Oxidation: 14; Dimethyl: 1

12294 true 2399 2259.0893 2258.0889 1 -3.04 237.53 37.83 37.7 (M:37.7) 1 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Oxidation: 14; Dimethyl: 1

12295 true 3915 2259.2978 2258.2646 1 11.46 272.29 44 51.4 (M:51.4) 1 1 0

K.MSVQPTVSLGG

FEITPPVVLR.L Dimethyl:2H(4): 1

12296 true 1640 2259.9718 2258.9716 1 -3.14 206.71 31.17 19.5 (M:19.5) 1 1 0

K.YEGSGDDSGAA

GQSLYVANHAY.- Dimethyl: 1

12297 true 1001 2260.0341 2258.9953 1 13.93 273.91 27.83 57.1 (M:57.1) 1 1 0

R.GDEQCHYYAG

GQVYPGEAAR.V

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



12298 true 1323 2260.0847 2259.0702 1 3.18 231.81 29.5 54.9 (M:54.9) 1 1 0

K.MHDLNTDQEN

LVGGHDAPIR.C Dimethyl: 1

12299 true 3360 2260.1639 2259.1358 1 9.23 233.48 40.67 84.9 (M:84.9) 1 1 0

R.IPFLQSGTSYAD

LMPHDLAR.A Dimethyl: 1

12300 true 1703 2260.237 2259.2223 1 3.28 288.94 30.67 49.6 (M:49.6) 1 1 0

K.GGAAPPTTEVT

KPPAVLQAQDR.K Dimethyl: 1, 12

12301 true 1157 2261.0721 2260.1022 1 -16.53 201.47 28.33 53.1 (M:53.1) 1 1 1

K.EVFGDTLNESR

DPDRPPER.Y Dimethyl:2H(4): 1

12302 true 3219 2261.1916 2260.1534 1 13.7 215.75 38.83 17.1 (M:17.1) 1 1 0

R.VIISAPSADAPM

FVMGVNHEK.Y Dimethyl:2H(4): 21; Oxidation: 12

12303 true 2982 2261.1967 2260.1534 1 15.94 292.67 38.5 50.6 (M:50.6) 1 99.92 1 0

R.VIISAPSADAPM

FVMGVNHEK.Y Dimethyl:2H(4): 1; Oxidation: 15

12304 true 959 2262.1449 2261.0896 1 21.25 230.7 27.67 88.1 (M:88.1) 1 72.68 1 1

R.QMEKDETVSDS

SPHIANIGR.L Dimethyl:2H(4): 1; Oxidation: 2



12305 true 4064 2262.3193 2261.3235 1 -5.06 248.72 45.5 65.2 (M:65.2) 1 1 0

R.TAQGFLAPLAA

AVGGVASQEVLK.

A Dimethyl:2H(4): 1, 23

12306 true 2243 2263.0891 2262.114 1 -14.23 136.07 35.5 57.0 (M:57.0) 2 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Dimethyl:2H(4): 1; Oxidation: 14

12307 true 2243 2263.0891 2262.114 1 -14.23 136.07 35.5 57.0 (M:57.0) 2 1 0

K.DLYANTVLSGG

TTMYPGIADR.M Dimethyl:2H(4): 1; Oxidation: 14

12308 false 2381 2263.1102 2262.1281 1 -11.11 198.55 38.17 19.4 (M:19.4) 1 2 0

R.APEQPQVEGQ

PGENPLEFLR.E Dimethyl: 1

12309 true 2483 2263.2085 2262.1757 1 11.31 271.49 34.67 113.8 (M:113.8) 1 1 0

K.AGFQQAAAEH

GLIVVAPDTSPR.G Dimethyl: 1

12310 true 1641 2263.9787 2262.9967 1 -11.18 225.4 31.17 36.0 (M:36.0) 1 1 0

K.YEGSGDDSGAA

GQSLYVANHAY.- Dimethyl:2H(4): 1

12311 true 1324 2264.1152 2263.0953 1 5.56 294.11 29.5 94.8 (M:94.8) 1 1 0

K.MHDLNTDQEN

LVGGHDAPIR.C Dimethyl:2H(4): 1



12312 true 3337 2264.1902 2263.1609 1 9.75 287.75 40.67 58.4 (M:58.4) 1 1 0

R.IPFLQSGTSYAD

LMPHDLAR.A Dimethyl:2H(4): 1

12313 true 1421 2265.0349 2264.0557 1 -12.38 158.71 29.83 34.2 (M:34.2) 1 1 1

R.AVYDEQGTVDE

EGEALRAER.D Dimethyl: 1

12314 true 1582 2265.9334 2264.9346 1 -3.74 84.9 30.83 32.0 (M:32.0) 1 1 0

K.VVDYSQFQESD

DADEDYGR.D Dimethyl: 1

12315 true 2788 2266.2241 2265.2067 1 4.46 278.88 39.33 16.8 (M:16.8) 1 1 0

R.SLVQCGDFPHL

LVYGPSGAGK.K

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 21

12316 true 3956 2266.3149 2265.2716 1 15.87 228.41 44 22.5 (M:22.5) 1 1 0

R.FLESQQNMLLI

PLACSPLK.-

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1, 19

12317 true 19 2267.0069 2265.9833 1 7.2 356.6 20.83 74.1 (M:74.1) 1 1 1

K.KGDVEGSQSQ

DEGEGSTESER.G Dimethyl: 1, 1

12318 false 19 2267.0069 2266.01 1 -4.56 631.01 20.83 16.0 (M:16.0) 1 2 0

R.QSFEEVEGEFLF

ATSMDTR.S Oxidation: 16; Dimethyl: 1



12319 true 575 2267.0544 2266.0434 1 1.64 200.52 25.83 48.8 (M:48.8) 1 1 0

R.QNSTMSSPNTS

LNSDGSPSPAR.G Dimethyl:2H(4): 1

12320 true 2432 2267.1412 2266.1532 1 -8.48 251.56 38.33 68.0 (M:68.0) 1 1 0

R.APEQPQVEGQ

PGENPLEFLR.E Dimethyl:2H(4): 1

12321 true 3105 2267.1737 2266.1845 1 -7.97 196.65 36.33 63.0 (M:63.0) 1 1 1

K.GIVEQSQQAYQ

EAFEISKK.E Dimethyl: 1, 18, 19

12322 true 2454 2267.2345 2266.2008 1 11.68 270.19 34.67 106.7 (M:106.7) 1 1 0

K.AGFQQAAAEH

GLIVVAPDTSPR.G Dimethyl:2H(4): 1

12323 true 2132 2268.2317 2267.2261 1 -0.75 265.6 32.17 70.5 (M:70.5) 1 1 1

K.QITSYGETCPGL

DQYAIKK.F

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 18, 19

12324 true 1422 2269.069 2268.0808 1 -8.41 214.56 29.83 42.1 (M:42.1) 1 1 1

R.AVYDEQGTVDE

EGEALRAER.D Dimethyl:2H(4): 1

12325 true 3011 2269.183 2268.1646 1 4.9 246.26 38.67 81.7 (M:81.7) 2 1 0

R.VIISAPSADAPM

FVMGVNHEK.Y Dimethyl: 1, 21



12326 true 3215 2269.2605 2268.2617 1 -3.72 182 37.33 64.0 (M:64.0) 1 1 1

K.VAPTITLFPPSK

EELNEATK.A Dimethyl: 1, 12, 20

12327 true 3727 2269.3306 2268.3206 1 1.23 245.9 45.83 39.5 (M:39.5) 1 1 1

R.NKNPAPPIEAIE

QILPTLVR.L Dimethyl: 1, 2

12328 true 1560 2269.9495 2268.9597 1 -7.7 191.59 30.83 72.0 (M:72.0) 1 1 0

K.VVDYSQFQESD

DADEDYGR.D Dimethyl:2H(4): 1

12329 true 960 2270.1168 2269.1009 1 3.83 284.25 27.67 90.4 (M:90.4) 2 1 1

R.QMEKDETVSDS

SPHIANIGR.L Dimethyl: 1, 4

12330 true 3570 2271.242 2270.2344 1 0.14 202.66 42.83 32.1 (M:32.1) 1 1 0

K.MSVQPTVSLGG

FEITPPVVLR.L Oxidation: 1; Dimethyl: 1

12331 true 491 2273.9872 2272.9979 1 -7.91 161.29 25 66.9 (M:66.9) 1 1 0

M.AEVAEGSRPE

DCPGTSSAQAGR.

A Carbamidomethyl: 12; Acetyl: 1

12332 true 20 2275.0676 2274.0335 1 11.79 200.34 20.83 93.2 (M:93.2) 1 1 1

K.KGDVEGSQSQ

DEGEGSTESER.G Dimethyl:2H(4): 1, 1



12333 true 3845 2275.2776 2274.2595 1 4.75 273.25 42.83 46.0 (M:46.0) 2 1 0

K.MSVQPTVSLGG

FEITPPVVLR.L Dimethyl:2H(4): 1; Oxidation: 1

12334 true 2713 2276.0714 2275.0548 1 4.11 251.59 36.5 80.8 (M:80.8) 1 1 0

K.IFCCHGGLSPDL

QSMEQIR.R Carbamidomethyl: 3, 4; Dimethyl: 1

12335 true 2713 2276.0714 2275.0548 1 4.11 251.59 36.5 80.8 (M:80.8) 1 1 0

K.IFCCHGGLSPDL

QSMEQIR.R Carbamidomethyl: 3, 4; Dimethyl: 1

12336 true 576 2276.1056 2275.0941 1 1.85 223.88 22.5 93.3 (M:93.3) 4 1 0

R.QQLAQYQQQQ

SQASNPGTSR.T Dimethyl: 1

12337 true 2288 2277.2255 2276.2149 1 1.47 323.01 35 113.3 (M:113.3) 3 1 0

R.VIISAPSADAPM

FVMGVNHEK.Y Dimethyl:2H(4): 1, 21

12338 true 3749 2277.384 2276.3708 1 2.62 357.9 45.83 28.7 (M:28.7) 1 1 1

R.NKNPAPPIEAIE

QILPTLVR.L Dimethyl:2H(4): 1, 2

12339 true 961 2278.1681 2277.1511 1 4.28 300.95 27.67 122.7 (M:122.7) 2 1 1

R.QMEKDETVSDS

SPHIANIGR.L Dimethyl:2H(4): 1, 4



12340 true 1475 2278.9777 2277.9994 1 -12.75 159.13 30.33 103.7 (M:103.7) 1 1 0

R.TYFSCTSAHTST

GDGTAMVTR.A Carbamidomethyl: 5; Dimethyl: 1

12341 true 607 2279.2237 2278.2169 1 -0.2 145.06 25.67 38.7 (M:38.7) 1 1 0

K.TTAAPVVSHSG

SIQKPETQEK.T Dimethyl: 1, 15, 21

12342 true 3106 2279.2505 2278.2598 1 -7.27 101.39 36.33 120.3 (M:120.3) 2 1 1

K.GIVEQSQQAYQ

EAFEISKK.E Dimethyl:2H(4): 1, 18, 19

12343 true 2714 2280.0981 2279.0799 1 4.81 184.59 36.5 121.1 (M:121.1) 1 1 0

K.IFCCHGGLSPDL

QSMEQIR.R

Carbamidomethyl: 3, 4; 

Dimethyl:2H(4): 1

12344 true 2714 2280.0981 2279.0799 1 4.81 184.59 36.5 121.1 (M:121.1) 1 1 0

K.IFCCHGGLSPDL

QSMEQIR.R

Carbamidomethyl: 3, 4; 

Dimethyl:2H(4): 1

12345 false 616 2280.1284 2279.0936 1 12.06 87.05 22.5 15.7 (M:15.7) 1 2 1

-

.VASMQSSAAAR

CVEPASAAPDR.

M

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1; Oxidation: 4

12346 true 433 2280.1295 2279.1192 1 1.3 174.57 25 120.8 (M:120.8) 3 1 0

R.QQLAQYQQQQ

SQASNPGTSR.T Dimethyl:2H(4): 1



12347 true 2655 2281.0917 2280.1056 1 -9.28 107.17 35.33 170.7 (M:170.7) 1 1 0

R.NQMTFLSEATS

SAQGTHSLSK.E Dimethyl: 1, 21

12348 true 1773 2281.1151 2280.111 1 -1.39 187.41 30.67 15.9 (M:15.9) 1 1 0

K.ASEGSKPWQD

VSTYGSSSTSR.A Dimethyl:2H(4): 1, 6

12349 true 1476 2283.0056 2282.0245 1 -11.5 87.43 30.33 83.8 (M:83.8) 1 1 0

R.TYFSCTSAHTST

GDGTAMVTR.A

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

12350 false 1771 2284.0518 2283.0399 1 2.02 108.45 31.83 15.2 (M:15.2) 1 5 1

K.MVEEVFNNAID

CLSDEDKK.L Carbamidomethyl: 12; Dimethyl: 19

12351 true 1771 2284.0518 2283.0805 1 -15.73 124.6 31.83 60.3 (M:60.3) 1 1 0

R.QQIESYPTDSIL

EDQSDQR.V Dimethyl:2H(4): 1

12352 true 3155 2284.0932 2283.0816 1 1.87 208.25 38.33 90.2 (M:90.2) 1 1 0

R.FCNPGFPIGCYI

TEDGRPK.D

Carbamidomethyl: 2, 10; Dimethyl: 

1, 19

12353 true 1734 2286.2693 2285.2619 1 0.03 154.06 31.67 32.9 (M:32.9) 1 1 0

R.ALKPEAAIPGYQ

HTPDSLSAR.A Dimethyl:2H(4): 1, 3



12354 true 424 2288.1303 2287.1255 1 -1.1 46.23 24.83 42.5 (M:42.5) 1 1 0

R.QHQFVCSGPQ

PHQTSTEQK.A

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1, 19

12355 true 2008 2289.0159 2287.9962 1 5.43 162.99 32.67 49.2 (M:49.2) 1 1 0

R.CIVHSPTNPGF

MTCSDDYR.A

Carbamidomethyl: 1, 14; 

Dimethyl:2H(4): 1

12356 true 1089 2289.1608 2288.126 1 12.04 66.93 28.17 38.4 (M:38.4) 1 87.22 1 0

K.YKPANNQIECH

PYLTQEK.L

Carbamidomethyl: 10; Dimethyl: 1, 

18

12357 true 2631 2290.104 2289.0814 1 6.65 173.74 40.83 66.1 (M:66.1) 1 1 0

M.SAPDEEPANP

AHALFEHFIR.A Acetyl: 1

12358 true 563 2291.2996 2290.2922 1 0.07 140.5 25.67 36.3 (M:36.3) 1 1 0

K.TTAAPVVSHSG

SIQKPETQEK.T Dimethyl:2H(4): 1, 15, 21

12359 true 3156 2292.1417 2291.1319 1 1.14 134.2 38.33 38.7 (M:38.7) 1 1 0

R.FCNPGFPIGCYI

TEDGRPK.D

Carbamidomethyl: 2, 10; 

Dimethyl:2H(4): 1, 19

12360 true 2070 2293.0817 2292.0805 1 -2.64 159.49 34 94.6 (M:94.6) 1 1 1

K.ADRDESSPYAA

MLAAQDVAQR.C Dimethyl: 1



12361 true 3674 2293.2797 2292.259 1 5.84 138.11 41.5 31.9 (M:31.9) 2 1 0

R.GPGLGAAQGQ

TIALPAQGLIEFR.

D Dimethyl: 1

12362 false 3069 2293.3229 2292.3093 1 2.74 140.24 45.5 16.9 (M:16.9) 1 2 0

K.LAPPLVTLLSAE

PELQYVALR.N

12363 true 3069 2293.3229 2292.3093 1 2.74 159.25 45.5 91.4 (M:91.4) 1 1 0

K.LAPPLVTLLSGE

PEVQYVALR.N Dimethyl: 1

12364 true 2116 2294.1023 2293.1083 1 -5.75 136.31 35.33 172.6 (M:172.6) 2 1 0

R.IPSAVGYQPTLA

TDMGTMQER.I Dimethyl: 1

12365 true 1176 2295.0279 2294.0411 1 -8.91 110.23 28.5 43.1 (M:43.1) 1 1 0

R.GDTAGQDSGIQ

SSSGPSFGVQER.

D Dimethyl: 1

12366 true 2177 2296.1626 2295.1495 1 2.52 104.39 31.17 117.1 (M:117.1) 1 1 0

R.HGSESDNVVFD

TRPLPGTPSK.S Dimethyl: 1, 21

12367 true 2913 2297.303 2296.2841 1 5.07 60.61 41.33 84.9 (M:84.9) 2 1 0

R.GPGLGAAQGQ

TIALPAQGLIEFR.

D Dimethyl:2H(4): 1



12368 true 3070 2297.3487 2296.3344 1 3.04 160.87 45.5 76.4 (M:76.4) 1 1 0

K.LAPPLVTLLSGE

PEVQYVALR.N Dimethyl:2H(4): 1

12369 true 2033 2298.0992 2297.0958 1 -1.68 104.44 33.67 80.9 (M:80.9) 1 1 0

R.NIELICQENEGE

NDPVLQR.I Carbamidomethyl: 6; Dimethyl: 1

12370 true 2135 2298.1162 2297.1334 1 -10.61 184.66 35.33 215.8 (M:215.8) 2 1 0

R.IPSAVGYQPTLA

TDMGTMQER.I Dimethyl:2H(4): 1

12371 true 1216 2298.157 2297.1149 1 15.16 90.6 28.5 60.9 (M:60.9) 1 1 0

K.SQNSVQHHTD

AYNTSNLVVR.R Dimethyl: 1

12372 true 1551 2300.1388 2299.1193 1 5.33 157.37 30.67 56.4 (M:56.4) 1 1 0

K.NIDDGTSDRPY

SHALVAGIDR.Y Dimethyl: 1

12373 true 1356 2301.069 2300.0718 1 -4.37 133.16 30.17 62.3 (M:62.3) 1 1 0

R.QQPAVQPQSP

YGPCHYEMK.Q

Carbamidomethyl: 14; Dimethyl: 1, 

19

12374 true 1778 2302.0775 2301.1277 1 -24.97 123.41 32.17 40.2 (M:40.2) 1 1 1

K.YNGSTIVPGDQ

GVDYETFKR.K Dimethyl: 1, 19



12375 true 2034 2302.1308 2301.1209 1 1.13 102.14 33.67 95.9 (M:95.9) 1 1 0

R.NIELICQENEGE

NDPVLQR.I

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

12376 true 1090 2303.1663 2302.1416 1 7.55 131.35 28.33 124.5 (M:124.5) 1 1 0

K.YKPANNQVEC

HPYLTQEK.L

Carbamidomethyl: 10; Dimethyl: 1, 

2, 18

12377 true 3869 2303.3301 2302.3009 1 9.53 194.57 43.17 133.9 (M:133.9) 1 1 0

R.IAIPGLAGAGNS

VLLVSNLNPER.V Dimethyl: 1

12378 true 1558 2304.1835 2303.158 1 7.91 200.15 30.17 51.3 (M:51.3) 1 1 0

K.VAVPSTIHCDHL

IEAQSGGEK.D Carbamidomethyl: 9; Dimethyl: 1, 21

12379 true 2046 2305.0973 2304.0771 1 5.63 225.85 32.83 98.5 (M:98.5) 1 1 0

R.FQSSHHESNLT

SLDQYVER.M Dimethyl: 1

12380 true 1293 2305.1369 2304.0739 1 24.16 123.92 28.5 45.0 (M:45.0) 1 1 0

R.ESGCLSPEHGP

AVVHCSAGIGR.S Carbamidomethyl: 4, 16; Dimethyl: 1

12381 true 18 2306.0643 2305.0432 1 6.03 187.89 21.17 74.5 (M:74.5) 1 1 0

R.TVHQQDHSNP

SNSNNVEQSR.Q Dimethyl: 1



12382 true 2687 2307.1255 2306.1583 1 -17.36 105.4 41 46.5 (M:46.5) 1 1 0

K.FADAIFQPPSTA

LYDLQEPR.A Dimethyl: 1

12383 true 2717 2307.2029 2306.1729 1 9.84 157.77 41.5 59.9 (M:59.9) 1 1 0

K.VQVPNCDEIFY

AGTGNLLLR.D Carbamidomethyl: 6; Dimethyl: 1

12384 false 2717 2307.2029 2306.1912 1 1.91 196.75 41.5 23.2 (M:23.2) 1 2 1

K.LITELQDQNQK

MMLEQER.L Dimethyl:2H(4): 11; Dimethyl: 1

12385 true 3870 2307.3545 2306.326 1 9.22 181.77 43.17 154.5 (M:154.5) 1 1 0

R.IAIPGLAGAGNS

VLLVSNLNPER.V Dimethyl:2H(4): 1

12386 true 1642 2309.0866 2308.0893 1 -4.33 149.8 31.17 22.7 (M:22.7) 1 1 0

K.AMEVDERPTE

QYSDIGGLDK.Q Dimethyl: 1, 20

12387 true 1477 2309.1053 2308.122 1 -10.38 117.4 30.17 25.5 (M:25.5) 1 1 0

R.QQPAVQPQSP

YGPCHYEMK.Q

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1, 19

12388 true 2047 2309.121 2308.1022 1 5.01 233.85 32.83 135.6 (M:135.6) 1 1 0

R.FQSSHHESNLT

SLDQYVER.M Dimethyl:2H(4): 1



12389 true 4101 2309.3407 2308.3316 1 0.78 146.17 46.17 71.1 (M:71.1) 1 1 0

R.IIPAVASTNAVI

AAVCATEVFK.I

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1, 22

12390 true 19 2310.0965 2309.0683 1 9.07 248.21 21.17 44.9 (M:44.9) 1 1 0

R.TVHQQDHSNP

SNSNNVEQSR.Q Dimethyl:2H(4): 1

12391 true 1779 2310.1296 2309.1779 1 -24.06 173.84 32.17 26.6 (M:26.6) 1 1 1

K.YNGSTIVPGDQ

GVDYETFKR.K Dimethyl:2H(4): 1, 19

12392 true 1285 2310.8748 2309.91 1 -18.38 106.52 29.17 98.3 (M:98.3) 1 1 0

K.AGCECLNESDE

HGFDNCLR.K

Carbamidomethyl: 3, 5, 17; 

Dimethyl: 1

12393 true 2545 2311.1322 2310.1398 1 -6.45 105.33 32.83 24.1 (M:24.1) 1 1 0

R.QLVIVHGPPEA

SQDLAECCR.A

Carbamidomethyl: 18, 19; 

Dimethyl:2H(4): 1

12394 true 3681 2311.2196 2310.1936 1 8.1 153.92 44.5 60.8 (M:60.8) 1 1 0

R.FPLDYYSIPFPTP

TTPLTGR.D Dimethyl: 1

12395 true 1952 2313.1363 2312.1219 1 3.07 152.74 32.33 60.8 (M:60.8) 1 1 0

R.ESGSLNPEYGP

VVVHCSAGIGR.S Carbamidomethyl: 16; Dimethyl: 1



12396 true 1483 2314.1628 2313.1764 1 -9.02 199.68 29.5 91.1 (M:91.1) 1 1 0

R.HDPPAAGGGG

GQPSTGALLQSG

PPR.C Dimethyl:2H(4): 1

12397 true 1286 2314.8961 2313.9351 1 -20 158.54 29.17 120.9 (M:120.9) 1 1 0

K.AGCECLNESDE

HGFDNCLR.K

Carbamidomethyl: 3, 5, 17; 

Dimethyl:2H(4): 1

12398 true 922 2315.1204 2314.1149 1 -0.8 71.19 25.5 47.4 (M:47.4) 1 1 1

R.HASSTSVSAGS

NDNAKEDLNVR.L Dimethyl: 1, 16

12399 true 3439 2315.1943 2314.1639 1 9.97 79.81 41.33 24.8 (M:24.8) 1 1 0

K.FICVTPTSFSNTI

DLPMSPR.T

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

12400 true 2091 2315.2155 2314.2321 1 -10.33 136.02 34.83 77.8 (M:77.8) 1 1 0

R.FIPSSEPAPVPPI

PNEQQLAR.L Dimethyl: 1

12401 true 3665 2315.2448 2314.2187 1 8.13 165.43 44.5 51.9 (M:51.9) 2 1 0

R.FPLDYYSIPFPTP

TTPLTGR.D Dimethyl:2H(4): 1

12402 false 2940 2316.2047 2315.2009 1 -1.5 113.83 43.83 23.4 (M:23.4) 1 2 0

K.SINPDEAVAYG

AAVQAAILSGDK.

S Dimethyl: 1, 23



12403 false 2940 2316.2047 2315.162 1 15.29 236.71 43.83 16.3 (M:16.3) 1 5 1

K.CRAPEVSQYIYQ

AYDAILK.N Carbamidomethyl: 1; Dimethyl: 19

12404 true 2940 2316.2047 2315.1856 1 5.09 158.08 43.83 90.3 (M:90.3) 1 1 0

K.VQDDEVGDGT

TSVTVLAAELLR.E Dimethyl: 1

12405 true 1293 2317.1545 2316.1573 1 -4.33 67.15 29.17 32.5 (M:32.5) 1 1 0

K.YKPANNQIECH

PYLTQEK.L

Carbamidomethyl: 10; Dimethyl: 1, 

2, 18

12406 true 1953 2317.1632 2316.147 1 3.82 218.35 32.33 98.0 (M:98.0) 1 1 0

R.ESGSLNPEYGP

VVVHCSAGIGR.S

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1

12407 true 2772 2319.189 2318.1763 1 2.36 123.1 42 50.3 (M:50.3) 1 1 0

K.NVCQTCLLDLE

YGLPIQVR.D Carbamidomethyl: 3, 6; Dimethyl: 1

12408 true 2222 2319.1914 2318.143 1 17.69 117.87 36.83 67.8 (M:67.8) 1 1 1

R.NSYYGGESASIT

PLEDLYKR.F Dimethyl: 1, 19

12409 true 2092 2319.2373 2318.2572 1 -11.75 174.27 34.83 98.3 (M:98.3) 1 1 0

R.FIPSSEPAPVPPI

PNEQQLAR.L Dimethyl:2H(4): 1



12410 false 2092 2319.2373 2318.2103 1 8.48 174.13 34.83 20.9 (M:20.9) 1 2 1

R.MQQSGENVPA

PAAQPGPAPAGR

K.L Dimethyl:2H(4): 1; Dimethyl: 23

12411 true 581 2320.0725 2319.0662 1 -0.42 161.6 25.33 72.4 (M:72.4) 2 1 0

R.GAPGGSAGPA

PTGCGVAGGGD

GAPGPSR.V Carbamidomethyl: 14; Dimethyl: 1

12412 true 2941 2320.2121 2319.2107 1 -2.54 159.84 43.83 78.5 (M:78.5) 1 1 0

K.VQDDEVGDGT

TSVTVLAAELLR.E Dimethyl:2H(4): 1

12413 true 2252 2321.3276 2320.3143 1 2.58 177.86 34.67 67.6 (M:67.6) 1 1 1

R.ASHTAPQVLFS

HREPPLELK.D Dimethyl:2H(4): 1, 20

12414 true 1917 2322.1858 2321.186 1 -3.23 177.4 30.83 66.0 (M:66.0) 2 1 0

R.KPCNRPSGVEP

QPGVFDSMR.D

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1, 1

12415 true 876 2323.1702 2322.1651 1 -0.96 73 25.5 46.2 (M:46.2) 1 1 1

R.HASSTSVSAGS

NDNAKEDLNVR.L Dimethyl:2H(4): 1, 16

12416 true 2773 2323.2127 2322.2014 1 1.73 141.7 42 100.0 (M:100.0) 1 1 0

K.NVCQTCLLDLE

YGLPIQVR.D

Carbamidomethyl: 3, 6; 

Dimethyl:2H(4): 1



12417 true 582 2324.0954 2323.0913 1 -1.36 174.02 25.33 120.5 (M:120.5) 2 1 0

R.GAPGGSAGPA

PTGCGVAGGGD

GAPGPSR.V

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

12418 true 1417 2324.223 2323.2132 1 1.07 166.13 30.17 63.6 (M:63.6) 1 1 0

K.GLGLDESGTAK

PAGAGLVGQENA

R.E Dimethyl: 1, 11

12419 true 3096 2325.3741 2324.3657 1 0.49 177.97 45.83 35.0 (M:35.0) 1 1 0

K.LAPPLVTLLSAE

PELQYVALR.N Dimethyl:2H(4): 1

12420 true 2888 2326.0553 2325.0583 1 -4.43 124.51 43.33 78.2 (M:78.2) 1 1 0

M.AAPSSTVNCED

FAEFQELLR.V Carbamidomethyl: 9; Acetyl: 1

12421 true 3713 2326.183 2325.1601 1 6.74 141.55 41 62.4 (M:62.4) 1 1 0

R.NDFSNVFSSAT

ASIPASSALVGR.N Dimethyl: 1

12422 true 3314 2326.3696 2325.3759 1 -5.85 100.36 39.17 63.7 (M:63.7) 1 1 0

K.TATPTTPTVQN

VLINPSLIGPK.N Dimethyl:2H(4): 1, 22

12423 true 3583 2326.4168 2325.4101 1 -0.26 364.65 42.33 26.1 (M:26.1) 1 1 1

K.TAPTLISFIYPAQ

NPDLLKK.L Dimethyl:2H(4): 1, 19, 20



12424 true 1794 2326.9758 2325.9671 1 0.64 182.03 32.33 86.1 (M:86.1) 1 1 0

K.FYCDYCDTYLTH

DSPSVR.K Carbamidomethyl: 3, 6; Dimethyl: 1

12425 true 2223 2327.2203 2326.1933 1 8.49 145.35 36.83 53.6 (M:53.6) 1 1 1

R.NSYYGGESASIT

PLEDLYKR.F Dimethyl:2H(4): 1, 19

12426 true 1703 2327.9964 2327.027 1 -16.29 114.07 29.17 50.8 (M:50.8) 1 1 1

R.TSSSVNNPNLM

YQEECDRR.L Carbamidomethyl: 16; Dimethyl: 1

12427 true 2381 2329.1296 2328.1219 1 0.19 88.12 32 28.6 (M:28.6) 1 1 1

K.SCALAEDPQEL

RDGFQHPAR.L

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

12428 true 3472 2329.2018 2328.1784 1 6.94 148 40.33 119.0 (M:119.0) 1 1 0

K.TGVGYPQLSAVI

ECADSAHGLK.G

Carbamidomethyl: 14; Dimethyl: 1, 

22

12429 true 1294 2329.2306 2328.2326 1 -3.97 129.53 29.17 32.5 (M:32.5) 1 1 0

K.YKPANNQIECH

PYLTQEK.L

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 2, 18

12430 true 3714 2330.2077 2329.1852 1 6.55 154.07 41 82.4 (M:82.4) 1 1 0

R.NDFSNVFSSAT

ASIPASSALVGR.N Dimethyl:2H(4): 1



12431 true 1795 2330.9984 2329.9922 1 -0.47 226.42 32.33 88.5 (M:88.5) 1 1 0

K.FYCDYCDTYLTH

DSPSVR.K

Carbamidomethyl: 3, 6; 

Dimethyl:2H(4): 1

12432 true 2379 2331.1771 2330.1562 1 5.85 84.37 35.17 38.0 (M:38.0) 1 1 0

R.MQAQASVEGA

PQHNMVGLFQR.

I Dimethyl:2H(4): 1

12433 true 3363 2331.178 2330.1477 1 9.86 97.4 41.5 39.6 (M:39.6) 1 1 0

K.NNQFQALLQYA

DPMSAQHAK.L Dimethyl: 1, 20

12434 true 1704 2332.0195 2331.0521 1 -17.1 93.58 29.17 49.3 (M:49.3) 1 1 1

R.TSSSVNNPNLM

YQEECDRR.L

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1

12435 true 1418 2332.269 2331.2634 1 -0.74 212.43 30.17 55.5 (M:55.5) 1 1 0

K.GLGLDESGTAK

PAGAGLVGQENA

R.E Dimethyl:2H(4): 1, 11

12436 true 2179 2335.2881 2334.2746 1 2.67 168.73 32.17 109.4 (M:109.4) 3 1 0

R.LLAQQSLNQQY

LNHPPPVSR.S Dimethyl:2H(4): 1

12437 true 3111 2336.2215 2335.2001 1 6.04 164.56 39 68.6 (M:68.6) 1 1 0

R.FSFHPISDLPPP

EPYVPVNR.S Dimethyl: 1



12438 true 2133 2338.1561 2337.1395 1 3.98 165.53 32.17 36.5 (M:36.5) 1 1 0

K.SEYTQPTPIQCQ

GVPVAMSGR.D

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1

12439 true 1455 2339.933 2338.9228 1 1.27 117.16 30.17 31.8 (M:31.8) 1 1 0

R.GGYQPPFCEEC

PGCPSPCGR.H

Carbamidomethyl: 8, 11, 14, 18; 

Dimethyl: 1

12440 true 3112 2340.2462 2339.2252 1 5.85 191.6 39.17 44.7 (M:44.7) 1 1 0

R.FSFHPISDLPPP

EPYVPVNR.S Dimethyl:2H(4): 1

12441 true 2997 2341.1392 2340.1276 1 1.83 157.27 44.33 127.5 (M:127.5) 1 1 0

R.TVYGGGCSEML

MANAVAELAIR.T Carbamidomethyl: 7; Dimethyl: 1

12442 true 1659 2343.1553 2342.163 1 -6.38 119.36 31.33 51.7 (M:51.7) 2 1 1

K.EYQFKVDDEEN

EHQLSLR.T Dimethyl:2H(4): 1, 5

12443 true 1419 2343.9591 2342.9479 1 1.7 166.1 30.17 64.1 (M:64.1) 1 1 0

R.GGYQPPFCEEC

PGCPSPCGR.H

Carbamidomethyl: 8, 11, 14, 18; 

Dimethyl:2H(4): 1

12444 true 1643 2344.1308 2343.1314 1 -3.38 99.17 31.17 32.5 (M:32.5) 1 1 1

R.QTNPSAMEVEE

DDPVPEIRR.D Dimethyl:2H(4): 1



12445 true 2032 2344.2173 2343.2211 1 -4.76 100.39 33 55.1 (M:55.1) 1 1 0

K.NVIIWGNHSST

QYPDVNHAK.V Dimethyl:2H(4): 1, 20

12446 true 2998 2345.1634 2344.1527 1 1.43 186.68 44.33 71.4 (M:71.4) 1 1 0

R.TVYGGGCSEML

MANAVAELAIR.T

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

12447 true 662 2346.964 2345.9819 1 -10.73 87.17 25.83 101.0 (M:101.0) 1 1 0

R.DPTAYCYTQQG

TQGSAGGDDAR.

G Carbamidomethyl: 6; Dimethyl: 1

12448 true 2861 2347.3193 2346.3311 1 -8.13 146.63 42.67 60.1 (M:60.1) 1 1 0

R.LTPGPPPGVAA

DPDALPALLPALR.

A Dimethyl: 1

12449 true 2472 2348.0928 2347.1233 1 -16.1 146.95 38.67 38.7 (M:38.7) 1 1 1

R.NPPGFAFVEFE

DPRDAADAVR.E Dimethyl: 1

12450 true 3076 2348.2467 2347.2144 1 10.66 181.14 38.83 36.1 (M:36.1) 1 56.02 1 0

K.TIDGQQTIIACIE

SHQFQAK.N

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1; Dimethyl: 20

12451 true 2982 2349.2343 2348.2199 1 3.06 123.48 44.33 41.5 (M:41.5) 1 1 0

K.QGQYVPMAIEE

QVAVIYAGVR.G Dimethyl: 1



12452 false 2676 2349.2465 2348.2596 1 -8.69 261.62 41.17 17.4 (M:17.4) 1 2 1

R.CLMGLKVPTTD

KPTVTVNFR.K

Carbamidomethyl: 1; Oxidation: 3; 

Dimethyl: 6, 12

12453 true 2676 2349.2465 2348.2292 1 4.24 187.49 41.17 78.5 (M:78.5) 1 1 0

R.LYPWGVVEVE

NPEHNDFLK.L Dimethyl:2H(4): 1, 19

12454 true 2676 2349.2465 2348.2292 1 4.24 187.49 41.17 78.5 (M:78.5) 1 1 0

R.LYPWGVVEVE

NPEHNDFLK.L Dimethyl:2H(4): 1, 19

12455 true 663 2350.9933 2350.007 1 -8.91 114.42 25.83 73.8 (M:73.8) 1 1 0

R.DPTAYCYTQQG

TQGSAGGDDAR.

G

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

12456 true 2846 2351.3688 2350.3562 1 2.24 178.55 42.67 96.1 (M:96.1) 2 1 0

R.LTPGPPPGVAA

DPDALPALLPALR.

A Dimethyl:2H(4): 1

12457 true 2457 2352.119 2351.1484 1 -15.59 124.83 38.67 47.3 (M:47.3) 1 1 1

R.NPPGFAFVEFE

DPRDAADAVR.E Dimethyl:2H(4): 1

12458 true 2012 2352.1842 2351.187 1 -4.28 127.16 30.33 24.0 (M:24.0) 1 1 1

K.YDLSGRPLNIKE

DPEGEHAR.R Dimethyl: 1, 11



12459 true 3077 2352.2695 2351.2395 1 9.68 203.13 38.83 23.3 (M:23.3) 1 1 0

K.TIDGQQTIIACIE

SHQFQAK.N

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 20

12460 true 2983 2353.259 2352.245 1 2.87 182.47 44.33 72.6 (M:72.6) 1 1 0

K.QGQYVPMAIEE

QVAVIYAGVR.G Dimethyl:2H(4): 1

12461 true 2326 2355.0449 2354.0637 1 -11.09 121.03 31.67 22.1 (M:22.1) 1 1 0

R.GSEFMFGDEAP

EHHPAAPSSAK.F Dimethyl: 1, 22

12462 true 1851 2355.1712 2354.1531 1 4.59 239.16 31.67 84.1 (M:84.1) 1 1 1

R.ASFNHFDRDHS

GTLGPEEFK.A Dimethyl:2H(4): 1, 20

12463 true 2740 2356.1526 2355.1567 1 -4.84 161.53 33.83 54.5 (M:54.5) 1 1 0

K.NQALNTDNYG

HDLASVQALQR.K Dimethyl: 1

12464 true 3078 2356.2172 2355.1893 1 8.75 180.68 38.83 27.9 (M:27.9) 1 1 0

K.SIDGQQTIIACIE

SHQFQPK.N

Carbamidomethyl: 11; Dimethyl: 1, 

20

12465 true 18 2360.0801 2359.0802 1 -3.13 262.22 21.33 50.8 (M:50.8) 1 1 0

M.SEAQPHGQHP

PPNHTGAAGGTN

R.A Acetyl: 1



12466 true 2122 2360.1446 2359.1193 1 7.64 187.99 33 114.5 (M:114.5) 1 1 0

R.QPYAVSELAGH

QTSAESWGTGR.

A Dimethyl: 1

12467 true 2741 2360.1808 2359.1818 1 -3.51 166.65 33.83 92.0 (M:92.0) 1 1 0

K.NQALNTDNYG

HDLASVQALQR.K Dimethyl:2H(4): 1

12468 true 2013 2360.2341 2359.2372 1 -4.4 186.49 30.33 56.6 (M:56.6) 1 1 1

K.YDLSGRPLNIKE

DPEGEHAR.R Dimethyl:2H(4): 1, 11

12469 true 275 2363.9717 2362.9972 1 -13.84 128.5 23.67 68.8 (M:68.8) 1 1 0

R.LCQEEEHVPEQ

HEEEEER.V Carbamidomethyl: 2; Dimethyl: 1

12470 true 2515 2364.0857 2363.1092 1 -13.02 200.11 33.83 51.6 (M:51.6) 1 1 0

K.GNLYSFGCPEY

GQLGHNSDGK.F

Carbamidomethyl: 8; 

Dimethyl:2H(4): 1, 21

12471 true 2123 2364.1705 2363.1444 1 7.96 219.2 33 67.2 (M:67.2) 1 1 0

R.QPYAVSELAGH

QTSAESWGTGR.

A Dimethyl:2H(4): 1

12472 true 3080 2364.269 2363.2395 1 9.4 219.03 38.83 39.6 (M:39.6) 1 1 0

K.SIDGQQTIIACIE

SHQFQPK.N

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 20



12473 true 276 2367.993 2367.0223 1 -15.43 150.89 23.67 95.5 (M:95.5) 1 1 0

R.LCQEEEHVPEQ

HEEEEER.V

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

12474 true 3081 2370.3329 2369.3228 1 1.18 163.93 38.83 22.0 (M:22.0) 1 1 0

K.DGNVLLQEMQI

QHPTASLIAK.V Dimethyl:2H(4): 1, 21

12475 true 2746 2371.0166 2370.0084 1 0.39 150.15 37.17 26.8 (M:26.8) 1 1 0

R.GSSGGGCFGGS

SGGYGGLGGFGG

GSFR.G Carbamidomethyl: 7; Dimethyl: 1

12476 true 1614 2371.2547 2370.2656 1 -7.66 124.94 28.67 39.4 (M:39.4) 1 1 0

R.VAEKPQRPQG

AEAQEDIPVPR.F Dimethyl: 1, 4

12477 true 1559 2371.2944 2370.2808 1 2.66 137.03 29 16.4 (M:16.4) 1 1 1

R.SGPLPPPPSERP

PPPIRDPPSR.A Dimethyl: 1

12478 true 3269 2372.3179 2371.2922 1 7.76 146.25 40.33 22.1 (M:22.1) 1 1 0

K.HGYEKPTPIQS

QAIPAIMNGR.D Dimethyl:2H(4): 1, 5

12479 true 1560 2375.3198 2374.3059 1 2.79 173.9 29 16.6 (M:16.6) 1 1 1

R.SGPLPPPPSERP

PPPIRDPPSR.A Dimethyl:2H(4): 1



12480 true 3641 2377.2825 2376.2359 1 16.55 132.97 43.83 148.2 (M:148.2) 1 1 0

K.TTPYQIACGISQ

GLADNTVIAK.V Carbamidomethyl: 8; Dimethyl: 1, 22

12481 true 3591 2377.4252 2376.393 1 10.47 287.13 42.67 16.8 (M:16.8) 1 1 1

K.VYPSSLSKISGSI

LNELIGLVR.S Dimethyl:2H(4): 8

12482 true 2672 2378.1688 2377.1954 1 -14.25 107.91 40.83 34.3 (M:34.3) 1 1 0

R.QFVEYEQVAPF

LIPEEQQR.R Dimethyl: 1

12483 true 1615 2379.3099 2378.3158 1 -5.52 235.74 28.67 35.9 (M:35.9) 1 1 0

R.VAEKPQRPQG

AEAQEDIPVPR.F Dimethyl:2H(4): 1, 4

12484 true 1946 2380.1621 2379.1707 1 -6.67 136.77 30 19.6 (M:19.6) 1 1 1

R.AAATGELVTHT

GQVYDEKDYR.R Dimethyl: 1, 18

12485 true 1272 2381.1511 2380.1304 1 5.63 269.68 28 22.1 (M:22.1) 1 1 0

K.ITVPGNFQGHS

GAQCITCSYK.A

Carbamidomethyl: 15, 18; Dimethyl: 

1, 21

12486 true 3418 2381.2165 2380.2063 1 1.23 203.31 38.67 17.3 (M:17.3) 1 1 0

R.FVHSENQHLVS

PEALDFLDK.L Dimethyl: 1, 20



12487 true 445 2381.2235 2380.2248 1 -3.58 246.06 24.83 28.9 (M:28.9) 1 1 1

R.KQQEELEAEHG

PGAPARPPQR.C Dimethyl: 1, 1

12488 true 2565 2381.2238 2380.1958 1 8.73 181.92 35.33 65.9 (M:65.9) 1 1 0

R.QYCVVLDPVGP

NGQPQLGQQR.V Carbamidomethyl: 3; Dimethyl: 1

12489 true 1435 2382.1791 2381.1724 1 -0.25 125.76 29.67 83.2 (M:83.2) 2 1 0

R.ASLNHTTAFNP

QPQSQIQDTR.Q Dimethyl: 1

12490 true 2963 2384.1841 2383.2053 1 -11.94 159.41 44.33 83.2 (M:83.2) 1 1 0

K.AQEACGPLEIDS

ALGLVQSLER.D Carbamidomethyl: 5; Dimethyl: 1

12491 true 1398 2386.2085 2385.1975 1 1.56 147.66 29.67 123.3 (M:123.3) 1 1 0

R.ASLNHTTAFNP

QPQSQIQDTR.Q Dimethyl:2H(4): 1

12492 true 1947 2388.2123 2387.2209 1 -6.65 106.07 30 43.5 (M:43.5) 1 1 1

R.AAATGELVTHT

GQVYDEKDYR.R Dimethyl:2H(4): 1, 18

12493 true 2964 2388.219 2387.2304 1 -7.84 210.37 44.33 86.3 (M:86.3) 1 1 0

K.AQEACGPLEIDS

ALGLVQSLER.D

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



12494 true 1646 2389.1848 2388.1645 1 5.45 199.43 30.67 78.2 (M:78.2) 1 1 0

K.VAYIPDEMAAQ

QPPQQHPQGR.R Dimethyl: 1

12495 true 3569 2389.2182 2388.1961 1 6.17 175.2 40.17 91.4 (M:91.4) 1 1 0

R.HSAIPLDFDISSP

LTYGTPSSR.V Dimethyl: 1

12496 true 3049 2389.3136 2388.2639 1 17.74 243.03 38.17 33.2 (M:33.2) 3 1 0

K.AFIGKPAPDFTA

TAVMPDGQFK.D Dimethyl:2H(4): 1, 5; Oxidation: 16

12497 true 1329 2390.1832 2389.1478 1 11.75 179.7 29.17 75.6 (M:75.6) 1 1 0

R.MVRPNQDGTLI

ASCSNDQTVR.V Carbamidomethyl: 14; Dimethyl: 1

12498 true 3370 2390.2727 2389.2714 1 -2.48 146.58 38.67 68.5 (M:68.5) 1 1 0

K.VGRPSNIGQAQ

PIIDQLAEEAR.A Dimethyl: 1

12499 true 4049 2390.324 2389.349 1 -13.5 161.07 45.17 62.1 (M:62.1) 1 1 0

K.AQSPVIDNTVM

AQVQAITAQLK.T Dimethyl:2H(4): 1, 22

12500 true 1356 2393.1689 2392.1619 1 -0.11 132.66 29.5 79.3 (M:79.3) 1 1 0

R.DIGATAQVHAE

NGDIIAEEQQR.I Dimethyl: 1



12501 true 3047 2393.1901 2392.2023 1 -8.14 208.63 45.5 80.8 (M:80.8) 1 1 0

R.EVAAFAQFGSD

LDAATQQLLNR.G Dimethyl: 1

12502 true 1647 2393.2067 2392.1896 1 4.13 247.68 30.67 78.4 (M:78.4) 1 1 0

K.VAYIPDEMAAQ

QPPQQHPQGR.R Dimethyl:2H(4): 1

12503 true 3613 2393.2437 2392.2212 1 6.32 229.72 40.17 137.8 (M:137.8) 1 1 0

R.HSAIPLDFDISSP

LTYGTPSSR.V Dimethyl:2H(4): 1

12504 true 3060 2393.2764 2392.2501 1 7.97 203.5 37.83 81.3 (M:81.3) 2 1 0

K.AFIGKPAPDFTA

TAVMPDGQFK.D Dimethyl: 1, 5, 22

12505 true 1330 2394.206 2393.1729 1 10.77 194.56 29.17 79.7 (M:79.7) 1 1 0

R.MVRPNQDGTLI

ASCSNDQTVR.V

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

12506 true 4082 2394.233 2393.2157 1 4.17 114.27 46.17 39.2 (M:39.2) 1 1 0

R.VAMQDATAQ

MAMLQFISSGLP

K.V Dimethyl: 1, 22

12507 true 3346 2394.298 2393.2965 1 -2.4 155.33 38.67 91.1 (M:91.1) 1 1 0

K.VGRPSNIGQAQ

PIIDQLAEEAR.A Dimethyl:2H(4): 1



12508 true 3021 2394.3123 2393.3005 1 1.89 225.04 37.33 47.1 (M:47.1) 1 1 0

R.LRPSPPDAPSFS

QGLENPALLR.E Dimethyl:2H(4): 1

12509 true 1184 2396.0857 2395.0797 1 -0.55 155.38 27.17 72.7 (M:72.7) 3 1 0

R.SHTGERPFQCN

QCGASFTQK.G

Carbamidomethyl: 10, 13; Dimethyl: 

1, 20

12510 true 1184 2396.0857 2395.0797 1 -0.55 155.38 27.17 72.7 (M:72.7) 3 1 0

R.SHTGERPFQCN

QCGASFTQK.G

Carbamidomethyl: 10, 13; Dimethyl: 

1, 20

12511 false 3008 2397.2111 2396.2475 1 -18.23 256.03 45 16.2 (M:16.2) 1 2 1

K.VSGLKILNAGLE

DSGEYTFEVK.N Dimethyl: 22

12512 true 3008 2397.2111 2396.2274 1 -9.84 241.42 45 70.7 (M:70.7) 1 1 0

R.EVAAFAQFGSD

LDAATQQLLNR.G Dimethyl:2H(4): 1

12513 true 2715 2399.2477 2398.2202 1 8.42 171.04 36.5 126.2 (M:126.2) 3 1 1

R.KDLYANTVLSG

GTTMYPGIADR.

M Dimethyl: 1, 1

12514 true 2715 2399.2477 2398.2202 1 8.42 171.04 36.5 126.2 (M:126.2) 3 1 1

R.KDLYANTVLSG

GTTMYPGIADR.

M Dimethyl: 1, 1



12515 true 2778 2400.2655 2399.2172 1 17.12 149.57 36.83 47.2 (M:47.2) 1 1 0

K.FHDPDSAVVAQ

HLTNTVFVDR.A Dimethyl:2H(4): 1

12516 true 3537 2401.205 2400.1856 1 5.07 203.51 42.67 85.5 (M:85.5) 1 1 0

K.NVDNLSQAMA

ELSNLHAYNLR.V Dimethyl: 1

12517 true 1780 2402.2669 2401.2424 1 7.17 197.48 31.33 49.5 (M:49.5) 1 1 1

K.DHQTISIQEMP

EKAPAGQLPR.S Dimethyl: 1, 13

12518 true 3756 2402.2715 2401.2729 1 -3.6 115.73 41.33 20.3 (M:20.3) 1 1 0

K.HQILEQAVEDY

AETVHQLSK.T Dimethyl:2H(4): 1, 20

12519 true 1185 2404.1336 2403.13 1 -1.5 180.12 27.17 80.5 (M:80.5) 2 1 0

R.SHTGERPFQCN

QCGASFTQK.G

Carbamidomethyl: 10, 13; 

Dimethyl:2H(4): 1, 20

12520 true 1185 2404.1336 2403.13 1 -1.5 180.12 27.17 80.5 (M:80.5) 2 1 0

R.SHTGERPFQCN

QCGASFTQK.G

Carbamidomethyl: 10, 13; 

Dimethyl:2H(4): 1, 20

12521 true 2535 2404.3165 2403.306 1 1.36 124.15 36.83 70.4 (M:70.4) 1 1 0

K.SADSVLSPHPSS

NLSLPLAQPVR.S Dimethyl:2H(4): 1



12522 true 3538 2405.2307 2404.2107 1 5.27 226.9 42.67 97.5 (M:97.5) 1 1 0

K.NVDNLSQAMA

ELSNLHAYNLR.V Dimethyl:2H(4): 1

12523 true 3050 2405.3416 2404.3254 1 3.72 142.04 38.17 122.9 (M:122.9) 4 1 0

K.AFIGKPAPDFTA

TAVMPDGQFK.D Dimethyl:2H(4): 1, 5, 22

12524 true 2716 2407.3003 2406.2705 1 9.36 250.93 36.33 134.2 (M:134.2) 4 1 1

R.KDLYANTVLSG

GTTMYPGIADR.

M Dimethyl:2H(4): 1, 1

12525 true 2716 2407.3003 2406.2705 1 9.36 250.93 36.33 134.2 (M:134.2) 4 1 1

R.KDLYANTVLSG

GTTMYPGIADR.

M Dimethyl:2H(4): 1, 1

12526 true 2679 2408.2536 2407.2321 1 5.87 193.41 41.33 71.9 (M:71.9) 1 1 0

K.ALLYEDPFLDLT

GHSSNSQLR.R Dimethyl:2H(4): 1

12527 true 1840 2409.3607 2408.3453 1 3.38 374.54 31 57.2 (M:57.2) 1 1 0

K.HDTGQSTEVKP

VQNGSQIFIK.E Dimethyl:2H(4): 1, 10, 21

12528 true 1781 2410.318 2409.2926 1 7.51 218.29 31.33 34.3 (M:34.3) 1 1 1

K.DHQTISIQEMP

EKAPAGQLPR.S Dimethyl:2H(4): 1, 13



12529 true 591 2411.9729 2410.9759 1 -4.23 140.09 24.5 260.3 (M:260.3) 2 1 0

R.GGGGGGYGSG

GSSYGSGGGSYGS

GGGGGGGR.G Dimethyl: 1

12530 true 3440 2412.3056 2411.2809 1 7.25 153.31 41.17 47.5 (M:47.5) 1 1 0

R.ISGETIFVTAQH

EATAGIIGVNR.K Dimethyl: 1

12531 true 346 2413.1488 2412.1303 1 4.65 102.68 21.5 40.0 (M:40.0) 2 1 0

R.SHTGERPFHCN

QCGASFTQK.G

Carbamidomethyl: 10, 13; 

Dimethyl:2H(4): 1, 20

12532 true 2775 2415.1418 2414.1536 1 -7.89 139.48 41.83 91.5 (M:91.5) 1 1 0

K.AQSSQDAVSS

MNLFDLGGQYLR.

V Dimethyl: 1

12533 true 2775 2415.1418 2414.1536 1 -7.89 139.48 41.83 91.5 (M:91.5) 1 1 0

K.AQSSQDAVSS

MNLFDLGGQYLR.

V Dimethyl: 1

12534 true 3007 2415.431 2414.4236 1 0.04 136.8 44.5 90.3 (M:90.3) 1 1 0

R.SLLIIPNTLAVNA

AQDATDLVAK.L Dimethyl:2H(4): 1, 23

12535 true 592 2415.9966 2415.001 1 -4.81 150.51 24.5 280.4 (M:280.4) 2 1 0

R.GGGGGGYGSG

GSSYGSGGGSYGS

GGGGGGGR.G Dimethyl:2H(4): 1



12536 true 3441 2416.3306 2415.306 1 7.17 267.72 41.17 54.1 (M:54.1) 1 1 0

R.ISGETIFVTAQH

EATAGIIGVNR.K Dimethyl:2H(4): 1

12537 true 3081 2417.2689 2416.2647 1 -1.28 186.57 45.5 86.1 (M:86.1) 1 1 0

R.SGETEDTFIADL

VVGLCTGQIK.T

Carbamidomethyl: 17; 

Dimethyl:2H(4): 1, 22

12538 true 1028 2418.3106 2417.2866 1 6.91 191.77 27.67 38.9 (M:38.9) 1 1 0

R.DLPPPPPPDRP

HSIGADARPQR.R Dimethyl:2H(4): 1

12539 true 2776 2419.16 2418.1787 1 -10.73 163.96 41.83 144.7 (M:144.7) 1 1 0

K.AQSSQDAVSS

MNLFDLGGQYLR.

V Dimethyl:2H(4): 1

12540 true 2776 2419.16 2418.1787 1 -10.73 163.96 41.83 144.7 (M:144.7) 1 1 0

K.AQSSQDAVSS

MNLFDLGGQYLR.

V Dimethyl:2H(4): 1

12541 true 3477 2421.2226 2420.2118 1 1.44 239.86 39.33 91.3 (M:91.3) 3 1 0

K.HVSSCSAPAPLT

AAEQELQQIR.I Carbamidomethyl: 5; Dimethyl: 1

12542 true 3317 2421.2945 2420.27 1 7.11 203.96 40.33 34.9 (M:34.9) 1 1 0

R.LTLYDIAHTPGV

AADLSHIETR.A Dimethyl: 1



12543 true 2552 2422.1543 2421.1361 1 4.48 250.15 40.17 53.6 (M:53.6) 1 1 0

K.GYFSNNIAPVEF

TQENPFCR.F

Carbamidomethyl: 19; 

Dimethyl:2H(4): 1

12544 true 3846 2423.2219 2422.196 1 7.69 176.04 43 45.4 (M:45.4) 1 1 0

R.LMGPGLPGQE

AMSVAVMGGP

WPGR.L Dimethyl: 1

12545 true 3478 2425.2491 2424.2369 1 2.02 260.48 39.33 145.0 (M:145.0) 1 1 0

K.HVSSCSAPAPLT

AAEQELQQIR.I

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

12546 true 2256 2426.2555 2425.2741 1 -10.64 160.63 31.5 37.6 (M:37.6) 1 1 0

R.IYDLSKPEAEPD

VVSGHTSGIK.K Dimethyl: 1, 6, 22

12547 true 3043 2427.1945 2426.19 1 -1.16 210.51 38.67 84.1 (M:84.1) 1 1 0

R.TPEQCPSVVSLL

SESYNPHVR.Y Carbamidomethyl: 5; Dimethyl: 1

12548 true 3211 2431.217 2430.193 1 6.9 234.38 39.83 43.8 (M:43.8) 1 1 0

R.SFDIPPPPMQS

DHPFFSTISK.D Dimethyl: 1, 21

12549 true 3916 2431.271 2430.2561 1 3.14 173.69 43.5 90.3 (M:90.3) 1 1 0

K.VEPGSTCAVFG

LGGVGLATVMGC

K.A

Carbamidomethyl: 7, 23; 

Dimethyl:2H(4): 1, 24



12550 true 2809 2435.1937 2434.1765 1 4.07 115.22 34.17 51.3 (M:51.3) 1 1 0

K.VVNAAHSFYNG

TTTLPISDEDR.T Dimethyl: 1

12551 true 2229 2436.1876 2435.1875 1 -2.95 61.23 34.33 33.9 (M:33.9) 1 1 0

K.ISPYMSGDVTN

LQLQPSHCTR.T

Carbamidomethyl: 19; 

Dimethyl:2H(4): 1

12552 true 2854 2437.237 2436.2325 1 -1.16 151.5 42.67 83.0 (M:83.0) 1 1 0

R.FDGALNVDLTE

FQTNLVPYPR.I Dimethyl: 1

12553 true 2854 2437.237 2436.2325 1 -1.16 151.5 42.67 83.0 (M:83.0) 1 1 0

R.FDGALNVDLTE

FQTNLVPYPR.I Dimethyl: 1

12554 true 2854 2437.237 2436.2325 1 -1.16 151.5 42.67 83.0 (M:83.0) 1 1 0

R.FDGALNVDLTE

FQTNLVPYPR.I Dimethyl: 1

12555 false 2854 2437.237 2436.2686 1 -15.96 150 42.67 19.8 (M:19.8) 1 3 1

R.LASYLDKVQALE

EANNDLENK.I Dimethyl:2H(4): 7; Dimethyl: 21

12556 false 2854 2437.237 2436.2785 1 -20.02 216.16 42.67 27.3 (M:27.3) 1 94.23 2 1

K.DVIVEKDQSLSE

SESSLIENK.T Dimethyl:2H(4): 1; Dimethyl: 6, 21



12557 true 2035 2438.2949 2437.2965 1 -3.67 89.83 33 24.2 (M:24.2) 1 1 0

R.LEAHKPQQIPID

STVSFGASTR.A Dimethyl: 1, 5

12558 true 3740 2439.225 2438.1909 1 11 145.24 42 23.5 (M:23.5) 1 70.24 1 0

R.LMGPGLPGQE

AMSVAVMGGP

WPGR.L Oxidation: 2; Dimethyl: 1

12559 true 3212 2439.2672 2438.2432 1 6.85 197.96 39.83 56.9 (M:56.9) 1 1 0

R.SFDIPPPPMQS

DHPFFSTISK.D Dimethyl:2H(4): 1, 21

12560 true 2575 2439.376 2438.3719 1 -1.33 46.48 37.17 29.2 (M:29.2) 1 1 1

K.DVIPITDSPIVV

QQHMLPPKR.F Dimethyl: 1, 20

12561 true 2880 2440.2558 2439.2042 1 18.16 117.33 43 34.8 (M:34.8) 1 1 0

R.EEPQSPLDYFIG

GCATGAVLGAR.A

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

12562 true 1919 2441.1996 2440.2045 1 -5 243.01 31.33 56.1 (M:56.1) 1 1 1

R.THMQDLKDVT

NNVHYENYR.S Dimethyl:2H(4): 1, 7

12563 true 2841 2441.2585 2440.2576 1 -2.61 158.98 42.67 76.4 (M:76.4) 1 1 0

R.FDGALNVDLTE

FQTNLVPYPR.I Dimethyl:2H(4): 1



12564 true 2841 2441.2585 2440.2576 1 -2.61 158.98 42.67 76.4 (M:76.4) 1 1 0

R.FDGALNVDLTE

FQTNLVPYPR.I Dimethyl:2H(4): 1

12565 true 2841 2441.2585 2440.2576 1 -2.61 158.98 42.67 76.4 (M:76.4) 1 1 0

R.FDGALNVDLTE

FQTNLVPYPR.I Dimethyl:2H(4): 1

12566 true 1789 2442.1656 2441.1645 1 -2.54 150.15 29.5 133.9 (M:133.9) 1 1 0

K.VLHEAEGHIVTC

ETNTGEVYR.G Carbamidomethyl: 12; Dimethyl: 1

12567 true 963 2443.1977 2442.1849 1 2.26 200.27 27.67 20.7 (M:20.7) 1 1 1

R.GGQVNLDMED

HRDEEYVKPK.S Dimethyl: 1, 18, 20

12568 true 377 2445.165 2444.1602 1 -1.01 79.54 24.83 45.9 (M:45.9) 1 1 0

R.STTSDTASEKPN

PSHSTGAVQMR.I Dimethyl: 1, 10

12569 true 1790 2446.1903 2445.1896 1 -2.7 177.89 29.5 147.8 (M:147.8) 1 1 0

K.VLHEAEGHIVTC

ETNTGEVYR.G

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1

12570 true 2036 2446.3442 2445.3467 1 -4.03 108.45 33 67.1 (M:67.1) 1 1 0

R.LEAHKPQQIPID

STVSFGASTR.A Dimethyl:2H(4): 1, 5



12571 true 2048 2446.3802 2445.3591 1 5.63 214.48 32.67 35.6 (M:35.6) 1 1 1

K.LKEHVEVVQQQ

TPGLTSEVLR.T Dimethyl: 1, 2

12572 true 3045 2447.353 2446.3447 1 0.43 135.36 45 96.1 (M:96.1) 1 1 0

K.TLIVNNLSYAAS

EETLQELFK.K Dimethyl:2H(4): 1, 21

12573 true 2703 2451.1238 2450.1675 1 -20.79 139.59 41.17 59.3 (M:59.3) 1 1 0

K.ETVTVLPGSSYF

SSDESFAMIR.G Dimethyl: 1

12574 true 1216 2452.2803 2451.2142 1 23.96 448.36 28.17 61.5 (M:61.5) 1 1 0

R.NHESSQPAAPS

QAPSPTPAPSLPR

.H Dimethyl: 1

12575 true 378 2453.2111 2452.2104 1 -2.66 149.35 24.83 65.9 (M:65.9) 1 1 0

R.STTSDTASEKPN

PSHSTGAVQMR.I Dimethyl:2H(4): 1, 10

12576 true 2395 2453.2591 2452.2387 1 5.34 116.38 38.83 63.7 (M:63.7) 1 1 0

K.AIAGVINQPYY

NYEAGADAVLGR.

T Dimethyl: 1

12577 true 2195 2454.4072 2453.4093 1 -3.84 189.83 32.33 16.6 (M:16.6) 1 1 1

K.LKEHVEVVQQQ

TPGLTSEVLR.T Dimethyl:2H(4): 1, 2



12578 true 2704 2455.1513 2454.1926 1 -19.8 153.24 41.17 91.7 (M:91.7) 1 1 0

K.ETVTVLPGSSYF

SSDESFAMIR.G Dimethyl:2H(4): 1

12579 false 3421 2455.2612 2454.2981 1 -17.99 213.99 39.17 18.1 (M:18.1) 1 2 1

K.IFFQELSEYMGL

PNLNARLK.D Oxidation: 10; Dimethyl: 1, 20

12580 true 3421 2455.2612 2454.2505 1 1.4 204.16 39.17 92.0 (M:92.0) 1 1 0

K.IEEFLEQTLCPPT

YPHLSPK.Y

Carbamidomethyl: 10; Dimethyl: 1, 

20

12581 true 964 2455.275 2454.2602 1 3.05 186.91 27.67 23.1 (M:23.1) 1 1 1

R.GGQVNLDMED

HRDEEYVKPK.S Dimethyl:2H(4): 1, 18, 20

12582 true 1291 2455.3525 2454.2933 1 21.18 247.95 28.33 38.6 (M:38.6) 1 1 1

R.YLTEHPDPNNE

NIVGYNNKK.C Dimethyl:2H(4): 1, 19, 20

12583 true 641 2456.2226 2455.237 1 -8.82 25.83 16.5 (M:16.5) 1 50 1 1

R.LAKAAFDDAIA

ELDTLSEESYK.D Dimethyl: 1, 3

12584 true 2351 2456.3204 2455.2979 1 6.19 199.23 32 18.5 (M:18.5) 1 1 1

R.CASCPYLGMPA

FKPGEKILLK.E

Carbamidomethyl: 1, 4; 

Dimethyl:2H(4): 1; Oxidation: 9; 

Dimethyl: 13



12585 true 2396 2457.2871 2456.2638 1 6.54 173.16 38.83 57.8 (M:57.8) 1 1 0

K.AIAGVINQPYY

NYEAGADAVLGR.

T Dimethyl:2H(4): 1

12586 true 1409 2458.3357 2457.334 1 -2.27 74.52 29.83 35.0 (M:35.0) 1 1 1

R.QLHEAVTNTSV

PVQNAVDVPKR.

D Dimethyl: 1, 21

12587 true 2124 2459.2101 2458.2225 1 -7.97 200.08 33 16.6 (M:16.6) 1 1 0

R.GGAEVQMYAP

DVPQMHVVDHS

K.G Dimethyl:2H(4): 1, 22

12588 true 1025 2463.1976 2462.19 1 0.15 280.82 27.33 49.8 (M:49.8) 1 1 0

K.AKPPESKPEQN

GMPEYYGNSR.L Dimethyl: 1, 2, 7

12589 true 3145 2463.2909 2462.2951 1 -4.69 130.66 39.17 43.1 (M:43.1) 1 1 1

K.QDLPNAMNAA

EITDKLGLHSLR.H Dimethyl: 1, 15

12590 true 3422 2463.3094 2462.3007 1 0.57 205.09 39.17 72.2 (M:72.2) 1 1 0

K.IEEFLEQTLCPPT

YPHLSPK.Y

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 20

12591 true 2616 2466.1855 2465.1691 1 3.69 236.15 45.33 61.7 (M:61.7) 1 1 0

R.YIECYIAEQNM

VSVAVGCATR.D

Carbamidomethyl: 4, 18; 

Dimethyl:2H(4): 1



12592 true 1068 2467.1024 2466.0362 1 23.88 222.88 28.17 44.9 (M:44.9) 1 1 1

K.AGCECLNESDE

HGFDNCLRK.D

Carbamidomethyl: 3, 5, 17; 

Dimethyl: 1, 20

12593 true 3276 2467.2217 2466.2151 1 -0.27 178.07 39 27.5 (M:27.5) 1 1 0

R.SSFSASAAQPSP

GFLALTEPCGPR.

A

Carbamidomethyl: 21; 

Dimethyl:2H(4): 1

12594 true 4030 2467.4001 2466.4048 1 -4.83 208.23 45 60.6 (M:60.6) 1 1 0

R.IIDIVPASFSVLS

PANPVCIYK.Y

Carbamidomethyl: 19; 

Dimethyl:2H(4): 1, 22

12595 true 2166 2468.1369 2467.1049 1 10 238.43 33.17 52.6 (M:52.6) 1 1 0

K.ACEFAGYQCQI

QFGPHNEQK.H

Carbamidomethyl: 2, 9; Dimethyl: 1, 

20

12596 true 2824 2471.2614 2470.2129 1 16.68 186.97 37.17 111.3 (M:111.3) 1 1 0

R.ESPFSTSASPLLS

GSQHFDVPPR.R Dimethyl: 1

12597 true 2435 2471.2931 2470.2605 1 10.26 173.51 34.5 72.9 (M:72.9) 1 1 1

R.QLFHPEQLITGK

EDAANNYAR.G Dimethyl: 1, 12

12598 true 2435 2471.2931 2470.2605 1 10.26 173.51 34.5 72.9 (M:72.9) 1 1 1

R.QLFHPEQLITGK

EDAANNYAR.G Dimethyl: 1, 12



12599 true 3146 2471.353 2470.3454 1 0.17 188.58 39.17 67.1 (M:67.1) 1 1 1

K.QDLPNAMNAA

EITDKLGLHSLR.H Dimethyl:2H(4): 1, 15

12600 true 3483 2474.1694 2473.144 1 7.35 196.05 40.5 70.5 (M:70.5) 1 1 0

R.LVTSPCCIVTST

YGWTANMER.I Carbamidomethyl: 6, 7; Dimethyl: 1

12601 true 1188 2474.195 2473.2251 1 -15.11 126.3 27 43.7 (M:43.7) 1 1 0

K.GINKPGYGPPN

HPEAGFHTNGTR.

Q Dimethyl: 1, 4

12602 true 1026 2475.2693 2474.2653 1 -1.35 237.03 27.33 61.2 (M:61.2) 1 1 0

K.AKPPESKPEQN

GMPEYYGNSR.L Dimethyl:2H(4): 1, 2, 7

12603 true 3484 2478.1935 2477.1691 1 6.92 257.8 40.5 78.7 (M:78.7) 1 1 0

R.LVTSPCCIVTST

YGWTANMER.I

Carbamidomethyl: 6, 7; 

Dimethyl:2H(4): 1

12604 true 1506 2478.3434 2477.3344 1 0.69 198.17 30 17.9 (M:17.9) 1 1 0

K.AVTTNYKPVAN

HQYNIEYEK.K Dimethyl:2H(4): 1, 7, 20

12605 true 2436 2479.3454 2478.3107 1 11.08 259.87 34.5 89.7 (M:89.7) 1 1 1

R.QLFHPEQLITGK

EDAANNYAR.G Dimethyl:2H(4): 1, 12



12606 true 2436 2479.3454 2478.3107 1 11.08 259.87 34.5 89.7 (M:89.7) 1 1 1

R.QLFHPEQLITGK

EDAANNYAR.G Dimethyl:2H(4): 1, 12

12607 true 3473 2480.4045 2479.3839 1 5.38 177.44 40 18.1 (M:18.1) 1 1 1

R.KPEELKDLAPGT

NPPFLLFNR.E Dimethyl: 1, 1, 6

12608 true 3843 2481.1839 2480.1691 1 3.02 216.45 43 98.4 (M:98.4) 4 1 0

-

.MMPSGSLSMPP

PPNPAAYFPPPR.

V Acetyl: 1

12609 true 1189 2482.2378 2481.2753 1 -18.06 246.96 27 25.4 (M:25.4) 1 1 0

K.GINKPGYGPPN

HPEAGFHTNGTR.

Q Dimethyl:2H(4): 1, 4

12610 true 341 2485.1046 2484.1054 1 -3.28 91.94 23.17 112.2 (M:112.2) 2 1 0

K.SGYNQHQSSYG

HSQQSYQSQK.G Dimethyl: 1, 21

12611 true 2592 2489.2203 2488.1946 1 7.38 125.43 37.5 43.1 (M:43.1) 1 1 0

R.EQTMHTPVM

MQTPQLTSTIMR.

E Dimethyl: 1

12612 true 2920 2489.2679 2488.2576 1 1.22 177.08 43.5 41.2 (M:41.2) 1 1 0

K.TEDPDLPAFYFD

PLINPISHR.H Dimethyl:2H(4): 1



12613 true 1557 2490.259 2489.2407 1 4.45 179.57 29.5 30.9 (M:30.9) 1 1 1

R.KSEYTQPTPIQC

QGVPVAMSGR.D Carbamidomethyl: 12; Dimethyl: 1, 1

12614 true 1554 2492.2421 2491.2253 1 3.82 210.13 28.33 63.9 (M:63.9) 1 1 1

K.DKLESEMEDAY

HEHQANLLR.Q Dimethyl:2H(4): 1, 2

12615 true 3442 2492.4904 2491.4592 1 9.6 223.47 40 51.5 (M:51.5) 2 1 1

R.KPEELKDLAPGT

NPPFLLFNR.E Dimethyl:2H(4): 1, 1, 6

12616 true 943 2493.155 2492.1556 1 -3.18 166.97 24.17 122.5 (M:122.5) 2 1 0

K.SGYNQHQSSYG

HSQQSYQSQK.G Dimethyl:2H(4): 1, 21

12617 true 2593 2493.2392 2492.2197 1 4.88 125.88 37.5 40.8 (M:40.8) 1 1 0

R.EQTMHTPVM

MQTPQLTSTIMR.

E Dimethyl:2H(4): 1

12618 true 2102 2495.2224 2494.2261 1 -4.42 139.46 34.33 82.8 (M:82.8) 1 1 1

R.YADLTEDQLPT

CESLKDTIAR.A

Carbamidomethyl: 12; Dimethyl: 1, 

16

12619 true 2775 2495.3487 2494.3375 1 1.59 174.92 42.17 54.3 (M:54.3) 1 1 1

K.QDLPNAMAISE

MTDKLGLQSLR.N Dimethyl:2H(4): 1, 15



12620 true 1019 2496.2333 2495.2343 1 -3.3 129.96 27.67 91.5 (M:91.5) 1 1 0

R.YGQPDSIGTAP

THPASAAGASAP

SPR.I Dimethyl:2H(4): 1

12621 true 2225 2496.2982 2495.2707 1 8.12 177.31 36.83 106.4 (M:106.4) 1 1 0

R.LAELEEFINGPN

NAHIQQVGDR.C Dimethyl:2H(4): 1

12622 true 3858 2497.1681 2496.164 1 -1.28 170.43 42.83 21.0 (M:21.0) 1 50 1 0

-

.MMPSGSLSMPP

PPNPAAYFPPPR.

V Acetyl: 1; Oxidation: 1

12623 true 1988 2498.2949 2497.2909 1 -1.31 205.57 31 50.1 (M:50.1) 2 1 1

R.KSEYTQPTPIQC

QGVPVAMSGR.D

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 1

12624 true 1502 2501.1643 2500.1845 1 -10.99 107.21 30.33 32.0 (M:32.0) 1 1 1

K.IYHLPDAESDED

EDFKEQTR.L Dimethyl:2H(4): 1, 16

12625 true 2968 2501.326 2500.2962 1 8.99 185.85 38.33 101.1 (M:101.1) 1 1 0

K.VTSVVFHPSQD

LVFSASPDATIR.I Dimethyl: 1

12626 true 2830 2502.2092 2501.2003 1 0.68 150.89 42.33 62.9 (M:62.9) 1 1 0

R.INNEIDQLMNQ

MQQIETQQR.K Dimethyl: 1



12627 true 1553 2502.3379 2501.349 1 -7.32 234.58 29.67 26.9 (M:26.9) 1 74.73 1 0

K.HGEVCPAGWK

PGSDTIKPDVQK.

S

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 10, 22

12628 true 2103 2503.2757 2502.2763 1 -3.14 185.7 34.17 92.8 (M:92.8) 1 1 1

R.YADLTEDQLPT

CESLKDTIAR.A

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 16

12629 true 2565 2504.2619 2503.2399 1 5.89 215.59 40.33 61.0 (M:61.0) 1 1 0

R.YFEITDESPYVH

YLNTFSSK.E Dimethyl:2H(4): 1, 20

12630 true 2969 2505.3492 2504.3213 1 8.23 231 38.33 92.0 (M:92.0) 1 1 0

K.VTSVVFHPSQD

LVFSASPDATIR.I Dimethyl:2H(4): 1

12631 true 1420 2506.0997 2505.1053 1 -5.15 138.35 30 24.6 (M:24.6) 1 1 1

R.CHEFVTFSCPG

ADKGPASDDPR.S

Carbamidomethyl: 1, 9; Dimethyl: 1, 

14

12632 true 2804 2506.2305 2505.2254 1 -0.83 171.8 42.33 105.6 (M:105.6) 1 1 0

R.INNEIDQLMNQ

MQQIETQQR.K Dimethyl:2H(4): 1

12633 true 3885 2507.31 2506.285 1 7.09 261.83 43.17 63.7 (M:63.7) 1 1 0

R.ACPAIASSPEEA

AQLVSALHSLTR.

H Carbamidomethyl: 2; Dimethyl: 1



12634 true 2921 2508.2152 2507.2027 1 2.06 148.29 43.5 157.1 (M:157.1) 1 1 0

K.DFSALESQLQD

TQELLQEETR.L Dimethyl: 1

12635 true 2634 2509.4506 2508.4232 1 8.03 197.25 40.83 42.7 (M:42.7) 1 1 0

R.IVAFADAAVDPI

DFPIAPAHAVPK.I Dimethyl:2H(4): 1, 24

12636 true 3886 2511.3307 2510.3101 1 5.32 298.76 43.17 50.8 (M:50.8) 1 1 0

R.ACPAIASSPEEA

AQLVSALHSLTR.

H

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

12637 true 2966 2511.3627 2510.3493 1 2.46 161.69 44 41.0 (M:41.0) 1 1 0

K.TDQVIQSLIALV

NDPQPEHPLR.A Dimethyl: 1

12638 true 2905 2512.2323 2511.2278 1 -1.14 158.8 43.5 157.2 (M:157.2) 1 1 0

K.DFSALESQLQD

TQELLQEETR.L Dimethyl:2H(4): 1

12639 true 2909 2515.3529 2514.3744 1 -11.43 189.47 44 63.5 (M:63.5) 1 1 0

K.TDQVIQSLIALV

NDPQPEHPLR.A Dimethyl:2H(4): 1

12640 true 2315 2518.2493 2517.2322 1 3.89 153.57 38 91.1 (M:91.1) 1 1 0

K.NSPGQYIQCFT

VQPVLEEQPR.F Carbamidomethyl: 9; Dimethyl: 1



12641 true 1555 2518.3683 2517.305 1 22.25 207.07 29.83 32.2 (M:32.2) 1 1 0

K.HGEVCPAGWK

PGSDTIKPDVQK.

S

Carbamidomethyl: 5; Dimethyl: 1, 

10, 17, 22

12642 true 3022 2521.1864 2520.2138 1 -13.75 232.8 46 93.3 (M:93.3) 1 1 0

K.MQLQEQLQAE

AELCAEAEEIR.A

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

12643 true 2316 2522.2691 2521.2573 1 1.79 214.73 38.17 108.3 (M:108.3) 1 1 0

K.NSPGQYIQCFT

VQPVLEEQPR.F

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

12644 true 2659 2523.0328 2522.0636 1 -15.07 133.67 33.33 161.2 (M:161.2) 5 1 0

R.GFGDGYNGYG

GGPGGGNFGGSP

GYGGGR.G Dimethyl: 1

12645 true 2660 2527.0554 2526.0887 1 -16.04 220.37 33.33 174.8 (M:174.8) 5 1 0

R.GFGDGYNGYG

GGPGGGNFGGSP

GYGGGR.G Dimethyl:2H(4): 1

12646 true 2948 2528.2867 2527.2806 1 -0.47 197.74 44.17 68.4 (M:68.4) 1 1 0

M.ALTSFLPAPTQ

LSQDQLELEER.A Acetyl: 1

12647 true 2742 2530.1401 2529.1645 1 -12.51 179.63 33.83 41.8 (M:41.8) 1 1 1

K.LSALDYHNPGG

FNCRDETEFR.N

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1



12648 true 1340 2532.3087 2531.289 1 4.92 118.65 27.33 41.9 (M:41.9) 1 65.94 1 1

K.LMELHGEGGG

AGKPSGDEAGAK

VER.A Dimethyl:2H(4): 1, 22; Oxidation: 2

12649 true 3742 2532.495 2531.4826 1 2.02 128.16 41.17 18.5 (M:18.5) 1 1 1

R.IILITPPPLQESA

WEKECLAK.G

Carbamidomethyl: 18; 

Dimethyl:2H(4): 1, 16, 21

12650 true 2457 2534.3498 2533.3338 1 3.45 193.19 39.33 44.0 (M:44.0) 1 1 1

K.YLECSALQQEGI

KEVFTEAVR.A

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 13

12651 true 1595 2534.4185 2533.4054 1 2.31 222.48 29.83 62.3 (M:62.3) 1 1 0

K.HGEVCPAGWK

PGSDTIKPDVQK.

S

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 10, 17, 22

12652 true 1367 2536.2618 2535.2751 1 -8.14 152.22 27.33 95.8 (M:95.8) 1 1 1

K.LMELHGEGGG

AGKPSGDEAGAK

VER.A Dimethyl: 1, 13, 22

12653 true 2798 2536.3148 2535.3003 1 2.84 181.16 42.17 82.3 (M:82.3) 1 1 0

K.GGVAEVEIEDS

VISLTGPHCIIGR.T Carbamidomethyl: 20; Dimethyl: 1

12654 true 1032 2540.158 2539.1299 1 8.22 224.43 27.83 61.5 (M:61.5) 1 1 1

R.QRGDEQCHYY

AGGQVYPGEAAR

.V Carbamidomethyl: 7; Dimethyl: 1



12655 true 530 2540.2599 2539.259 1 -2.51 382.36 25.33 36.7 (M:36.7) 1 1 0

K.QEHPHNDSEL

MHVKPQHEQR.K Dimethyl:2H(4): 1, 14

12656 true 2755 2540.3453 2539.3254 1 4.96 220.77 42.17 92.8 (M:92.8) 1 1 0

K.GGVAEVEIEDS

VISLTGPHCIIGR.T

Carbamidomethyl: 20; 

Dimethyl:2H(4): 1

12657 true 3810 2542.3363 2541.3301 1 -0.43 97.41 42.17 39.7 (M:39.7) 1 1 0

R.NVPGFLPTNDL

TQPTGFLAQPMK

.Q Dimethyl: 1, 23

12658 true 1033 2544.1663 2543.155 1 1.6 273.48 27.83 75.9 (M:75.9) 1 1 1

R.QRGDEQCHYY

AGGQVYPGEAAR

.V

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

12659 true 3313 2546.1861 2545.2119 1 -12.99 158.48 39.17 15.1 (M:15.1) 1 1 1

K.GDTPLELTDDC

SLALVWKNNER.L Carbamidomethyl: 11

12660 true 1341 2548.337 2547.3505 1 -8.12 241.93 27.33 150.5 (M:150.5) 1 1 1

K.LMELHGEGGG

AGKPSGDEAGAK

VER.A Dimethyl:2H(4): 1, 13, 22

12661 true 3811 2550.3878 2549.3803 1 0.05 145.23 42.17 47.7 (M:47.7) 1 1 0

R.NVPGFLPTNDL

TQPTGFLAQPMK

.Q Dimethyl:2H(4): 1, 23



12662 true 2382 2551.2926 2550.3217 1 -14.27 141.9 37.67 58.5 (M:58.5) 1 1 0

R.EATESFASDPIT

YRPVAIALDTK.G Dimethyl: 1, 23

12663 true 1260 2553.1715 2552.168 1 -1.5 232.85 29.17 66.6 (M:66.6) 1 1 0

K.SALGWDHQEE

VQPHASQTDYAR

.G Dimethyl: 1

12664 true 1261 2557.1957 2556.1931 1 -1.86 235.73 29.17 77.1 (M:77.1) 1 1 0

K.SALGWDHQEE

VQPHASQTDYAR

.G Dimethyl:2H(4): 1

12665 true 1368 2564.3319 2563.3454 1 -8.1 123.68 27.33 49.7 (M:49.7) 1 1 1

K.LMELHGEGGG

AGKPSGDEAGAK

VER.A

Dimethyl:2H(4): 1, 13, 22; Oxidation: 

2

12666 true 1191 2565.1124 2564.0986 1 2.52 231.25 28.83 103.8 (M:103.8) 1 1 0

R.QDHPSSMNVY

GQESGGFSGPGE

NR.N Dimethyl: 1

12667 true 3553 2566.5406 2565.5134 1 7.76 209.19 40.67 24.9 (M:24.9) 1 1 0

R.QYLLQLNNPKP

PAVIEDPALLR.W Dimethyl:2H(4): 1, 10

12668 true 1192 2569.1311 2568.1237 1 0.02 222.74 28.83 119.3 (M:119.3) 1 1 0

R.QDHPSSMNVY

GQESGGFSGPGE

NR.N Dimethyl:2H(4): 1



12669 true 1399 2576.2 2575.1849 1 3.05 183.55 29.67 25.8 (M:25.8) 1 1 0

K.TEFACQPHSSPL

YHQPMHPQR.V Carbamidomethyl: 5; Dimethyl: 1

12670 true 489 2579.1471 2578.1361 1 1.48 210.91 25.5 88.6 (M:88.6) 1 1 1

K.EAYPDHTQFDQ

KDPHYDSSSR.K Dimethyl: 1, 12

12671 true 1436 2580.2185 2579.21 1 0.49 157.71 29.67 34.8 (M:34.8) 1 1 0

K.TEFACQPHSSPL

YHQPMHPQR.V

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1

12672 true 539 2582.2425 2581.2378 1 -0.98 208.59 25 27.5 (M:27.5) 1 1 1

K.SHCFNCGSEEH

QIKDCPKPR.N

Carbamidomethyl: 3, 6, 16; 

Dimethyl:2H(4): 1, 14, 18

12673 true 1782 2586.3331 2585.3347 1 -3.43 251.25 32.33 143.9 (M:143.9) 1 1 0

R.SLTAASAALPSA

GAGGAGGTGTA

GAAGPDIR.R Dimethyl:2H(4): 1

12674 true 490 2587.1925 2586.1863 1 -0.39 326.35 25.5 36.2 (M:36.2) 1 1 1

K.EAYPDHTQFDQ

KDPHYDSSSR.K Dimethyl:2H(4): 1, 12

12675 true 1383 2588.2767 2587.2726 1 -1.2 146.63 29.67 125.4 (M:125.4) 1 1 0

K.LVQDVANNTN

EEAGDGTTTATVL

AR.A Dimethyl: 1



12676 true 3008 2588.3327 2587.3282 1 -1.08 167.89 44.5 53.9 (M:53.9) 1 1 0

K.NLSPVVSNELLE

QAFSQFGPVER.A Dimethyl: 1

12677 true 1384 2592.2956 2591.2977 1 -3.62 188.41 29.67 112.3 (M:112.3) 1 1 0

K.LVQDVANNTN

EEAGDGTTTATVL

AR.A Dimethyl:2H(4): 1

12678 true 3009 2592.3646 2591.3533 1 1.53 189.3 44.5 68.1 (M:68.1) 1 1 0

K.NLSPVVSNELLE

QAFSQFGPVER.A Dimethyl:2H(4): 1

12679 true 3390 2595.5381 2594.4845 1 17.85 208.83 39.67 19.2 (M:19.2) 1 60.66 1 0

R.VETGVLKPGMV

VTFAPVNVTTEVK

.S Dimethyl:2H(4): 1, 24; Oxidation: 10

12680 true 2722 2597.2352 2596.2558 1 -10.74 154.98 33.67 73.6 (M:73.6) 1 1 0

R.HTALYSSDADN

PASYSGVIPPPPG

R.I Dimethyl: 1

12681 true 3090 2598.2345 2597.2179 1 3.6 106.25 46.5 26.4 (M:26.4) 2 1 0

K.LCYVALDFEQE

MATAASSSSLEK.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 23; Oxidation: 12

12682 true 3090 2598.2345 2597.2179 1 3.6 106.25 46.5 26.4 (M:26.4) 2 1 0

K.LCYVALDFEQE

MATAASSSSLEK.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 23; Oxidation: 12



12683 false 3009 2598.2384 2597.2179 1 5.11 238.54 45 21.3 (M:21.3) 1 45.01 2 0

K.LCYVALDFEQE

MATAASSSSLEK.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Oxidation: 12

12684 false 3009 2598.2384 2597.2179 1 5.11 238.54 45 21.3 (M:21.3) 1 45.01 2 0

K.LCYVALDFEQE

MATAASSSSLEK.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1; Oxidation: 12

12685 true 1899 2599.2802 2598.2827 1 -3.76 236.28 31.33 19.2 (M:19.2) 1 1 0

R.TSRPENPVIYNN

NEDFHIGQAK.V Dimethyl: 1, 22

12686 true 3391 2599.4933 2598.4706 1 5.9 294.07 39.67 80.4 (M:80.4) 1 1 0

R.VETGVLKPGMV

VTFAPVNVTTEVK

.S Dimethyl: 1, 7, 24

12687 true 3176 2601.2428 2600.2442 1 -3.32 135.99 36.83 109.8 (M:109.8) 1 1 0

R.VLGFPCNQFGH

QENATNEEILR.S Carbamidomethyl: 6; Dimethyl: 1

12688 true 2723 2601.2568 2600.2809 1 -12.07 171.91 33.67 72.2 (M:72.2) 1 1 0

R.HTALYSSDADN

PASYSGVIPPPPG

R.I Dimethyl:2H(4): 1

12689 true 1829 2604.2811 2603.2559 1 6.86 252.41 31.83 73.9 (M:73.9) 1 1 0

K.TVTIENHPHLPP

PPMCSVHPCR.H

Carbamidomethyl: 16, 21; Dimethyl: 

1



12690 true 3148 2605.2678 2604.2693 1 -3.35 173.04 36.83 135.1 (M:135.1) 1 1 0

R.VLGFPCNQFGH

QENATNEEILR.S

Carbamidomethyl: 6; 

Dimethyl:2H(4): 1

12691 true 3092 2606.2135 2605.2292 1 -8.81 199.77 47 72.5 (M:72.5) 2 1 0

K.LCYVALDFEQE

MATAASSSSLEK.

S Carbamidomethyl: 2; Dimethyl: 1, 23

12692 true 3092 2606.2135 2605.2292 1 -8.81 199.77 47 72.5 (M:72.5) 2 1 0

K.LCYVALDFEQE

MATAASSSSLEK.

S Carbamidomethyl: 2; Dimethyl: 1, 23

12693 true 3721 2607.3231 2606.2988 1 6.53 302.15 41.83 56.4 (M:56.4) 1 1 0

K.TLCGTPTYLAPE

VLNSFGTAGYSR.

A

Carbamidomethyl: 3; 

Dimethyl:2H(4): 1

12694 true 1861 2607.3297 2606.3329 1 -4.01 290.92 31.33 55.3 (M:55.3) 1 1 0

R.TSRPENPVIYNN

NEDFHIGQAK.V Dimethyl:2H(4): 1, 22

12695 true 1446 2608.2433 2607.2565 1 -7.84 161.16 30.17 70.2 (M:70.2) 1 1 1

R.NPPAVAQPDFS

SDEEREPTPIGAR.

G Dimethyl: 1

12696 true 1792 2608.3081 2607.281 1 7.58 297.57 31.83 67.0 (M:67.0) 1 1 0

K.TVTIENHPHLPP

PPMCSVHPCR.H

Carbamidomethyl: 16, 21; 

Dimethyl:2H(4): 1



12697 true 1745 2608.316 2607.3203 1 -4.41 233.25 31.67 62.1 (M:62.1) 1 1 1

-

.MEDYHKPDQQT

LQALKDTANR.L Dimethyl:2H(4): 6, 16; Acetyl: 1

12698 true 1735 2610.2988 2609.2908 1 0.3 399.96 31.33 20.1 (M:20.1) 1 1 0

R.IPYQSSMAPSE

PTPVAVTNGHSG

VR.A Dimethyl: 1

12699 true 3392 2611.5649 2610.546 1 4.45 211.99 39.67 98.2 (M:98.2) 1 1 0

R.VETGVLKPGMV

VTFAPVNVTTEVK

.S Dimethyl:2H(4): 1, 7, 24

12700 true 1447 2612.2671 2611.2816 1 -8.32 182.31 30.17 53.4 (M:53.4) 1 1 1

R.NPPAVAQPDFS

SDEEREPTPIGAR.

G Dimethyl:2H(4): 1

12701 true 2330 2612.285 2611.2377 1 15.34 193.33 31.83 50.5 (M:50.5) 1 1 1

R.HFDCAYVYQNE

NEVGEGIQKK.I

Carbamidomethyl: 4; Dimethyl: 1, 

20, 21

12702 true 2587 2613.2117 2612.2323 1 -10.65 128.23 33 51.5 (M:51.5) 1 1 0

R.MVAAATNNLC

EAANAAVQGHAS

EEK.L

Carbamidomethyl: 10; Dimethyl: 1, 

25

12703 true 2565 2613.3654 2612.3686 1 -4.02 208.52 34 38.0 (M:38.0) 1 1 1

R.RAQQGPPEIYS

DTQFPSLQSTAK.L Dimethyl:2H(4): 1, 23



12704 true 2965 2614.2626 2613.2794 1 -9.19 288.95 47 87.1 (M:87.1) 1 1 0

K.LCYVALDFEQE

MATAASSSSLEK.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 23

12705 true 2965 2614.2626 2613.2794 1 -9.19 288.95 47 87.1 (M:87.1) 1 1 0

K.LCYVALDFEQE

MATAASSSSLEK.

S

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1, 23

12706 true 3453 2616.3715 2615.3595 1 1.81 219.5 41.5 60.0 (M:60.0) 1 1 0

R.THTQDAVPLTL

GQEFSGYVQQIK.

Y Dimethyl: 1, 23

12707 true 2588 2621.2676 2620.2825 1 -8.45 143.64 33 48.5 (M:48.5) 1 1 0

R.MVAAATNNLC

EAANAAVQGHAS

EEK.L

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 25

12708 true 2331 2624.3016 2623.313 1 -7.12 156.59 31.83 137.8 (M:137.8) 1 1 1

R.HFDCAYVYQNE

NEVGEGIQKK.I

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 20, 21

12709 true 3454 2624.4274 2623.4097 1 3.96 180.51 41.33 69.3 (M:69.3) 1 1 0

R.THTQDAVPLTL

GQEFSGYVQQIK.

Y Dimethyl:2H(4): 1, 23

12710 true 3145 2629.2424 2628.2602 1 -9.56 231.46 39.67 113.2 (M:113.2) 2 1 0

R.AQASNSMAAS

YPAQQASSASLVA

AYR.A Dimethyl: 1



12711 true 1867 2630.2151 2629.2296 1 -8.3 203.61 29.67 49.9 (M:49.9) 1 1 1

K.AIAHYEQAADY

YKGEESNSSANK.

C Dimethyl: 1, 13, 23

12712 true 3608 2631.4496 2630.4342 1 3.08 170.93 43.33 57.9 (M:57.9) 1 1 0

R.MENILSGNPLL

NLTGPAQPQANF

K.V Dimethyl:2H(4): 1, 24

12713 true 2605 2633.2902 2632.2853 1 -0.92 241.86 34 63.9 (M:63.9) 1 1 0

R.AQASNSMAAS

YPAQQASSASLVA

AYR.A Dimethyl:2H(4): 1

12714 true 2697 2634.4103 2633.3785 1 9.32 234.33 41.33 97.6 (M:97.6) 1 1 0

K.LASLTPGFSGAD

IANVCNEAALIAA

R.H

Carbamidomethyl: 17; 

Dimethyl:2H(4): 1

12715 true 2603 2634.429 2633.3987 1 8.74 143.41 35.17 63.2 (M:63.2) 1 1 0

K.VGEICQITCKPE

YAYGLAGSPPK.I

Carbamidomethyl: 5, 9; 

Dimethyl:2H(4): 1, 10, 23

12716 true 3640 2637.4819 2636.4102 1 24.44 102.4 41.17 16.0 (M:16.0) 1 1 1

R.DVTFVPGLYKIF

DEILVNAADNK.Q Dimethyl: 1, 23

12717 true 789 2640.2666 2639.2589 1 0.17 115.64 26.5 30.6 (M:30.6) 1 1 0

R.YGSALASAGDP

GHPNHPLHASQN

SAR.R Dimethyl: 1



12718 true 3300 2640.3296 2639.3014 1 7.95 133.49 40.33 23.2 (M:23.2) 2 1 0

R.SLSTTNVFACSD

RPTVIYSSNHK.L

Carbamidomethyl: 10; Dimethyl: 1, 

23

12719 true 1524 2641.3092 2640.2842 1 6.71 204.88 28.17 48.8 (M:48.8) 1 1 1

R.HSIYDKAEDQP

AEEIGQHPCPR.L

Carbamidomethyl: 20; 

Dimethyl:2H(4): 1, 6

12720 true 1868 2642.2877 2641.3049 1 -9.27 241.64 29.67 62.8 (M:62.8) 1 1 1

K.AIAHYEQAADY

YKGEESNSSANK.

C Dimethyl:2H(4): 1, 13, 23

12721 true 790 2644.2993 2643.284 1 3.02 178.79 26.5 34.3 (M:34.3) 1 1 0

R.YGSALASAGDP

GHPNHPLHASQN

SAR.R Dimethyl:2H(4): 1

12722 true 3641 2645.4634 2644.4436 1 4.74 159.14 41.33 110.0 (M:110.0) 2 1 0

R.IITITGTQDQIQ

NAQYLLQNSVK.Q Dimethyl: 1, 23

12723 true 3245 2648.3769 2647.3516 1 6.84 239.8 40.33 84.2 (M:84.2) 2 1 0

R.SLSTTNVFACSD

RPTVIYSSNHK.L

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1, 23

12724 true 3048 2653.2947 2652.3071 1 -7.42 217.01 45.5 53.5 (M:53.5) 1 1 0

R.NLSPYVSNELLE

EAFSQFGPVER.A Dimethyl: 1



12725 true 3642 2653.5149 2652.4938 1 5.2 265.99 41.33 103.8 (M:103.8) 2 1 0

R.IITITGTQDQIQ

NAQYLLQNSVK.Q Dimethyl:2H(4): 1, 23

12726 true 2118 2655.2794 2654.2588 1 5.05 183.1 35.17 70.4 (M:70.4) 1 1 0

R.EFAPEQPHPDI

PYQCASVPFAAR.

G Carbamidomethyl: 15; Dimethyl: 1

12727 true 3049 2657.3178 2656.3323 1 -8.18 253.26 45.5 83.0 (M:83.0) 1 1 0

R.NLSPYVSNELLE

EAFSQFGPVER.A Dimethyl:2H(4): 1

12728 true 2506 2659.2611 2658.2356 1 6.84 197.24 39.83 51.6 (M:51.6) 1 1 0

R.QGAEVLQNEE

GETTSHLMGMFY

R.T Dimethyl:2H(4): 1

12729 true 1564 2672.2565 2671.2521 1 -1.09 255.64 29.67 53.1 (M:53.1) 1 1 0

R.HHNQSTAINLN

NPDSQSMHLETR.

L Dimethyl: 1

12730 true 3395 2673.3309 2672.3051 1 6.96 197.44 40.83 47.9 (M:47.9) 1 1 0

R.QQLPTFLQQM

QNPDTLSAMSNP

R.A Dimethyl: 1

12731 true 1812 2674.1008 2673.0932 1 0.11 201.3 31.67 107.7 (M:107.7) 1 1 0

R.SMDSYLNQSYG

MESHGGGGGGG

GGGGNR.F Dimethyl: 1



12732 true 1565 2676.2768 2675.2772 1 -2.86 293.2 29.67 64.4 (M:64.4) 1 1 0

R.HHNQSTAINLN

NPDSQSMHLETR.

L Dimethyl:2H(4): 1

12733 true 3764 2677.3451 2676.3458 1 -2.96 107.04 52.17 17.2 (M:17.2) 1 1 1

R.AAAHGINMYQ

EIGFQKDSQGEYK

.A Dimethyl:2H(4): 1, 16; Dimethyl: 23

12734 true 3361 2677.3501 2676.3302 1 4.73 265.65 40.67 57.1 (M:57.1) 1 1 0

R.QQLPTFLQQM

QNPDTLSAMSNP

R.A Dimethyl:2H(4): 1

12735 true 1813 2678.1274 2677.1183 1 0.67 270.86 31.67 141.8 (M:141.8) 1 1 0

R.SMDSYLNQSYG

MESHGGGGGGG

GGGGNR.F Dimethyl:2H(4): 1

12736 true 23 2684.1522 2683.1594 1 -5.38 221.44 21.33 134.8 (M:134.8) 1 1 1

R.EDGNEEDKEN

QGDETQGQQPP

QR.R Dimethyl: 1, 8

12737 true 3570 2687.3488 2686.3289 1 4.71 230.9 40.83 32.5 (M:32.5) 2 1 0

R.GAGYTFGQDIS

ETFNHANGLTLVS

R.A Dimethyl:2H(4): 1

12738 false 3362 2687.3489 2686.3546 1 -4.82 254.19 40.67 16.3 (M:16.3) 1 2 1

K.SMSCIKVTIDPE

NNTISVWNNGK.

G

Carbamidomethyl: 4; 

Dimethyl:2H(4): 1, 23; Oxidation: 2



12739 true 2074 2688.4018 2687.354 1 15.07 150.65 33.5 19.1 (M:19.1) 1 1 0

K.GRPAPGFHHG

DGPGNAVQEIMI

PASK.A Dimethyl:2H(4): 1; Oxidation: 21

12740 true 1106 2690.5429 2689.5305 1 1.92 282.28 26.83 23.3 (M:23.3) 1 1 0

R.SPRPTSAPAIAQ

SHVPEAAPAKPD

AK.E Dimethyl:2H(4): 1, 22, 26

12741 true 39 2692.2025 2691.2096 1 -5.34 254.54 21.33 94.8 (M:94.8) 1 1 1

R.EDGNEEDKEN

QGDETQGQQPP

QR.R Dimethyl:2H(4): 1, 8

12742 true 3662 2692.3905 2691.3764 1 2.54 234.5 40.33 21.9 (M:21.9) 1 1 0

K.GGLQEGEPMIC

HTLPLPEGFQVVK

.V

Carbamidomethyl: 11; Dimethyl: 1, 

24

12743 true 2778 2695.3046 2694.2931 1 1.55 141.66 42.17 73.2 (M:73.2) 1 1 0

K.GQVSTATFLESC

GVADLITTCYGGR

.N

Carbamidomethyl: 12, 21; 

Dimethyl:2H(4): 1

12744 true 1682 2696.4466 2695.4203 1 7.04 220.24 30.83 36.5 (M:36.5) 1 1 1

K.VAVPSTIHCDHL

IEAQSGGEKDLR.

R

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1, 21

12745 true 2429 2698.4078 2697.4214 1 -7.73 369.88 34.17 36.5 (M:36.5) 1 1 0

R.AEPPNYLQTSQ

AEVLSTKPNYQR.I Dimethyl:2H(4): 1, 18



12746 true 3640 2700.4367 2699.4266 1 1.04 203.71 40.33 50.3 (M:50.3) 1 1 0

K.GGLQEGEPMIC

HTLPLPEGFQVVK

.V

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 24

12747 true 3696 2702.3997 2701.3785 1 5.15 165.41 41.5 72.2 (M:72.2) 1 1 0

K.SATLSTSPACPP

FTPLNFEATPIVR.

V Carbamidomethyl: 10; Dimethyl: 1

12748 true 1904 2703.3567 2702.3486 1 0.31 115.56 32.33 30.4 (M:30.4) 1 1 0

R.QTQSEQIPVGY

QHLSEVCKPYR.V

Carbamidomethyl: 18; Dimethyl: 1, 

19

12749 true 3859 2704.358 2703.3546 1 -1.45 109.62 43 39.9 (M:39.9) 1 1 0

R.CQTAGPVLLTQ

TPICDCLGFGIVR.

G

Carbamidomethyl: 1, 15, 17; 

Dimethyl: 1

12750 true 2258 2704.3679 2703.4014 1 -15.06 125.72 31.5 23.3 (M:23.3) 1 1 0

R.VLRPQVTAVAQ

QNQGDVPEPQD

MK.V Dimethyl: 1, 24

12751 true 2075 2704.4313 2703.4155 1 3.14 151.15 33.67 70.9 (M:70.9) 1 1 0

K.GRPAPGFHHG

DGPGNAVQEIMI

PASK.A Dimethyl:2H(4): 1, 26

12752 true 2400 2706.1493 2705.1585 1 -6.11 127.28 37.83 111.3 (M:111.3) 1 1 0

M.ADELDFTTGD

AGASSTYPMQCS

ALR.K Carbamidomethyl: 21; Acetyl: 1



12753 true 3677 2706.4237 2705.4036 1 4.73 210.96 41.5 72.9 (M:72.9) 1 1 0

K.SATLSTSPACPP

FTPLNFEATPIVR.

V

Carbamidomethyl: 10; 

Dimethyl:2H(4): 1

12754 true 3786 2706.4403 2705.4388 1 -2.13 118.24 41.83 48.3 (M:48.3) 1 1 0

K.NVTQLSPDGPL

PQLPLPYINSSATR

.V Dimethyl: 1

12755 true 3860 2708.379 2707.3798 1 -2.97 194.67 43 77.7 (M:77.7) 1 1 0

R.CQTAGPVLLTQ

TPICDCLGFGIVR.

G

Carbamidomethyl: 1, 15, 17; 

Dimethyl:2H(4): 1

12756 true 3787 2710.4661 2709.4639 1 -1.89 162.79 41.83 47.4 (M:47.4) 1 1 0

K.NVTQLSPDGPL

PQLPLPYINSSATR

.V Dimethyl:2H(4): 1

12757 true 1905 2711.4027 2710.3988 1 -1.25 90.01 32.33 48.2 (M:48.2) 1 1 0

R.QTQSEQIPVGY

QHLSEVCKPYR.V

Carbamidomethyl: 18; 

Dimethyl:2H(4): 1, 19

12758 true 2086 2720.3568 2719.3616 1 -4.45 211.48 32.83 51.1 (M:51.1) 1 1 1

K.NIDDGTSDRPY

SHALVAGIDRYPR

.K Dimethyl:2H(4): 1

12759 true 2058 2722.4278 2721.4363 1 -5.79 79.94 30.5 20.7 (M:20.7) 1 1 0

K.LGHGLLSGEYSK

PASAEGEQQPDQ

K.G Dimethyl:2H(4): 1, 12, 25



12760 true 2517 2723.3604 2722.3814 1 -10.37 115.38 32.67 33.2 (M:33.2) 1 1 0

R.SEAEEAITNFNG

HKPPGSSEPITVK.

F Dimethyl: 1, 14, 25

12761 true 3371 2728.4245 2727.4232 1 -2.19 169.33 38.33 91.9 (M:91.9) 1 1 1

R.KTFGHELSEFGL

DNSVGEAPVVAIR

.T Dimethyl: 1, 1

12762 true 2635 2735.2735 2734.2553 1 3.97 166.01 40.83 32.1 (M:32.1) 1 1 0

K.TFHETLDCCGP

DTMVGTLTPLWR

.D Carbamidomethyl: 8, 9; Dimethyl: 1

12763 true 2518 2735.4366 2734.4567 1 -10.01 140.21 32.83 42.0 (M:42.0) 1 1 0

R.SEAEEAITNFNG

HKPPGSSEPITVK.

F Dimethyl:2H(4): 1, 14, 25

12764 true 3351 2736.474 2735.4734 1 -2.44 152.88 38.33 136.9 (M:136.9) 1 1 1

R.KTFGHELSEFGL

DNSVGEAPVVAIR

.T Dimethyl:2H(4): 1, 1

12765 true 1810 2741.3436 2740.3391 1 -1.01 80.85 32 39.5 (M:39.5) 1 1 0

K.EVQPLHVVCPE

QYTQPPPSQSHR.

T Carbamidomethyl: 9; Dimethyl: 1

12766 true 3690 2744.4776 2743.4678 1 0.92 190.02 40.5 46.7 (M:46.7) 1 1 1

K.FSKVEDMAELT

CLNEASVLHNLK.

D

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 3, 23



12767 true 3690 2744.4776 2743.4678 1 0.92 190.02 40.5 46.7 (M:46.7) 1 1 1

K.FSKVEDMAELT

CLNEASVLHNLK.

E

Carbamidomethyl: 12; 

Dimethyl:2H(4): 1, 3, 23

12768 true 2050 2745.0397 2744.0688 1 -13.25 124.56 33.83 163.2 (M:163.2) 1 1 0

R.GAYGGGYGGY

DDYNGYNDGYGF

GSDR.F Dimethyl: 1

12769 true 1769 2745.3656 2744.3642 1 -2.16 130.24 31.83 62.1 (M:62.1) 1 1 0

K.EVQPLHVVCPE

QYTQPPPSQSHR.

T

Carbamidomethyl: 9; 

Dimethyl:2H(4): 1

12770 true 2035 2749.0763 2748.0939 1 -9.04 125.7 34 141.2 (M:141.2) 1 1 0

R.GAYGGGYGGY

DDYNGYNDGYGF

GSDR.F Dimethyl:2H(4): 1

12771 true 2616 2750.4032 2749.3734 1 8.21 228.27 35.5 70.4 (M:70.4) 1 1 1

K.NTFSQLSELHC

DKLHVDPENFR.L

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 13

12772 true 2143 2751.3672 2750.3334 1 9.65 235.81 30.83 17.6 (M:17.6) 1 1 1

K.VHSPSGAVEEC

HVSELEPDKYAVR

.F

Carbamidomethyl: 11; Dimethyl: 1, 

20

12773 true 1901 2756.416 2755.4203 1 -4.21 160.97 31.33 50.1 (M:50.1) 1 1 0

K.VLTPTQVQHRP

TSIEWDGCDPQK.

L

Carbamidomethyl: 19; 

Dimethyl:2H(4): 1, 23



12774 true 2102 2759.4141 2758.3836 1 8.42 131.8 30.83 146.0 (M:146.0) 1 1 1

K.VHSPSGAVEEC

HVSELEPDKYAVR

.F

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 20

12775 true 991 2769.4271 2768.359 1 21.96 325.04 28 64.6 (M:64.6) 1 1 0

K.NQGQSQLYHN

QNQGLLSQQQG

QSK.D Dimethyl: 1, 24

12776 true 992 2777.4802 2776.4092 1 22.93 330.77 28 45.0 (M:45.0) 1 1 0

K.NQGQSQLYHN

QNQGLLSQQQG

QSK.D Dimethyl:2H(4): 1, 24

12777 true 2823 2786.5085 2785.4974 1 1.37 163.9 42.33 55.9 (M:55.9) 1 1 0

K.GQTIIDAALTSV

VDQDGGVHTLPV

PVR.N Dimethyl: 1

12778 true 2633 2787.3571 2786.3731 1 -8.35 122.03 40.33 117.9 (M:117.9) 1 1 0

R.AEPQFLLAQNV

ATCSDPLEVCLQR

.Q

Carbamidomethyl: 14, 21; Dimethyl: 

1

12779 true 2824 2790.5328 2789.5225 1 1.06 212.91 42.33 50.2 (M:50.2) 1 1 0

K.GQTIIDAALTSV

VDQDGGVHTLPV

PVR.N Dimethyl:2H(4): 1

12780 true 2842 2791.2738 2790.2636 1 1.05 87.28 42.5 65.3 (M:65.3) 1 1 0

K.EVQYNPTYETM

FAPEFGPENPFR.

T Dimethyl: 1



12781 true 2222 2791.4871 2790.4355 1 15.89 -1 32.33 17.4 (M:17.4) 1 1 1

K.VASLQDMSCQL

LVNAEGKDCLEAK

.E

Carbamidomethyl: 9, 20; 

Dimethyl:2H(4): 1, 18, 24; Oxidation: 

7

12782 true 1746 2795.3261 2794.3378 1 -6.8 186.33 31.67 92.3 (M:92.3) 2 1 0

R.SCEPGALQHCV

GTVSIEQQPTAEL

R.C Carbamidomethyl: 2, 10; Dimethyl: 1

12783 true 3664 2798.3143 2797.302 1 1.79 164.46 40.5 103.1 (M:103.1) 1 1 0

K.SAMPIEVMMN

ETAQQNMENHP

VIR.T Dimethyl: 1

12784 true 3271 2798.369 2797.3353 1 9.43 204.29 37.83 53.2 (M:53.2) 1 1 0

K.AYHEQLSVAEIT

NACFEPANQMV

K.C

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1; Oxidation: 22

12785 false 3271 2798.369 2797.3353 1 9.44 187.69 37.83 25.9 (M:25.9) 1 2 0

K.AYHEQLSVAEIT

NSCFEPANQMVK

.C

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

12786 false 3271 2798.369 2797.3353 1 9.44 187.69 37.83 25.9 (M:25.9) 1 2 0

R.AYHEQLSVAEIT

NSCFEPANQMVK

.C

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1

12787 true 1478 2801.3233 2800.3435 1 -9.83 119.4 30.17 52.2 (M:52.2) 1 1 0

R.TMHGHDHNVS

SVAIMPNGDHIVS

ASR.D Dimethyl:2H(4): 1



12788 true 2401 2802.334 2801.3508 1 -8.6 142.47 38 127.1 (M:127.1) 1 1 0

K.QTQTFTTYSDN

QPGVLIQVYEGER

.A Dimethyl: 1

12789 true 3665 2802.3345 2801.3271 1 0.05 194.88 40.5 89.8 (M:89.8) 1 1 0

K.SAMPIEVMMN

ETAQQNMENHP

VIR.T Dimethyl:2H(4): 1

12790 true 3272 2806.3488 2805.3466 1 -1.79 160.81 37.83 104.0 (M:104.0) 2 1 0

K.AYHEQLSVAEIT

NACFEPANQMV

K.C

Carbamidomethyl: 15; Dimethyl: 1, 

24

12791 true 2383 2806.3574 2805.3759 1 -9.2 149.86 37.83 212.2 (M:212.2) 1 1 0

K.QTQTFTTYSDN

QPGVLIQVYEGER

.A Dimethyl:2H(4): 1

12792 true 2876 2812.3937 2811.3799 1 2.3 106.89 42.83 73.4 (M:73.4) 1 1 0

R.EQINALTSFLDG

SMVYGSEQHLAN

R.L Dimethyl:2H(4): 1

12793 false 3273 2814.3975 2813.3302 1 21.32 229.53 37.83 47.0 (M:47.0) 2 2 0

R.AYHEQLSVAEIT

NSCFEPANQMVK

.C

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1; Oxidation: 22

12794 true 3273 2814.3975 2813.3968 1 -2.33 194.55 37.83 97.9 (M:97.9) 2 1 0

K.AYHEQLSVAEIT

NACFEPANQMV

K.C

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1, 24



12795 false 3273 2814.3975 2813.3302 1 21.32 229.53 37.83 47.0 (M:47.0) 2 2 0

K.AYHEQLSVAEIT

NSCFEPANQMVK

.C

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1; Oxidation: 22

12796 true 3253 2818.4061 2817.3789 1 7.05 153.86 39.83 124.7 (M:124.7) 1 1 0

R.SAMVAQLDGT

TPVCETIGSHLLNY

GR.R Carbamidomethyl: 14; Dimethyl: 1

12797 true 3083 2819.4882 2818.4887 1 -2.75 127.61 36.33 21.2 (M:21.2) 1 1 1

R.AGIPAEEVKEAY

MGNVLQAGQGQ

APAR.Q Dimethyl:2H(4): 1, 9

12798 true 3254 2822.4337 2821.4041 1 7.92 181.21 39.83 126.5 (M:126.5) 1 1 0

R.SAMVAQLDGT

TPVCETIGSHLLNY

GR.R

Carbamidomethyl: 14; 

Dimethyl:2H(4): 1

12799 true 3225 2823.3575 2822.3782 1 -9.9 174 38.33 29.7 (M:29.7) 1 1 0

K.HTGPGILSMAN

AGPNTNGSQFFIC

TAK.T

Carbamidomethyl: 24; 

Dimethyl:2H(4): 27

12800 true 3039 2829.3399 2828.3741 1 -14.67 155.08 37.5 86.4 (M:86.4) 1 1 0

K.STSMPGPLSPG

YAAQVPYNYNQL

EGR.F Dimethyl:2H(4): 1

12801 true 2779 2830.5767 2829.5839 1 -5.12 157.24 42 27.3 (M:27.3) 1 1 1

K.LTLVCTTAPGPL

ELDLTGDLESYKK.

Q

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1, 24, 25



12802 true 1562 2833.3449 2832.3427 1 -1.79 139.83 30.17 89.5 (M:89.5) 1 1 0

R.FYEQQVNGPA

GSSSHQQENGAS

TILR.D Dimethyl: 1

12803 true 1563 2837.3716 2836.3678 1 -1.23 208.26 30.17 66.5 (M:66.5) 1 1 0

R.FYEQQVNGPA

GSSSHQQENGAS

TILR.D Dimethyl:2H(4): 1

12804 true 3169 2839.4085 2838.3731 1 9.91 159.81 38.33 34.2 (M:34.2) 1 1 0

K.HTGPGILSMAN

AGPNTNGSQFFIC

TAK.T

Carbamidomethyl: 24; 

Dimethyl:2H(4): 27; Oxidation: 9

12805 true 2455 2847.3995 2846.3844 1 2.77 160.02 35.5 63.5 (M:63.5) 2 1 0

K.HTGPGILSMAN

AGPNTNGSQFFIC

TAK.T

Carbamidomethyl: 24; Dimethyl: 1, 

27

12806 true 1564 2850.3497 2849.3518 1 -3.31 170.82 30.17 85.2 (M:85.2) 1 1 0

K.LESHASSLTDHE

YTAGASTFGAAQ

PNR.G Dimethyl:2H(4): 1

12807 true 2967 2852.4892 2851.4967 1 -5.2 151.49 44 42.5 (M:42.5) 1 1 0

R.NDANPETHAFV

TSPEIVTALSIAGT

LK.F Dimethyl: 1, 27

12808 true 2791 2854.3763 2853.3783 1 -3.24 124.46 42 34.6 (M:34.6) 1 1 0

K.SSEMNVLIPTEG

GDFTEFPVPEQFK

.T Dimethyl: 1, 25



12809 true 2425 2855.4505 2854.4346 1 3.04 313.72 35.5 140.2 (M:140.2) 2 1 0

K.HTGPGILSMAN

AGPNTNGSQFFIC

TAK.T

Carbamidomethyl: 24; 

Dimethyl:2H(4): 1, 27

12810 true 2472 2857.6872 2856.6251 1 19.17 135.32 36 82.1 (M:82.1) 1 1 0

R.QVVQDTIQVFQ

HAVPAEGKPVTN

QK.N Dimethyl:2H(4): 1, 19, 25

12811 true 2999 2858.2275 2857.2542 1 -11.87 139.47 35.5 150.2 (M:150.2) 1 1 0

K.CDNSSMSLQM

GSNQGANQSGQ

VFGLGR.Q Carbamidomethyl: 1; Dimethyl: 1

12812 true 2968 2860.5388 2859.547 1 -5.41 197.04 44 134.3 (M:134.3) 1 1 0

R.NDANPETHAFV

TSPEIVTALSIAGT

LK.F Dimethyl:2H(4): 1, 27

12813 true 3781 2861.5226 2860.517 1 -0.61 247.05 42.17 67.4 (M:67.4) 1 1 0

R.GSQSQPDSPSA

QLALIAASQNFLQ

PGGK.M Dimethyl:2H(4): 1, 28

12814 true 3000 2862.2543 2861.2793 1 -11.28 183.52 35.5 199.9 (M:199.9) 1 100 1 0

K.CDNSSMSLQM

GSNQGANQSGQ

VFGLGR.Q

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1

12815 true 2792 2862.4207 2861.4285 1 -5.27 141.06 42 50.2 (M:50.2) 1 1 0

K.SSEMNVLIPTEG

GDFTEFPVPEQFK

.T Dimethyl:2H(4): 1, 25



12816 true 2221 2866.4836 2865.4995 1 -8.1 128.79 34.17 41.1 (M:41.1) 1 1 0

R.SSHLEVSQATQ

LLQQQQQQQQQ

LR.R Dimethyl:2H(4): 1

12817 true 3197 2871.4169 2870.4295 1 -6.93 179.59 38.33 109.2 (M:109.2) 3 1 0

K.HTGPGILSMAN

AGPNTNGSQFFIC

TAK.T

Carbamidomethyl: 24; 

Dimethyl:2H(4): 1, 27; Oxidation: 9

12818 true 2970 2871.4525 2870.4709 1 -8.93 155.57 38.17 39.9 (M:39.9) 1 1 0

K.QYNGVPLDGRP

MNIQLVTSQIDTQ

R.R Dimethyl: 1

12819 false 2871 2871.4657 2870.5038 1 -15.79 349.73 37.83 18.0 (M:18.0) 1 2 1

K.HDPGALVIPFSG

ALELKLQDMSAEE

K.Q

Dimethyl:2H(4): 26; Oxidation: 21; 

Dimethyl: 1

12820 true 1357 2873.2293 2872.257 1 -12.17 120.59 29.5 79.8 (M:79.8) 1 1 0

M.AESHSAAGQG

EYVPLSGCGTPGS

EPETR.R Carbamidomethyl: 18; Acetyl: 1

12821 true 2951 2875.5011 2874.496 1 -0.76 230.38 38.17 72.6 (M:72.6) 1 1 0

K.QYNGVPLDGRP

MNIQLVTSQIDTQ

R.R Dimethyl:2H(4): 1

12822 true 1956 2876.5399 2875.499 1 11.69 105.15 32.5 48.4 (M:48.4) 1 58.44 1 1

R.MSSYGGKDPLS

ANHSLKPLPSVPE

ER.K Dimethyl:2H(4): 7, 17; Oxidation: 1



12823 true 990 2878.423 2877.4131 1 0.91 170.93 24.33 18.1 (M:18.1) 1 1 0

K.QHQHQHQQH

PPPSIPANGQQA

NSQK.Q Dimethyl: 1, 25

12824 true 1957 2880.4861 2879.4851 1 -2.18 121.33 32.67 61.7 (M:61.7) 1 1 1

R.MSSYGGKDPLS

ANHSLKPLPSVPE

ER.K Dimethyl: 1, 7, 17

12825 true 3288 2887.5381 2886.5327 1 -0.66 159.96 38 42.4 (M:42.4) 1 1 1

R.TGLIPSNYVAEQ

AESIDNPLHEAAK

R.G Dimethyl:2H(4): 1, 25

12826 true 1630 2889.5134 2888.5483 1 -14.6 227.82 31 90.3 (M:90.3) 1 1 1

K.QLPTAAPDKTE

VTGDHIPTPQDLP

QR.K Dimethyl:2H(4): 1, 9

12827 true 1958 2892.5679 2891.5604 1 0.07 140.15 32.67 50.1 (M:50.1) 1 1 1

R.MSSYGGKDPLS

ANHSLKPLPSVPE

ER.K Dimethyl:2H(4): 1, 7, 17

12828 true 2764 2898.4607 2897.4553 1 -0.64 161.18 41.67 130.6 (M:130.6) 1 1 0

K.EGTDTSQGIPQ

LVSNINACQVIAE

AVR.T Carbamidomethyl: 19; Dimethyl: 1

12829 true 2036 2899.2903 2898.3243 1 -14.23 154.15 33.67 81.6 (M:81.6) 1 1 0

K.ECPVDRPGQVA

DFTEAYNEQYGA

VR.T Carbamidomethyl: 2; Dimethyl: 1



12830 true 2765 2902.4878 2901.4804 1 0.04 187.22 41.67 157.5 (M:157.5) 1 1 0

K.EGTDTSQGIPQ

LVSNINACQVIAE

AVR.T

Carbamidomethyl: 19; 

Dimethyl:2H(4): 1

12831 true 2037 2903.3074 2902.3494 1 -16.96 163.18 33.67 97.9 (M:97.9) 1 1 0

K.ECPVDRPGQVA

DFTEAYNEQYGA

VR.T

Carbamidomethyl: 2; 

Dimethyl:2H(4): 1

12832 true 2076 2918.6597 2917.6542 1 -0.62 189.1 33.33 45.9 (M:45.9) 1 1 0

R.AGKPVTRPPLE

PVHPPIAPPPAEIP

ER.F Dimethyl: 1, 3

12833 true 3793 2921.6139 2920.6162 1 -3.25 224.22 42.33 31.6 (M:31.6) 1 1 0

R.SLGVGYAAVDN

PIFYKPNTAMLLG

DAK.K Dimethyl:2H(4): 1, 16, 27

12834 true 2077 2926.7165 2925.7044 1 1.65 324.03 33.33 35.9 (M:35.9) 1 1 0

R.AGKPVTRPPLE

PVHPPIAPPPAEIP

ER.F Dimethyl:2H(4): 1, 3

12835 true 2477 2938.4649 2937.4522 1 1.85 136.59 36.17 140.2 (M:140.2) 1 1 0

K.QQPAQFTNPET

PGYVGFANLPNQ

VHR.K Dimethyl: 1

12836 true 2478 2942.4949 2941.4773 1 3.52 128.99 36.17 182.8 (M:182.8) 1 1 0

K.QQPAQFTNPET

PGYVGFANLPNQ

VHR.K Dimethyl:2H(4): 1



12837 true 2485 2964.4378 2963.4771 1 -15.72 118.22 32.5 49.9 (M:49.9) 1 1 1

R.SQTLIQNGGEID

CVDKDGNTPLHV

AAR.Y

Carbamidomethyl: 13; Dimethyl: 1, 

16

12838 true 2460 2972.492 2971.5273 1 -14.33 201.5 32.5 62.0 (M:62.0) 1 1 1

R.SQTLIQNGGEID

CVDKDGNTPLHV

AAR.Y

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 16

12839 true 900 2973.1257 2972.1374 1 -6.39 148 27 112.7 (M:112.7) 1 1 0

M.SDPEECQEGA

EGTDQVGDESYQ

ESER.L Carbamidomethyl: 6; Acetyl: 1

12840 true 3098 2973.522 2972.5439 1 -9.81 131.54 45.83 125.5 (M:125.5) 1 1 0

K.NMITGTSQADC

AVLIVAAGVGEFE

AGISK.N

Carbamidomethyl: 11; 

Dimethyl:2H(4): 1, 29

12841 true 2784 2997.46 2996.4502 1 0.83 154.14 46.33 18.8 (M:18.8) 1 1 0

R.TLSSSTQASIEID

SLYEGIDFYTSITR.

A

12842 true 2592 3014.503 3013.4783 1 5.79 135.85 40.5 46.9 (M:46.9) 1 1 0

K.ATFMVGSYGPR

PEEYEFLTPIEEAP

K.G Dimethyl: 1, 26

12843 true 2593 3022.55 3021.5285 1 4.69 179.68 40.5 37.3 (M:37.3) 1 1 0

K.ATFMVGSYGPR

PEEYEFLTPIEEAP

K.G Dimethyl:2H(4): 1, 26



12844 true 2384 3024.5209 3023.5022 1 3.76 183.83 38.67 133.0 (M:133.0) 1 1 0

R.ADHQPLTEASY

VNIPTIALCNTDSP

LR.Y Carbamidomethyl: 20; Dimethyl: 1

12845 true 2780 3025.5752 3024.6001 1 -10.65 170.45 42 36.0 (M:36.0) 1 1 1

K.ENGTVTAANAS

TLNDGAAALVLM

TTEAAKR.L Dimethyl:2H(4): 1, 29

12846 true 2389 3026.5384 3025.537 1 -1.95 126.12 33.33 15.6 (M:15.6) 1 1 0

R.LNEQEGVPSVF

NPPPSRPLQVNT

ADHR.I Dimethyl: 1

12847 true 1815 3042.5623 3041.5472 1 2.6 350.37 30.67 19.2 (M:19.2) 1 1 0

R.VTPSGFPQQQP

PQQPQPPQPPQ

QPPQR.Q Dimethyl: 1

12848 true 2966 3042.5885 3041.5921 1 -3.58 194.31 44.33 78.8 (M:78.8) 1 1 0

R.AYGDALEVIPST

LAENAGLNPISTV

TELR.N Dimethyl: 1

12849 true 1816 3046.5893 3045.5723 1 3.21 289.4 30.67 38.0 (M:38.0) 1 1 0

R.VTPSGFPQQQP

PQQPQPPQPPQ

QPPQR.Q Dimethyl:2H(4): 1

12850 true 2967 3046.6072 3045.6172 1 -5.68 234.64 44.33 94.7 (M:94.7) 1 1 0

R.AYGDALEVIPST

LAENAGLNPISTV

TELR.N Dimethyl:2H(4): 1



12851 true 2615 3057.4403 3056.4595 1 -8.68 124.61 40.17 64.1 (M:64.1) 1 89.34 1 0

K.SGDAAIVDMIP

GKPMCVESFSDY

PPLGR.F

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1; Oxidation: 15

12852 true 2616 3065.4197 3064.4708 1 -19.05 126.63 40.17 98.5 (M:98.5) 1 1 0

K.SGDAAIVDMIP

GKPMCVESFSDY

PPLGR.F

Carbamidomethyl: 16; Dimethyl: 1, 

13

12853 true 2617 3073.4637 3072.521 1 -21.03 193.52 40.17 79.8 (M:79.8) 1 99.94 1 0

K.SGDAAIVDMIP

GKPMCVESFSDY

PPLGR.F

Carbamidomethyl: 16; 

Dimethyl:2H(4): 1, 13

12854 true 3503 3074.4378 3073.4911 1 -19.71 135.05 39.67 28.0 (M:28.0) 1 1 1

R.FLSNGHVTIPG

QQDKDMFQETM

EAMR.I Dimethyl:2H(4): 1, 15

12855 true 3221 3077.3711 3076.3748 1 -3.55 183.03 38.67 51.6 (M:51.6) 2 1 0

R.GAINMGDAFSP

APAGNQGPPPM

MGMNMNNR.G Dimethyl:2H(4): 1

12856 true 3555 3077.6157 3076.6458 1 -12.14 201.52 40.83 66.7 (M:66.7) 1 1 0

R.HIADLAGNPEVI

LPVPAFNVINGGS

HAGNK.L Dimethyl: 1, 30

12857 true 3556 3085.6651 3084.696 1 -12.39 207.69 40.83 126.4 (M:126.4) 1 1 0

R.HIADLAGNPEVI

LPVPAFNVINGGS

HAGNK.L Dimethyl:2H(4): 1, 30



12858 true 2889 3085.6973 3084.6729 1 5.55 253.01 43 35.4 (M:35.4) 1 1 0

K.DGNASGTTLLE

ALDCILPPTRPTDK

PLR.L

Carbamidomethyl: 15; 

Dimethyl:2H(4): 1, 25

12859 true 2705 3110.3596 3109.4009 1 -15.6 141.62 41.17 151.8 (M:151.8) 1 1 0

K.VDEFPLCGHMV

SDEYEQLSSEALE

AAR.I Carbamidomethyl: 7; Dimethyl: 1

12860 true 2706 3114.3918 3113.426 1 -13.31 159.03 41.33 176.0 (M:176.0) 1 1 0

K.VDEFPLCGHMV

SDEYEQLSSEALE

AAR.I

Carbamidomethyl: 7; 

Dimethyl:2H(4): 1

12861 true 3236 3114.7042 3113.7135 1 -5.34 197.6 37.33 30.0 (M:30.0) 1 1 0

K.NLPRPSEVNET

VLRPVNVEPPLTD

LQR.S Dimethyl:2H(4): 1

12862 true 2508 3122.7236 3121.6821 1 10.96 191.15 39.83 92.3 (M:92.3) 1 1 0

R.TLTGTVIDSGD

GVTHVIPVAEGYV

IGSCIK.H

Carbamidomethyl: 28; 

Dimethyl:2H(4): 1, 30

12863 true 3699 3123.4838 3122.5205 1 -14.09 352.75 40.83 50.9 (M:50.9) 1 1 0

R.CTPTDISNPNYL

GMAAFPQQPFA

ASQLK.Q Carbamidomethyl: 1; Dimethyl: 1, 28

12864 true 3700 3131.5376 3130.5707 1 -12.89 251.98 40.83 75.7 (M:75.7) 1 1 0

R.CTPTDISNPNYL

GMAAFPQQPFA

ASQLK.Q

Carbamidomethyl: 1; 

Dimethyl:2H(4): 1, 28



12865 true 3821 3150.6624 3149.6721 1 -5.37 95.08 42.33 72.9 (M:72.9) 1 1 0

K.NLFPDSSTALTP

VGSVPGQLVAPLS

GNSAGLR.R Dimethyl: 1

12866 true 2758 3155.7261 3154.739 1 -6.42 192.21 42 131.2 (M:131.2) 1 1 0

K.VAPAPAVEAVP

AAAAVAAAPVGT

FTDIPISNIR.R Dimethyl: 1

12867 true 2759 3159.7514 3158.7641 1 -6.34 197.6 42 90.0 (M:90.0) 1 1 0

K.VAPAPAVEAVP

AAAAVAAAPVGT

FTDIPISNIR.R Dimethyl:2H(4): 1

12868 true 3642 3161.6839 3160.7344 1 -18.28 259.91 40.17 19.5 (M:19.5) 1 1 1

K.LAVNNIAGIEEV

NMIKDDGTVIHF

NNPK.V Dimethyl:2H(4): 1, 16, 28

12869 true 3179 3199.6127 3198.6019 1 1.1 175.84 39.5 110.1 (M:110.1) 1 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Oxidation: 6

12870 true 3179 3199.6127 3198.6019 1 1.1 175.84 39.5 110.1 (M:110.1) 1 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Oxidation: 6

12871 true 3419 3211.6474 3210.6383 1 0.57 193.07 39.67 108.8 (M:108.8) 2 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Dimethyl: 1



12872 true 3419 3211.6474 3210.6383 1 0.57 193.07 39.67 108.8 (M:108.8) 2 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Dimethyl: 1

12873 true 1961 3214.6226 3213.6618 1 -14.48 311.25 31.5 99.8 (M:99.8) 1 1 0

K.IYQNIQDGSLDL

NAAESGVQHKPS

APQGGR.L Dimethyl:2H(4): 1, 22

12874 true 3181 3215.6453 3214.6634 1 -7.9 243.63 39.5 131.5 (M:131.5) 2 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Dimethyl:2H(4): 1

12875 true 3181 3215.6453 3214.6634 1 -7.9 243.63 39.5 131.5 (M:131.5) 2 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Dimethyl:2H(4): 1

12876 true 2984 3231.6656 3230.6584 1 -0.02 219.08 38.5 102.0 (M:102.0) 1 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Dimethyl:2H(4): 1; Oxidation: 6

12877 true 2984 3231.6656 3230.6584 1 -0.02 219.08 38.5 102.0 (M:102.0) 1 1 0

R.TTGIVMDSGDG

VTHTVPIYEGYAL

PHAILR.L Dimethyl:2H(4): 1; Oxidation: 6

12878 true 759 3238.5363 3237.5691 1 -12.37 198.43 27 112.5 (M:112.5) 1 1 0

K.APSTAPTGAAP

PPPGPPPPPAPSH

PSSGADDSATR.S Dimethyl: 1



12879 true 760 3242.5611 3241.5942 1 -12.44 240.49 27 171.3 (M:171.3) 1 1 0

K.APSTAPTGAAP

PPPGPPPPPAPSH

PSSGADDSATR.S Dimethyl:2H(4): 1

12880 true 2862 3248.486 3247.4876 1 -2.72 192.97 42.67 15.6 (M:15.6) 1 1 0

R.CPETLFQPSFIG

MESAGIHETTYNS

IMK.C

Carbamidomethyl: 1; Oxidation: 13, 

27; Dimethyl: 1

12881 true 2739 3257.7771 3256.7657 1 1.25 191.91 41.67 15.2 (M:15.2) 1 1 0

K.LEISPAPENLGY

CLTPELLPVKPFPE

NR.S

Carbamidomethyl: 13; 

Dimethyl:2H(4): 1, 22

12882 true 3121 3267.6947 3266.7299 1 -12.99 120.31 36.67 82.7 (M:82.7) 1 1 0

K.SAPAPAPVVETI

VTEPPEPVQTGG

VYRPPGAR.E Dimethyl: 1

12883 true 3122 3271.7194 3270.755 1 -13.11 114.2 36.67 94.3 (M:94.3) 1 1 0

K.SAPAPAPVVETI

VTEPPEPVQTGG

VYRPPGAR.E Dimethyl:2H(4): 1

12884 true 2825 3279.5457 3278.5058 1 9.93 226.79 42.5 52.6 (M:52.6) 2 99.96 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1; Oxidation: 27

12885 true 2825 3279.5457 3278.5058 1 9.93 226.79 42.5 52.6 (M:52.6) 2 99.96 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1; Oxidation: 27



12886 true 2826 3287.5208 3286.5171 1 -1.08 160.38 42.67 90.2 (M:90.2) 1 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; Dimethyl: 

1, 28

12887 true 2826 3287.5208 3286.5171 1 -1.08 160.38 42.67 90.2 (M:90.2) 1 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; Dimethyl: 

1, 28

12888 true 2827 3295.5648 3294.5673 1 -2.97 196.67 42.67 98.5 (M:98.5) 3 100 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1, 28

12889 true 2827 3295.5648 3294.5673 1 -2.97 196.67 42.67 98.5 (M:98.5) 3 100 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1, 28

12890 true 2652 3303.4777 3302.512 1 -12.58 136.51 41.17 26.7 (M:26.7) 1 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; Oxidation: 

13; Dimethyl: 1, 28

12891 true 2652 3303.4777 3302.512 1 -12.58 136.51 41.17 26.7 (M:26.7) 1 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; Oxidation: 

13; Dimethyl: 1, 28

12892 false 2636 3311.5329 3310.5622 1 -11.04 210.22 41 18.2 (M:18.2) 1 0.01 3 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1, 28; Oxidation: 27



12893 false 2636 3311.5329 3310.5622 1 -11.04 210.22 41 18.2 (M:18.2) 1 0.01 3 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1, 28; Oxidation: 27

12894 true 3072 3311.5353 3310.5622 1 -10.32 327.66 45.33 58.8 (M:58.8) 2 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1, 28; Oxidation: 13

12895 true 3072 3311.5353 3310.5622 1 -10.32 327.66 45.33 58.8 (M:58.8) 2 1 0

R.CPEALFQPSFLG

MESCGIHETTFNS

IMK.C

Carbamidomethyl: 1, 16; 

Dimethyl:2H(4): 1, 28; Oxidation: 13

12896 true 2637 3323.6428 3322.6724 1 -11.08 174.91 40.83 72.0 (M:72.0) 1 1 0

K.AQLNIGNVLPV

GTMPEGTIVCCLE

EKPGDR.G

Carbamidomethyl: 21, 22; Dimethyl: 

1, 26

12897 true 2617 3331.6979 3330.7226 1 -9.59 184.15 40.83 65.7 (M:65.7) 1 1 0

K.AQLNIGNVLPV

GTMPEGTIVCCLE

EKPGDR.G

Carbamidomethyl: 21, 22; 

Dimethyl:2H(4): 1, 26

12898 true 3613 3362.5639 3361.6282 1 -21.31 140.91 41.17 66.5 (M:66.5) 1 1 0

K.IASSSSSMNNM

LPGTPASPVGDVL

QTPQFQLR.R Oxidation: 8, 11

12899 true 617 3366.4837 3365.5145 1 -11.3 131.52 25.67 108.4 (M:108.4) 2 1 1

R.NYQQNYQNSE

SGEKNEGAENIPE

GQAQQR.R Dimethyl: 1, 14



12900 true 2418 3367.5799 3366.5894 1 -4.98 162.7 39 98.5 (M:98.5) 1 1 0

K.EAESCDCLQGF

QLTHSLGGGTGS

GMGTLLISK.I

Carbamidomethyl: 5, 7; Dimethyl: 1, 

32

12901 true 2418 3367.5799 3366.5894 1 -4.98 162.7 39 98.5 (M:98.5) 1 1 0

K.EAESCDCLQGF

QLTHSLGGGTGS

GMGTLLISK.I

Carbamidomethyl: 5, 7; Dimethyl: 1, 

32

12902 true 2740 3374.5142 3373.5442 1 -11.05 154.56 41.83 116.1 (M:116.1) 1 1 0

K.METYCNSGSTD

TSPVIESVAHALTS

TAPYTR.Y Carbamidomethyl: 5; Dimethyl: 1

12903 true 533 3374.5573 3373.5647 1 -4.34 134.88 25.5 62.7 (M:62.7) 1 1 1

R.NYQQNYQNSE

SGEKNEGAENIPE

GQAQQR.R Dimethyl:2H(4): 1, 14

12904 true 2397 3375.6361 3374.6396 1 -3.19 145.05 39 118.0 (M:118.0) 1 1 0

K.EAESCDCLQGF

QLTHSLGGGTGS

GMGTLLISK.I

Carbamidomethyl: 5, 7; 

Dimethyl:2H(4): 1, 32

12905 true 2397 3375.6361 3374.6396 1 -3.19 145.05 39 118.0 (M:118.0) 1 1 0

K.EAESCDCLQGF

QLTHSLGGGTGS

GMGTLLISK.I

Carbamidomethyl: 5, 7; 

Dimethyl:2H(4): 1, 32

12906 true 2741 3378.5423 3377.5693 1 -10.16 159.85 41.83 197.6 (M:197.6) 1 1 0

K.METYCNSGSTD

TSPVIESVAHALTS

TAPYTR.Y

Carbamidomethyl: 5; 

Dimethyl:2H(4): 1



12907 true 1315 3389.7114 3388.7652 1 -18.01 286.64 29.17 67.9 (M:67.9) 2 1 0

K.QMAPSPAAAS

APAPPPPPSSHPS

LHAPAAPSLPPR.

N Dimethyl:2H(4): 1

12908 true 2638 3451.6555 3450.7073 1 -17.11 95.12 40.83 39.9 (M:39.9) 1 1 1

R.IVYGGGAAEISC

ALAVSEAADKCPS

LEQYAMR.A

Carbamidomethyl: 12, 23; 

Dimethyl:2H(4): 1, 22



Accession Type Range Protein Dataset Location Int.

OK 

(SoK) SoK Row

ENSGALP00000019726 CID 627 - 632

engulfment and cell motility 1 - CGNC 

Symbol 51330 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(701,44)" 2934 false 1

ENSGALP00000038262 CID 48 - 53

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(704,37)" 338 true 0.94 2

ENSGALP00000020169 CID 714 - 720

phosphorylase glycogen liver - CGNC 

Symbol 49139 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(704,47)" 8146 false 3

ENSGALP00000014154 CID 728 - 732

ESF1 nucleolar pre-rRNA processing protein 

homolog - CGNC Symbol 6612 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(704,47)" 8146 false 4

ENSGALP00000013174 CID 43 - 48

ribosomal protein S27a - CGNC Symbol 

49483 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(704,47)" 8146 false 5

ENSGALP00000039734 CID 517 - 523

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(705,42)" 2075 false 6

ENSGALP00000016490 CID 1,096 - 1,100

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(705,43)" 49570 false 0.78 7



ENSGALP00000026180 CID 857 - 861 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(705,43)" 49570 false 8

ENSGALP00000020744 CID 97 - 101

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(705,43)" 3913 true 0.61 9

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(705,43)" 3913 true 0.61 10

ENSGALP00000021544 CID 124 - 128 centromere protein E - CGNC Symbol 51810 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(705,43)" 3913 false 0.61 11

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(705,43)" 3913 true 0.61 12

ENSGALP00000005794 CID 1,480 - 1,484

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(706,42)" 799 13

ENSGALP00000006778 CID 622 - 626

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(706,42)" 799 14



ENSGALP00000012723 CID 1,428 - 1,432

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(706,44)" 4327 false 15

ENSGALP00000012641 CID 1,019 - 1,023 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(706,44)" 4327 false 16

ENSGALP00000004048 CID 676 - 680 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(706,44)" 4327 false 17

ENSGALP00000037522 CID 244 - 248

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(706,44)" 4327 false 18

ENSGALP00000022269 CID 122 - 126

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(707,41)" 1112 true 0.89 19

ENSGALP00000024710 CID 125 - 131

ribosomal protein L24 - CGNC Symbol 

50756 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(707,46)" 13844 20

ENSGALP00000028167 CID 178 - 183

deoxyhypusine 

hydroxylase/monooxygenase - CGNC 

Symbol 13093 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(708,39)" 4537 21



ENSGALP00000004576 CID 2-Jun

TAR DNA binding protein - CGNC Symbol 

2099 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(709,34)" 6573 22

ENSGALP00000021544 CID 124 - 128 centromere protein E - CGNC Symbol 51810 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(709,45)" 6322 23

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(709,45)" 38813 24

ENSGALP00000016490 CID 1,096 - 1,100

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(709,45)" 38813 25

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(709,45)" 38813 26

ENSGALP00000026180 CID 857 - 861 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(709,45)" 38813 false 27

ENSGALP00000020744 CID 97 - 101

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(709,45)" 38813 28



ENSGALP00000040638 CID 1,008 - 1,012 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(712,40)" 2310 false 29

ENSGALP00000013862 CID 662 - 667

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(712,44)" 2362 false 0.69 30

ENSGALP00000009669 CID 1,812 - 1,816

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(713,39)" 13308 31

ENSGALP00000009393 CID 344 - 348

clustered mitochondria (cluA/CLU1) 

homolog - CGNC Symbol 4370 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(713,39)" 13308 false 32

ENSGALP00000019161 CID 50 - 54

WW domain binding protein 11 - CGNC 

Symbol 53212 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(713,39)" 13308 33

ENSGALP00000021927 CID 248 - 253

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(714,45)" 1668 false 34

ENSGALP00000039326 CID 45 - 50 ribosomal protein L19 - CGNC Symbol 1159 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(714,45)" 8074 true 0.73 35



ENSGALP00000027512 CID 16 - 20

replication factor C subunit 3 - CGNC 

Symbol 12816 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(715,39)" 9759 true 0.4 36

ENSGALP00000014509 CID 332 - 336

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(715,42)" 7651 37

ENSGALP00000015665 CID 66 - 70 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(715,42)" 7651 38

ENSGALP00000013640 CID 193 - 197

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

1 - CGNC Symbol 49774 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(715,42)" 1501 false 39

ENSGALP00000006778 CID 217 - 222

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(715,42)" 1501 false 40

ENSGALP00000007379 CID 179 - 183

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(715,42)" 1501 false 41

ENSGALP00000004327 CID 1,611 - 1,616 fatty acid synthase - CGNC Symbol 1983 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(715,42)" 1501 false 42



ENSGALP00000007165 CID 296 - 300

coiled-coil domain containing 137 - CGNC 

Symbol 3327 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(715,42)" 1501 false 43

ENSGALP00000027953 CID 2-Jul ribosomal protein S3 - CGNC Symbol 13020 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(715,43)" 3939 false 44

ENSGALP00000016337 CID 2,767 - 2,772

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(715,43)" 3939 false 45

ENSGALP00000022269 CID 122 - 126

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(715,46)" 986 true 0.89 46

ENSGALP00000007101 CID 515 - 520

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(716,38)" 5334 47

ENSGALP00000001460 CID 103 - 108

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(716,41)" 27451 true 0.95 48

ENSGALP00000000693 CID 52 - 56

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(717,42)" 3934 49



ENSGALP00000004257 CID 663 - 667

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(718,46)" 1079 false 50

ENSGALP00000020310 CID 996 - 1,000 SET binding factor 1 - CGNC Symbol 9447 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(718,46)" 1079 false 51

ENSGALP00000001460 CID 103 - 108

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(720,44)" 26205 52

ENSGALP00000025165 CID 46 - 50

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(721,43)" 14631 true 1.28 53

ENSGALP00000019569 CID 1-May

suppression of tumorigenicity 13 (colon 

carcinoma) (Hsp70 interacting protein) - 

CGNC Symbol 50650 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(722,37)" 456 true 0.7 54

ENSGALP00000017661 CID 1-May

USO1 vesicle transport factor - CGNC 

Symbol 8265 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(722,37)" 1789 55

ENSGALP00000042618 CID 1-May

Translationally-controlled tumor protein 

homolog - UP P43347 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(723,43)" 5354 true 0.82 56



ENSGALP00000001474 CID 112 - 116

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(723,44)" 14152 false 57

ENSGALP00000007379 CID 179 - 183

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(723,47)" 2028 false 58

ENSGALP00000013640 CID 193 - 197

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

1 - CGNC Symbol 49774 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(723,47)" 2028 false 59

ENSGALP00000039757 CID 775 - 779

hypoxia up-regulated 1 - CGNC Symbol 

53307 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(724,42)" 8182 true 0.94 60

ENSGALP00000005231 CID 194 - 198

transmembrane p24 trafficking protein 2 - 

CGNC Symbol 2402 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(725,39)" 5713 true 0.69 61

ENSGALP00000017288 CID 84 - 88

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(725,40)" 7322 false 62

ENSGALP00000025165 CID 46 - 50

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(725,45)" 18683 63



ENSGALP00000012641 CID 1,881 - 1,885 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(725,45)" 18683 false 64

ENSGALP00000028746 CID 116 - 120

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(725,46)" 20427 false 65

ENSGALP00000010888 CID 121 - 125

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(725,46)" 20427 false 66

ENSGALP00000006578 CID 116 - 120

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(725,46)" 20427 false 67

ENSGALP00000036122 CID 116 - 120

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(725,46)" 20427 false 68

ENSGALP00000008091 CID 290 - 295

dyskerin pseudouridine synthase 1 - CGNC 

Symbol 3757 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(726,45)" 6267 false 69

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(727,41)" 50526 true 1.14 70



ENSGALP00000042618 CID 1-May

Translationally-controlled tumor protein 

homolog - UP P43347 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(727,44)" 6383 71

ENSGALP00000016918 CID 366 - 371

eukaryotic translation initiation factor 2A - 

CGNC Symbol 7921 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(727,44)" 6383 false 1.14 72

ENSGALP00000041361 CID 1-May ribosomal protein L17 - HGNC:10307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(728,43)" 1743 false 0.7 73

ENSGALP00000039757 CID 775 - 779

hypoxia up-regulated 1 - CGNC Symbol 

53307 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(728,45)" 4700 74

ENSGALP00000026130 CID 1,454 - 1,460

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(728,47)" 4966 false 75

ENSGALP00000006213 CID 3,428 - 3,433

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(728,47)" 1477 false 76

ENSGALP00000043240 CID 75 - 80

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(728,47)" 1477 77



ENSGALP00000037906 CID 1-May

ribosomal protein L35 - CGNC Symbol 

49055 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(728,47)" 1477 false 78

ENSGALP00000039157 CID 820 - 825 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(728,47)" 1477 false 79

ENSGALP00000005724 CID 246 - 251

flap structure-specific endonuclease 1 - 

CGNC Symbol 55445 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(728,48)" 2998 false 80

ENSGALP00000026130 CID 142 - 146

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(729,40)" 4027 true 1.23 81

ENSGALP00000005231 CID 194 - 198

transmembrane p24 trafficking protein 2 - 

CGNC Symbol 2402 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(729,41)" 2358 82

ENSGALP00000002409 CID 907 - 913

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(729,42)" 20595 false 83

ENSGALP00000040388 CID 534 - 539 transcription factor 3 - CGNC Symbol 739 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(729,42)" 20595 84



ENSGALP00000017288 CID 84 - 88

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(729,42)" 8368 false 85

ENSGALP00000021472 CID 335 - 340 fumarate hydratase - CGNC Symbol 9939 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(729,43)" 1255 false 86

ENSGALP00000010633 CID 79 - 84

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(729,43)" 4102 false 87

ENSGALP00000006970 CID 673 - 678 exportin 1 - CGNC Symbol 3224 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(729,43)" 4488 false 88

ENSGALP00000008341 CID 243 - 248

glutathione S-transferase theta 1-like - 

CGNC Symbol 55583 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(730,47)" 5314 89

ENSGALP00000021742 CID 74 - 80 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(731,41)" 15680 true 1.1 90

ENSGALP00000003717 CID 102 - 108

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(731,41)" 15680 91



ENSGALP00000020435 CID 609 - 614

PRP40 pre-mRNA processing factor 40 

homolog A (S. cerevisiae) - CGNC Symbol 

48984 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(731,44)" 4620 92

ENSGALP00000004104 CID 542 - 546

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(731,44)" 57573 false 93

ENSGALP00000012163 CID 896 - 900

transcription elongation regulator 1 - CGNC 

Symbol 5680 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(731,44)" 11743 94

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(731,44)" 11743 95

ENSGALP00000001456 CID 603 - 608

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(732,42)" 3647 false 1.11 96

ENSGALP00000012993 CID 45 - 50

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(732,42)" 3647 false 97

ENSGALP00000003357 CID 525 - 530

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(732,43)" 6618 true 1.01 98



ENSGALP00000001510 CID 1,396 - 1,400

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(732,43)" 6618 99

ENSGALP00000024853 CID 182 - 187

syndecan binding protein (syntenin) - CGNC 

Symbol 51422 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(732,43)" 6618 100

ENSGALP00000040985 CID 252 - 256

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(732,44)" 1227 101

ENSGALP00000021301 CID 260 - 264

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(732,44)" 1227 102

ENSGALP00000007472 CID 126 - 131

PDGFA associated protein 1 - CGNC Symbol 

3481 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(732,44)" 1227 true 1.32 103

ENSGALP00000038795 CID 6-Dec

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(733,42)" 5239 false 1.01 104

ENSGALP00000026130 CID 142 - 146

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(733,43)" 4940 105



ENSGALP00000025019 CID 1-Jul

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(734,34)" 4343 false 106

ENSGALP00000003717 CID 262 - 267

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(734,43)" 11451 true 1.29 107

ENSGALP00000012723 CID 340 - 345

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(734,46)" 12898 false 0.39 108

ENSGALP00000025461 CID 2-Jul

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(734,46)" 12898 true 0.39 109

ENSGALP00000021742 CID 74 - 80 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(735,43)" 16719 110

ENSGALP00000017462 CID 158 - 163

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(736,40)" 79117 true 1.62 111

ENSGALP00000027541 CID 158 - 163

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(736,40)" 79117 true 1.62 112



ENSGALP00000030471 CID 228 - 234

Uncharacterized protein - 

UniProtKB/TrEMBL H3BT36 - CGNC Symbol 

13915 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(736,40)" 86789 113

ENSGALP00000019040 CID 741 - 746 nucleoporin 205kDa - CGNC Symbol 8864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(736,41)" 21100 114

ENSGALP00000007705 CID 168 - 173

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(736,41)" 21100 115

ENSGALP00000007936 CID 399 - 404

Bruton agammaglobulinemia tyrosine 

kinase - CGNC Symbol 3685 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(736,41)" 21100 116

ENSGALP00000018087 CID 106 - 111

vaccinia related kinase 1 - CGNC Symbol 

8440 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(736,47)" 1624 117

ENSGALP00000040653 CID 38 - 43

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(737,36)" 6369 true 1.02 118

ENSGALP00000006213 CID 1,090 - 1,095

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(738,36)" 4691 false 0.59 119



ENSGALP00000031142 CID 48 - 53

RALBP1 associated Eps domain containing 1 

- CGNC Symbol 10351 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(738,45)" 3605 false 120

ENSGALP00000016536 CID 317 - 322

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(738,45)" 3605 false 121

ENSGALP00000001456 CID 932 - 936

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(739,40)" 4426 false 122

ENSGALP00000016490 CID 2,025 - 2,029

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(739,40)" 4426 true 1.05 123

ENSGALP00000019031 CID 500 - 505 albumin - CGNC Symbol 14106 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(739,40)" 4426 124

ENSGALP00000012240 CID 326 - 330

amyloid beta (A4) precursor protein-binding 

family B member 1 interacting protein - 

CGNC Symbol 5719 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(739,45)" 743 true 0.84 125

ENSGALP00000009420 CID 475 - 479

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(740,41)" 1573 true 1.19 126



ENSGALP00000017462 CID 158 - 163

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(740,42)" 134300 127

ENSGALP00000027541 CID 158 - 163

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(740,42)" 134300 128

ENSGALP00000018048 CID 1,123 - 1,128 nucleoporin 133kDa - CGNC Symbol 8423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(740,43)" 10853 true 1.75 129

ENSGALP00000003357 CID 525 - 530

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(740,48)" 6699 true 1.01 130

ENSGALP00000017601 CID 188 - 193

Hsap of 1: chromosome 1 open reading 

frame 168 - HGNC:27295 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(740,49)" 3140 false 131

ENSGALP00000007728 CID 229 - 233

Y box binding protein 1 - CGNC Symbol 

3598 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(741,38)" 139987 true 0.74 132

ENSGALP00000040653 CID 38 - 43

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(741,38)" 6127 133



ENSGALP00000017517 CID 450 - 455

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(741,44)" 1504 true 0.62 134

ENSGALP00000002349 CID 261 - 266

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(741,46)" 15727 true 1.21 135

ENSGALP00000015277 CID 261 - 266

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(741,46)" 15727 true 1.21 136

ENSGALP00000043135 CID 2,582 - 2,587 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(741,46)" 15727 false 1.21 137

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(742,37)" 384588 true 1.24 138

ENSGALP00000013375 CID 115 - 120

peptidylprolyl isomerase like 3 - CGNC 

Symbol 6234 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(742,43)" 5569 false 1.23 139

ENSGALP00000041690 CID 108 - 113

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(742,44)" 1651 true 1.09 140



ENSGALP00000028374 CID 2-Sep

VAMP (vesicle-associated membrane 

protein)-associated protein A 33kDa - CGNC 

Symbol 54859 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(742,46)" 9084 false 1.23 141

ENSGALP00000010800 CID 93 - 97

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(743,34)" 1679 true 0.67 142

ENSGALP00000004871 CID 2-Aug

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(743,40)" 5892 143

ENSGALP00000024150 CID 62 - 68

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(743,43)" 1223 144

ENSGALP00000041156 CID 227 - 232

E3 ubiquitin-protein ligase Hakai - Refseq 

NP_001007849 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(743,44)" 19864 false 145

ENSGALP00000006050 CID 256 - 261

calcium homeostasis endoplasmic reticulum 

protein - CGNC Symbol 2800 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(743,45)" 1723893 146

ENSGALP00000003584 CID 124 - 129 H3 histone family 3B - CGNC Symbol 49711 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(743,45)" 1723893 true 1.27 147



ENSGALP00000008013 CID 194 - 199

ISY1 splicing factor homolog (S. cerevisiae) - 

CGNC Symbol 3725 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(743,45)" 30839 false 1.71 148

ENSGALP00000041877 CID 2,346 - 2,351 Alstrom syndrome 1 - CGNC Symbol 51865 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(743,45)" 30839 149

ENSGALP00000005971 CID 285 - 290 annexin A2 - CGNC Symbol 49740 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(743,47)" 627 150

ENSGALP00000014768 CID 294 - 299

EH-domain containing 3 - CGNC Symbol 

51465 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(743,48)" 653 false 0.67 151

ENSGALP00000021661 CID 419 - 425

lysine (K)-specific demethylase 2A - CGNC 

Symbol 10022 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(743,48)" 653 false 0.67 152

ENSGALP00000012240 CID 326 - 330

amyloid beta (A4) precursor protein-binding 

family B member 1 interacting protein - 

CGNC Symbol 5719 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(743,48)" 653 153

ENSGALP00000002822 CID 154 - 160

glyoxylate reductase 1 homolog - CGNC 

Symbol 52955 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(744,47)" 2077 false 154



ENSGALP00000001909 CID 1,829 - 1,835

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(744,47)" 77281 155

ENSGALP00000003584 CID 118 - 123 H3 histone family 3B - CGNC Symbol 49711 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(744,47)" 77281 false 156

ENSGALP00000012869 CID 336 - 341

dihydrolipoamide dehydrogenase - CGNC 

Symbol 5998 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(744,47)" 29911 157

ENSGALP00000007728 CID 229 - 233

Y box binding protein 1 - CGNC Symbol 

3598 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(745,40)" 77328 158

ENSGALP00000010363 CID 2-Aug

ubiquitin conjugating enzyme E2 I - CGNC 

Symbol 4844 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(745,40)" 10034 159

ENSGALP00000016789 CID 497 - 503

protein phosphatase 1 regulatory subunit 

12A - CGNC Symbol 49610 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(745,42)" 5120 false 160

ENSGALP00000035514 CID 454 - 458 protein kinase C delta - CGNC Symbol 50113 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(745,42)" 3716 161



ENSGALP00000004508 CID 8-Dec

endoplasmic reticulum-golgi intermediate 

compartment 1 - CGNC Symbol 2067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(745,42)" 3716 162

ENSGALP00000012938 CID 241 - 246 apoptosis inhibitor 5 - CGNC Symbol 16313 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(745,44)" 75507 false 1.22 163

ENSGALP00000001909 CID 72 - 76

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(745,48)" 8967 164

ENSGALP00000015277 CID 261 - 266

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(745,48)" 14179 165

ENSGALP00000002349 CID 261 - 266

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(745,48)" 14179 166

ENSGALP00000043135 CID 2,582 - 2,587 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(745,49)" 8225 167

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(746,40)" 591111 168



ENSGALP00000003431 CID 117 - 123

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(746,42)" 9260 false 169

ENSGALP00000023081 CID 445 - 450

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(746,45)" 2096 false 170

ENSGALP00000041690 CID 108 - 113

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(746,47)" 1667 171

ENSGALP00000006816 CID 1,692 - 1,697

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(747,42)" 3838 false 0.74 172

ENSGALP00000015356 CID 102 - 107

electron transfer flavoprotein 

dehydrogenase - CGNC Symbol 7179 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(747,42)" 1041 173

ENSGALP00000018195 CID 219 - 224

proteasome subunit beta 1 - CGNC Symbol 

8487 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(747,44)" 1222 true 0.74 174

ENSGALP00000042983 CID 1,083 - 1,088 zinc finger protein 687 - HGNC:29277 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(747,44)" 1222 false 175



ENSGALP00000003675 CID 2,435 - 2,440 Helicase SRCAP - CGNC Symbol 66016 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(747,44)" 1222 false 176

ENSGALP00000000246 CID 145 - 150

YTH domain containing 2 - CGNC Symbol 

106 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(747,45)" 866 false 177

ENSGALP00000007927 CID 90 - 95

Hsap of 9: ribosomal protein L36a - 

HGNC:10359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(747,45)" 866 178

ENSGALP00000003584 CID 124 - 129 H3 histone family 3B - CGNC Symbol 49711 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(747,46)" 2334172 179

ENSGALP00000007934 CID 234 - 240

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(747,47)" 15974 false 180

ENSGALP00000038782 CID 116 - 121 nucleobindin 2 - CGNC Symbol 51883 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(747,47)" 51489 false 181

ENSGALP00000021030 CID 3,456 - 3,461

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(747,47)" 51489 false 182



ENSGALP00000023352 CID 664 - 669

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(748,43)" 15688 false 0.92 183

ENSGALP00000042855 CID 28 - 33

Hsap of 1: ribosomal protein L10 like - 

HGNC:17976 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(748,43)" 15688 true 0.92 184

ENSGALP00000020445 CID 657 - 662

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(748,43)" 15688 false 0.92 185

ENSGALP00000005212 CID 433 - 438 histone deacetylase 1 - CGNC Symbol 2394 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(748,43)" 9710 true 0.88 186

ENSGALP00000021618 CID 113 - 118

lactate dehydrogenase B - CGNC Symbol 

10005 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(748,43)" 9710 false 187

ENSGALP00000015623 CID 594 - 599

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(748,43)" 4774 188

ENSGALP00000018765 CID 6-Nov

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(748,44)" 51178 true 0.92 189



ENSGALP00000021957 CID 3,586 - 3,590

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(748,46)" 79350 false 190

ENSGALP00000009939 CID 1,104 - 1,109

WDFY family member 4 - CGNC Symbol 

22870 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(748,47)" 3663 191

ENSGALP00000005109 CID 215 - 220

ash2 (absent small or homeotic)-like 

(Drosophila) - CGNC Symbol 2347 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(748,47)" 3663 false 192

ENSGALP00000017545 CID 243 - 248

ankyrin repeat and MYND domain 

containing 2 - CGNC Symbol 8212 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(748,48)" 1119 false 193

ENSGALP00000027816 CID 422 - 426 cathepsin C - CGNC Symbol 12954 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(748,48)" 1971 false 194

ENSGALP00000043135 CID 15,281 - 15,286 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(748,48)" 1971 195

ENSGALP00000013267 CID 99 - 103

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(749,47)" 1233 true 0.91 196



ENSGALP00000012481 CID 101 - 106 ribosomal protein L4 - CGNC Symbol 5828 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(750,42)" 1400 true 0.74 197

ENSGALP00000003431 CID 117 - 123

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(750,45)" 25926 false 198

ENSGALP00000028857 CID 662 - 667

oxoglutarate (alpha-ketoglutarate) 

dehydrogenase (lipoamide) - CGNC Symbol 

52787 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(752,44)" 2582 false 0.81 199

ENSGALP00000011008 CID 3,402 - 3,407

lysine methyltransferase 2A - CGNC Symbol 

49942 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(752,44)" 2582 false 0.81 200

ENSGALP00000042855 CID 28 - 33

Hsap of 1: ribosomal protein L10 like - 

HGNC:17976 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(752,46)" 5531 201

ENSGALP00000018765 CID 6-Nov

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(752,47)" 60939 202

ENSGALP00000021957 CID 3,586 - 3,590

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(752,47)" 19554 false 203



ENSGALP00000011717 CID 222 - 227

ribosomal protein large P0 - CGNC Symbol 

49505 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(752,47)" 19554 204

ENSGALP00000004425 CID 465 - 470

metastasis associated 1 - CGNC Symbol 

53548 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(753,42)" 1729 205

ENSGALP00000000955 CID 193 - 197 CTP synthase 1 - CGNC Symbol 429 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(753,42)" 1729 false 1 206

ENSGALP00000035595 CID 153 - 157

40S ribosomal protein S11 - Refseq 

NP_001026004 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(753,42)" 1729 false 1 207

ENSGALP00000012163 CID 531 - 535

transcription elongation regulator 1 - CGNC 

Symbol 5680 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(753,42)" 1729 true 1 208

ENSGALP00000020147 CID 606 - 612

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(753,42)" 1729 false 209

ENSGALP00000016711 CID 473 - 478

guanine monophosphate synthase - CGNC 

Symbol 7825 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(754,49)" 2324 false 210



ENSGALP00000016080 CID 1,121 - 1,126

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(754,49)" 2324 false 211

ENSGALP00000040653 CID 77 - 82

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(755,48)" 1654 212

ENSGALP00000018382 CID 1,018 - 1,023

early endosome antigen 1 - CGNC Symbol 

8572 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(756,39)" 2094 213

ENSGALP00000002822 CID 40 - 44

glyoxylate reductase 1 homolog - CGNC 

Symbol 52955 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(756,41)" 1899 true 1.46 214

ENSGALP00000012130 CID 152 - 158

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(756,45)" 2562 215

ENSGALP00000019468 CID 53 - 58 aconitase 2 - CGNC Symbol 9059 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(756,47)" 16329 false 1.19 216

ENSGALP00000005212 CID 433 - 438 histone deacetylase 1 - CGNC Symbol 2394 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(756,47)" 6709 true 0.88 217



ENSGALP00000021472 CID 113 - 119 fumarate hydratase - CGNC Symbol 9939 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(756,48)" 17173 false 1.83 218

ENSGALP00000016623 CID 78 - 83

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(756,49)" 1114 false 219

ENSGALP00000005126 CID 80 - 85

SUB1 homolog (S. cerevisiae) - CGNC 

Symbol 2359 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(756,49)" 1114 false 220

ENSGALP00000043240 CID 75 - 80

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(756,49)" 1114 false 221

ENSGALP00000009121 CID 160 - 165 glycyl-tRNA synthetase - CGNC Symbol 4244 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(756,49)" 1114 false 222

ENSGALP00000034615 CID 171 - 177

Cytochrome c oxidase subunit 2 - UP 

P18944 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(757,43)" 2126 true 0.97 223

ENSGALP00000000670 CID 26 - 31

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(757,43)" 8890 true 0.71 224



ENSGALP00000023396 CID 149 - 155

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(758,44)" 7041 false 0.98 225

ENSGALP00000008824 CID 288 - 293

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(758,44)" 7041 false 0.98 226

ENSGALP00000014308 CID 487 - 493

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(758,44)" 7041 false 0.98 227

ENSGALP00000043135 CID 21,984 - 21,989 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(758,46)" 4483 true 1.3 228

ENSGALP00000026123 CID 545 - 550

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(758,47)" 12376 false 0.55 229

ENSGALP00000011486 CID 5-Oct

myocyte enhancer factor 2A - CGNC Symbol 

49427 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(758,48)" 4142 230

ENSGALP00000007822 CID 441 - 446

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(758,48)" 34905 true 0.85 231



ENSGALP00000040890 CID 445 - 450

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(759,45)" 974 true 3.12 232

ENSGALP00000005643 CID 44 - 50

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(759,46)" 4702 233

ENSGALP00000025280 CID 97 - 102 thioredoxin - CGNC Symbol 49804 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(760,43)" 2731 false 234

ENSGALP00000003584 CID 118 - 123 H3 histone family 3B - CGNC Symbol 49711 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(760,47)" 19122 true 0.77 235

ENSGALP00000043135 CID 7,367 - 7,372 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(760,47)" 19122 false 236

ENSGALP00000017341 CID 322 - 327

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(760,47)" 19122 237

ENSGALP00000024853 CID 182 - 187

syndecan binding protein (syntenin) - CGNC 

Symbol 51422 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(760,48)" 1874 false 238



ENSGALP00000005794 CID 2,031 - 2,036

spen family transcriptional repressor - CGNC 

Symbol 2675 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(760,48)" 1874 239

ENSGALP00000013410 CID 216 - 222

ADP-ribosylation factor GTPase activating 

protein 2 - CGNC Symbol 51916 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(760,48)" 1874 false 240

ENSGALP00000019468 CID 53 - 58 aconitase 2 - CGNC Symbol 9059 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(760,49)" 13067 241

ENSGALP00000024417 CID 549 - 554

trafficking protein particle complex 8 - 

CGNC Symbol 11281 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(761,44)" 526 false 242

ENSGALP00000034615 CID 171 - 177

Cytochrome c oxidase subunit 2 - UP 

P18944 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(761,46)" 2063 243

ENSGALP00000000670 CID 26 - 31

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(761,46)" 5549 244

ENSGALP00000023081 CID 315 - 320

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(761,48)" 9503 false 245



ENSGALP00000013870 CID 132 - 137

X-prolyl aminopeptidase (aminopeptidase 

P) 1 soluble - CGNC Symbol 6466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(761,49)" 16822 false 246

ENSGALP00000025921 CID 49 - 54

RAD21 cohesin complex component - CGNC 

Symbol 12049 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(761,49)" 16822 false 247

ENSGALP00000007680 CID 171 - 176 ribosomal protein L6 - CGNC Symbol 48978 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(761,49)" 14862 248

ENSGALP00000015846 CID 132 - 137

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(761,49)" 14862 false 249

ENSGALP00000013738 CID 100 - 105

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(761,49)" 14862 false 250

ENSGALP00000021927 CID 254 - 260

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(762,49)" 1371 false 251

ENSGALP00000021333 CID 267 - 273

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(762,49)" 1371 false 252



ENSGALP00000024283 CID 110 - 115 ribosomal protein S6 - CGNC Symbol 49670 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(763,42)" 607 true 0.74 253

ENSGALP00000003175 CID 256 - 261

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(763,42)" 1854 254

ENSGALP00000014189 CID 106 - 111

phosphotriesterase related - CGNC Symbol 

6624 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(763,42)" 1854 false 0.59 255

ENSGALP00000023288 CID 196 - 201

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(763,45)" 6532 true 0.54 256

ENSGALP00000000205 CID 116 - 121 ribosomal protein L9 - CGNC Symbol 52467 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(763,45)" 13021 true 0.78 257

ENSGALP00000022600 CID 19 - 24 sarcoglycan beta - CGNC Symbol 10442 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(763,45)" 13021 false 258

ENSGALP00000026126 CID 194 - 198 ribosomal protein L8 - CGNC Symbol 12137 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(764,38)" 1784 259



ENSGALP00000037230 CID 641 - 647

tumor protein p53 binding protein 1 - CGNC 

Symbol 6464 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(764,38)" 905 false 2.49 260

ENSGALP00000020953 CID 295 - 300

serpin peptidase inhibitor clade B 

(ovalbumin) member 6 - CGNC Symbol 

51364 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(764,38)" 905 false 2.49 261

ENSGALP00000000885 CID 252 - 257

microtubule-associated protein tau - CGNC 

Symbol 389 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(764,48)" 5798 false 262

ENSGALP00000012723 CID 142 - 147

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(764,48)" 5798 false 263

ENSGALP00000011559 CID 180 - 185

integrin beta 1 (fibronectin receptor beta 

polypeptide antigen CD29 includes MDF2 

MSK12) - CGNC Symbol 49025 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(766,41)" 2554 true 2.24 264

ENSGALP00000012605 CID 518 - 523

pescadillo ribosomal biogenesis factor 1 - 

CGNC Symbol 5881 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(767,47)" 3773 false 265

ENSGALP00000023288 CID 196 - 201

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(767,47)" 1697 266



ENSGALP00000025745 CID 143 - 148

Uncharacterized protein - 

UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 

11954 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(768,40)" 12449 false 267

ENSGALP00000036720 CID 3,423 - 3,428

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(768,40)" 12449 false 0.29 268

ENSGALP00000020953 CID 295 - 300

serpin peptidase inhibitor clade B 

(ovalbumin) member 6 - CGNC Symbol 

51364 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(768,41)" 3105 269

ENSGALP00000024283 CID 224 - 229 ribosomal protein S6 - CGNC Symbol 49670 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(768,49)" 17832 false 4.43 270

ENSGALP00000011559 CID 180 - 185

integrin beta 1 (fibronectin receptor beta 

polypeptide antigen CD29 includes MDF2 

MSK12) - CGNC Symbol 49025 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(770,44)" 8319 271

ENSGALP00000011689 CID 415 - 420

prolyl 4-hydroxylase beta polypeptide - 

CGNC Symbol 5464 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(770,44)" 8319 272

ENSGALP00000000955 CID 308 - 312 CTP synthase 1 - CGNC Symbol 429 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(770,44)" 1255 false 273



ENSGALP00000011170 CID 289 - 293

choroideremia (Rab escort protein 1) - 

CGNC Symbol 51680 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(770,44)" 1255 false 274

ENSGALP00000009853 CID 272 - 277 zinc finger protein 326 - CGNC Symbol 4587 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(770,44)" 1255 275

ENSGALP00000027953 CID 179 - 185 ribosomal protein S3 - CGNC Symbol 13020 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(770,50)" 2560 true 0.73 276

ENSGALP00000000151 CID 404 - 409

tripartite motif containing 27.1 - CGNC 

Symbol 58 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(771,44)" 12912 true 0.91 277

ENSGALP00000015964 CID 19 - 24

ribosomal protein L18a - CGNC Symbol 

50601 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(771,44)" 12912 false 0.91 278

ENSGALP00000010942 CID 147 - 152

ribosomal protein S15a - CGNC Symbol 

5109 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(771,45)" 1229 true 0.98 279

ENSGALP00000024283 CID 110 - 115 ribosomal protein S6 - CGNC Symbol 49670 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(771,46)" 3790 false 0.73 280



ENSGALP00000011635 CID 466 - 471

Gallus gallus syntaxin binding protein 1 

(STXBP1) mRNA. - RefSeq mRNA 

NM_001305648 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(771,47)" 9722 false 0.97 281

ENSGALP00000008802 CID 102 - 107 ribosomal protein S2 - CGNC Symbol 50281 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(771,47)" 3810 false 282

ENSGALP00000009960 CID 83 - 89

ribosomal protein L13 - CGNC Symbol 

49509 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(771,47)" 3810 283

ENSGALP00000016660 CID 617 - 623

nuclear autoantigenic sperm protein 

(histone-binding) - CGNC Symbol 7802 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(771,48)" 9062 false 0.81 284

ENSGALP00000024150 CID 62 - 68

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(771,48)" 9062 false 0.81 285

ENSGALP00000016337 CID 2,174 - 2,180

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(771,48)" 9062 false 0.81 286

ENSGALP00000000205 CID 116 - 121 ribosomal protein L9 - CGNC Symbol 52467 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(771,50)" 8126 true 0.78 287



ENSGALP00000030678 CID 571 - 576 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(772,40)" 40363 false 288

ENSGALP00000042855 CID 78 - 83

Hsap of 1: ribosomal protein L10 like - 

HGNC:17976 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(772,40)" 40363 false 289

ENSGALP00000039965 CID 56 - 61

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(772,43)" 4794 true 1.21 290

ENSGALP00000035593 CID 78 - 83 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(772,45)" 46529 true 0.65 291

ENSGALP00000016490 CID 438 - 444

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(772,46)" 19834 292

ENSGALP00000027387 CID 1,434 - 1,441

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(772,46)" 1203 293

ENSGALP00000038209 CID 227 - 232

endoplasmic reticulum protein 29 - CGNC 

Symbol 50366 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(772,49)" 25639 false 294



ENSGALP00000011103 CID 5-Oct insulin degrading enzyme - HGNC:5381 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(772,49)" 25639 false 295

ENSGALP00000007236 CID 38 - 43

calcyclin binding protein - CGNC Symbol 

3365 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(772,49)" 25639 false 296

ENSGALP00000005565 CID 115 - 120

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(772,49)" 25639 false 297

ENSGALP00000020744 CID 161 - 167

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(772,49)" 14942 true 1.21 298

ENSGALP00000012878 CID 140 - 146

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(772,49)" 14942 false 1.21 299

ENSGALP00000040486 CID 181 - 186

histidyl-tRNA synthetase - CGNC Symbol 

50172 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(772,49)" 4360 false 0.48 300

ENSGALP00000040734 CID 661 - 667 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(772,50)" 6148 false 301



ENSGALP00000012100 CID 488 - 493

leucyl-tRNA synthetase - CGNC Symbol 

5654 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(772,50)" 11493 false 1.21 302

ENSGALP00000022311 CID 133 - 138

mitochondrial ribosomal protein L47 - CGNC 

Symbol 52304 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(772,50)" 11493 false 0.91 303

ENSGALP00000015460 CID 693 - 699

pleckstrin homology domain containing 

family H (with MyTH4 domain) member 1 - 

CGNC Symbol 7235 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(773,40)" 995 304

ENSGALP00000011221 CID 42 - 48

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(773,40)" 995 false 0.6 305

ENSGALP00000002078 CID 2-Jul

MYB binding protein (P160) 1a - CGNC 

Symbol 933 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(773,40)" 995 306

ENSGALP00000039865 CID 638 - 644

flightless I actin binding protein - CGNC 

Symbol 3713 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(773,40)" 995 false 0.6 307

ENSGALP00000017462 CID 77 - 82

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(773,45)" 35906 true 0.95 308



ENSGALP00000027541 CID 77 - 82

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(773,45)" 35906 true 0.95 309

ENSGALP00000005643 CID 526 - 531

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(773,48)" 16958 310

ENSGALP00000038155 CID 39 - 44

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(773,48)" 16958 false 1.03 311

ENSGALP00000043396 CID 716 - 721

DNA (cytosine-5-)-methyltransferase 1 - 

HGNC:2976 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(774,43)" 6286 false 312

ENSGALP00000015964 CID 27 - 32

ribosomal protein L18a - CGNC Symbol 

50601 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(774,45)" 21637 true 0.46 313

ENSGALP00000004048 CID 1,207 - 1,212 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(774,45)" 2527 false 314

ENSGALP00000017367 CID 42 - 47

Gallus gallus mago-nashi homolog 2 

(MAGOH2) transcript variant 1 mRNA. - 

RefSeq mRNA NM_001308098 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(775,41)" 14552 true 0.86 315



ENSGALP00000020064 CID 134 - 138

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(775,44)" 6152 316

ENSGALP00000039133 CID 98 - 102

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(775,44)" 6152 true 0.9 317

ENSGALP00000021544 CID 969 - 974 centromere protein E - CGNC Symbol 51810 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(775,45)" 8726 false 0.77 318

ENSGALP00000023439 CID 498 - 503

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(775,45)" 8726 false 0.77 319

ENSGALP00000003116 CID 491 - 496

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(775,45)" 8726 false 0.77 320

ENSGALP00000007692 CID 493 - 498

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(775,45)" 8726 false 0.77 321

ENSGALP00000019582 CID 860 - 865

dishevelled associated activator of 

morphogenesis 1 - CGNC Symbol 9108 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(775,48)" 8038 322



ENSGALP00000006652 CID 603 - 608

SAFB like transcription modulator - CGNC 

Symbol 3078 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(775,50)" 3177 323

ENSGALP00000024150 CID 62 - 68

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(775,50)" 3177 324

ENSGALP00000042855 CID 78 - 83

Hsap of 1: ribosomal protein L10 like - 

HGNC:17976 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(776,45)" 26847 325

ENSGALP00000004257 CID 143 - 148

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(776,45)" 26847 326

ENSGALP00000004186 CID 427 - 432 annexin A11 - CGNC Symbol 52013 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(776,46)" 147851 false 327

ENSGALP00000021618 CID 113 - 118

lactate dehydrogenase B - CGNC Symbol 

10005 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(776,46)" 147851 true 1.21 328

ENSGALP00000007299 CID 142 - 147 CD74 molecule - CGNC Symbol 3398 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(776,47)" 699 false 329



ENSGALP00000005109 CID 215 - 220

ash2 (absent small or homeotic)-like 

(Drosophila) - CGNC Symbol 2347 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(776,48)" 5414 false 330

ENSGALP00000013388 CID 370 - 375

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(776,48)" 5414 false 331

ENSGALP00000015128 CID 183 - 188 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(776,49)" 3131 false 332

ENSGALP00000008498 CID 396 - 401 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(777,42)" 7996 true 1.94 333

ENSGALP00000018765 CID 48 - 53

ribosomal protein L14 - CGNC Symbol 

49056 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(777,44)" 1955 false 0.62 334

ENSGALP00000002862 CID 474 - 479

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(777,45)" 8786 false 335

ENSGALP00000039011 CID 73 - 78

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(778,39)" 763 336



ENSGALP00000012878 CID 92 - 97

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(778,46)" 8204 false 337

ENSGALP00000012163 CID 556 - 561

transcription elongation regulator 1 - CGNC 

Symbol 5680 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(778,47)" 3470 338

ENSGALP00000020463 CID 568 - 573

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(778,47)" 3470 339

ENSGALP00000015229 CID 669 - 674

calpain 2 (m/II) large subunit - CGNC 

Symbol 7115 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(778,47)" 1266 true 1.46 340

ENSGALP00000015964 CID 27 - 32

ribosomal protein L18a - CGNC Symbol 

50601 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(778,48)" 2675 341

ENSGALP00000038313 CID 344 - 349

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(778,48)" 2770 342

ENSGALP00000013963 CID 470 - 474

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(779,41)" 3423 false 1.52 343



ENSGALP00000003175 CID 179 - 184

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(779,41)" 3423 344

ENSGALP00000023866 CID 537 - 542

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(779,45)" 8872 false 1.52 345

ENSGALP00000008398 CID 129 - 134

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(779,45)" 8872 true 1.05 346

ENSGALP00000017367 CID 42 - 47

Gallus gallus mago-nashi homolog 2 

(MAGOH2) transcript variant 1 mRNA. - 

RefSeq mRNA NM_001308098 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(779,46)" 2873 347

ENSGALP00000015964 CID 19 - 24

ribosomal protein L18a - CGNC Symbol 

50601 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(779,49)" 17323 true 0.58 348

ENSGALP00000000151 CID 404 - 409

tripartite motif containing 27.1 - CGNC 

Symbol 58 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(779,49)" 17323 false 1.28 349

ENSGALP00000039965 CID 56 - 61

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(780,48)" 7682 true 1.21 350



ENSGALP00000008498 CID 396 - 401 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(781,45)" 15528 351

ENSGALP00000037170 CID 639 - 644

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(781,45)" 15528 false 0.83 352

ENSGALP00000002862 CID 474 - 479

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(781,47)" 29832 false 353

ENSGALP00000027541 CID 77 - 82

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(781,50)" 19819 true 0.95 354

ENSGALP00000017462 CID 77 - 82

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(781,50)" 19819 true 0.95 355

ENSGALP00000039316 CID 1-Jun

protein kinase C theta - CGNC Symbol 

57974 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(782,47)" 2584 356

ENSGALP00000042475 CID 81 - 86

purine-rich element binding protein A - 

CGNC Symbol 15180 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(782,47)" 5439 357



ENSGALP00000012878 CID 92 - 97

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(782,48)" 8612 false 358

ENSGALP00000013963 CID 470 - 474

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(783,43)" 5213 359

ENSGALP00000013987 CID 670 - 675

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(783,43)" 5213 360

ENSGALP00000023866 CID 537 - 542

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(783,47)" 6590 361

ENSGALP00000010633 CID 2-Aug

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(783,49)" 13019 true 1.04 362

ENSGALP00000000485 CID 1,263 - 1,268

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(784,48)" 5347 false 363

ENSGALP00000007523 CID 117 - 122

chloride intracellular channel 2 - CGNC 

Symbol 51647 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(784,48)" 5347 false 364



ENSGALP00000022208 CID 1,214 - 1,219

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(784,48)" 5347 false 365

ENSGALP00000043135 CID 21,075 - 21,081 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(784,51)" 84122 false 366

ENSGALP00000021618 CID 113 - 118

lactate dehydrogenase B - CGNC Symbol 

10005 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(784,51)" 84122 true 1.62 367

ENSGALP00000025762 CID 181 - 187

runt-related transcription factor 1 - CGNC 

Symbol 49673 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(785,47)" 12516 false 368

ENSGALP00000001195 CID 1-Jul

bromodomain adjacent to zinc finger 

domain 1B - CGNC Symbol 533 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(785,47)" 12516 false 369

ENSGALP00000003850 CID 308 - 314

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(785,48)" 5486 true 0.78 370

ENSGALP00000008798 CID 144 - 150

coiled-coil domain containing 12 - CGNC 

Symbol 4088 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(785,49)" 27083 371



ENSGALP00000001332 CID 169 - 174 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(785,49)" 27083 false 0.78 372

ENSGALP00000009985 CID 84 - 89

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(785,49)" 27083 false 0.78 373

ENSGALP00000015986 CID 601 - 607

integrator complex subunit 7 - CGNC 

Symbol 7478 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(785,49)" 27083 false 0.78 374

ENSGALP00000021907 CID 7-Dec

acidic (leucine-rich) nuclear phosphoprotein 

32 family member E - CGNC Symbol 52680 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(785,49)" 27083 false 0.78 375

ENSGALP00000024509 CID 225 - 231

spleen tyrosine kinase - CGNC Symbol 

53036 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(785,49)" 5646 false 2.34 376

ENSGALP00000023165 CID 50 - 57

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(785,49)" 5646 true 2.34 377

ENSGALP00000008465 CID 490 - 496

ribosomal RNA processing 1 homolog B (S. 

cerevisiae) - CGNC Symbol 52392 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(785,49)" 5646 false 378



ENSGALP00000038272 CID 465 - 470

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(785,49)" 5646 false 379

ENSGALP00000006093 CID 2-Jul keratin 19 - CGNC Symbol 49516 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(786,37)" 4748 380

ENSGALP00000026123 CID 84 - 89

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(786,37)" 3580 false 381

ENSGALP00000020169 CID 393 - 399

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(786,44)" 2300 false 0.91 382

ENSGALP00000008763 CID 823 - 828

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(786,45)" 2566 383

ENSGALP00000009933 CID Nov-17

heterogeneous nuclear ribonucleoprotein 

A0 - CGNC Symbol 4621 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(786,45)" 2566 384

ENSGALP00000015665 CID 71 - 76 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(786,45)" 1356 385



ENSGALP00000008498 CID 604 - 609 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(786,45)" 1356 386

ENSGALP00000004046 CID 135 - 140

RAN member RAS oncogene family - CGNC 

Symbol 1850 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(786,46)" 2125 true 1.39 387

ENSGALP00000004641 CID 596 - 600

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(786,48)" 14617 false 1.39 388

ENSGALP00000035366 CID 194 - 199

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(786,50)" 417 true 1.84 389

ENSGALP00000012405 CID 658 - 663

proteasome 26S subunit non-ATPase 1 - 

CGNC Symbol 5786 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(787,48)" 7932 false 390

ENSGALP00000012231 CID 529 - 534

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(787,48)" 7932 false 391

ENSGALP00000019163 CID 77 - 82 histone H1 - CGNC Symbol 53214 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(787,48)" 7932 false 392



ENSGALP00000037266 CID 81 - 86

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(787,48)" 7932 false 393

ENSGALP00000029993 CID 120 - 126

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(787,48)" 7932 false 394

ENSGALP00000000509 CID 94 - 99

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(787,51)" 2794 false 395

ENSGALP00000039235 CID 175 - 180

cold shock domain containing E1 - CGNC 

Symbol 51115 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(787,51)" 2794 false 396

ENSGALP00000002828 CID 409 - 414

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(788,41)" 48718 true 1.15 397

ENSGALP00000027504 CID 1,312 - 1,318 neurobeachin - CGNC Symbol 12814 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(788,41)" 48718 398

ENSGALP00000003898 CID 13 - 19 matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(788,41)" 38116 399



ENSGALP00000004962 CID 613 - 618

tripartite motif containing 25 - CGNC 

Symbol 2279 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(788,45)" 4257 false 400

ENSGALP00000025508 CID 426 - 432

SR-related CTD-associated factor 4 - CGNC 

Symbol 11826 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(788,45)" 4257 false 401

ENSGALP00000004641 CID 279 - 284

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(788,46)" 1129 true 2.49 402

ENSGALP00000003342 CID 339 - 344

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(788,48)" 1784 false 2.49 403

ENSGALP00000013190 CID 339 - 344

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(788,48)" 1784 false 2.49 404

ENSGALP00000002520 CID 183 - 189 septin 2-like - CGNC Symbol 50343 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(789,46)" 3450 true 0.84 405

ENSGALP00000014265 CID 25 - 30

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(789,46)" 3450 false 0.84 406



ENSGALP00000003850 CID 308 - 314

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(789,51)" 4265 407

ENSGALP00000015257 CID 63 - 68

ribosome binding protein 1 - CGNC Symbol 

6587 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(789,51)" 4265 false 408

ENSGALP00000001332 CID 169 - 174 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(789,51)" 6803 409

ENSGALP00000021907 CID 7-Dec

acidic (leucine-rich) nuclear phosphoprotein 

32 family member E - CGNC Symbol 52680 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(789,51)" 6803 410

ENSGALP00000018695 CID 25 - 31

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(789,51)" 4119 411

ENSGALP00000001510 CID 763 - 769

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(790,45)" 8098 false 0.81 412

ENSGALP00000038037 CID 828 - 833

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(790,48)" 13379 false 0.81 413



ENSGALP00000004046 CID 135 - 140

RAN member RAS oncogene family - CGNC 

Symbol 1850 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(790,48)" 4447 414

ENSGALP00000017367 CID 42 - 47

Gallus gallus mago-nashi homolog 2 

(MAGOH2) transcript variant 1 mRNA. - 

RefSeq mRNA NM_001308098 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(791,41)" 14757 true 0.93 415

ENSGALP00000043427 CID 90 - 96 block of proliferation 1 - HGNC:15519 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(791,42)" 654 false 416

ENSGALP00000018410 CID 254 - 259

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(791,42)" 654 false 417

ENSGALP00000027779 CID 1-Jun

chromosome 1 open reading frame human 

C11orf54 - Refseq NP_001264206 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(791,42)" 654 false 418

ENSGALP00000016361 CID 1-Jul

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(791,44)" 24139 false 1.26 419

ENSGALP00000007671 CID 469 - 475

family with sequence similarity 129 

member A - CGNC Symbol 3572 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(791,44)" 24139 420



ENSGALP00000041073 CID 45 - 50

mitochondrial ribosomal protein S35 - 

HGNC:16635 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(791,44)" 9840 true 0.43 421

ENSGALP00000004515 CID 70 - 75

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(791,47)" 8525 true 0.47 422

ENSGALP00000023288 CID 444 - 449

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(791,48)" 5514 true 0.67 423

ENSGALP00000034108 CID 224 - 229

pyruvate kinase muscle - CGNC Symbol 

1412 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(791,50)" 3474 false 424

ENSGALP00000018382 CID 877 - 882

early endosome antigen 1 - CGNC Symbol 

8572 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(791,50)" 10337 false 425

ENSGALP00000019040 CID 979 - 984 nucleoporin 205kDa - CGNC Symbol 8864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(792,43)" 955 426

ENSGALP00000002828 CID 409 - 414

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(792,44)" 45470 427



ENSGALP00000025803 CID 1,243 - 1,248

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(792,46)" 1236 428

ENSGALP00000004641 CID 279 - 284

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(792,48)" 14086 429

ENSGALP00000003342 CID 339 - 344

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(792,50)" 3634 430

ENSGALP00000013190 CID 339 - 344

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(792,50)" 3634 431

ENSGALP00000007523 CID 117 - 122

chloride intracellular channel 2 - CGNC 

Symbol 51647 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(792,51)" 4942 true 1.19 432

ENSGALP00000041993 CID 103 - 108 ribosomal protein L21 - HGNC:10313 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(793,41)" 19235 true 0.87 433

ENSGALP00000008882 CID 486 - 491

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(793,41)" 19235 false 0.87 434



ENSGALP00000012383 CID 278 - 283

ribonucleic acid export 1 - CGNC Symbol 

5777 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(793,45)" 1244 true 1.5 435

ENSGALP00000014265 CID 25 - 30

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(793,49)" 2406 436

ENSGALP00000013862 CID 1,233 - 1,238

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(793,49)" 1841 false 437

ENSGALP00000039757 CID 737 - 742

hypoxia up-regulated 1 - CGNC Symbol 

53307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(793,51)" 622 false 438

ENSGALP00000015356 CID 449 - 454

electron transfer flavoprotein 

dehydrogenase - CGNC Symbol 7179 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(794,43)" 5046 false 439

ENSGALP00000003263 CID 110 - 116

charged multivesicular body protein 4B - 

CGNC Symbol 50929 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(794,44)" 10150 true 0.51 440

ENSGALP00000009007 CID Oct-15

ADP-ribosylation factor 4 - CGNC Symbol 

55483 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(794,49)" 1975 false 441



ENSGALP00000038376 CID 31 - 36

ADP ribosylation factor 1 - CGNC Symbol 

51247 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(794,49)" 1975 false 442

ENSGALP00000043135 CID 6,890 - 6,896 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(794,49)" 917 true 0.97 443

ENSGALP00000038037 CID 828 - 833

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(794,51)" 10772 444

ENSGALP00000002278 CID 314 - 319

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(795,41)" 1771 true 1.47 445

ENSGALP00000002828 CID 55 - 60

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(795,43)" 3303 false 1.4 446

ENSGALP00000042265 CID 235 - 240 cathelicidin-B1-like - CGNC Symbol 64671 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(796,45)" 11196 false 447

ENSGALP00000033741 CID 204 - 209

EF-hand domain family member D1 - CGNC 

Symbol 52247 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(796,46)" 4966 448



ENSGALP00000007101 CID 1,148 - 1,153

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(796,46)" 4966 false 449

ENSGALP00000004425 CID 109 - 114

metastasis associated 1 - CGNC Symbol 

53548 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(796,49)" 4196 450

ENSGALP00000035723 CID 285 - 290

tudor domain containing 3 - CGNC Symbol 

12714 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(796,49)" 4196 false 0.54 451

ENSGALP00000041993 CID 103 - 108 ribosomal protein L21 - HGNC:10313 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(797,44)" 16738 452

ENSGALP00000008882 CID 486 - 491

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(797,44)" 16738 453

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(797,46)" 8590 false 1.2 454

ENSGALP00000011666 CID 597 - 602

kinesin family member 5B - CGNC Symbol 

5451 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(797,46)" 68278 455



ENSGALP00000007672 CID 756 - 761

isoleucyl-tRNA synthetase - CGNC Symbol 

3573 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(797,46)" 68278 false 456

ENSGALP00000043135 CID 20,390 - 20,396 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(797,47)" 25310 457

ENSGALP00000003011 CID 539 - 544

scaffold attachment factor B2 - CGNC 

Symbol 52976 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(797,47)" 25310 458

ENSGALP00000013987 CID 627 - 632

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(797,47)" 18278 true 1.09 459

ENSGALP00000013355 CID 27 - 32 ribosomal protein L30 - CGNC Symbol 6224 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(798,48)" 5716 false 460

ENSGALP00000002426 CID 121 - 127

Gallus gallus nuclear transport factor 2 

(NUTF2) transcript variant 2 mRNA. - RefSeq 

mRNA NM_001305547 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(799,44)" 5756 false 461

ENSGALP00000018340 CID 52 - 58 SATB homeobox 1 - CGNC Symbol 8550 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(800,46)" 2544 false 2.16 462



ENSGALP00000006939 CID 664 - 669 annexin A6 - CGNC Symbol 49340 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(800,46)" 2544 true 2.16 463

ENSGALP00000016413 CID 206 - 213

DNA methyltransferase 1 associated protein 

1 - CGNC Symbol 7677 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(800,46)" 1263 false 464

ENSGALP00000005565 CID 115 - 120

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(800,52)" 6122 false 465

ENSGALP00000007236 CID 38 - 43

calcyclin binding protein - CGNC Symbol 

3365 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(800,52)" 6122 false 466

ENSGALP00000000509 CID 458 - 464

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(801,43)" 13690 true 1.16 467

ENSGALP00000021742 CID 81 - 86 Histone H2B 1/2/3/4/6 - UP P0C1H3 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(801,46)" 1138 false 1.51 468

ENSGALP00000015016 CID 391 - 397

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(802,41)" 1589 true 0.6 469



ENSGALP00000028982 CID 204 - 209

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(802,42)" 17885 false 0.58 470

ENSGALP00000003978 CID 445 - 450

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(802,43)" 23332 true 1.39 471

ENSGALP00000005565 CID 60 - 65

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(802,43)" 23657 true 0.58 472

ENSGALP00000004641 CID 1,132 - 1,136

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(802,44)" 7824 false 473

ENSGALP00000032097 CID 412 - 418 CD5 molecule - CGNC Symbol 3864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(802,44)" 7824 false 1.36 474

ENSGALP00000043162 CID 68 - 74 CDGSH iron sulfur domain 2 - HGNC:24212 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(802,48)" 8522 475

ENSGALP00000033650 CID 807 - 812 FYN binding protein - CGNC Symbol 2773 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(802,48)" 8522 476



ENSGALP00000015171 CID 318 - 323 Obg-like ATPase 1 - CGNC Symbol 7087 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(802,50)" 2664 false 477

ENSGALP00000014107 CID 60 - 66 vimentin - CGNC Symbol 51275 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(802,50)" 2664 478

ENSGALP00000023188 CID 2-Jul

heterogeneous nuclear ribonucleoprotein 

A/B - CGNC Symbol 49727 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(802,50)" 2664 false 479

ENSGALP00000021996 CID 152 - 158

cell cycle associated protein 1 - CGNC 

Symbol 10161 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(803,37)" 7600 480

ENSGALP00000030189 CID 39 - 45

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(803,44)" 50641 true 1.14 481

ENSGALP00000002426 CID 121 - 127

Gallus gallus nuclear transport factor 2 

(NUTF2) transcript variant 2 mRNA. - RefSeq 

mRNA NM_001305547 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(803,48)" 9343 482

ENSGALP00000021996 CID 185 - 190

cell cycle associated protein 1 - CGNC 

Symbol 10161 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(804,46)" 13723 true 0.51 483



ENSGALP00000006939 CID 664 - 669 annexin A6 - CGNC Symbol 49340 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(804,46)" 10751 484

ENSGALP00000003012 CID 45 - 51

malate dehydrogenase 2 - CGNC Symbol 

1378 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(804,48)" 10371 485

ENSGALP00000042074 CID 17 - 22

upstream binding transcription factor RNA 

polymerase I - CGNC Symbol 63361 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(804,50)" 67725 false 486

ENSGALP00000035595 CID 38 - 44

40S ribosomal protein S11 - Refseq 

NP_001026004 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(804,50)" 67725 false 487

ENSGALP00000033650 CID 291 - 296 FYN binding protein - CGNC Symbol 2773 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(804,50)" 3201 false 488

ENSGALP00000008735 CID 584 - 589

helicase lymphoid-specific - CGNC Symbol 

4060 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(804,51)" 6092 false 489

ENSGALP00000000509 CID 133 - 139

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(804,51)" 6092 false 490



ENSGALP00000000509 CID 458 - 464

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(805,46)" 14149 491

ENSGALP00000038287 CID 248 - 253 calponin 3 acidic - CGNC Symbol 4166 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(805,46)" 1579 false 492

ENSGALP00000007936 CID 298 - 304

Bruton agammaglobulinemia tyrosine 

kinase - CGNC Symbol 3685 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(805,46)" 1579 false 0.76 493

ENSGALP00000018295 CID 180 - 185

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(805,46)" 11776 true 0.76 494

ENSGALP00000041159 CID 63 - 69 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(805,46)" 81804 true 0.76 495

ENSGALP00000008311 CID 760 - 765

SEC24 family member C - CGNC Symbol 

3857 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(805,46)" 81804 false 0.76 496

ENSGALP00000035557 CID 42 - 48

Hsap of 1: histidine triad nucleotide binding 

protein 1 - HGNC:4912 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(805,46)" 1222 497



ENSGALP00000018616 CID 59 - 64

leukotriene A4 hydrolase - CGNC Symbol 

8686 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(805,47)" 11800 false 498

ENSGALP00000035143 CID 239 - 244 drebrin like - CGNC Symbol 15268 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(805,47)" 11800 false 0.65 499

ENSGALP00000025921 CID 323 - 329

RAD21 cohesin complex component - CGNC 

Symbol 12049 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(805,51)" 23848 false 500

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(805,51)" 23848 true 1.31 501

ENSGALP00000006093 CID 379 - 384 keratin 19 - CGNC Symbol 49516 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(806,45)" 6702 false 502

ENSGALP00000028982 CID 204 - 209

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(806,45)" 6702 503

ENSGALP00000008082 CID 189 - 194

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(806,45)" 32493 false 504



ENSGALP00000039865 CID 1,026 - 1,031

flightless I actin binding protein - CGNC 

Symbol 3713 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(806,45)" 32493 false 505

ENSGALP00000003978 CID 445 - 450

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(806,45)" 32493 506

ENSGALP00000005565 CID 60 - 65

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(806,45)" 44573 507

ENSGALP00000021475 CID 502 - 508

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(807,44)" 5940 false 0.88 508

ENSGALP00000014146 CID 1-Jun

replication factor C subunit 4 - CGNC 

Symbol 6607 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(807,45)" 1160 false 509

ENSGALP00000043427 CID 199 - 205 block of proliferation 1 - HGNC:15519 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(807,46)" 1458 false 510

ENSGALP00000030189 CID 39 - 45

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(807,47)" 57568 511



ENSGALP00000006240 CID 902 - 907

collagen type VI alpha 3 - CGNC Symbol 

2875 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(807,48)" 12394 false 512

ENSGALP00000010325 CID 734 - 740

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(807,48)" 12394 false 513

ENSGALP00000005854 CID 302 - 307

proteasome (prosome macropain) 26S 

subunit non-ATPase 12 - CGNC Symbol 

2706 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(807,48)" 12394 false 514

ENSGALP00000039722 CID 32 - 37 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(808,42)" 27153 515

ENSGALP00000038179 CID 168 - 173

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(808,44)" 8039 true 1.18 516

ENSGALP00000019298 CID 14 - 20

protein phosphatase 2 regulatory subunit B' 

epsilon isoform - CGNC Symbol 8975 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(808,44)" 8039 517

ENSGALP00000007466 CID 111 - 118

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(808,45)" 4736 false 0.97 518



ENSGALP00000021996 CID 185 - 190

cell cycle associated protein 1 - CGNC 

Symbol 10161 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(808,49)" 6947 519

ENSGALP00000043135 CID 17,873 - 17,878 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(808,50)" 911 false 520

ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(808,50)" 70272 true 0.97 521

ENSGALP00000002944 CID 773 - 778

WAPL cohesin release factor - CGNC Symbol 

1347 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(808,50)" 70272 false 0.97 522

ENSGALP00000025404 CID 664 - 669

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(808,50)" 70272 523

ENSGALP00000005520 CID 325 - 331

aldehyde dehydrogenase 9 family member 

A1 - CGNC Symbol 2550 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(809,40)" 1946 524

ENSGALP00000008236 CID 1,143 - 1,148

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(809,43)" 4440 true 1.19 525



ENSGALP00000003717 CID 48 - 54

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(809,43)" 10428 false 0.49 526

ENSGALP00000008105 CID 42 - 48

phosphoribosyl pyrophosphate synthetase-

associated protein 2 - CGNC Symbol 50275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(809,48)" 9983 false 527

ENSGALP00000018295 CID 180 - 185

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(809,48)" 9983 528

ENSGALP00000041159 CID 63 - 69 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(809,49)" 60140 529

ENSGALP00000018616 CID 59 - 64

leukotriene A4 hydrolase - CGNC Symbol 

8686 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(809,49)" 9479 false 0.24 530

ENSGALP00000035143 CID 239 - 244 drebrin like - CGNC Symbol 15268 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(809,49)" 9479 531

ENSGALP00000016182 CID 1,335 - 1,341

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(809,52)" 1055 false 532



ENSGALP00000021618 CID 172 - 177

lactate dehydrogenase B - CGNC Symbol 

10005 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(810,43)" 12790 true 1.43 533

ENSGALP00000039872 CID 294 - 300

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(810,44)" 6959 false 534

ENSGALP00000039011 CID 73 - 78

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(810,45)" 4827 535

ENSGALP00000000224 CID 249 - 254

proliferating cell nuclear antigen - CGNC 

Symbol 92 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(810,48)" 10433 true 0.51 536

ENSGALP00000020147 CID 576 - 581

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(810,49)" 7072 true 0.97 537

ENSGALP00000008273 CID 1,038 - 1,044 PHD finger protein 2 - CGNC Symbol 3843 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(810,49)" 7072 538

ENSGALP00000006578 CID 75 - 80

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(811,49)" 6869 true 1.06 539



ENSGALP00000026989 CID 321 - 328

ubiquitin protein ligase E3A - CGNC Symbol 

12558 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(811,49)" 9026 540

ENSGALP00000031272 CID 320 - 326

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(811,50)" 131532 false 541

ENSGALP00000027399 CID Oct-16 esterase D - CGNC Symbol 12753 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(811,52)" 1440 542

ENSGALP00000007280 CID 262 - 268

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(811,52)" 1440 false 543

ENSGALP00000020530 CID 330 - 335

chromosome 9 open reading frame 64 - 

HGNC:28144 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(812,45)" 4498 true 1.14 544

ENSGALP00000007466 CID 111 - 118

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(812,46)" 3410 545

ENSGALP00000038179 CID 168 - 173

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(812,46)" 9498 546



ENSGALP00000022856 CID 322 - 327

NudC domain containing 3 - CGNC Symbol 

10553 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(812,46)" 9498 false 547

ENSGALP00000043135 CID 24,722 - 24,728 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(812,48)" 2736 true 0.86 548

ENSGALP00000009709 CID 707 - 712

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(812,49)" 1245 false 549

ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(812,52)" 10617 550

ENSGALP00000017250 CID 200 - 206

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(813,45)" 15032 true 0.39 551

ENSGALP00000014105 CID 221 - 227

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(813,45)" 15032 true 0.39 552

ENSGALP00000003717 CID 48 - 54

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(813,46)" 5267 553



ENSGALP00000008236 CID 1,143 - 1,148

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(813,46)" 5267 554

ENSGALP00000013710 CID 122 - 128

ribosomal protein L32 - CGNC Symbol 

50169 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(813,46)" 1221 false 0.5 555

ENSGALP00000008465 CID 310 - 316

ribosomal RNA processing 1 homolog B (S. 

cerevisiae) - CGNC Symbol 52392 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(813,46)" 1221 false 0.5 556

ENSGALP00000035996 CID 136 - 143

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(813,46)" 1221 false 0.5 557

ENSGALP00000026337 CID 281 - 286 peroxiredoxin 4 - CGNC Symbol 12239 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(813,46)" 4335 558

ENSGALP00000015735 CID 372 - 378

Sjogren syndrome antigen B - CGNC Symbol 

7359 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(813,47)" 888 false 559

ENSGALP00000019667 CID 241 - 247

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(813,47)" 41253 560



ENSGALP00000021455 CID 313 - 318 zinc finger protein 830 - CGNC Symbol 9934 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(813,52)" 3938 false 1.65 561

ENSGALP00000008798 CID 144 - 150

coiled-coil domain containing 12 - CGNC 

Symbol 4088 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(813,52)" 3938 true 1.65 562

ENSGALP00000015986 CID 601 - 607

integrator complex subunit 7 - CGNC 

Symbol 7478 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(813,52)" 3938 false 563

ENSGALP00000022392 CID 697 - 703 transportin 3 - CGNC Symbol 10345 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(813,52)" 3938 false 1.65 564

ENSGALP00000021618 CID 172 - 177

lactate dehydrogenase B - CGNC Symbol 

10005 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(814,45)" 18263 565

ENSGALP00000001957 CID 176 - 182

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(814,46)" 1035 false 566

ENSGALP00000038155 CID 225 - 231

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(814,46)" 1035 false 567



ENSGALP00000006038 CID 387 - 393 ribophorin II - CGNC Symbol 2792 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(814,46)" 1035 false 568

ENSGALP00000025476 CID 561 - 568

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(814,47)" 8836 569

ENSGALP00000023352 CID 1,505 - 1,510

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(814,47)" 20832 false 0.97 570

ENSGALP00000002996 CID 245 - 252

solute carrier family 25 (mitochondrial 

carrier phosphate carrier) member 24 - 

CGNC Symbol 1369 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(814,50)" 26487 false 0.97 571

ENSGALP00000006414 CID 238 - 244

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(814,50)" 26487 false 0.97 572

ENSGALP00000035658 CID 2-Aug

paraspeckle component 1 - CGNC Symbol 

50884 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(814,50)" 26487 false 0.97 573

ENSGALP00000025512 CID 113 - 119

phosphoglucomutase 3 - CGNC Symbol 

11829 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(814,50)" 26487 false 0.97 574



ENSGALP00000020147 CID 576 - 581

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(814,52)" 6847 575

ENSGALP00000002278 CID 246 - 252

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(815,48)" 210990 false 576

ENSGALP00000009420 CID 489 - 497

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(815,48)" 210990 false 577

ENSGALP00000007280 CID 2-Aug

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(815,51)" 9492 578

ENSGALP00000012879 CID 428 - 434

splicing factor 3a subunit 1 - CGNC Symbol 

6003 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(815,51)" 1236 579

ENSGALP00000020310 CID 574 - 580 SET binding factor 1 - CGNC Symbol 9447 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(815,51)" 1236 580

ENSGALP00000017517 CID 359 - 366

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(816,44)" 73199 581



ENSGALP00000010942 CID 94 - 100

ribosomal protein S15a - CGNC Symbol 

5109 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(816,44)" 73199 true 0.82 582

ENSGALP00000001096 CID 46 - 52

TBC1 domain family member 22B - CGNC 

Symbol 481 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(816,47)" 1078 false 583

ENSGALP00000001565 CID 184 - 190

discs large (Drosophila) homolog-associated 

protein 4 - CGNC Symbol 708 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(816,48)" 40684 false 584

ENSGALP00000020530 CID 330 - 335

chromosome 9 open reading frame 64 - 

HGNC:28144 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(816,48)" 6290 585

ENSGALP00000018616 CID 581 - 587

leukotriene A4 hydrolase - CGNC Symbol 

8686 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(816,49)" 3796 true 0.62 586

ENSGALP00000003431 CID 211 - 217

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(816,49)" 3796 false 0.62 587

ENSGALP00000014105 CID 221 - 227

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(817,47)" 24742 true 0.8 588



ENSGALP00000017250 CID 200 - 206

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(817,47)" 24742 true 0.8 589

ENSGALP00000034255 CID 56 - 61

NADH:ubiquinone oxidoreductase subunit 

A8 - CGNC Symbol 929 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(818,42)" 10742 false 1.19 590

ENSGALP00000018537 CID 291 - 297

methionyl aminopeptidase 2 - CGNC Symbol 

8650 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(818,42)" 10742 false 1.19 591

ENSGALP00000022449 CID 108 - 114

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(818,45)" 1079 592

ENSGALP00000039734 CID 531 - 537

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(818,45)" 1079 false 593

ENSGALP00000041514 CID 436 - 442

tRNA methyltransferase 1 like - CGNC 

Symbol 3801 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(818,45)" 1079 false 594

ENSGALP00000041243 CID 2-Sep

histidine triad nucleotide binding protein 2 - 

CGNC Symbol 64012 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(818,45)" 1079 595



ENSGALP00000008802 CID 181 - 187 ribosomal protein S2 - CGNC Symbol 50281 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(818,45)" 105720 true 0.65 596

ENSGALP00000006038 CID 387 - 393 ribophorin II - CGNC Symbol 2792 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(818,50)" 6295 false 1.19 597

ENSGALP00000002996 CID 245 - 252

solute carrier family 25 (mitochondrial 

carrier phosphate carrier) member 24 - 

CGNC Symbol 1369 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(818,52)" 25668 598

ENSGALP00000043135 CID 1,466 - 1,472 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(818,52)" 25668 599

ENSGALP00000006414 CID 238 - 244

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(818,52)" 25668 600

ENSGALP00000042547 CID 421 - 427

ADAM metallopeptidase domain 33 - CGNC 

Symbol 11979 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(818,52)" 25668 601

ENSGALP00000000224 CID 249 - 254

proliferating cell nuclear antigen - CGNC 

Symbol 92 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(818,53)" 1649 true 0.51 602



ENSGALP00000021838 CID 500 - 506 RNA binding motif protein 14 - HGNC:14219 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(818,53)" 1649 false 603

ENSGALP00000003431 CID 183 - 188

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(819,47)" 2654 false 604

ENSGALP00000018695 CID 277 - 283

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(819,48)" 2400 false 605

ENSGALP00000002634 CID 708 - 713 nucleoporin 88kDa - CGNC Symbol 1204 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(819,48)" 6531 false 2.99 606

ENSGALP00000003089 CID 149 - 155

valosin containing protein - CGNC Symbol 

53073 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(819,48)" 4911 607

ENSGALP00000008738 CID 667 - 673

phospholipase C gamma 2 

(phosphatidylinositol-specific) - CGNC 

Symbol 4062 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(819,49)" 1768 true 0.99 608

ENSGALP00000001909 CID 831 - 837

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(819,49)" 21514 609



ENSGALP00000035370 CID 148 - 154

hepatoma-derived growth factor - CGNC 

Symbol 58434 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(819,50)" 5681 610

ENSGALP00000027339 CID 266 - 270

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(820,39)" 1765 true 1.52 611

ENSGALP00000013724 CID 27 - 33

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(820,44)" 20970 false 1.27 612

ENSGALP00000010942 CID 94 - 100

ribosomal protein S15a - CGNC Symbol 

5109 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(820,47)" 58641 613

ENSGALP00000025803 CID 1,243 - 1,248

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(820,50)" 23039 false 614

ENSGALP00000015027 CID 2-Sep

acyl-CoA binding domain containing 3 - 

CGNC Symbol 7024 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(820,50)" 23039 615

ENSGALP00000007490 CID 65 - 71 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(820,50)" 23039 616



ENSGALP00000042988 CID 63 - 68 proteasome subunit beta 2 - HGNC:9539 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(820,50)" 23039 false 4.83 617

ENSGALP00000015277 CID 167 - 172

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(821,39)" 5893 false 1.63 618

ENSGALP00000037232 CID 332 - 339

EWS RNA binding protein 1 - CGNC Symbol 

50409 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(821,39)" 5893 true 1.63 619

ENSGALP00000002349 CID 167 - 172

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(821,39)" 5893 false 1.63 620

ENSGALP00000003612 CID 293 - 299

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(821,43)" 10838 true 1.01 621

ENSGALP00000000199 CID 652 - 657

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(821,45)" 2053 false 0.29 622

ENSGALP00000002409 CID 25 - 31

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(821,45)" 2053 false 0.77 623



ENSGALP00000029144 CID Sep-14

Hsap of 1: ETHE1 persulfide dioxygenase - 

HGNC:23287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(821,47)" 35280 624

ENSGALP00000024681 CID 39 - 44

N-acetylneuraminate synthase - CGNC 

Symbol 11406 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(821,49)" 88734 false 1 625

ENSGALP00000009219 CID 273 - 278

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(821,49)" 88734 false 1.63 626

ENSGALP00000013174 CID 1-Jun

ribosomal protein S27a - CGNC Symbol 

49483 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(821,49)" 109351 true 0.92 627

ENSGALP00000011008 CID 938 - 944

lysine methyltransferase 2A - CGNC Symbol 

49942 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(821,49)" 1305 false 1.01 628

ENSGALP00000003612 CID 1,242 - 1,248

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(821,51)" 60837 629

ENSGALP00000013240 CID 656 - 662

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(821,51)" 60837 630



ENSGALP00000018537 CID 291 - 297

methionyl aminopeptidase 2 - CGNC Symbol 

8650 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(822,44)" 6864 631

ENSGALP00000008802 CID 181 - 187 ribosomal protein S2 - CGNC Symbol 50281 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(822,48)" 61085 632

ENSGALP00000014146 CID 1-Jun

replication factor C subunit 4 - CGNC 

Symbol 6607 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(823,44)" 1401 false 633

ENSGALP00000003898 CID 716 - 722 matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(823,45)" 44742 true 1.27 634

ENSGALP00000023278 CID 218 - 224

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(823,46)" 6520 true 1.14 635

ENSGALP00000008763 CID 942 - 948

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(823,46)" 6520 false 636

ENSGALP00000015016 CID 25 - 31

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(823,50)" 60493 true 1.08 637



ENSGALP00000012348 CID 71 - 76

Gallus gallus LIM domain binding 1 (LDB1) 

mRNA. - RefSeq mRNA NM_205070 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(823,50)" 12127 false 1.98 638

ENSGALP00000005212 CID 366 - 371 histone deacetylase 1 - CGNC Symbol 2394 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(823,50)" 12127 639

ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(823,51)" 203869 true 1.98 640

ENSGALP00000042680 CID 329 - 335

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(823,51)" 203869 true 1.98 641

ENSGALP00000015988 CID 331 - 337

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(823,51)" 203869 true 1.98 642

ENSGALP00000027339 CID 266 - 270

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(824,42)" 1298 643

ENSGALP00000004982 CID 53 - 58

coatomer protein complex subunit epsilon - 

CGNC Symbol 2286 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(824,47)" 2869 true 1.15 644



ENSGALP00000002944 CID 773 - 778

WAPL cohesin release factor - CGNC Symbol 

1347 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(824,47)" 16941 645

ENSGALP00000003357 CID 182 - 188

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(824,47)" 601 646

ENSGALP00000003612 CID 293 - 299

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(825,45)" 17913 647

ENSGALP00000010925 CID 221 - 227

exocyst complex component 6 - CGNC 

Symbol 52056 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(825,45)" 8714 false 0.77 648

ENSGALP00000017157 CID 386 - 392

oxysterol binding protein like 9 - CGNC 

Symbol 8015 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(825,46)" 14041 649

ENSGALP00000013420 CID 1,708 - 1,714

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(826,48)" 6584 false 0.53 650

ENSGALP00000018695 CID 2-Sep

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(826,48)" 4688 651



ENSGALP00000010376 CID 609 - 614

Rac/Cdc42 guanine nucleotide exchange 

factor (GEF) 6 - CGNC Symbol 4852 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(826,49)" 2267 false 5.74 652

ENSGALP00000041134 CID 335 - 340

microfibrillar associated protein 1 - CGNC 

Symbol 6322 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(826,49)" 2267 653

ENSGALP00000003898 CID 716 - 722 matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(827,47)" 41154 654

ENSGALP00000023278 CID 218 - 224

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(827,49)" 9612 655

ENSGALP00000015176 CID 1,222 - 1,228

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(827,51)" 2044 true 2.03 656

ENSGALP00000010704 CID 163 - 169

DNA (cytosine-5-)-methyltransferase 3 beta - 

CGNC Symbol 50960 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(827,52)" 1721 657

ENSGALP00000015016 CID 25 - 31

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(827,52)" 955 658



ENSGALP00000038376 CID 143 - 149

ADP ribosylation factor 1 - CGNC Symbol 

51247 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(827,52)" 955 659

ENSGALP00000025461 CID 1-Jul

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(827,53)" 795 false 1.27 660

ENSGALP00000035502 CID 57 - 62

WD repeat domain 82 - CGNC Symbol 

50122 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(827,53)" 12345 false 661

ENSGALP00000018695 CID 277 - 283

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(827,53)" 12345 false 662

ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(827,53)" 465376 663

ENSGALP00000015988 CID 331 - 337

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(827,53)" 465376 664

ENSGALP00000042680 CID 329 - 335

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(827,53)" 465376 665



ENSGALP00000009853 CID 106 - 113 zinc finger protein 326 - CGNC Symbol 4587 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(828,40)" 4366 true 1.37 666

ENSGALP00000012977 CID 470 - 475

zinc finger C3HC-type containing 1 - CGNC 

Symbol 6057 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(828,47)" 1093 667

ENSGALP00000021752 CID 2-Aug

ATP binding cassette subfamily F member 2 - 

CGNC Symbol 10054 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(828,49)" 14725 false 1.78 668

ENSGALP00000003850 CID 29 - 35

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(828,49)" 14725 true 1.78 669

ENSGALP00000003718 CID 1,362 - 1,369

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(828,50)" 29508 true 2.7 670

ENSGALP00000043135 CID 17,991 - 17,997 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(828,50)" 8639 671

ENSGALP00000018340 CID 52 - 58 SATB homeobox 1 - CGNC Symbol 8550 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(828,50)" 8639 false 2.34 672



ENSGALP00000016413 CID 206 - 213

DNA methyltransferase 1 associated protein 

1 - CGNC Symbol 7677 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(828,50)" 8639 false 2.34 673

ENSGALP00000015986 CID 368 - 374

integrator complex subunit 7 - CGNC 

Symbol 7478 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(828,50)" 8639 false 1.78 674

ENSGALP00000013480 CID 146 - 152

V-set and immunoglobulin domain 

containing 1 - CGNC Symbol 6282 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(829,45)" 5908 true 4.33 675

ENSGALP00000010510 CID 452 - 458

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(829,47)" 8515 false 0.43 676

ENSGALP00000019120 CID 455 - 461

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(829,47)" 8515 false 0.43 677

ENSGALP00000012949 CID 147 - 155

molybdenum cofactor synthesis 3 - CGNC 

Symbol 6043 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(829,51)" 2452 true 1.23 678

ENSGALP00000018695 CID 135 - 141

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(829,52)" 14272 679



ENSGALP00000000246 CID 742 - 748

YTH domain containing 2 - CGNC Symbol 

106 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(829,52)" 1570 false 3.91 680

ENSGALP00000024681 CID 39 - 44

N-acetylneuraminate synthase - CGNC 

Symbol 11406 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(829,53)" 8472 true 0.92 681

ENSGALP00000019582 CID 118 - 124

dishevelled associated activator of 

morphogenesis 1 - CGNC Symbol 9108 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(829,53)" 7986 false 4.24 682

ENSGALP00000016660 CID 97 - 103

nuclear autoantigenic sperm protein 

(histone-binding) - CGNC Symbol 7802 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(829,53)" 7986 true 3.91 683

ENSGALP00000013174 CID 1-Jun

ribosomal protein S27a - CGNC Symbol 

49483 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(829,53)" 2095 true 0.5 684

ENSGALP00000039757 CID 620 - 626

hypoxia up-regulated 1 - CGNC Symbol 

53307 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(830,44)" 2922 false 1.37 685

ENSGALP00000008171 CID 1,510 - 1,516

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(830,45)" 1005 false 0.69 686



ENSGALP00000042983 CID 84 - 91 zinc finger protein 687 - HGNC:29277 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(830,45)" 1005 687

ENSGALP00000026126 CID 182 - 188 ribosomal protein L8 - CGNC Symbol 12137 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(830,45)" 26833 false 1.27 688

ENSGALP00000018616 CID 588 - 593

leukotriene A4 hydrolase - CGNC Symbol 

8686 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(830,45)" 26833 true 1.27 689

ENSGALP00000035478 CID 826 - 833 filamin B beta - CGNC Symbol 49141 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(830,47)" 982 true 6.78 690

ENSGALP00000036720 CID 3,553 - 3,559

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(830,49)" 1272 false 1.37 691

ENSGALP00000016523 CID 477 - 482

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(830,50)" 7086 false 692

ENSGALP00000019120 CID 420 - 426

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(830,50)" 7086 false 0.56 693



ENSGALP00000003717 CID 463 - 469

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(830,50)" 7086 false 0.56 694

ENSGALP00000010510 CID 417 - 423

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(830,50)" 7086 false 0.56 695

ENSGALP00000006604 CID 308 - 314

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(830,50)" 2195 696

ENSGALP00000027519 CID 498 - 503

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(831,45)" 7198 true 1.12 697

ENSGALP00000043135 CID 26,657 - 26,662 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(831,45)" 2496 698

ENSGALP00000022449 CID 146 - 152

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(831,48)" 9125 false 1.11 699

ENSGALP00000022434 CID 496 - 502

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(831,48)" 9125 false 1.11 700



ENSGALP00000000509 CID 422 - 428

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(831,48)" 9125 true 1.11 701

ENSGALP00000010303 CID 955 - 961 interleukin 16 - CGNC Symbol 4808 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(831,49)" 2777 false 1 702

ENSGALP00000039924 CID 748 - 754

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(831,49)" 2777 false 1 703

ENSGALP00000019040 CID 216 - 222 nucleoporin 205kDa - CGNC Symbol 8864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(831,49)" 2777 false 1.11 704

ENSGALP00000019161 CID 548 - 554

WW domain binding protein 11 - CGNC 

Symbol 53212 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(831,50)" 1272 false 1.57 705

ENSGALP00000003584 CID 58 - 64 H3 histone family 3B - CGNC Symbol 49711 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(831,50)" 23734 706

ENSGALP00000008882 CID 304 - 310

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(831,50)" 23734 false 707



ENSGALP00000009853 CID 106 - 113 zinc finger protein 326 - CGNC Symbol 4587 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(832,43)" 5994 708

ENSGALP00000041944 CID 108 - 113

Hsap of 1: phenylalanyl-tRNA synthetase 

alpha subunit - HGNC:3592 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(832,43)" 1504 709

ENSGALP00000010754 CID 205 - 210

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(832,44)" 2220 true 1.15 710

ENSGALP00000007487 CID 385 - 391

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(832,44)" 2220 false 0.72 711

ENSGALP00000008128 CID 1-Jul nucleoporin 210kDa - CGNC Symbol 3777 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(832,47)" 1586 false 712

ENSGALP00000042136 CID 1,632 - 1,639

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(832,47)" 1586 false 713

ENSGALP00000043135 CID 22,996 - 23,002 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(832,48)" 9640 false 0.72 714



ENSGALP00000005892 CID 1,191 - 1,197

chromodomain helicase DNA binding 

protein 9 - CGNC Symbol 2719 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(832,48)" 9640 715

ENSGALP00000017556 CID 112 - 118 legumain - CGNC Symbol 8216 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(832,49)" 29021 716

ENSGALP00000013337 CID 391 - 397

CTD small phosphatase like 2 - CGNC 

Symbol 6215 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(832,52)" 6656 717

ENSGALP00000038570 CID 28 - 34

eukaryotic translation initiation factor 5A2 - 

CGNC Symbol 49863 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(832,53)" 20672 true 0.72 718

ENSGALP00000003612 CID 1,891 - 1,897

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(833,46)" 1248 719

ENSGALP00000021957 CID 3,179 - 3,186

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(833,46)" 1880 720

ENSGALP00000038877 CID 860 - 866 Hsap of 4: nucleoporin 188 - HGNC:17859 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(833,46)" 2413 false 1.88 721



ENSGALP00000004013 CID 2,210 - 2,216 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(833,46)" 2413 true 1.88 722

ENSGALP00000020154 CID 352 - 358

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(833,46)" 2413 false 1.88 723

ENSGALP00000016260 CID 31 - 37

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(833,47)" 72332 false 1.03 724

ENSGALP00000022434 CID 391 - 397

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(833,48)" 2865 true 0.8 725

ENSGALP00000012878 CID 324 - 330

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(833,49)" 102449 true 1.08 726

ENSGALP00000026180 CID 307 - 313 PHD finger protein 3 - CGNC Symbol 12162 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(833,52)" 3183 false 727

ENSGALP00000006278 CID 595 - 600

protein kinase C alpha - CGNC Symbol 

50506 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(834,42)" 37200 true 1.47 728



ENSGALP00000009662 CID 572 - 577 protein kinase C beta - CGNC Symbol 50286 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(834,42)" 37200 true 1.47 729

ENSGALP00000007237 CID 216 - 222

RNA binding motif protein 22 - CGNC 

Symbol 3366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(834,44)" 4188 730

ENSGALP00000041361 CID 18 - 23 ribosomal protein L17 - HGNC:10307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(834,44)" 4188 true 0.93 731

ENSGALP00000041366 CID 206 - 212

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(834,47)" 4166 true 0.84 732

ENSGALP00000018616 CID 588 - 593

leukotriene A4 hydrolase - CGNC Symbol 

8686 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(834,48)" 33967 733

ENSGALP00000021030 CID 142 - 148

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(834,48)" 2658 true 1.16 734

ENSGALP00000035478 CID 826 - 833 filamin B beta - CGNC Symbol 49141 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(834,48)" 5474 735



ENSGALP00000003737 CID 407 - 412 enolase 1 (alpha) - CGNC Symbol 49607 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(834,49)" 30733 true 0.93 736

ENSGALP00000026126 CID 31 - 37 ribosomal protein L8 - CGNC Symbol 12137 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(835,44)" 11080 true 0.78 737

ENSGALP00000015128 CID 199 - 205 lamin B receptor - CGNC Symbol 49736 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(835,45)" 3550 true 0.78 738

ENSGALP00000027519 CID 498 - 503

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(835,46)" 9250 739

ENSGALP00000006093 CID 174 - 180 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(835,47)" 17059 false 1.38 740

ENSGALP00000012293 CID 62 - 68

ribosomal protein L35a - CGNC Symbol 

5744 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(835,47)" 17059 true 1.36 741

ENSGALP00000012641 CID 1,306 - 1,312 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(835,47)" 1884 false 0.62 742



ENSGALP00000004013 CID 92 - 98 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(835,47)" 1884 false 743

ENSGALP00000013516 CID 23 - 29

N-ethylmaleimide-sensitive factor 

attachment protein beta - CGNC Symbol 

6300 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(835,49)" 9716 744

ENSGALP00000013174 CID 1-Jun

ribosomal protein S27a - CGNC Symbol 

49483 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(835,49)" 985 false 745

ENSGALP00000003296 CID 438 - 444

lymphocyte cytosolic protein 2 (SH2 domain 

containing leukocyte protein of 76kDa) - 

CGNC Symbol 1506 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(835,49)" 2484 false 746

ENSGALP00000008738 CID 559 - 565

phospholipase C gamma 2 

(phosphatidylinositol-specific) - CGNC 

Symbol 4062 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(835,49)" 2484 false 747

ENSGALP00000010803 CID 169 - 175

UPF2 regulator of nonsense transcripts 

homolog (yeast) - CGNC Symbol 5054 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(835,49)" 1821 false 748

ENSGALP00000029968 CID 387 - 393 ribosomal protein L3 - CGNC Symbol 50654 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(835,49)" 1104 true 1.04 749



ENSGALP00000015128 CID 371 - 377 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(835,50)" 2831 false 750

ENSGALP00000022449 CID 146 - 152

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(835,50)" 5885 751

ENSGALP00000022434 CID 496 - 502

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(835,50)" 5885 752

ENSGALP00000037522 CID 225 - 231

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(835,50)" 5885 false 0.79 753

ENSGALP00000007593 CID 473 - 480 prosaposin - CGNC Symbol 49395 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(835,50)" 4363 false 754

ENSGALP00000003914 CID 357 - 363

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(835,50)" 4363 false 755

ENSGALP00000028374 CID 1-Sep

VAMP (vesicle-associated membrane 

protein)-associated protein A 33kDa - CGNC 

Symbol 54859 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(835,50)" 4363 true 1.3 756



ENSGALP00000000509 CID 422 - 428

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(835,51)" 10131 757

ENSGALP00000000639 CID 85 - 91 lamin B2 - CGNC Symbol 49708 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(835,51)" 4277 false 3.13 758

ENSGALP00000008763 CID 1,207 - 1,212

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(836,42)" 2503 false 759

ENSGALP00000029589 CID 343 - 348 septin 6 - CGNC Symbol 51720 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(836,43)" 411 false 760

ENSGALP00000036720 CID 4,526 - 4,532

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(836,47)" 7094 761

ENSGALP00000009219 CID 369 - 375

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(836,48)" 13085 true 0.69 762

ENSGALP00000015665 CID 57 - 63 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(836,53)" 13343 false 1.34 763



ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(837,40)" 20103 true 1.63 764

ENSGALP00000040638 CID 444 - 449 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(837,44)" 13030 false 0.94 765

ENSGALP00000016182 CID 1,214 - 1,220

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(837,44)" 13030 false 0.94 766

ENSGALP00000009286 CID 268 - 274

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(837,45)" 24379 true 0.94 767

ENSGALP00000005212 CID 284 - 289 histone deacetylase 1 - CGNC Symbol 2394 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(837,45)" 24379 false 0.28 768

ENSGALP00000003898 CID 516 - 521 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(837,47)" 22745 true 1.09 769

ENSGALP00000026579 CID 279 - 285

zinc finger protein 512 - CGNC Symbol 

12362 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(837,48)" 27475 false 0.85 770



ENSGALP00000016260 CID 31 - 37

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(837,49)" 68976 771

ENSGALP00000008798 CID 134 - 139

coiled-coil domain containing 12 - CGNC 

Symbol 4088 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(837,50)" 6475 false 1.59 772

ENSGALP00000012878 CID 324 - 330

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(837,50)" 101344 773

ENSGALP00000010510 CID 452 - 458

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(837,53)" 3665 true 0.43 774

ENSGALP00000019120 CID 455 - 461

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(837,53)" 3665 true 0.43 775

ENSGALP00000022434 CID 391 - 397

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(837,53)" 1246 776

ENSGALP00000006278 CID 595 - 600

protein kinase C alpha - CGNC Symbol 

50506 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(838,45)" 59632 777



ENSGALP00000009662 CID 572 - 577 protein kinase C beta - CGNC Symbol 50286 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(838,45)" 59632 778

ENSGALP00000041361 CID 18 - 23 ribosomal protein L17 - HGNC:10307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(838,46)" 3382 779

ENSGALP00000028283 CID 1-Jul

coactosin-like F-actin binding protein 1 - 

CGNC Symbol 54450 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(838,49)" 46877 false 3.05 780

ENSGALP00000003737 CID 407 - 412 enolase 1 (alpha) - CGNC Symbol 49607 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(838,51)" 45998 781

ENSGALP00000027391 CID 582 - 588

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(839,44)" 6395 true 1.03 782

ENSGALP00000016337 CID 2,258 - 2,264

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(839,44)" 3345 true 1.62 783

ENSGALP00000003898 CID 854 - 859 matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(839,45)" 2876 false 784



P13645 CID 229 - 235

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(839,46)" 3575 785

ENSGALP00000013398 CID 393 - 400

TATA-box binding protein associated factor 

5 - CGNC Symbol 52068 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(839,49)" 24834 false 786

ENSGALP00000008341 CID 34 - 40

glutathione S-transferase theta 1-like - 

CGNC Symbol 55583 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(839,49)" 6640 787

ENSGALP00000012293 CID 62 - 68

ribosomal protein L35a - CGNC Symbol 

5744 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(839,50)" 23163 788

ENSGALP00000012854 CID 101 - 107

ATP synthase H+ transporting mitochondrial 

Fo complex subunit D - CGNC Symbol 5993 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(839,51)" 7236 789

ENSGALP00000020744 CID 428 - 433

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(839,51)" 7236 true 1.47 790

ENSGALP00000036304 CID 440 - 446

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(839,53)" 22090 true 0.91 791



ENSGALP00000009709 CID 372 - 379

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(839,53)" 22090 792

ENSGALP00000035973 CID 93 - 99

phosphoribosylglycinamide 

formyltransferase 

phosphoribosylglycinamide synthetase 

phosphoribosylaminoimidazole synthetase - 

CGNC Symbol 49260 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(840,43)" 11463 793

ENSGALP00000018382 CID 863 - 869

early endosome antigen 1 - CGNC Symbol 

8572 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(840,44)" 2408 false 0.63 794

ENSGALP00000026123 CID 590 - 597

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(840,44)" 2408 true 0.63 795

ENSGALP00000029589 CID 343 - 348 septin 6 - CGNC Symbol 51720 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(840,47)" 3656 796

ENSGALP00000039530 CID 132 - 137

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(840,49)" 20898 true 1.05 797

ENSGALP00000006366 CID 244 - 250

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(840,51)" 9295 true 0.95 798



ENSGALP00000006816 CID 4,001 - 4,007

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(840,54)" 1872 false 799

ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(841,44)" 44420 800

ENSGALP00000009286 CID 268 - 274

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(841,47)" 17843 801

ENSGALP00000005505 CID 22 - 27

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(841,49)" 6432 802

ENSGALP00000039265 CID 937 - 942

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(842,51)" 4045 false 803

ENSGALP00000040638 CID 467 - 473 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(842,51)" 4045 false 804

ENSGALP00000003978 CID 223 - 228

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(842,51)" 4045 false 805



ENSGALP00000012145 CID 429 - 435

structure specific recognition protein 1 - 

CGNC Symbol 49844 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(842,52)" 3508 true 0.84 806

ENSGALP00000023917 CID 196 - 201

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(842,52)" 25308 false 807

ENSGALP00000015128 CID 518 - 525 lamin B receptor - CGNC Symbol 49736 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(842,53)" 5014 false 808

ENSGALP00000041366 CID 206 - 212

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(842,53)" 1565 false 809

ENSGALP00000012145 CID 429 - 435

structure specific recognition protein 1 - 

CGNC Symbol 49844 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(842,53)" 1565 false 810

ENSGALP00000028747 CID 61 - 67

reactive intermediate imine deaminase A 

homolog - CGNC Symbol 13608 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(842,54)" 1626 false 811

ENSGALP00000035717 CID 2-Oct

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(843,43)" 7223 812



ENSGALP00000016337 CID 2,258 - 2,264

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(843,46)" 11436 813

ENSGALP00000027391 CID 582 - 588

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(843,47)" 8496 814

ENSGALP00000003564 CID 218 - 224

unkempt family zinc finger - CGNC Symbol 

1623 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(843,48)" 830 815

ENSGALP00000016490 CID 1,368 - 1,374

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(843,48)" 830 816

ENSGALP00000004576 CID 269 - 275

TAR DNA binding protein - CGNC Symbol 

2099 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(843,48)" 12131 false 0.9 817

ENSGALP00000026337 CID 183 - 190 peroxiredoxin 4 - CGNC Symbol 12239 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(843,48)" 12131 false 818

ENSGALP00000038795 CID 208 - 214

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(843,48)" 12131 true 0.9 819



ENSGALP00000027519 CID 508 - 514

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(843,53)" 22557 false 2.64 820

ENSGALP00000020147 CID 224 - 230

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(843,53)" 22557 true 2.64 821

ENSGALP00000007280 CID 2-Aug

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(843,53)" 1447 false 0.84 822

ENSGALP00000043135 CID 8,197 - 8,203 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(843,54)" 2244 false 823

ENSGALP00000010803 CID 628 - 634

UPF2 regulator of nonsense transcripts 

homolog (yeast) - CGNC Symbol 5054 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(843,54)" 4208 false 824

ENSGALP00000020445 CID 1,606 - 1,613

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(843,54)" 1849 false 825

ENSGALP00000026123 CID 590 - 597

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(844,46)" 1521 826



ENSGALP00000011071 CID 497 - 504

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(844,49)" 2759 827

ENSGALP00000017545 CID 367 - 373

ankyrin repeat and MYND domain 

containing 2 - CGNC Symbol 8212 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(844,49)" 2759 false 828

ENSGALP00000021742 CID 94 - 100 Histone H2B 1/2/3/4/6 - UP P0C1H3 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(844,49)" 8391 true 1.2 829

ENSGALP00000043135 CID 11,787 - 11,793 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(844,50)" 11763 false 0.59 830

ENSGALP00000011008 CID 184 - 190

lysine methyltransferase 2A - CGNC Symbol 

49942 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(844,50)" 11763 false 0.59 831

ENSGALP00000013122 CID 474 - 481

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(844,51)" 842 832

ENSGALP00000000205 CID 65 - 71 ribosomal protein L9 - CGNC Symbol 52467 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(844,51)" 965 false 1.34 833



ENSGALP00000006366 CID 244 - 250

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(844,53)" 9955 834

ENSGALP00000012641 CID 1,549 - 1,555 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(844,53)" 9955 835

ENSGALP00000011717 CID Nov-16

ribosomal protein large P0 - CGNC Symbol 

49505 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(845,41)" 1173 true 1.01 836

ENSGALP00000006816 CID 544 - 550

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(845,51)" 97100 false 0.23 837

ENSGALP00000026858 CID 618 - 624

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(845,51)" 97100 838

ENSGALP00000020744 CID 738 - 743

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(845,51)" 656 false 1.25 839

ENSGALP00000007358 CID 652 - 657

RNA binding motif protein 5 - CGNC Symbol 

3423 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(845,52)" 1781 false 0.39 840



ENSGALP00000035504 CID 1,025 - 1,030

RNA binding motif protein 6 - CGNC Symbol 

2124 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(845,52)" 1781 false 0.39 841

ENSGALP00000043135 CID 26,166 - 26,172 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(845,53)" 25446 842

ENSGALP00000013174 CID 1-Jun

ribosomal protein S27a - CGNC Symbol 

49483 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(845,54)" 23557 false 1.38 843

ENSGALP00000027399 CID 167 - 172 esterase D - CGNC Symbol 12753 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(846,40)" 2173 true 1.5 844

ENSGALP00000026558 CID 1,220 - 1,226

ATPase family AAA domain containing 2B - 

HGNC:29230 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(846,42)" 13173 true 1.01 845

ENSGALP00000017123 CID 318 - 323

lymphoid enhancer binding factor 1 - CGNC 

Symbol 7997 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(846,47)" 21808 846

ENSGALP00000010462 CID 302 - 307

transcription factor 7 (T-cell specific HMG-

box) - CGNC Symbol 49222 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(846,47)" 21808 847



ENSGALP00000010414 CID 221 - 227

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(847,47)" 2047 848

ENSGALP00000003089 CID 149 - 155

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(847,50)" 4501 true 1.05 849

ENSGALP00000007692 CID 132 - 138

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(847,50)" 4501 850

ENSGALP00000017341 CID 380 - 386

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(847,51)" 2892 false 851

ENSGALP00000004576 CID 269 - 275

TAR DNA binding protein - CGNC Symbol 

2099 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(847,51)" 12529 852

ENSGALP00000026337 CID 183 - 190 peroxiredoxin 4 - CGNC Symbol 12239 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(847,51)" 12529 false 853

ENSGALP00000038795 CID 208 - 214

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(847,51)" 12529 854



ENSGALP00000008279 CID 101 - 108 mitochondrial carrier 2 - CGNC Symbol 3845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(847,51)" 1590 855

ENSGALP00000015204 CID 106 - 112

hematological and neurological expressed 1-

like - CGNC Symbol 50339 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(847,51)" 3434 false 856

ENSGALP00000039728 CID 4-Oct

Gallus gallus small nuclear 

ribonucleoprotein polypeptide G (SNRPG) 

mRNA. - RefSeq mRNA NM_001302092 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(847,51)" 3434 false 857

ENSGALP00000013843 CID 1,298 - 1,304 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(847,52)" 31726 true 0.88 858

ENSGALP00000016182 CID 439 - 445

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(847,52)" 5634 false 859

ENSGALP00000022646 CID 799 - 805

erythrocyte membrane protein band 4.1-

like 2 - CGNC Symbol 10465 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(847,52)" 5634 860

ENSGALP00000037230 CID 1,661 - 1,667

tumor protein p53 binding protein 1 - CGNC 

Symbol 6464 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(848,43)" 1987 false 861



ENSGALP00000039796 CID 376 - 381

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(848,45)" 13088 true 1.51 862

ENSGALP00000020134 CID 1-Jul

3-hydroxybutyrate dehydrogenase type 2 - 

CGNC Symbol 9371 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(848,45)" 10474 true 0.48 863

ENSGALP00000001050 CID 135 - 140

megakaryocyte-associated tyrosine kinase - 

CGNC Symbol 470 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(848,50)" 6931 864

ENSGALP00000021742 CID 94 - 100 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(848,51)" 52746 865

ENSGALP00000017545 CID 367 - 373

ankyrin repeat and MYND domain 

containing 2 - CGNC Symbol 8212 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(848,51)" 11329 false 866

ENSGALP00000043135 CID 11,787 - 11,793 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(848,52)" 17932 false 0.39 867

ENSGALP00000042475 CID Sep-14

purine-rich element binding protein A - 

CGNC Symbol 15180 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(848,54)" 1549 true 0.7 868



ENSGALP00000003908 CID 475 - 481

Gallus gallus ring finger protein 123 

(RNF123) mRNA. - RefSeq mRNA 

NM_001293314 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(849,35)" 3103 869

ENSGALP00000002828 CID 449 - 455

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(849,47)" 6164 true 0.78 870

ENSGALP00000014260 CID 307 - 312

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(849,48)" 5961 false 0.74 871

ENSGALP00000003675 CID 1,155 - 1,160 Helicase SRCAP - CGNC Symbol 66016 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(849,50)" 6932 false 872

ENSGALP00000038979 CID 1,142 - 1,148

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(849,50)" 6932 false 873

ENSGALP00000006816 CID 678 - 683

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(849,50)" 6932 false 874

ENSGALP00000006816 CID 544 - 550

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(849,53)" 7241 875



ENSGALP00000003770 CID 18 - 23

general transcription factor IIH polypeptide 

2 44kDa - CGNC Symbol 64146 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(849,53)" 8480 false 876

ENSGALP00000009219 CID 273 - 278

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(849,53)" 8480 false 877

ENSGALP00000027399 CID 167 - 172 esterase D - CGNC Symbol 12753 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(850,45)" 1153 878

ENSGALP00000000810 CID 540 - 546

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(850,49)" 6199 879

ENSGALP00000026615 CID 871 - 877

carbamoyl-phosphate synthetase 2 

aspartate transcarbamylase and 

dihydroorotase - HGNC:1424 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(850,49)" 6199 false 1.09 880

ENSGALP00000038209 CID 70 - 75

endoplasmic reticulum protein 29 - CGNC 

Symbol 50366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(850,49)" 6199 false 1.09 881

ENSGALP00000019298 CID 174 - 179

protein phosphatase 2 regulatory subunit B' 

epsilon isoform - CGNC Symbol 8975 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(850,49)" 8727 false 1.08 882



ENSGALP00000007476 CID 65 - 70 SET nuclear oncogene - CGNC Symbol 3483 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(850,49)" 8727 true 1.08 883

ENSGALP00000039728 CID 26 - 32

Gallus gallus small nuclear 

ribonucleoprotein polypeptide G (SNRPG) 

mRNA. - RefSeq mRNA NM_001302092 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(850,52)" 6860 true 0.79 884

ENSGALP00000003646 CID Aug-14

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(850,54)" 16783 false 885

ENSGALP00000002147 CID 51 - 57

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(851,51)" 2091 true 1 886

ENSGALP00000019318 CID 62 - 68

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(851,51)" 51915 true 1.15 887

ENSGALP00000020147 CID 553 - 559

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(851,51)" 34605 true 1 888

ENSGALP00000017341 CID 409 - 415

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(851,53)" 43949 889



ENSGALP00000018120 CID 155 - 161

proteasome 26S subunit non-ATPase 14 - 

CGNC Symbol 8450 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(851,53)" 9290 890

ENSGALP00000025461 CID 1-Jul

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(851,53)" 9290 false 17.18 891

ENSGALP00000003089 CID 149 - 155

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(851,54)" 5155 892

ENSGALP00000000509 CID 349 - 356

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(852,41)" 44155 true 1.97 893

ENSGALP00000005812 CID 54 - 61

dehydrogenase E1 and transketolase 

domain containing 1 - HGNC:23537 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(852,45)" 6858 894

ENSGALP00000039796 CID 376 - 381

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(852,48)" 20394 895

ENSGALP00000026567 CID 13 - 19

splicing factor 3b subunit 6 - CGNC Symbol 

51580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(852,50)" 4864 true 1.97 896



ENSGALP00000007055 CID 82 - 88

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(852,53)" 25685 false 897

ENSGALP00000039270 CID 453 - 459

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(852,54)" 650 false 898

ENSGALP00000018410 CID 539 - 545

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(852,54)" 650 false 899

ENSGALP00000000506 CID 500 - 506 arginyl aminopeptidase - CGNC Symbol 219 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(853,44)" 16726 true 6.3 900

ENSGALP00000006326 CID 93 - 99

twinfilin actin-binding protein homolog 2 

(Drosophila) - CGNC Symbol 50121 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(853,46)" 3273 true 1.56 901

ENSGALP00000008798 CID 134 - 139

coiled-coil domain containing 12 - CGNC 

Symbol 4088 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(853,50)" 16434 902

ENSGALP00000014260 CID 307 - 312

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(853,50)" 16434 903



ENSGALP00000002828 CID 449 - 455

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(853,50)" 2052 904

ENSGALP00000009354 CID 14 - 20

platelet activating factor acetylhydrolase 1b 

regulatory subunit 1 - CGNC Symbol 4356 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(853,51)" 3579 905

ENSGALP00000007248 CID 1-Jun

hydrogen voltage gated channel 1 - CGNC 

Symbol 3373 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(853,51)" 3579 false 906

ENSGALP00000011095 CID 338 - 343

SHC (Src homology 2 domain containing) 

transforming protein 1 - CGNC Symbol 5182 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(854,49)" 9806 false 1.54 907

ENSGALP00000012408 CID 1,046 - 1,053

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(854,49)" 9806 false 1.54 908

ENSGALP00000043135 CID 30,034 - 30,040 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(854,50)" 2054 false 909

ENSGALP00000021838 CID 484 - 490 RNA binding motif protein 14 - HGNC:14219 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(854,54)" 6218 false 910



ENSGALP00000039728 CID 26 - 32

Gallus gallus small nuclear 

ribonucleoprotein polypeptide G (SNRPG) 

mRNA. - RefSeq mRNA NM_001302092 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(854,55)" 3120 911

ENSGALP00000025019 CID 426 - 432

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(855,44)" 271209 false 1.54 912

ENSGALP00000039011 CID 1,008 - 1,013

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(855,44)" 80595 false 1.31 913

ENSGALP00000008338 CID 135 - 141

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(855,44)" 152648 914

ENSGALP00000025924 CID 169 - 174

eukaryotic translation initiation factor 3 

subunit H - CGNC Symbol 12051 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(855,44)" 152648 false 1.37 915

ENSGALP00000000246 CID 404 - 409

YTH domain containing 2 - CGNC Symbol 

106 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(855,44)" 29601 true 2.69 916

ENSGALP00000000246 CID 404 - 409

YTH domain containing 2 - CGNC Symbol 

106 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(855,45)" 50221 true 1.54 917



ENSGALP00000007469 CID 349 - 355

LEO1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 55225 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(855,51)" 628 false 918

ENSGALP00000011008 CID 1,271 - 1,277

lysine methyltransferase 2A - CGNC Symbol 

49942 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(855,51)" 628 false 919

ENSGALP00000002147 CID 51 - 57

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(855,53)" 2094 920

ENSGALP00000019318 CID 62 - 68

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(855,53)" 59641 921

ENSGALP00000020147 CID 553 - 559

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(855,53)" 21520 922

ENSGALP00000027665 CID Nov-18

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(855,54)" 20849 false 923

ENSGALP00000000509 CID 349 - 356

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(856,43)" 86770 924



ENSGALP00000032097 CID 97 - 102 CD5 molecule - CGNC Symbol 3864 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(856,43)" 86770 false 925

ENSGALP00000035780 CID 2,367 - 2,374

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(856,48)" 7003 false 926

ENSGALP00000014768 CID 281 - 287

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(856,50)" 2599 true 0.9 927

ENSGALP00000039316 CID 630 - 637

protein kinase C theta - CGNC Symbol 

57974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(856,52)" 4886 928

ENSGALP00000020463 CID 612 - 618

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(856,53)" 10875 false 929

ENSGALP00000026567 CID 13 - 19

splicing factor 3b subunit 6 - CGNC Symbol 

51580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(856,53)" 7110 930

ENSGALP00000018750 CID 231 - 236

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(857,40)" 125934 true 1.02 931



ENSGALP00000043396 CID 532 - 538

DNA (cytosine-5-)-methyltransferase 1 - 

HGNC:2976 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(857,47)" 855 true 1.16 932

ENSGALP00000006326 CID 93 - 99

twinfilin actin-binding protein homolog 2 

(Drosophila) - CGNC Symbol 50121 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(857,48)" 1374 933

ENSGALP00000006240 CID 2,304 - 2,312

collagen type VI alpha 3 - CGNC Symbol 

2875 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(857,48)" 4773 false 0.64 934

ENSGALP00000007280 CID 2-Aug

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(857,50)" 120416 935

ENSGALP00000039965 CID 432 - 438

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(857,51)" 988 936

ENSGALP00000019931 CID 442 - 448

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(857,52)" 10405 false 1.17 937

ENSGALP00000012383 CID 412 - 417

ribonucleic acid export 1 - CGNC Symbol 

5777 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(857,52)" 29746 938



ENSGALP00000005231 CID 92 - 97

transmembrane p24 trafficking protein 2 - 

CGNC Symbol 2402 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(858,39)" 3967 true 1.01 939

ENSGALP00000042497 CID 275 - 281

RAR-related orphan receptor C - CGNC 

Symbol 58847 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(858,47)" 1091 940

ENSGALP00000039343 CID 192 - 198

SEC31 homolog B (S. cerevisiae) - CGNC 

Symbol 4268 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(858,47)" 1091 941

ENSGALP00000027078 CID 606 - 612

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(858,48)" 476 false 0.48 942

ENSGALP00000029288 CID 341 - 346

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(858,49)" 44030 false 1.23 943

ENSGALP00000038179 CID 360 - 365

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(858,49)" 44030 true 1.23 944

ENSGALP00000041777 CID 564 - 569

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(858,49)" 44030 false 1.23 945



ENSGALP00000001909 CID 285 - 291

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(858,50)" 12548 true 0.83 946

ENSGALP00000027078 CID 724 - 730

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(858,50)" 12548 false 0.83 947

ENSGALP00000040974 CID 80 - 86

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(858,50)" 12548 false 948

ENSGALP00000026444 CID 2-Sep

isoamyl acetate-hydrolyzing esterase 1 

homolog - CGNC Symbol 12296 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(858,50)" 8559 949

ENSGALP00000021877 CID 257 - 263 ATPase 13A1 - HGNC:24215 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(858,51)" 4003 false 950

ENSGALP00000018418 CID 561 - 567 N-glycanase 1 - CGNC Symbol 8593 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(858,51)" 4003 false 0.83 951

ENSGALP00000042428 CID 214 - 220

ankyrin repeat and KH domain containing 1 - 

CGNC Symbol 745 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(858,51)" 6090 false 1.28 952



ENSGALP00000027964 CID 2-Aug integrin-linked kinase - CGNC Symbol 13025 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(858,51)" 6090 953

ENSGALP00000007476 CID 65 - 70 SET nuclear oncogene - CGNC Symbol 3483 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(858,52)" 6775 false 1.08 954

ENSGALP00000038209 CID 70 - 75

endoplasmic reticulum protein 29 - CGNC 

Symbol 50366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(858,52)" 6775 false 955

ENSGALP00000016102 CID 338 - 344

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(858,53)" 914 false 956

ENSGALP00000010345 CID 312 - 318

3-phosphoinositide dependent protein 

kinase-1 - CGNC Symbol 50287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(858,53)" 914 false 957

ENSGALP00000019016 CID 152 - 158

nucleolar protein interacting with the FHA 

domain of MKI67 - CGNC Symbol 8852 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(858,53)" 914 false 958

ENSGALP00000016509 CID 630 - 636

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(858,53)" 1962 false 959



ENSGALP00000025019 CID 884 - 889

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(859,40)" 47197 false 960

ENSGALP00000018705 CID 168 - 174

dynein cytoplasmic 1 light intermediate 

chain 1 - CGNC Symbol 8732 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(859,40)" 47197 961

ENSGALP00000001400 CID 62 - 67

multivesicular body subunit 12B - CGNC 

Symbol 629 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(859,41)" 8592 962

ENSGALP00000016536 CID 675 - 680

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(859,44)" 75807 false 963

ENSGALP00000012293 CID 79 - 84

ribosomal protein L35a - CGNC Symbol 

5744 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(859,44)" 75807 true 0.49 964

ENSGALP00000014119 CID 328 - 333

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(859,44)" 4023 true 1.59 965

ENSGALP00000007472 CID 148 - 154

PDGFA associated protein 1 - CGNC Symbol 

3481 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(859,45)" 30030 966



ENSGALP00000005854 CID 154 - 160

proteasome (prosome macropain) 26S 

subunit non-ATPase 12 - CGNC Symbol 

2706 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(859,45)" 30030 false 967

ENSGALP00000006366 CID 489 - 496

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(859,47)" 1688 false 1.42 968

ENSGALP00000007705 CID 245 - 251

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(859,49)" 26772 true 0.83 969

ENSGALP00000043342 CID 583 - 589

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(859,49)" 26772 970

ENSGALP00000039734 CID 79 - 85

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(859,49)" 26772 false 0.83 971

ENSGALP00000002862 CID 575 - 581

arginyl-tRNA synthetase - CGNC Symbol 

1305 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(859,52)" 4718 972

ENSGALP00000011008 CID 1,271 - 1,277

lysine methyltransferase 2A - CGNC Symbol 

49942 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(859,52)" 560438 973



ENSGALP00000027304 CID 842 - 848 LIM domain 7 - CGNC Symbol 12702 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(859,53)" 2356869 false 0.52 974

ENSGALP00000012641 CID 2,617 - 2,623 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(859,53)" 2356869 false 0.52 975

ENSGALP00000003584 CID 58 - 64 H3 histone family 3B - CGNC Symbol 49711 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(859,53)" 2356869 true 0.52 976

ENSGALP00000021343 CID 38 - 44

serine/threonine kinase receptor associated 

protein - CGNC Symbol 9899 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(860,45)" 3194 false 977

ENSGALP00000018179 CID 193 - 199

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(860,45)" 3194 978

ENSGALP00000006816 CID 2,885 - 2,891

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(860,47)" 1747 false 0.75 979

ENSGALP00000001565 CID 537 - 544

discs large (Drosophila) homolog-associated 

protein 4 - CGNC Symbol 708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(860,49)" 2532 980



ENSGALP00000005468 CID 196 - 202

2' 3'-cyclic nucleotide 3' phosphodiesterase - 

CGNC Symbol 49552 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(860,51)" 6565 981

ENSGALP00000014768 CID 281 - 287

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(860,53)" 3698 982

ENSGALP00000010984 CID 25 - 31

adaptor-related protein complex 2 alpha 2 

subunit - CGNC Symbol 51890 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(860,53)" 3698 false 983

ENSGALP00000022311 CID 142 - 148

mitochondrial ribosomal protein L47 - CGNC 

Symbol 52304 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(860,54)" 1976 984

ENSGALP00000017080 CID 159 - 166

SNW domain containing 1 - CGNC Symbol 

7983 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(860,54)" 1976 985

ENSGALP00000021255 CID 353 - 360

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(860,55)" 5358 false 986

ENSGALP00000016509 CID 1,264 - 1,270

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(861,39)" 4259 false 987



ENSGALP00000018750 CID 231 - 236

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(861,42)" 116449 988

ENSGALP00000001460 CID 21 - 27

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(861,43)" 7687 true 1.29 989

ENSGALP00000024624 CID 487 - 492

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(861,45)" 18728 990

ENSGALP00000019040 CID 141 - 147 nucleoporin 205kDa - CGNC Symbol 8864 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(861,46)" 3393 false 1.05 991

ENSGALP00000037001 CID 97 - 102

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(861,46)" 4557 true 4.88 992

ENSGALP00000021472 CID 259 - 265 fumarate hydratase - CGNC Symbol 9939 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(861,47)" 9289 false 2.6 993

ENSGALP00000022243 CID 62 - 67

aminopeptidase puromycin sensitive - 

CGNC Symbol 10259 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(861,48)" 758 994



ENSGALP00000010423 CID 207 - 214

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(861,50)" 3247 995

ENSGALP00000000246 CID 1,283 - 1,290

YTH domain containing 2 - CGNC Symbol 

106 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(861,50)" 3247 996

ENSGALP00000013420 CID 813 - 819

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(861,50)" 3916 false 997

ENSGALP00000012723 CID 2,169 - 2,175

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(861,51)" 3039 false 998

ENSGALP00000020463 CID 283 - 290

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(861,51)" 3039 999

ENSGALP00000019931 CID 442 - 448

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(861,54)" 8615 false 1.17 1000

ENSGALP00000018695 CID 135 - 141

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(861,55)" 765 1001



ENSGALP00000009002 CID 588 - 593

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(861,55)" 765 false 1002

ENSGALP00000004641 CID 1,902 - 1,908

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(861,55)" 765 false 1003

ENSGALP00000003234 CID 54 - 61

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(862,45)" 2915 true 2.06 1004

ENSGALP00000009709 CID 180 - 185

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(862,50)" 6901 1005

ENSGALP00000029288 CID 341 - 346

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(862,51)" 55730 1006

ENSGALP00000038179 CID 360 - 365

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(862,51)" 55730 1007

ENSGALP00000004641 CID 1,517 - 1,523

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(862,52)" 8648 false 0.83 1008



ENSGALP00000018418 CID 561 - 567 N-glycanase 1 - CGNC Symbol 8593 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(862,53)" 10305 1009

ENSGALP00000018705 CID 369 - 375

dynein cytoplasmic 1 light intermediate 

chain 1 - CGNC Symbol 8732 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(862,54)" 7784 false 1010

ENSGALP00000043135 CID 6,109 - 6,115 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(862,54)" 7784 false 0.54 1011

ENSGALP00000016509 CID 630 - 636

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(862,55)" 2375 false 1012

ENSGALP00000042428 CID 214 - 220

ankyrin repeat and KH domain containing 1 - 

CGNC Symbol 745 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(862,55)" 2375 false 0.54 1013

ENSGALP00000021949 CID 481 - 486

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(863,43)" 6432 true 2.21 1014

ENSGALP00000014119 CID 328 - 333

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(863,47)" 3001 1015



ENSGALP00000007705 CID 245 - 251

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(863,52)" 21270 1016

ENSGALP00000001464 CID 363 - 369

GTPase activating protein and VPS9 

domains 1 - CGNC Symbol 660 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(863,52)" 21270 false 1017

ENSGALP00000001693 CID 408 - 413

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(863,52)" 21270 false 1018

ENSGALP00000004186 CID 252 - 258 annexin A11 - CGNC Symbol 52013 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(863,52)" 21270 false 1019

ENSGALP00000005854 CID 302 - 307

proteasome (prosome macropain) 26S 

subunit non-ATPase 12 - CGNC Symbol 

2706 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(863,54)" 196823 false 1020

ENSGALP00000003584 CID 58 - 64 H3 histone family 3B - CGNC Symbol 49711 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(863,55)" 1554446 1021

ENSGALP00000012641 CID 2,617 - 2,623 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(863,55)" 1554446 1022



ENSGALP00000003089 CID 694 - 700

valosin containing protein - CGNC Symbol 

53073 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(863,55)" 3984 false 1.59 1023

ENSGALP00000005322 CID 88 - 94

BRX1 biogenesis of ribosomes - CGNC 

Symbol 2456 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(864,44)" 36323 true 1.41 1024

ENSGALP00000036405 CID 315 - 322

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(864,55)" 13861 false 0.61 1025

ENSGALP00000012977 CID 135 - 140

zinc finger C3HC-type containing 1 - CGNC 

Symbol 6057 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(864,55)" 1486 false 1026

ENSGALP00000011221 CID 123 - 129

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(864,55)" 1486 false 1027

ENSGALP00000001460 CID 21 - 27

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(865,45)" 9218 1028

ENSGALP00000004641 CID 2-Aug

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(865,47)" 29979 1029



ENSGALP00000009341 CID 285 - 290

high density lipoprotein binding protein - 

CGNC Symbol 4348 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(865,48)" 7817 false 1030

ENSGALP00000037001 CID 97 - 102

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(865,48)" 23577 1031

ENSGALP00000013808 CID 607 - 613 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(865,52)" 5998 false 1.46 1032

ENSGALP00000026509 CID 453 - 459

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(865,52)" 5998 false 1.46 1033

ENSGALP00000012171 CID 62 - 68

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(865,52)" 5998 true 1.46 1034

ENSGALP00000042929 CID 53 - 59 glutathione reductase - HGNC:4623 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(865,53)" 7603 true 0.74 1035

ENSGALP00000019726 CID 106 - 112

engulfment and cell motility 1 - CGNC 

Symbol 51330 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(866,44)" 4164 false 0.75 1036



ENSGALP00000028462 CID 282 - 287

aryl hydrocarbon receptor nuclear 

translocator - CGNC Symbol 49009 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(866,45)" 9371 false 1037

ENSGALP00000018498 CID 562 - 567

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(866,45)" 9371 true 1.19 1038

ENSGALP00000029968 CID 156 - 161 ribosomal protein L3 - CGNC Symbol 50654 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(866,45)" 6397 true 0.56 1039

ENSGALP00000017556 CID 329 - 335 legumain - CGNC Symbol 8216 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(866,53)" 13459 1040

ENSGALP00000000316 CID 83 - 89 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(867,46)" 24328 true 0.59 1041

ENSGALP00000015623 CID 1,060 - 1,065

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(867,47)" 1755 1042

ENSGALP00000027964 CID 246 - 252 integrin-linked kinase - CGNC Symbol 13025 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(867,47)" 1755 true 0.65 1043



ENSGALP00000012293 CID 79 - 84

ribosomal protein L35a - CGNC Symbol 

5744 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(867,49)" 18857 true 1.36 1044

ENSGALP00000026180 CID 1,887 - 1,892 PHD finger protein 3 - CGNC Symbol 12162 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(867,53)" 3947 false 1045

ENSGALP00000008763 CID 1,242 - 1,247

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(867,53)" 3947 1046

ENSGALP00000023188 CID 1-Jul

heterogeneous nuclear ribonucleoprotein 

A/B - CGNC Symbol 49727 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(867,53)" 2329 1047

ENSGALP00000011718 CID 249 - 255

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(867,53)" 2329 false 1048

ENSGALP00000035502 CID 64 - 70

WD repeat domain 82 - CGNC Symbol 

50122 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(867,54)" 3245 1049

ENSGALP00000010409 CID 296 - 302

sphingomyelin phosphodiesterase 4 - CGNC 

Symbol 4864 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(868,46)" 11038 true 0.66 1050



ENSGALP00000039050 CID 194 - 200

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(868,51)" 4007 1051

ENSGALP00000042163 CID 17 - 23 seryl-tRNA synthetase - CGNC Symbol 332 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(868,52)" 1615 false 0.75 1052

ENSGALP00000006284 CID 87 - 92

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(868,52)" 43988 false 1053

ENSGALP00000009511 CID 15 - 20 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(868,52)" 43988 false 1.74 1054

ENSGALP00000039530 CID 230 - 235

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(868,52)" 43988 false 1055

ENSGALP00000003978 CID 198 - 204

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(868,52)" 3579 true 1.74 1056

ENSGALP00000039265 CID 912 - 918

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(868,52)" 3579 true 1.74 1057



ENSGALP00000037032 CID 51 - 57

Rho GTPase activating protein 15 - CGNC 

Symbol 9435 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(868,52)" 3579 false 1.74 1058

ENSGALP00000007822 CID 198 - 204

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(868,52)" 3579 1059

ENSGALP00000015531 CID 241 - 246

dynein cytoplasmic 1 intermediate chain 2 - 

CGNC Symbol 7269 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(869,42)" 4766 true 0.93 1060

ENSGALP00000016207 CID 66 - 72

Gallus gallus LSM6 homolog U6 small 

nuclear RNA associated (S. cerevisiae) 

(LSM6) transcript variant 2 mRNA. - RefSeq 

mRNA NM_001302125 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(869,45)" 14870 true 0.9 1061

ENSGALP00000026288 CID 631 - 638

zinc finger protein X-linked - CGNC Symbol 

50801 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(869,46)" 2080 1062

ENSGALP00000012171 CID 62 - 68

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(869,54)" 9982 1063

ENSGALP00000013808 CID 607 - 613 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(869,54)" 9982 1064



ENSGALP00000016182 CID 778 - 785

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(869,55)" 10247 false 1065

ENSGALP00000005129 CID 475 - 480

CWF19-like 1 cell cycle control (S. pombe) - 

CGNC Symbol 2360 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(869,55)" 10247 false 1066

ENSGALP00000042929 CID 53 - 59 glutathione reductase - HGNC:4623 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(869,55)" 1541 1067

ENSGALP00000007833 CID 445 - 452

myelin expression factor 2 - CGNC Symbol 

49981 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(870,41)" 1183 false 1.58 1068

ENSGALP00000029968 CID 156 - 161 ribosomal protein L3 - CGNC Symbol 50654 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(870,49)" 8151 1069

ENSGALP00000009121 CID 19 - 25 glycyl-tRNA synthetase - CGNC Symbol 4244 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(870,50)" 903 1070

ENSGALP00000017958 CID 35 - 40 chromobox homolog 3 - CGNC Symbol 8386 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(870,51)" 1845 true 0.82 1071



ENSGALP00000042639 CID 2-Sep

muscleblind-like splicing regulator 1 - CGNC 

Symbol 52321 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(870,53)" 10471 false 0.88 1072

ENSGALP00000004327 CID 1,550 - 1,556 fatty acid synthase - CGNC Symbol 1983 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(870,53)" 10471 1073

ENSGALP00000025606 CID 386 - 392

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(870,53)" 576 false 1074

ENSGALP00000003089 CID 87 - 93

valosin containing protein - CGNC Symbol 

53073 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(870,54)" 7018 1075

ENSGALP00000012723 CID 2,022 - 2,027

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(871,43)" 5607 true 0.49 1076

ENSGALP00000004924 CID 1,366 - 1,372

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(871,46)" 11128 false 0.71 1077

ENSGALP00000000316 CID 83 - 89 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(871,48)" 13167 1078



ENSGALP00000001577 CID 465 - 472

SRP receptor alpha subunit - CGNC Symbol 

713 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(871,49)" 12276 true 1.12 1079

ENSGALP00000001510 CID 86 - 92

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(871,51)" 20223 false 1080

ENSGALP00000036720 CID 2,367 - 2,373

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(871,52)" 9611 true 0.48 1081

ENSGALP00000009821 CID 115 - 121

ribosomal protein S13 - CGNC Symbol 

49921 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(871,56)" 15618 false 1082

ENSGALP00000026392 CID 2-Sep ribosomal protein S7 - CGNC Symbol 51562 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(872,41)" 994 true 1.6 1083

ENSGALP00000000509 CID 349 - 356

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(872,43)" 20854 1084

ENSGALP00000014097 CID 13 - 18

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(872,46)" 49477 true 2.06 1085



ENSGALP00000027304 CID 1,184 - 1,191 LIM domain 7 - CGNC Symbol 12702 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(872,51)" 1065 false 1086

ENSGALP00000003431 CID 211 - 217

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(872,53)" 5151 false 1087

ENSGALP00000039265 CID 912 - 918

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(872,54)" 8356 1088

ENSGALP00000003978 CID 198 - 204

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(872,54)" 8356 1089

ENSGALP00000037032 CID 51 - 57

Rho GTPase activating protein 15 - CGNC 

Symbol 9435 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(872,55)" 8581 1090

ENSGALP00000004651 CID 196 - 202 thioredoxin like 1 - CGNC Symbol 2131 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(872,55)" 8581 1091

ENSGALP00000018335 CID 468 - 475

TBC1 domain family member 5 - CGNC 

Symbol 8548 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(872,55)" 8581 1092



ENSGALP00000015531 CID 241 - 246

dynein cytoplasmic 1 intermediate chain 2 - 

CGNC Symbol 7269 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(873,45)" 4442 1093

ENSGALP00000017080 CID 205 - 211

SNW domain containing 1 - CGNC Symbol 

7983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(873,45)" 8766 1094

ENSGALP00000016207 CID 66 - 72

Gallus gallus LSM6 homolog U6 small 

nuclear RNA associated (S. cerevisiae) 

(LSM6) transcript variant 2 mRNA. - RefSeq 

mRNA NM_001302125 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(873,48)" 15400 1095

ENSGALP00000016102 CID 862 - 869

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(873,50)" 2258 1096

ENSGALP00000022724 CID 274 - 280

embryonic ectoderm development - CGNC 

Symbol 10494 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(873,54)" 34487 true 0.88 1097

ENSGALP00000022724 CID 274 - 280

embryonic ectoderm development - CGNC 

Symbol 10494 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(873,55)" 10408 false 1098

ENSGALP00000039649 CID 42 - 48

ubiquitin conjugating enzyme E2 G1 - CGNC 

Symbol 56402 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(873,55)" 785 false 1099



ENSGALP00000021515 CID 314 - 320

aryl hydrocarbon receptor interacting 

protein - CGNC Symbol 49180 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(874,46)" 9315 false 1100

ENSGALP00000023266 CID 37 - 43 ribosomal protein S20 - HGNC:10405 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(874,49)" 32292 true 0.86 1101

ENSGALP00000040960 CID 19 - 26

ketosamine-3-kinase - Refseq 

NP_001108110 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(874,49)" 32292 1102

ENSGALP00000038979 CID 1,058 - 1,065

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(874,49)" 32292 false 0.86 1103

ENSGALP00000010844 CID 158 - 165

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(874,49)" 32292 false 0.86 1104

ENSGALP00000009219 CID 354 - 360

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(874,50)" 3268 1105

ENSGALP00000023446 CID 137 - 143 prohibitin 2 - CGNC Symbol 10814 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(874,50)" 3268 false 1106



ENSGALP00000038904 CID 94 - 100

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(874,51)" 23042 true 0.5 1107

ENSGALP00000038912 CID 93 - 99 alpha-D-globin - CGNC Symbol 50309 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(874,51)" 23042 true 0.5 1108

ENSGALP00000000670 CID 566 - 572

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(874,52)" 6054 false 0.86 1109

ENSGALP00000038523 CID 604 - 611

ATPase Ca++ transporting cardiac muscle 

slow twitch 2 - CGNC Symbol 49809 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(874,54)" 5905 false 0.86 1110

ENSGALP00000004104 CID 221 - 228

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(874,55)" 4544 false 1111

ENSGALP00000023288 CID 150 - 157

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(874,55)" 4544 false 1112

ENSGALP00000008003 CID 14 - 19

SUMO-activating enzyme subunit 2 - Refseq 

NP_001025742 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(874,56)" 1619 false 0.88 1113



ENSGALP00000003717 CID 303 - 309

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(875,44)" 1865 false 1114

ENSGALP00000012723 CID 2,022 - 2,027

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(875,46)" 1431 1115

ENSGALP00000022839 CID 41 - 48

ADP-ribosylation factor GTPase activating 

protein 3 - CGNC Symbol 50708 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(875,49)" 968 false 1.15 1116

ENSGALP00000012130 CID 336 - 342

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(875,49)" 968 true 1.09 1117

ENSGALP00000004924 CID 1,366 - 1,372

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(875,49)" 7856 false 0.71 1118

ENSGALP00000039931 CID 344 - 350

proteasome 26S subunit non-ATPase 11 - 

CGNC Symbol 17043 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(875,50)" 2611 true 0.74 1119

ENSGALP00000021957 CID 3,408 - 3,415

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(875,52)" 7377 false 0.9 1120



ENSGALP00000009681 CID 116 - 122

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(875,52)" 7377 1121

ENSGALP00000031473 CID 1,557 - 1,563

pericentriolar material 1 - CGNC Symbol 

10199 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(875,52)" 21301 false 0.9 1122

ENSGALP00000007927 CID 108 - 114

Hsap of 9: ribosomal protein L36a - 

HGNC:10359 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(875,52)" 21301 true 0.71 1123

ENSGALP00000001577 CID 465 - 472

SRP receptor alpha subunit - CGNC Symbol 

713 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(875,52)" 1614 1124

ENSGALP00000036056 CID 334 - 339

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(875,53)" 8564 false 1125

ENSGALP00000008341 CID 65 - 71

glutathione S-transferase theta 1-like - 

CGNC Symbol 55583 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(875,53)" 8564 false 1126

ENSGALP00000021544 CID 1,019 - 1,025 centromere protein E - CGNC Symbol 51810 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(875,53)" 4964 false 1127



ENSGALP00000016413 CID 328 - 335

DNA methyltransferase 1 associated protein 

1 - CGNC Symbol 7677 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(875,53)" 4964 false 1128

ENSGALP00000008341 CID 65 - 71

glutathione S-transferase theta 1-like - 

CGNC Symbol 55583 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(875,54)" 10356 true 1.04 1129

ENSGALP00000010157 CID 376 - 381

SON DNA binding protein - CGNC Symbol 

4729 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(875,54)" 10356 false 1130

ENSGALP00000005224 CID 84 - 91

isocitrate dehydrogenase 3 (NAD+) alpha - 

CGNC Symbol 2399 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(875,55)" 1355 false 1.12 1131

ENSGALP00000018382 CID 1,189 - 1,195

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(875,55)" 1355 false 1132

ENSGALP00000008091 CID 413 - 418

dyskerin pseudouridine synthase 1 - CGNC 

Symbol 3757 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(876,42)" 1185 1133

ENSGALP00000008056 CID 190 - 197

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(876,45)" 2020 true 1.49 1134



ENSGALP00000006604 CID 65 - 71

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(876,56)" 1019 false 1135

ENSGALP00000038272 CID 194 - 201

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(876,56)" 1019 false 1136

ENSGALP00000002338 CID 425 - 430

splicing factor 3a subunit 3 - CGNC Symbol 

1064 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(877,46)" 9596 1137

ENSGALP00000023635 CID 468 - 475 lamin B1 - CGNC Symbol 10893 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(877,46)" 9596 false 1.99 1138

ENSGALP00000000639 CID 36 - 42 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(877,51)" 59136 true 1.33 1139

ENSGALP00000007236 CID 105 - 111

calcyclin binding protein - CGNC Symbol 

3365 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(877,54)" 713 false 1140

ENSGALP00000026824 CID 518 - 524

myotubularin related protein 9 - CGNC 

Symbol 12476 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(877,54)" 713 false 1141



ENSGALP00000016182 CID 2-Oct

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(877,55)" 1224 1142

ENSGALP00000025165 CID 45 - 50

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(877,56)" 2665 false 1143

ENSGALP00000005076 CID 257 - 263 surfeit 6 - CGNC Symbol 50455 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(878,43)" 1370 true 2.37 1144

ENSGALP00000012007 CID 153 - 159 archain 1 - CGNC Symbol 5606 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(878,43)" 1370 true 2.37 1145

ENSGALP00000043135 CID 2,849 - 2,856 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(878,43)" 1370 true 2.37 1146

ENSGALP00000008498 CID 587 - 594 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(878,50)" 1765 1147

ENSGALP00000023266 CID 37 - 43 ribosomal protein S20 - HGNC:10405 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(878,51)" 19261 1148



ENSGALP00000005550 CID 131 - 136

zinc finger and BTB domain containing 8 

opposite strand - CGNC Symbol 51055 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(878,51)" 19261 false 1149

ENSGALP00000001464 CID 555 - 561

GTPase activating protein and VPS9 

domains 1 - CGNC Symbol 660 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(878,55)" 5837 false 1150

ENSGALP00000040653 CID 83 - 89

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(878,55)" 5837 false 1151

ENSGALP00000012917 CID 649 - 655

nuclear factor of activated T-cells 

cytoplasmic calcineurin-dependent 2 - 

CGNC Symbol 6025 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(878,56)" 402416 false 1152

ENSGALP00000002338 CID 18 - 24

splicing factor 3a subunit 3 - CGNC Symbol 

1064 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(879,48)" 466 false 1.06 1153

ENSGALP00000014308 CID 32 - 39

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(879,49)" 4917 true 0.89 1154

ENSGALP00000010157 CID 67 - 73

SON DNA binding protein - CGNC Symbol 

4729 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(879,49)" 4917 false 0.89 1155



ENSGALP00000007118 CID 1,371 - 1,377

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(879,50)" 1532 false 1.43 1156

ENSGALP00000004924 CID 1,401 - 1,407

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(879,50)" 1532 false 1.43 1157

ENSGALP00000039270 CID 421 - 427

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(879,51)" 7638 true 1.06 1158

ENSGALP00000018410 CID 507 - 513

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(879,51)" 7638 true 1.06 1159

ENSGALP00000009487 CID 383 - 389 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(879,51)" 1115 false 1160

ENSGALP00000043135 CID 14,334 - 14,340 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(879,51)" 1115 false 1.15 1161

ENSGALP00000012130 CID 336 - 342

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(879,51)" 1115 1162



ENSGALP00000022545 CID 442 - 448

BCL2-associated transcription factor 1 - 

CGNC Symbol 64987 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(879,53)" 1937 1163

ENSGALP00000015560 CID 107 - 113

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(879,55)" 1707 true 1.05 1164

ENSGALP00000036720 CID 2,367 - 2,373

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(879,56)" 3733 true 0.48 1165

ENSGALP00000014097 CID 13 - 18

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(880,50)" 41254 false 1.26 1166

ENSGALP00000006816 CID 152 - 158

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(880,51)" 2378 1167

ENSGALP00000027299 CID 73 - 79

ES1 protein homolog mitochondrial-like - 

CGNC Symbol 50857 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(880,51)" 2378 false 1168

ENSGALP00000016080 CID 17 - 23

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(881,42)" 11143 1169



ENSGALP00000013273 CID 178 - 184

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(881,45)" 1424 false 1170

ENSGALP00000012605 CID 503 - 509

pescadillo ribosomal biogenesis factor 1 - 

CGNC Symbol 5881 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(881,45)" 1424 false 1171

ENSGALP00000000639 CID 36 - 42 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(881,53)" 62938 1172

ENSGALP00000042374 CID 322 - 328

thimet oligopeptidase 1 - CGNC Symbol 

52774 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(882,46)" 5335 1173

ENSGALP00000026615 CID 1,305 - 1,312

carbamoyl-phosphate synthetase 2 

aspartate transcarbamylase and 

dihydroorotase - HGNC:1424 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(882,49)" 996 false 1174

ENSGALP00000007389 CID 92 - 98 F-box protein 6 - CGNC Symbol 51014 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(882,54)" 668 true 0.38 1175

ENSGALP00000038912 CID 93 - 99 alpha-D-globin - CGNC Symbol 50309 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(882,55)" 7616 false 1176



ENSGALP00000038904 CID 94 - 100

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(882,55)" 7616 false 1177

ENSGALP00000007389 CID 92 - 98 F-box protein 6 - CGNC Symbol 51014 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(882,56)" 4351 false 1178

ENSGALP00000006652 CID 695 - 701

SAFB like transcription modulator - CGNC 

Symbol 3078 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(882,56)" 4351 false 1179

ENSGALP00000042897 CID 232 - 238

polymerase (DNA) delta 2 accessory subunit 

- CGNC Symbol 63741 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(882,56)" 4351 false 1180

ENSGALP00000005468 CID 1-Jul

2' 3'-cyclic nucleotide 3' phosphodiesterase - 

CGNC Symbol 49552 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(883,43)" 1007 false 1.41 1181

ENSGALP00000021034 CID 685 - 691

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(883,48)" 17322 true 0.92 1182

ENSGALP00000041153 CID 225 - 231 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(883,49)" 6710 false 1183



P35908 CID 189 - 195

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(883,49)" 6710 false 1184

ENSGALP00000039872 CID 310 - 316

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(883,50)" 15491 1185

ENSGALP00000016102 CID 696 - 703

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(883,50)" 5804 true 1.41 1186

ENSGALP00000013122 CID 134 - 141

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(883,51)" 86696 true 0.9 1187

ENSGALP00000018410 CID 507 - 513

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(883,53)" 9701 1188

ENSGALP00000039270 CID 421 - 427

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(883,53)" 9701 1189

ENSGALP00000007469 CID 349 - 355

LEO1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 55225 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(883,53)" 4839 false 1190



ENSGALP00000043386 CID 450 - 456 Hsap of 1: dynamin 2 - HGNC:2974 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(883,55)" 32424 false 0.92 1191

ENSGALP00000006240 CID 2,296 - 2,303

collagen type VI alpha 3 - CGNC Symbol 

2875 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(884,36)" 2265 1192

ENSGALP00000005297 CID 41 - 47

NOP16 nucleolar protein - CGNC Symbol 

50201 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(884,48)" 907 false 1.44 1193

ENSGALP00000021742 CID 110 - 117 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(884,48)" 907 true 1.44 1194

ENSGALP00000021743 CID 106 - 113 histone H2B - CGNC Symbol 52653 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(884,48)" 907 true 1.44 1195

ENSGALP00000020874 CID 270 - 276

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(884,51)" 8979 false 1196

ENSGALP00000042639 CID 2-Sep

muscleblind-like splicing regulator 1 - CGNC 

Symbol 52321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(884,51)" 8979 1197



ENSGALP00000009002 CID 4-Nov

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(884,52)" 1370 1198

ENSGALP00000017250 CID 24 - 31

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(884,52)" 24006 true 0.84 1199

ENSGALP00000014105 CID 46 - 53

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(884,52)" 24006 true 0.84 1200

ENSGALP00000005576 CID 1-Aug

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(884,52)" 24006 false 0.84 1201

ENSGALP00000015182 CID 209 - 216

RNA binding motif protein 25 - CGNC 

Symbol 7094 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(884,55)" 1886 false 0.84 1202

ENSGALP00000001957 CID 1-Jul

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(885,38)" 3276 1203

ENSGALP00000009217 CID 146 - 151

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(885,45)" 802 1204



ENSGALP00000025475 CID 118 - 125

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(885,50)" 8897 false 0.86 1205

ENSGALP00000025476 CID 149 - 156

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(885,50)" 8897 false 0.86 1206

ENSGALP00000037877 CID 709 - 715

elongation factor like GTPase 1 - CGNC 

Symbol 49990 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(885,51)" 1213 false 0.86 1207

ENSGALP00000023075 CID 899 - 905

replication factor C subunit 1 - CGNC 

Symbol 51823 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(885,51)" 1213 1208

ENSGALP00000031579 CID 315 - 321 centromere protein U - CGNC Symbol 14122 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(885,51)" 1213 1209

ENSGALP00000019192 CID 21 - 27

uridine monophosphate synthetase - CGNC 

Symbol 8931 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(885,52)" 6762 1210

ENSGALP00000023319 CID 58 - 64 catalase - CGNC Symbol 51998 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(885,52)" 2045 false 0.73 1211



ENSGALP00000043135 CID 28,658 - 28,665 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(885,52)" 2045 false 0.73 1212

ENSGALP00000024213 CID 169 - 176

ribosome production factor 2 homolog - 

CGNC Symbol 11187 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(885,53)" 26754 1213

ENSGALP00000010510 CID 312 - 319

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(886,50)" 1906 false 0.85 1214

ENSGALP00000008013 CID 181 - 188

ISY1 splicing factor homolog (S. cerevisiae) - 

CGNC Symbol 3725 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(886,50)" 1906 false 0.85 1215

ENSGALP00000035780 CID 5-Nov

RAN binding protein 2 - CGNC Symbol 

50838 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(886,50)" 1906 false 0.85 1216

ENSGALP00000014107 CID 163 - 169 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(886,50)" 1906 false 0.85 1217

ENSGALP00000017180 CID 2-Aug

basic transcription factor 3-like 4 - CGNC 

Symbol 8026 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(886,52)" 13386 true 1.99 1218



ENSGALP00000001803 CID 241 - 247

debranching RNA lariats 1 - CGNC Symbol 

809 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(886,52)" 13386 false 1.99 1219

ENSGALP00000012869 CID 109 - 116

dihydrolipoamide dehydrogenase - CGNC 

Symbol 5998 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(886,54)" 15884 true 1.25 1220

ENSGALP00000038272 CID 488 - 495

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(886,54)" 15884 false 4.68 1221

ENSGALP00000026307 CID 276 - 285

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(886,54)" 1553 false 1222

ENSGALP00000021034 CID 729 - 735

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(886,54)" 27764 true 1.01 1223

ENSGALP00000043135 CID 4,932 - 4,938 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(886,54)" 27764 false 1.99 1224

ENSGALP00000015877 CID 14 - 21

ubiquitin specific peptidase 15 - CGNC 

Symbol 49421 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(886,54)" 6300 false 1225



ENSGALP00000042428 CID 214 - 220

ankyrin repeat and KH domain containing 1 - 

CGNC Symbol 745 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(886,54)" 6300 false 1226

ENSGALP00000009821 CID 21 - 27

ribosomal protein S13 - CGNC Symbol 

49921 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(886,55)" 1033 false 1227

ENSGALP00000041877 CID 1,618 - 1,625 Alstrom syndrome 1 - CGNC Symbol 51865 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(886,55)" 1033 1228

ENSGALP00000014374 CID 163 - 170

malate dehydrogenase 1 - CGNC Symbol 

6725 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(886,56)" 2244 false 1229

ENSGALP00000027078 CID 1,604 - 1,610

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(886,56)" 2244 false 1230

ENSGALP00000008798 CID 44 - 51

coiled-coil domain containing 12 - CGNC 

Symbol 4088 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(887,43)" 25140 true 1.19 1231

ENSGALP00000020874 CID 391 - 398

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(887,50)" 3035 1232



ENSGALP00000021034 CID 685 - 691

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(887,50)" 20334 1233

ENSGALP00000004962 CID 328 - 334

tripartite motif containing 25 - CGNC 

Symbol 2279 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(887,51)" 9023 false 0.91 1234

ENSGALP00000008338 CID 1,134 - 1,140

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(887,52)" 3411 true 1.58 1235

ENSGALP00000014768 CID 214 - 220

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(887,53)" 20155 false 1236

ENSGALP00000006366 CID 489 - 496

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(887,53)" 20155 false 1.19 1237

ENSGALP00000002322 CID 84 - 91

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(887,53)" 72183 1238

ENSGALP00000013122 CID 134 - 141

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(887,53)" 72183 1239



ENSGALP00000013029 CID 515 - 521

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(887,55)" 9896 false 0.56 1240

ENSGALP00000021957 CID 776 - 782

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(887,55)" 9896 false 0.56 1241

ENSGALP00000004013 CID 2,016 - 2,023 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(887,56)" 3813 false 1242

ENSGALP00000007469 CID 349 - 355

LEO1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 55225 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(887,56)" 3813 false 1243

ENSGALP00000017180 CID 116 - 122

basic transcription factor 3-like 4 - CGNC 

Symbol 8026 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(888,50)" 1643 true 2.27 1244

ENSGALP00000008299 CID 755 - 761

family with sequence similarity 120A - 

CGNC Symbol 3854 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(888,52)" 1232 1245

ENSGALP00000038570 CID 114 - 121

eukaryotic translation initiation factor 5A2 - 

CGNC Symbol 49863 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(888,52)" 1232 false 1246



ENSGALP00000020874 CID 270 - 276

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(888,52)" 1232 false 1247

ENSGALP00000040662 CID 29 - 35 inositol monophosphatase 1 - HGNC:6050 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(888,54)" 18409 false 1.05 1248

ENSGALP00000018987 CID 374 - 381 t-complex 1 - CGNC Symbol 8842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(888,54)" 20077 true 1.13 1249

ENSGALP00000023294 CID 1,495 - 1,502

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(888,54)" 20077 1250

ENSGALP00000023446 CID 262 - 269 prohibitin 2 - CGNC Symbol 10814 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(888,54)" 4369 false 1251

ENSGALP00000038795 CID 323 - 329

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(888,54)" 4369 true 0.78 1252

ENSGALP00000014105 CID 46 - 53

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(888,55)" 20440 1253



ENSGALP00000017250 CID 24 - 31

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(888,55)" 20440 1254

ENSGALP00000016182 CID 1,206 - 1,213

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(888,55)" 20440 1255

ENSGALP00000004013 CID 1,515 - 1,522 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(888,55)" 20440 1256

ENSGALP00000001460 CID 179 - 185

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(888,55)" 1091 1257

ENSGALP00000034917 CID 128 - 134

cell division cycle associated 8 - 

HGNC:14629 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(889,45)" 8656 true 0.34 1258

ENSGALP00000011718 CID 242 - 248

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(889,45)" 205835 true 0.34 1259

ENSGALP00000011008 CID 938 - 945

lysine methyltransferase 2A - CGNC Symbol 

49942 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(889,49)" 1371 1260



ENSGALP00000022023 CID 1,680 - 1,686 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(889,49)" 1371 true 0.92 1261

ENSGALP00000002235 CID 2-Sep stathmin 1 - CGNC Symbol 49630 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(889,49)" 1371 false 0.92 1262

ENSGALP00000004924 CID 1,144 - 1,150

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(889,50)" 2004 1263

ENSGALP00000002634 CID 696 - 702 nucleoporin 88kDa - CGNC Symbol 1204 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(889,50)" 2004 true 0.92 1264

ENSGALP00000023075 CID 514 - 520

replication factor C subunit 1 - CGNC 

Symbol 51823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(889,52)" 6043 false 1265

ENSGALP00000039872 CID 226 - 232

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(889,52)" 6043 false 1266

ENSGALP00000023059 CID 1,046 - 1,052

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(889,53)" 6382 false 1267



ENSGALP00000026288 CID 503 - 509

zinc finger protein X-linked - CGNC Symbol 

50801 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(889,53)" 6683 1268

ENSGALP00000022724 CID 274 - 280

embryonic ectoderm development - CGNC 

Symbol 10494 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(889,53)" 6683 false 0.79 1269

ENSGALP00000013724 CID 45 - 52

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(889,53)" 6683 1270

ENSGALP00000006043 CID 190 - 196

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(889,53)" 6683 false 0.79 1271

ENSGALP00000024139 CID 1-Jul

phospholipase A1 member A - CGNC 

Symbol 11145 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(890,45)" 3586 1272

ENSGALP00000002625 CID 32 - 38

Gallus gallus ATPase H+ transporting 

lysosomal 56/58kDa V1 subunit B2 

(ATP6V1B2) mRNA. - RefSeq mRNA 

NM_001293241 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(890,47)" 5964 false 0.57 1273

ENSGALP00000007101 CID 1,124 - 1,130

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(890,47)" 5964 false 0.57 1274



ENSGALP00000035478 CID 665 - 672 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,47)" 2764 true 8.07 1275

ENSGALP00000008578 CID 329 - 336

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(890,47)" 985 false 1276

ENSGALP00000018469 CID 273 - 279

cystathionine gamma-lyase - CGNC Symbol 

8612 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(890,47)" 1675 true 1.45 1277

ENSGALP00000020435 CID 349 - 355

PRP40 pre-mRNA processing factor 40 

homolog A (S. cerevisiae) - CGNC Symbol 

48984 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(890,51)" 5684 1278

ENSGALP00000042547 CID 201 - 207

ADAM metallopeptidase domain 33 - CGNC 

Symbol 11979 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(890,51)" 5684 1279

ENSGALP00000000634 CID 379 - 386

LCK proto-oncogene Src family tyrosine 

kinase - HGNC:6524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(890,51)" 27862 true 0.83 1280

ENSGALP00000043135 CID 18,386 - 18,392 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(890,51)" 27862 false 1281



ENSGALP00000029288 CID 363 - 370

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(890,51)" 27862 true 0.83 1282

ENSGALP00000036816 CID 418 - 424

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(890,51)" 27862 false 0.83 1283

ENSGALP00000042598 CID 152 - 159

cyclin-dependent kinase 1 - CGNC Symbol 

2236 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(890,51)" 27862 false 0.83 1284

ENSGALP00000041323 CID 202 - 208

heterogeneous nuclear ribonucleoprotein U-

like 1 - CGNC Symbol 58103 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,52)" 2422 false 8.07 1285

ENSGALP00000005643 CID 16 - 23

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,52)" 59482 true 8.07 1286

ENSGALP00000012605 CID 296 - 302

pescadillo ribosomal biogenesis factor 1 - 

CGNC Symbol 5881 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,52)" 59482 false 8.07 1287

ENSGALP00000027015 CID 782 - 789

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,52)" 59482 1288



ENSGALP00000039865 CID 671 - 677

flightless I actin binding protein - CGNC 

Symbol 3713 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,54)" 11183 false 1289

ENSGALP00000007822 CID 206 - 212

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,54)" 11183 false 8.07 1290

ENSGALP00000001750 CID 196 - 202 prohibitin - CGNC Symbol 51144 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,54)" 11183 false 8.07 1291

ENSGALP00000023446 CID 180 - 186 prohibitin 2 - CGNC Symbol 10814 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(890,54)" 11183 false 1292

ENSGALP00000022243 CID 166 - 173

aminopeptidase puromycin sensitive - 

CGNC Symbol 10259 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(890,55)" 34933 1293

ENSGALP00000022525 CID 118 - 124

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(890,55)" 34933 false 1294

ENSGALP00000035658 CID 280 - 286

paraspeckle component 1 - CGNC Symbol 

50884 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(891,44)" 676 false 1295



ENSGALP00000012878 CID 351 - 358

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(891,51)" 6415 false 1.45 1296

ENSGALP00000043135 CID 25,762 - 25,769 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(891,51)" 6415 1297

ENSGALP00000012481 CID 240 - 248 ribosomal protein L4 - CGNC Symbol 5828 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(891,53)" 2406 true 1.45 1298

ENSGALP00000008338 CID 1,134 - 1,140

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(891,55)" 3893 1299

ENSGALP00000002338 CID 464 - 470

splicing factor 3a subunit 3 - CGNC Symbol 

1064 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(891,55)" 2128 false 1300

ENSGALP00000024116 CID 1,304 - 1,310

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(891,55)" 2128 1301

ENSGALP00000003877 CID 91 - 97

SEC11 homolog A (S. cerevisiae) - CGNC 

Symbol 1762 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(891,56)" 13542 true 0.9 1302



ENSGALP00000042988 CID 87 - 93 proteasome subunit beta 2 - HGNC:9539 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(892,49)" 73856 true 2.59 1303

ENSGALP00000027760 CID 211 - 217

CWC15 spliceosome-associated protein - 

CGNC Symbol 12929 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(892,50)" 15278 false 1.05 1304

ENSGALP00000017180 CID 116 - 122

basic transcription factor 3-like 4 - CGNC 

Symbol 8026 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(892,53)" 78570 1305

ENSGALP00000038576 CID 171 - 177

GTPase IMAP family member 7-like - CGNC 

Symbol 53739 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(892,53)" 4301 true 1.05 1306

ENSGALP00000035478 CID 762 - 769 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(892,54)" 17777 1307

ENSGALP00000023446 CID 262 - 269 prohibitin 2 - CGNC Symbol 10814 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(892,56)" 20045 true 1.86 1308

ENSGALP00000038795 CID 323 - 329

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(892,56)" 20045 1309



ENSGALP00000043136 CID 147 - 154 citrate synthase - CGNC Symbol 64209 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(893,45)" 2438 1310

ENSGALP00000012814 CID 135 - 142

COMM domain containing 9 - CGNC Symbol 

51912 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(893,45)" 2438 1311

ENSGALP00000011718 CID 242 - 248

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(893,47)" 202357 1312

ENSGALP00000040991 CID 20 - 26

MYC associated factor X - CGNC Symbol 

64420 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(893,48)" 2547 1313

ENSGALP00000000151 CID 165 - 171

tripartite motif containing 27.1 - CGNC 

Symbol 58 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(893,49)" 3159 false 1.66 1314

ENSGALP00000040653 CID 37 - 43

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(893,49)" 3159 true 1.24 1315

ENSGALP00000013862 CID 600 - 606

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(893,49)" 378 false 1.17 1316



ENSGALP00000027387 CID 253 - 260

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(893,49)" 378 true 0.59 1317

ENSGALP00000012293 CID 135 - 141

ribosomal protein L35a - CGNC Symbol 

5744 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(893,49)" 14381 true 0.59 1318

ENSGALP00000000468 CID 239 - 245

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(893,49)" 1453 true 1.1 1319

ENSGALP00000026180 CID 480 - 486 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(893,49)" 1453 false 1320

ENSGALP00000020666 CID 287 - 293 DEK proto-oncogene - CGNC Symbol 9623 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(893,51)" 1702 false 1.1 1321

ENSGALP00000027216 CID 105 - 111

transmembrane 9 superfamily member 2 - 

CGNC Symbol 12665 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(893,51)" 1702 1322

ENSGALP00000004959 CID 482 - 488

zinc finger CCCH-type containing 7A - CGNC 

Symbol 2278 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(893,51)" 1702 false 1.1 1323



ENSGALP00000009002 CID 537 - 544

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(893,51)" 1702 1324

ENSGALP00000008398 CID 548 - 554

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(894,46)" 5041 true 0.67 1325

ENSGALP00000035478 CID 665 - 672 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(894,50)" 39363 1326

ENSGALP00000019333 CID 254 - 260

ribosomal RNA processing 7 homolog A (S. 

cerevisiae) - CGNC Symbol 50643 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(894,51)" 2534 true 0.84 1327

ENSGALP00000009420 CID 836 - 843

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(894,52)" 10328 false 1.02 1328

ENSGALP00000000634 CID 379 - 386

LCK proto-oncogene Src family tyrosine 

kinase - HGNC:6524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(894,53)" 22323 1329

ENSGALP00000042598 CID 152 - 159

cyclin-dependent kinase 1 - CGNC Symbol 

2236 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(894,53)" 22323 1330



ENSGALP00000029288 CID 363 - 370

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(894,53)" 22323 1331

ENSGALP00000005643 CID 16 - 23

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(894,54)" 88200 1332

ENSGALP00000028982 CID 60 - 67

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(894,55)" 6214 false 1333

ENSGALP00000010414 CID 192 - 198

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(895,44)" 9757 true 1.2 1334

ENSGALP00000023352 CID 822 - 828

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(895,47)" 19495 true 1.61 1335

ENSGALP00000011338 CID 217 - 224

RNA binding motif protein 7 - CGNC Symbol 

5294 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(895,47)" 19495 false 1.61 1336

ENSGALP00000020445 CID 815 - 821

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(895,47)" 19495 true 1.61 1337



ENSGALP00000015176 CID 743 - 749

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(895,53)" 51601 true 0.18 1338

ENSGALP00000006708 CID 63 - 69 hexokinase 1 - CGNC Symbol 3101 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(895,54)" 13759 1339

ENSGALP00000026123 CID 38 - 44

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(895,54)" 13759 1340

ENSGALP00000001446 CID 259 - 265

leucine rich repeat containing 47 - CGNC 

Symbol 649 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(895,55)" 2151 1341

ENSGALP00000027209 CID 472 - 478

propionyl-CoA carboxylase alpha subunit - 

CGNC Symbol 12663 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(895,56)" 10555 1342

ENSGALP00000027760 CID 211 - 217

CWC15 spliceosome-associated protein - 

CGNC Symbol 12929 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(896,50)" 22267 1343

ENSGALP00000042988 CID 87 - 93 proteasome subunit beta 2 - HGNC:9539 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(896,51)" 87794 1344



ENSGALP00000016773 CID 304 - 311 NIMA related kinase 9 - CGNC Symbol 7847 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(896,52)" 22472 false 1345

ENSGALP00000007997 CID 21 - 28

voltage-dependent anion channel 2 - CGNC 

Symbol 49348 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(896,52)" 22472 true 1.9 1346

ENSGALP00000028283 CID Dec-18

coactosin-like F-actin binding protein 1 - 

CGNC Symbol 54450 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(896,52)" 25126 1347

ENSGALP00000012815 CID 31 - 41

dihydrolipoamide S-acetyltransferase - 

CGNC Symbol 5977 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(897,48)" 3545 1348

ENSGALP00000009853 CID 472 - 479 zinc finger protein 326 - CGNC Symbol 4587 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(897,48)" 25582 false 1349

ENSGALP00000009821 CID 2-Sep

ribosomal protein S13 - CGNC Symbol 

49921 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(897,48)" 47374 false 1350

ENSGALP00000011673 CID 2-Sep

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(897,48)" 47374 1351



ENSGALP00000012723 CID 2,417 - 2,424

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(897,49)" 14857 false 0.22 1352

ENSGALP00000038313 CID 55 - 61

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(897,50)" 3443 false 0.22 1353

ENSGALP00000001949 CID 875 - 881 PR domain 10 - CGNC Symbol 872 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(897,51)" 1880 true 0.75 1354

ENSGALP00000012293 CID 135 - 141

ribosomal protein L35a - CGNC Symbol 

5744 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(897,51)" 8441 1355

ENSGALP00000043135 CID 28,719 - 28,725 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(897,52)" 2760 1356

ENSGALP00000000468 CID 239 - 245

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(897,52)" 2760 1357

ENSGALP00000026345 CID 152 - 158

acid phosphatase 1 soluble - CGNC Symbol 

12245 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(897,52)" 38938 true 0.75 1358



ENSGALP00000000316 CID 802 - 809 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(897,53)" 3801 false 0.32 1359

ENSGALP00000007466 CID 168 - 174

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(897,55)" 1381 false 1360

ENSGALP00000014374 CID 249 - 255

malate dehydrogenase 1 - CGNC Symbol 

6725 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(898,46)" 9527 true 2.02 1361

ENSGALP00000013622 CID 817 - 824

5'-3' exoribonuclease 2 - CGNC Symbol 

6344 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(898,47)" 4649 1362

ENSGALP00000019333 CID 254 - 260

ribosomal RNA processing 7 homolog A (S. 

cerevisiae) - CGNC Symbol 50643 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(898,53)" 2135 1363

ENSGALP00000012199 CID 391 - 398 glutaminase - CGNC Symbol 5698 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(898,54)" 5447 false 2.02 1364

ENSGALP00000009420 CID 836 - 843

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(898,54)" 10453 1365



ENSGALP00000010414 CID 192 - 198

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(899,46)" 11667 1366

ENSGALP00000015176 CID 743 - 749

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(899,51)" 2006 1367

ENSGALP00000012408 CID 162 - 169

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(899,54)" 3950 1368

ENSGALP00000012815 CID 354 - 361

dihydrolipoamide S-acetyltransferase - 

CGNC Symbol 5977 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(899,54)" 3950 false 4.27 1369

ENSGALP00000016337 CID 2,173 - 2,180

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(899,56)" 6716 1370

ENSGALP00000026633 CID 761 - 767

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(899,56)" 6716 false 1371

ENSGALP00000010942 CID 83 - 90

ribosomal protein S15a - CGNC Symbol 

5109 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(899,56)" 2334 true 0.83 1372



ENSGALP00000012171 CID 206 - 213

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(900,49)" 1928 true 0.47 1373

ENSGALP00000019318 CID 206 - 213

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(900,49)" 1928 true 0.47 1374

ENSGALP00000026444 CID 2-Sep

isoamyl acetate-hydrolyzing esterase 1 

homolog - CGNC Symbol 12296 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(900,50)" 1410 1375

ENSGALP00000042329 CID 1-Aug

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(900,51)" 1792 1376

ENSGALP00000041184 CID 178 - 185

eukaryotic translation initiation factor 4E - 

HGNC:3287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(900,52)" 1212 1377

ENSGALP00000009662 CID 147 - 154 protein kinase C beta - CGNC Symbol 50286 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(900,54)" 23491 1378

ENSGALP00000000316 CID 1-Jul major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(901,44)" 2275 1379



ENSGALP00000003914 CID 24 - 32

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(901,51)" 28624 true 0.7 1380

ENSGALP00000038283 CID 379 - 384

UPF3 regulator of nonsense transcripts 

homolog B (yeast) - CGNC Symbol 64847 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(901,51)" 1092 1381

ENSGALP00000021752 CID 492 - 497

ATP binding cassette subfamily F member 2 - 

CGNC Symbol 10054 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(901,51)" 1092 true 3.8 1382

ENSGALP00000038313 CID 55 - 61

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(901,52)" 9443 1383

ENSGALP00000010760 CID 40 - 46

MOB kinase activator 2 - CGNC Symbol 

51888 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(901,52)" 1758 true 1.05 1384

ENSGALP00000030998 CID 197 - 204

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(901,54)" 3703 false 1385

ENSGALP00000043196 CID 1,108 - 1,114

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(901,54)" 1379 false 1386



ENSGALP00000008346 CID 433 - 440

acyl-CoA synthetase long-chain family 

member 3 - CGNC Symbol 3875 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(901,56)" 3498 true 0.7 1387

ENSGALP00000013724 CID 280 - 286

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(901,56)" 13879 false 1388

ENSGALP00000029589 CID 245 - 251 septin 6 - CGNC Symbol 51720 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(901,56)" 484 false 1389

ENSGALP00000039575 CID 2-Aug

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(902,46)" 1278 1390

ENSGALP00000000509 CID 541 - 548

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(902,47)" 18498 true 1.87 1391

ENSGALP00000014374 CID 249 - 255

malate dehydrogenase 1 - CGNC Symbol 

6725 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(902,49)" 19201 1392

ENSGALP00000005794 CID 1,287 - 1,293

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(902,50)" 6084 false 1393



ENSGALP00000039157 CID 771 - 778 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(902,50)" 6084 true 1.04 1394

ENSGALP00000025883 CID 156 - 163

eukaryotic translation initiation factor 3 

subunit E - CGNC Symbol 12026 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(902,56)" 5550 1395

ENSGALP00000004962 CID 238 - 245

tripartite motif containing 25 - CGNC 

Symbol 2279 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(903,48)" 1923 false 1396

ENSGALP00000009217 CID 23 - 31

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(903,51)" 3172 false 1397

ENSGALP00000020154 CID 341 - 347

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(903,52)" 13716 true 1.04 1398

ENSGALP00000023352 CID 822 - 828

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(903,52)" 33461 true 1.61 1399

ENSGALP00000020445 CID 815 - 821

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(903,52)" 33461 true 1.61 1400



ENSGALP00000026076 CID 141 - 147

pyridoxal (pyridoxine vitamin B6) kinase - 

CGNC Symbol 12115 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(903,54)" 1522 true 1.08 1401

ENSGALP00000003423 CID 475 - 481

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(903,55)" 5073 false 1402

ENSGALP00000025606 CID 173 - 179

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(903,56)" 7642 true 0.97 1403

ENSGALP00000020744 CID 683 - 689

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(904,49)" 14623 true 0.66 1404

ENSGALP00000018616 CID 52 - 58

leukotriene A4 hydrolase - CGNC Symbol 

8686 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(904,50)" 5766 true 0.9 1405

ENSGALP00000026858 CID 358 - 365

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(904,52)" 2254 true 0.67 1406

ENSGALP00000021795 CID 408 - 414 DNA ligase 1 - HGNC:6598 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(904,53)" 6213 false 0.9 1407



ENSGALP00000002508 CID 910 - 916

Gallus gallus SIN3 transcription regulator 

family member A (SIN3A) mRNA. - RefSeq 

mRNA NM_001293184 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(905,47)" 2513 false 1.45 1408

ENSGALP00000019224 CID 589 - 596

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1 

methenyltetrahydrofolate cyclohydrolase 

formyltetrahydrofolate synthetase - CGNC 

Symbol 8944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(905,53)" 19533 false 1.09 1409

ENSGALP00000003914 CID 24 - 32

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(905,53)" 19533 1410

ENSGALP00000043135 CID 27,891 - 27,898 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(905,53)" 19533 false 0.44 1411

ENSGALP00000023214 CID 113 - 119

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(905,56)" 8837 false 1412

ENSGALP00000026345 CID 152 - 158

acid phosphatase 1 soluble - CGNC Symbol 

12245 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(905,57)" 26249 true 0.75 1413

ENSGALP00000013724 CID 280 - 286

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(905,57)" 4996 1414



ENSGALP00000042171 CID 197 - 203 transgelin 2 - CGNC Symbol 65718 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(906,42)" 4961 true 4.3 1415

ENSGALP00000012007 CID 153 - 159 archain 1 - CGNC Symbol 5606 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(906,48)" 43690 false 0.97 1416

ENSGALP00000003584 CID 74 - 80 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(906,48)" 5140 true 0.98 1417

ENSGALP00000035370 CID 220 - 226

hepatoma-derived growth factor - CGNC 

Symbol 58434 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(906,50)" 40561 1418

ENSGALP00000000509 CID 541 - 548

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(906,50)" 40561 1419

ENSGALP00000001565 CID 3-Oct

discs large (Drosophila) homolog-associated 

protein 4 - CGNC Symbol 708 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(906,50)" 40561 1420

ENSGALP00000000246 CID 653 - 659

YTH domain containing 2 - CGNC Symbol 

106 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(906,52)" 1788 1421



ENSGALP00000007118 CID 1,119 - 1,126

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(906,52)" 1788 false 0.78 1422

ENSGALP00000033915 CID 235 - 242

protein kinase cAMP-dependent regulatory 

type I alpha - CGNC Symbol 3113 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(906,52)" 1788 1423

ENSGALP00000039157 CID 771 - 778 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(906,52)" 5586 1424

ENSGALP00000021515 CID 314 - 320

aryl hydrocarbon receptor interacting 

protein - CGNC Symbol 49180 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(906,54)" 8035 false 0.73 1425

ENSGALP00000028993 CID 176 - 181

Hsap of 1: ADP-ribosyltransferase 1 - 

HGNC:723 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(907,43)" 16405 1426

ENSGALP00000038179 CID 233 - 239

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(907,48)" 12650 true 1.03 1427

ENSGALP00000007492 CID 231 - 238

tropomodulin 3 (ubiquitous) - CGNC Symbol 

49978 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(907,49)" 7738 true 1.11 1428



ENSGALP00000018737 CID 513 - 519 nucleoporin 54kDa - CGNC Symbol 8743 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(907,51)" 1461 false 1429

ENSGALP00000002322 CID 92 - 98

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(907,51)" 1461 false 1.25 1430

ENSGALP00000004013 CID 2,530 - 2,536 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(907,55)" 9460 1431

ENSGALP00000020154 CID 341 - 347

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(907,55)" 9460 1432

ENSGALP00000009642 CID 248 - 254

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(908,44)" 6700 true 0.94 1433

ENSGALP00000042475 CID 91 - 96

purine-rich element binding protein A - 

CGNC Symbol 15180 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(908,47)" 4750 false 1434

ENSGALP00000014627 CID 163 - 169

CWC22 homolog spliceosome-associated 

protein - CGNC Symbol 52133 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(908,47)" 4750 false 1435



ENSGALP00000027988 CID 18 - 24

Serine/arginine-rich splicing factor 2 - UP 

P30352 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(908,50)" 7036 true 1.24 1436

ENSGALP00000020744 CID 683 - 689

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(908,51)" 9602 1437

ENSGALP00000020147 CID 621 - 627

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(908,52)" 6010 1438

ENSGALP00000036720 CID 3,233 - 3,239

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(908,53)" 3397 true 1.88 1439

ENSGALP00000020268 CID 482 - 488

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(908,55)" 667 false 1440

ENSGALP00000036304 CID 368 - 374

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(908,56)" 36185 1441

ENSGALP00000039757 CID 399 - 405

hypoxia up-regulated 1 - CGNC Symbol 

53307 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(908,57)" 5882 false 1442



ENSGALP00000014746 CID 38 - 45

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(908,57)" 5882 false 1443

ENSGALP00000021769 CID 734 - 740

scaffold attachment factor B - CGNC Symbol 

52657 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(909,42)" 13461 true 0.87 1444

ENSGALP00000042171 CID 197 - 203 transgelin 2 - CGNC Symbol 65718 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(910,45)" 18817 1445

ENSGALP00000013388 CID 233 - 239

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(910,46)" 3793 true 1.02 1446

ENSGALP00000004949 CID 182 - 189

IKAROS family zinc finger 2 (Helios) - CGNC 

Symbol 2272 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(910,51)" 91234 true 0.69 1447

ENSGALP00000021333 CID 186 - 193

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(910,51)" 91234 true 0.69 1448

ENSGALP00000021927 CID 182 - 189

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(910,51)" 91234 true 0.69 1449



ENSGALP00000013862 CID 1,009 - 1,015

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(910,52)" 4025 true 0.53 1450

ENSGALP00000015460 CID 352 - 359

pleckstrin homology domain containing 

family H (with MyTH4 domain) member 1 - 

CGNC Symbol 7235 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(911,50)" 2272 1451

ENSGALP00000038179 CID 233 - 239

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(911,50)" 12989 1452

ENSGALP00000015846 CID 418 - 424

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(911,51)" 23652 true 0.44 1453

ENSGALP00000011907 CID 269 - 275

cleavage and polyadenylation factor I 

subunit 1 - CGNC Symbol 5568 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(911,52)" 7055 true 0.44 1454

ENSGALP00000007492 CID 231 - 238

tropomodulin 3 (ubiquitous) - CGNC Symbol 

49978 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(911,52)" 6638 1455

ENSGALP00000009642 CID 248 - 254

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(912,47)" 6301 1456



ENSGALP00000023673 CID 659 - 665

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(912,47)" 9147 false 0.36 1457

ENSGALP00000027391 CID 532 - 539

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(912,49)" 1206 true 0.52 1458

ENSGALP00000017347 CID 396 - 402

proteasome 26S subunit ATPase 1 - CGNC 

Symbol 8111 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(912,52)" 19256 1459

ENSGALP00000041690 CID 101 - 107

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(912,52)" 3148 false 1460

ENSGALP00000012815 CID 127 - 134

dihydrolipoamide S-acetyltransferase - 

CGNC Symbol 5977 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(912,54)" 28562 true 0.52 1461

ENSGALP00000041159 CID 118 - 125 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(912,55)" 21510 true 0.36 1462

ENSGALP00000013710 CID 77 - 83

ribosomal protein L32 - CGNC Symbol 

50169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(912,55)" 3869 false 1463



ENSGALP00000018616 CID 52 - 58

leukotriene A4 hydrolase - CGNC Symbol 

8686 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(912,56)" 3958 true 0.9 1464

ENSGALP00000017367 CID 2-Aug

Gallus gallus mago-nashi homolog 2 

(MAGOH2) transcript variant 1 mRNA. - 

RefSeq mRNA NM_001308098 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(913,44)" 9622 1465

ENSGALP00000021769 CID 734 - 740

scaffold attachment factor B - CGNC Symbol 

52657 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(913,44)" 11689 1466

ENSGALP00000004366 CID Oct-16

Cysteine-rich protein 1 - CGNC Symbol 

52178 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(913,45)" 21451 false 1.01 1467

ENSGALP00000008236 CID 1,082 - 1,088

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(913,45)" 21451 true 1.01 1468

ENSGALP00000042547 CID 577 - 583

ADAM metallopeptidase domain 33 - CGNC 

Symbol 11979 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(913,45)" 21451 false 1.01 1469

ENSGALP00000009709 CID 750 - 756

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(913,51)" 16368 true 2.44 1470



ENSGALP00000025461 CID 328 - 336

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(913,55)" 3166 true 1.01 1471

ENSGALP00000010414 CID 342 - 349

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(914,48)" 27663 true 1.34 1472

ENSGALP00000013388 CID 233 - 239

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(914,49)" 2755 1473

ENSGALP00000021957 CID 5,790 - 5,796

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(914,52)" 454 1474

ENSGALP00000003888 CID 2-Sep cell division cycle 73 - CGNC Symbol 1766 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(914,52)" 3235 1475

ENSGALP00000009169 CID 118 - 125

Uncharacterized protein - 

UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 

4269 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(914,52)" 3235 false 1476

ENSGALP00000013843 CID 1,369 - 1,375 THO complex 2 - CGNC Symbol 6452 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(914,53)" 50610 1477



ENSGALP00000003584 CID 74 - 80 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(914,53)" 50610 true 1.06 1478

ENSGALP00000041444 CID 57 - 63

saccharopine dehydrogenase (putative) - 

CGNC Symbol 8083 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(914,54)" 13814 true 0.59 1479

ENSGALP00000003954 CID 340 - 347

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(914,54)" 13814 false 0.59 1480

ENSGALP00000008824 CID 177 - 184

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(914,54)" 13814 false 0.59 1481

ENSGALP00000040974 CID 1,049 - 1,055

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(914,54)" 61675 false 1482

ENSGALP00000021927 CID 182 - 189

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(914,54)" 61675 1483

ENSGALP00000004949 CID 182 - 189

IKAROS family zinc finger 2 (Helios) - CGNC 

Symbol 2272 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(914,54)" 61675 1484



ENSGALP00000021333 CID 186 - 193

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(914,54)" 61675 1485

ENSGALP00000014260 CID 328 - 334

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(914,54)" 9764 1486

ENSGALP00000001205 CID 159 - 165

splicing factor 3a subunit 2 - CGNC Symbol 

14678 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(914,54)" 9764 1487

ENSGALP00000011095 CID 521 - 527

SHC (Src homology 2 domain containing) 

transforming protein 1 - CGNC Symbol 5182 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(914,57)" 2105 false 1488

ENSGALP00000015229 CID 276 - 283

calpain 2 (m/II) large subunit - CGNC 

Symbol 7115 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(914,57)" 2105 1489

ENSGALP00000004807 CID 232 - 238

proteasome subunit alpha 4 - CGNC Symbol 

2207 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(914,57)" 2105 false 1490

ENSGALP00000001803 CID 241 - 247

debranching RNA lariats 1 - CGNC Symbol 

809 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(914,57)" 4968 false 1491



ENSGALP00000023274 CID 272 - 279

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(914,57)" 4968 false 1492

ENSGALP00000002796 CID 86 - 93

eukaryotic translation initiation factor 6 - 

CGNC Symbol 1275 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(915,48)" 32877 true 0.34 1493

ENSGALP00000029700 CID 104 - 111

ES1 protein homolog mitochondrial - Refseq 

NP_001025969 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(915,53)" 17106 true 2.18 1494

ENSGALP00000027299 CID 88 - 95

ES1 protein homolog mitochondrial-like - 

CGNC Symbol 50857 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(915,53)" 17106 true 2.18 1495

ENSGALP00000015846 CID 418 - 424

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(915,53)" 9301 1496

ENSGALP00000011907 CID 269 - 275

cleavage and polyadenylation factor I 

subunit 1 - CGNC Symbol 5568 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(915,54)" 15123 1497

ENSGALP00000039872 CID 446 - 452

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(916,49)" 12181 true 2.91 1498



ENSGALP00000007490 CID 65 - 72 moesin - HGNC:7373 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(916,52)" 1142 1499

ENSGALP00000007837 CID 214 - 221

phosphoribosyl pyrophosphate synthetase 

1 - CGNC Symbol 51649 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(916,56)" 3670 false 1500

ENSGALP00000042627 CID 68 - 74

Gallus gallus granulysin (GNLY) mRNA. - 

RefSeq mRNA NM_001044680 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(916,58)" 47341 false 1501

ENSGALP00000043088 CID 225 - 231

proteasome (prosome macropain) 26S 

subunit non-ATPase 4 - CGNC Symbol 

59257 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(917,46)" 3760 1502

ENSGALP00000027504 CID 960 - 966 neurobeachin - CGNC Symbol 12814 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(917,46)" 3760 false 1503

ENSGALP00000040653 CID 90 - 96

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(917,46)" 3760 true 0.84 1504

ENSGALP00000000933 CID 101 - 108

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(917,46)" 3760 false 0.84 1505



ENSGALP00000041153 CID 432 - 439 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(917,46)" 3760 1506

ENSGALP00000004366 CID Oct-16

Cysteine-rich protein 1 - CGNC Symbol 

52178 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(917,48)" 20785 1507

ENSGALP00000008236 CID 1,082 - 1,088

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(917,48)" 20785 1508

ENSGALP00000018421 CID 383 - 390

serine/arginine-rich splicing factor 11 - 

CGNC Symbol 8594 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(917,51)" 23329 false 1509

ENSGALP00000006218 CID 325 - 333

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(917,51)" 23329 true 0.97 1510

ENSGALP00000008311 CID 780 - 787

SEC24 family member C - CGNC Symbol 

3857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(917,53)" 44211 false 1.11 1511

ENSGALP00000015877 CID 401 - 407

ubiquitin specific peptidase 15 - CGNC 

Symbol 49421 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(917,57)" 4005 false 1.11 1512



ENSGALP00000015846 CID 505 - 511

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(918,50)" 8002 true 0.75 1513

ENSGALP00000024609 CID 136 - 143

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(918,50)" 6594 false 1 1514

ENSGALP00000003717 CID 295 - 302

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(918,50)" 6594 false 1515

ENSGALP00000043135 CID 282 - 289 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(918,52)" 57709 false 1.78 1516

ENSGALP00000022525 CID 54 - 61

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(918,52)" 57709 false 1.78 1517

ENSGALP00000002828 CID 498 - 505

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(918,54)" 56055 true 0.75 1518

ENSGALP00000003954 CID 340 - 347

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(918,55)" 5631 1519



ENSGALP00000008824 CID 177 - 184

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(918,55)" 5631 1520

ENSGALP00000006939 CID 697 - 704 annexin A6 - CGNC Symbol 49340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(918,55)" 4207 true 2.4 1521

ENSGALP00000013862 CID 1,009 - 1,015

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(918,58)" 1143 true 0.53 1522

ENSGALP00000015027 CID 1-Sep

acyl-CoA binding domain containing 3 - 

CGNC Symbol 7024 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(919,46)" 10457 1523

ENSGALP00000043135 CID 29,566 - 29,572 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(919,46)" 10457 1524

ENSGALP00000000509 CID 567 - 574

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(919,48)" 18986 true 1.99 1525

ENSGALP00000028055 CID 498 - 504

leucine aminopeptidase 3 - CGNC Symbol 

4763 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(919,48)" 1521 false 1526



ENSGALP00000030639 CID 186 - 192 Ras-related protein Rab-6A - UP Q1KME6 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(919,48)" 1521 false 1527

ENSGALP00000006421 CID 14 - 21

mitochondrial inner membrane organizing 

system 1 - CGNC Symbol 2963 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(919,50)" 22275 true 0.62 1528

ENSGALP00000027665 CID 1-Sep

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(919,50)" 22275 1529

ENSGALP00000016173 CID 421 - 429

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(919,50)" 2684 false 0.76 1530

ENSGALP00000003012 CID 307 - 313

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(919,53)" 7149 true 0.93 1531

ENSGALP00000002491 CID 148 - 155

MIS12 kinetochore complex component - 

CGNC Symbol 1136 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(919,53)" 7149 1532

ENSGALP00000003187 CID 575 - 581

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(919,56)" 2010 false 0.91 1533



ENSGALP00000027299 CID 88 - 95

ES1 protein homolog mitochondrial-like - 

CGNC Symbol 50857 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(919,56)" 34745 1534

ENSGALP00000029700 CID 104 - 111

ES1 protein homolog mitochondrial - Refseq 

NP_001025969 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(919,56)" 34745 1535

ENSGALP00000000170 CID 2-Aug

receptor for activated C kinase 1 - CGNC 

Symbol 61 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(920,43)" 23549 1536

ENSGALP00000018382 CID 883 - 890

early endosome antigen 1 - CGNC Symbol 

8572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(920,48)" 11057 false 1537

ENSGALP00000039872 CID 446 - 452

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(920,51)" 41508 1538

ENSGALP00000043136 CID 147 - 154 citrate synthase - CGNC Symbol 64209 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(921,49)" 26893 true 0.85 1539

ENSGALP00000009219 CID 387 - 393

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(921,51)" 2288 true 0.9 1540



ENSGALP00000019224 CID 589 - 596

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1 

methenyltetrahydrofolate cyclohydrolase 

formyltetrahydrofolate synthetase - CGNC 

Symbol 8944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(921,51)" 2288 false 0.9 1541

ENSGALP00000006218 CID 325 - 333

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(921,52)" 47402 1542

ENSGALP00000007934 CID 135 - 141

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(921,55)" 53046 false 0.85 1543

ENSGALP00000014119 CID 136 - 142

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(922,48)" 23266 true 1.59 1544

ENSGALP00000019038 CID 75 - 81

Wilms tumor 1 associated protein - CGNC 

Symbol 8862 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(922,53)" 7672 1545

ENSGALP00000028073 CID 21 - 27

ADP ribosylation factor like GTPase 6 

interacting protein 5 - CGNC Symbol 13078 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(922,53)" 7660 true 4.64 1546

ENSGALP00000005482 CID 344 - 350 bystin like - CGNC Symbol 2527 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(922,53)" 7660 false 5.8 1547



ENSGALP00000022525 CID 54 - 61

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(922,53)" 19432 1548

ENSGALP00000016789 CID 176 - 182

protein phosphatase 1 regulatory subunit 

12A - CGNC Symbol 49610 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(922,54)" 21054 1549

ENSGALP00000002008 CID 514 - 520 c-src tyrosine kinase - CGNC Symbol 902 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(922,55)" 9722 false 1550

ENSGALP00000002828 CID 498 - 505

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(922,56)" 38017 1551

ENSGALP00000006939 CID 697 - 704 annexin A6 - CGNC Symbol 49340 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(922,56)" 7093 1552

ENSGALP00000026301 CID 53 - 59

NADH:ubiquinone oxidoreductase subunit 

B9 - CGNC Symbol 12221 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(922,58)" 1676 1553

ENSGALP00000040734 CID 1,105 - 1,112 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(922,58)" 1676 true 1.04 1554



ENSGALP00000039699 CID 47 - 53

LIM domain containing 2 - CGNC Symbol 

327 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(923,46)" 10847 true 1.09 1555

ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 

UniProtKB/TrEMBL H3BT36 - CGNC Symbol 

13915 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(923,50)" 26413 true 1.15 1556

ENSGALP00000026123 CID 38 - 44

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(923,55)" 3513 true 1.01 1557

ENSGALP00000027015 CID 557 - 565

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(924,46)" 146856 1558

ENSGALP00000003455 CID 54 - 60

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(924,46)" 146856 false 1.7 1559

ENSGALP00000013963 CID 936 - 941

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(924,46)" 2616 false 0.66 1560

ENSGALP00000014599 CID 168 - 174 sorcin - CGNC Symbol 51278 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(924,46)" 2616 true 1.7 1561



ENSGALP00000008267 CID 124 - 131

G protein-coupled receptor kinase 

interactor 2 - CGNC Symbol 3839 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(924,50)" 1632 false 0.41 1562

ENSGALP00000018382 CID 883 - 890

early endosome antigen 1 - CGNC Symbol 

8572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(924,51)" 11225 false 1563

ENSGALP00000002808 CID 460 - 467

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(924,52)" 5092 true 0.89 1564

ENSGALP00000009511 CID 41 - 47 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(924,55)" 15791 true 2.85 1565

ENSGALP00000003234 CID 834 - 840

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(924,56)" 3064 1566

ENSGALP00000013999 CID 64 - 69

NADH:ubiquinone oxidoreductase core 

subunit S1 - CGNC Symbol 6532 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(925,39)" 22110 true 0.82 1567

ENSGALP00000043136 CID 147 - 154 citrate synthase - CGNC Symbol 64209 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(925,52)" 24192 1568



ENSGALP00000010942 CID 59 - 65

ribosomal protein S15a - CGNC Symbol 

5109 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(925,53)" 3142 true 0.89 1569

ENSGALP00000023278 CID 210 - 217

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(925,57)" 10750 false 1570

ENSGALP00000002322 CID 211 - 217

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(926,46)" 47038 true 0.54 1571

ENSGALP00000014557 CID 2-Aug mutS homolog 2 - CGNC Symbol 6808 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(926,46)" 47038 false 0.54 1572

ENSGALP00000015128 CID 588 - 594 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(926,50)" 38409 1573

ENSGALP00000014119 CID 136 - 142

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(926,51)" 5692 1574

ENSGALP00000014107 CID 108 - 114 vimentin - CGNC Symbol 51275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(926,52)" 1104 true 2.26 1575



ENSGALP00000024710 CID 148 - 156

ribosomal protein L24 - CGNC Symbol 

50756 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(926,57)" 27457 false 1576

ENSGALP00000017014 CID 331 - 338

AHA1 activator of heat shock 90kDa protein 

ATPase homolog 1 (yeast) - CGNC Symbol 

7960 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(927,47)" 4732 true 0.81 1577

ENSGALP00000042428 CID 1,562 - 1,569

ankyrin repeat and KH domain containing 1 - 

CGNC Symbol 745 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(927,49)" 2762 1578

ENSGALP00000001693 CID 298 - 305

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(927,51)" 7314 false 1579

ENSGALP00000006421 CID 14 - 21

mitochondrial inner membrane organizing 

system 1 - CGNC Symbol 2963 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(927,53)" 6191 true 0.62 1580

ENSGALP00000026123 CID 38 - 44

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(927,55)" 16464 1581

ENSGALP00000006050 CID 231 - 238

calcium homeostasis endoplasmic reticulum 

protein - CGNC Symbol 2800 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(927,58)" 3525 false 1582



ENSGALP00000023352 CID 1,611 - 1,619

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(927,58)" 3525 1583

ENSGALP00000043135 CID 2,396 - 2,402 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(928,47)" 64948 false 1584

ENSGALP00000013963 CID 936 - 941

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(928,49)" 13318 false 1585

ENSGALP00000014599 CID 168 - 174 sorcin - CGNC Symbol 51278 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(928,49)" 13318 1586

ENSGALP00000023866 CID 1,960 - 1,967

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(928,53)" 13266 false 2.85 1587

ENSGALP00000018616 CID 333 - 339

leukotriene A4 hydrolase - CGNC Symbol 

8686 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(928,53)" 13266 1588

ENSGALP00000002808 CID 460 - 467

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(928,54)" 5639 1589



ENSGALP00000020435 CID 449 - 455

PRP40 pre-mRNA processing factor 40 

homolog A (S. cerevisiae) - CGNC Symbol 

48984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(928,54)" 524 false 1590

ENSGALP00000042479 CID 154 - 160

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(928,54)" 524 false 1591

ENSGALP00000026579 CID 301 - 308

zinc finger protein 512 - CGNC Symbol 

12362 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(928,54)" 181706 1592

ENSGALP00000004989 CID 182 - 189 coilin - CGNC Symbol 2290 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(928,56)" 226194 1593

ENSGALP00000016490 CID 437 - 444

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(928,56)" 226194 1594

ENSGALP00000015623 CID 1,422 - 1,429

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(928,56)" 226194 1595

ENSGALP00000009939 CID 2,139 - 2,145

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(928,56)" 226194 false 0.94 1596



ENSGALP00000015741 CID 225 - 231

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(928,57)" 2281 false 1597

ENSGALP00000043240 CID 477 - 483

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(929,51)" 1388 1598

ENSGALP00000011071 CID 663 - 670

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(929,52)" 1077 false 1599

ENSGALP00000026932 CID 271 - 278

CD2-associated protein - CGNC Symbol 

12535 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(929,52)" 1077 false 1600

ENSGALP00000016080 CID 47 - 54

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(929,54)" 3380 false 1601

ENSGALP00000030998 CID 197 - 204

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(929,54)" 2739 true 1.59 1602

ENSGALP00000013122 CID 397 - 405

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(929,55)" 25801 false 0.9 1603



ENSGALP00000022243 CID 643 - 650

aminopeptidase puromycin sensitive - 

CGNC Symbol 10259 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(929,55)" 25801 true 0.9 1604

ENSGALP00000023165 CID 361 - 369

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(929,57)" 6240 false 1605

ENSGALP00000037170 CID 891 - 897

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(930,46)" 1747 1606

ENSGALP00000016513 CID 372 - 379

pinin desmosome associated protein - 

CGNC Symbol 7731 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(930,49)" 2453 true 0.78 1607

ENSGALP00000002322 CID 211 - 217

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(930,50)" 18062 1608

ENSGALP00000005576 CID 392 - 399

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(930,50)" 1261 false 1609

ENSGALP00000019975 CID 421 - 428

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(930,50)" 1261 false 1610



ENSGALP00000000780 CID 170 - 177

lysosomal protein transmembrane 5 - CGNC 

Symbol 351 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(930,56)" 7162 false 1611

ENSGALP00000027981 CID 734 - 740

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(931,47)" 5951 true 1.34 1612

ENSGALP00000017014 CID 331 - 338

AHA1 activator of heat shock 90kDa protein 

ATPase homolog 1 (yeast) - CGNC Symbol 

7960 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(931,48)" 4791 1613

ENSGALP00000002235 CID 2-Sep stathmin 1 - CGNC Symbol 49630 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(931,50)" 5671 true 1 1614

ENSGALP00000007692 CID 318 - 324

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(931,52)" 11193 false 1615

ENSGALP00000043135 CID 8,599 - 8,605 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(931,52)" 11193 1616

ENSGALP00000043461 CID 1-Jul

eukaryotic translation initiation factor 3 

subunit K - HGNC:24656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(932,49)" 442 false 1617



ENSGALP00000043135 CID 2,396 - 2,402 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(932,50)" 46566 false 1618

ENSGALP00000008128 CID 128 - 135 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(932,54)" 1848 false 1619

ENSGALP00000024283 CID 275 - 281 ribosomal protein S6 - CGNC Symbol 49670 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(932,58)" 184930 false 1620

ENSGALP00000036002 CID 99 - 106

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(932,58)" 184930 false 1621

ENSGALP00000036002 CID 99 - 106

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(932,58)" 23233 1622

ENSGALP00000043135 CID 30,220 - 30,227 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(932,59)" 2231 false 1623

ENSGALP00000013355 CID Oct-17 ribosomal protein L30 - CGNC Symbol 6224 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(933,50)" 27170 true 0.26 1624



ENSGALP00000025019 CID 503 - 510

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(933,50)" 27170 false 1625

ENSGALP00000037232 CID 592 - 601

EWS RNA binding protein 1 - CGNC Symbol 

50409 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(933,50)" 27170 1626

ENSGALP00000006046 CID 90 - 96

actin related protein 2/3 complex subunit 3 - 

CGNC Symbol 2797 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(933,53)" 5824 false 1627

ENSGALP00000001231 CID 379 - 385 lysine demethylase 1A - CGNC Symbol 547 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(933,54)" 1753 false 0.35 1628

ENSGALP00000022243 CID 643 - 650

aminopeptidase puromycin sensitive - 

CGNC Symbol 10259 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(933,55)" 23139 1629

ENSGALP00000010942 CID 59 - 65

ribosomal protein S15a - CGNC Symbol 

5109 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(933,57)" 2804 true 0.89 1630

ENSGALP00000043331 CID 677 - 683 topoisomerase (DNA) I - CGNC Symbol 2691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(934,48)" 10980 true 0.72 1631



ENSGALP00000004817 CID 155 - 161 peroxiredoxin 6 - CGNC Symbol 2214 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(934,49)" 1151 true 0.72 1632

ENSGALP00000019726 CID 423 - 429

engulfment and cell motility 1 - CGNC 

Symbol 51330 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(934,49)" 1151 false 0.72 1633

ENSGALP00000043135 CID 12,352 - 12,359 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(934,52)" 1217 true 0.76 1634

ENSGALP00000018410 CID 150 - 157

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(934,57)" 18332 true 1.94 1635

ENSGALP00000039270 CID 64 - 71

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(934,57)" 18332 true 1.94 1636

ENSGALP00000014107 CID 108 - 114 vimentin - CGNC Symbol 51275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(934,57)" 5264 true 2.26 1637

ENSGALP00000004807 CID 211 - 218

proteasome subunit alpha 4 - CGNC Symbol 

2207 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(934,59)" 2320 1638



ENSGALP00000027981 CID 734 - 740

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(935,50)" 7978 1639

ENSGALP00000035366 CID 283 - 288

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(935,51)" 9790 1640

ENSGALP00000014317 CID 247 - 252

isocitrate dehydrogenase 1 (NADP+) soluble 

- CGNC Symbol 6693 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(935,51)" 9790 1641

ENSGALP00000007101 CID 651 - 657

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(935,52)" 5651 false 1642

ENSGALP00000002235 CID 2-Sep stathmin 1 - CGNC Symbol 49630 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(935,52)" 5651 true 1 1643

ENSGALP00000016490 CID 1,784 - 1,791

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(935,52)" 5651 false 1644

ENSGALP00000015623 CID 1,593 - 1,599

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(935,52)" 1413 1645



ENSGALP00000021030 CID 2,359 - 2,365

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(935,55)" 106359 false 1.21 1646

ENSGALP00000014746 CID 18 - 24

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(935,55)" 106359 true 1.21 1647

ENSGALP00000013540 CID 353 - 359

round spermatid basic protein 1-like - CGNC 

Symbol 6312 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(935,55)" 1139 1648

ENSGALP00000043386 CID 433 - 439 Hsap of 1: dynamin 2 - HGNC:2974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(935,55)" 10259 false 1649

ENSGALP00000035905 CID 762 - 769

cell division cycle 5 like - CGNC Symbol 

12520 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(936,49)" 7986 true 0.76 1650

ENSGALP00000021708 CID 71 - 78

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(936,50)" 1491 false 0.55 1651

ENSGALP00000043135 CID 19,837 - 19,844 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(936,52)" 1505 false 1652



ENSGALP00000013053 CID 6-Dec

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(936,56)" 3708 1653

ENSGALP00000001201 CID 169 - 176

mitogen-activated protein kinase 14 - CGNC 

Symbol 13975 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(936,58)" 854 1654

ENSGALP00000018179 CID 119 - 126

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(937,51)" 2364 false 1.24 1655

ENSGALP00000002525 CID 87 - 94 septin 9 - CGNC Symbol 50494 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(937,51)" 2364 false 1.24 1656

ENSGALP00000043126 CID 331 - 338

Major histocompatibility complex class I 

antigen BF2 - CGNC Symbol 52441 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(937,52)" 5813 1657

ENSGALP00000030998 CID 197 - 204

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(937,59)" 2576 true 1.59 1658

ENSGALP00000013337 CID 57 - 64

CTD small phosphatase like 2 - CGNC 

Symbol 6215 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(937,59)" 2576 false 1659



ENSGALP00000023352 CID 1,621 - 1,627

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(938,49)" 12145 false 0.83 1660

ENSGALP00000023352 CID 719 - 725

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(938,53)" 2754 1661

ENSGALP00000016361 CID 168 - 174

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(939,45)" 19929 true 0.2 1662

ENSGALP00000013129 CID 191 - 197

nicotinamide phosphoribosyltransferase - 

CGNC Symbol 50574 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(939,50)" 7908 1663

ENSGALP00000012878 CID 351 - 358

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(939,57)" 20336 false 1664

ENSGALP00000014746 CID 18 - 24

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(939,57)" 128991 1665

ENSGALP00000005971 CID 267 - 273 annexin A2 - CGNC Symbol 49740 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(940,49)" 3790 true 0.57 1666



ENSGALP00000027391 CID 532 - 539

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(940,51)" 6881 true 0.79 1667

ENSGALP00000035905 CID 762 - 769

cell division cycle 5 like - CGNC Symbol 

12520 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(940,51)" 6036 1668

ENSGALP00000040734 CID 586 - 592 polybromo 1 - CGNC Symbol 1102 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(940,51)" 5414 true 0.84 1669

ENSGALP00000005322 CID 74 - 80

BRX1 biogenesis of ribosomes - CGNC 

Symbol 2456 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(940,51)" 7401 true 0.92 1670

ENSGALP00000001231 CID 585 - 592 lysine demethylase 1A - CGNC Symbol 547 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(940,52)" 65139 false 1671

ENSGALP00000022772 CID 150 - 157

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(940,52)" 20811 false 1672

ENSGALP00000023281 CID 541 - 547

NOP2 nucleolar protein - CGNC Symbol 

10744 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(940,52)" 20811 false 1673



ENSGALP00000035738 CID 201 - 208

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(940,52)" 20811 false 1674

ENSGALP00000000224 CID 241 - 248

proliferating cell nuclear antigen - CGNC 

Symbol 92 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(940,53)" 53504 true 0.43 1675

ENSGALP00000019469 CID 121 - 128 ribosomal protein SA - CGNC Symbol 49202 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(940,58)" 28338 false 1676

ENSGALP00000040832 CID 184 - 191

GTP-binding protein SAR1b - Refseq 

NP_001025792 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(941,45)" 24619 true 1.1 1677

ENSGALP00000012878 CID 193 - 199

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(941,49)" 2771 false 0.9 1678

ENSGALP00000005794 CID 402 - 408

spen family transcriptional repressor - CGNC 

Symbol 2675 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(941,49)" 2771 true 0.9 1679

ENSGALP00000004889 CID 33 - 40

proline synthetase co-transcribed homolog 

(bacterial) - CGNC Symbol 2245 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(941,49)" 4012 false 1.1 1680



ENSGALP00000038523 CID 515 - 523

ATPase Ca++ transporting cardiac muscle 

slow twitch 2 - CGNC Symbol 49809 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(941,50)" 1809 true 0.92 1681

ENSGALP00000004366 CID Oct-16

Cysteine-rich protein 1 - CGNC Symbol 

52178 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(941,51)" 4849 true 3.16 1682

ENSGALP00000007822 CID Dec-19

coronin actin binding protein 1C - CGNC 

Symbol 50369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(941,55)" 7754 true 1.43 1683

ENSGALP00000043126 CID 200 - 206

Major histocompatibility complex class I 

antigen BF2 - CGNC Symbol 52441 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(941,55)" 39547 1684

ENSGALP00000027665 CID 73 - 81

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(941,55)" 39547 false 3.74 1685

ENSGALP00000000199 CID 1,254 - 1,260

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(941,55)" 39547 false 3.74 1686

ENSGALP00000002322 CID 211 - 217

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(942,46)" 5732 true 0.75 1687



ENSGALP00000005297 CID 34 - 40

NOP16 nucleolar protein - CGNC Symbol 

50201 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(942,48)" 2256 true 0.79 1688

ENSGALP00000014119 CID 136 - 142

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(942,51)" 5129 1689

ENSGALP00000026067 CID 126 - 133

U2 small nuclear RNA auxiliary factor 1 - 

CGNC Symbol 49287 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(942,56)" 5062 true 1.54 1690

ENSGALP00000022293 CID 428 - 435 ezrin - CGNC Symbol 10288 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(942,56)" 1058 false 1691

ENSGALP00000021472 CID 211 - 218 fumarate hydratase - CGNC Symbol 9939 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(942,56)" 1058 false 1692

ENSGALP00000041808 CID 1-Aug no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(943,49)" 7099 1693

ENSGALP00000018454 CID 416 - 422 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(943,51)" 22199 true 1.01 1694



ENSGALP00000016978 CID 395 - 401

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(943,51)" 22199 true 1.01 1695

ENSGALP00000037524 CID 405 - 411 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(943,51)" 22199 true 1.01 1696

ENSGALP00000008311 CID 1,089 - 1,095

SEC24 family member C - CGNC Symbol 

3857 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(943,52)" 3726 true 0.98 1697

ENSGALP00000036720 CID 3,394 - 3,402

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(943,55)" 1644 true 1.6 1698

ENSGALP00000003914 CID 222 - 230

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(943,59)" 948 false 1699

ENSGALP00000016583 CID 2-Oct

progesterone receptor membrane 

component 2 - CGNC Symbol 7765 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(944,50)" 1931 false 1700

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(944,52)" 7302 1701



ENSGALP00000040734 CID 586 - 592 polybromo 1 - CGNC Symbol 1102 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(944,53)" 3321 1702

ENSGALP00000021957 CID 5,438 - 5,445

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(944,53)" 12408 false 1703

ENSGALP00000020435 CID 457 - 463

PRP40 pre-mRNA processing factor 40 

homolog A (S. cerevisiae) - CGNC Symbol 

48984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(944,53)" 12408 false 0.88 1704

ENSGALP00000043256 CID 15 - 22

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(944,53)" 12408 true 0.88 1705

ENSGALP00000005322 CID 74 - 80

BRX1 biogenesis of ribosomes - CGNC 

Symbol 2456 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(944,54)" 7674 1706

ENSGALP00000043240 CID 403 - 411

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(944,54)" 47284 1707

ENSGALP00000027953 CID 55 - 62 ribosomal protein S3 - CGNC Symbol 13020 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(944,56)" 5070 false 5.88 1708



ENSGALP00000042430 CID 35 - 42

signal transducer and activator of 

transcription 6 - CGNC Symbol 63933 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(944,56)" 5070 true 4.23 1709

ENSGALP00000011822 CID 94 - 101

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(944,56)" 4615 false 0.66 1710

ENSGALP00000019318 CID 223 - 229

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(944,56)" 4615 false 0.66 1711

ENSGALP00000043196 CID 2,409 - 2,417

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(945,48)" 1644 false 1712

ENSGALP00000040832 CID 184 - 191

GTP-binding protein SAR1b - Refseq 

NP_001025792 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(945,49)" 16947 1713

ENSGALP00000001243 CID 716 - 722

adaptor-related protein complex 1 gamma 

1 subunit - CGNC Symbol 554 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(945,49)" 682 1714

ENSGALP00000041134 CID 1-Sep

microfibrillar associated protein 1 - CGNC 

Symbol 6322 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(945,49)" 682 1715



ENSGALP00000002944 CID 980 - 986

WAPL cohesin release factor - CGNC Symbol 

1347 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(945,51)" 14797 true 1.47 1716

ENSGALP00000024868 CID 2-Aug

RAB2A member RAS oncogene family - 

CGNC Symbol 49674 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(945,51)" 22359 true 1.51 1717

ENSGALP00000012365 CID 90 - 96

TIMELESS interacting protein - CGNC 

Symbol 5773 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(946,49)" 2250 false 1718

ENSGALP00000018987 CID 126 - 133 t-complex 1 - CGNC Symbol 8842 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(946,50)" 2098 1719

ENSGALP00000005297 CID 34 - 40

NOP16 nucleolar protein - CGNC Symbol 

50201 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(946,50)" 1224 1720

ENSGALP00000003612 CID 232 - 238

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(946,53)" 9408 false 1.27 1721

ENSGALP00000027988 CID 40 - 47

Serine/arginine-rich splicing factor 2 - UP 

P30352 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(946,53)" 9408 true 1.27 1722



ENSGALP00000012993 CID 143 - 149

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(946,53)" 28667 true 1.27 1723

ENSGALP00000021475 CID 642 - 648

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(946,54)" 1645 true 1.27 1724

ENSGALP00000040890 CID 269 - 276

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(946,56)" 2905 1725

ENSGALP00000008056 CID 36 - 43

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(946,58)" 7002 true 1.27 1726

ENSGALP00000026067 CID 126 - 133

U2 small nuclear RNA auxiliary factor 1 - 

CGNC Symbol 49287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(946,58)" 15008 1727

ENSGALP00000003877 CID 79 - 86

SEC11 homolog A (S. cerevisiae) - CGNC 

Symbol 1762 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(946,58)" 4604 true 1.27 1728

ENSGALP00000026858 CID 753 - 760

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(946,60)" 4260 false 1729



ENSGALP00000008735 CID 802 - 808

helicase lymphoid-specific - CGNC Symbol 

4060 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(946,60)" 4260 1730

ENSGALP00000030189 CID 48 - 54

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(947,48)" 20331 true 1.75 1731

ENSGALP00000043088 CID Dec-19

proteasome (prosome macropain) 26S 

subunit non-ATPase 4 - CGNC Symbol 

59257 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(947,48)" 13295 true 0.83 1732

ENSGALP00000020169 CID 744 - 751

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(947,53)" 19200 true 1.49 1733

ENSGALP00000038835 CID 1,330 - 1,337 mutS homolog 6 - CGNC Symbol 6804 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(947,56)" 1806 1734

ENSGALP00000016182 CID 525 - 532

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(947,57)" 13354 true 1.02 1735

ENSGALP00000001949 CID 743 - 749 PR domain 10 - CGNC Symbol 872 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(947,59)" 5353 false 1.67 1736



ENSGALP00000043256 CID 15 - 22

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(948,55)" 10899 1737

ENSGALP00000002409 CID 182 - 188

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(948,55)" 76296 false 2.83 1738

ENSGALP00000027391 CID 532 - 539

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(948,56)" 5414 true 0.79 1739

ENSGALP00000005505 CID 139 - 146

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(948,56)" 39267 false 1740

ENSGALP00000016711 CID 405 - 412

guanine monophosphate synthase - CGNC 

Symbol 7825 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(948,56)" 39267 false 1741

ENSGALP00000034078 CID 51 - 57

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(948,56)" 29772 false 1742

ENSGALP00000000224 CID 241 - 248

proliferating cell nuclear antigen - CGNC 

Symbol 92 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(948,56)" 29772 true 0.43 1743



ENSGALP00000010423 CID 22 - 29

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(948,56)" 5417 true 0.91 1744

ENSGALP00000007101 CID 669 - 675

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(948,56)" 5417 1745

ENSGALP00000012641 CID 1,881 - 1,887 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(948,56)" 5417 false 1746

ENSGALP00000022772 CID 402 - 408

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(948,57)" 4510 true 2.44 1747

ENSGALP00000001096 CID 381 - 388

TBC1 domain family member 22B - CGNC 

Symbol 481 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(948,57)" 31543 1748

ENSGALP00000032645 CID 200 - 207

DNA nucleotidylexotransferase - CGNC 

Symbol 5270 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(948,58)" 5404 1749

ENSGALP00000020744 CID 466 - 472

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(948,58)" 1208 false 2.46 1750



ENSGALP00000029288 CID 305 - 312

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(948,58)" 1208 false 1751

ENSGALP00000011822 CID 94 - 101

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(948,58)" 3050 1752

ENSGALP00000002186 CID 135 - 141 WD repeat domain 77 - CGNC Symbol 991 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(948,59)" 732 1753

ENSGALP00000024326 CID 455 - 462

PC4 and SFRS1 interacting protein 1 - CGNC 

Symbol 54295 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(949,50)" 7545 1754

ENSGALP00000020064 CID 539 - 545

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(949,51)" 7649 1755

ENSGALP00000008398 CID 445 - 452

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(949,52)" 6857 true 0.67 1756

ENSGALP00000006300 CID 218 - 225

adaptor-related protein complex 1 mu 1 

subunit - CGNC Symbol 51191 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(949,52)" 8558 true 0.63 1757



ENSGALP00000006816 CID 4,224 - 4,232

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(949,53)" 5509 1758

ENSGALP00000024868 CID 2-Aug

RAB2A member RAS oncogene family - 

CGNC Symbol 49674 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(949,55)" 7404 true 1.54 1759

ENSGALP00000018179 CID 472 - 478

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(949,56)" 12779 false 1760

ENSGALP00000027997 CID 109 - 115

dolichyl-phosphate mannosyltransferase 

polypeptide 1 catalytic subunit - CGNC 

Symbol 13045 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(949,56)" 12779 true 0.67 1761

ENSGALP00000004366 CID Oct-16

Cysteine-rich protein 1 - CGNC Symbol 

52178 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(949,56)" 16946 true 3.16 1762

ENSGALP00000007822 CID Dec-19

coronin actin binding protein 1C - CGNC 

Symbol 50369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(949,60)" 6973 true 1.43 1763

ENSGALP00000004048 CID 335 - 342 kinectin 1 - CGNC Symbol 9206 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(949,60)" 6973 1764



ENSGALP00000042329 CID 92 - 98

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(950,45)" 8737 true 1.23 1765

ENSGALP00000017517 CID 300 - 306

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(950,47)" 15601 true 1.24 1766

ENSGALP00000019975 CID 33 - 41

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(950,48)" 5820 false 0.7 1767

ENSGALP00000017805 CID 86 - 93 double PHD fingers 2 - HGNC:9964 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(950,48)" 5820 1768

ENSGALP00000004871 CID 546 - 552

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(950,48)" 4586 true 0.7 1769

ENSGALP00000004046 CID 100 - 106

RAN member RAS oncogene family - CGNC 

Symbol 1850 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(950,49)" 4769 true 1.33 1770

ENSGALP00000004248 CID 112 - 118

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(950,50)" 6010 false 6.53 1771



ENSGALP00000002828 CID 572 - 579

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(950,50)" 7134 true 1.32 1772

ENSGALP00000026126 CID 47 - 54 ribosomal protein L8 - CGNC Symbol 12137 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(950,51)" 73664 true 0.7 1773

ENSGALP00000002352 CID 268 - 275

RNA binding motif protein 39 - CGNC 

Symbol 1071 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(950,52)" 138510 true 1.18 1774

ENSGALP00000037222 CID 205 - 214

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(950,52)" 138510 1775

ENSGALP00000043135 CID 20,919 - 20,926 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(950,54)" 12777 true 1.33 1776

ENSGALP00000000304 CID 391 - 397

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(950,54)" 12777 false 1.33 1777

ENSGALP00000012246 CID 355 - 361

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(950,54)" 12777 false 1.33 1778



ENSGALP00000027988 CID 40 - 47

Serine/arginine-rich splicing factor 2 - UP 

P30352 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(950,56)" 11067 1779

ENSGALP00000040734 CID 718 - 724 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(950,56)" 11067 1780

ENSGALP00000012993 CID 143 - 149

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(950,57)" 24778 1781

ENSGALP00000008056 CID 36 - 43

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(950,59)" 5897 1782

ENSGALP00000021255 CID 28 - 35

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(950,59)" 5897 false 0.92 1783

ENSGALP00000039948 CID 39 - 46 MARCKS-like 1 - CGNC Symbol 14646 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(951,51)" 11041 false 1784

ENSGALP00000043088 CID Dec-19

proteasome (prosome macropain) 26S 

subunit non-ATPase 4 - CGNC Symbol 

59257 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(951,51)" 11041 1785



ENSGALP00000009669 CID 1,310 - 1,317

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(951,54)" 21950 1786

ENSGALP00000041134 CID 1-Sep

microfibrillar associated protein 1 - CGNC 

Symbol 6322 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(951,56)" 1761 1787

ENSGALP00000037524 CID 405 - 411 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(951,56)" 19398 true 1.01 1788

ENSGALP00000016978 CID 395 - 401

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(951,56)" 19398 true 1.01 1789

ENSGALP00000018454 CID 416 - 422 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(951,56)" 19398 true 1.01 1790

ENSGALP00000020169 CID 744 - 751

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(951,56)" 19320 1791

ENSGALP00000008311 CID 1,089 - 1,095

SEC24 family member C - CGNC Symbol 

3857 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(951,57)" 3639 true 0.98 1792



ENSGALP00000002409 CID 329 - 336

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(951,57)" 3639 1793

ENSGALP00000042374 CID 228 - 234

thimet oligopeptidase 1 - CGNC Symbol 

52774 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(952,46)" 9746 true 3.15 1794

ENSGALP00000000151 CID 286 - 292

tripartite motif containing 27.1 - CGNC 

Symbol 58 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(952,50)" 3464 true 0.77 1795

ENSGALP00000013640 CID 93 - 100

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

1 - CGNC Symbol 49774 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(952,50)" 834 1796

ENSGALP00000041109 CID 400 - 407

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(952,51)" 1294 1797

ENSGALP00000008399 CID 126 - 133

FYVE RhoGEF and PH domain containing 3 - 

CGNC Symbol 50133 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(952,52)" 1685 1798

ENSGALP00000002862 CID 395 - 401

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(952,54)" 145940 false 1.07 1799



ENSGALP00000008082 CID 773 - 780

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(952,54)" 145940 true 1.07 1800

ENSGALP00000027953 CID Nov-18 ribosomal protein S3 - CGNC Symbol 13020 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(952,56)" 10194 true 1.07 1801

ENSGALP00000000246 CID 1,141 - 1,147

YTH domain containing 2 - CGNC Symbol 

106 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(952,57)" 6105 false 4.23 1802

ENSGALP00000035905 CID 1-Jul

cell division cycle 5 like - CGNC Symbol 

12520 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(952,57)" 6105 true 1.33 1803

ENSGALP00000002409 CID 182 - 188

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(952,57)" 59095 1804

ENSGALP00000027997 CID 109 - 115

dolichyl-phosphate mannosyltransferase 

polypeptide 1 catalytic subunit - CGNC 

Symbol 13045 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(953,58)" 20744 1805

ENSGALP00000018179 CID 472 - 478

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(953,58)" 20744 false 0.31 1806



ENSGALP00000042329 CID 92 - 98

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(954,47)" 10729 1807

ENSGALP00000017517 CID 300 - 306

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(954,50)" 20776 1808

ENSGALP00000004871 CID 546 - 552

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(954,52)" 3720 1809

ENSGALP00000002828 CID 572 - 579

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(954,52)" 11758 1810

ENSGALP00000026126 CID 47 - 54 ribosomal protein L8 - CGNC Symbol 12137 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(954,52)" 9972 1811

ENSGALP00000004046 CID 100 - 106

RAN member RAS oncogene family - CGNC 

Symbol 1850 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(954,53)" 8324 1812

ENSGALP00000002338 CID 213 - 219

splicing factor 3a subunit 3 - CGNC Symbol 

1064 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(954,53)" 4464 false 1813



ENSGALP00000005565 CID 16 - 22

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(954,53)" 991 false 1814

ENSGALP00000004071 CID 173 - 181

polymerase (RNA) II subunit E - CGNC 

Symbol 1864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(954,54)" 5960 true 1.08 1815

ENSGALP00000002352 CID 268 - 275

RNA binding motif protein 39 - CGNC 

Symbol 1071 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(954,54)" 178593 1816

ENSGALP00000022311 CID 55 - 62

mitochondrial ribosomal protein L47 - CGNC 

Symbol 52304 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(954,55)" 1338 1817

ENSGALP00000001315 CID 250 - 257

nudC nuclear distribution protein - CGNC 

Symbol 591 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(954,55)" 73151 false 0.85 1818

ENSGALP00000006652 CID 621 - 627

SAFB like transcription modulator - CGNC 

Symbol 3078 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(954,55)" 73151 1819

ENSGALP00000012932 CID 485 - 491 nucleoporin 85kDa - CGNC Symbol 6035 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(955,49)" 1919 false 1820



ENSGALP00000030189 CID 48 - 54

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(955,53)" 51209 true 1.75 1821

ENSGALP00000023866 CID 1,881 - 1,888

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(955,55)" 22069 false 1.79 1822

ENSGALP00000025475 CID 185 - 192

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(955,55)" 22069 true 1.79 1823

ENSGALP00000025476 CID 216 - 223

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(955,55)" 22069 true 1.79 1824

ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(955,56)" 23101 true 0.48 1825

ENSGALP00000032097 CID 80 - 88 CD5 molecule - CGNC Symbol 3864 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(955,56)" 40795 false 1826

ENSGALP00000042374 CID 228 - 234

thimet oligopeptidase 1 - CGNC Symbol 

52774 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(956,50)" 41102 1827



ENSGALP00000012993 CID 79 - 86

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(956,52)" 6826 true 1.03 1828

ENSGALP00000008236 CID 1,027 - 1,033

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(956,53)" 28760 1829

ENSGALP00000007779 CID 684 - 691

golgi autoantigen golgin subfamily a 2 - 

CGNC Symbol 3624 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(956,54)" 33439 1830

ENSGALP00000040832 CID 39 - 46

GTP-binding protein SAR1b - Refseq 

NP_001025792 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(956,54)" 33439 1831

ENSGALP00000000224 CID 241 - 248

proliferating cell nuclear antigen - CGNC 

Symbol 92 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(956,54)" 33439 true 0.46 1832

ENSGALP00000008824 CID 100 - 107

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(956,55)" 5287 false 13.69* 1833

ENSGALP00000013808 CID 967 - 974 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(956,55)" 5287 false 0.4 1834



ENSGALP00000008082 CID 773 - 780

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(956,55)" 104534 1835

ENSGALP00000020445 CID 712 - 718

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(956,55)" 151484 1836

ENSGALP00000043135 CID 8,986 - 8,992 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(956,55)" 151484 false 0.62 1837

ENSGALP00000004924 CID 1,332 - 1,340

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(956,55)" 5178 false 0.62 1838

ENSGALP00000042547 CID 789 - 797

ADAM metallopeptidase domain 33 - CGNC 

Symbol 11979 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(956,55)" 5178 true 0.62 1839

ENSGALP00000041815 CID 167 - 173 calponin-2 - Refseq NP_001135728 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(956,55)" 5178 false 0.62 1840

ENSGALP00000038287 CID 168 - 174 calponin 3 acidic - CGNC Symbol 4166 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(956,55)" 5178 false 0.62 1841



ENSGALP00000006581 CID 409 - 416

DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 

- CGNC Symbol 3039 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(956,56)" 3327 true 0.77 1842

ENSGALP00000039924 CID 1,033 - 1,040

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(956,57)" 4729 true 1.03 1843

ENSGALP00000041772 CID 136 - 143

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(956,57)" 9879 true 0.82 1844

ENSGALP00000018421 CID 1-Sep

serine/arginine-rich splicing factor 11 - 

CGNC Symbol 8594 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(957,52)" 9704 1845

ENSGALP00000017152 CID 196 - 204

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(957,52)" 9704 false 1.37 1846

ENSGALP00000002373 CID 516 - 524

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(957,52)" 9704 1847

ENSGALP00000009960 CID 93 - 101

ribosomal protein L13 - CGNC Symbol 

49509 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(957,52)" 9067 1848



ENSGALP00000006532 CID 277 - 284

DnaJ heat shock protein family (Hsp40) 

member A2 - CGNC Symbol 3019 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(957,52)" 17311 true 0.73 1849

ENSGALP00000040722 CID 142 - 149

nicotinamide nucleotide 

adenylyltransferase 1 - HGNC:17877 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(957,53)" 13957 false 1850

ENSGALP00000002278 CID 238 - 245

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(957,54)" 6775 false 0.4 1851

ENSGALP00000013240 CID 1,848 - 1,855

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(958,48)" 3970 false 1852

ENSGALP00000007927 CID 98 - 105

Hsap of 9: ribosomal protein L36a - 

HGNC:10359 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(958,51)" 42127 true 0.7 1853

ENSGALP00000001803 CID 67 - 73

debranching RNA lariats 1 - CGNC Symbol 

809 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(958,51)" 32656 false 14 1854

ENSGALP00000001456 CID 537 - 543

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(958,51)" 32656 true 0.9 1855



ENSGALP00000023917 CID 455 - 462

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(958,53)" 7672 true 0.73 1856

ENSGALP00000035717 CID 208 - 215

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(958,54)" 28100 1857

ENSGALP00000043135 CID 14,680 - 14,687 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(958,55)" 68076 false 0.9 1858

ENSGALP00000004071 CID 173 - 181

polymerase (RNA) II subunit E - CGNC 

Symbol 1864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(958,56)" 6445 1859

ENSGALP00000038463 CID 89 - 96

ribosomal protein L7a - CGNC Symbol 

50454 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(958,59)" 3516 false 1860

ENSGALP00000036720 CID 3,552 - 3,559

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(958,59)" 3516 false 1861

ENSGALP00000037524 CID 405 - 411 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(959,51)" 1917 true 0.67 1862



ENSGALP00000016978 CID 395 - 401

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(959,51)" 1917 true 0.67 1863

ENSGALP00000018454 CID 416 - 422 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(959,51)" 1917 true 0.67 1864

ENSGALP00000001460 CID 101 - 108

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(959,52)" 9990 false 0.47 1865

ENSGALP00000003978 CID 451 - 457

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(959,52)" 9990 true 1.18 1866

ENSGALP00000038835 CID 1,330 - 1,337 mutS homolog 6 - CGNC Symbol 6804 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(959,53)" 2234 true 0.75 1867

ENSGALP00000036816 CID 964 - 971

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(959,53)" 20614 false 1868

ENSGALP00000013480 CID 1-Jul

V-set and immunoglobulin domain 

containing 1 - CGNC Symbol 6282 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(959,53)" 20614 false 1869



ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(959,53)" 20614 false 1870

ENSGALP00000039965 CID 351 - 358

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(959,53)" 4636 true 0.83 1871

ENSGALP00000014105 CID 75 - 82

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(959,54)" 19877 false 2 1872

ENSGALP00000017250 CID 53 - 60

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(959,54)" 19877 false 2 1873

ENSGALP00000020561 CID 452 - 460

RNA 2' 3'-cyclic phosphate and 5'-OH ligase - 

CGNC Symbol 9570 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(959,55)" 89366 1874

ENSGALP00000025475 CID 185 - 192

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(959,57)" 58703 1875

ENSGALP00000025476 CID 216 - 223

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(959,57)" 58703 1876



ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(959,58)" 15680 1877

ENSGALP00000021030 CID 4,055 - 4,063

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(959,60)" 4268 false 0.48 1878

ENSGALP00000023454 CID 62 - 69

N-acetyltransferase 10 - CGNC Symbol 

10818 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(960,49)" 6838 true 1.02 1879

ENSGALP00000011018 CID 238 - 245

ubiquitin specific peptidase 19 - 

HGNC:12617 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(960,51)" 2327 false 1.1 1880

ENSGALP00000022293 CID 331 - 337 ezrin - CGNC Symbol 10288 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(960,54)" 2232 false 1881

ENSGALP00000001693 CID 353 - 359

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(960,54)" 2232 false 1882

ENSGALP00000012723 CID 1,433 - 1,440

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(960,54)" 2232 false 1883



ENSGALP00000038283 CID 299 - 305

UPF3 regulator of nonsense transcripts 

homolog B (yeast) - CGNC Symbol 64847 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(960,54)" 2232 false 1884

ENSGALP00000012993 CID 79 - 86

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(960,55)" 17036 1885

ENSGALP00000036816 CID 247 - 254

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(960,55)" 6674 false 1886

ENSGALP00000002366 CID 303 - 310

Mov10 Moloney leukemia virus 10 homolog 

(mouse) - CGNC Symbol 51112 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(960,55)" 1581 false 1.07 1887

ENSGALP00000042251 CID 108 - 117 endosulfine alpha - CGNC Symbol 23246 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(960,55)" 1581 true 1.1 1888

ENSGALP00000021343 CID 291 - 298

serine/threonine kinase receptor associated 

protein - CGNC Symbol 9899 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(960,56)" 845 false 1889

ENSGALP00000024858 CID 29 - 37

RCSD domain containing 1 - CGNC Symbol 

50771 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(960,56)" 845 false 1890



ENSGALP00000034419 CID 63 - 71

GATA zinc finger domain containing 2A - 

CGNC Symbol 2116 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(960,56)" 171788 false 1.27 1891

ENSGALP00000034555 CID 2-Sep

pumilio RNA-binding family member 1 - 

CGNC Symbol 369 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(960,56)" 44000 false 1.02 1892

ENSGALP00000019582 CID 131 - 138

dishevelled associated activator of 

morphogenesis 1 - CGNC Symbol 9108 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(960,57)" 8116 false 1.27 1893

ENSGALP00000043331 CID 338 - 345 topoisomerase (DNA) I - CGNC Symbol 2691 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(960,57)" 20856 1894

ENSGALP00000015623 CID 761 - 769

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(960,58)" 2703 1895

ENSGALP00000041772 CID 136 - 143

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(960,59)" 8060 1896

ENSGALP00000009066 CID 2-Oct sorting nexin 12 - CGNC Symbol 53438 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(961,45)" 2262 1897



ENSGALP00000014656 CID 550 - 556

transmembrane protein 87A - CGNC Symbol 

6854 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(961,50)" 8795 true 0.85 1898

ENSGALP00000015657 CID 285 - 291 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(961,52)" 5519 true 0.98 1899

ENSGALP00000042680 CID 285 - 291

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(961,52)" 5519 true 0.98 1900

ENSGALP00000013622 CID 26 - 33

5'-3' exoribonuclease 2 - CGNC Symbol 

6344 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(961,52)" 891 false 1901

ENSGALP00000006532 CID 277 - 284

DnaJ heat shock protein family (Hsp40) 

member A2 - CGNC Symbol 3019 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(961,55)" 16433 1902

ENSGALP00000023294 CID 993 - 1,000

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(962,51)" 8215 true 1.26 1903

ENSGALP00000004248 CID 25 - 32

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(962,53)" 13610 1904



ENSGALP00000034108 CID 392 - 398

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(962,53)" 13610 true 1 1905

ENSGALP00000011103 CID 901 - 908 insulin degrading enzyme - HGNC:5381 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(962,53)" 13610 false 1906

ENSGALP00000021544 CID 902 - 908 centromere protein E - CGNC Symbol 51810 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(962,53)" 13610 false 1907

ENSGALP00000027387 CID 1,527 - 1,533

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(962,53)" 13610 false 1908

ENSGALP00000040890 CID 587 - 595

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(962,53)" 551 false 1.8 1909

ENSGALP00000001456 CID 537 - 543

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(962,54)" 29268 1910

ENSGALP00000041815 CID 24 - 31 calponin-2 - Refseq NP_001135728 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(962,54)" 2809 true 1.45 1911



ENSGALP00000002828 CID 264 - 271

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(962,55)" 9997 false 0.42* 1912

ENSGALP00000040638 CID 43 - 50 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(962,56)" 5167 false 1.26 1913

ENSGALP00000007493 CID 354 - 361

pentatricopeptide repeat domain 1 - CGNC 

Symbol 3492 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(962,56)" 5167 true 1.26 1914

ENSGALP00000020445 CID 1,042 - 1,048

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(962,57)" 4177 1915

ENSGALP00000029968 CID 287 - 294 ribosomal protein L3 - CGNC Symbol 50654 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(962,57)" 2207 true 0.62 1916

ENSGALP00000023081 CID 308 - 314

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(962,57)" 17898 false 1917

ENSGALP00000019120 CID 419 - 426

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(962,60)" 34218 false 1918



ENSGALP00000010510 CID 416 - 423

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(962,60)" 34218 false 1919

ENSGALP00000030734 CID 891 - 898

microtubule associated monooxygenase 

calponin and LIM domain containing 1 - 

CGNC Symbol 25636 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(962,60)" 34218 false 1920

ENSGALP00000029109 CID 215 - 221

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(963,50)" 8337 true 2.11 1921

ENSGALP00000041906 CID 14 - 22 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(963,52)" 1248 1922

ENSGALP00000006234 CID 194 - 200

mitochondrial ribosomal protein L22 - CGNC 

Symbol 2871 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(963,53)" 3200 true 1 1923

ENSGALP00000041870 CID 190 - 197

Hsap of 4: HAUS augmin like complex 

subunit 4 - HGNC:20163 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(963,53)" 3200 1924

ENSGALP00000012349 CID 332 - 339

C-terminal binding protein-like - CGNC 

Symbol 50231 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(963,55)" 9466 false 0.56 1925



ENSGALP00000043135 CID 13,025 - 13,032 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(963,55)" 9466 1926

ENSGALP00000021030 CID 315 - 322

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(963,55)" 9466 false 0.8 1927

ENSGALP00000020154 CID 77 - 83

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(963,55)" 9466 true 2.11 1928

ENSGALP00000026130 CID 1,638 - 1,645

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(963,55)" 9466 1929

ENSGALP00000001957 CID 554 - 562

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(963,56)" 19581 1930

ENSGALP00000038835 CID 1,330 - 1,337 mutS homolog 6 - CGNC Symbol 6804 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(963,56)" 1678 1931

ENSGALP00000007743 CID 407 - 414 nucleoporin 62kDa - CGNC Symbol 3605 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(963,56)" 1678 false 1932



ENSGALP00000017250 CID 53 - 60

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(963,56)" 10373 1933

ENSGALP00000014105 CID 75 - 82

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(963,56)" 10373 1934

ENSGALP00000012641 CID 1,242 - 1,249 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(963,56)" 10373 false 1.56 1935

ENSGALP00000028746 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(963,58)" 349585 true 0.77 1936

ENSGALP00000010888 CID 43 - 50

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(963,58)" 349585 true 0.77 1937

ENSGALP00000021034 CID 384 - 391

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(963,58)" 349585 false 1938

ENSGALP00000039133 CID 22 - 29

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(963,58)" 349585 true 0.77 1939



ENSGALP00000036122 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(963,58)" 349585 true 0.77 1940

ENSGALP00000006578 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(963,58)" 349585 true 0.77 1941

ENSGALP00000017080 CID 171 - 178

SNW domain containing 1 - CGNC Symbol 

7983 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(963,59)" 1412 1942

ENSGALP00000043135 CID 25,409 - 25,415 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(964,50)" 5916 false 0.79 1943

ENSGALP00000038179 CID 316 - 322

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(964,50)" 5916 false 1944

ENSGALP00000022816 CID 136 - 143

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(964,50)" 5916 true 0.79 1945

ENSGALP00000036304 CID 157 - 165

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(964,51)" 6246 true 0.65 1946



ENSGALP00000008824 CID 100 - 107

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(964,60)" 73499 false 13.69* 1947

ENSGALP00000006532 CID 288 - 295

DnaJ heat shock protein family (Hsp40) 

member A2 - CGNC Symbol 3019 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(965,44)" 3399 true 1.09 1948

ENSGALP00000018494 CID 20 - 27

zinc finger RANBP2-type containing 2 - 

CGNC Symbol 52241 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(965,46)" 17030 true 0.9 1949

ENSGALP00000003011 CID 753 - 759

scaffold attachment factor B2 - CGNC 

Symbol 52976 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(965,49)" 31078 true 0.93 1950

ENSGALP00000035370 CID Dec-19

hepatoma-derived growth factor - CGNC 

Symbol 58434 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(965,51)" 22787 true 1.62 1951

ENSGALP00000000337 CID 2,029 - 2,036

HEAT repeat containing 1 - CGNC Symbol 

52557 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(965,51)" 22787 false 0.69 1952

ENSGALP00000000509 CID 118 - 125

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(965,53)" 5844 true 1.73 1953



ENSGALP00000004871 CID 261 - 268

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(965,54)" 1163 true 1.05 1954

ENSGALP00000003850 CID 209 - 217

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(965,56)" 101115 true 0.87 1955

ENSGALP00000000666 CID 97 - 105

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(965,57)" 12809 1956

ENSGALP00000016175 CID Aug-15

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(965,58)" 3778 false 1957

ENSGALP00000013889 CID 128 - 135

negative elongation factor complex 

member B - CGNC Symbol 50465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(965,58)" 1158 1958

ENSGALP00000007680 CID 250 - 256 ribosomal protein L6 - CGNC Symbol 48978 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(966,49)" 4505 true 0.68 1959

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(966,51)" 15235 true 0.68 1960



ENSGALP00000010704 CID 2-Sep

DNA (cytosine-5-)-methyltransferase 3 beta - 

CGNC Symbol 50960 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(966,51)" 15235 false 0.68 1961

ENSGALP00000025404 CID 600 - 607

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(966,53)" 678 1962

ENSGALP00000005224 CID 197 - 204

isocitrate dehydrogenase 3 (NAD+) alpha - 

CGNC Symbol 2399 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(966,53)" 678 true 1 1963

ENSGALP00000016361 CID 129 - 136

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(966,53)" 24645 true 1 1964

ENSGALP00000026130 CID 1,659 - 1,665

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(966,53)" 2056 true 0.83 1965

ENSGALP00000013267 CID 211 - 218

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(966,53)" 30991 true 0.89 1966

ENSGALP00000006565 CID 103 - 110

ubiquitin-like with PHD and ring finger 

domains 1 - CGNC Symbol 3031 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(966,54)" 4405 true 1 1967



ENSGALP00000005291 CID 354 - 361

pleckstrin homology domain containing A2 - 

CGNC Symbol 2437 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(966,54)" 2517 true 0.83 1968

ENSGALP00000013410 CID 120 - 128

ADP-ribosylation factor GTPase activating 

protein 2 - CGNC Symbol 51916 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(966,55)" 13651 false 0.68 1969

ENSGALP00000011103 CID 901 - 908 insulin degrading enzyme - HGNC:5381 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(966,55)" 13651 false 0.68 1970

ENSGALP00000034108 CID 392 - 398

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(966,55)" 13651 1971

ENSGALP00000027387 CID 1,527 - 1,533

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(966,55)" 13651 false 0.68 1972

ENSGALP00000007927 CID 98 - 105

Hsap of 9: ribosomal protein L36a - 

HGNC:10359 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(966,56)" 27695 true 0.7 1973

ENSGALP00000003675 CID 800 - 807 Helicase SRCAP - CGNC Symbol 66016 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(966,56)" 5120 false 1974



ENSGALP00000029109 CID 215 - 221

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(967,52)" 10165 1975

ENSGALP00000021957 CID 5,788 - 5,794

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(967,53)" 15145 false 1976

ENSGALP00000008824 CID 108 - 115

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(967,54)" 9211 false 1.06 1977

ENSGALP00000016102 CID 791 - 797

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(967,54)" 9211 true 1.01 1978

ENSGALP00000019468 CID 432 - 439 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(967,56)" 8227 1979

ENSGALP00000005126 CID 30 - 38

SUB1 homolog (S. cerevisiae) - CGNC 

Symbol 2359 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(967,56)" 8227 1980

ENSGALP00000001332 CID 139 - 145 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(967,57)" 6684 true 1.3 1981



ENSGALP00000016175 CID 498 - 505

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(967,57)" 6684 false 1.56 1982

ENSGALP00000003978 CID 451 - 457

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(967,57)" 11825 false 1.18 1983

ENSGALP00000005794 CID 2,923 - 2,931

spen family transcriptional repressor - CGNC 

Symbol 2675 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(967,57)" 15784 false 0.49 1984

ENSGALP00000020154 CID 77 - 83

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(967,57)" 15784 1985

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(967,58)" 10217 true 2.29 1986

ENSGALP00000027078 CID 39 - 45

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(967,58)" 10217 false 1987

ENSGALP00000007728 CID 15 - 22

Y box binding protein 1 - CGNC Symbol 

3598 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(968,48)" 55127 true 0.6 1988



ENSGALP00000012007 CID 88 - 94 archain 1 - CGNC Symbol 5606 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(968,52)" 20514 1989

ENSGALP00000015963 CID 323 - 329

protein phosphatase 2 regulatory subunit B' 

alpha - CGNC Symbol 7467 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(968,52)" 3813 false 1990

ENSGALP00000042993 CID 78 - 86

ceramide synthase 2-like 2 - CGNC Symbol 

63701 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(968,56)" 22876 true 0.84 1991

ENSGALP00000006532 CID 288 - 295

DnaJ heat shock protein family (Hsp40) 

member A2 - CGNC Symbol 3019 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(969,48)" 7152 1992

ENSGALP00000041777 CID 288 - 295

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(969,48)" 12194 false 1993

ENSGALP00000018494 CID 20 - 27

zinc finger RANBP2-type containing 2 - 

CGNC Symbol 52241 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(969,49)" 14518 1994

ENSGALP00000003011 CID 753 - 759

scaffold attachment factor B2 - CGNC 

Symbol 52976 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(969,51)" 27227 1995



ENSGALP00000035973 CID 286 - 292

phosphoribosylglycinamide 

formyltransferase 

phosphoribosylglycinamide synthetase 

phosphoribosylaminoimidazole synthetase - 

CGNC Symbol 49260 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(969,51)" 13600 1996

ENSGALP00000000337 CID 1,568 - 1,575

HEAT repeat containing 1 - CGNC Symbol 

52557 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(969,51)" 13600 false 1997

ENSGALP00000016447 CID 194 - 200 ribosomal protein S8 - CGNC Symbol 52222 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(969,51)" 31873 1998

ENSGALP00000003564 CID 52 - 58

unkempt family zinc finger - CGNC Symbol 

1623 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(969,51)" 31873 1999

ENSGALP00000001565 CID 340 - 347

discs large (Drosophila) homolog-associated 

protein 4 - CGNC Symbol 708 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(969,51)" 31873 false 2000

ENSGALP00000001332 CID 40 - 46 lysyl-tRNA synthetase - CGNC Symbol 602 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(969,54)" 11384 false 2001

ENSGALP00000004104 CID 328 - 334

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(969,54)" 11384 false 2002



ENSGALP00000009511 CID 221 - 227 ribosomal protein L5 - CGNC Symbol 4424 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(969,54)" 11384 true 1.24 2003

ENSGALP00000041533 CID 150 - 157

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein L - HGNC:5045 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(969,54)" 10446 2004

ENSGALP00000022023 CID 1,784 - 1,791 nucleoporin 98kDa - CGNC Symbol 10169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(969,54)" 10446 2005

ENSGALP00000004871 CID 261 - 268

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(969,56)" 1225 2006

ENSGALP00000042680 CID 285 - 291

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(969,57)" 12250 false 2007

ENSGALP00000015657 CID 285 - 291 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(969,57)" 12250 false 2008

ENSGALP00000003850 CID 209 - 217

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(969,58)" 86886 2009



ENSGALP00000004614 CID 98 - 105

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(969,59)" 11901 false 2010

ENSGALP00000018120 CID 274 - 281

proteasome 26S subunit non-ATPase 14 - 

CGNC Symbol 8450 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(969,59)" 11901 false 2011

ENSGALP00000025130 CID 61 - 68 ribosomal protein S23 - HGNC:10410 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(969,59)" 11901 false 1 2012

ENSGALP00000008498 CID 58 - 64 transketolase - CGNC Symbol 3953 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(969,60)" 10230 true 0.98 2013

ENSGALP00000010704 CID 2-Sep

DNA (cytosine-5-)-methyltransferase 3 beta - 

CGNC Symbol 50960 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(970,54)" 19381 2014

ENSGALP00000039270 CID 669 - 675

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(970,55)" 4218 false 0.68 2015

ENSGALP00000018410 CID 755 - 761

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(970,55)" 4218 false 0.68 2016



ENSGALP00000026130 CID 1,659 - 1,665

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(970,55)" 1706 2017

ENSGALP00000042645 CID 88 - 96

coiled-coil-helix-coiled-coil-helix domain 

containing 10 - CGNC Symbol 50384 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(970,55)" 1706 2018

ENSGALP00000030005 CID 85 - 92

ubiquitin-conjugating enzyme E2N - CGNC 

Symbol 50617 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(970,55)" 1706 2019

ENSGALP00000013267 CID 211 - 218

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(970,56)" 30226 2020

ENSGALP00000016490 CID 2-Oct

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(970,56)" 30226 2021

ENSGALP00000041109 CID 330 - 338

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(970,58)" 9076 false 1.05 2022

ENSGALP00000006565 CID 616 - 625

ubiquitin-like with PHD and ring finger 

domains 1 - CGNC Symbol 3031 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(970,58)" 9076 false 1.05 2023



ENSGALP00000041639 CID 92 - 100 ribosomal protein S26 - HGNC:10414 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(970,59)" 162905 true 1.45 2024

ENSGALP00000012462 CID 86 - 94 ribosomal protein S25 - HGNC:10413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(970,59)" 162905 false 1.45 2025

ENSGALP00000005291 CID 354 - 361

pleckstrin homology domain containing A2 - 

CGNC Symbol 2437 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(970,59)" 800 2026

ENSGALP00000029968 CID 287 - 294 ribosomal protein L3 - CGNC Symbol 50654 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(970,60)" 577 true 0.62 2027

ENSGALP00000013240 CID 1,473 - 1,479

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(971,51)" 5229 true 3.16 2028

ENSGALP00000008236 CID 1,489 - 1,495

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(971,52)" 27260 true 1.17 2029

ENSGALP00000013843 CID 1,308 - 1,315 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(971,55)" 1853 true 1.17 2030



ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(971,59)" 31579 true 0.97 2031

ENSGALP00000007728 CID 15 - 22

Y box binding protein 1 - CGNC Symbol 

3598 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(972,51)" 34211 2032

ENSGALP00000036122 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(972,52)" 51619 true 0.68 2033

ENSGALP00000016629 CID 191 - 197 peroxiredoxin 1 - CGNC Symbol 7794 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(972,53)" 65003 true 0.2 2034

ENSGALP00000004104 CID 907 - 915

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(972,53)" 65003 false 0.68 2035

ENSGALP00000009939 CID 2,313 - 2,320

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(972,56)" 3690 2036

ENSGALP00000041777 CID 525 - 531

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(972,56)" 3690 false 2037



ENSGALP00000000316 CID 352 - 359 major vault protein - CGNC Symbol 136 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(972,56)" 165186 false 1.18 2038

ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(972,56)" 71148 true 1.11 2039

ENSGALP00000043135 CID 17,102 - 17,109 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(972,56)" 8095 false 1.28 2040

ENSGALP00000034078 CID 51 - 57

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(972,56)" 8095 true 0.8 2041

ENSGALP00000006366 CID 37 - 46

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(972,57)" 54318 false 2042

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(972,57)" 54318 true 1.26 2043

ENSGALP00000003538 CID 43 - 50

eukaryotic translation termination factor 1 - 

CGNC Symbol 1614 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(972,57)" 117420 false 0.8 2044



ENSGALP00000007469 CID 426 - 433

LEO1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 55225 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(972,57)" 9944 false 2045

ENSGALP00000006527 CID 202 - 209

translocase of outer mitochondrial 

membrane 34 - CGNC Symbol 3015 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(972,57)" 9944 false 2046

ENSGALP00000042993 CID 78 - 86

ceramide synthase 2-like 2 - CGNC Symbol 

63701 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(972,58)" 17682 2047

ENSGALP00000021996 CID 654 - 660

cell cycle associated protein 1 - CGNC 

Symbol 10161 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(973,44)" 30486 true 0.39 2048

ENSGALP00000042897 CID 57 - 63

polymerase (DNA) delta 2 accessory subunit 

- CGNC Symbol 63741 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(973,54)" 811 false 2049

ENSGALP00000013190 CID 730 - 737

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(973,54)" 10551 false 2050

ENSGALP00000041134 CID 1-Sep

microfibrillar associated protein 1 - CGNC 

Symbol 6322 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(973,55)" 4403 false 2051



ENSGALP00000013273 CID 236 - 243

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(973,55)" 4403 false 2052

ENSGALP00000035370 CID Dec-19

hepatoma-derived growth factor - CGNC 

Symbol 58434 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(973,55)" 42588 true 1.62 2053

ENSGALP00000016270 CID 855 - 861

bromodomain adjacent to zinc finger 

domain 1A - CGNC Symbol 7626 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(973,55)" 208959 true 1.37 2054

ENSGALP00000002235 CID 53 - 60 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(973,55)" 208959 false 1.37 2055

ENSGALP00000042455 CID 174 - 181

proteasome subunit alpha type-7 - Refseq 

NP_989944 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(973,57)" 23973 true 0.98 2056

ENSGALP00000000509 CID 118 - 125

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(973,58)" 12472 true 1.73 2057

ENSGALP00000020169 CID 158 - 165

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(974,51)" 3573 true 1.25 2058



ENSGALP00000018987 CID 126 - 133 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(974,56)" 343 false 2059

ENSGALP00000004251 CID 246 - 254

transcription factor A mitochondrial - CGNC 

Symbol 1948 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(974,56)" 4631 2060

ENSGALP00000033974 CID 297 - 303

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(974,56)" 4631 false 2061

ENSGALP00000023866 CID Dec-19

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(974,56)" 4631 false 1.25 2062

ENSGALP00000005482 CID 415 - 422 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(974,57)" 32702 false 2063

ENSGALP00000040734 CID 316 - 324 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(974,57)" 21458 false 2064

ENSGALP00000006565 CID 661 - 668

ubiquitin-like with PHD and ring finger 

domains 1 - CGNC Symbol 3031 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(974,57)" 1146 false 0.04 2065



ENSGALP00000004327 CID 1,389 - 1,397 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(974,58)" 5481 false 2066

ENSGALP00000038523 CID 542 - 549

ATPase Ca++ transporting cardiac muscle 

slow twitch 2 - CGNC Symbol 49809 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(974,58)" 6707 2067

ENSGALP00000041109 CID 330 - 338

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(974,60)" 13102 2068

ENSGALP00000007493 CID 354 - 361

pentatricopeptide repeat domain 1 - CGNC 

Symbol 3492 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(974,60)" 13102 false 2069

ENSGALP00000012462 CID 86 - 94 ribosomal protein S25 - HGNC:10413 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(974,60)" 13102 2070

ENSGALP00000041639 CID 92 - 100 ribosomal protein S26 - HGNC:10414 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(974,61)" 9611 2071

ENSGALP00000011775 CID 2,405 - 2,412

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(975,52)" 8498 false 1.04 2072



ENSGALP00000019832 CID 349 - 357

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(975,52)" 8498 true 1.04 2073

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(975,53)" 4103 false 2074

ENSGALP00000013240 CID 1,473 - 1,479

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(975,53)" 19290 2075

ENSGALP00000008236 CID 1,489 - 1,495

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(975,55)" 32028 2076

ENSGALP00000017601 CID 222 - 229

Hsap of 1: chromosome 1 open reading 

frame 168 - HGNC:27295 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(975,55)" 2764 false 2077

ENSGALP00000015846 CID 237 - 244

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(975,56)" 6438 true 0.52 2078

ENSGALP00000010844 CID 18 - 25

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(975,57)" 4929 true 1.17 2079



ENSGALP00000012986 CID 113 - 120

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(975,59)" 8868 false 2080

ENSGALP00000040734 CID 695 - 702 polybromo 1 - CGNC Symbol 1102 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(975,59)" 24726 2081

ENSGALP00000003035 CID 85 - 92

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(975,59)" 24726 false 2082

ENSGALP00000020744 CID 95 - 101

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(975,59)" 24726 false 2083

ENSGALP00000011071 CID 22 - 30

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(975,60)" 5752 2084

ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(975,60)" 10748 2085

ENSGALP00000000246 CID 289 - 296

YTH domain containing 2 - CGNC Symbol 

106 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(975,60)" 10748 2086



ENSGALP00000013843 CID 33 - 40 THO complex 2 - CGNC Symbol 6452 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(976,49)" 2781 true 0.84 2087

ENSGALP00000043135 CID 28,640 - 28,647 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(976,54)" 656 true 0.58 2088

ENSGALP00000039924 CID 628 - 636

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(976,54)" 656 2089

ENSGALP00000006043 CID 50 - 58

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(976,55)" 9514 true 0.68 2090

ENSGALP00000038904 CID 84 - 91

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(976,56)" 397 true 0.79 2091

ENSGALP00000023395 CID 469 - 476

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(976,57)" 53753 false 2092

ENSGALP00000041777 CID 525 - 531

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(976,58)" 805 false 2093



ENSGALP00000018295 CID 178 - 185

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(976,58)" 6751 2094

ENSGALP00000006816 CID 2,014 - 2,022

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(976,58)" 6751 2095

ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(976,58)" 82018 2096

ENSGALP00000021752 CID 106 - 113

ATP binding cassette subfamily F member 2 - 

CGNC Symbol 10054 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(976,58)" 82018 2097

ENSGALP00000026127 CID 1,300 - 1,307 thyroglobulin - CGNC Symbol 65221 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(976,58)" 82018 2098

ENSGALP00000000316 CID 352 - 359 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(976,58)" 2216 2099

ENSGALP00000007355 CID 517 - 525 ataxin 2 - CGNC Symbol 3422 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(976,58)" 2216 false 2100



ENSGALP00000007237 CID 278 - 286

RNA binding motif protein 22 - CGNC 

Symbol 3366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(976,58)" 297764 false 1.45 2101

ENSGALP00000018498 CID 219 - 225

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(976,59)" 13540 false 0.29 2102

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(976,59)" 53310 2103

ENSGALP00000016182 CID 908 - 914

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(976,59)" 28863 false 0.68 2104

ENSGALP00000006366 CID 37 - 46

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(976,59)" 58275 false 2105

ENSGALP00000003431 CID 170 - 177

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(976,59)" 2486 false 0.94 2106

ENSGALP00000017139 CID 554 - 561

3'-phosphoadenosine 5'-phosphosulfate 

synthase 1 - CGNC Symbol 8007 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(976,61)" 12578 2107



ENSGALP00000021996 CID 654 - 660

cell cycle associated protein 1 - CGNC 

Symbol 10161 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(977,46)" 10991 2108

ENSGALP00000013837 CID 1-Aug

heterogeneous nuclear ribonucleoprotein L-

like - CGNC Symbol 6450 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(977,52)" 1502 true 1.13 2109

ENSGALP00000027121 CID 366 - 372

Gallus gallus PCI domain containing 2 

(PCID2) mRNA. - RefSeq mRNA 

NM_001006266 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(977,52)" 3438 true 1.21 2110

ENSGALP00000016270 CID 855 - 861

bromodomain adjacent to zinc finger 

domain 1A - CGNC Symbol 7626 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(977,57)" 292399 2111

ENSGALP00000015623 CID 776 - 783

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(977,57)" 292399 false 2112

ENSGALP00000002235 CID 53 - 60 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(977,57)" 292399 2113

ENSGALP00000009511 CID 221 - 227 ribosomal protein L5 - CGNC Symbol 4424 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(977,59)" 10480 true 1 2114



ENSGALP00000019582 CID 943 - 950

dishevelled associated activator of 

morphogenesis 1 - CGNC Symbol 9108 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(977,60)" 3270 false 2115

ENSGALP00000030998 CID 188 - 195

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(978,49)" 4126 true 0.85 2116

ENSGALP00000023274 CID 359 - 366

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(978,53)" 5613 false 0.9 2117

ENSGALP00000020169 CID 158 - 165

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(978,53)" 5613 2118

ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(978,54)" 37735 true 1.62 2119

ENSGALP00000009960 CID 75 - 82

ribosomal protein L13 - CGNC Symbol 

49509 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(978,56)" 3190 true 0.74 2120

ENSGALP00000002244 CID 1,105 - 1,111

GRB10 interacting GYF protein 2 - CGNC 

Symbol 1024 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(978,56)" 3190 false 0.74 2121



ENSGALP00000025606 CID 38 - 44

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(978,59)" 3041 true 1 2122

ENSGALP00000031579 CID 237 - 243 centromere protein U - CGNC Symbol 14122 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(978,61)" 3182 2123

ENSGALP00000006565 CID 661 - 668

ubiquitin-like with PHD and ring finger 

domains 1 - CGNC Symbol 3031 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(978,61)" 3182 false 0.9 2124

ENSGALP00000004257 CID 1,725 - 1,733

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(978,61)" 3182 2125

ENSGALP00000010157 CID 377 - 383

SON DNA binding protein - CGNC Symbol 

4729 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(978,61)" 3182 2126

ENSGALP00000042930 CID 2-Aug clathrin interactor 1 - CGNC Symbol 2708 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(978,61)" 3182 2127

ENSGALP00000021927 CID 430 - 438

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(979,46)" 1745 true 0.79 2128



ENSGALP00000019832 CID 349 - 357

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(979,54)" 8840 2129

ENSGALP00000004369 CID 53 - 61

Gallus gallus small nuclear 

ribonucleoprotein polypeptide C (SNRPC) 

mRNA. - RefSeq mRNA NM_001293166 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(979,54)" 10874 false 1.27 2130

ENSGALP00000005991 CID 822 - 830

Sad1 and UNC84 domain containing 1 - 

CGNC Symbol 2766 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(979,54)" 10874 2131

ENSGALP00000010844 CID 18 - 25

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(979,58)" 7050 2132

ENSGALP00000009853 CID 120 - 128 zinc finger protein 326 - CGNC Symbol 4587 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(980,48)" 55947 true 1.04 2133

ENSGALP00000005037 CID 606 - 614

TSR1 ribosome maturation factor - 

HGNC:25542 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(980,48)" 55947 2134

ENSGALP00000013808 CID 1,187 - 1,194 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(980,56)" 49635 false 0.68 2135



ENSGALP00000043135 CID 28,640 - 28,647 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(980,56)" 49635 2136

ENSGALP00000014119 CID 201 - 207

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(980,56)" 3782 2137

ENSGALP00000036122 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(980,57)" 12682 true 1.3 2138

ENSGALP00000043135 CID 28,640 - 28,647 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(980,57)" 1183 2139

ENSGALP00000006043 CID 50 - 58

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(980,57)" 3493 2140

ENSGALP00000041100 CID 101 - 108 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(980,59)" 18606 true 2.01 2141

ENSGALP00000008763 CID 830 - 836

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(980,59)" 14197 2142



ENSGALP00000009617 CID 594 - 600

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(980,59)" 14197 2143

ENSGALP00000034078 CID 51 - 57

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(980,59)" 14197 true 0.8 2144

ENSGALP00000023214 CID 367 - 374

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(980,59)" 14197 false 1.07 2145

ENSGALP00000030639 CID 77 - 84 Ras-related protein Rab-6A - UP Q1KME6 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(980,61)" 15456 2146

ENSGALP00000001510 CID 467 - 473

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(981,49)" 6542 false 1.12 2147

ENSGALP00000010325 CID 330 - 336

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(981,50)" 812 true 0.77 2148

ENSGALP00000024853 CID 277 - 284

syndecan binding protein (syntenin) - CGNC 

Symbol 51422 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(981,50)" 812 false 0.77 2149



ENSGALP00000027121 CID 366 - 372

Gallus gallus PCI domain containing 2 

(PCID2) mRNA. - RefSeq mRNA 

NM_001006266 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(981,55)" 5329 2150

ENSGALP00000023866 CID 1,338 - 1,345

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(981,55)" 10722 true 0.82 2151

ENSGALP00000016490 CID 2,039 - 2,046

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(981,57)" 12187 false 1.07 2152

ENSGALP00000016102 CID 122 - 128

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(981,57)" 2028 2153

ENSGALP00000018679 CID 28 - 35

ribosomal protein L37a - CGNC Symbol 

55686 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(981,58)" 4218 false 2154

ENSGALP00000036720 CID 2,443 - 2,450

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(982,56)" 43245 2155

ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(982,56)" 43245 2156



ENSGALP00000009709 CID 730 - 736

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(982,56)" 862 true 0.94 2157

ENSGALP00000023214 CID 297 - 304

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(982,57)" 822 2158

ENSGALP00000002278 CID 125 - 132

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(983,52)" 4884 2159

ENSGALP00000027595 CID 278 - 285 nucleoporin 58kDa - CGNC Symbol 12853 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(983,53)" 14030 false 2160

ENSGALP00000009213 CID 485 - 492

YTH domain family member 1 - CGNC 

Symbol 4283 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(983,53)" 6611 true 0.99 2161

ENSGALP00000004515 CID 78 - 84

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(983,56)" 23354 false 0.73 2162

ENSGALP00000009853 CID 120 - 128 zinc finger protein 326 - CGNC Symbol 4587 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(984,50)" 58076 2163



ENSGALP00000007997 CID 167 - 174

voltage-dependent anion channel 2 - CGNC 

Symbol 49348 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(984,52)" 6025 true 3.98 2164

ENSGALP00000027015 CID 942 - 949

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(984,55)" 4840 false 2165

ENSGALP00000002862 CID 486 - 493

arginyl-tRNA synthetase - CGNC Symbol 

1305 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(984,58)" 9965 false 2166

ENSGALP00000013808 CID 1,187 - 1,194 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(984,58)" 32497 2167

ENSGALP00000000693 CID 2-Nov

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(984,58)" 17604 2168

ENSGALP00000001750 CID 75 - 83 prohibitin - CGNC Symbol 51144 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(984,59)" 9763 true 1.03 2169

ENSGALP00000026663 CID 53 - 61

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(984,59)" 16538 2170



ENSGALP00000006240 CID 506 - 513

collagen type VI alpha 3 - CGNC Symbol 

2875 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(984,61)" 428 false 2171

ENSGALP00000041100 CID 101 - 108 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(984,61)" 37444 2172

ENSGALP00000035780 CID 826 - 832

RAN binding protein 2 - CGNC Symbol 

50838 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(985,45)" 1967 false 2.19 2173

ENSGALP00000005013 CID 29 - 35

core-binding factor beta subunit - CGNC 

Symbol 2299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(985,45)" 1967 true 2.19 2174

ENSGALP00000010325 CID 330 - 336

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(985,52)" 628 2175

ENSGALP00000039050 CID 236 - 243

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(985,53)" 1154 2176

ENSGALP00000002373 CID 516 - 524

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(985,53)" 4907 true 0.7 2177



ENSGALP00000002634 CID 62 - 70 nucleoporin 88kDa - CGNC Symbol 1204 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(985,57)" 8757 2178

ENSGALP00000023866 CID 1,338 - 1,345

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(985,57)" 8757 2179

ENSGALP00000016337 CID 2,152 - 2,159

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(985,58)" 21834 2180

ENSGALP00000009960 CID 93 - 101

ribosomal protein L13 - CGNC Symbol 

49509 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(985,58)" 21834 true 0.56 2181

ENSGALP00000010358 CID 235 - 243

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(985,58)" 21834 false 2182

ENSGALP00000012471 CID 88 - 95

nucleophosmin/nucleoplasmin 3 - CGNC 

Symbol 5822 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(985,58)" 4227 true 0.84 2183

ENSGALP00000016490 CID 2,039 - 2,046

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(985,58)" 11409 2184



ENSGALP00000023294 CID 627 - 634

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(985,58)" 5082 false 2185

ENSGALP00000024326 CID 412 - 419

PC4 and SFRS1 interacting protein 1 - CGNC 

Symbol 54295 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(986,50)" 10226 false 1.06 2186

ENSGALP00000001480 CID 282 - 288 myeloperoxidase - CGNC Symbol 50519 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(986,53)" 6267 2187

ENSGALP00000013710 CID 68 - 75

ribosomal protein L32 - CGNC Symbol 

50169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(986,53)" 4238 true 1.06 2188

ENSGALP00000014308 CID 393 - 400

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(986,54)" 13061 true 1.06 2189

ENSGALP00000023364 CID 172 - 180

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(986,56)" 8731 true 1.32 2190

ENSGALP00000039265 CID 27 - 34

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(986,56)" 13296 false 0.96 2191



ENSGALP00000003187 CID 56 - 64

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(986,57)" 41388 false 1.05 2192

ENSGALP00000025299 CID 145 - 152

C-terminal binding protein 1 - CGNC Symbol 

11723 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(986,57)" 41388 true 1.05 2193

ENSGALP00000003423 CID 1,036 - 1,043

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(986,57)" 8852 true 1.89 2194

ENSGALP00000003675 CID 2,769 - 2,776 Helicase SRCAP - CGNC Symbol 66016 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(986,58)" 19860 false 1.05 2195

ENSGALP00000026194 CID 454 - 462

primase (DNA) subunit 2 - CGNC Symbol 

12170 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(986,60)" 56332 false 1.06 2196

ENSGALP00000021795 CID 502 - 510 DNA ligase 1 - HGNC:6598 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(986,60)" 40371 false 1.89 2197

ENSGALP00000035502 CID 2-Sep

WD repeat domain 82 - CGNC Symbol 

50122 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(986,60)" 40371 false 2198



ENSGALP00000009960 CID 75 - 82

ribosomal protein L13 - CGNC Symbol 

49509 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(986,61)" 2359 true 0.74 2199

ENSGALP00000002244 CID 1,105 - 1,111

GRB10 interacting GYF protein 2 - CGNC 

Symbol 1024 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(986,61)" 2359 false 0.74 2200

ENSGALP00000004257 CID 1,262 - 1,270

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(986,61)" 2359 false 2201

ENSGALP00000009669 CID 203 - 209

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(986,61)" 2359 2202

ENSGALP00000001332 CID 162 - 168 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(987,42)" 7749 true 0.95 2203

ENSGALP00000000639 CID 45 - 52 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(987,49)" 19347 true 0.95 2204

ENSGALP00000019967 CID 121 - 129

alcohol dehydrogenase 5 (class III) chi 

polypeptide - CGNC Symbol 9300 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(987,52)" 11047 true 1.77 2205



ENSGALP00000009964 CID 2-Sep

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(987,53)" 3781 false 1.59 2206

ENSGALP00000035658 CID 1-Aug

paraspeckle component 1 - CGNC Symbol 

50884 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(987,53)" 1325 false 1.25 2207

ENSGALP00000022269 CID 1-Sep

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(987,53)" 1325 true 1.25 2208

ENSGALP00000008356 CID 2-Oct

NEDD8 activating enzyme E1 subunit 1 - 

CGNC Symbol 50078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(987,54)" 1823 false 1.76 2209

ENSGALP00000038753 CID 482 - 489 coronin 7 - CGNC Symbol 50317 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(987,54)" 2912 2210

ENSGALP00000024296 CID 517 - 524

HAUS augmin like complex subunit 6 - 

CGNC Symbol 53024 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(987,54)" 2912 false 2211

ENSGALP00000023352 CID 1,268 - 1,275

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(987,55)" 3045 false 1.77 2212



ENSGALP00000009213 CID 485 - 492

YTH domain family member 1 - CGNC 

Symbol 4283 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(987,56)" 2354 2213

ENSGALP00000007511 CID 281 - 289

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(987,56)" 6841 true 1.59 2214

ENSGALP00000027595 CID 278 - 285 nucleoporin 58kDa - CGNC Symbol 12853 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(987,56)" 25586 2215

ENSGALP00000001460 CID 101 - 108

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(987,56)" 8968 false 1.34 2216

ENSGALP00000034108 CID 489 - 497

pyruvate kinase muscle - CGNC Symbol 

1412 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(987,57)" 3224 true 1.34 2217

ENSGALP00000001332 CID 303 - 311 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(987,57)" 6662 true 1.59 2218

ENSGALP00000003584 CID 28 - 37 H3 histone family 3B - CGNC Symbol 49711 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(987,58)" 2985 false 2219



ENSGALP00000019333 CID Jun-14

ribosomal RNA processing 7 homolog A (S. 

cerevisiae) - CGNC Symbol 50643 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(988,55)" 18664 false 1.01 2220

ENSGALP00000031473 CID 51 - 59

pericentriolar material 1 - CGNC Symbol 

10199 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(988,55)" 3978 false 0.67 2221

ENSGALP00000000666 CID 595 - 601

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(988,55)" 3978 true 2.7 2222

ENSGALP00000013122 CID 421 - 429

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(988,55)" 24584 false 0.42 2223

ENSGALP00000023395 CID 737 - 744

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(988,55)" 24584 false 0.67 2224

ENSGALP00000023214 CID 651 - 657

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(988,55)" 2479 2225

ENSGALP00000000224 CID 211 - 217

proliferating cell nuclear antigen - CGNC 

Symbol 92 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(988,55)" 34232 true 0.81 2226



ENSGALP00000003898 CID 828 - 835 matrin 3 - CGNC Symbol 1772 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(988,55)" 6865 true 1.29 2227

ENSGALP00000020310 CID 381 - 388 SET binding factor 1 - CGNC Symbol 9447 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(988,59)" 5654 true 1.58 2228

ENSGALP00000004257 CID 336 - 342

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(988,60)" 1566 true 2.05 2229

ENSGALP00000042251 CID 108 - 117 endosulfine alpha - CGNC Symbol 23246 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(988,60)" 8885 false 2230

ENSGALP00000042547 CID 789 - 797

ADAM metallopeptidase domain 33 - CGNC 

Symbol 11979 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(988,60)" 3546 false 2231

ENSGALP00000015560 CID 175 - 182

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(988,60)" 3546 2232

ENSGALP00000041870 CID 227 - 235

Hsap of 4: HAUS augmin like complex 

subunit 4 - HGNC:20163 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(988,60)" 3546 false 2233



ENSGALP00000013963 CID 5-Dec

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(988,61)" 3263 true 0.86 2234

ENSGALP00000005013 CID 29 - 35

core-binding factor beta subunit - CGNC 

Symbol 2299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(989,50)" 11309 2235

ENSGALP00000027317 CID 448 - 455

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(989,51)" 52044 false 1.43 2236

ENSGALP00000012053 CID 1-Sep cathepsin Z - CGNC Symbol 5626 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(989,52)" 3444 true 18.96 2237

ENSGALP00000020445 CID 663 - 670

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(989,52)" 32834 true 1.98 2238

ENSGALP00000023352 CID 670 - 677

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(989,52)" 32834 true 1.98 2239

ENSGALP00000012731 CID 47 - 54

CD44 molecule (Indian blood group) - CGNC 

Symbol 5938 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(989,53)" 2772 true 1.37 2240



ENSGALP00000039734 CID 157 - 164

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(989,55)" 12668 true 1.2 2241

ENSGALP00000012245 CID 48 - 54

forty-two-three domain containing 1 - 

CGNC Symbol 5721 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(989,57)" 16644 2242

ENSGALP00000024509 CID 187 - 194

spleen tyrosine kinase - CGNC Symbol 

53036 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(989,58)" 2054 false 1.79 2243

ENSGALP00000010358 CID 235 - 243

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(989,60)" 11758 false 0.78 2244

ENSGALP00000009960 CID 93 - 101

ribosomal protein L13 - CGNC Symbol 

49509 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(989,60)" 11758 2245

ENSGALP00000013843 CID 1,285 - 1,293 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(989,60)" 11758 2246

ENSGALP00000013862 CID 590 - 597

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(989,61)" 368 2247



ENSGALP00000019398 CID 1,059 - 1,066

kinesin family member 15 - CGNC Symbol 

9023 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(990,45)" 2568 false 2248

ENSGALP00000023866 CID Dec-19

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(990,52)" 20151 true 0.71 2249

ENSGALP00000000509 CID 690 - 697

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(990,53)" 12447 true 1.11 2250

ENSGALP00000012993 CID 208 - 215

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(990,53)" 24797 true 1.09 2251

ENSGALP00000013710 CID 68 - 75

ribosomal protein L32 - CGNC Symbol 

50169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(990,55)" 4483 2252

ENSGALP00000000615 CID 428 - 435 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(990,57)" 4825 true 0.71 2253

ENSGALP00000003187 CID 56 - 64

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(990,58)" 50713 2254



ENSGALP00000025299 CID 145 - 152

C-terminal binding protein 1 - CGNC Symbol 

11723 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(990,58)" 50713 2255

ENSGALP00000016629 CID 129 - 136 peroxiredoxin 1 - CGNC Symbol 7794 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(990,58)" 2261 true 1.38 2256

ENSGALP00000023319 CID 428 - 435 catalase - CGNC Symbol 51998 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(990,59)" 13853 false 1 2257

ENSGALP00000013240 CID 1,212 - 1,220

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(990,59)" 13853 2258

ENSGALP00000023364 CID 172 - 180

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(990,59)" 13853 2259

ENSGALP00000023288 CID 32 - 40

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(990,60)" 14633 false 2260

ENSGALP00000020147 CID 711 - 719

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(990,60)" 14633 false 0.98 2261



ENSGALP00000008279 CID 64 - 72 mitochondrial carrier 2 - CGNC Symbol 3845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(990,60)" 14633 false 1.11 2262

ENSGALP00000019569 CID 353 - 361

suppression of tumorigenicity 13 (colon 

carcinoma) (Hsp70 interacting protein) - 

CGNC Symbol 50650 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(990,60)" 1734 false 0.8 2263

ENSGALP00000015892 CID 120 - 126

N(alpha)-acetyltransferase 15 NatA auxiliary 

subunit - CGNC Symbol 7432 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(990,61)" 4109 false 2264

ENSGALP00000026194 CID 454 - 462

primase (DNA) subunit 2 - CGNC Symbol 

12170 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(990,61)" 7649 2265

ENSGALP00000035502 CID 2-Sep

WD repeat domain 82 - CGNC Symbol 

50122 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(990,62)" 19351 true 0.3 2266

ENSGALP00000001332 CID 162 - 168 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(991,45)" 7353 2267

ENSGALP00000043135 CID 11,386 - 11,393 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(991,47)" 12032 false 2268



ENSGALP00000009642 CID 704 - 710

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(991,48)" 2430 true 0.92 2269

ENSGALP00000026180 CID 1,007 - 1,014 PHD finger protein 3 - CGNC Symbol 12162 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(991,52)" 18172 false 2270

ENSGALP00000000639 CID 45 - 52 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(991,52)" 18172 2271

ENSGALP00000016536 CID 568 - 575

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(991,53)" 5746 false 2272

ENSGALP00000019967 CID 121 - 129

alcohol dehydrogenase 5 (class III) chi 

polypeptide - CGNC Symbol 9300 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(991,55)" 8694 2273

ENSGALP00000041808 CID 1-Aug no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(991,55)" 1822 false 2274

ENSGALP00000001332 CID 303 - 311 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(991,60)" 12424 2275



ENSGALP00000016102 CID 979 - 987

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(992,46)" 5784 2276

ENSGALP00000013738 CID 128 - 134

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(992,53)" 66074 true 0.91 2277

ENSGALP00000003978 CID 336 - 343

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(992,54)" 10508 true 0.91 2278

ENSGALP00000004186 CID 366 - 373 annexin A11 - CGNC Symbol 52013 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(992,54)" 10508 false 0.91 2279

ENSGALP00000039265 CID 1,050 - 1,057

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(992,54)" 10508 true 0.91 2280

ENSGALP00000000666 CID 595 - 601

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(992,54)" 3905 true 2.9 2281

ENSGALP00000007997 CID 167 - 174

voltage-dependent anion channel 2 - CGNC 

Symbol 49348 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(992,56)" 34067 true 0.81 2282



ENSGALP00000015182 CID 663 - 671

RNA binding motif protein 25 - CGNC 

Symbol 7094 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(992,56)" 34067 2283

ENSGALP00000017049 CID 89 - 96

cytidine/uridine monophosphate kinase 1 - 

CGNC Symbol 7971 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(992,56)" 74120 true 1.29 2284

ENSGALP00000013122 CID 421 - 429

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(992,57)" 7432 2285

ENSGALP00000000810 CID 538 - 545

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(992,57)" 8881 false 0.31 2286

P04264 CID 410 - 417

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(992,57)" 8881 2287

ENSGALP00000003898 CID 828 - 835 matrin 3 - CGNC Symbol 1772 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(992,57)" 8881 2288

ENSGALP00000018652 CID 261 - 267

actin related protein 2/3 complex subunit 2 

34kDa - CGNC Symbol 8704 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(992,58)" 8957 true 1.01 2289



ENSGALP00000020310 CID 381 - 388 SET binding factor 1 - CGNC Symbol 9447 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(992,62)" 6514 2290

ENSGALP00000040722 CID 241 - 248

nicotinamide nucleotide 

adenylyltransferase 1 - HGNC:17877 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(992,62)" 3082 2291

ENSGALP00000013963 CID 5-Dec

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(992,62)" 1550 2292

ENSGALP00000012731 CID 47 - 54

CD44 molecule (Indian blood group) - CGNC 

Symbol 5938 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(993,54)" 3689 2293

ENSGALP00000001456 CID 359 - 367

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(993,54)" 11243 2294

ENSGALP00000020445 CID 1,393 - 1,400

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(993,54)" 11243 2295

ENSGALP00000023352 CID 670 - 677

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(993,54)" 82112 2296



ENSGALP00000020445 CID 663 - 670

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(993,54)" 82112 2297

ENSGALP00000020530 CID 51 - 58

chromosome 9 open reading frame 64 - 

HGNC:28144 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(993,54)" 35838 true 1.15 2298

ENSGALP00000003130 CID 293 - 300

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(993,54)" 61634 2299

ENSGALP00000012641 CID 1,937 - 1,944 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(993,57)" 56530 false 2300

ENSGALP00000027078 CID 965 - 972

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(993,57)" 56530 2301

ENSGALP00000040662 CID 230 - 237 inositol monophosphatase 1 - HGNC:6050 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(993,57)" 56530 2302

ENSGALP00000037524 CID 167 - 174 tubulin alpha 4a - CGNC Symbol 65758 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(993,58)" 9206 false 2303



ENSGALP00000018454 CID 178 - 185 tubulin alpha 4b - CGNC Symbol 65790 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(993,58)" 9206 false 2304

ENSGALP00000016978 CID 157 - 164

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(993,58)" 9206 false 2305

ENSGALP00000009709 CID 264 - 271

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(993,58)" 111162 true 0.65 2306

ENSGALP00000004641 CID 846 - 853

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(993,58)" 111162 false 0.2 2307

ENSGALP00000029993 CID 127 - 133

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(994,51)" 2012 true 0.1 2308

ENSGALP00000000509 CID 690 - 697

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(994,55)" 13863 2309

ENSGALP00000011770 CID 770 - 776

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(994,56)" 33242 true 0.84 2310



ENSGALP00000027534 CID 804 - 811

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(994,57)" 4384 true 0.73 2311

ENSGALP00000003423 CID 1,036 - 1,043

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(994,62)" 10450 true 1.89 2312

ENSGALP00000043396 CID 815 - 821

DNA (cytosine-5-)-methyltransferase 1 - 

HGNC:2976 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(994,62)" 10450 false 2313

ENSGALP00000019634 CID 695 - 702

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(995,49)" 12172 true 1.23 2314

ENSGALP00000043342 CID 480 - 487

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(995,49)" 4731 true 1.23 2315

ENSGALP00000008824 CID 108 - 115

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(995,56)" 15661 true 2.4 2316

ENSGALP00000035658 CID 115 - 122

paraspeckle component 1 - CGNC Symbol 

50884 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(995,56)" 15661 true 0.83 2317



ENSGALP00000014105 CID 185 - 192

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(995,59)" 1719 2318

ENSGALP00000027078 CID 1,405 - 1,412

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(995,59)" 1719 false 2319

ENSGALP00000006523 CID 274 - 282

cell division cycle and apoptosis regulator 1 - 

CGNC Symbol 52027 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(995,59)" 1719 2320

ENSGALP00000001460 CID 101 - 108

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(995,61)" 12873 true 1.34 2321

ENSGALP00000039235 CID 195 - 202

cold shock domain containing E1 - CGNC 

Symbol 51115 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(996,51)" 1874 true 0.94 2322

ENSGALP00000012605 CID Dec-19

pescadillo ribosomal biogenesis factor 1 - 

CGNC Symbol 5881 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(996,53)" 33414 true 0.78 2323

ENSGALP00000010888 CID 126 - 132

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(996,54)" 222510 true 0.89 2324



ENSGALP00000006578 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(996,54)" 222510 true 0.89 2325

ENSGALP00000028746 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(996,54)" 222510 true 0.89 2326

ENSGALP00000015366 CID 228 - 235

peptidylprolyl isomerase D - CGNC Symbol 

7186 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(996,55)" 5034 true 0.81 2327

ENSGALP00000003978 CID 336 - 343

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(996,55)" 7679 2328

ENSGALP00000039265 CID 1,050 - 1,057

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(996,55)" 7679 2329

ENSGALP00000004186 CID 366 - 373 annexin A11 - CGNC Symbol 52013 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(996,55)" 7679 2330

ENSGALP00000013738 CID 128 - 134

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(996,56)" 67902 2331



ENSGALP00000027317 CID 408 - 415

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(996,57)" 3373 true 1.57 2332

ENSGALP00000017049 CID 89 - 96

cytidine/uridine monophosphate kinase 1 - 

CGNC Symbol 7971 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(996,59)" 101765 2333

ENSGALP00000000666 CID 595 - 601

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(996,59)" 24842 true 2.9 2334

ENSGALP00000000224 CID 211 - 217

proliferating cell nuclear antigen - CGNC 

Symbol 92 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(996,60)" 51183 true 0.86 2335

ENSGALP00000023635 CID 540 - 548 lamin B1 - CGNC Symbol 10893 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(997,49)" 2987 true 0.74 2336

ENSGALP00000005991 CID 513 - 520

Sad1 and UNC84 domain containing 1 - 

CGNC Symbol 2766 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(997,49)" 25447 false 2.81 2337

ENSGALP00000024710 CID 36 - 43

ribosomal protein L24 - CGNC Symbol 

50756 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(997,49)" 25447 true 0.3 2338



ENSGALP00000042074 CID 3-Sep

upstream binding transcription factor RNA 

polymerase I - CGNC Symbol 63361 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(997,52)" 20348 true 0.74 2339

ENSGALP00000016447 CID 194 - 200 ribosomal protein S8 - CGNC Symbol 52222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(997,54)" 3162 true 1.35 2340

ENSGALP00000001565 CID 340 - 347

discs large (Drosophila) homolog-associated 

protein 4 - CGNC Symbol 708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(997,54)" 3162 false 2341

ENSGALP00000020530 CID 51 - 58

chromosome 9 open reading frame 64 - 

HGNC:28144 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(997,57)" 38410 2342

ENSGALP00000039734 CID 157 - 164

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(997,59)" 14731 true 1.2 2343

ENSGALP00000026392 CID 93 - 100 ribosomal protein S7 - CGNC Symbol 51562 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(997,60)" 2362 true 0.92 2344

ENSGALP00000004641 CID 846 - 853

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(997,61)" 69810 true 3.97 2345



ENSGALP00000009709 CID 264 - 271

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(997,61)" 69810 2346

ENSGALP00000020147 CID 87 - 93

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(998,51)" 24801 true 1.82 2347

ENSGALP00000029993 CID 127 - 133

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(998,54)" 1750 2348

ENSGALP00000028283 CID 103 - 110

coactosin-like F-actin binding protein 1 - 

CGNC Symbol 54450 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(998,61)" 24069 true 0.73 2349

ENSGALP00000005619 CID 35 - 43

polyamine oxidase (exo-N4-amino) - CGNC 

Symbol 65340 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(998,61)" 24069 false 2.01 2350

ENSGALP00000016629 CID 129 - 136 peroxiredoxin 1 - CGNC Symbol 7794 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(998,62)" 1160 true 1.38 2351

ENSGALP00000019634 CID 695 - 702

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(999,51)" 16856 2352



ENSGALP00000002197 CID 657 - 664 gelsolin - CGNC Symbol 49472 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(999,53)" 3776 false 1.23 2353

ENSGALP00000013843 CID 1,308 - 1,315 THO complex 2 - CGNC Symbol 6452 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(999,54)" 1304 false 2354

ENSGALP00000001909 CID 1,450 - 1,458

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1000,53)" 2247 false 0.82 2355

ENSGALP00000039235 CID 195 - 202

cold shock domain containing E1 - CGNC 

Symbol 51115 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1000,55)" 2328 2356

ENSGALP00000009939 CID 2,313 - 2,320

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1000,55)" 1956 false 1.74 2357

ENSGALP00000012605 CID Dec-19

pescadillo ribosomal biogenesis factor 1 - 

CGNC Symbol 5881 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1000,55)" 28679 2358

ENSGALP00000022023 CID 504 - 511 nucleoporin 98kDa - CGNC Symbol 10169 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1000,56)" 1555 false 0.77 2359



ENSGALP00000042479 CID 161 - 169

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1000,56)" 1555 false 0.18 2360

ENSGALP00000027541 CID 89 - 96

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1000,58)" 80705 false 2361

ENSGALP00000026663 CID 269 - 277

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1000,59)" 7408 false 2362

ENSGALP00000010510 CID 602 - 609

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1000,59)" 7408 false 2363

ENSGALP00000027317 CID 408 - 415

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1000,59)" 9438 2364

ENSGALP00000007680 CID 262 - 270 ribosomal protein L6 - CGNC Symbol 48978 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1000,59)" 18061 false 2365

ENSGALP00000041243 CID 1-Sep

histidine triad nucleotide binding protein 2 - 

CGNC Symbol 64012 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1000,59)" 18061 2366



ENSGALP00000040890 CID 463 - 470

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1001,50)" 1191 true 1.89 2367

ENSGALP00000008882 CID 628 - 634

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1001,52)" 9649 false 2368

ENSGALP00000029322 CID 121 - 129

Hsap of 9: RBM14-RBM4 readthrough - 

HGNC:38840 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1001,52)" 9649 false 1.89 2369

ENSGALP00000009964 CID 2-Sep

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1001,52)" 9649 2370

ENSGALP00000000316 CID 47 - 54 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1001,53)" 7170 2371

ENSGALP00000002235 CID 53 - 60 stathmin 1 - CGNC Symbol 49630 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1001,55)" 17480 true 0.2 2372

ENSGALP00000042074 CID 3-Sep

upstream binding transcription factor RNA 

polymerase I - CGNC Symbol 63361 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1001,55)" 24696 2373



ENSGALP00000018179 CID 504 - 512

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1001,58)" 26377 true 1.21 2374

ENSGALP00000016447 CID 194 - 200 ribosomal protein S8 - CGNC Symbol 52222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1001,58)" 9045 2375

ENSGALP00000003908 CID 381 - 388

Gallus gallus ring finger protein 123 

(RNF123) mRNA. - RefSeq mRNA 

NM_001293314 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1001,62)" 1532 false 2376

ENSGALP00000026392 CID 93 - 100 ribosomal protein S7 - CGNC Symbol 51562 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1001,62)" 1722 2377

ENSGALP00000000224 CID 54 - 61

proliferating cell nuclear antigen - CGNC 

Symbol 92 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1002,44)" 55710 true 0.58 2378

ENSGALP00000003888 CID 400 - 407 cell division cycle 73 - CGNC Symbol 1766 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1002,52)" 1716 2379

ENSGALP00000013843 CID 511 - 517 THO complex 2 - CGNC Symbol 6452 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1002,52)" 28427 true 0.86 2380



ENSGALP00000016536 CID 687 - 694

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1002,54)" 41196 true 0.96 2381

ENSGALP00000020147 CID 87 - 93

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1002,54)" 23064 2382

ENSGALP00000009819 CID 203 - 211 PHD finger protein 6 - CGNC Symbol 4572 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1002,57)" 279548 false 2383

ENSGALP00000018987 CID 126 - 133 t-complex 1 - CGNC Symbol 8842 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1002,57)" 878 false 2384

ENSGALP00000018498 CID 173 - 181

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1002,57)" 797 2385

ENSGALP00000037522 CID 17 - 24

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1002,57)" 45848 false 0.96 2386

ENSGALP00000001693 CID 553 - 560

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1002,58)" 452035 2387



ENSGALP00000002409 CID 48 - 54

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1003,46)" 8870 true 1.08 2388

ENSGALP00000011700 CID 217 - 223

nucleotide binding protein 1 - CGNC Symbol 

5471 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1003,51)" 4177 true 0.5 2389

ENSGALP00000014097 CID 45 - 52

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1003,55)" 1325 false 2390

ENSGALP00000020445 CID 803 - 810

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1003,56)" 2692 true 1.36 2391

ENSGALP00000013843 CID 1,308 - 1,315 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1003,56)" 43521 2392

ENSGALP00000037708 CID 37 - 44

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1003,58)" 2092 false 2393

ENSGALP00000043135 CID 8,480 - 8,487 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1003,58)" 2092 false 2394



ENSGALP00000043162 CID 33 - 40 CDGSH iron sulfur domain 2 - HGNC:24212 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1003,58)" 2337 2395

ENSGALP00000022545 CID 655 - 663

BCL2-associated transcription factor 1 - 

CGNC Symbol 64987 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1003,59)" 1709 2396

ENSGALP00000008824 CID 108 - 115

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1003,60)" 36639 false 2397

ENSGALP00000013843 CID 1,308 - 1,315 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1003,61)" 4457 false 0.78 2398

ENSGALP00000002442 CID 74 - 81

chromosome 17 open reading frame 62 - 

HGNC:28672 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1003,61)" 4457 false 2399

ENSGALP00000037708 CID 37 - 44

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1003,62)" 5266 true 1.23 2400

ENSGALP00000023936 CID 402 - 410

3-hydroxy-3-methylglutaryl-CoA synthase 1 

(soluble) - CGNC Symbol 49779 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1003,62)" 3157 false 2401



ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1004,47)" 54780 true 1.37 2402

ENSGALP00000015988 CID 21 - 30

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1004,47)" 54780 true 1.37 2403

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1004,47)" 54780 true 1.37 2404

ENSGALP00000024078 CID 185 - 192 WD repeat domain 1 - CGNC Symbol 11108 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1004,50)" 32171 true 0.94 2405

ENSGALP00000013029 CID 124 - 131

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1004,54)" 1854 false 1.64 2406

ENSGALP00000007101 CID 591 - 598

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1004,54)" 1854 true 0.73 2407

ENSGALP00000032358 CID 321 - 328

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1004,55)" 19333 false 0.36 2408



ENSGALP00000004417 CID 256 - 265

phosphogluconate dehydrogenase - CGNC 

Symbol 2017 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1004,55)" 19333 false 2409

ENSGALP00000026858 CID 295 - 302

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1004,56)" 17924 true 0.69 2410

ENSGALP00000012641 CID 957 - 964 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1004,56)" 17924 false 11.58 2411

ENSGALP00000004425 CID 192 - 199

metastasis associated 1 - CGNC Symbol 

53548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1004,56)" 17924 false 11.58 2412

ENSGALP00000023395 CID 737 - 744

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1004,56)" 17924 false 11.58 2413

ENSGALP00000006965 CID 37 - 44

VPS35 retromer complex component - 

CGNC Symbol 3222 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1004,56)" 17924 false 11.58 2414

ENSGALP00000015366 CID 228 - 235

peptidylprolyl isomerase D - CGNC Symbol 

7186 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1004,59)" 40956 true 1.43 2415



ENSGALP00000007680 CID 262 - 270 ribosomal protein L6 - CGNC Symbol 48978 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1004,59)" 13449 2416

ENSGALP00000010800 CID 159 - 166

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1004,61)" 2563 false 2417

ENSGALP00000040890 CID 463 - 470

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1005,54)" 11736 2418

ENSGALP00000021055 CID 671 - 678 dynamin 1-like - CGNC Symbol 9791 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1005,54)" 461 false 2419

ENSGALP00000002508 CID 855 - 864

Gallus gallus SIN3 transcription regulator 

family member A (SIN3A) mRNA. - RefSeq 

mRNA NM_001293184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1005,54)" 461 false 2420

ENSGALP00000005832 CID 716 - 723 nucleoporin 155kDa - CGNC Symbol 2697 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1005,54)" 461 false 1.49 2421

ENSGALP00000024710 CID 36 - 43

ribosomal protein L24 - CGNC Symbol 

50756 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1005,54)" 7754 true 0.3 2422



ENSGALP00000003675 CID 2,309 - 2,317 Helicase SRCAP - CGNC Symbol 66016 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1005,56)" 10788 2423

ENSGALP00000011008 CID 822 - 829

lysine methyltransferase 2A - CGNC Symbol 

49942 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1005,59)" 10775 false 2424

ENSGALP00000006816 CID 85 - 93

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1005,61)" 67780 false 0.45 2425

ENSGALP00000026180 CID 1,361 - 1,368 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1005,61)" 67780 false 0.99 2426

ENSGALP00000000224 CID 54 - 61

proliferating cell nuclear antigen - CGNC 

Symbol 92 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1006,47)" 32148 2427

ENSGALP00000013843 CID 511 - 517 THO complex 2 - CGNC Symbol 6452 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1006,53)" 11896 2428

ENSGALP00000002862 CID 207 - 214

arginyl-tRNA synthetase - CGNC Symbol 

1305 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1006,53)" 7944 true 1.81 2429



ENSGALP00000019398 CID 990 - 997

kinesin family member 15 - CGNC Symbol 

9023 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1006,54)" 1444 false 1.05 2430

ENSGALP00000016536 CID 687 - 694

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1006,56)" 45240 2431

ENSGALP00000003035 CID 436 - 443

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1006,57)" 3840 true 1.12 2432

ENSGALP00000010754 CID 195 - 202

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1006,58)" 1669 false 2433

ENSGALP00000012293 CID 135 - 142

ribosomal protein L35a - CGNC Symbol 

5744 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1006,58)" 7990 true 1.12 2434

ENSGALP00000038037 CID 448 - 455

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1006,59)" 1269 false 2435

ENSGALP00000016447 CID 185 - 193 ribosomal protein S8 - CGNC Symbol 52222 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1007,53)" 1863 true 1.13 2436



ENSGALP00000035595 CID 90 - 96

40S ribosomal protein S11 - Refseq 

NP_001026004 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1007,54)" 3875 true 2.81 2437

ENSGALP00000020310 CID 1,395 - 1,403 SET binding factor 1 - CGNC Symbol 9447 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1007,57)" 15889 false 1.63 2438

ENSGALP00000038155 CID 79 - 87

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1007,57)" 15889 2439

ENSGALP00000008128 CID 1,117 - 1,124 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1007,60)" 1282 false 2440

ENSGALP00000042171 CID 141 - 148 transgelin 2 - CGNC Symbol 65718 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1007,61)" 4993 2441

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1008,50)" 74016 2442

ENSGALP00000015988 CID 21 - 30

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1008,50)" 74016 2443



ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1008,50)" 74016 2444

ENSGALP00000015892 CID 13 - 20

N(alpha)-acetyltransferase 15 NatA auxiliary 

subunit - CGNC Symbol 7432 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1008,51)" 1176 2445

ENSGALP00000003646 CID 53 - 61

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1008,52)" 2991 true 1.11 2446

ENSGALP00000024078 CID 185 - 192 WD repeat domain 1 - CGNC Symbol 11108 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1008,52)" 28776 2447

ENSGALP00000013029 CID 124 - 131

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1008,56)" 4682 2448

ENSGALP00000026858 CID 295 - 302

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1008,57)" 11079 2449

ENSGALP00000032358 CID 321 - 328

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1008,57)" 11079 false 2.4 2450



ENSGALP00000004417 CID 256 - 265

phosphogluconate dehydrogenase - CGNC 

Symbol 2017 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1008,59)" 11522 false 0.91 2451

ENSGALP00000006414 CID 16 - 23

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1008,60)" 674 false 2452

ENSGALP00000008311 CID 554 - 561

SEC24 family member C - CGNC Symbol 

3857 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1008,61)" 6445 2453

ENSGALP00000014317 CID 103 - 111

isocitrate dehydrogenase 1 (NADP+) soluble 

- CGNC Symbol 6693 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1008,62)" 51424 2454

ENSGALP00000035366 CID 141 - 149

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1008,62)" 51424 2455

ENSGALP00000010510 CID 602 - 609

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1008,63)" 1246 true 0.31 2456

ENSGALP00000000666 CID 52 - 60

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1009,53)" 4437 true 1.37 2457



ENSGALP00000027541 CID 58 - 65

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1009,55)" 96671 true 1.3 2458

ENSGALP00000006816 CID 85 - 93

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1009,61)" 21937 2459

ENSGALP00000002235 CID 53 - 60 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1009,63)" 1103 false 2460

ENSGALP00000014939 CID 16 - 23

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1010,42)" 2002 true 1.2 2461

ENSGALP00000033584 CID 169 - 176

ras homolog family member A - CGNC 

Symbol 49322 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1010,50)" 3050 true 1.17 2462

ENSGALP00000002862 CID 207 - 214

arginyl-tRNA synthetase - CGNC Symbol 

1305 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1010,55)" 11455 2463

ENSGALP00000003035 CID 436 - 443

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1010,60)" 4305 2464



ENSGALP00000040821 CID 30 - 39

microtubule associated protein RP/EB 

family member 3 - HGNC:6892 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1010,60)" 4305 2465

ENSGALP00000035595 CID 90 - 96

40S ribosomal protein S11 - Refseq 

NP_001026004 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1011,55)" 40067 2466

ENSGALP00000009213 CID 383 - 389

YTH domain family member 1 - CGNC 

Symbol 4283 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1011,55)" 40067 false 1.28 2467

ENSGALP00000011071 CID 390 - 398

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1011,55)" 866 2468

ENSGALP00000041673 CID 23 - 30 Surfeit locus protein 4 - UP Q800K9 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1011,58)" 6006 true 1.02 2469

ENSGALP00000029968 CID Nov-19 ribosomal protein L3 - CGNC Symbol 50654 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1011,58)" 8903 true 1.34 2470

ENSGALP00000016196 CID 73 - 82

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1011,58)" 1908 true 0.71 2471



ENSGALP00000004889 CID 241 - 249

proline synthetase co-transcribed homolog 

(bacterial) - CGNC Symbol 2245 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1011,58)" 12417 2472

ENSGALP00000018335 CID 141 - 148

TBC1 domain family member 5 - CGNC 

Symbol 8548 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1011,59)" 8943 2473

ENSGALP00000020445 CID 803 - 810

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1011,61)" 1627 true 1.11 2474

ENSGALP00000009608 CID 1-Aug

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily b member 1 - CGNC Symbol 4462 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1012,47)" 671 true 1.2 2475

ENSGALP00000009605 CID 210 - 217

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1012,51)" 6886 true 1.05 2476

ENSGALP00000008863 CID 205 - 211

transmembrane 9 superfamily member 3 - 

CGNC Symbol 4123 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1012,52)" 3171 true 0.95 2477

ENSGALP00000035514 CID 571 - 578 protein kinase C delta - CGNC Symbol 50113 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1012,53)" 23547 true 0.41 2478



ENSGALP00000003646 CID 53 - 61

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1012,55)" 3331 2479

ENSGALP00000019040 CID 48 - 55 nucleoporin 205kDa - CGNC Symbol 8864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1012,56)" 1962 true 1.36 2480

ENSGALP00000004437 CID 108 - 116

ribosomal protein S10 - CGNC Symbol 

51122 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1012,56)" 26786 true 0.6 2481

ENSGALP00000010325 CID 368 - 376

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1012,60)" 93003 false 1.36 2482

ENSGALP00000026663 CID 53 - 61

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1012,62)" 15095 true 1.36 2483

ENSGALP00000012163 CID 871 - 877

transcription elongation regulator 1 - CGNC 

Symbol 5680 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1013,48)" 1481 true 1.12 2484

ENSGALP00000000666 CID 52 - 60

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1013,55)" 5057 2485



ENSGALP00000018616 CID 28 - 36

leukotriene A4 hydrolase - CGNC Symbol 

8686 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1013,55)" 71423 true 1.25 2486

ENSGALP00000014939 CID 16 - 23

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1014,45)" 4028 2487

ENSGALP00000020147 CID 409 - 416

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1014,50)" 223498 true 0.71 2488

ENSGALP00000007833 CID 329 - 336

myelin expression factor 2 - CGNC Symbol 

49981 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1014,51)" 26341 true 0.95 2489

ENSGALP00000012170 CID 101 - 109 aminopeptidase-like 1 - CGNC Symbol 5683 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1014,51)" 7066 true 1.64 2490

ENSGALP00000033584 CID 169 - 176

ras homolog family member A - CGNC 

Symbol 49322 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1014,52)" 3583 2491

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1014,53)" 10898 true 0.5 2492



ENSGALP00000001510 CID 379 - 387

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1014,57)" 1318 false 0.97 2493

ENSGALP00000016696 CID 556 - 564 YLP motif containing 1 - CGNC Symbol 7819 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1014,57)" 1318 false 0.97 2494

ENSGALP00000039326 CID 152 - 160 ribosomal protein L19 - CGNC Symbol 1159 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1014,57)" 1318 true 0.97 2495

ENSGALP00000003089 CID 218 - 225

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1014,57)" 1545 false 0.97 2496

ENSGALP00000015176 CID 203 - 210

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1014,58)" 3232 2497

ENSGALP00000014308 CID 442 - 449

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1015,43)" 15163 true 0.83 2498

ENSGALP00000009487 CID 419 - 426 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1015,52)" 22053 true 1 2499



ENSGALP00000039265 CID 102 - 109

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1015,55)" 19541 true 0.76 2500

ENSGALP00000015171 CID 387 - 394 Obg-like ATPase 1 - CGNC Symbol 7087 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1015,56)" 1370 false 2501

ENSGALP00000043196 CID 586 - 593

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1015,57)" 5474 false 2502

ENSGALP00000034557 CID 123 - 130 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1015,57)" 3094 false 2503

ENSGALP00000025937 CID 528 - 536

eukaryotic translation elongation factor 1 

delta (guanine nucleotide exchange protein) 

- CGNC Symbol 12059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1015,58)" 1194 false 2504

ENSGALP00000008578 CID 751 - 759

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1015,59)" 7499 true 1.17 2505

ENSGALP00000035658 CID 134 - 142

paraspeckle component 1 - CGNC Symbol 

50884 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1015,59)" 7499 false 2506



ENSGALP00000003584 CID 28 - 37 H3 histone family 3B - CGNC Symbol 49711 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1015,59)" 2970 false 2507

ENSGALP00000004048 CID 1,241 - 1,248 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1015,60)" 11770 false 2508

ENSGALP00000041673 CID 23 - 30 Surfeit locus protein 4 - UP Q800K9 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1015,60)" 9407 2509

ENSGALP00000029968 CID Nov-19 ribosomal protein L3 - CGNC Symbol 50654 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1015,60)" 8347 2510

ENSGALP00000024283 CID 66 - 73 ribosomal protein S6 - CGNC Symbol 49670 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1016,50)" 33800 true 0.74 2511

ENSGALP00000009608 CID 1-Aug

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily b member 1 - CGNC Symbol 4462 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1016,51)" 1750 true 1.2 2512

ENSGALP00000009605 CID 210 - 217

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1016,53)" 7249 2513



ENSGALP00000004046 CID 30 - 37

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1016,54)" 134769 true 0.7 2514

ENSGALP00000022023 CID 504 - 511 nucleoporin 98kDa - CGNC Symbol 10169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1016,54)" 105724 false 2515

ENSGALP00000005505 CID 72 - 79

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1016,55)" 1824 true 1.2 2516

ENSGALP00000035514 CID 571 - 578 protein kinase C delta - CGNC Symbol 50113 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1016,55)" 8422 2517

ENSGALP00000027030 CID 18 - 26

ribosomal protein L31 - CGNC Symbol 

50833 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1016,57)" 39362 true 0.8 2518

ENSGALP00000038155 CID 197 - 204

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1016,57)" 5758 false 1.1 2519

ENSGALP00000040974 CID 896 - 904

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1016,58)" 1912 false 2520



ENSGALP00000004437 CID 108 - 116

ribosomal protein S10 - CGNC Symbol 

51122 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1016,58)" 14211 2521

ENSGALP00000039157 CID 160 - 167 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1016,60)" 62773 false 2522

ENSGALP00000005944 CID 630 - 636

phospholipase C gamma 1 - CGNC Symbol 

50935 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1017,45)" 1550 2523

ENSGALP00000007728 CID 138 - 144

Y box binding protein 1 - CGNC Symbol 

3598 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1017,50)" 91610 true 0.49 2524

ENSGALP00000033366 CID 113 - 120

leukocyte ribonuclease A-2 - CGNC Symbol 

52020 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1017,50)" 9071 2525

ENSGALP00000012163 CID 871 - 877

transcription elongation regulator 1 - CGNC 

Symbol 5680 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1017,51)" 1665 2526

ENSGALP00000018616 CID 28 - 36

leukotriene A4 hydrolase - CGNC Symbol 

8686 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1017,58)" 90782 2527



ENSGALP00000026345 CID 20 - 28

acid phosphatase 1 soluble - CGNC Symbol 

12245 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1017,58)" 29592 true 1.64 2528

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1017,60)" 1679616 true 1.64 2529

ENSGALP00000019967 CID 331 - 338

alcohol dehydrogenase 5 (class III) chi 

polypeptide - CGNC Symbol 9300 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1017,60)" 6435 true 0.77 2530

ENSGALP00000020147 CID 409 - 416

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1018,52)" 160011 2531

ENSGALP00000014939 CID 386 - 393

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1018,53)" 8132 true 0.78 2532

ENSGALP00000012170 CID 101 - 109 aminopeptidase-like 1 - CGNC Symbol 5683 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1018,54)" 8932 2533

ENSGALP00000014265 CID 75 - 82

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1018,54)" 11158 true 1.24 2534



ENSGALP00000036720 CID 3,665 - 3,672

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1018,57)" 2370 true 0.71 2535

ENSGALP00000020445 CID 738 - 745

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1018,57)" 5433 true 1.06 2536

ENSGALP00000039623 CID 174 - 181

retention in endoplasmic reticulum sorting 

receptor 1 - CGNC Symbol 14680 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1018,57)" 2016 false 2537

ENSGALP00000003089 CID 218 - 225

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1018,60)" 2220 2538

ENSGALP00000039326 CID 152 - 160 ribosomal protein L19 - CGNC Symbol 1159 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1018,60)" 1039 2539

ENSGALP00000027317 CID 819 - 826

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1018,62)" 2716 2540

ENSGALP00000009487 CID 419 - 426 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1019,52)" 2121 true 7.04 2541



ENSGALP00000009933 CID 181 - 188

heterogeneous nuclear ribonucleoprotein 

A0 - CGNC Symbol 4621 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1019,56)" 4078 true 1.49 2542

ENSGALP00000042479 CID 145 - 153

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1019,56)" 4859 false 0.97 2543

ENSGALP00000010214 CID 79 - 86

Gallus gallus macrophage migration 

inhibitory factor (glycosylation-inhibiting 

factor) (MIF) mRNA. - RefSeq mRNA 

NM_001305091 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1019,57)" 4811 true 0.48 2544

ENSGALP00000004641 CID 1,013 - 1,020

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1019,58)" 1459 false 2545

ENSGALP00000034557 CID 123 - 130 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1019,59)" 33726 true 1.76 2546

ENSGALP00000003342 CID Dec-19

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1019,60)" 103379 false 2547

ENSGALP00000013190 CID Dec-19

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1019,60)" 103379 false 2548



ENSGALP00000000670 CID 272 - 279

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1019,61)" 11837 false 1.76 2549

ENSGALP00000008578 CID 751 - 759

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1019,61)" 8754 2550

ENSGALP00000027595 CID 278 - 285 nucleoporin 58kDa - CGNC Symbol 12853 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1019,61)" 8754 2551

ENSGALP00000024283 CID 66 - 73 ribosomal protein S6 - CGNC Symbol 49670 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1020,54)" 13862 2552

ENSGALP00000005505 CID 72 - 79

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1020,56)" 2194 2553

ENSGALP00000015560 CID 68 - 75

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1020,58)" 12966 2554

ENSGALP00000027030 CID 18 - 26

ribosomal protein L31 - CGNC Symbol 

50833 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1020,60)" 36690 2555



ENSGALP00000015409 CID 744 - 751 actinin alpha 1 - CGNC Symbol 48956 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1021,49)" 19091 true 1.55 2556

ENSGALP00000007728 CID 138 - 144

Y box binding protein 1 - CGNC Symbol 

3598 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1021,53)" 46443 2557

ENSGALP00000015128 CID 159 - 166 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1021,57)" 33674 true 1.22 2558

ENSGALP00000015002 CID 1-Nov

ATPase H+ transporting lysosomal 16kDa V0 

subunit c - CGNC Symbol 7004 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1021,57)" 33674 false 1.22 2559

ENSGALP00000023081 CID 211 - 219

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1021,59)" 7220 true 0.23 2560

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1021,59)" 68063 true 1.44 2561

ENSGALP00000012641 CID 1,862 - 1,869 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1021,60)" 695666 2562



ENSGALP00000026345 CID 20 - 28

acid phosphatase 1 soluble - CGNC Symbol 

12245 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1021,60)" 14350 2563

ENSGALP00000027541 CID 58 - 65

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1021,62)" 123022 true 1.3 2564

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1021,63)" 97864 2565

ENSGALP00000016080 CID 982 - 989

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1022,52)" 2785 true 0.83 2566

ENSGALP00000012053 CID 191 - 200 cathepsin Z - CGNC Symbol 5626 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1022,54)" 24092 true 0.46 2567

ENSGALP00000032358 CID 655 - 663

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1022,54)" 24092 false 0.46 2568

ENSGALP00000014265 CID 75 - 82

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1022,56)" 13844 2569



ENSGALP00000002828 CID 400 - 408

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1022,57)" 6385 2570

ENSGALP00000020874 CID 182 - 190

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1022,59)" 3119 2571

ENSGALP00000024710 CID 28 - 35

ribosomal protein L24 - CGNC Symbol 

50756 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1022,59)" 15391 true 0.36 2572

ENSGALP00000012472 CID 409 - 416 nucleolin - CGNC Symbol 5823 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1022,60)" 856 true 0.95 2573

ENSGALP00000040638 CID 893 - 900 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1022,60)" 10223 false 0.7 2574

P35908 CID 406 - 414

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1022,62)" 585 false 2575

ENSGALP00000015741 CID 232 - 239

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1023,50)" 76576 true 1.07 2576



ENSGALP00000023115 CID 60 - 67

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1023,52)" 8244 false 2577

ENSGALP00000027519 CID 26 - 33

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1023,56)" 115165 false 1.76 2578

ENSGALP00000017462 CID 58 - 65

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1023,56)" 115165 false 1.54 2579

ENSGALP00000009487 CID 419 - 426 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1023,57)" 19651 true 7.04 2580

ENSGALP00000008171 CID 339 - 346

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1023,57)" 3443 true 0.85 2581

ENSGALP00000009933 CID 181 - 188

heterogeneous nuclear ribonucleoprotein 

A0 - CGNC Symbol 4621 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1023,59)" 11343 2582

ENSGALP00000039265 CID 102 - 109

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1023,60)" 14799 false 0.76 2583



ENSGALP00000014260 CID 326 - 333

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1023,60)" 14799 false 2584

ENSGALP00000001096 CID 269 - 276

TBC1 domain family member 22B - CGNC 

Symbol 481 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1023,62)" 4409 2585

ENSGALP00000008955 CID 1-Oct synaptogyrin 3 - CGNC Symbol 4162 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1024,44)" 7978 2586

ENSGALP00000016509 CID 343 - 350

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1024,51)" 10586 2587

ENSGALP00000009552 CID 48 - 55

ribosomal protein L27a - CGNC Symbol 

55716 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1024,52)" 2033 true 1.35 2588

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1024,53)" 28630 true 0.83 2589

ENSGALP00000037222 CID 45 - 52

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1024,53)" 2170 false 0.83 2590



ENSGALP00000004871 CID 116 - 124

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1024,54)" 27853 false 2591

ENSGALP00000028084 CID 19 - 26

osteoclast stimulating factor 1 - CGNC 

Symbol 13080 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1024,55)" 34031 true 3.79 2592

ENSGALP00000020349 CID 592 - 599

pre-mRNA processing factor 39 - 

HGNC:20314 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1024,55)" 60402 2593

ENSGALP00000025019 CID 450 - 456

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1024,55)" 4543 false 2594

ENSGALP00000042497 CID 79 - 87

RAR-related orphan receptor C - CGNC 

Symbol 58847 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1024,55)" 4543 2595

ENSGALP00000004046 CID 30 - 37

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1024,59)" 89165 true 0.7 2596

ENSGALP00000018410 CID 1,493 - 1,501

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1024,63)" 16367 2597



ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1025,48)" 92973 true 1.16 2598

ENSGALP00000015409 CID 744 - 751 actinin alpha 1 - CGNC Symbol 48956 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1025,52)" 29635 2599

ENSGALP00000022525 CID 362 - 370

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1025,52)" 32889 true 1.09 2600

ENSGALP00000013574 CID 151 - 159

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1025,54)" 35624 true 1.04 2601

ENSGALP00000015128 CID 159 - 166 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1025,58)" 35521 2602

ENSGALP00000040758 CID 1-Aug

Hsap of 1: DEAD-box helicase 41 - 

HGNC:18674 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1025,58)" 35521 2603

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1025,61)" 38274 2604



ENSGALP00000003130 CID 309 - 317

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1026,53)" 2861 false 2605

ENSGALP00000026633 CID 72 - 79

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1026,61)" 3194 true 0.97 2606

ENSGALP00000001332 CID 295 - 302 lysyl-tRNA synthetase - CGNC Symbol 602 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1026,62)" 6690 true 0.75 2607

ENSGALP00000020445 CID 738 - 745

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1026,62)" 3572 true 0.89 2608

ENSGALP00000015741 CID 232 - 239

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1027,52)" 31416 2609

ENSGALP00000004186 CID 380 - 387 annexin A11 - CGNC Symbol 52013 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1027,52)" 8281 true 2.94 2610

ENSGALP00000003116 CID 390 - 397

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1027,54)" 17162 false 2611



ENSGALP00000009487 CID 441 - 448 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1027,55)" 45765 false 1.46 2612

ENSGALP00000009286 CID 125 - 132

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1027,55)" 45765 false 0.95 2613

ENSGALP00000021034 CID 111 - 119

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1027,57)" 19135 true 0.73 2614

ENSGALP00000016361 CID 137 - 144

ribosomal protein S3A - CGNC Symbol 

51748 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1027,57)" 3807 true 1.09 2615

ENSGALP00000010718 CID 106 - 114

heat shock protein family A (Hsp70) 

member 14 - CGNC Symbol 5014 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1027,60)" 38416 true 2.24 2616

ENSGALP00000005576 CID 459 - 466

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1027,62)" 4822 true 0.86 2617

ENSGALP00000014260 CID 326 - 333

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1027,62)" 5035 2618



ENSGALP00000037222 CID 45 - 52

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1028,55)" 2456 2619

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1028,56)" 21607 2620

ENSGALP00000038925 CID 442 - 449

lectin mannose binding 1 - CGNC Symbol 

2024 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1028,57)" 2622 true 0.2 2621

ENSGALP00000028084 CID 19 - 26

osteoclast stimulating factor 1 - CGNC 

Symbol 13080 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1028,57)" 141654 2622

ENSGALP00000004251 CID 1-Oct

transcription factor A mitochondrial - CGNC 

Symbol 1948 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1028,61)" 4398 2623

ENSGALP00000006308 CID 70 - 77

ribosomal protein L23a - CGNC Symbol 

2910 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1028,61)" 14807 false 2624

ENSGALP00000038795 CID 74 - 83

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1028,61)" 76096 true 0.56 2625



ENSGALP00000004327 CID 1,616 - 1,624 fatty acid synthase - CGNC Symbol 1983 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1028,62)" 2117 false 2626

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1029,51)" 167843 2627

ENSGALP00000007391 CID 2-Oct

programmed cell death 5 - CGNC Symbol 

3442 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1029,52)" 1687 2628

ENSGALP00000006778 CID 40 - 48

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1029,52)" 1687 false 2629

ENSGALP00000023543 CID 2-Oct

SAP domain-containing ribonucleoprotein - 

Refseq NP_001026495 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1029,57)" 10723 2630

ENSGALP00000013574 CID 151 - 159

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1029,57)" 10723 2631

ENSGALP00000016173 CID 140 - 147

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1029,59)" 1314 true 0.91 2632



ENSGALP00000035864 CID 1,448 - 1,456 BCL6 corepressor - HGNC:20893 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1029,59)" 369 false 2633

ENSGALP00000006093 CID 203 - 211 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1029,60)" 9753 2634

ENSGALP00000008279 CID 68 - 77 mitochondrial carrier 2 - CGNC Symbol 3845 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1029,60)" 4416 2635

ENSGALP00000016363 CID 313 - 321

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1029,60)" 4416 false 9.41 2636

ENSGALP00000028857 CID 994 - 1,001

oxoglutarate (alpha-ketoglutarate) 

dehydrogenase (lipoamide) - CGNC Symbol 

52787 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1029,60)" 4788 2637

ENSGALP00000023165 CID 252 - 259

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1030,44)" 2827 2638

ENSGALP00000039270 CID 566 - 573

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1030,46)" 2138 true 0.71 2639



ENSGALP00000042428 CID 1,404 - 1,412

ankyrin repeat and KH domain containing 1 - 

CGNC Symbol 745 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1030,51)" 2013 false 2640

ENSGALP00000001655 CID 35 - 44

proteasome (prosome macropain) subunit 

beta type 7 - CGNC Symbol 49143 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1030,53)" 5717 false 0.71 2641

ENSGALP00000015182 CID 437 - 443

RNA binding motif protein 25 - CGNC 

Symbol 7094 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1030,53)" 5717 false 0.71 2642

ENSGALP00000042900 CID 248 - 256

PAF1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 64966 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1030,57)" 25959 false 0.44 2643

ENSGALP00000025165 CID 146 - 153

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1030,57)" 7267 true 0.77 2644

ENSGALP00000005453 CID 175 - 183

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1030,58)" 1671 true 0.32 2645

ENSGALP00000001909 CID 1,029 - 1,038

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1030,58)" 1671 false 0.32 2646



ENSGALP00000039796 CID 414 - 421

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1030,58)" 21154 true 1.29 2647

ENSGALP00000007930 CID 131 - 138

deoxyuridine triphosphatase - CGNC Symbol 

3681 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1030,59)" 21908 true 0.8 2648

ENSGALP00000005944 CID 135 - 143

phospholipase C gamma 1 - CGNC Symbol 

50935 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1030,61)" 4051 2649

ENSGALP00000010942 CID 26 - 34

ribosomal protein S15a - CGNC Symbol 

5109 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1030,61)" 4051 false 2650

ENSGALP00000024710 CID 28 - 35

ribosomal protein L24 - CGNC Symbol 

50756 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1030,64)" 1686 true 0.36 2651

ENSGALP00000014280 CID 332 - 339

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1031,54)" 12692 true 0.87 2652

ENSGALP00000004186 CID 380 - 387 annexin A11 - CGNC Symbol 52013 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1031,55)" 28307 2653



ENSGALP00000009528 CID 419 - 427

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1031,58)" 11990 false 2654

ENSGALP00000020445 CID 1,924 - 1,932

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1031,58)" 4140 false 0.16* 2655

ENSGALP00000021034 CID 111 - 119

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1031,59)" 12605 2656

ENSGALP00000037032 CID 300 - 307

Rho GTPase activating protein 15 - CGNC 

Symbol 9435 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1031,59)" 12605 false 2657

ENSGALP00000003423 CID 678 - 686

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1031,60)" 6693 false 0.87 2658

ENSGALP00000015460 CID 242 - 250

pleckstrin homology domain containing 

family H (with MyTH4 domain) member 1 - 

CGNC Symbol 7235 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1031,60)" 6693 false 0.87 2659

ENSGALP00000006816 CID 4,025 - 4,033

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1031,61)" 1848 false 2660



ENSGALP00000043135 CID 8,480 - 8,487 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1031,61)" 1848 false 2661

ENSGALP00000004959 CID Sep-16

zinc finger CCCH-type containing 7A - CGNC 

Symbol 2278 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1031,61)" 1848 false 2662

ENSGALP00000022479 CID 324 - 331

RNA (guanine-7-) methyltransferase - CGNC 

Symbol 10392 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1031,62)" 16754 false 1.09 2663

ENSGALP00000025606 CID 248 - 255

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1031,62)" 16754 true 1.09 2664

ENSGALP00000008171 CID 339 - 346

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1031,62)" 4804 true 0.85 2665

ENSGALP00000035339 CID 170 - 180

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1031,63)" 1040 false 0.78 2666

ENSGALP00000005576 CID 459 - 466

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1031,64)" 4134 2667



ENSGALP00000042993 CID 326 - 334

ceramide synthase 2-like 2 - CGNC Symbol 

63701 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1032,57)" 5757 2668

ENSGALP00000009552 CID 48 - 55

ribosomal protein L27a - CGNC Symbol 

55716 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1032,57)" 5757 false 1.68 2669

ENSGALP00000015735 CID 167 - 174

Sjogren syndrome antigen B - CGNC Symbol 

7359 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1032,59)" 3182 false 1.02 2670

ENSGALP00000006816 CID 684 - 691

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1032,60)" 1890 false 2671

ENSGALP00000039722 CID 38 - 46 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1032,62)" 14338 2672

ENSGALP00000022293 CID 28 - 35 ezrin - CGNC Symbol 10288 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1032,62)" 106974 false 2673

ENSGALP00000040821 CID 199 - 208

microtubule associated protein RP/EB 

family member 3 - HGNC:6892 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1032,62)" 106974 2674



ENSGALP00000007490 CID 28 - 35 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1032,62)" 106974 false 2675

ENSGALP00000021028 CID 27 - 34 radixin - CGNC Symbol 49356 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1032,62)" 106974 false 2676

ENSGALP00000027519 CID 1,008 - 1,015

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1032,63)" 5041 false 2677

ENSGALP00000013420 CID 1,699 - 1,707

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1032,63)" 3143 false 2678

ENSGALP00000038795 CID 74 - 83

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1032,63)" 3143 2679

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1033,50)" 28688 true 0.95 2680

ENSGALP00000010303 CID 892 - 900 interleukin 16 - CGNC Symbol 4808 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1033,52)" 34380 false 0.77 2681



ENSGALP00000002420 CID 18 - 26

proteasome subunit beta 3 - CGNC Symbol 

1108 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1033,52)" 34380 true 0.77 2682

ENSGALP00000015892 CID 708 - 715

N(alpha)-acetyltransferase 15 NatA auxiliary 

subunit - CGNC Symbol 7432 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1033,53)" 19078 2683

ENSGALP00000036056 CID 51 - 58

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1033,53)" 21023 true 0.77 2684

ENSGALP00000007779 CID 325 - 333

golgi autoantigen golgin subfamily a 2 - 

CGNC Symbol 3624 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1033,57)" 6334 false 2685

ENSGALP00000039133 CID 66 - 73

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1033,57)" 6334 true 0.94 2686

ENSGALP00000038037 CID 505 - 513

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1033,57)" 6334 false 2687

ENSGALP00000041962 CID 95 - 102

ribosomal protein L34 - CGNC Symbol 

51767 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1033,60)" 2324 true 0.94 2688



ENSGALP00000028084 CID 83 - 90

osteoclast stimulating factor 1 - CGNC 

Symbol 13080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1033,60)" 2324 2689

ENSGALP00000016337 CID 1,457 - 1,466

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1033,60)" 2324 false 0.94 2690

ENSGALP00000041221 CID 132 - 139

heterogeneous nuclear ribonucleoprotein L-

like - CGNC Symbol 68848 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1033,61)" 11838 false 2691

ENSGALP00000041533 CID 101 - 109

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein L - HGNC:5045 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1034,55)" 13425 true 1.17 2692

ENSGALP00000016363 CID 192 - 199

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1034,56)" 6180 true 1.51 2693

ENSGALP00000015846 CID 273 - 280

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1034,57)" 5107 true 1.92 2694

ENSGALP00000028993 CID 97 - 104

Hsap of 1: ADP-ribosyltransferase 1 - 

HGNC:723 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1034,58)" 689 false 2695



ENSGALP00000005453 CID 175 - 183

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1034,60)" 7973 2696

ENSGALP00000039796 CID 414 - 421

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1034,60)" 25820 2697

ENSGALP00000007930 CID 131 - 138

deoxyuridine triphosphatase - CGNC Symbol 

3681 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1034,60)" 5734 2698

ENSGALP00000008498 CID 233 - 241 transketolase - CGNC Symbol 3953 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1034,64)" 1342 false 2699

ENSGALP00000000639 CID 105 - 112 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1035,53)" 1603 true 1.16 2700

ENSGALP00000009341 CID 560 - 567

high density lipoprotein binding protein - 

CGNC Symbol 4348 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1035,53)" 1603 false 1.21 2701

ENSGALP00000018195 CID 201 - 209

proteasome subunit beta 1 - CGNC Symbol 

8487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1035,54)" 2375 true 1.21 2702



ENSGALP00000004807 CID Sep-17

proteasome subunit alpha 4 - CGNC Symbol 

2207 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1035,56)" 7204 true 1.09 2703

ENSGALP00000014280 CID 332 - 339

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1035,56)" 9083 2704

ENSGALP00000028747 CID 79 - 87

reactive intermediate imine deaminase A 

homolog - CGNC Symbol 13608 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1035,58)" 47156 false 2705

ENSGALP00000029322 CID 20 - 27

Hsap of 9: RBM14-RBM4 readthrough - 

HGNC:38840 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1035,60)" 2372 true 0.16 2706

ENSGALP00000030998 CID 178 - 185

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1035,62)" 4119 true 1.33 2707

ENSGALP00000020445 CID 1,924 - 1,932

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1035,63)" 7674 2708

ENSGALP00000017462 CID 58 - 65

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1035,64)" 137957 true 1.54 2709



ENSGALP00000040758 CID 1-Aug

Hsap of 1: DEAD-box helicase 41 - 

HGNC:18674 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1035,64)" 137957 false 2.24 2710

ENSGALP00000023294 CID 1,734 - 1,740

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1036,54)" 6889 2711

ENSGALP00000041153 CID 30 - 39 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1036,58)" 9670 false 0.86 2712

ENSGALP00000023635 CID 300 - 306 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1036,58)" 10516 false 2713

ENSGALP00000007692 CID 236 - 244

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1036,61)" 3430 2714

ENSGALP00000002513 CID 100 - 106 LIM and SH3 protein 1 - CGNC Symbol 1150 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1037,47)" 41890 true 1.16 2715

ENSGALP00000007490 CID 374 - 381 moesin - HGNC:7373 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1037,50)" 5784 2716



ENSGALP00000002420 CID 18 - 26

proteasome subunit beta 3 - CGNC Symbol 

1108 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1037,51)" 28572 2717

ENSGALP00000013808 CID 128 - 136 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1037,55)" 2169 true 1.26 2718

ENSGALP00000036056 CID 51 - 58

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1037,55)" 18864 2719

ENSGALP00000010800 CID 98 - 105

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1037,59)" 63082 true 1.26 2720

ENSGALP00000039265 CID 129 - 137

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1037,61)" 13728 false 2721

ENSGALP00000023281 CID 250 - 257

NOP2 nucleolar protein - CGNC Symbol 

10744 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1037,64)" 769 2722

ENSGALP00000008279 CID 145 - 152 mitochondrial carrier 2 - CGNC Symbol 3845 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1038,52)" 24692 true 1.45 2723



ENSGALP00000039235 CID 278 - 286

cold shock domain containing E1 - CGNC 

Symbol 51115 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1038,54)" 43618 true 0.99 2724

ENSGALP00000016363 CID 192 - 199

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1038,59)" 9354 2725

ENSGALP00000015846 CID 273 - 280

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1038,59)" 9804 2726

ENSGALP00000008128 CID 1,270 - 1,277 nucleoporin 210kDa - CGNC Symbol 3777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1038,59)" 34970 true 0.7 2727

ENSGALP00000041772 CID 76 - 83

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1039,54)" 8211 true 1.26 2728

ENSGALP00000017553 CID 110 - 117

basic leucine zipper and W2 domains 2 - 

CGNC Symbol 8215 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1039,54)" 4405 true 0.99 2729

ENSGALP00000036720 CID 2,533 - 2,541

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1039,55)" 1144 2730



ENSGALP00000018195 CID 201 - 209

proteasome subunit beta 1 - CGNC Symbol 

8487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1039,55)" 3857 2731

ENSGALP00000014935 CID 41 - 48

fragile X mental retardation 1 - CGNC 

Symbol 51729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1039,57)" 12910 true 1.14 2732

ENSGALP00000004807 CID Sep-17

proteasome subunit alpha 4 - CGNC Symbol 

2207 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1039,57)" 6834 2733

ENSGALP00000019975 CID 488 - 495

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1039,58)" 21685 true 2.37 2734

ENSGALP00000025461 CID 56 - 63

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1039,58)" 18247 true 0.77 2735

ENSGALP00000035478 CID 2,179 - 2,188 filamin B beta - CGNC Symbol 49141 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1039,58)" 18247 false 1.14 2736

ENSGALP00000019582 CID 879 - 886

dishevelled associated activator of 

morphogenesis 1 - CGNC Symbol 9108 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1039,58)" 18247 false 1.14 2737



ENSGALP00000005076 CID 139 - 147 surfeit 6 - CGNC Symbol 50455 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1039,58)" 18247 false 1.14 2738

ENSGALP00000008095 CID 143 - 150 adenosine kinase - CGNC Symbol 3760 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1039,58)" 18247 false 1.14 2739

ENSGALP00000038677 CID 196 - 205

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1039,59)" 2489 false 2740

ENSGALP00000004517 CID 429 - 437

LEM domain containing 2 - CGNC Symbol 

2072 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1040,55)" 13940 true 1.97 2741

ENSGALP00000013862 CID 202 - 210

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1040,60)" 7992 false 0.93 2742

ENSGALP00000016375 CID 152 - 160

eukaryotic translation initiation factor 4 

gamma 3 - CGNC Symbol 7664 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1040,60)" 7992 false 0.93 2743

ENSGALP00000027391 CID 242 - 250

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1040,64)" 49717 true 0.88 2744



ENSGALP00000003646 CID 76 - 84

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1040,64)" 49717 2745

ENSGALP00000002513 CID 100 - 106 LIM and SH3 protein 1 - CGNC Symbol 1150 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1041,50)" 48647 2746

ENSGALP00000026633 CID 574 - 582

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1041,53)" 16710 true 1.11 2747

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1041,54)" 33117 true 0.95 2748

ENSGALP00000006365 CID 54 - 61 lysophospholipase II - CGNC Symbol 2940 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1041,54)" 13396 true 1.04 2749

ENSGALP00000013808 CID 128 - 136 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1041,57)" 20797 2750

ENSGALP00000030005 CID 65 - 72

ubiquitin-conjugating enzyme E2N - CGNC 

Symbol 50617 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1041,57)" 17416 true 1.13 2751



ENSGALP00000012100 CID 618 - 627

leucyl-tRNA synthetase - CGNC Symbol 

5654 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1041,57)" 1423 true 0.61 2752

ENSGALP00000014596 CID 305 - 314

guanine nucleotide binding protein (G 

protein) beta polypeptide 4 - CGNC Symbol 

6824 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1041,57)" 5512 2753

ENSGALP00000039575 CID 305 - 314

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1041,57)" 5512 2754

ENSGALP00000023281 CID 309 - 317

NOP2 nucleolar protein - CGNC Symbol 

10744 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1041,60)" 4897 true 0.97 2755

ENSGALP00000039649 CID 49 - 56

ubiquitin conjugating enzyme E2 G1 - CGNC 

Symbol 56402 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1041,60)" 2317 false 2756

ENSGALP00000006939 CID 656 - 663 annexin A6 - CGNC Symbol 49340 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1041,61)" 25578 2757

ENSGALP00000010800 CID 98 - 105

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1041,61)" 267252 2758



ENSGALP00000025680 CID 370 - 377 KIAA1429 - CGNC Symbol 11918 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1041,62)" 21357 false 2759

ENSGALP00000024609 CID Sep-18

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1041,62)" 21357 false 2760

ENSGALP00000006299 CID 165 - 174

protein arginine methyltransferase 3 - 

CGNC Symbol 2905 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1041,63)" 1890 2761

ENSGALP00000018849 CID 197 - 206

interleukin enhancer binding factor 2 - 

CGNC Symbol 8794 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1041,63)" 1890 2762

ENSGALP00000041962 CID 95 - 102

ribosomal protein L34 - CGNC Symbol 

51767 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1041,64)" 1738 true 0.94 2763

ENSGALP00000039699 CID 101 - 109

LIM domain containing 2 - CGNC Symbol 

327 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1042,44)" 12134 true 1.16 2764

ENSGALP00000039235 CID 278 - 286

cold shock domain containing E1 - CGNC 

Symbol 51115 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1042,56)" 40696 2765



ENSGALP00000008279 CID 145 - 152 mitochondrial carrier 2 - CGNC Symbol 3845 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1042,56)" 49436 2766

ENSGALP00000041772 CID 241 - 250

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1042,57)" 19804 true 1.54 2767

ENSGALP00000003116 CID 220 - 228

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1042,58)" 46858 true 0.48 2768

ENSGALP00000016182 CID 750 - 758

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1042,59)" 3596 2769

ENSGALP00000008128 CID 1,270 - 1,277 nucleoporin 210kDa - CGNC Symbol 3777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1042,62)" 13510 2770

ENSGALP00000042374 CID 237 - 244

thimet oligopeptidase 1 - CGNC Symbol 

52774 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1043,52)" 4900 2771

ENSGALP00000041772 CID 76 - 83

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1043,57)" 11241 2772



ENSGALP00000043135 CID 7,793 - 7,801 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1043,58)" 4046 false 1.47 2773

ENSGALP00000038979 CID 1,800 - 1,808

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1043,58)" 4046 true 1.47 2774

ENSGALP00000014935 CID 41 - 48

fragile X mental retardation 1 - CGNC 

Symbol 51729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1043,58)" 19581 2775

ENSGALP00000007934 CID 106 - 115

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1043,58)" 550 2776

ENSGALP00000041873 CID 125 - 133

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1043,60)" 41600 false 0.27 2777

ENSGALP00000019975 CID 488 - 495

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1043,60)" 41600 2778

ENSGALP00000002252 CID 152 - 160

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1043,62)" 33866 2779



ENSGALP00000024509 CID 156 - 164

spleen tyrosine kinase - CGNC Symbol 

53036 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1043,62)" 33866 true 0.27 2780

ENSGALP00000000780 CID Oct-16

lysosomal protein transmembrane 5 - CGNC 

Symbol 351 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1044,51)" 3962 true 0.73 2781

ENSGALP00000026858 CID 563 - 570

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1044,56)" 1904 2782

ENSGALP00000027078 CID 138 - 146

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1044,59)" 97380 false 1.79 2783

ENSGALP00000004071 CID 116 - 124

polymerase (RNA) II subunit E - CGNC 

Symbol 1864 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1044,59)" 57923 false 0.73 2784

ENSGALP00000001231 CID 395 - 403 lysine demethylase 1A - CGNC Symbol 547 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1044,61)" 19676 false 0.75 2785

ENSGALP00000035478 CID 1,150 - 1,159 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1044,62)" 11577 2786



ENSGALP00000002373 CID 190 - 198

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1045,54)" 98640 true 1.08 2787

ENSGALP00000023352 CID 701 - 709

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1045,55)" 11701 true 2.53 2788

ENSGALP00000020445 CID 694 - 702

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1045,55)" 11701 true 2.53 2789

ENSGALP00000003455 CID 103 - 111

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1045,55)" 3373 false 2790

ENSGALP00000006365 CID 54 - 61 lysophospholipase II - CGNC Symbol 2940 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1045,55)" 16321 2791

ENSGALP00000011055 CID 784 - 791

diaphanous homolog 1 (Drosophila) - CGNC 

Symbol 49017 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1045,57)" 13157 false 0.51 2792

ENSGALP00000010510 CID 510 - 517

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1045,59)" 52924 true 0.95 2793



ENSGALP00000007667 CID 204 - 212

glyoxalase domain containing 4 - 

HGNC:14111 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1045,61)" 23792 false 1.77 2794

ENSGALP00000021255 CID 393 - 400

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1045,61)" 18087 true 0.62 2795

ENSGALP00000018309 CID 140 - 147 raftlin lipid raft linker 1 - CGNC Symbol 8540 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1045,62)" 27934 false 1.85 2796

ENSGALP00000039699 CID 101 - 109

LIM domain containing 2 - CGNC Symbol 

327 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1046,46)" 15660 2797

ENSGALP00000009960 CID 201 - 209

ribosomal protein L13 - CGNC Symbol 

49509 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1046,50)" 3942 true 0.92 2798

ENSGALP00000041361 CID 37 - 44 ribosomal protein L17 - HGNC:10307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1046,50)" 18772 true 1.46 2799

ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1046,53)" 44621 true 1.03 2800



ENSGALP00000017139 CID 2-Sep

3'-phosphoadenosine 5'-phosphosulfate 

synthase 1 - CGNC Symbol 8007 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1046,53)" 44621 false 3.12 2801

ENSGALP00000013420 CID 987 - 995

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1046,53)" 1969 true 1.54 2802

ENSGALP00000027015 CID 839 - 846

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1046,55)" 4200 false 0.61 2803

ENSGALP00000034108 CID 125 - 134

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1046,55)" 4200 false 0.44 2804

ENSGALP00000038979 CID 1,360 - 1,369

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1046,55)" 41707 false 0.61 2805

ENSGALP00000003850 CID 46 - 55

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1046,58)" 9387 true 0.74 2806

ENSGALP00000025680 CID 1,438 - 1,447 KIAA1429 - CGNC Symbol 11918 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1046,59)" 13552 2807



ENSGALP00000041744 CID 160 - 169

SEC22 homolog B vesicle trafficking protein - 

CGNC Symbol 52179 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1046,59)" 13552 true 0.22 2808

ENSGALP00000003717 CID 294 - 302

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1046,59)" 13552 false 1.22 2809

ENSGALP00000041772 CID 241 - 250

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1046,59)" 10277 2810

ENSGALP00000012691 CID 26 - 33

methylthioribulose-1-phosphate 

dehydratase - Refseq NP_001026718 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1046,61)" 1572 2811

ENSGALP00000012903 CID 87 - 95

Hsap of 4: TBC1 domain family member 10A 

- HGNC:23609 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1046,65)" 4909 2812

ENSGALP00000007705 CID 221 - 229

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1046,65)" 4909 false 2813

ENSGALP00000034108 CID 367 - 375

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1047,54)" 19971 true 0.82 2814



ENSGALP00000012615 CID 190 - 199

ATP binding cassette subfamily B member 7 

- CGNC Symbol 5888 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1047,57)" 8320 false 1.05 2815

ENSGALP00000003357 CID 672 - 680

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1047,57)" 8320 false 2816

ENSGALP00000006218 CID 316 - 324

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1047,59)" 59175 true 1.29 2817

ENSGALP00000013870 CID 465 - 473

X-prolyl aminopeptidase (aminopeptidase 

P) 1 soluble - CGNC Symbol 6466 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1047,60)" 10686 2818

ENSGALP00000041758 CID 447 - 455

transporter 1 ATP-binding cassette sub-

family B (MDR/TAP) - CGNC Symbol 53176 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1047,60)" 10446 2819

ENSGALP00000017553 CID 110 - 117

basic leucine zipper and W2 domains 2 - 

CGNC Symbol 8215 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1047,60)" 4365 true 0.99 2820

ENSGALP00000038979 CID 1,800 - 1,808

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1047,60)" 5932 2821



ENSGALP00000000304 CID 259 - 268

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1047,61)" 13956 2822

ENSGALP00000025461 CID 56 - 63

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1047,62)" 15367 true 0.77 2823

ENSGALP00000010325 CID 182 - 190

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1048,52)" 13160 false 0.49 2824

ENSGALP00000004517 CID 282 - 289

LEM domain containing 2 - CGNC Symbol 

2072 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1048,52)" 13160 false 0.49 2825

ENSGALP00000006652 CID 717 - 725

SAFB like transcription modulator - CGNC 

Symbol 3078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1048,52)" 13160 false 0.49 2826

ENSGALP00000016080 CID 332 - 340

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1048,53)" 12032 true 0.49 2827

ENSGALP00000038155 CID 98 - 105

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1048,54)" 5350 2828



ENSGALP00000016509 CID 1,332 - 1,340

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1048,54)" 5350 false 5.63 2829

ENSGALP00000007055 CID 26 - 34

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1048,55)" 59951 true 1.24 2830

ENSGALP00000012145 CID 204 - 211

structure specific recognition protein 1 - 

CGNC Symbol 49844 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1048,58)" 8935 2831

ENSGALP00000040802 CID 63 - 72 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1048,60)" 6508 true 0.49 2832

ENSGALP00000003012 CID 176 - 184

malate dehydrogenase 2 - CGNC Symbol 

1378 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1048,60)" 2536 true 2.22 2833

ENSGALP00000012367 CID 2-Dec SLC9A3 regulator 1 - CGNC Symbol 51624 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1049,54)" 18260 2834

ENSGALP00000042428 CID 156 - 164

ankyrin repeat and KH domain containing 1 - 

CGNC Symbol 745 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1049,57)" 6620 2835



ENSGALP00000015246 CID 75 - 84 peroxiredoxin 3 - CGNC Symbol 7123 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1049,57)" 6620 false 1.26 2836

ENSGALP00000020445 CID 694 - 702

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,57)" 33411 2837

ENSGALP00000023352 CID 701 - 709

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,57)" 33411 2838

ENSGALP00000016080 CID 925 - 933

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,57)" 33411 false 0.83 2839

ENSGALP00000001510 CID 102 - 110

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,57)" 33411 false 0.83 2840

ENSGALP00000025005 CID Jul-14

RAD23 homolog B (S. cerevisiae) - CGNC 

Symbol 11587 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1049,58)" 5584 true 0.79 2841

ENSGALP00000043372 CID 138 - 146

farnesyl diphosphate synthase - CGNC 

Symbol 23240 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1049,58)" 3273 true 0.35 2842



ENSGALP00000009487 CID 193 - 202 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,59)" 58191 2843

ENSGALP00000002996 CID 232 - 240

solute carrier family 25 (mitochondrial 

carrier phosphate carrier) member 24 - 

CGNC Symbol 1369 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,59)" 58191 false 2.53 2844

ENSGALP00000015293 CID 1-Aug

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,59)" 58191 false 0.11 2845

ENSGALP00000009709 CID 644 - 651

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1049,59)" 58191 true 0.83 2846

ENSGALP00000007490 CID 247 - 254 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1049,60)" 59417 false 2847

ENSGALP00000022293 CID 247 - 254 ezrin - CGNC Symbol 10288 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1049,60)" 59417 false 2848

ENSGALP00000021028 CID 246 - 253 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1049,60)" 59417 false 2849



ENSGALP00000030005 CID 65 - 72

ubiquitin-conjugating enzyme E2N - CGNC 

Symbol 50617 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1049,62)" 18809 true 1.13 2850

ENSGALP00000040011 CID 124 - 131

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1049,63)" 3656 false 2851

ENSGALP00000018309 CID 140 - 147 raftlin lipid raft linker 1 - CGNC Symbol 8540 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1049,63)" 42128 true 1.29 2852

ENSGALP00000004871 CID 154 - 161

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1049,64)" 692 false 1.29 2853

ENSGALP00000036816 CID 189 - 196

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1049,64)" 4924 false 1.29 2854

ENSGALP00000035514 CID 583 - 590 protein kinase C delta - CGNC Symbol 50113 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1049,64)" 4924 false 2855

ENSGALP00000007667 CID 204 - 212

glyoxalase domain containing 4 - 

HGNC:14111 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1049,64)" 4924 2856



ENSGALP00000036122 CID 84 - 91

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1049,64)" 4924 false 1.29 2857

ENSGALP00000003152 CID 594 - 602

adenosylhomocysteinase - CGNC Symbol 

1443 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1049,64)" 5981 false 2858

ENSGALP00000027015 CID 839 - 846

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1050,55)" 1791 2859

ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1050,55)" 44460 2860

ENSGALP00000038313 CID 42 - 49

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1050,56)" 20699 true 1.27 2861

ENSGALP00000041361 CID 37 - 44 ribosomal protein L17 - HGNC:10307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1050,56)" 2120 2862

ENSGALP00000013862 CID 1,296 - 1,304

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1050,56)" 772 2863



ENSGALP00000011775 CID 253 - 260

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1050,56)" 2473 true 0.84 2864

ENSGALP00000007680 CID 221 - 228 ribosomal protein L6 - CGNC Symbol 48978 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1050,57)" 65753 true 0.85 2865

ENSGALP00000036720 CID 1,969 - 1,977

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1050,58)" 39584 2866

ENSGALP00000007466 CID 75 - 82

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1050,60)" 8987 true 1.86 2867

ENSGALP00000041744 CID 160 - 169

SEC22 homolog B vesicle trafficking protein - 

CGNC Symbol 52179 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1050,61)" 16493 true 0.45 2868

ENSGALP00000039965 CID 719 - 726

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1051,55)" 6326 false 1.1 2869

ENSGALP00000039011 CID 985 - 992

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1051,55)" 4940 true 1.01 2870



ENSGALP00000012163 CID 509 - 517

transcription elongation regulator 1 - CGNC 

Symbol 5680 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1051,55)" 6010 false 1.1 2871

ENSGALP00000023673 CID 532 - 539

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1051,55)" 6010 2872

ENSGALP00000025404 CID 579 - 587

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1051,55)" 6010 true 1.1 2873

ENSGALP00000034108 CID 367 - 375

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1051,56)" 15012 2874

ENSGALP00000006218 CID 316 - 324

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1051,63)" 28701 2875

ENSGALP00000017462 CID 58 - 65

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1051,63)" 11939 false 2876

ENSGALP00000025606 CID 173 - 180

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1051,65)" 1766 true 0.96 2877



ENSGALP00000021034 CID 834 - 841

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1052,49)" 3261 true 0.77 2878

ENSGALP00000016080 CID 332 - 340

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1052,55)" 14200 2879

ENSGALP00000004257 CID 404 - 412

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1052,55)" 14200 2880

ENSGALP00000000780 CID Oct-16

lysosomal protein transmembrane 5 - CGNC 

Symbol 351 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1052,56)" 1652 true 0.51 2881

ENSGALP00000033411 CID 52 - 60 ribosomal protein S21 - HGNC:10409 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1052,56)" 38473 true 0.81 2882

ENSGALP00000007055 CID 26 - 34

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1052,57)" 72028 2883

ENSGALP00000023439 CID 45 - 53

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1052,59)" 15135 true 1.54 2884



ENSGALP00000035780 CID 1,573 - 1,581

RAN binding protein 2 - CGNC Symbol 

50838 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1052,59)" 2570 true 0.82 2885

ENSGALP00000006060 CID 1,109 - 1,117 nucleoporin 214kDa - CGNC Symbol 53184 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1052,61)" 4613 true 1.15 2886

ENSGALP00000006965 CID 727 - 733

VPS35 retromer complex component - 

CGNC Symbol 3222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1053,51)" 961 false 2887

ENSGALP00000001510 CID 1,111 - 1,118

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1053,53)" 5049 false 1.53 2888

ENSGALP00000041962 CID Dec-20

ribosomal protein L34 - CGNC Symbol 

51767 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1053,55)" 3485 true 0.58 2889

ENSGALP00000018087 CID 203 - 210

vaccinia related kinase 1 - CGNC Symbol 

8440 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1053,57)" 6388 false 2890

ENSGALP00000025005 CID Jul-14

RAD23 homolog B (S. cerevisiae) - CGNC 

Symbol 11587 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1053,60)" 4387 2891



ENSGALP00000009709 CID 644 - 651

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1053,62)" 43794 2892

ENSGALP00000015293 CID 1-Aug

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1053,62)" 43794 false 2893

ENSGALP00000001014 CID 358 - 367

interferon-induced guanylate-binding 

protein 1-like - CGNC Symbol 51030 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1053,64)" 14485 false 2894

ENSGALP00000010510 CID 510 - 517

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1053,64)" 50466 true 0.95 2895

ENSGALP00000025606 CID 256 - 266

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1053,64)" 13374 false 2896

ENSGALP00000020874 CID 450 - 458

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1053,65)" 3471 false 2897

ENSGALP00000008802 CID 194 - 204 ribosomal protein S2 - CGNC Symbol 50281 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1053,65)" 3216 false 1.28 2898



ENSGALP00000035504 CID 220 - 227

RNA binding motif protein 6 - CGNC Symbol 

2124 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1054,46)" 3830 true 1.03 2899

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1054,55)" 3228 true 1.54 2900

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1054,55)" 3228 true 1.54 2901

ENSGALP00000015988 CID 186 - 193

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1054,55)" 3228 true 1.54 2902

ENSGALP00000038313 CID 42 - 49

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1054,58)" 27819 2903

ENSGALP00000009964 CID 215 - 223

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1054,59)" 5389 true 2.02 2904

ENSGALP00000004641 CID 1,851 - 1,859

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1054,59)" 5389 false 2.02 2905



ENSGALP00000037222 CID 95 - 103

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1054,63)" 35919 false 1.85 2906

ENSGALP00000038795 CID 195 - 204

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1054,64)" 22049 false 2907

ENSGALP00000021034 CID 213 - 220

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1055,51)" 5775 true 0.72 2908

ENSGALP00000004807 CID 119 - 127

proteasome subunit alpha 4 - CGNC Symbol 

2207 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1055,55)" 9512 true 0.95 2909

ENSGALP00000008279 CID 290 - 296 mitochondrial carrier 2 - CGNC Symbol 3845 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1055,57)" 11913 2910

ENSGALP00000025404 CID 579 - 587

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1055,57)" 11913 2911

ENSGALP00000039011 CID 985 - 992

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1055,58)" 4984 2912



ENSGALP00000019975 CID 488 - 495

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1055,59)" 17600 true 1.39 2913

ENSGALP00000035723 CID 437 - 446

tudor domain containing 3 - CGNC Symbol 

12714 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1055,59)" 6401 true 1.6 2914

ENSGALP00000005194 CID 422 - 430

threonyl-tRNA synthetase - CGNC Symbol 

53084 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1055,61)" 10625 true 1.39 2915

ENSGALP00000006093 CID 165 - 173 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1055,63)" 5906 true 0.67 2916

ENSGALP00000004745 CID 665 - 673 nucleoporin 93kDa - CGNC Symbol 2176 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1056,53)" 6126 true 0.78 2917

ENSGALP00000002513 CID 64 - 70 LIM and SH3 protein 1 - CGNC Symbol 1150 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1056,56)" 35623 true 1.06 2918

ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1056,56)" 351922 true 0.5 2919



ENSGALP00000013964 CID 351 - 359

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1056,56)" 351922 true 0.5 2920

ENSGALP00000043386 CID 87 - 97 Hsap of 1: dynamin 2 - HGNC:2974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1056,56)" 124466 2921

ENSGALP00000002634 CID 72 - 81 nucleoporin 88kDa - CGNC Symbol 1204 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1056,57)" 1793 true 1.02 2922

ENSGALP00000023439 CID 45 - 53

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1056,59)" 57306 2923

ENSGALP00000033411 CID 52 - 60 ribosomal protein S21 - HGNC:10409 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1056,59)" 31624 2924

ENSGALP00000022208 CID 643 - 652

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1056,61)" 746 true 2.42 2925

ENSGALP00000015409 CID 284 - 291 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1056,61)" 746 false 2.42 2926



ENSGALP00000030147 CID 279 - 286

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1056,64)" 6909 2927

ENSGALP00000006060 CID 1,109 - 1,117 nucleoporin 214kDa - CGNC Symbol 53184 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1056,64)" 5321 2928

ENSGALP00000001510 CID 1,111 - 1,118

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1057,56)" 7730 2929

ENSGALP00000015735 CID 388 - 396

Sjogren syndrome antigen B - CGNC Symbol 

7359 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1057,58)" 6497 false 0.89 2930

ENSGALP00000011182 CID 141 - 149

ubiquitination factor E4A - CGNC Symbol 

51085 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1057,59)" 4908 true 1.23 2931

ENSGALP00000007934 CID 226 - 233

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1057,59)" 7702 true 1.34 2932

ENSGALP00000026932 CID 604 - 611

CD2-associated protein - CGNC Symbol 

12535 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1057,59)" 2363 true 0.83 2933



ENSGALP00000038979 CID 1,409 - 1,417

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1057,59)" 2363 false 2934

ENSGALP00000021455 CID 15 - 22 zinc finger protein 830 - CGNC Symbol 9934 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1057,59)" 2363 2935

ENSGALP00000020435 CID 181 - 188

PRP40 pre-mRNA processing factor 40 

homolog A (S. cerevisiae) - CGNC Symbol 

48984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1057,61)" 12603 false 2936

ENSGALP00000018340 CID 727 - 735 SATB homeobox 1 - CGNC Symbol 8550 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1057,64)" 7150 false 2937

ENSGALP00000035996 CID 144 - 153

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1057,65)" 5951 false 2938

ENSGALP00000014374 CID 150 - 157

malate dehydrogenase 1 - CGNC Symbol 

6725 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1058,53)" 16550 2939

ENSGALP00000003172 CID 1-Oct WD repeat domain 33 - CGNC Symbol 1450 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1058,53)" 16550 2940



ENSGALP00000021661 CID 781 - 789

lysine (K)-specific demethylase 2A - CGNC 

Symbol 10022 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1058,57)" 490 false 2941

ENSGALP00000016361 CID 86 - 94

ribosomal protein S3A - CGNC Symbol 

51748 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1058,59)" 1305 false 2942

ENSGALP00000012641 CID 1,128 - 1,135 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1058,60)" 1725 false 2943

ENSGALP00000011775 CID 253 - 260

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1058,61)" 2080 true 0.84 2944

ENSGALP00000007680 CID 221 - 228 ribosomal protein L6 - CGNC Symbol 48978 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1058,62)" 55710 true 0.85 2945

ENSGALP00000001460 CID 113 - 121

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1058,62)" 20041 true 1.09 2946

ENSGALP00000002147 CID 92 - 100

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1058,62)" 20041 true 1.09 2947



ENSGALP00000038795 CID 195 - 204

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1058,64)" 37160 2948

ENSGALP00000003612 CID 2,130 - 2,138

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1058,64)" 9165 false 2949

ENSGALP00000007466 CID 75 - 82

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1058,65)" 17232 true 1.86 2950

ENSGALP00000004517 CID 2-Oct

LEM domain containing 2 - CGNC Symbol 

2072 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1059,53)" 1080 2951

ENSGALP00000000639 CID 118 - 127 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1059,53)" 20635 true 1.04 2952

ENSGALP00000021034 CID 213 - 220

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1059,53)" 4908 2953

ENSGALP00000001027 CID 183 - 191

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1059,56)" 1395 true 0.74 2954



ENSGALP00000007101 CID 1,237 - 1,244

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1059,59)" 15609 false 1 2955

ENSGALP00000012815 CID 373 - 381

dihydrolipoamide S-acetyltransferase - 

CGNC Symbol 5977 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1059,59)" 15609 false 1 2956

ENSGALP00000036720 CID 3,096 - 3,105

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1059,59)" 15609 2957

ENSGALP00000010984 CID 166 - 174

adaptor-related protein complex 2 alpha 2 

subunit - CGNC Symbol 51890 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1059,59)" 12180 true 1.25 2958

ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1059,59)" 7690 true 1.64 2959

ENSGALP00000020445 CID 1,218 - 1,226

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1059,59)" 7690 false 1.64 2960

ENSGALP00000035905 CID 4-Dec

cell division cycle 5 like - CGNC Symbol 

12520 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1059,59)" 2063 2961



ENSGALP00000019975 CID 488 - 495

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1059,60)" 29777 2962

ENSGALP00000009219 CID 538 - 546

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1059,61)" 46907 true 0.2 2963

ENSGALP00000009669 CID 1,309 - 1,317

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1059,61)" 34324 false 1.64 2964

ENSGALP00000035723 CID 437 - 446

tudor domain containing 3 - CGNC Symbol 

12714 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1059,61)" 6249 2965

ENSGALP00000005194 CID 422 - 430

threonyl-tRNA synthetase - CGNC Symbol 

53084 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1059,63)" 13791 2966

ENSGALP00000009341 CID 453 - 461

high density lipoprotein binding protein - 

CGNC Symbol 4348 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1059,63)" 5286 false 2967

ENSGALP00000022208 CID 1,769 - 1,778

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1059,63)" 5286 false 2968



ENSGALP00000004013 CID 2,350 - 2,360 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1059,63)" 5286 false 2969

ENSGALP00000006093 CID 165 - 173 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1059,65)" 2111 2970

ENSGALP00000007358 CID 190 - 196

RNA binding motif protein 5 - CGNC Symbol 

3423 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1060,47)" 20048 true 0.75 2971

ENSGALP00000017139 CID 2-Sep

3'-phosphoadenosine 5'-phosphosulfate 

synthase 1 - CGNC Symbol 8007 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1060,51)" 6093 false 2972

ENSGALP00000019435 CID 1-Sep

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1060,52)" 1360 false 2973

ENSGALP00000012883 CID 128 - 137

Gallus gallus recombination activating gene 

2 (RAG2) mRNA. - RefSeq mRNA 

NM_001305057 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1060,54)" 3892 2974

ENSGALP00000004745 CID 665 - 673 nucleoporin 93kDa - CGNC Symbol 2176 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1060,55)" 4093 2975



ENSGALP00000002366 CID 571 - 579

Mov10 Moloney leukemia virus 10 homolog 

(mouse) - CGNC Symbol 51112 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1060,58)" 4606 false 2976

ENSGALP00000013964 CID 351 - 359

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1060,58)" 217058 2977

ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1060,58)" 217058 2978

ENSGALP00000011170 CID 414 - 422

choroideremia (Rab escort protein 1) - 

CGNC Symbol 51680 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1060,59)" 36599 2979

ENSGALP00000020744 CID 682 - 689

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1060,61)" 4118 false 2980

ENSGALP00000003584 CID 42 - 50 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1060,61)" 34448 true 1.32 2981

ENSGALP00000009617 CID 540 - 548

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1060,62)" 41069 true 0.25 2982



ENSGALP00000019039 CID 197 - 204

superoxide dismutase 2 mitochondrial - 

CGNC Symbol 8863 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1060,62)" 30113 true 1.51 2983

ENSGALP00000035780 CID 1,573 - 1,581

RAN binding protein 2 - CGNC Symbol 

50838 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1060,63)" 2099 true 0.82 2984

ENSGALP00000038523 CID 190 - 198

ATPase Ca++ transporting cardiac muscle 

slow twitch 2 - CGNC Symbol 49809 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1061,53)" 55758 true 0.88 2985

ENSGALP00000022434 CID 544 - 551

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1061,56)" 19294 2986

ENSGALP00000003888 CID 1-Sep cell division cycle 73 - CGNC Symbol 1766 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1061,57)" 11609 2987

ENSGALP00000035780 CID 546 - 555

RAN binding protein 2 - CGNC Symbol 

50838 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1061,59)" 5797 2988

ENSGALP00000007779 CID 325 - 333

golgi autoantigen golgin subfamily a 2 - 

CGNC Symbol 3624 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1061,60)" 1376 false 2989



ENSGALP00000005576 CID 216 - 224

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1061,62)" 2223 false 2.04* 2990

ENSGALP00000019975 CID 245 - 253

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1061,62)" 2223 true 2.04 2991

ENSGALP00000017014 CID 134 - 142

AHA1 activator of heat shock 90kDa protein 

ATPase homolog 1 (yeast) - CGNC Symbol 

7960 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1061,62)" 2223 false 2.04 2992

ENSGALP00000035595 CID 22 - 31

40S ribosomal protein S11 - Refseq 

NP_001026004 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1061,64)" 7137 2993

ENSGALP00000003089 CID 734 - 741

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1062,47)" 3303 true 1.03 2994

ENSGALP00000016789 CID 798 - 805

protein phosphatase 1 regulatory subunit 

12A - CGNC Symbol 49610 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1062,55)" 2096 2995

ENSGALP00000020258 CID 81 - 89

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1-like - CGNC Symbol 

9427 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1062,56)" 1081 true 1.03 2996



ENSGALP00000006708 CID 493 - 501 hexokinase 1 - CGNC Symbol 3101 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1062,59)" 6106 false 2997

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1062,60)" 5702 true 1.54 2998

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1062,60)" 5702 true 1.54 2999

ENSGALP00000015988 CID 186 - 193

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1062,60)" 5702 true 1.54 3000

ENSGALP00000039924 CID 774 - 781

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1062,60)" 5702 false 3001

ENSGALP00000012405 CID 184 - 191

proteasome 26S subunit non-ATPase 1 - 

CGNC Symbol 5786 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1062,60)" 447 false 3002

ENSGALP00000000199 CID 1,122 - 1,129

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1062,62)" 5817 3003



ENSGALP00000001460 CID 113 - 121

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1062,64)" 26540 3004

ENSGALP00000002147 CID 92 - 100

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1062,64)" 26540 3005

ENSGALP00000016361 CID 86 - 94

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1062,64)" 26540 false 2.65 3006

ENSGALP00000025797 CID 393 - 400

chromatin assembly factor 1 subunit B - 

CGNC Symbol 11983 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1062,64)" 4824 false 3007

ENSGALP00000000639 CID 203 - 210 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1063,55)" 10820 true 0.93 3008

ENSGALP00000000639 CID 118 - 127 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1063,55)" 16419 3009

ENSGALP00000003850 CID 200 - 208

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1063,56)" 7178 false 0.96 3010



ENSGALP00000003737 CID 336 - 343 enolase 1 (alpha) - CGNC Symbol 49607 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1063,56)" 13294 true 1.4 3011

ENSGALP00000013240 CID 1,249 - 1,257

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1063,57)" 11293 true 1.39 3012

ENSGALP00000008338 CID 1,125 - 1,133

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1063,59)" 13103 false 1.02 3013

ENSGALP00000012376 CID 408 - 416

signal transducer and activator of 

transcription 1 91kDa - CGNC Symbol 52118 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1063,59)" 13103 false 3014

ENSGALP00000005161 CID 384 - 392

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1063,59)" 13103 false 3015

ENSGALP00000013420 CID 1,706 - 1,714

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1063,60)" 2686 false 1.06 3016

ENSGALP00000004807 CID 119 - 127

proteasome subunit alpha 4 - CGNC Symbol 

2207 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1063,60)" 13877 true 1.06 3017



ENSGALP00000019931 CID 1-Sep

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1063,61)" 10318 false 3018

ENSGALP00000020445 CID 1,218 - 1,226

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1063,61)" 15176 3019

ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1063,61)" 15176 3020

ENSGALP00000009219 CID 538 - 546

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1063,63)" 5095 3021

ENSGALP00000007358 CID 190 - 196

RNA binding motif protein 5 - CGNC Symbol 

3423 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1064,48)" 14250 3022

ENSGALP00000036720 CID 4,187 - 4,194

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1064,48)" 10757 true 0.87 3023

ENSGALP00000040813 CID 654 - 661

transcription factor Sp1 - Refseq 

NP_989935 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1064,49)" 2154 false 3024



ENSGALP00000040890 CID 249 - 258

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1064,50)" 1177 3025

ENSGALP00000016196 CID 528 - 535

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1064,53)" 1056 true 0.68 3026

ENSGALP00000043256 CID 61 - 69

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1064,58)" 62191 true 0.84 3027

ENSGALP00000002525 CID 310 - 318 septin 9 - CGNC Symbol 50494 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1064,63)" 448 false 3028

ENSGALP00000003584 CID 42 - 50 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1064,64)" 45569 3029

ENSGALP00000009617 CID 540 - 548

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1064,64)" 34270 3030

ENSGALP00000026130 CID 304 - 312

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1064,65)" 793 true 1.03 3031



ENSGALP00000018421 CID 375 - 384

serine/arginine-rich splicing factor 11 - 

CGNC Symbol 8594 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1065,51)" 1332 3032

ENSGALP00000022646 CID 69 - 78

erythrocyte membrane protein band 4.1-

like 2 - CGNC Symbol 10465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1065,51)" 1332 3033

ENSGALP00000000509 CID 284 - 291

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1065,54)" 1466 false 3034

ENSGALP00000023833 CID 267 - 275 WD repeat domain 3 - CGNC Symbol 10970 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1065,55)" 111080 false 3035

ENSGALP00000038523 CID 190 - 198

ATPase Ca++ transporting cardiac muscle 

slow twitch 2 - CGNC Symbol 49809 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1065,56)" 42640 3036

ENSGALP00000019667 CID 218 - 226

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1065,57)" 1736 false 3037

ENSGALP00000042094 CID 90 - 98 adenylate kinase 1 - CGNC Symbol 49598 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1065,58)" 852 false 3038



ENSGALP00000021949 CID 497 - 505

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1065,60)" 29699 3039

ENSGALP00000003718 CID 821 - 829

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1065,60)" 37535 false 0.15 3040

ENSGALP00000004871 CID 84 - 91

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1065,60)" 37535 false 3041

ENSGALP00000020737 CID 146 - 155 nucleoporin 153kDa - CGNC Symbol 9650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1065,60)" 37535 3042

ENSGALP00000038979 CID 1,409 - 1,417

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1065,61)" 1906 false 3043

ENSGALP00000007934 CID 226 - 233

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1065,63)" 12160 true 1.34 3044

ENSGALP00000002218 CID 60 - 69 ribosomal protein L38 - CGNC Symbol 1012 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1065,65)" 6797 false 3045



ENSGALP00000003089 CID 734 - 741

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1066,49)" 3408 3046

ENSGALP00000023352 CID 678 - 685

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1066,57)" 6200 true 1.37 3047

ENSGALP00000020445 CID 671 - 678

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1066,57)" 6200 true 1.37 3048

ENSGALP00000020258 CID 81 - 89

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1-like - CGNC Symbol 

9427 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1066,58)" 771 3049

ENSGALP00000037584 CID 214 - 222

developmentally regulated GTP binding 

protein 1 - CGNC Symbol 5225 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1066,58)" 21432 true 0.66 3050

ENSGALP00000009964 CID 101 - 110

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1066,60)" 3210 true 1.21 3051

ENSGALP00000015560 CID 105 - 113

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1066,62)" 133731 3052



ENSGALP00000026127 CID 865 - 872 thyroglobulin - CGNC Symbol 65221 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1066,62)" 133731 false 1.37 3053

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1066,62)" 36144 true 0.58 3054

ENSGALP00000013174 CID 34 - 42

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1067,54)" 59237 true 0.71 3055

ENSGALP00000003898 CID 4-Dec matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1067,54)" 4288 true 1.28 3056

ENSGALP00000020268 CID 78 - 85

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1067,56)" 8821 false 1.25 3057

ENSGALP00000000639 CID 203 - 210 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1067,57)" 10032 3058

ENSGALP00000016102 CID 590 - 597

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1067,57)" 10032 3059



ENSGALP00000016080 CID 803 - 811

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1067,57)" 10032 3060

ENSGALP00000001957 CID 384 - 393

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1067,57)" 46735 3061

ENSGALP00000018750 CID 223 - 230

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1067,57)" 46735 true 0.55 3062

ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1067,62)" 17539 true 1.16 3063

ENSGALP00000013964 CID 310 - 318

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1067,62)" 17539 true 1.16 3064

ENSGALP00000036720 CID 4,187 - 4,194

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1068,50)" 9406 3065

ENSGALP00000016196 CID 528 - 535

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1068,56)" 715 3066



ENSGALP00000025476 CID 123 - 131

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1068,56)" 12539 true 1.33 3067

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1068,56)" 12539 true 1.33 3068

ENSGALP00000020953 CID 367 - 375

serpin peptidase inhibitor clade B 

(ovalbumin) member 6 - CGNC Symbol 

51364 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1068,57)" 1040 true 2.28 3069

ENSGALP00000016182 CID 366 - 373

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1068,60)" 52774 3070

ENSGALP00000043256 CID 61 - 69

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1068,60)" 52774 3071

ENSGALP00000035593 CID 68 - 77 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1068,61)" 2810 false 3072

ENSGALP00000014768 CID 243 - 251

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1068,63)" 2131 true 1.23 3073



ENSGALP00000002513 CID 64 - 70 LIM and SH3 protein 1 - CGNC Symbol 1150 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1068,63)" 40972 true 1.06 3074

ENSGALP00000019039 CID 197 - 204

superoxide dismutase 2 mitochondrial - 

CGNC Symbol 8863 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1068,66)" 25268 true 1.51 3075

ENSGALP00000012246 CID 452 - 460

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1069,51)" 20304 false 3076

ENSGALP00000031272 CID 238 - 245

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1069,55)" 42833 true 1.29 3077

ENSGALP00000035122 CID 411 - 419

bromodomain-containing protein 4-like - 

CGNC Symbol 64065 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1069,55)" 42833 false 1.29 3078

ENSGALP00000007265 CID 239 - 246

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1069,55)" 42833 true 1.29 3079

ENSGALP00000011071 CID 554 - 562

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1069,55)" 1614 true 0.7 3080



ENSGALP00000017152 CID 320 - 329

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1069,55)" 3075 3081

ENSGALP00000013267 CID 166 - 173

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1069,55)" 3075 false 3082

ENSGALP00000023833 CID 267 - 275 WD repeat domain 3 - CGNC Symbol 10970 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1069,57)" 114319 true 1.08 3083

ENSGALP00000013808 CID 246 - 253 stromal antigen 2 - CGNC Symbol 51718 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1069,58)" 1790 true 0.74 3084

ENSGALP00000023288 CID 125 - 132

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1069,59)" 6071 false 3085

ENSGALP00000006018 CID 189 - 196

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1069,59)" 6071 false 3086

ENSGALP00000009511 CID 220 - 227 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1069,59)" 6071 false 1.46 3087



ENSGALP00000003888 CID 78 - 87 cell division cycle 73 - CGNC Symbol 1766 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1069,60)" 2959 3088

ENSGALP00000013516 CID 48 - 56

N-ethylmaleimide-sensitive factor 

attachment protein beta - CGNC Symbol 

6300 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1069,63)" 1874 3089

ENSGALP00000009819 CID 1-Sep PHD finger protein 6 - CGNC Symbol 4572 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1069,63)" 1874 3090

ENSGALP00000004257 CID 1,337 - 1,345

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1069,63)" 1874 false 3091

ENSGALP00000043135 CID 12,319 - 12,327 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1069,65)" 21077 false 3092

ENSGALP00000000639 CID 96 - 104 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1069,65)" 21077 3093

ENSGALP00000004013 CID 1,025 - 1,034 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1069,65)" 21077 true 1.12 3094



ENSGALP00000025762 CID 178 - 187

runt-related transcription factor 1 - CGNC 

Symbol 49673 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1069,65)" 1260 3095

ENSGALP00000032822 CID 40 - 48

NADH dehydrogenase [ubiquinone 1 beta 

subcomplex subunit 8 mitochondrial 

Uncharacterized protein - 

UniProtKB/TrEMBL E9PIZ8 - CGNC Symbol 

4254 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1070,59)" 15816 true 0.69 3096

ENSGALP00000013410 CID 253 - 261

ADP-ribosylation factor GTPase activating 

protein 2 - CGNC Symbol 51916 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1070,60)" 7552 true 0.69 3097

ENSGALP00000009964 CID 101 - 110

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1070,62)" 6491 3098

ENSGALP00000040894 CID 50 - 57

WD repeat domain 74 - CGNC Symbol 

64472 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1070,63)" 47637 true 2.51 3099

ENSGALP00000001909 CID 1,678 - 1,686

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1070,64)" 1057 false 3100

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1070,64)" 62787 3101



ENSGALP00000036816 CID 979 - 986

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1070,65)" 18168 false 0.58 3102

ENSGALP00000035780 CID 1,093 - 1,100

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1071,52)" 7898 true 1.23 3103

ENSGALP00000020744 CID 395 - 403

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1071,53)" 4184 true 0.54 3104

ENSGALP00000013174 CID 34 - 42

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1071,57)" 41866 3105

ENSGALP00000043403 CID 29 - 37

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1071,57)" 18222 true 1.01 3106

ENSGALP00000034108 CID 383 - 391

pyruvate kinase muscle - CGNC Symbol 

1412 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1071,58)" 97455 true 0.91 3107

ENSGALP00000022525 CID 67 - 75

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1071,58)" 97455 false 0.91 3108



ENSGALP00000002862 CID 2-Nov

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1071,58)" 97455 false 0.91 3109

ENSGALP00000037230 CID 927 - 935

tumor protein p53 binding protein 1 - CGNC 

Symbol 6464 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1071,58)" 97455 3110

ENSGALP00000020064 CID 144 - 153

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1071,58)" 22245 true 0.91 3111

ENSGALP00000003898 CID 4-Dec matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1071,59)" 10026 3112

ENSGALP00000001909 CID 359 - 367

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1071,60)" 9114 true 1.18 3113

ENSGALP00000003737 CID 336 - 343 enolase 1 (alpha) - CGNC Symbol 49607 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1071,61)" 14273 true 1.35 3114

ENSGALP00000007934 CID 2-Oct

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1071,62)" 4727 false 3115



ENSGALP00000035601 CID 62 - 70

tripeptidyl peptidase I - CGNC Symbol 

15637 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1071,62)" 4727 3116

ENSGALP00000027238 CID 810 - 817 importin 5 - CGNC Symbol 50851 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1071,62)" 4727 false 3117

ENSGALP00000038234 CID 85 - 92

canopy FGF signaling regulator 3 - CGNC 

Symbol 64129 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1071,62)" 2017 false 3118

ENSGALP00000020604 CID 155 - 163

RIC8 guanine nucleotide exchange factor B - 

CGNC Symbol 9595 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1071,63)" 55499 false 3119

ENSGALP00000037524 CID 337 - 346 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1071,65)" 24777 true 0.44 3120

ENSGALP00000043135 CID 15,310 - 15,318 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1071,65)" 24777 false 0.44 3121

ENSGALP00000018454 CID 348 - 357 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1071,65)" 24777 true 0.44 3122



ENSGALP00000016978 CID 327 - 336

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1071,65)" 24777 true 0.44 3123

ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1071,65)" 29866 3124

ENSGALP00000013964 CID 310 - 318

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1071,65)" 29866 3125

ENSGALP00000004046 CID 13 - 23

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1071,65)" 1659 true 0.44 3126

ENSGALP00000035593 CID Oct-18 Hemoglobin subunit beta - UP P02112 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1071,66)" 5425 false 3127

ENSGALP00000008013 CID 48 - 56

ISY1 splicing factor homolog (S. cerevisiae) - 

CGNC Symbol 3725 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1071,66)" 5425 false 3128

ENSGALP00000016414 CID 170 - 178

ADP-ribosylation factor interacting protein 1 

- CGNC Symbol 7678 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1071,66)" 5425 false 1.64 3129



ENSGALP00000003152 CID 448 - 455

adenosylhomocysteinase - CGNC Symbol 

1443 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1072,51)" 4211 true 2.28 3130

ENSGALP00000023395 CID 422 - 430

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1072,52)" 17011 true 1.29 3131

ENSGALP00000004013 CID 67 - 74 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1072,54)" 3429 true 2.53 3132

ENSGALP00000000316 CID 682 - 690 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1072,56)" 16494 true 0.93 3133

ENSGALP00000020953 CID 367 - 375

serpin peptidase inhibitor clade B 

(ovalbumin) member 6 - CGNC Symbol 

51364 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1072,59)" 3764 3134

ENSGALP00000015409 CID 786 - 794 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1072,59)" 2149 true 2.28 3135

ENSGALP00000041442 CID 220 - 228 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1072,61)" 28312 3136



ENSGALP00000007833 CID 603 - 611

myelin expression factor 2 - CGNC Symbol 

49981 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1072,62)" 44099 false 1.29 3137

ENSGALP00000039865 CID 2-Nov

flightless I actin binding protein - CGNC 

Symbol 3713 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1072,62)" 44099 3138

ENSGALP00000039765 CID 140 - 148

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1072,62)" 26857 false 0.83 3139

ENSGALP00000012723 CID 557 - 565

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1072,66)" 6877 false 0.58 3140

ENSGALP00000013267 CID 166 - 173

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1073,57)" 4414 false 3141

ENSGALP00000007265 CID 239 - 246

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1073,57)" 55271 3142

ENSGALP00000035122 CID 411 - 419

bromodomain-containing protein 4-like - 

CGNC Symbol 64065 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1073,57)" 55271 3143



ENSGALP00000031272 CID 238 - 245

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1073,57)" 55271 3144

ENSGALP00000011071 CID 554 - 562

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1073,57)" 1127 3145

ENSGALP00000027030 CID 27 - 34

ribosomal protein L31 - CGNC Symbol 

50833 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1073,61)" 13542 true 0.69 3146

ENSGALP00000025280 CID 95 - 102 thioredoxin - CGNC Symbol 49804 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1073,62)" 8547 false 3147

ENSGALP00000028746 CID 84 - 91

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1073,62)" 8547 false 3148

ENSGALP00000040628 CID 356 - 365

NADH:ubiquinone oxidoreductase core 

subunit V1 - CGNC Symbol 123 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1073,66)" 2630 3149

ENSGALP00000025278 CID 196 - 205

prostaglandin reductase 1 - CGNC Symbol 

11711 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1074,57)" 964 3150



ENSGALP00000000639 CID 235 - 243 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1074,57)" 14443 true 1.03 3151

ENSGALP00000014107 CID 183 - 190 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1074,57)" 5070 true 1.03 3152

ENSGALP00000027519 CID 105 - 112

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1074,58)" 1365 3153

ENSGALP00000032822 CID 40 - 48

NADH dehydrogenase [ubiquinone 1 beta 

subcomplex subunit 8 mitochondrial 

Uncharacterized protein - 

UniProtKB/TrEMBL E9PIZ8 - CGNC Symbol 

4254 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1074,58)" 1365 3154

ENSGALP00000041690 CID Nov-19

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1074,59)" 58302 true 0.71 3155

ENSGALP00000013410 CID 253 - 261

ADP-ribosylation factor GTPase activating 

protein 2 - CGNC Symbol 51916 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1074,62)" 3299 3156

ENSGALP00000003675 CID 1,872 - 1,880 Helicase SRCAP - CGNC Symbol 66016 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1074,62)" 3299 3157



ENSGALP00000020445 CID 671 - 678

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1074,63)" 5368 true 1.37 3158

ENSGALP00000023352 CID 678 - 685

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1074,63)" 5368 true 1.37 3159

ENSGALP00000003954 CID 290 - 298

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1075,50)" 12389 true 1.16 3160

ENSGALP00000015257 CID 474 - 482

ribosome binding protein 1 - CGNC Symbol 

6587 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1075,50)" 12389 3161

ENSGALP00000002525 CID 444 - 452 septin 9 - CGNC Symbol 50494 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1075,56)" 2875 true 1.16 3162

ENSGALP00000040638 CID 664 - 672 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1075,57)" 29884 true 0.73 3163

ENSGALP00000009213 CID 192 - 202

YTH domain family member 1 - CGNC 

Symbol 4283 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1075,59)" 697 false 3164



ENSGALP00000020064 CID 144 - 153

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1075,60)" 26676 3165

ENSGALP00000035723 CID 52 - 61

tudor domain containing 3 - CGNC Symbol 

12714 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1075,60)" 100459 false 0.24 3166

ENSGALP00000034108 CID 383 - 391

pyruvate kinase muscle - CGNC Symbol 

1412 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1075,60)" 100459 3167

ENSGALP00000018750 CID 223 - 230

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1075,60)" 15379 true 0.55 3168

ENSGALP00000020268 CID 78 - 85

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1075,61)" 13739 true 1.25 3169

ENSGALP00000025629 CID 488 - 496

RNA binding motif protein 12B - CGNC 

Symbol 51213 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1075,65)" 7608 true 0.73 3170

ENSGALP00000029109 CID 137 - 143

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1076,45)" 17385 true 1.01 3171



ENSGALP00000040890 CID 249 - 258

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1076,54)" 1243 false 3172

ENSGALP00000008763 CID 992 - 1,001

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1076,54)" 1243 false 3173

ENSGALP00000023395 CID 422 - 430

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1076,55)" 24538 3174

ENSGALP00000025019 CID 703 - 711

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1076,55)" 8348 true 1.45 3175

ENSGALP00000008311 CID 366 - 375

SEC24 family member C - CGNC Symbol 

3857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1076,58)" 13067 true 1.34 3176

ENSGALP00000021877 CID 667 - 675 ATPase 13A1 - HGNC:24215 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1076,58)" 3424 3177

ENSGALP00000000316 CID 682 - 690 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1076,59)" 9374 3178



ENSGALP00000015409 CID 786 - 794 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1076,61)" 2831 3179

ENSGALP00000023172 CID 204 - 212 galectin-8 - Refseq NP_001010843 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1076,61)" 6638 true 1.32 3180

ENSGALP00000001995 CID 32 - 39

synaptosome associated protein 29kDa - 

CGNC Symbol 896 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1076,61)" 3403 true 0.94 3181

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1076,61)" 17902 true 1.33 3182

ENSGALP00000025476 CID 123 - 131

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1076,61)" 17902 true 1.33 3183

ENSGALP00000022449 CID 240 - 248

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1076,61)" 12764 true 1.24 3184

ENSGALP00000008082 CID 631 - 640

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1076,62)" 8756 3185



ENSGALP00000039326 CID 135 - 142 ribosomal protein L19 - CGNC Symbol 1159 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1076,63)" 24885 false 3186

ENSGALP00000021957 CID 6,146 - 6,154

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1076,64)" 82854 false 1.32 3187

ENSGALP00000042497 CID 341 - 350

RAR-related orphan receptor C - CGNC 

Symbol 58847 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1076,64)" 1967 3188

ENSGALP00000043256 CID 14 - 22

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1076,64)" 25418 3189

ENSGALP00000020169 CID 706 - 713

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1076,64)" 12741 false 0.65 3190

ENSGALP00000025921 CID 599 - 606

RAD21 cohesin complex component - CGNC 

Symbol 12049 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1076,65)" 170533 true 1.34 3191

ENSGALP00000004817 CID 113 - 121 peroxiredoxin 6 - CGNC Symbol 2214 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1077,54)" 7208 3192



ENSGALP00000000595 CID 26 - 33

adaptor-related protein complex 2 sigma 1 

subunit - CGNC Symbol 266 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1077,54)" 19246 true 1.1 3193

ENSGALP00000007358 CID 559 - 567

RNA binding motif protein 5 - CGNC Symbol 

3423 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1077,56)" 10078 true 0.68 3194

ENSGALP00000024624 CID 205 - 213

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1077,60)" 2624 true 0.83 3195

ENSGALP00000010530 CID 250 - 257

non-SMC condensin II complex subunit G2 - 

CGNC Symbol 4922 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1077,60)" 3252 true 0.85 3196

ENSGALP00000043196 CID 2,008 - 2,016

marker of proliferation Ki-67 - CGNC Symbol 

16321 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1077,61)" 3923 false 3197

ENSGALP00000017341 CID 470 - 478

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1077,63)" 7073 false 3198

ENSGALP00000018679 CID 36 - 43

ribosomal protein L37a - CGNC Symbol 

55686 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1078,47)" 5940 true 0.85 3199



ENSGALP00000039011 CID 859 - 866

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1078,56)" 2658 true 0.8 3200

ENSGALP00000000423 CID 1-Sep

cysteine and glycine-rich protein 1 - CGNC 

Symbol 188 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1078,59)" 5270 false 0.07 3201

ENSGALP00000000639 CID 235 - 243 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1078,59)" 10750 3202

ENSGALP00000014107 CID 183 - 190 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1078,59)" 13606 3203

ENSGALP00000021877 CID 41 - 48 ATPase 13A1 - HGNC:24215 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1078,60)" 24820 false 1.29 3204

ENSGALP00000020463 CID 221 - 228

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1078,60)" 24820 true 0.65 3205

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1078,60)" 4525 false 3206



ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1078,60)" 4525 false 3207

ENSGALP00000015988 CID 186 - 193

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1078,60)" 4525 false 3208

ENSGALP00000008082 CID 360 - 368

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1078,60)" 9449 true 1.34 3209

ENSGALP00000041690 CID Nov-19

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1078,62)" 37780 3210

ENSGALP00000006555 CID 457 - 465

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1078,62)" 37780 false 0.8 3211

ENSGALP00000037772 CID 289 - 296

3'(2') 5'-bisphosphate nucleotidase 1 - 

CGNC Symbol 7291 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1079,48)" 31516 true 0.83 3212

ENSGALP00000020147 CID 175 - 182

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1079,53)" 13380 true 0.53 3213



ENSGALP00000034078 CID 107 - 115

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1079,53)" 22037 true 1.12 3214

ENSGALP00000003089 CID 46 - 53

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1079,54)" 1670 true 1.42 3215

ENSGALP00000037772 CID 1-Sep

3'(2') 5'-bisphosphate nucleotidase 1 - 

CGNC Symbol 7291 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1079,54)" 1670 false 1.42 3216

ENSGALP00000003954 CID 290 - 298

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1079,54)" 17469 3217

ENSGALP00000002008 CID 414 - 423 c-src tyrosine kinase - CGNC Symbol 902 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1079,54)" 17469 false 0.71 3218

ENSGALP00000042403 CID 1-Sep

uncharacterized protein LOC424740 - 

Refseq NP_001026471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1079,54)" 17469 false 1.42 3219

ENSGALP00000021255 CID 345 - 352

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1079,55)" 7182 true 0.93 3220



ENSGALP00000043135 CID 16,251 - 16,259 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1079,55)" 90173 false 1.59 3221

ENSGALP00000018594 CID 92 - 99

small nuclear ribonucleoprotein polypeptide 

F - CGNC Symbol 8670 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1079,57)" 181175 true 1.17 3222

ENSGALP00000023673 CID 532 - 539

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1079,57)" 26358 false 0.84 3223

ENSGALP00000041366 CID 58 - 67

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1079,59)" 13347 3224

ENSGALP00000000670 CID 573 - 581

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1079,59)" 2484 3225

ENSGALP00000029109 CID 137 - 143

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1080,48)" 17605 3226

ENSGALP00000007705 CID 211 - 220

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1080,51)" 13876 true 0.57 3227



ENSGALP00000023866 CID 1,763 - 1,771

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1080,52)" 829 true 1.12 3228

ENSGALP00000003978 CID 436 - 444

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1080,52)" 2816 true 6.37 3229

ENSGALP00000012854 CID 65 - 73

ATP synthase H+ transporting mitochondrial 

Fo complex subunit D - CGNC Symbol 5993 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1080,55)" 2125 true 1.77 3230

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1080,56)" 9186 true 0.57 3231

ENSGALP00000011291 CID 103 - 111 apolipoprotein O like - CGNC Symbol 5266 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1080,57)" 14826 true 1.81 3232

ENSGALP00000004186 CID 418 - 426 annexin A11 - CGNC Symbol 52013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1080,57)" 14826 false 1.81 3233

ENSGALP00000007884 CID 183 - 191

LSM14A mRNA processing body assembly 

factor - CGNC Symbol 50074 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1080,60)" 9330 false 0.43 3234



ENSGALP00000008311 CID 366 - 375

SEC24 family member C - CGNC Symbol 

3857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1080,60)" 14129 3235

ENSGALP00000003877 CID 64 - 72

SEC11 homolog A (S. cerevisiae) - CGNC 

Symbol 1762 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1080,65)" 2277 3236

ENSGALP00000040985 CID 196 - 203

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1081,57)" 3205 true 1 3237

ENSGALP00000021301 CID 204 - 211

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1081,57)" 3205 true 1 3238

ENSGALP00000003718 CID 1,639 - 1,647

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1081,57)" 8919 3239

ENSGALP00000000595 CID 26 - 33

adaptor-related protein complex 2 sigma 1 

subunit - CGNC Symbol 266 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1081,57)" 24818 3240

ENSGALP00000022434 CID 535 - 543

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1081,58)" 7682 false 3241



ENSGALP00000007358 CID 559 - 567

RNA binding motif protein 5 - CGNC Symbol 

3423 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1081,59)" 3845 3242

ENSGALP00000014939 CID 235 - 243

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1081,62)" 3952 true 1.7 3243

ENSGALP00000027030 CID 27 - 34

ribosomal protein L31 - CGNC Symbol 

50833 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1081,65)" 7069 true 0.69 3244

ENSGALP00000039068 CID 166 - 173

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1082,53)" 6882 3245

ENSGALP00000022269 CID 249 - 256

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1082,56)" 792 3246

ENSGALP00000018705 CID 124 - 132

dynein cytoplasmic 1 light intermediate 

chain 1 - CGNC Symbol 8732 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1082,56)" 3148 false 3247

ENSGALP00000015176 CID 1,022 - 1,030

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1082,57)" 517 true 1.03 3248



ENSGALP00000024509 CID 60 - 67

spleen tyrosine kinase - CGNC Symbol 

53036 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1082,58)" 9672 true 1.31 3249

ENSGALP00000039011 CID 859 - 866

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1082,59)" 2138 3250

ENSGALP00000007287 CID 107 - 117 ribosomal protein S14 - CGNC Symbol 3393 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1082,59)" 14890 true 0.7 3251

ENSGALP00000006652 CID 726 - 734

SAFB like transcription modulator - CGNC 

Symbol 3078 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1083,48)" 7351 true 1.16 3252

ENSGALP00000037772 CID 289 - 296

3'(2') 5'-bisphosphate nucleotidase 1 - 

CGNC Symbol 7291 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1083,50)" 26107 3253

ENSGALP00000034078 CID 107 - 115

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1083,55)" 67177 3254

ENSGALP00000020147 CID 175 - 182

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1083,56)" 7149 3255



ENSGALP00000003089 CID 46 - 53

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1083,56)" 2717 3256

ENSGALP00000018594 CID 92 - 99

small nuclear ribonucleoprotein polypeptide 

F - CGNC Symbol 8670 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1083,58)" 137669 3257

ENSGALP00000021030 CID 81 - 88

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1083,58)" 137669 3258

ENSGALP00000039965 CID 719 - 726

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1083,60)" 20956 3259

ENSGALP00000038877 CID 61 - 70 Hsap of 4: nucleoporin 188 - HGNC:17859 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1083,65)" 24578 false 3260

ENSGALP00000042074 CID 34 - 42

upstream binding transcription factor RNA 

polymerase I - CGNC Symbol 63361 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1083,65)" 24578 false 3261

ENSGALP00000011775 CID 1,875 - 1,884

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1083,65)" 20797 true 0.99 3262



ENSGALP00000003431 CID 221 - 229

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1083,67)" 8135 false 3263

ENSGALP00000041224 CID 71 - 78

Gallus gallus translocase of inner 

mitochondrial membrane 13 homolog 

(yeast) (TIMM13) mRNA. - RefSeq mRNA 

NM_001302195 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1084,43)" 6663 true 1.14 3264

ENSGALP00000003116 CID 377 - 384

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1084,50)" 12301 true 1.06 3265

ENSGALP00000007705 CID 211 - 220

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1084,53)" 6100 3266

ENSGALP00000003978 CID 436 - 444

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1084,55)" 24946 3267

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain binding glutamate-

rich protein like 3 (SH3BGRL3) mRNA. - 

RefSeq mRNA NM_001302096 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1084,56)" 17259 true 2.18 3268

ENSGALP00000003914 CID 255 - 263

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1084,57)" 6328 3269



ENSGALP00000028073 CID 1-Sep

ADP ribosylation factor like GTPase 6 

interacting protein 5 - CGNC Symbol 13078 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1084,58)" 3797 3270

ENSGALP00000013622 CID 447 - 456

5'-3' exoribonuclease 2 - CGNC Symbol 

6344 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1084,58)" 2330 true 2.18 3271

ENSGALP00000011291 CID 103 - 111 apolipoprotein O like - CGNC Symbol 5266 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1084,58)" 31761 3272

ENSGALP00000043135 CID 27,446 - 27,453 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1084,58)" 31761 3273

ENSGALP00000004186 CID 418 - 426 annexin A11 - CGNC Symbol 52013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1084,58)" 31761 3274

ENSGALP00000003205 CID 212 - 220

signal recognition particle 68kDa - CGNC 

Symbol 1465 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1084,61)" 2778 true 1.31 3275

ENSGALP00000023081 CID 234 - 243

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1084,61)" 40489 true 0.81 3276



ENSGALP00000023059 CID 703 - 711

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1084,61)" 40489 3277

ENSGALP00000012007 CID 122 - 130 archain 1 - CGNC Symbol 5606 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1084,61)" 40489 false 0.81 3278

ENSGALP00000006939 CID 757 - 764 annexin A6 - CGNC Symbol 49340 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1084,62)" 10864 true 0.43 3279

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1084,63)" 111406 3280

ENSGALP00000033974 CID 630 - 638

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1084,67)" 1153 false 1.31 3281

ENSGALP00000003850 CID 130 - 138

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1084,67)" 1153 false 3282

ENSGALP00000009085 CID 375 - 383

ubiquitin specific peptidase 10 - CGNC 

Symbol 4228 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1084,67)" 1153 false 3283



ENSGALP00000021957 CID 7,587 - 7,595

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1084,67)" 1153 false 3284

ENSGALP00000018494 CID 100 - 109

zinc finger RANBP2-type containing 2 - 

CGNC Symbol 52241 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1085,50)" 14553 true 0.95 3285

ENSGALP00000035780 CID 2,647 - 2,656

RAN binding protein 2 - CGNC Symbol 

50838 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1085,52)" 5205 true 0.82 3286

ENSGALP00000007055 CID 279 - 288

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1085,58)" 1699 true 1.12 3287

ENSGALP00000026392 CID 172 - 180 ribosomal protein S7 - CGNC Symbol 51562 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1085,59)" 4213 false 3288

ENSGALP00000024624 CID 205 - 213

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1085,63)" 7449 true 0.83 3289

ENSGALP00000014939 CID 235 - 243

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1085,64)" 8430 3290



ENSGALP00000018679 CID 36 - 43

ribosomal protein L37a - CGNC Symbol 

55686 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1086,52)" 4302 true 0.85 3291

ENSGALP00000023917 CID 229 - 236

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1086,53)" 7147 3292

ENSGALP00000037522 CID 152 - 160

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1086,59)" 4419 false 1.03 3293

ENSGALP00000023274 CID 1,286 - 1,294

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1086,59)" 2678 false 1.94 3294

ENSGALP00000020445 CID 1,484 - 1,492

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1086,59)" 2678 true 1.94 3295

ENSGALP00000014097 CID 112 - 120

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1086,59)" 1760 false 3296

ENSGALP00000007287 CID 107 - 117 ribosomal protein S14 - CGNC Symbol 3393 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1086,59)" 1007 3297



ENSGALP00000020463 CID 221 - 228

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1086,65)" 16230 true 0.65 3298

ENSGALP00000008082 CID 360 - 368

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1086,65)" 14799 true 1.34 3299

ENSGALP00000006652 CID 726 - 734

SAFB like transcription modulator - CGNC 

Symbol 3078 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1087,51)" 8516 3300

ENSGALP00000012986 CID 48 - 56

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1087,53)" 3178 true 1.06 3301

ENSGALP00000041514 CID 661 - 669

tRNA methyltransferase 1 like - CGNC 

Symbol 3801 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1087,53)" 4737 true 1.47 3302

ENSGALP00000009617 CID 280 - 287

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1087,55)" 41289 true 0.19 3303

ENSGALP00000018737 CID 470 - 478 nucleoporin 54kDa - CGNC Symbol 8743 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1087,55)" 41289 false 0.19 3304



ENSGALP00000038877 CID 712 - 719 Hsap of 4: nucleoporin 188 - HGNC:17859 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1087,55)" 41289 false 3305

ENSGALP00000036304 CID 247 - 255

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1087,56)" 1542 true 1.67 3306

ENSGALP00000013273 CID 49 - 57

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1087,57)" 65725 true 0.19 3307

ENSGALP00000017462 CID 77 - 85

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1087,59)" 4057 true 2.52 3308

ENSGALP00000012282 CID 37 - 44

ribosomal RNA processing 12 homolog - 

CGNC Symbol 5736 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1087,60)" 1159 false 3309

ENSGALP00000021255 CID 345 - 352

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1087,61)" 1555 true 0.93 3310

ENSGALP00000004240 CID 21 - 30

solute carrier family 15 (oligopeptide 

transporter) member 4 - CGNC Symbol 

1942 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1087,66)" 1316 3311



ENSGALP00000019931 CID 67 - 76

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1087,66)" 1316 3312

ENSGALP00000008056 CID 545 - 554

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1087,66)" 1316 false 3313

ENSGALP00000010325 CID 961 - 969

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1087,67)" 8259 false 3314

ENSGALP00000011775 CID 1,875 - 1,884

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1087,67)" 8259 3315

ENSGALP00000023115 CID 403 - 410

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1088,51)" 11475 true 1.42 3316

ENSGALP00000007780 CID 76 - 84

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1088,58)" 16161 3317

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain binding glutamate-

rich protein like 3 (SH3BGRL3) mRNA. - 

RefSeq mRNA NM_001302096 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1088,59)" 24178 3318



ENSGALP00000041514 CID 638 - 646

tRNA methyltransferase 1 like - CGNC 

Symbol 3801 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1088,59)" 7830 false 3319

ENSGALP00000032358 CID 519 - 527

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1088,63)" 31365 false 1.92 3320

ENSGALP00000023081 CID 234 - 243

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1088,63)" 31365 3321

ENSGALP00000025396 CID 15 - 23

ubiquitin conjugating enzyme E2 J1 - CGNC 

Symbol 11765 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1088,63)" 15746 false 3322

ENSGALP00000003205 CID 212 - 220

signal recognition particle 68kDa - CGNC 

Symbol 1465 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1088,64)" 1234 3323

ENSGALP00000000199 CID 1,292 - 1,299

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1088,64)" 1234 false 11.02 3324

ENSGALP00000036845 CID 155 - 163

zinc finger CCCH-type containing 14 - CGNC 

Symbol 8066 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1088,64)" 1234 false 11.02 3325



ENSGALP00000018494 CID 100 - 109

zinc finger RANBP2-type containing 2 - 

CGNC Symbol 52241 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1089,53)" 13796 3326

ENSGALP00000001808 CID 2-Nov

cytokine induced apoptosis inhibitor 1 - 

CGNC Symbol 812 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1089,53)" 52632 3327

ENSGALP00000003234 CID 1,440 - 1,447

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1089,58)" 26773 false 1.25 3328

ENSGALP00000014935 CID 219 - 226

fragile X mental retardation 1 - CGNC 

Symbol 51729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1089,58)" 26773 true 1.25 3329

ENSGALP00000008338 CID 713 - 721

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1089,59)" 3328 true 1.29 3330

ENSGALP00000018418 CID 475 - 483 N-glycanase 1 - CGNC Symbol 8593 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1089,59)" 3328 false 1.29 3331

ENSGALP00000008128 CID 674 - 682 nucleoporin 210kDa - CGNC Symbol 3777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1089,60)" 1656 true 0.86 3332



ENSGALP00000035366 CID 244 - 251

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1089,62)" 1736 false 3333

ENSGALP00000015171 CID 341 - 349 Obg-like ATPase 1 - CGNC Symbol 7087 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1089,64)" 1630 true 0.86 3334

ENSGALP00000022400 CID 30 - 38

Gallus gallus ABRA C-terminal like (ABRACL) 

mRNA. - RefSeq mRNA NM_001302176 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1089,65)" 783 false 3335

ENSGALP00000013388 CID 35 - 43

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1090,51)" 9622 true 1.28 3336

ENSGALP00000008738 CID 494 - 502

phospholipase C gamma 2 

(phosphatidylinositol-specific) - CGNC 

Symbol 4062 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1090,54)" 4691 true 0.53 3337

ENSGALP00000013889 CID 231 - 238

negative elongation factor complex 

member B - CGNC Symbol 50465 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1090,55)" 7236 true 0.88 3338

ENSGALP00000021030 CID 1,886 - 1,894

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1090,58)" 165278 false 0.75 3339



ENSGALP00000003035 CID 454 - 462

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1090,58)" 165278 3340

ENSGALP00000027209 CID 639 - 648

propionyl-CoA carboxylase alpha subunit - 

CGNC Symbol 12663 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1090,59)" 31000 false 3341

ENSGALP00000017517 CID 367 - 375

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1090,59)" 31000 false 3342

ENSGALP00000019161 CID 182 - 191

WW domain binding protein 11 - CGNC 

Symbol 53212 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1090,59)" 31000 3343

ENSGALP00000003284 CID 142 - 150

RAN binding protein 1 - CGNC Symbol 

50345 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1090,59)" 31000 true 1 3344

ENSGALP00000007248 CID 184 - 192

hydrogen voltage gated channel 1 - CGNC 

Symbol 3373 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1090,61)" 798 false 3345

ENSGALP00000032358 CID 590 - 599

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1090,62)" 5792 false 3346



ENSGALP00000023364 CID 328 - 335

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1090,62)" 5792 3347

ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1091,52)" 49266 true 1 3348

ENSGALP00000006018 CID 158 - 166

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1091,55)" 12929 true 0.78 3349

ENSGALP00000023288 CID 94 - 102

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1091,55)" 12929 true 0.78 3350

ENSGALP00000000088 CID 2-Nov

proteasome subunit alpha type-5 - Refseq 

NP_001026578 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1091,56)" 36281 true 1.6 3351

ENSGALP00000009617 CID 280 - 287

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1091,58)" 4719 3352

ENSGALP00000003139 CID 321 - 329

glutamate dehydrogenase 1 - CGNC Symbol 

52002 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1091,58)" 6505 3353



ENSGALP00000011982 CID 165 - 173 CD3e molecule - CGNC Symbol 5597 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1091,59)" 13669 3354

ENSGALP00000013273 CID 49 - 57

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1091,62)" 27270 3355

ENSGALP00000023115 CID 403 - 410

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1092,52)" 39130 3356

ENSGALP00000040890 CID 249 - 258

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1092,53)" 25613 false 3357

ENSGALP00000027387 CID 539 - 547

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1092,54)" 55398 true 1.23 3358

ENSGALP00000042993 CID 97 - 105

ceramide synthase 2-like 2 - CGNC Symbol 

63701 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1092,55)" 15061 false 1.56 3359

ENSGALP00000025019 CID 703 - 711

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1092,55)" 15061 false 1.56 3360



ENSGALP00000001460 CID 147 - 155

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1092,58)" 16985 true 1.19 3361

ENSGALP00000012231 CID 512 - 520

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1092,59)" 20987 3362

ENSGALP00000000509 CID 66 - 74

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1092,59)" 20987 false 0.98 3363

ENSGALP00000013999 CID 410 - 418

NADH:ubiquinone oxidoreductase core 

subunit S1 - CGNC Symbol 6532 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1092,59)" 11418 true 0.65 3364

ENSGALP00000003357 CID 361 - 369

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1092,59)" 11418 3365

ENSGALP00000025476 CID 123 - 131

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1092,61)" 4931 true 1.27 3366

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1092,61)" 4931 true 1.27 3367



ENSGALP00000004832 CID 198 - 205 ferrochelatase - CGNC Symbol 2220 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1092,61)" 7020 false 3368

ENSGALP00000015409 CID 786 - 794 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1092,63)" 4928 3369

ENSGALP00000035593 CID 68 - 77 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1092,63)" 15403 true 0.58 3370

ENSGALP00000040486 CID 434 - 442

histidyl-tRNA synthetase - CGNC Symbol 

50172 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1092,65)" 38905 false 1.84 3371

ENSGALP00000007750 CID 1,738 - 1,746

zinc finger NFX1-type containing 1 - CGNC 

Symbol 3608 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1092,67)" 1828 false 2.16 3372

ENSGALP00000002525 CID 310 - 318 septin 9 - CGNC Symbol 50494 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1092,67)" 1828 true 2.16 3373

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1093,46)" 1260601 true 0.82 3374



ENSGALP00000013964 CID 298 - 306

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1093,46)" 1260601 true 0.82 3375

ENSGALP00000004013 CID 746 - 755 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1093,53)" 1668 true 0.68 3376

ENSGALP00000011948 CID Sep-17

nuclear receptor subfamily 3 group C 

member 1 - CGNC Symbol 5586 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1093,53)" 1668 false 0.71 3377

ENSGALP00000002409 CID 1,065 - 1,073

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1093,53)" 1668 3378

ENSGALP00000039265 CID 260 - 268

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1093,55)" 12708 3379

ENSGALP00000027760 CID 19 - 28

CWC15 spliceosome-associated protein - 

CGNC Symbol 12929 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1093,58)" 1248 false 0.71 3380

ENSGALP00000003234 CID 1,440 - 1,447

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1093,61)" 39598 3381



ENSGALP00000014935 CID 219 - 226

fragile X mental retardation 1 - CGNC 

Symbol 51729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1093,61)" 39598 3382

ENSGALP00000008338 CID 713 - 721

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1093,61)" 6141 3383

ENSGALP00000022626 CID 85 - 93

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1093,62)" 8229 3384

ENSGALP00000007299 CID 148 - 156 CD74 molecule - CGNC Symbol 3398 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1093,62)" 8229 false 0.52 3385

ENSGALP00000018498 CID 560 - 567

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1093,62)" 8229 false 3386

ENSGALP00000040388 CID 392 - 400 transcription factor 3 - CGNC Symbol 739 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1093,64)" 41398 false 1.22 3387

ENSGALP00000027238 CID 499 - 507 importin 5 - CGNC Symbol 50851 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1093,64)" 41398 true 1.22 3388



ENSGALP00000013862 CID 1,550 - 1,558

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1093,64)" 3622 false 0.79 3389

ENSGALP00000016375 CID 1,536 - 1,544

eukaryotic translation initiation factor 4 

gamma 3 - CGNC Symbol 7664 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1093,64)" 3622 false 0.79 3390

ENSGALP00000027238 CID 551 - 559 importin 5 - CGNC Symbol 50851 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1093,64)" 3816 true 0.67 3391

ENSGALP00000023917 CID 229 - 236

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1094,51)" 21853 true 0.69 3392

P04264 CID 270 - 277

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1094,53)" 680 true 1.3 3393

P35908 CID 268 - 275

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1094,53)" 680 true 1.3 3394

ENSGALP00000013388 CID 35 - 43

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1094,55)" 22721 3395



ENSGALP00000024150 CID 936 - 944

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1094,56)" 13835 true 0.44 3396

ENSGALP00000023626 CID 156 - 165 zyxin - CGNC Symbol 10889 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1094,60)" 29178 true 1.37 3397

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1094,63)" 190562 true 0.62 3398

ENSGALP00000020445 CID 1,484 - 1,492

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1094,64)" 7453 true 1.94 3399

ENSGALP00000023274 CID 1,286 - 1,294

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1094,64)" 7453 false 1.94 3400

ENSGALP00000019040 CID 698 - 705 nucleoporin 205kDa - CGNC Symbol 8864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1095,51)" 1579 false 3401

ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1095,55)" 34874 3402



ENSGALP00000043372 CID 183 - 191

farnesyl diphosphate synthase - CGNC 

Symbol 23240 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1095,55)" 961 false 3403

ENSGALP00000006965 CID 151 - 158

VPS35 retromer complex component - 

CGNC Symbol 3222 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1095,56)" 18725 true 0.66 3404

ENSGALP00000023288 CID 94 - 102

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1095,56)" 7229 3405

ENSGALP00000006018 CID 158 - 166

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1095,56)" 7229 3406

ENSGALP00000009939 CID 2,226 - 2,233

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1095,57)" 4005 false 3407

ENSGALP00000000088 CID 2-Nov

proteasome subunit alpha type-5 - Refseq 

NP_001026578 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1095,59)" 59684 3408

ENSGALP00000012100 CID 990 - 998

leucyl-tRNA synthetase - CGNC Symbol 

5654 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1095,59)" 1192 false 1.33 3409



ENSGALP00000016182 CID 162 - 170

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1095,59)" 2003 true 1.01 3410

ENSGALP00000014509 CID 222 - 231

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1095,61)" 39617 true 1.01 3411

ENSGALP00000013174 CID 64 - 72

ribosomal protein S27a - CGNC Symbol 

49483 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1095,65)" 430786 true 1.19 3412

ENSGALP00000017462 CID 77 - 85

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1095,66)" 6979 true 4.55 3413

ENSGALP00000014119 CID 222 - 229

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1096,60)" 24156 true 0.77 3414

ENSGALP00000001460 CID 147 - 155

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1096,60)" 20144 3415

ENSGALP00000013574 CID 118 - 127

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1096,61)" 28375 true 0.98 3416



ENSGALP00000040813 CID 666 - 674

transcription factor Sp1 - Refseq 

NP_989935 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1096,61)" 28375 false 0.53 3417

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1097,48)" 1031948 3418

ENSGALP00000013964 CID 298 - 306

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1097,48)" 1031948 3419

ENSGALP00000011984 CID 57 - 65

CD3d molecule delta (CD3-TCR complex) - 

CGNC Symbol 49849 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1097,61)" 11070 false 3420

ENSGALP00000001957 CID 444 - 453

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1097,63)" 6675 true 1.13 3421

ENSGALP00000005224 CID 58 - 68

isocitrate dehydrogenase 3 (NAD+) alpha - 

CGNC Symbol 2399 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1097,63)" 5616 true 0.57 3422

ENSGALP00000003888 CID 78 - 87 cell division cycle 73 - CGNC Symbol 1766 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1097,63)" 2451 false 3423



ENSGALP00000016375 CID 1,536 - 1,544

eukaryotic translation initiation factor 4 

gamma 3 - CGNC Symbol 7664 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1097,64)" 10604 3424

ENSGALP00000013862 CID 1,550 - 1,558

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1097,64)" 10604 3425

ENSGALP00000013267 CID 104 - 112

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1097,64)" 10604 true 0.8 3426

ENSGALP00000040388 CID 392 - 400 transcription factor 3 - CGNC Symbol 739 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1097,66)" 46107 3427

ENSGALP00000025803 CID 1,073 - 1,081

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1097,67)" 16821 false 3428

ENSGALP00000036304 CID 1-Sep

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1097,67)" 16821 false 0.87 3429

ENSGALP00000027391 CID 261 - 269

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1097,67)" 16821 true 0.87 3430



ENSGALP00000026858 CID 48 - 56

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1097,67)" 5953 true 0.92 3431

ENSGALP00000018410 CID 854 - 861

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1098,51)" 18554 true 0.4 3432

ENSGALP00000007174 CID 2-Sep

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1098,51)" 18554 false 0.4 3433

ENSGALP00000039270 CID 768 - 775

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1098,51)" 18554 true 0.4 3434

ENSGALP00000012170 CID 110 - 117 aminopeptidase-like 1 - CGNC Symbol 5683 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1098,55)" 4012 3435

ENSGALP00000018382 CID 582 - 590

early endosome antigen 1 - CGNC Symbol 

8572 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1098,59)" 553 false 0.4 3436

ENSGALP00000022626 CID 122 - 129

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1098,59)" 553 true 0.82 3437



ENSGALP00000023626 CID 156 - 165 zyxin - CGNC Symbol 10889 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1098,62)" 39635 3438

ENSGALP00000003284 CID 142 - 150

RAN binding protein 1 - CGNC Symbol 

50345 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1098,64)" 33754 true 1 3439

ENSGALP00000023274 CID 36 - 45

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1098,65)" 3898 true 0.97 3440

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1098,65)" 147031 3441

ENSGALP00000013622 CID 143 - 152

5'-3' exoribonuclease 2 - CGNC Symbol 

6344 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1098,65)" 3270 false 3442

ENSGALP00000006565 CID 616 - 626

ubiquitin-like with PHD and ring finger 

domains 1 - CGNC Symbol 3031 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1098,66)" 20035 false 1 3443

ENSGALP00000043256 CID 332 - 342

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1098,67)" 4083 true 1.24 3444



ENSGALP00000032039 CID 154 - 162 leupaxin - CGNC Symbol 14208 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1099,52)" 12650 3445

ENSGALP00000025937 CID 412 - 419

eukaryotic translation elongation factor 1 

delta (guanine nucleotide exchange protein) 

- CGNC Symbol 12059 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1099,54)" 4581 true 0.7 3446

ENSGALP00000019468 CID 468 - 476 aconitase 2 - CGNC Symbol 9059 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1099,58)" 68663 3447

ENSGALP00000035973 CID 596 - 604

phosphoribosylglycinamide 

formyltransferase 

phosphoribosylglycinamide synthetase 

phosphoribosylaminoimidazole synthetase - 

CGNC Symbol 49260 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1099,59)" 15694 true 1.33 3448

ENSGALP00000006965 CID 151 - 158

VPS35 retromer complex component - 

CGNC Symbol 3222 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1099,59)" 9926 3449

ENSGALP00000016182 CID 162 - 170

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1099,62)" 2018 3450

ENSGALP00000014509 CID 222 - 231

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1099,64)" 42323 3451



ENSGALP00000012985 CID 202 - 211

B-cell receptor-associated protein 29 - 

CGNC Symbol 6061 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1099,66)" 7322 false 3452

ENSGALP00000013174 CID 64 - 72

ribosomal protein S27a - CGNC Symbol 

49483 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1099,68)" 138674 3453

ENSGALP00000017306 CID 279 - 287

sterol carrier protein 2 - CGNC Symbol 

49864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1100,56)" 492 false 0.81 3454

ENSGALP00000006939 CID 321 - 328 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1100,56)" 492 true 1.77 3455

ENSGALP00000020463 CID 142 - 150

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1100,56)" 6503 true 0.63 3456

ENSGALP00000003172 CID 1,171 - 1,181 WD repeat domain 33 - CGNC Symbol 1450 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1100,60)" 810 false 3457

ENSGALP00000014119 CID 222 - 229

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1100,60)" 17676 3458



ENSGALP00000037462 CID 136 - 144 thymopoietin - CGNC Symbol 50621 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1100,61)" 7269 true 1.77 3459

ENSGALP00000006141 CID 285 - 293

purinergic receptor P2X 7 - CGNC Symbol 

2831 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1100,61)" 3751 3460

ENSGALP00000004641 CID 1,841 - 1,850

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1100,63)" 1228 true 0.81 3461

ENSGALP00000016184 CID 219 - 229 OTU deubiquitinase 4 - CGNC Symbol 51745 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1100,63)" 1228 false 1.77 3462

ENSGALP00000000509 CID 66 - 74

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1100,64)" 18547 true 0.98 3463

ENSGALP00000017553 CID 216 - 224

basic leucine zipper and W2 domains 2 - 

CGNC Symbol 8215 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1100,66)" 3208 true 2.32 3464

ENSGALP00000035593 CID 68 - 77 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1100,68)" 8642 true 0.76 3465



ENSGALP00000002525 CID 310 - 318 septin 9 - CGNC Symbol 50494 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1100,72)" 6357 true 2.47 3466

ENSGALP00000006939 CID 359 - 367 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1101,54)" 4725 true 1.65 3467

ENSGALP00000035905 CID 244 - 252

cell division cycle 5 like - CGNC Symbol 

12520 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1101,54)" 4725 false 1.65 3468

ENSGALP00000008735 CID 41 - 48

helicase lymphoid-specific - CGNC Symbol 

4060 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1101,54)" 4725 false 3469

ENSGALP00000012977 CID 140 - 148

zinc finger C3HC-type containing 1 - CGNC 

Symbol 6057 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1101,57)" 6650 true 1.29 3470

ENSGALP00000038155 CID 30 - 38

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1101,57)" 13868 true 0.75 3471

ENSGALP00000010303 CID 293 - 301 interleukin 16 - CGNC Symbol 4808 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1101,58)" 27265 true 1.4 3472



ENSGALP00000019224 CID 544 - 553

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1 

methenyltetrahydrofolate cyclohydrolase 

formyltetrahydrofolate synthetase - CGNC 

Symbol 8944 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1101,62)" 25797 false 3473

ENSGALP00000015171 CID 341 - 349 Obg-like ATPase 1 - CGNC Symbol 7087 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1101,62)" 25797 false 3474

ENSGALP00000041777 CID Jul-15

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1101,62)" 25797 false 3475

ENSGALP00000015460 CID 1,060 - 1,068

pleckstrin homology domain containing 

family H (with MyTH4 domain) member 1 - 

CGNC Symbol 7235 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1101,66)" 461 false 3476

ENSGALP00000027391 CID 261 - 269

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1101,69)" 15287 3477

ENSGALP00000026858 CID 48 - 56

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1101,70)" 6692 3478

ENSGALP00000042163 CID 248 - 256 seryl-tRNA synthetase - CGNC Symbol 332 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1102,54)" 4739 true 1.52 3479



ENSGALP00000018410 CID 854 - 861

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1102,55)" 8283 3480

ENSGALP00000039270 CID 768 - 775

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1102,55)" 8283 3481

ENSGALP00000023917 CID 229 - 236

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1102,56)" 31263 true 1.1 3482

ENSGALP00000039757 CID 837 - 845

hypoxia up-regulated 1 - CGNC Symbol 

53307 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1102,59)" 15160 false 3483

ENSGALP00000001474 CID 522 - 530

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1102,59)" 33368 true 0.45 3484

ENSGALP00000024150 CID 936 - 944

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1102,61)" 5005 true 0.44 3485

ENSGALP00000013273 CID 164 - 173

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1102,61)" 2007 true 0.86 3486



ENSGALP00000019039 CID 117 - 125

superoxide dismutase 2 mitochondrial - 

CGNC Symbol 8863 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1102,63)" 2980 false 1.57 3487

ENSGALP00000022816 CID 155 - 163

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1102,63)" 20555 true 0.7 3488

ENSGALP00000016696 CID 1,621 - 1,628 YLP motif containing 1 - CGNC Symbol 7819 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1102,64)" 2488 false 3489

ENSGALP00000006939 CID 222 - 230 annexin A6 - CGNC Symbol 49340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1102,64)" 8947 true 4.02 3490

ENSGALP00000023274 CID 36 - 45

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1102,67)" 821 3491

ENSGALP00000004521 CID 235 - 244

ribosomal L1 domain containing 1 - CGNC 

Symbol 2075 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1102,67)" 13359 true 0.86 3492

ENSGALP00000008056 CID 36 - 44

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1102,68)" 16243 false 3493



ENSGALP00000003850 CID 1-Oct

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1102,69)" 2165 3494

ENSGALP00000009656 CID 69 - 76

family with sequence similarity 103 

member A1 - CGNC Symbol 49987 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1103,50)" 5146 true 1.88 3495

ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1103,51)" 8949 false 3496

ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1103,55)" 98259 true 1.26 3497

ENSGALP00000016363 CID 285 - 292

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1103,58)" 1359 true 3.19 3498

ENSGALP00000020737 CID 273 - 282 nucleoporin 153kDa - CGNC Symbol 9650 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1103,58)" 745 false 1.15 3499

ENSGALP00000012992 CID 73 - 81

ubiquitin-conjugating enzyme E2 variant 1 - 

CGNC Symbol 62089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1103,59)" 54669 true 1.15 3500



ENSGALP00000035738 CID 104 - 113

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1103,60)" 1373 true 1.88 3501

ENSGALP00000022772 CID 87 - 96

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1103,60)" 1373 true 1.88 3502

ENSGALP00000033650 CID 535 - 543 FYN binding protein - CGNC Symbol 2773 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1103,62)" 2583 3503

ENSGALP00000019398 CID 469 - 476

kinesin family member 15 - CGNC Symbol 

9023 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1103,62)" 2481 3504

ENSGALP00000000780 CID 1-Sep

lysosomal protein transmembrane 5 - CGNC 

Symbol 351 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1103,66)" 7741 3505

ENSGALP00000012405 CID 13 - 22

proteasome 26S subunit non-ATPase 1 - 

CGNC Symbol 5786 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1103,67)" 1905 3506

ENSGALP00000007884 CID 449 - 456

LSM14A mRNA processing body assembly 

factor - CGNC Symbol 50074 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1104,49)" 1255 true 1.24 3507



ENSGALP00000001750 CID 149 - 157 prohibitin - CGNC Symbol 51144 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1104,54)" 7773 true 1.24 3508

ENSGALP00000003116 CID 280 - 288

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1104,60)" 164062 true 0.06 3509

ENSGALP00000000810 CID 651 - 661

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1104,60)" 164062 false 0.06 3510

ENSGALP00000025299 CID 246 - 255

C-terminal binding protein 1 - CGNC Symbol 

11723 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1104,62)" 8994 true 1.57 3511

ENSGALP00000006939 CID 739 - 747 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1104,64)" 1411 3512

ENSGALP00000004641 CID 1,841 - 1,850

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1104,66)" 992 3513

ENSGALP00000017553 CID 216 - 224

basic leucine zipper and W2 domains 2 - 

CGNC Symbol 8215 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1104,68)" 11245 3514



ENSGALP00000022269 CID 151 - 160

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1104,68)" 1066 true 0.35 3515

ENSGALP00000013964 CID 155 - 162

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1105,55)" 3788 true 0.72 3516

ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1105,55)" 3788 true 0.72 3517

ENSGALP00000038155 CID 30 - 38

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1105,60)" 14042 3518

ENSGALP00000038979 CID 1,217 - 1,225

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1105,61)" 2327 3519

ENSGALP00000018410 CID 443 - 451

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1105,61)" 41394 false 1.54 3520

ENSGALP00000039270 CID 357 - 365

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1105,61)" 41394 false 1.54 3521



ENSGALP00000017152 CID 22 - 31

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1105,61)" 41394 3522

ENSGALP00000009709 CID 252 - 260

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1105,61)" 1856 true 0.71 3523

ENSGALP00000009549 CID 510 - 518 calnexin - CGNC Symbol 4443 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1105,62)" 1423 false 3524

ENSGALP00000025130 CID 109 - 119 ribosomal protein S23 - HGNC:10410 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1105,63)" 85743 true 0.66 3525

ENSGALP00000013267 CID 104 - 112

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1105,68)" 3814 true 0.8 3526

ENSGALP00000005224 CID 58 - 68

isocitrate dehydrogenase 3 (NAD+) alpha - 

CGNC Symbol 2399 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1105,69)" 1804 true 0.57 3527

ENSGALP00000017954 CID 126 - 133

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1106,52)" 5852 true 0.64 3528



ENSGALP00000021957 CID 617 - 625

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1106,57)" 1527 true 1.25 3529

ENSGALP00000005281 CID 134 - 141 clathrin light chain B - CGNC Symbol 50199 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1106,57)" 1527 3530

ENSGALP00000007822 CID 185 - 194

coronin actin binding protein 1C - CGNC 

Symbol 50369 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1106,58)" 9338 true 0.97 3531

ENSGALP00000038262 CID 91 - 100

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1106,58)" 8387 true 1.25 3532

ENSGALP00000004515 CID 18 - 26

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1106,59)" 6453 true 0.73 3533

ENSGALP00000001474 CID 522 - 530

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1106,61)" 12005 3534

ENSGALP00000013273 CID 164 - 173

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1106,62)" 4053 3535



ENSGALP00000003187 CID 504 - 512

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1106,63)" 34766 true 1.19 3536

ENSGALP00000006240 CID 1,782 - 1,790

collagen type VI alpha 3 - CGNC Symbol 

2875 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1106,64)" 451 true 1.25 3537

ENSGALP00000017341 CID 175 - 182

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1106,64)" 2513 3538

ENSGALP00000023917 CID 202 - 211

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1106,66)" 5678 true 0.79 3539

ENSGALP00000006939 CID 222 - 230 annexin A6 - CGNC Symbol 49340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1106,67)" 48525 3540

ENSGALP00000004521 CID 235 - 244

ribosomal L1 domain containing 1 - CGNC 

Symbol 2075 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1106,68)" 20656 3541

ENSGALP00000016490 CID 1,366 - 1,374

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1106,73)" 8129 false 3542



ENSGALP00000005495 CID 221 - 229

Hsap of 1: small nuclear ribonucleoprotein 

U5 subunit 200 - HGNC:30859 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1107,52)" 58787 true 1.83 3543

ENSGALP00000009656 CID 69 - 76

family with sequence similarity 103 

member A1 - CGNC Symbol 49987 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1107,53)" 9656 3544

ENSGALP00000041153 CID 392 - 400 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1107,54)" 16182 true 0.95 3545

ENSGALP00000016648 CID 18 - 26 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1107,54)" 16182 true 0.95 3546

ENSGALP00000013843 CID 19 - 26 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1107,55)" 22013 true 0.97 3547

ENSGALP00000011689 CID 458 - 466

prolyl 4-hydroxylase beta polypeptide - 

CGNC Symbol 5464 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1107,56)" 6133 true 1.11 3548

ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1107,57)" 131293 3549



ENSGALP00000003089 CID 278 - 287

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1107,59)" 24193 3550

ENSGALP00000012992 CID 73 - 81

ubiquitin-conjugating enzyme E2 variant 1 - 

CGNC Symbol 62089 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1107,62)" 81229 3551

ENSGALP00000004437 CID 39 - 47

ribosomal protein S10 - CGNC Symbol 

51122 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1107,62)" 17591 true 0.55 3552

ENSGALP00000042988 CID 63 - 70 proteasome subunit beta 2 - HGNC:9539 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1107,64)" 7201 false 0.85 3553

ENSGALP00000002525 CID 434 - 443 septin 9 - CGNC Symbol 50494 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1107,75)" 1656 false 3554

ENSGALP00000007884 CID 449 - 456

LSM14A mRNA processing body assembly 

factor - CGNC Symbol 50074 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1108,51)" 2496 3555

ENSGALP00000013388 CID 361 - 369

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1108,52)" 4047 3556



ENSGALP00000001750 CID 149 - 157 prohibitin - CGNC Symbol 51144 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1108,56)" 6914 3557

ENSGALP00000000316 CID 305 - 313 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1108,58)" 13536 true 0.64 3558

ENSGALP00000006939 CID 321 - 328 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1108,61)" 1479 true 1.77 3559

ENSGALP00000007355 CID 560 - 569 ataxin 2 - CGNC Symbol 3422 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1108,62)" 3736 false 3560

ENSGALP00000036816 CID 1,161 - 1,170

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1108,63)" 9949 true 0.53 3561

ENSGALP00000025299 CID 246 - 255

C-terminal binding protein 1 - CGNC Symbol 

11723 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1108,63)" 19263 3562

ENSGALP00000003116 CID 280 - 288

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1108,63)" 4032 3563



ENSGALP00000027953 CID Oct-18 ribosomal protein S3 - CGNC Symbol 13020 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1108,66)" 2282 false 3564

ENSGALP00000013964 CID 298 - 306

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1109,45)" 202030 true 0.79 3565

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1109,45)" 202030 true 0.79 3566

ENSGALP00000013999 CID 594 - 603

NADH:ubiquinone oxidoreductase core 

subunit S1 - CGNC Symbol 6532 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1109,56)" 5567 true 1.54 3567

ENSGALP00000019975 CID 215 - 224

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1109,57)" 3758 true 0.95 3568

ENSGALP00000005576 CID 186 - 195

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1109,57)" 3758 true 0.95 3569

ENSGALP00000013964 CID 155 - 162

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1109,60)" 86868 3570



ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1109,60)" 86868 3571

ENSGALP00000040486 CID 166 - 174

histidyl-tRNA synthetase - CGNC Symbol 

50172 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1109,61)" 8068 true 0.77 3572

ENSGALP00000002409 CID 22 - 31

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1109,64)" 43099 false 1.54 3573

ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1109,64)" 6063 true 0.82 3574

ENSGALP00000025130 CID 109 - 119 ribosomal protein S23 - HGNC:10410 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1109,66)" 55550 3575

ENSGALP00000008128 CID 1,446 - 1,454 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1109,67)" 18268 true 0.44 3576

ENSGALP00000023165 CID 165 - 174

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1109,70)" 11828 true 0.51 3577



ENSGALP00000012472 CID 571 - 580 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1110,53)" 4832 true 0.8 3578

ENSGALP00000004515 CID 3-Nov

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,57)" 54658 true 0.94 3579

ENSGALP00000017545 CID 213 - 221

ankyrin repeat and MYND domain 

containing 2 - CGNC Symbol 8212 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,59)" 63675 false 0.94 3580

ENSGALP00000042430 CID 56 - 64

signal transducer and activator of 

transcription 6 - CGNC Symbol 63933 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,59)" 63675 false 3581

ENSGALP00000022772 CID 365 - 373

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,59)" 63675 3582

ENSGALP00000027519 CID 322 - 330

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,59)" 63675 3583

ENSGALP00000018335 CID 172 - 179

TBC1 domain family member 5 - CGNC 

Symbol 8548 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1110,59)" 5732 false 0.84 3584



ENSGALP00000009681 CID 52 - 61

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1110,59)" 5732 false 0.84 3585

ENSGALP00000001655 CID 107 - 114

proteasome (prosome macropain) subunit 

beta type 7 - CGNC Symbol 49143 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1110,60)" 40072 false 0.25 3586

ENSGALP00000003263 CID 21 - 30

charged multivesicular body protein 4B - 

CGNC Symbol 50929 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1110,60)" 107943 true 0.26 3587

ENSGALP00000041554 CID 213 - 221 GEM interacting protein - HGNC:24852 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1110,60)" 153098 3588

ENSGALP00000007237 CID 140 - 149

RNA binding motif protein 22 - CGNC 

Symbol 3366 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,60)" 65362 false 0.94 3589

ENSGALP00000018335 CID 172 - 179

TBC1 domain family member 5 - CGNC 

Symbol 8548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,60)" 65362 false 0.94 3590

ENSGALP00000038262 CID 91 - 100

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1110,60)" 13791 3591



ENSGALP00000012231 CID 712 - 720

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1110,60)" 23025 true 0.94 3592

ENSGALP00000004515 CID 18 - 26

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1110,61)" 3485 3593

ENSGALP00000003187 CID 504 - 512

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1110,62)" 42560 3594

ENSGALP00000039818 CID 467 - 476

pre-mRNA processing factor 3 - CGNC 

Symbol 52857 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1110,63)" 17175 3595

ENSGALP00000019039 CID 117 - 125

superoxide dismutase 2 mitochondrial - 

CGNC Symbol 8863 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1110,68)" 6477 true 1.57 3596

ENSGALP00000022816 CID 155 - 163

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1110,68)" 13119 true 0.7 3597

ENSGALP00000025669 CID 186 - 194 small ArfGAP 1 - HGNC:19651 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1110,70)" 1412 false 3598



ENSGALP00000038283 CID 201 - 209

UPF3 regulator of nonsense transcripts 

homolog B (yeast) - CGNC Symbol 64847 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1110,73)" 3037 false 3599

ENSGALP00000005495 CID 221 - 229

Hsap of 1: small nuclear ribonucleoprotein 

U5 subunit 200 - HGNC:30859 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1111,54)" 55241 3600

ENSGALP00000017306 CID 526 - 535

sterol carrier protein 2 - CGNC Symbol 

49864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1111,55)" 9172 false 1.25 3601

ENSGALP00000016648 CID 18 - 26 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1111,56)" 7311 3602

ENSGALP00000041153 CID 392 - 400 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1111,56)" 7311 3603

ENSGALP00000007490 CID 345 - 352 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1111,58)" 19820 3604

ENSGALP00000013843 CID 19 - 26 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1111,58)" 19820 3605



ENSGALP00000011170 CID 313 - 321

choroideremia (Rab escort protein 1) - 

CGNC Symbol 51680 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1111,62)" 9661 true 0.73 3606

ENSGALP00000016207 CID 64 - 72

Gallus gallus LSM6 homolog U6 small 

nuclear RNA associated (S. cerevisiae) 

(LSM6) transcript variant 2 mRNA. - RefSeq 

mRNA NM_001302125 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1111,62)" 9661 false 1.06 3607

ENSGALP00000016182 CID 966 - 974

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1111,63)" 1980 true 1.6 3608

ENSGALP00000016363 CID 285 - 292

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1111,63)" 4327 true 3.19 3609

ENSGALP00000027194 CID 961 - 969

tripeptidyl peptidase II - CGNC Symbol 

12657 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1111,65)" 1303 true 1.19 3610

ENSGALP00000002525 CID 380 - 387 septin 9 - CGNC Symbol 50494 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1112,57)" 3203 true 1.49 3611

ENSGALP00000043331 CID 409 - 417 topoisomerase (DNA) I - CGNC Symbol 2691 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1112,60)" 2966 3612



ENSGALP00000000316 CID 305 - 313 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1112,61)" 7437 3613

ENSGALP00000036816 CID 1,161 - 1,170

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1112,64)" 1980 3614

ENSGALP00000015171 CID 36 - 44 Obg-like ATPase 1 - CGNC Symbol 7087 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1112,64)" 1477 true 1.88 3615

ENSGALP00000012462 CID 67 - 76 ribosomal protein S25 - HGNC:10413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1112,66)" 48520 true 0.59 3616

ENSGALP00000013964 CID 298 - 306

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1113,48)" 160249 3617

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1113,48)" 160249 3618

ENSGALP00000038179 CID 200 - 207

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1113,55)" 9672 true 1.1 3619



ENSGALP00000040486 CID 166 - 174

histidyl-tRNA synthetase - CGNC Symbol 

50172 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1113,63)" 9398 3620

ENSGALP00000005182 CID 227 - 235

signal transducer and activator of 

transcription 5B - CGNC Symbol 49373 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1113,66)" 2921 false 0.44 3621

ENSGALP00000042455 CID 188 - 196

proteasome subunit alpha type-7 - Refseq 

NP_989944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1113,66)" 2921 false 3622

ENSGALP00000001909 CID 831 - 840

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1113,66)" 2921 3623

ENSGALP00000038979 CID 286 - 295

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1113,66)" 10568 true 1.48 3624

ENSGALP00000017279 CID 521 - 530

AT-hook containing transcription factor 1 - 

CGNC Symbol 8073 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1113,66)" 10568 false 1.48 3625

ENSGALP00000005794 CID 2,649 - 2,658

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1113,67)" 2048 false 2.21 3626



ENSGALP00000006414 CID 260 - 268

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1113,67)" 2048 true 1.02 3627

ENSGALP00000025299 CID 163 - 173

C-terminal binding protein 1 - CGNC Symbol 

11723 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1113,68)" 10569 true 2.01 3628

ENSGALP00000012349 CID 177 - 187

C-terminal binding protein-like - CGNC 

Symbol 50231 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1113,68)" 10569 true 2.01 3629

ENSGALP00000027063 CID 274 - 283

mitochondrial ribosomal protein S9 - CGNC 

Symbol 12597 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1113,69)" 991 3630

ENSGALP00000005991 CID 589 - 597

Sad1 and UNC84 domain containing 1 - 

CGNC Symbol 2766 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1113,69)" 991 true 0.75 3631

ENSGALP00000023281 CID 32 - 41

NOP2 nucleolar protein - CGNC Symbol 

10744 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1114,59)" 8295 true 0.72 3632

ENSGALP00000004515 CID 3-Nov

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1114,60)" 93287 3633



ENSGALP00000042374 CID 408 - 415

thimet oligopeptidase 1 - CGNC Symbol 

52774 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1114,60)" 6117 true 4.1 3634

ENSGALP00000022434 CID 633 - 641

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1114,61)" 6348 3635

ENSGALP00000003737 CID 81 - 89 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1114,61)" 29410 true 0.88 3636

ENSGALP00000001957 CID 133 - 140

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1114,61)" 29410 false 0.88 3637

ENSGALP00000007822 CID 185 - 194

coronin actin binding protein 1C - CGNC 

Symbol 50369 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1114,62)" 13209 true 0.97 3638

ENSGALP00000025476 CID 561 - 571

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1114,62)" 43369 3639

ENSGALP00000003263 CID 21 - 30

charged multivesicular body protein 4B - 

CGNC Symbol 50929 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1114,62)" 43369 3640



ENSGALP00000027504 CID 658 - 667 neurobeachin - CGNC Symbol 12814 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1114,62)" 43369 false 1.01 3641

ENSGALP00000023917 CID 202 - 211

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1114,70)" 2894 true 0.79 3642

ENSGALP00000000666 CID Feb-13

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1115,58)" 57004 true 2.57 3643

ENSGALP00000040486 CID 156 - 165

histidyl-tRNA synthetase - CGNC Symbol 

50172 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1115,59)" 1549 false 1.18 3644

ENSGALP00000014265 CID 104 - 111

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1115,59)" 680 false 1.4 3645

ENSGALP00000004327 CID 2,296 - 2,304 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1115,59)" 23761 true 1.4 3646

ENSGALP00000027299 CID 64 - 72

ES1 protein homolog mitochondrial-like - 

CGNC Symbol 50857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1115,62)" 5472 true 4.44 3647



ENSGALP00000029700 CID 142 - 151

ES1 protein homolog mitochondrial - Refseq 

NP_001025969 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1115,64)" 3520 true 1.6 3648

ENSGALP00000017462 CID 77 - 85

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1115,65)" 54895 true 1.36 3649

ENSGALP00000042036 CID 70 - 79 endonuclease G-like - CGNC Symbol 63533 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1115,65)" 4267 true 1.52 3650

ENSGALP00000027194 CID 961 - 969

tripeptidyl peptidase II - CGNC Symbol 

12657 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1115,66)" 3305 3651

ENSGALP00000023543 CID 157 - 166

SAP domain-containing ribonucleoprotein - 

Refseq NP_001026495 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1115,67)" 4354 true 0.92 3652

ENSGALP00000004437 CID 39 - 47

ribosomal protein S10 - CGNC Symbol 

51122 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1115,67)" 8504 true 0.55 3653

ENSGALP00000018652 CID 91 - 99

actin related protein 2/3 complex subunit 2 

34kDa - CGNC Symbol 8704 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1115,69)" 866 true 0.85 3654



ENSGALP00000021055 CID 330 - 339 dynamin 1-like - CGNC Symbol 9791 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1115,69)" 866 false 3655

ENSGALP00000015246 CID 1-Oct peroxiredoxin 3 - CGNC Symbol 7123 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1115,69)" 866 false 3656

ENSGALP00000034254 CID Jun-16 cell division cycle 42 - CGNC Symbol 3561 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1116,60)" 81104 true 1.25 3657

ENSGALP00000043362 CID 14 - 24 ras homolog family member G - HGNC:672 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1116,60)" 81104 true 1.25 3658

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1116,60)" 81104 true 1.25 3659

ENSGALP00000038957 CID 99 - 107

ribosomal protein L27 - CGNC Symbol 

49733 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1116,65)" 21346 true 0.65 3660

ENSGALP00000020666 CID 312 - 320 DEK proto-oncogene - CGNC Symbol 9623 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1116,65)" 21346 3661



ENSGALP00000024858 CID 38 - 46

RCSD domain containing 1 - CGNC Symbol 

50771 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1116,65)" 34257 true 0.44 3662

ENSGALP00000012462 CID 67 - 76 ribosomal protein S25 - HGNC:10413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1116,68)" 22663 3663

ENSGALP00000006970 CID 405 - 413 exportin 1 - CGNC Symbol 3224 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1116,71)" 16808 true 0.68 3664

ENSGALP00000038179 CID 200 - 207

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1117,57)" 10652 3665

ENSGALP00000024509 CID 579 - 588

spleen tyrosine kinase - CGNC Symbol 

53036 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1117,57)" 5546 false 3666

ENSGALP00000005576 CID 186 - 195

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1117,61)" 2771 true 0.99 3667

ENSGALP00000019975 CID 215 - 224

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1117,61)" 2771 true 0.99 3668



ENSGALP00000023115 CID 372 - 380

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1117,65)" 2974 true 0.82 3669

ENSGALP00000013337 CID 46 - 55

CTD small phosphatase like 2 - CGNC 

Symbol 6215 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1117,67)" 1568 false 3670

ENSGALP00000013190 CID 587 - 596

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1117,67)" 1871 false 3671

ENSGALP00000021472 CID 284 - 293 fumarate hydratase - CGNC Symbol 9939 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1117,68)" 2385 false 3672

ENSGALP00000042455 CID 188 - 196

proteasome subunit alpha type-7 - Refseq 

NP_989944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1117,68)" 2385 false 3673

ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1117,68)" 15122 true 0.86 3674

ENSGALP00000038979 CID 286 - 295

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1117,69)" 15654 3675



ENSGALP00000012349 CID 177 - 187

C-terminal binding protein-like - CGNC 

Symbol 50231 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1117,70)" 24926 3676

ENSGALP00000025299 CID 163 - 173

C-terminal binding protein 1 - CGNC Symbol 

11723 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1117,70)" 24926 3677

ENSGALP00000012405 CID 692 - 702

proteasome 26S subunit non-ATPase 1 - 

CGNC Symbol 5786 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1117,70)" 24926 false 3678

ENSGALP00000005991 CID 589 - 597

Sad1 and UNC84 domain containing 1 - 

CGNC Symbol 2766 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1117,72)" 743 3679

ENSGALP00000023165 CID 165 - 174

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1117,75)" 5042 true 0.51 3680

ENSGALP00000035122 CID 439 - 446

bromodomain-containing protein 4-like - 

CGNC Symbol 64065 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1118,55)" 3520 true 0.84 3681

ENSGALP00000039157 CID 380 - 389 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1118,56)" 19049 true 0.95 3682



ENSGALP00000016696 CID 1,177 - 1,185 YLP motif containing 1 - CGNC Symbol 7819 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1118,59)" 4846 true 1.02 3683

ENSGALP00000035478 CID 508 - 517 filamin B beta - CGNC Symbol 49141 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1118,59)" 4525 3684

ENSGALP00000014107 CID 65 - 73 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1118,59)" 4525 false 3685

ENSGALP00000008824 CID 127 - 135

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1118,59)" 4525 3686

ENSGALP00000005944 CID 660 - 668

phospholipase C gamma 1 - CGNC Symbol 

50935 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1118,60)" 15890 3687

ENSGALP00000023281 CID 32 - 41

NOP2 nucleolar protein - CGNC Symbol 

10744 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1118,62)" 2156 3688

ENSGALP00000033650 CID 123 - 131 FYN binding protein - CGNC Symbol 2773 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1118,63)" 31373 false 3689



ENSGALP00000042374 CID 408 - 415

thimet oligopeptidase 1 - CGNC Symbol 

52774 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1118,63)" 31373 3690

ENSGALP00000034108 CID 392 - 399

pyruvate kinase muscle - CGNC Symbol 

1412 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1118,63)" 15811 true 1.67 3691

ENSGALP00000004248 CID 25 - 33

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1118,63)" 15811 3692

ENSGALP00000017462 CID 142 - 150

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1118,63)" 15811 false 3693

ENSGALP00000012408 CID 1,507 - 1,516

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1118,63)" 15811 false 1.67 3694

ENSGALP00000018340 CID 555 - 563 SATB homeobox 1 - CGNC Symbol 8550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1118,65)" 18963 3695

ENSGALP00000036304 CID 67 - 76

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1118,69)" 12477 true 0.74 3696



ENSGALP00000017139 CID 340 - 347

3'-phosphoadenosine 5'-phosphosulfate 

synthase 1 - CGNC Symbol 8007 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1119,52)" 25947 true 1.84 3697

ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1119,54)" 26289 true 1.39 3698

ENSGALP00000009037 CID 598 - 606 myosin IG - CGNC Symbol 51252 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1119,56)" 9359 true 1.72 3699

ENSGALP00000013359 CID 272 - 280 annexin A4 - CGNC Symbol 57513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1119,57)" 563 true 1.72 3700

ENSGALP00000006939 CID 390 - 398 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1119,57)" 563 true 1.72 3701

ENSGALP00000018737 CID 461 - 469 nucleoporin 54kDa - CGNC Symbol 8743 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1119,57)" 563 3702

ENSGALP00000004641 CID 219 - 227

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1119,58)" 1824 3703



ENSGALP00000007780 CID 32 - 42

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1119,59)" 3642 3704

ENSGALP00000019582 CID 438 - 446

dishevelled associated activator of 

morphogenesis 1 - CGNC Symbol 9108 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1119,59)" 3642 false 1.72 3705

ENSGALP00000009286 CID 198 - 207

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1119,60)" 883 false 1.72 3706

ENSGALP00000010267 CID 305 - 315

H2A histone family member Y - CGNC 

Symbol 4787 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1119,61)" 9599 true 1.21 3707

ENSGALP00000011775 CID 1,598 - 1,606

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1119,61)" 22661 false 0.99 3708

ENSGALP00000042930 CID 1-Aug clathrin interactor 1 - CGNC Symbol 2708 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1119,61)" 22661 3709

ENSGALP00000004327 CID 2,296 - 2,304 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1119,61)" 22661 3710



ENSGALP00000002828 CID 1-Sep

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1119,62)" 84708 true 0.99 3711

ENSGALP00000036816 CID 484 - 493

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1119,62)" 84708 3712

ENSGALP00000001464 CID 423 - 431

GTPase activating protein and VPS9 

domains 1 - CGNC Symbol 660 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1119,62)" 84708 false 3713

ENSGALP00000009821 CID Oct-19

ribosomal protein S13 - CGNC Symbol 

49921 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1119,62)" 6422 true 1.05 3714

ENSGALP00000000780 CID 1-Sep

lysosomal protein transmembrane 5 - CGNC 

Symbol 351 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1119,62)" 1970 3715

ENSGALP00000019634 CID 2-Oct

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1119,63)" 29804 false 0.82 3716

ENSGALP00000027299 CID 64 - 72

ES1 protein homolog mitochondrial-like - 

CGNC Symbol 50857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1119,64)" 37509 3717



ENSGALP00000011170 CID 313 - 321

choroideremia (Rab escort protein 1) - 

CGNC Symbol 51680 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1119,67)" 9761 true 0.95 3718

ENSGALP00000026067 CID 16 - 23

U2 small nuclear RNA auxiliary factor 1 - 

CGNC Symbol 49287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1120,55)" 2426 true 1.42 3719

ENSGALP00000006218 CID 418 - 426

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1120,59)" 20173 true 0.87 3720

ENSGALP00000027953 CID 19 - 27 ribosomal protein S3 - CGNC Symbol 13020 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1120,60)" 17534 true 0.81 3721

ENSGALP00000043135 CID 3,555 - 3,565 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1120,60)" 17534 false 3722

ENSGALP00000002525 CID 380 - 387 septin 9 - CGNC Symbol 50494 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1120,61)" 7284 true 1.49 3723

ENSGALP00000038463 CID 235 - 244

ribosomal protein L7a - CGNC Symbol 

50454 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1120,63)" 1138 true 1.42 3724



ENSGALP00000039965 CID 816 - 825

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1120,63)" 2669 false 3725

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1120,63)" 94380 true 1.14 3726

ENSGALP00000015171 CID 36 - 44 Obg-like ATPase 1 - CGNC Symbol 7087 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1120,69)" 4574 true 1.88 3727

ENSGALP00000021255 CID 133 - 142

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1121,55)" 21446 true 2.86 3728

ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1121,56)" 5385 true 2.86 3729

ENSGALP00000043136 CID 58 - 66 citrate synthase - CGNC Symbol 64209 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1121,57)" 6742 true 0.96 3730

ENSGALP00000001243 CID 205 - 213

adaptor-related protein complex 1 gamma 

1 subunit - CGNC Symbol 554 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1121,57)" 5042 3731



ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1121,58)" 3728 true 2.86 3732

ENSGALP00000027534 CID 163 - 171

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1121,60)" 2386 false 0.96 3733

ENSGALP00000006939 CID 708 - 716 annexin A6 - CGNC Symbol 49340 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1121,63)" 35698 true 1.91 3734

ENSGALP00000022375 CID 62 - 70

vesicle (multivesicular body) trafficking 1 - 

CGNC Symbol 10336 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,58)" 2506 true 1.62 3735

ENSGALP00000006708 CID 786 - 794 hexokinase 1 - CGNC Symbol 3101 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,58)" 2506 false 1.62 3736

ENSGALP00000016696 CID 1,177 - 1,185 YLP motif containing 1 - CGNC Symbol 7819 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,61)" 4957 3737

ENSGALP00000020561 CID 56 - 67

RNA 2' 3'-cyclic phosphate and 5'-OH ligase - 

CGNC Symbol 9570 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,61)" 4957 false 1.62 3738



ENSGALP00000034108 CID 392 - 399

pyruvate kinase muscle - CGNC Symbol 

1412 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1122,66)" 26465 3739

ENSGALP00000021957 CID 1,013 - 1,021

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,66)" 25984 3740

ENSGALP00000008882 CID 642 - 649

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,66)" 25984 false 1.62 3741

ENSGALP00000003737 CID 81 - 89 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,66)" 25984 true 0.88 3742

ENSGALP00000001957 CID 133 - 140

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1122,66)" 25984 false 0.88 3743

ENSGALP00000036304 CID 67 - 76

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1122,69)" 2901 3744

ENSGALP00000017139 CID 340 - 347

3'-phosphoadenosine 5'-phosphosulfate 

synthase 1 - CGNC Symbol 8007 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1123,54)" 61992 3745



ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1123,57)" 34807 3746

ENSGALP00000009037 CID 598 - 606 myosin IG - CGNC Symbol 51252 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1123,59)" 16059 3747

ENSGALP00000013359 CID 272 - 280 annexin A4 - CGNC Symbol 57513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1123,59)" 1096 3748

ENSGALP00000006939 CID 390 - 398 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1123,59)" 1096 3749

ENSGALP00000004515 CID 135 - 142

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1123,62)" 7617 true 0.51 3750

ENSGALP00000010267 CID 305 - 315

H2A histone family member Y - CGNC 

Symbol 4787 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1123,63)" 9403 3751

ENSGALP00000021255 CID 283 - 290

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1123,63)" 5940 false 3752



ENSGALP00000037232 CID 404 - 412

EWS RNA binding protein 1 - CGNC Symbol 

50409 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1123,64)" 23597 3753

ENSGALP00000001480 CID 149 - 157 myeloperoxidase - CGNC Symbol 50519 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1123,64)" 23597 3754

ENSGALP00000011666 CID 792 - 800

kinesin family member 5B - CGNC Symbol 

5451 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1123,64)" 23597 3755

ENSGALP00000001464 CID 423 - 431

GTPase activating protein and VPS9 

domains 1 - CGNC Symbol 660 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1123,64)" 83745 false 0.85 3756

ENSGALP00000002828 CID 1-Sep

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1123,64)" 83745 3757

ENSGALP00000004521 CID 385 - 393

ribosomal L1 domain containing 1 - CGNC 

Symbol 2075 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1123,64)" 83745 false 3758

ENSGALP00000008730 CID 1-Sep

myosin light chain 3 alkali ventricular 

skeletal slow - CGNC Symbol 49636 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1123,65)" 23022 false 3759



ENSGALP00000016080 CID 1,097 - 1,105

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1123,65)" 23022 3760

ENSGALP00000043135 CID 2,004 - 2,013 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1123,65)" 23022 false 3761

ENSGALP00000018652 CID 91 - 99

actin related protein 2/3 complex subunit 2 

34kDa - CGNC Symbol 8704 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1123,74)" 735 true 0.85 3762

ENSGALP00000015128 CID Jun-15 lamin B receptor - CGNC Symbol 49736 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1124,53)" 17942 true 1.1 3763

ENSGALP00000041673 CID 140 - 149 Surfeit locus protein 4 - UP Q800K9 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1124,56)" 9459 true 1.43 3764

ENSGALP00000015741 CID 206 - 215

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1124,59)" 1051 true 2.51 3765

ENSGALP00000008171 CID 192 - 201

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1124,62)" 2571 true 1.45 3766



ENSGALP00000027953 CID 19 - 27 ribosomal protein S3 - CGNC Symbol 13020 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1124,62)" 13599 3767

ENSGALP00000043135 CID 3,555 - 3,565 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1124,62)" 13599 false 3768

ENSGALP00000012641 CID 2,236 - 2,244 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1124,62)" 13599 false 3769

ENSGALP00000020445 CID 1,558 - 1,566

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1124,64)" 8045 false 3770

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1124,65)" 102864 true 1.25 3771

ENSGALP00000034254 CID Jun-16 cell division cycle 42 - CGNC Symbol 3561 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1124,65)" 102864 true 1.25 3772

ENSGALP00000043362 CID 14 - 24 ras homolog family member G - HGNC:672 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1124,65)" 102864 true 1.25 3773



ENSGALP00000043386 CID 221 - 229 Hsap of 1: dynamin 2 - HGNC:2974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1124,65)" 2155 3774

ENSGALP00000013122 CID 353 - 361

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1124,66)" 116673 false 3775

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1124,66)" 116673 3776

ENSGALP00000040486 CID 71 - 79

histidyl-tRNA synthetase - CGNC Symbol 

50172 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1124,70)" 13322 false 0.94 3777

ENSGALP00000024858 CID 38 - 46

RCSD domain containing 1 - CGNC Symbol 

50771 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1124,70)" 13322 true 0.44 3778

ENSGALP00000008398 CID 99 - 108

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1124,71)" 730 false 3779

ENSGALP00000006970 CID 405 - 413 exportin 1 - CGNC Symbol 3224 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1124,75)" 6972 true 1.42 3780



ENSGALP00000043135 CID 16,169 - 16,177 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1124,75)" 6972 false 1.17 3781

ENSGALP00000041979 CID 295 - 303

protein kinase cAMP-dependent catalytic 

beta - CGNC Symbol 66476 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1124,78)" 2068 true 0.44 3782

ENSGALP00000013964 CID 298 - 306

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1125,45)" 169409 true 0.78 3783

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1125,45)" 169409 true 0.78 3784

ENSGALP00000013843 CID 708 - 717 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1125,57)" 4843 true 1.14 3785

ENSGALP00000003205 CID 109 - 117

signal recognition particle 68kDa - CGNC 

Symbol 1465 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1125,57)" 4843 false 1.14 3786

ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1125,58)" 10515 3787



ENSGALP00000021255 CID 133 - 142

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1125,58)" 16906 3788

ENSGALP00000000506 CID 490 - 499 arginyl aminopeptidase - CGNC Symbol 219 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1125,58)" 4279 false 1.1 3789

ENSGALP00000025600 CID 112 - 120

2 4-dienoyl CoA reductase 1 mitochondrial - 

CGNC Symbol 11873 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1125,59)" 39607 true 0.72 3790

ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1125,60)" 2502 3791

ENSGALP00000009669 CID 1,781 - 1,789

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1125,66)" 4112 false 3792

ENSGALP00000023673 CID 1,079 - 1,088

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1125,66)" 4112 true 0.88 3793

ENSGALP00000025476 CID 60 - 69

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1125,66)" 4112 false 3794



ENSGALP00000019018 CID 70 - 78 translin - CGNC Symbol 8854 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1125,66)" 2708 false 3795

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1126,47)" 50183 true 1.04 3796

ENSGALP00000006708 CID 786 - 794 hexokinase 1 - CGNC Symbol 3101 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1126,61)" 5476 3797

ENSGALP00000043427 CID 199 - 207 block of proliferation 1 - HGNC:15519 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1126,63)" 36602 false 3798

ENSGALP00000003431 CID Aug-15

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1126,63)" 36602 true 0.72 3799

ENSGALP00000018410 CID 314 - 322

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1126,65)" 12499 3800

ENSGALP00000017341 CID 267 - 276

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1126,67)" 1365 false 3801



ENSGALP00000036304 CID 67 - 76

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1126,74)" 5663 true 0.74 3802

ENSGALP00000040484 CID 32 - 40

ribosomal protein S28 - CGNC Symbol 

54861 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1127,49)" 6455 true 0.71 3803

ENSGALP00000023214 CID 202 - 210

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1127,57)" 10493 true 1.01 3804

ENSGALP00000005090 CID 242 - 250

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1127,61)" 12855 true 0.76 3805

ENSGALP00000005182 CID 111 - 118

signal transducer and activator of 

transcription 5B - CGNC Symbol 49373 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1127,62)" 26125 3806

ENSGALP00000035122 CID 526 - 534

bromodomain-containing protein 4-like - 

CGNC Symbol 64065 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1127,66)" 822 false 3807

ENSGALP00000016413 CID 448 - 458

DNA methyltransferase 1 associated protein 

1 - CGNC Symbol 7677 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1127,66)" 822 3808



ENSGALP00000017462 CID 77 - 85

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1127,72)" 67631 true 3.03 3809

ENSGALP00000009002 CID 192 - 201

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1128,54)" 5997 true 0.88 3810

ENSGALP00000015128 CID Jun-15 lamin B receptor - CGNC Symbol 49736 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1128,56)" 34106 3811

ENSGALP00000008498 CID 344 - 352 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1128,60)" 5769 true 2.18 3812

ENSGALP00000041673 CID 140 - 149 Surfeit locus protein 4 - UP Q800K9 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1128,61)" 19606 3813

ENSGALP00000026067 CID 16 - 23

U2 small nuclear RNA auxiliary factor 1 - 

CGNC Symbol 49287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1128,61)" 21238 true 1.43 3814

ENSGALP00000007118 CID 1,172 - 1,181

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1128,64)" 2699 false 3815



ENSGALP00000041772 CID 207 - 215

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1128,64)" 2699 false 3816

ENSGALP00000000670 CID 98 - 106

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1128,64)" 2699 3817

ENSGALP00000006218 CID 418 - 426

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1128,65)" 13081 true 0.87 3818

ENSGALP00000019192 CID 321 - 329

uridine monophosphate synthetase - CGNC 

Symbol 8931 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1128,66)" 11332 false 3819

ENSGALP00000013964 CID 298 - 306

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1129,47)" 129985 3820

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1129,47)" 129985 3821

ENSGALP00000000666 CID Feb-13

phosphoglucomutase 2 - CGNC Symbol 

52790 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1129,54)" 3726 3822



ENSGALP00000008824 CID 459 - 469

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1129,57)" 652 false 2.64 3823

ENSGALP00000003234 CID 727 - 735

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,58)" 3457 true 1.14 3824

ENSGALP00000013843 CID 708 - 717 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1129,61)" 12953 3825

ENSGALP00000005212 CID 51 - 58 histone deacetylase 1 - CGNC Symbol 2394 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1129,62)" 15369 true 1.44 3826

ENSGALP00000019224 CID 544 - 553

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1 

methenyltetrahydrofolate cyclohydrolase 

formyltetrahydrofolate synthetase - CGNC 

Symbol 8944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,63)" 3725 false 0.72 3827

ENSGALP00000030189 CID 67 - 77

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1129,64)" 28126 true 1.2 3828

ENSGALP00000038677 CID 45 - 54

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1129,64)" 1570 true 1.16 3829



ENSGALP00000007358 CID 594 - 602

RNA binding motif protein 5 - CGNC Symbol 

3423 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1129,64)" 9061 false 1.33 3830

ENSGALP00000001909 CID 946 - 954

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,64)" 14381 false 0.72 3831

ENSGALP00000023454 CID 978 - 988

N-acetyltransferase 10 - CGNC Symbol 

10818 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,64)" 14381 false 0.72 3832

ENSGALP00000011689 CID 77 - 86

prolyl 4-hydroxylase beta polypeptide - 

CGNC Symbol 5464 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,64)" 14381 false 0.72 3833

ENSGALP00000003012 CID 229 - 238

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,64)" 14381 true 0.72 3834

ENSGALP00000024609 CID 64 - 73

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,64)" 5621 false 0.72 3835

ENSGALP00000041877 CID 359 - 368 Alstrom syndrome 1 - CGNC Symbol 51865 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1129,64)" 5621 false 0.67 3836



ENSGALP00000023673 CID 1,079 - 1,088

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1129,68)" 3288 3837

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1130,49)" 50990 3838

ENSGALP00000017123 CID 353 - 363

lymphoid enhancer binding factor 1 - CGNC 

Symbol 7997 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1130,56)" 7110 false 0.68 3839

ENSGALP00000016513 CID 181 - 189

pinin desmosome associated protein - 

CGNC Symbol 7731 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1130,56)" 7110 true 0.68 3840

ENSGALP00000009004 CID 220 - 229

phosphodiesterase 12 - CGNC Symbol 

50135 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1130,58)" 37433 false 1.27 3841

ENSGALP00000042403 CID 183 - 190

uncharacterized protein LOC424740 - 

Refseq NP_001026471 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1130,58)" 37433 true 1.27 3842

ENSGALP00000000639 CID 151 - 160 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1130,60)" 5214 true 0.68 3843



ENSGALP00000002235 CID 44 - 52 stathmin 1 - CGNC Symbol 49630 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1130,60)" 3267 true 1.32 3844

ENSGALP00000033594 CID 1-Nov

phosphohistidine phosphatase 1 - CGNC 

Symbol 14487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1130,60)" 3267 false 0.68 3845

ENSGALP00000023439 CID 289 - 297

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1130,62)" 6453 3846

ENSGALP00000007055 CID 98 - 106

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1130,64)" 5542 true 0.96 3847

ENSGALP00000022816 CID 112 - 120

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1130,64)" 5542 false 0.96 3848

ENSGALP00000019040 CID 305 - 313 nucleoporin 205kDa - CGNC Symbol 8864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1130,64)" 2007 true 1.14 3849

ENSGALP00000002322 CID 188 - 196

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1130,71)" 28808 true 1.05 3850



ENSGALP00000040484 CID 32 - 40

ribosomal protein S28 - CGNC Symbol 

54861 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1131,52)" 3407 3851

ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1131,54)" 63761 true 0.68 3852

ENSGALP00000012100 CID 334 - 342

leucyl-tRNA synthetase - CGNC Symbol 

5654 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1131,55)" 6899 true 1.11 3853

ENSGALP00000005194 CID 242 - 250

threonyl-tRNA synthetase - CGNC Symbol 

53084 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1131,55)" 2410 false 3854

ENSGALP00000002409 CID 141 - 150

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1131,57)" 2768 true 0.98 3855

ENSGALP00000039504 CID 228 - 237

v-rel avian reticuloendotheliosis viral 

oncogene homolog - CGNC Symbol 5934 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1131,58)" 3130 true 0.86 3856

ENSGALP00000023214 CID 202 - 210

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1131,59)" 17218 3857



ENSGALP00000005090 CID 242 - 250

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1131,63)" 8222 3858

ENSGALP00000035478 CID 369 - 379 filamin B beta - CGNC Symbol 49141 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1131,66)" 31119 false 1.11 3859

ENSGALP00000035738 CID 104 - 113

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1131,66)" 41915 true 0.6 3860

ENSGALP00000038376 CID 20 - 30

ADP ribosylation factor 1 - CGNC Symbol 

51247 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1131,66)" 41915 false 3861

ENSGALP00000022772 CID 87 - 96

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1131,66)" 41915 true 0.6 3862

ENSGALP00000008091 CID 378 - 387

dyskerin pseudouridine synthase 1 - CGNC 

Symbol 3757 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1131,66)" 41915 false 3863

ENSGALP00000000337 CID 1,667 - 1,674

HEAT repeat containing 1 - CGNC Symbol 

52557 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1131,69)" 5308 false 3864



ENSGALP00000003011 CID 576 - 585

scaffold attachment factor B2 - CGNC 

Symbol 52976 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1131,72)" 97993 false 2.54 3865

ENSGALP00000021769 CID 565 - 574

scaffold attachment factor B - CGNC Symbol 

52657 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1131,72)" 97993 false 2.54 3866

ENSGALP00000012985 CID 202 - 211

B-cell receptor-associated protein 29 - 

CGNC Symbol 6061 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1131,72)" 97993 true 2.54 3867

ENSGALP00000008095 CID 244 - 253 adenosine kinase - CGNC Symbol 3760 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1131,72)" 97993 3868

ENSGALP00000010210 CID 51 - 60

leukocyte cell derived chemotaxin 2 - CGNC 

Symbol 4754 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1132,47)" 947 true 8.73 3869

ENSGALP00000030639 CID 2-Dec Ras-related protein Rab-6A - UP Q1KME6 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1132,51)" 1874 3870

ENSGALP00000020463 CID 244 - 251

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1132,56)" 90929 true 4.24 3871



ENSGALP00000009002 CID 192 - 201

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1132,57)" 7055 3872

ENSGALP00000019333 CID 82 - 91

ribosomal RNA processing 7 homolog A (S. 

cerevisiae) - CGNC Symbol 50643 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1132,59)" 12312 false 0.82 3873

ENSGALP00000009662 CID 286 - 296 protein kinase C beta - CGNC Symbol 50286 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1132,59)" 12312 false 3874

ENSGALP00000013862 CID 1,212 - 1,221

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1132,60)" 6944 false 3875

ENSGALP00000040418 CID 45 - 54 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1132,60)" 6944 true 1.33 3876

ENSGALP00000007487 CID 347 - 355

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1132,62)" 14271 true 2.19 3877

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1132,63)" 82599 true 2.19 3878



ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1132,63)" 82599 true 2.19 3879

ENSGALP00000021028 CID 237 - 245 radixin - CGNC Symbol 49356 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1132,63)" 82599 true 2.19 3880

ENSGALP00000014746 CID 80 - 89

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1132,66)" 7866 true 0.63 3881

ENSGALP00000003850 CID 118 - 127

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1132,66)" 1738 true 0.88 3882

ENSGALP00000035780 CID 1,473 - 1,481

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1133,55)" 737 true 0.99 3883

ENSGALP00000006643 CID 1-Oct

TAF9 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 32kDa - 

CGNC Symbol 51637 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1133,57)" 3446 false 3884

ENSGALP00000042281 CID 258 - 266

minichromosome maintenance complex 

component 3 associated protein - CGNC 

Symbol 3212 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1133,57)" 961 true 1.08 3885



ENSGALP00000039050 CID 698 - 706

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1133,58)" 6866 true 1 3886

ENSGALP00000003234 CID 727 - 735

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1133,60)" 5696 3887

ENSGALP00000002828 CID 428 - 437

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1133,60)" 9538 true 0.79 3888

ENSGALP00000004327 CID 1,625 - 1,634 fatty acid synthase - CGNC Symbol 1983 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1133,61)" 11907 false 3889

ENSGALP00000008735 CID 332 - 340

helicase lymphoid-specific - CGNC Symbol 

4060 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1133,64)" 5069 3890

ENSGALP00000008236 CID 598 - 606

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1133,64)" 17292 false 3891

ENSGALP00000041877 CID 359 - 368 Alstrom syndrome 1 - CGNC Symbol 51865 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1133,66)" 13082 3892



ENSGALP00000042455 CID 174 - 182

proteasome subunit alpha type-7 - Refseq 

NP_989944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1133,66)" 13082 3893

ENSGALP00000006939 CID 708 - 716 annexin A6 - CGNC Symbol 49340 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1133,71)" 69479 true 1.91 3894

ENSGALP00000016080 CID 607 - 617

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1133,71)" 7377 true 1 3895

ENSGALP00000009964 CID 1-Sep

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1134,53)" 12556 false 1.02 3896

ENSGALP00000023165 CID 35 - 43

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1134,53)" 12556 true 1.02 3897

ENSGALP00000004508 CID 117 - 125

endoplasmic reticulum-golgi intermediate 

compartment 1 - CGNC Symbol 2067 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1134,57)" 1618 true 0.84 3898

ENSGALP00000016696 CID 1,311 - 1,320 YLP motif containing 1 - CGNC Symbol 7819 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1134,59)" 4802 3899



ENSGALP00000019161 CID 182 - 191

WW domain binding protein 11 - CGNC 

Symbol 53212 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1134,59)" 4802 false 1.02 3900

ENSGALP00000020258 CID 204 - 213

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1-like - CGNC Symbol 

9427 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1134,60)" 3982 true 1.6 3901

ENSGALP00000004641 CID 1,419 - 1,427

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1134,60)" 49332 3902

ENSGALP00000042403 CID 183 - 190

uncharacterized protein LOC424740 - 

Refseq NP_001026471 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1134,60)" 49332 3903

ENSGALP00000003612 CID 2,188 - 2,197

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1134,62)" 5937 3904

ENSGALP00000000639 CID 151 - 160 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1134,62)" 5937 3905

ENSGALP00000013808 CID 296 - 304 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1134,63)" 2147 true 1.25 3906



ENSGALP00000025745 CID 16 - 26

Uncharacterized protein - 

UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 

11954 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1134,63)" 16549 3907

ENSGALP00000020445 CID 1,405 - 1,413

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1134,69)" 8616 true 2.5 3908

ENSGALP00000009393 CID 1,180 - 1,189

clustered mitochondria (cluA/CLU1) 

homolog - CGNC Symbol 4370 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1134,69)" 4474 3909

ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1135,57)" 54237 3910

ENSGALP00000008171 CID 322 - 330

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1135,59)" 1401 false 1.06 3911

ENSGALP00000007101 CID 588 - 596

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1135,59)" 866 true 1.42 3912

ENSGALP00000004817 CID 122 - 131 peroxiredoxin 6 - CGNC Symbol 2214 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1135,60)" 6053 3913



ENSGALP00000005194 CID 242 - 250

threonyl-tRNA synthetase - CGNC Symbol 

53084 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1135,60)" 6053 3914

ENSGALP00000007934 CID 305 - 313

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1135,60)" 17566 true 0.95 3915

ENSGALP00000005090 CID 675 - 684

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1135,61)" 8441 true 0.92 3916

ENSGALP00000014146 CID 92 - 100

replication factor C subunit 4 - CGNC 

Symbol 6607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1135,62)" 5297 true 0.65 3917

ENSGALP00000007174 CID 54 - 61

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1135,62)" 5297 false 1.61 3918

ENSGALP00000016102 CID 634 - 643

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1135,63)" 826 false 0.82 3919

ENSGALP00000000468 CID 400 - 408

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1135,63)" 826 true 1.75 3920



ENSGALP00000010210 CID 51 - 60

leukocyte cell derived chemotaxin 2 - CGNC 

Symbol 4754 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1136,51)" 31655 3921

ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1136,58)" 4405 false 3922

ENSGALP00000020463 CID 244 - 251

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1136,59)" 91890 3923

ENSGALP00000002409 CID 552 - 560

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1136,59)" 10233 true 1.25 3924

ENSGALP00000040388 CID 502 - 512 transcription factor 3 - CGNC Symbol 739 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1136,60)" 435561 false 0.81 3925

ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1136,60)" 435561 true 0.81 3926

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1136,60)" 435561 true 0.81 3927



ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1136,60)" 435561 true 0.81 3928

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1136,61)" 43797 true 0.85 3929

ENSGALP00000013240 CID 818 - 826

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1136,62)" 30812 false 3930

ENSGALP00000038463 CID 176 - 184

ribosomal protein L7a - CGNC Symbol 

50454 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1136,62)" 30943 true 1.03 3931

ENSGALP00000040418 CID 45 - 54 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1136,63)" 9240 3932

ENSGALP00000014746 CID 66 - 75

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1136,63)" 7238 false 3933

ENSGALP00000039734 CID 806 - 816

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1136,63)" 7238 3934



ENSGALP00000017661 CID 747 - 755

USO1 vesicle transport factor - CGNC 

Symbol 8265 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1136,64)" 2279 false 1.06 3935

ENSGALP00000007487 CID 347 - 355

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1136,64)" 15729 3936

ENSGALP00000008498 CID 344 - 352 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1136,65)" 16136 true 2.18 3937

ENSGALP00000009662 CID 286 - 296 protein kinase C beta - CGNC Symbol 50286 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1136,65)" 94665 false 1.43 3938

ENSGALP00000024609 CID 35 - 44

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1136,65)" 94665 3939

ENSGALP00000017198 CID 123 - 131

striatin calmodulin binding protein - CGNC 

Symbol 8034 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1136,65)" 12055 true 0.76 3940

ENSGALP00000016124 CID 129 - 137

striatin calmodulin binding protein 3 - CGNC 

Symbol 7543 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1136,65)" 12055 true 0.76 3941



ENSGALP00000010376 CID 710 - 719

Rac/Cdc42 guanine nucleotide exchange 

factor (GEF) 6 - CGNC Symbol 4852 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1136,65)" 12055 false 0.76 3942

ENSGALP00000021028 CID 237 - 245 radixin - CGNC Symbol 49356 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1136,65)" 192347 3943

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1136,65)" 192347 3944

ENSGALP00000012641 CID 2,126 - 2,134 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1136,65)" 192347 false 0.95 3945

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1136,65)" 192347 3946

ENSGALP00000022023 CID 793 - 802 nucleoporin 98kDa - CGNC Symbol 10169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1136,66)" 1454 true 1.03 3947

ENSGALP00000030471 CID 40 - 50

Uncharacterized protein - 

UniProtKB/TrEMBL H3BT36 - CGNC Symbol 

13915 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1136,72)" 1947 true 4.24 3948



ENSGALP00000021927 CID 478 - 486

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1137,57)" 27283 true 0.32 3949

ENSGALP00000019398 CID 557 - 566

kinesin family member 15 - CGNC Symbol 

9023 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1137,61)" 2419 false 3950

ENSGALP00000010325 CID 330 - 337

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1137,63)" 35030 false 0.87 3951

ENSGALP00000043135 CID 24,175 - 24,183 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1137,63)" 6564 false 1 3952

ENSGALP00000013174 CID 55 - 63

ribosomal protein S27a - CGNC Symbol 

49483 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1137,64)" 9772 true 0.7 3953

ENSGALP00000002866 CID 379 - 389

leucine-rich repeats and WD repeat domain 

containing 1 - CGNC Symbol 50529 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1137,65)" 138742 3954

ENSGALP00000005212 CID 51 - 58 histone deacetylase 1 - CGNC Symbol 2394 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1137,67)" 10278 true 1.44 3955



ENSGALP00000042813 CID 200 - 209

Hsap of 1: DEAD-box helicase 23 - 

HGNC:17347 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1137,68)" 3084 true 1.07 3956

ENSGALP00000030189 CID 67 - 77

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1137,69)" 25073 true 1.2 3957

ENSGALP00000038677 CID 45 - 54

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1137,69)" 3311 true 1.46 3958

ENSGALP00000003012 CID 229 - 238

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1137,70)" 8087 true 0.72 3959

ENSGALP00000037252 CID 198 - 207 polymerase (DNA) eta - CGNC Symbol 7850 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1137,70)" 8087 false 1.28 3960

ENSGALP00000023454 CID 978 - 988

N-acetyltransferase 10 - CGNC Symbol 

10818 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1137,70)" 8087 false 0.72 3961

ENSGALP00000000054 CID 122 - 131 G protein subunit alpha i3 - HGNC:4387 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1138,51)" 5489 true 1.24 3962



ENSGALP00000040638 CID 999 - 1,007 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1138,53)" 3297 true 1.08 3963

ENSGALP00000039965 CID 575 - 583

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1138,54)" 4511 true 1.29 3964

ENSGALP00000023165 CID 35 - 43

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1138,56)" 12860 3965

ENSGALP00000038523 CID 452 - 460

ATPase Ca++ transporting cardiac muscle 

slow twitch 2 - CGNC Symbol 49809 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1138,59)" 1780 false 3966

ENSGALP00000004425 CID 438 - 447

metastasis associated 1 - CGNC Symbol 

53548 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1138,61)" 833 true 0.85 3967

ENSGALP00000007237 CID 140 - 149

RNA binding motif protein 22 - CGNC 

Symbol 3366 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1138,62)" 22140 false 3968

ENSGALP00000027519 CID 322 - 330

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1138,63)" 6443 true 1.24 3969



ENSGALP00000013808 CID 296 - 304 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1138,65)" 2691 3970

ENSGALP00000013843 CID 310 - 319 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1138,66)" 1684 true 0.29 3971

ENSGALP00000038764 CID 427 - 436

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1138,66)" 4926 false 3972

ENSGALP00000024710 CID 61 - 69

ribosomal protein L24 - CGNC Symbol 

50756 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1138,67)" 4143 3973

ENSGALP00000002235 CID 44 - 52 stathmin 1 - CGNC Symbol 49630 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1138,67)" 4143 true 1.32 3974

ENSGALP00000007055 CID 98 - 106

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1138,69)" 4283 true 0.95 3975

ENSGALP00000039818 CID 467 - 476

pre-mRNA processing factor 3 - CGNC 

Symbol 52857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1138,70)" 2005 false 0.85 3976



ENSGALP00000027078 CID 1,108 - 1,116

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1138,70)" 23403 3977

ENSGALP00000003431 CID Aug-15

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1138,70)" 23403 true 0.72 3978

ENSGALP00000017495 CID 27 - 36 scinderin - CGNC Symbol 8188 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1138,72)" 6530 3979

ENSGALP00000023454 CID 513 - 520

N-acetyltransferase 10 - CGNC Symbol 

10818 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1139,53)" 7339 true 1.15 3980

ENSGALP00000006939 CID 748 - 756 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1139,58)" 306 true 2.81 3981

ENSGALP00000005971 CID 69 - 77 annexin A2 - CGNC Symbol 49740 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1139,59)" 18950 true 0.57 3982

P35908 CID 354 - 362

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1139,60)" 6319 3983



ENSGALP00000005090 CID 675 - 684

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1139,64)" 7791 3984

ENSGALP00000026573 CID 950 - 958 intersectin 2 - CGNC Symbol 51582 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1139,64)" 27763 false 0.76 3985

ENSGALP00000006555 CID 291 - 299

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1139,64)" 27763 true 0.79 3986

ENSGALP00000023288 CID 227 - 235

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1139,64)" 27763 true 0.79 3987

ENSGALP00000002352 CID 460 - 469

RNA binding motif protein 39 - CGNC 

Symbol 1071 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1139,64)" 27763 false 0.76 3988

ENSGALP00000014146 CID 92 - 100

replication factor C subunit 4 - CGNC 

Symbol 6607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1139,64)" 2985 3989

ENSGALP00000005576 CID 253 - 261

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1139,65)" 51811 true 0.97 3990



ENSGALP00000019975 CID 282 - 290

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1139,65)" 51811 true 0.97 3991

ENSGALP00000011008 CID 2,386 - 2,395

lysine methyltransferase 2A - CGNC Symbol 

49942 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1139,65)" 51811 false 0.97 3992

ENSGALP00000013294 CID 229 - 238

5'-nucleotidase cytosolic II - CGNC Symbol 

6204 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1139,70)" 270569 false 3993

ENSGALP00000007822 CID 382 - 391

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1139,70)" 270569 true 1.48 3994

ENSGALP00000043135 CID 19,412 - 19,421 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1139,70)" 270569 false 3995

ENSGALP00000040821 CID 212 - 221

microtubule associated protein RP/EB 

family member 3 - HGNC:6892 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1139,70)" 270569 3996

ENSGALP00000022772 CID 87 - 96

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1139,70)" 39675 true 1.17 3997



ENSGALP00000035738 CID 104 - 113

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1139,70)" 39675 true 1.17 3998

ENSGALP00000001909 CID 1,067 - 1,076

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1139,71)" 35602 3999

ENSGALP00000007101 CID 109 - 116

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1140,55)" 4385 false 4000

ENSGALP00000005892 CID 990 - 998

chromodomain helicase DNA binding 

protein 9 - CGNC Symbol 2719 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1140,59)" 2645 true 0.69 4001

ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1140,61)" 3396 false 4002

ENSGALP00000025563 CID 1,232 - 1,240

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1140,61)" 5418 false 1.19 4003

ENSGALP00000018410 CID 820 - 830

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1140,62)" 9272 true 0.81 4004



ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1140,62)" 68889 4005

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1140,62)" 68889 4006

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1140,62)" 68889 4007

ENSGALP00000040388 CID 502 - 512 transcription factor 3 - CGNC Symbol 739 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1140,62)" 354408 false 0.81 4008

ENSGALP00000013574 CID 93 - 102

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1140,63)" 9486 true 0.95 4009

ENSGALP00000002409 CID 552 - 560

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1140,63)" 22610 4010

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1140,63)" 45622 4011



ENSGALP00000001480 CID 600 - 608 myeloperoxidase - CGNC Symbol 50519 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1140,64)" 2843 false 1.19 4012

ENSGALP00000016509 CID 1,420 - 1,428

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1140,64)" 23187 4013

ENSGALP00000015892 CID 258 - 265

N(alpha)-acetyltransferase 15 NatA auxiliary 

subunit - CGNC Symbol 7432 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1140,64)" 23187 false 0.77 4014

ENSGALP00000021927 CID 162 - 170

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1140,67)" 5918 false 4015

ENSGALP00000013843 CID 1,134 - 1,143 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1140,69)" 1950 true 0.74 4016

ENSGALP00000014746 CID 80 - 89

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1140,71)" 4961 true 0.63 4017

ENSGALP00000003850 CID 118 - 127

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1140,72)" 1024 true 0.88 4018



ENSGALP00000021927 CID 478 - 486

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1141,59)" 7322 4019

ENSGALP00000013267 CID 90 - 98

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1141,59)" 5202 4020

ENSGALP00000035780 CID 1,473 - 1,481

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1141,60)" 727 true 0.99 4021

ENSGALP00000039757 CID 256 - 264

hypoxia up-regulated 1 - CGNC Symbol 

53307 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1141,60)" 1554 true 0.52 4022

ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1141,60)" 49696 true 0.44 4023

ENSGALP00000002525 CID 342 - 350 septin 9 - CGNC Symbol 50494 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1141,62)" 19378 true 1.62 4024

ENSGALP00000036720 CID 3,793 - 3,801

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1141,63)" 5199 4025



ENSGALP00000002828 CID 428 - 437

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1141,65)" 1552 true 0.72 4026

ENSGALP00000042813 CID 200 - 209

Hsap of 1: DEAD-box helicase 23 - 

HGNC:17347 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1141,69)" 2734 4027

ENSGALP00000027504 CID 1,889 - 1,898 neurobeachin - CGNC Symbol 12814 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1141,76)" 40654 false 4028

ENSGALP00000000054 CID 122 - 131 G protein subunit alpha i3 - HGNC:4387 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1142,54)" 6822 4029

ENSGALP00000012903 CID 130 - 139

Hsap of 4: TBC1 domain family member 10A 

- HGNC:23609 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1142,57)" 2070 true 1.62 4030

ENSGALP00000004589 CID 147 - 155 BRI3 binding protein - CGNC Symbol 2105 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1142,59)" 18269 true 1.11 4031

ENSGALP00000004425 CID 438 - 447

metastasis associated 1 - CGNC Symbol 

53548 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1142,63)" 704 4032



ENSGALP00000018594 CID 49 - 56

small nuclear ribonucleoprotein polypeptide 

F - CGNC Symbol 8670 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1142,64)" 670 4033

ENSGALP00000039734 CID 356 - 365

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1142,65)" 6254 true 1.44 4034

ENSGALP00000038764 CID 427 - 436

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1142,69)" 16599 4035

ENSGALP00000008236 CID 844 - 852

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1142,72)" 12563 4036

ENSGALP00000014119 CID 299 - 308

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1142,72)" 38589 true 0.63 4037

ENSGALP00000023454 CID 513 - 520

N-acetyltransferase 10 - CGNC Symbol 

10818 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1143,55)" 8463 4038

ENSGALP00000017517 CID 535 - 543

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1143,58)" 1483 true 0.96 4039



ENSGALP00000005971 CID 69 - 77 annexin A2 - CGNC Symbol 49740 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1143,61)" 9430 4040

ENSGALP00000016102 CID 246 - 254

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1143,62)" 8357 true 0.9 4041

ENSGALP00000007355 CID 67 - 76 ataxin 2 - CGNC Symbol 3422 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1143,65)" 4079 false 4042

ENSGALP00000008171 CID 788 - 796

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1143,66)" 3701 false 0.71 4043

ENSGALP00000013964 CID 253 - 262

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1143,66)" 3701 4044

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1143,66)" 3701 4045

ENSGALP00000002352 CID 460 - 469

RNA binding motif protein 39 - CGNC 

Symbol 1071 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1143,66)" 1867 false 4046



ENSGALP00000005576 CID 253 - 261

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1143,68)" 36938 4047

ENSGALP00000019975 CID 282 - 290

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1143,68)" 36938 4048

ENSGALP00000005794 CID 900 - 908

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1143,68)" 22010 4049

ENSGALP00000013240 CID 1,398 - 1,407

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1143,68)" 22010 false 0.9 4050

ENSGALP00000000506 CID 507 - 516 arginyl aminopeptidase - CGNC Symbol 219 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1143,68)" 22010 false 0.9 4051

ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1143,69)" 22113 true 0.68 4052

ENSGALP00000038904 CID 92 - 100

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1143,70)" 22631 true 0.58 4053



ENSGALP00000040836 CID Sep-17

acidic residue methyltransferase 1 - CGNC 

Symbol 9819 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1143,71)" 1287 false 4054

ENSGALP00000021055 CID 330 - 339 dynamin 1-like - CGNC Symbol 9791 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1143,71)" 1287 true 1.68 4055

ENSGALP00000010984 CID 530 - 538

adaptor-related protein complex 2 alpha 2 

subunit - CGNC Symbol 51890 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1144,59)" 1918 false 4056

ENSGALP00000016780 CID 40 - 47

transmembrane p24 trafficking protein 10 - 

CGNC Symbol 7851 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1144,60)" 12715 4057

ENSGALP00000005892 CID 990 - 998

chromodomain helicase DNA binding 

protein 9 - CGNC Symbol 2719 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1144,61)" 1826 4058

ENSGALP00000007692 CID 281 - 289

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1144,64)" 6421 4059

ENSGALP00000007101 CID 783 - 792

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1144,64)" 4827 false 0.67 4060



ENSGALP00000001480 CID 600 - 608 myeloperoxidase - CGNC Symbol 50519 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1144,66)" 9767 false 0.88 4061

ENSGALP00000016509 CID 1,420 - 1,428

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1144,66)" 9767 false 0.8 4062

ENSGALP00000001480 CID 600 - 608 myeloperoxidase - CGNC Symbol 50519 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1144,66)" 17965 4063

ENSGALP00000038463 CID 176 - 184

ribosomal protein L7a - CGNC Symbol 

50454 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1144,67)" 31889 true 1.03 4064

ENSGALP00000006565 CID 524 - 532

ubiquitin-like with PHD and ring finger 

domains 1 - CGNC Symbol 3031 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1144,67)" 32548 4065

ENSGALP00000012615 CID 573 - 582

ATP binding cassette subfamily B member 7 

- CGNC Symbol 5888 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1144,68)" 5080 4066

ENSGALP00000020310 CID 242 - 251 SET binding factor 1 - CGNC Symbol 9447 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1144,69)" 5844 false 1.32 4067



ENSGALP00000039865 CID 874 - 883

flightless I actin binding protein - CGNC 

Symbol 3713 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1144,69)" 5844 true 1.32 4068

ENSGALP00000027401 CID 206 - 215

succinate-CoA ligase ADP-forming beta 

subunit - CGNC Symbol 12755 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1144,70)" 1530 false 1.19 4069

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1144,70)" 5256 true 0.77 4070

ENSGALP00000024609 CID 35 - 44

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1144,71)" 1451 false 0.75 4071

ENSGALP00000013843 CID 1,134 - 1,143 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1144,71)" 1451 4072

ENSGALP00000034419 CID 114 - 123

GATA zinc finger domain containing 2A - 

CGNC Symbol 2116 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1144,71)" 1451 false 0.75 4073

ENSGALP00000043135 CID 29,364 - 29,372 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1145,57)" 4206 false 4074



ENSGALP00000026858 CID 394 - 404

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1145,59)" 943 4075

ENSGALP00000014935 CID 1-Sep

fragile X mental retardation 1 - CGNC 

Symbol 51729 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1145,59)" 943 4076

ENSGALP00000009002 CID 1,062 - 1,072

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1145,59)" 943 false 4077

ENSGALP00000015409 CID 304 - 311 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1145,62)" 6566 4078

ENSGALP00000035366 CID 81 - 89

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1145,62)" 39845 true 4.65 4079

ENSGALP00000008091 CID 428 - 437

dyskerin pseudouridine synthase 1 - CGNC 

Symbol 3757 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1145,65)" 3105 4080

ENSGALP00000035478 CID 282 - 291 filamin B beta - CGNC Symbol 49141 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1145,66)" 2998 false 4081



ENSGALP00000012932 CID 492 - 500 nucleoporin 85kDa - CGNC Symbol 6035 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1145,66)" 2998 false 4082

ENSGALP00000019120 CID 352 - 360

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1145,69)" 815 false 4083

ENSGALP00000010510 CID 349 - 357

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1145,69)" 815 false 4084

ENSGALP00000007358 CID 594 - 602

RNA binding motif protein 5 - CGNC Symbol 

3423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1145,71)" 60787 false 4085

ENSGALP00000010633 CID 70 - 78

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1145,71)" 60787 false 1.52 4086

ENSGALP00000013963 CID 494 - 503

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1145,71)" 60787 false 4087

ENSGALP00000025508 CID 26 - 35

SR-related CTD-associated factor 4 - CGNC 

Symbol 11826 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1145,71)" 60787 false 4088



ENSGALP00000040638 CID 999 - 1,007 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1146,59)" 5364 false 4089

ENSGALP00000012903 CID 130 - 139

Hsap of 4: TBC1 domain family member 10A 

- HGNC:23609 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1146,60)" 5177 4090

ENSGALP00000004589 CID 147 - 155 BRI3 binding protein - CGNC Symbol 2105 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1146,61)" 11826 4091

ENSGALP00000020349 CID 329 - 337

pre-mRNA processing factor 39 - 

HGNC:20314 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1146,62)" 742 false 0.97 4092

ENSGALP00000036720 CID 390 - 398

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1146,62)" 742 4093

ENSGALP00000004949 CID 497 - 506

IKAROS family zinc finger 2 (Helios) - CGNC 

Symbol 2272 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1146,62)" 6988 4094

ENSGALP00000007236 CID 1-Oct

calcyclin binding protein - CGNC Symbol 

3365 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1146,62)" 6988 4095



ENSGALP00000019398 CID 1,376 - 1,384

kinesin family member 15 - CGNC Symbol 

9023 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1146,62)" 6988 false 0.97 4096

ENSGALP00000025019 CID 503 - 512

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1146,62)" 6988 4097

ENSGALP00000022816 CID 38 - 46

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1146,64)" 608 false 4098

ENSGALP00000015735 CID 64 - 73

Sjogren syndrome antigen B - CGNC Symbol 

7359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1146,64)" 608 true 1.01 4099

ENSGALP00000014119 CID 299 - 308

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1146,75)" 46862 4100

ENSGALP00000027015 CID 566 - 574

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1146,75)" 22007 4101

ENSGALP00000016509 CID 801 - 809

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1147,56)" 2860 true 2.33 4102



ENSGALP00000023278 CID 39 - 47

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1147,56)" 62225 true 1.65 4103

ENSGALP00000012993 CID 101 - 109

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1147,57)" 13885 true 0.77 4104

ENSGALP00000036720 CID 615 - 623

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1147,58)" 592 true 0.96 4105

ENSGALP00000023319 CID 314 - 322 catalase - CGNC Symbol 51998 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1147,59)" 15874 true 0.89 4106

ENSGALP00000020830 CID 46 - 54

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1147,59)" 20942 true 1.25 4107

ENSGALP00000022724 CID 299 - 307

embryonic ectoderm development - CGNC 

Symbol 10494 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1147,61)" 6725 true 0.9 4108

ENSGALP00000043196 CID 1,352 - 1,361

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1147,63)" 3830 true 1.14 4109



ENSGALP00000010363 CID 50 - 59

ubiquitin conjugating enzyme E2 I - CGNC 

Symbol 4844 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1147,63)" 5867 true 2.44 4110

ENSGALP00000043135 CID 2,675 - 2,684 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1147,63)" 5326 false 2.41 4111

ENSGALP00000016102 CID 246 - 254

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1147,64)" 7481 4112

ENSGALP00000038782 CID 312 - 320 nucleobindin 2 - CGNC Symbol 51883 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1147,68)" 11359 true 0.85 4113

ENSGALP00000013029 CID 805 - 813

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1147,69)" 5997 true 1.34 4114

ENSGALP00000018410 CID 1,098 - 1,106

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1147,69)" 14239 4115

ENSGALP00000001231 CID 365 - 373 lysine demethylase 1A - CGNC Symbol 547 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1147,70)" 16212 false 0.96 4116



ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1147,71)" 13826 4117

ENSGALP00000008338 CID 142 - 150

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1147,73)" 3672 true 0.9 4118

ENSGALP00000007822 CID 382 - 391

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1147,75)" 411560 true 1.48 4119

ENSGALP00000003357 CID 722 - 730

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1148,61)" 1316 false 4120

ENSGALP00000003012 CID 314 - 323

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1148,62)" 842 false 4121

ENSGALP00000038778 CID 154 - 164 actin-like 6A - CGNC Symbol 6893 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1148,64)" 13211 true 0.99 4122

ENSGALP00000041772 CID 207 - 215

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1148,66)" 12692 4123



ENSGALP00000002482 CID 483 - 491 copine I - CGNC Symbol 50925 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1148,66)" 14698 true 1.59 4124

ENSGALP00000011018 CID 655 - 664

ubiquitin specific peptidase 19 - 

HGNC:12617 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1148,67)" 6427 false 1.09 4125

ENSGALP00000023866 CID 1,301 - 1,310

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1148,67)" 6427 false 1.09 4126

ENSGALP00000013574 CID 93 - 102

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1148,68)" 3971 true 0.87 4127

ENSGALP00000017288 CID 237 - 245

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1148,69)" 2030 4128

ENSGALP00000039865 CID 874 - 883

flightless I actin binding protein - CGNC 

Symbol 3713 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1148,69)" 16375 4129

ENSGALP00000015176 CID 92 - 100

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1148,71)" 2731 false 4130



ENSGALP00000023673 CID 507 - 517

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1149,60)" 4902 4131

ENSGALP00000038037 CID 86 - 95

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1149,61)" 2924 4132

ENSGALP00000014105 CID 86 - 94

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1149,62)" 20581 true 1.64 4133

ENSGALP00000038979 CID 1,058 - 1,067

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1149,62)" 6652 true 0.56 4134

ENSGALP00000005262 CID 401 - 409

Fas associated factor family member 2 - 

CGNC Symbol 2423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1149,62)" 977 false 0.56 4135

ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1149,62)" 474594 true 1.23 4136

ENSGALP00000019163 CID 66 - 76 histone H1 - CGNC Symbol 53214 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1149,62)" 474594 true 1.23 4137



ENSGALP00000035366 CID 81 - 89

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1149,64)" 236435 4138

ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1149,65)" 21084 true 1.03 4139

ENSGALP00000018695 CID 183 - 191

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1149,66)" 16940 4140

ENSGALP00000002525 CID 342 - 350 septin 9 - CGNC Symbol 50494 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1149,67)" 31412 true 1.62 4141

ENSGALP00000033411 CID 62 - 71 ribosomal protein S21 - HGNC:10409 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1150,53)" 6822 true 0.84 4142

ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1150,56)" 14486 true 0.84 4143

ENSGALP00000023439 CID 35 - 44

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1150,58)" 31662 true 1.6 4144



ENSGALP00000039326 CID Aug-17 ribosomal protein L19 - CGNC Symbol 1159 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1150,59)" 1823 true 1.91 4145

ENSGALP00000035478 CID 976 - 984 filamin B beta - CGNC Symbol 49141 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1150,60)" 1998 true 1.04 4146

ENSGALP00000011948 CID 677 - 685

nuclear receptor subfamily 3 group C 

member 1 - CGNC Symbol 5586 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1150,62)" 802 false 1.31 4147

ENSGALP00000015409 CID 832 - 840 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1150,62)" 802 true 1.31 4148

ENSGALP00000011907 CID 412 - 420

cleavage and polyadenylation factor I 

subunit 1 - CGNC Symbol 5568 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1150,62)" 1668 4149

ENSGALP00000043135 CID 29,093 - 29,101 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1150,62)" 1594 false 0.84 4150

ENSGALP00000007666 CID 122 - 130

peptidylprolyl isomerase F - CGNC Symbol 

52036 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1150,62)" 1594 true 0.84 4151



ENSGALP00000000924 CID 388 - 397

acyl-CoA thioesterase 7 - CGNC Symbol 

50978 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1150,62)" 1692 true 1.03 4152

ENSGALP00000003089 CID 701 - 709

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1150,64)" 7314 4153

ENSGALP00000019832 CID 255 - 264

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1150,64)" 4103 true 0.94 4154

ENSGALP00000039270 CID 419 - 427

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1150,65)" 40735 true 0.94 4155

ENSGALP00000018410 CID 505 - 513

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1150,65)" 40735 true 0.5 4156

ENSGALP00000022392 CID 403 - 412 transportin 3 - CGNC Symbol 10345 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1150,66)" 18570 true 1.03 4157

ENSGALP00000005832 CID 790 - 798 nucleoporin 155kDa - CGNC Symbol 2697 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1150,66)" 2211 false 0.5 4158



ENSGALP00000015735 CID 64 - 73

Sjogren syndrome antigen B - CGNC Symbol 

7359 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1150,66)" 2211 4159

ENSGALP00000003089 CID 378 - 386

valosin containing protein - CGNC Symbol 

53073 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1150,72)" 8327 true 1.24 4160

ENSGALP00000026288 CID 753 - 761

zinc finger protein X-linked - CGNC Symbol 

50801 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1150,72)" 8327 false 0.51 4161

ENSGALP00000007287 CID 87 - 96 ribosomal protein S14 - CGNC Symbol 3393 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1150,72)" 29542 true 0.65 4162

ENSGALP00000021055 CID 124 - 133 dynamin 1-like - CGNC Symbol 9791 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1150,72)" 29542 false 4163

ENSGALP00000005322 CID Sep-18

BRX1 biogenesis of ribosomes - CGNC 

Symbol 2456 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1150,72)" 29542 false 4164

ENSGALP00000041159 CID 51 - 60 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1150,79)" 316698 true 0.77 4165



ENSGALP00000038262 CID Nov-19

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1151,45)" 17429 true 1.28 4166

ENSGALP00000005576 CID 57 - 65

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1151,57)" 17359 true 0.77 4167

ENSGALP00000004108 CID 405 - 414

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1151,58)" 8062 false 0.96 4168

ENSGALP00000016509 CID 801 - 809

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1151,58)" 11621 4169

ENSGALP00000000509 CID 472 - 482

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1151,59)" 15399 true 0.96 4170

ENSGALP00000023352 CID 1,565 - 1,573

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1151,60)" 1590 false 4171

ENSGALP00000017954 CID 35 - 42

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1151,60)" 12225 true 1.14 4172



ENSGALP00000020830 CID 46 - 54

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1151,61)" 28256 4173

ENSGALP00000013359 CID 241 - 249 annexin A4 - CGNC Symbol 57513 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1151,62)" 20000 true 0.76 4174

ENSGALP00000011666 CID 792 - 800

kinesin family member 5B - CGNC Symbol 

5451 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1151,65)" 8343 true 0.88 4175

ENSGALP00000038829 CID 30 - 40

Hsap of 9: DEAD-box helicase 19A - 

HGNC:25628 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1151,69)" 1149 true 0.73 4176

ENSGALP00000025921 CID 55 - 65

RAD21 cohesin complex component - CGNC 

Symbol 12049 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1151,69)" 2081 4177

ENSGALP00000038782 CID 312 - 320 nucleobindin 2 - CGNC Symbol 51883 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1151,70)" 12721 4178

ENSGALP00000015964 CID 35 - 44

ribosomal protein L18a - CGNC Symbol 

50601 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1151,70)" 614 true 1.72 4179



ENSGALP00000001750 CID 2-Nov prohibitin - CGNC Symbol 51144 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1151,70)" 614 4180

ENSGALP00000012949 CID 75 - 84

molybdenum cofactor synthesis 3 - CGNC 

Symbol 6043 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1151,72)" 2814 true 0.91 4181

ENSGALP00000009939 CID 2,321 - 2,330

WDFY family member 4 - CGNC Symbol 

22870 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1151,72)" 18953 false 0.96 4182

ENSGALP00000008128 CID 448 - 457 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1151,73)" 18766 true 0.84 4183

ENSGALP00000038904 CID 92 - 100

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1151,75)" 13217 true 0.58 4184

ENSGALP00000021055 CID 330 - 339 dynamin 1-like - CGNC Symbol 9791 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1151,78)" 4615 true 1.68 4185

ENSGALP00000043135 CID 16,315 - 16,324 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1151,80)" 417 false 0.58 4186



ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1152,59)" 176089 true 0.74 4187

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1152,59)" 176089 true 0.74 4188

ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1152,59)" 176089 true 0.74 4189

ENSGALP00000012883 CID 65 - 73

Gallus gallus recombination activating gene 

2 (RAG2) mRNA. - RefSeq mRNA 

NM_001305057 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1152,61)" 8395 4190

ENSGALP00000005126 CID 48 - 58

SUB1 homolog (S. cerevisiae) - CGNC 

Symbol 2359 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1152,62)" 3599 false 1.36 4191

ENSGALP00000009853 CID 144 - 152 zinc finger protein 326 - CGNC Symbol 4587 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1152,62)" 3599 4192

ENSGALP00000018987 CID 536 - 544 t-complex 1 - CGNC Symbol 8842 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1152,62)" 3599 true 0.92 4193



ENSGALP00000013029 CID 863 - 871

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1152,63)" 10582 false 0.77 4194

ENSGALP00000041690 CID 65 - 73

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1152,63)" 10582 true 1.49 4195

ENSGALP00000038463 CID 176 - 184

ribosomal protein L7a - CGNC Symbol 

50454 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1152,63)" 10582 false 1.49 4196

ENSGALP00000039924 CID 604 - 613

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1152,63)" 10582 false 0.77 4197

ENSGALP00000038778 CID 154 - 164 actin-like 6A - CGNC Symbol 6893 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1152,66)" 13056 4198

ENSGALP00000002482 CID 483 - 491 copine I - CGNC Symbol 50925 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1152,68)" 35980 4199

ENSGALP00000040734 CID 1,137 - 1,146 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1152,68)" 5232 false 4200



ENSGALP00000037708 CID 318 - 327

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1152,69)" 836 true 0.77 4201

ENSGALP00000016780 CID 144 - 152

transmembrane p24 trafficking protein 10 - 

CGNC Symbol 7851 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1152,73)" 11189 false 0.88 4202

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1152,76)" 8143 true 0.75 4203

ENSGALP00000004745 CID 68 - 77 nucleoporin 93kDa - CGNC Symbol 2176 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1153,63)" 23638 true 0.94 4204

ENSGALP00000029109 CID 398 - 406

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1153,63)" 106335 true 0.94 4205

ENSGALP00000014105 CID 86 - 94

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1153,64)" 33767 4206

ENSGALP00000002008 CID 52 - 60 c-src tyrosine kinase - CGNC Symbol 902 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1153,64)" 2027 4207



ENSGALP00000013267 CID 90 - 98

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1153,64)" 21158 true 0.92 4208

ENSGALP00000034612 CID 34 - 42

NADH-ubiquinone oxidoreductase chain 1 - 

UP P18936 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1153,64)" 782 false 4209

ENSGALP00000001332 CID 176 - 187 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1153,66)" 41977 false 0.55 4210

ENSGALP00000003898 CID 478 - 487 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1153,66)" 41977 true 0.92 4211

ENSGALP00000007487 CID 17 - 26

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1153,66)" 41977 false 0.55 4212

ENSGALP00000005724 CID Sep-19

flap structure-specific endonuclease 1 - 

CGNC Symbol 55445 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1153,70)" 1992 true 0.92 4213

ENSGALP00000010633 CID 70 - 78

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1153,76)" 94494 true 1.52 4214



ENSGALP00000033411 CID 62 - 71 ribosomal protein S21 - HGNC:10409 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1154,55)" 4374 4215

ENSGALP00000011666 CID 551 - 560

kinesin family member 5B - CGNC Symbol 

5451 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1154,55)" 4374 false 4216

ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1154,58)" 13665 4217

ENSGALP00000018087 CID 279 - 287

vaccinia related kinase 1 - CGNC Symbol 

8440 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1154,59)" 3434 false 1.49 4218

ENSGALP00000035593 CID 97 - 105 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1154,60)" 75845 true 0.62 4219

ENSGALP00000023439 CID 35 - 44

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1154,60)" 53877 4220

ENSGALP00000026487 CID 320 - 328

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1154,60)" 2287 true 1.75 4221



ENSGALP00000006778 CID 505 - 514

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1154,61)" 72927 true 1.2 4222

ENSGALP00000000924 CID 388 - 397

acyl-CoA thioesterase 7 - CGNC Symbol 

50978 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1154,62)" 3265 4223

ENSGALP00000027981 CID 71 - 80

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1154,62)" 49473 true 1.25 4224

ENSGALP00000006816 CID 387 - 395

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1154,62)" 49473 false 1.25 4225

ENSGALP00000011666 CID 551 - 560

kinesin family member 5B - CGNC Symbol 

5451 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1154,65)" 1054 false 1.49 4226

ENSGALP00000015409 CID 832 - 840 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1154,65)" 1054 4227

ENSGALP00000022392 CID 403 - 412 transportin 3 - CGNC Symbol 10345 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1154,68)" 5820 4228



ENSGALP00000001997 CID 2-Oct

eukaryotic translation initiation factor 4H - 

CGNC Symbol 897 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1155,45)" 10630 4229

ENSGALP00000038262 CID Nov-19

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1155,48)" 22333 4230

ENSGALP00000026989 CID 495 - 503

ubiquitin protein ligase E3A - CGNC Symbol 

12558 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1155,58)" 16276 true 1.12 4231

ENSGALP00000001995 CID 148 - 156

synaptosome associated protein 29kDa - 

CGNC Symbol 896 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1155,59)" 17767 false 1.01 4232

ENSGALP00000009605 CID 219 - 227

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1155,59)" 20437 true 1.21 4233

ENSGALP00000013808 CID 137 - 145 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1155,59)" 11898 true 1.46 4234

ENSGALP00000005576 CID 57 - 65

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1155,60)" 12606 4235



ENSGALP00000023278 CID 39 - 47

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1155,61)" 105101 true 1.65 4236

ENSGALP00000000509 CID 472 - 482

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1155,62)" 19947 4237

ENSGALP00000021877 CID 251 - 259 ATPase 13A1 - HGNC:24215 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1155,62)" 19947 false 0.96 4238

ENSGALP00000010942 CID 111 - 119

ribosomal protein S15a - CGNC Symbol 

5109 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1155,62)" 6245 true 1.39 4239

ENSGALP00000012993 CID 101 - 109

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1155,64)" 18492 true 0.77 4240

ENSGALP00000019569 CID 131 - 140

suppression of tumorigenicity 13 (colon 

carcinoma) (Hsp70 interacting protein) - 

CGNC Symbol 50650 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1155,72)" 41416 true 0.84 4241

ENSGALP00000013029 CID 805 - 813

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1155,74)" 13356 true 1.34 4242



ENSGALP00000008128 CID 448 - 457 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1155,74)" 10201 4243

ENSGALP00000012949 CID 75 - 84

molybdenum cofactor synthesis 3 - CGNC 

Symbol 6043 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1155,74)" 1202 4244

ENSGALP00000010888 CID 2-Oct

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1156,59)" 31211 4245

ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1156,61)" 123342 4246

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1156,61)" 123342 4247

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1156,61)" 123342 4248

ENSGALP00000005944 CID 167 - 175

phospholipase C gamma 1 - CGNC Symbol 

50935 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1156,61)" 7906 4249



ENSGALP00000039270 CID 734 - 744

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1156,67)" 4166 true 0.99 4250

ENSGALP00000009665 CID 328 - 337

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1156,67)" 2514 true 0.96 4251

ENSGALP00000039270 CID 407 - 418

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1156,70)" 20434 true 0.25 4252

ENSGALP00000037708 CID 318 - 327

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1156,70)" 1102 4253

ENSGALP00000025883 CID 94 - 102

eukaryotic translation initiation factor 3 

subunit E - CGNC Symbol 12026 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1157,52)" 3473 4254

ENSGALP00000012100 CID 70 - 78

leucyl-tRNA synthetase - CGNC Symbol 

5654 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1157,53)" 9922 false 4255

ENSGALP00000004840 CID 342 - 351 replication protein A1 - CGNC Symbol 2225 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1157,61)" 2451 true 0.4 4256



ENSGALP00000026288 CID 237 - 246

zinc finger protein X-linked - CGNC Symbol 

50801 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1157,64)" 12036 false 4257

ENSGALP00000004745 CID 68 - 77 nucleoporin 93kDa - CGNC Symbol 2176 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1157,65)" 28829 4258

ENSGALP00000013267 CID 90 - 98

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1157,66)" 17370 4259

ENSGALP00000009669 CID 1,741 - 1,748

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1157,66)" 39630 false 4260

ENSGALP00000029109 CID 398 - 406

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1157,66)" 39630 4261

ENSGALP00000020744 CID 744 - 753

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1157,66)" 24402 false 4262

ENSGALP00000019163 CID 66 - 76 histone H1 - CGNC Symbol 53214 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1157,68)" 588537 true 1.23 4263



ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1157,68)" 588537 true 1.23 4264

ENSGALP00000042639 CID 68 - 76

muscleblind-like splicing regulator 1 - CGNC 

Symbol 52321 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1157,68)" 2183 true 0.99 4265

ENSGALP00000020874 CID 879 - 888

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1157,68)" 2183 false 4266

ENSGALP00000020445 CID 1,165 - 1,173

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1157,68)" 7371 false 0.97 4267

ENSGALP00000013240 CID 1,976 - 1,984

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1157,70)" 5538 false 0.4 4268

ENSGALP00000038463 CID 25 - 33

ribosomal protein L7a - CGNC Symbol 

50454 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1157,72)" 10234 false 4269

ENSGALP00000005724 CID Sep-19

flap structure-specific endonuclease 1 - 

CGNC Symbol 55445 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1157,72)" 1995 4270



ENSGALP00000021255 CID 233 - 241

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1158,57)" 3645 true 1.06 4271

ENSGALP00000005794 CID 926 - 935

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1158,59)" 71031 4272

ENSGALP00000003205 CID Jun-16

signal recognition particle 68kDa - CGNC 

Symbol 1465 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1158,59)" 71031 false 1.06 4273

ENSGALP00000018765 CID 36 - 46

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1158,59)" 71031 true 0.68 4274

ENSGALP00000006816 CID 3,777 - 3,787

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1158,62)" 32325 4275

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1158,62)" 413066 true 0.68 4276

ENSGALP00000013964 CID 242 - 251

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1158,62)" 413066 true 0.68 4277



ENSGALP00000006778 CID 505 - 514

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1158,64)" 96838 4278

ENSGALP00000027981 CID 71 - 80

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1158,64)" 95586 4279

ENSGALP00000011666 CID 551 - 560

kinesin family member 5B - CGNC Symbol 

5451 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1158,65)" 1956 false 4280

ENSGALP00000003418 CID 47 - 57

hydroxysteroid (17-beta) dehydrogenase 4 - 

CGNC Symbol 1559 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1158,65)" 1956 4281

ENSGALP00000012100 CID 132 - 140

leucyl-tRNA synthetase - CGNC Symbol 

5654 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1158,65)" 2457 false 4282

ENSGALP00000024150 CID 264 - 275

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1158,65)" 2457 false 4283

ENSGALP00000008578 CID 813 - 822

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1158,69)" 2468 4284



ENSGALP00000003089 CID 378 - 386

valosin containing protein - CGNC Symbol 

53073 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1158,77)" 14421 true 1.24 4285

ENSGALP00000007287 CID 87 - 96 ribosomal protein S14 - CGNC Symbol 3393 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1158,78)" 19315 true 0.65 4286

ENSGALP00000041159 CID 51 - 60 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1158,85)" 71745 true 1.68 4287

ENSGALP00000026989 CID 495 - 503

ubiquitin protein ligase E3A - CGNC Symbol 

12558 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1159,59)" 32132 4288

ENSGALP00000014656 CID 515 - 524

transmembrane protein 87A - CGNC Symbol 

6854 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1159,60)" 2506 true 0.66 4289

ENSGALP00000001995 CID 148 - 156

synaptosome associated protein 29kDa - 

CGNC Symbol 896 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1159,61)" 17231 4290

ENSGALP00000013808 CID 137 - 145 stromal antigen 2 - CGNC Symbol 51718 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1159,62)" 17339 4291



ENSGALP00000009605 CID 219 - 227

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1159,62)" 26548 4292

ENSGALP00000023115 CID 384 - 392

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1159,65)" 1367 false 4293

ENSGALP00000002409 CID 157 - 166

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1159,65)" 1662 4294

ENSGALP00000037185 CID 318 - 328

X-ray repair complementing defective repair 

in Chinese hamster cells 6 - CGNC Symbol 

9044 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1159,65)" 9842 true 0.95 4295

ENSGALP00000010942 CID 111 - 119

ribosomal protein S15a - CGNC Symbol 

5109 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1159,65)" 9842 4296

ENSGALP00000013862 CID 1,179 - 1,187

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1159,66)" 1422 4297

ENSGALP00000012992 CID 46 - 55

ubiquitin-conjugating enzyme E2 variant 1 - 

CGNC Symbol 62089 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1159,67)" 23907 4298



ENSGALP00000022545 CID 654 - 663

BCL2-associated transcription factor 1 - 

CGNC Symbol 64987 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1159,73)" 1392 4299

ENSGALP00000018382 CID 1,307 - 1,315

early endosome antigen 1 - CGNC Symbol 

8572 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1159,73)" 1392 false 4300

ENSGALP00000042680 CID 197 - 206

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1160,56)" 1003891 true 2.07 4301

ENSGALP00000015657 CID 197 - 206 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1160,56)" 1003891 true 2.07 4302

ENSGALP00000018195 CID 53 - 62

proteasome subunit beta 1 - CGNC Symbol 

8487 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1160,60)" 100278 true 1.52 4303

ENSGALP00000008105 CID 49 - 57

phosphoribosyl pyrophosphate synthetase-

associated protein 2 - CGNC Symbol 50275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1160,61)" 43471 true 1.06 4304

ENSGALP00000003737 CID 254 - 262 enolase 1 (alpha) - CGNC Symbol 49607 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1160,64)" 6738 true 0.69 4305



ENSGALP00000028982 CID 172 - 180

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1160,65)" 1388 4306

ENSGALP00000020666 CID 176 - 184 DEK proto-oncogene - CGNC Symbol 9623 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1160,67)" 1886 false 0.96 4307

ENSGALP00000038463 CID 176 - 184

ribosomal protein L7a - CGNC Symbol 

50454 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1160,67)" 1886 false 0.96 4308

ENSGALP00000025629 CID 348 - 356

RNA binding motif protein 12B - CGNC 

Symbol 51213 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1160,67)" 1886 false 0.96 4309

ENSGALP00000041690 CID 65 - 73

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1160,68)" 16222 true 1.49 4310

ENSGALP00000009665 CID 328 - 337

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1160,69)" 2401 4311

ENSGALP00000036304 CID 430 - 439

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1160,69)" 38921 true 0.58 4312



ENSGALP00000004924 CID 2,049 - 2,058

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1160,69)" 38921 4313

ENSGALP00000024624 CID 224 - 233

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1160,69)" 38921 4314

ENSGALP00000016337 CID 840 - 848

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1160,72)" 4170 false 0.25 4315

ENSGALP00000012100 CID 70 - 78

leucyl-tRNA synthetase - CGNC Symbol 

5654 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1161,58)" 6255 4316

ENSGALP00000008764 CID 161 - 168

NADH:ubiquinone oxidoreductase subunit 

B10 - CGNC Symbol 4071 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1161,58)" 6255 false 4317

ENSGALP00000004327 CID 2,117 - 2,127 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1161,60)" 23933 false 4318

ENSGALP00000028016 CID 35 - 42

enhancer of rudimentary homolog 

(Drosophila) - CGNC Symbol 13056 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1161,61)" 82952 true 1.18 4319



ENSGALP00000003234 CID 269 - 277

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1161,61)" 33869 false 4320

ENSGALP00000020830 CID 348 - 357

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1161,61)" 2663 false 1.72 4321

ENSGALP00000008465 CID 265 - 275

ribosomal RNA processing 1 homolog B (S. 

cerevisiae) - CGNC Symbol 52392 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1161,63)" 5350 false 1.43 4322

ENSGALP00000007593 CID 203 - 212 prosaposin - CGNC Symbol 49395 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1161,70)" 16087 4323

ENSGALP00000010633 CID 70 - 78

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1161,70)" 12617 false 1.43 4324

ENSGALP00000007358 CID 594 - 602

RNA binding motif protein 5 - CGNC Symbol 

3423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1161,70)" 12617 false 1.51 4325

ENSGALP00000003898 CID 478 - 487 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1161,71)" 34265 true 0.92 4326



ENSGALP00000012641 CID 1,900 - 1,908 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1161,73)" 138566 false 4327

ENSGALP00000018340 CID 401 - 410 SATB homeobox 1 - CGNC Symbol 8550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1161,73)" 138566 4328

ENSGALP00000006218 CID 380 - 389

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1161,73)" 823 true 0.43 4329

ENSGALP00000015781 CID 144 - 152

NADH:ubiquinone oxidoreductase core 

subunit S7 - CGNC Symbol 56235 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1162,58)" 6087 true 0.82 4330

ENSGALP00000039757 CID 419 - 427

hypoxia up-regulated 1 - CGNC Symbol 

53307 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1162,61)" 7645 false 4331

ENSGALP00000027304 CID 661 - 669 LIM domain 7 - CGNC Symbol 12702 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1162,61)" 18305 true 2.8 4332

ENSGALP00000003646 CID 164 - 173

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1162,62)" 133235 true 0.64 4333



ENSGALP00000018382 CID 1,083 - 1,092

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1162,62)" 37140 false 4334

ENSGALP00000018765 CID 36 - 46

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1162,62)" 37140 4335

ENSGALP00000036056 CID 794 - 803

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1162,62)" 37140 false 4336

ENSGALP00000001909 CID 728 - 738

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1162,62)" 54554 4337

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1162,65)" 514132 4338

ENSGALP00000013964 CID 242 - 251

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1162,65)" 514132 4339

ENSGALP00000011907 CID 412 - 420

cleavage and polyadenylation factor I 

subunit 1 - CGNC Symbol 5568 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1162,65)" 11869 false 1.56 4340



ENSGALP00000003612 CID 2,188 - 2,197

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1162,65)" 11869 true 1.56 4341

ENSGALP00000009669 CID 912 - 921

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1162,65)" 20050 false 4342

ENSGALP00000010935 CID 519 - 528

Cbl proto-oncogene E3 ubiquitin protein 

ligase - CGNC Symbol 49015 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1162,66)" 1966 true 3.39 4343

ENSGALP00000038778 CID 380 - 389 actin-like 6A - CGNC Symbol 6893 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1162,67)" 14311 4344

ENSGALP00000043135 CID 23,028 - 23,038 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1162,67)" 14311 false 1.56 4345

ENSGALP00000008465 CID 481 - 489

ribosomal RNA processing 1 homolog B (S. 

cerevisiae) - CGNC Symbol 52392 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1162,67)" 2346 true 3.39 4346

ENSGALP00000017080 CID 287 - 296

SNW domain containing 1 - CGNC Symbol 

7983 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1162,67)" 4430 true 0.98 4347



ENSGALP00000008735 CID 705 - 714

helicase lymphoid-specific - CGNC Symbol 

4060 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1162,67)" 2191 false 4348

ENSGALP00000012641 CID 1-Sep no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1162,67)" 2191 false 4349

ENSGALP00000024150 CID 264 - 275

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1162,67)" 2191 false 4350

ENSGALP00000036720 CID 4,350 - 4,359

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1162,69)" 2330 true 0.96 4351

ENSGALP00000008338 CID 244 - 253

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1162,80)" 2662 false 4352

ENSGALP00000008763 CID 1,108 - 1,116

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1163,62)" 4288 false 0.53 4353

ENSGALP00000013240 CID 1,609 - 1,618

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1163,62)" 4288 false 2.37 4354



ENSGALP00000000468 CID 229 - 238

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1163,62)" 25411 false 4355

ENSGALP00000010618 CID 346 - 355

lymphocyte-specific protein 1 - CGNC 

Symbol 4964 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1163,62)" 15426 true 1.44 4356

ENSGALP00000043135 CID 27,742 - 27,750 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1163,62)" 15426 false 4357

ENSGALP00000004817 CID 122 - 131 peroxiredoxin 6 - CGNC Symbol 2214 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1163,62)" 145885 false 1.18 4358

ENSGALP00000005680 CID 106 - 115 adenylate kinase 2 - CGNC Symbol 2627 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1163,62)" 145885 true 1.18 4359

ENSGALP00000025448 CID 222 - 231

ubiquitin specific peptidase 16 - CGNC 

Symbol 11798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1163,62)" 145885 false 1.18 4360

ENSGALP00000027391 CID 345 - 354

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1163,65)" 89730 true 1.08 4361



ENSGALP00000011221 CID 928 - 938

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1163,65)" 89730 false 1.19 4362

ENSGALP00000038350 CID 2-Oct centromere protein N - CGNC Symbol 54347 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1163,65)" 89730 false 1.08 4363

ENSGALP00000010800 CID 33 - 41

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1163,66)" 8529 true 1.86 4364

ENSGALP00000025563 CID 586 - 594

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1163,67)" 848 false 4365

ENSGALP00000021030 CID 1,497 - 1,507

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1163,68)" 55964 false 4366

ENSGALP00000004048 CID 300 - 308 kinectin 1 - CGNC Symbol 9206 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1163,68)" 55964 4367

ENSGALP00000036405 CID 334 - 344

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1164,56)" 8090 4368



ENSGALP00000006778 CID 436 - 444

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1164,61)" 5762 true 0.93 4369

ENSGALP00000015657 CID 197 - 206 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1164,61)" 173074 4370

ENSGALP00000042680 CID 197 - 206

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1164,61)" 173074 4371

ENSGALP00000008171 CID 202 - 210

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1164,62)" 2133 4372

ENSGALP00000018195 CID 53 - 62

proteasome subunit beta 1 - CGNC Symbol 

8487 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1164,63)" 217931 4373

ENSGALP00000006414 CID 15 - 23

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1164,71)" 42697 true 1.26 4374

ENSGALP00000010462 CID 235 - 243

transcription factor 7 (T-cell specific HMG-

box) - CGNC Symbol 49222 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1164,73)" 1004 true 4.91 4375



ENSGALP00000043126 CID 130 - 139

Major histocompatibility complex class I 

antigen BF2 - CGNC Symbol 52441 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1165,55)" 20949 true 1.69 4376

ENSGALP00000009420 CID 807 - 815

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1165,55)" 4937 true 1.07 4377

ENSGALP00000035366 CID 113 - 122

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1165,58)" 6772 4378

ENSGALP00000042136 CID 448 - 457

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1165,60)" 39396 true 0.53 4379

ENSGALP00000001577 CID 151 - 159

SRP receptor alpha subunit - CGNC Symbol 

713 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1165,61)" 43524 true 1.12 4380

ENSGALP00000016490 CID 1,913 - 1,921

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1165,63)" 11000 true 1.54 4381

ENSGALP00000020830 CID 348 - 357

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1165,63)" 1707 false 1.72 4382



ENSGALP00000022734 CID 174 - 182

small glutamine-rich tetratricopeptide 

repeat-containing protein alpha - Refseq 

NP_001026550 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1165,64)" 6422 true 1.12 4383

ENSGALP00000022208 CID 1,417 - 1,427

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1165,64)" 26168 false 1.66 4384

ENSGALP00000005037 CID 523 - 531

TSR1 ribosome maturation factor - 

HGNC:25542 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1165,64)" 926 4385

ENSGALP00000033650 CID 93 - 102 FYN binding protein - CGNC Symbol 2773 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1165,66)" 5996 4386

ENSGALP00000011071 CID 187 - 197

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1165,73)" 2165 true 1.01 4387

ENSGALP00000042639 CID 68 - 76

muscleblind-like splicing regulator 1 - CGNC 

Symbol 52321 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1165,73)" 2165 false 0.99 4388

ENSGALP00000026180 CID 853 - 861 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1165,73)" 3145 false 4389



ENSGALP00000004437 CID Sep-17

ribosomal protein S10 - CGNC Symbol 

51122 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1165,73)" 3145 false 4390

ENSGALP00000036720 CID 2,272 - 2,280

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1166,58)" 1376 false 0.77 4391

ENSGALP00000015781 CID 144 - 152

NADH:ubiquinone oxidoreductase core 

subunit S7 - CGNC Symbol 56235 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1166,59)" 4973 4392

ENSGALP00000012367 CID 317 - 325 SLC9A3 regulator 1 - CGNC Symbol 51624 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1166,60)" 117265 4393

ENSGALP00000003770 CID 46 - 54

general transcription factor IIH polypeptide 

2 44kDa - CGNC Symbol 64146 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1166,60)" 1482 true 0.84 4394

ENSGALP00000039872 CID 74 - 83

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1166,61)" 7960 true 3.76 4395

ENSGALP00000012986 CID 334 - 342

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1166,62)" 7118 true 0.97 4396



ENSGALP00000008273 CID 704 - 712 PHD finger protein 2 - CGNC Symbol 3843 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1166,62)" 1028 false 4397

ENSGALP00000017080 CID 39 - 47

SNW domain containing 1 - CGNC Symbol 

7983 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1166,63)" 9235 4398

ENSGALP00000030734 CID 724 - 733

microtubule associated monooxygenase 

calponin and LIM domain containing 1 - 

CGNC Symbol 25636 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1166,63)" 10177 4399

ENSGALP00000021957 CID 2,291 - 2,299

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1166,64)" 57642 4400

ENSGALP00000006652 CID 855 - 864

SAFB like transcription modulator - CGNC 

Symbol 3078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1166,64)" 57642 false 0.62 4401

ENSGALP00000003646 CID 164 - 173

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1166,64)" 57642 4402

ENSGALP00000009286 CID 101 - 109

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1166,64)" 9137 true 3.76 4403



ENSGALP00000043196 CID 85 - 94

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1166,65)" 37314 true 0.62 4404

ENSGALP00000001995 CID 40 - 50

synaptosome associated protein 29kDa - 

CGNC Symbol 896 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1166,66)" 67169 4405

ENSGALP00000035996 CID 81 - 91

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1166,66)" 67169 true 0.88 4406

ENSGALP00000015229 CID 451 - 459

calpain 2 (m/II) large subunit - CGNC 

Symbol 7115 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1166,66)" 67169 false 0.88 4407

ENSGALP00000003152 CID 474 - 485

adenosylhomocysteinase - CGNC Symbol 

1443 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1166,68)" 6619 4408

ENSGALP00000003612 CID 2,188 - 2,197

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1166,68)" 29096 4409

ENSGALP00000006708 CID 509 - 517 hexokinase 1 - CGNC Symbol 3101 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1166,70)" 35559 4410



ENSGALP00000008398 CID 537 - 547

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1167,58)" 17303 true 1.15 4411

ENSGALP00000007680 CID 125 - 133 ribosomal protein L6 - CGNC Symbol 48978 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1167,59)" 11638 true 0.74 4412

ENSGALP00000015907 CID 411 - 421

SET and MYND domain containing 2 - CGNC 

Symbol 7436 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1167,63)" 2478 true 0.85 4413

ENSGALP00000005680 CID 106 - 115 adenylate kinase 2 - CGNC Symbol 2627 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1167,65)" 180284 4414

ENSGALP00000027391 CID 345 - 354

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1167,67)" 99964 4415

ENSGALP00000025525 CID 149 - 158 carbonic anhydrase II - CGNC Symbol 11834 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1167,71)" 1048 false 4416

ENSGALP00000038262 CID 101 - 109

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1168,62)" 28412 true 3.04 4417



ENSGALP00000000316 CID 26 - 35 major vault protein - CGNC Symbol 136 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1168,65)" 116606 true 0.64 4418

ENSGALP00000040388 CID 502 - 512 transcription factor 3 - CGNC Symbol 739 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1168,65)" 28802 false 0.64 4419

ENSGALP00000015128 CID 272 - 282 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1168,66)" 19102 true 1.19 4420

ENSGALP00000018410 CID 820 - 830

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1168,69)" 40934 false 1.19 4421

ENSGALP00000009662 CID 286 - 296 protein kinase C beta - CGNC Symbol 50286 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1168,69)" 14150 4422

ENSGALP00000036304 CID 430 - 439

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1168,73)" 20212 true 0.58 4423

ENSGALP00000006240 CID 1,367 - 1,377

collagen type VI alpha 3 - CGNC Symbol 

2875 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1168,73)" 20212 false 4424



ENSGALP00000025600 CID 236 - 245

2 4-dienoyl CoA reductase 1 mitochondrial - 

CGNC Symbol 11873 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1168,74)" 3141 false 4425

ENSGALP00000027194 CID 991 - 1,000

tripeptidyl peptidase II - CGNC Symbol 

12657 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1168,76)" 35042 false 4426

ENSGALP00000043126 CID 130 - 139

Major histocompatibility complex class I 

antigen BF2 - CGNC Symbol 52441 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1169,57)" 35326 4427

ENSGALP00000030147 CID 233 - 241

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1169,63)" 9233 4428

ENSGALP00000042136 CID 448 - 457

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1169,63)" 15631 4429

ENSGALP00000027078 CID 1,020 - 1,029

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1169,63)" 3236 true 0.8 4430

ENSGALP00000026573 CID 384 - 392 intersectin 2 - CGNC Symbol 51582 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1169,64)" 1710 true 1.63 4431



ENSGALP00000028016 CID 35 - 42

enhancer of rudimentary homolog 

(Drosophila) - CGNC Symbol 13056 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1169,65)" 99679 true 1.18 4432

ENSGALP00000003612 CID 2,142 - 2,151

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1169,66)" 7919 true 0.76 4433

ENSGALP00000013987 CID 216 - 226

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1169,68)" 4017 false 4434

ENSGALP00000010633 CID 70 - 78

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1169,75)" 18095 true 1.43 4435

ENSGALP00000020445 CID 1,166 - 1,174

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1169,79)" 5646 false 4436

ENSGALP00000038463 CID 25 - 33

ribosomal protein L7a - CGNC Symbol 

50454 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1169,80)" 3825 true 0.9 4437

ENSGALP00000033411 CID 62 - 71 ribosomal protein S21 - HGNC:10409 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1170,55)" 1059 4438



ENSGALP00000001332 CID 419 - 427 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1170,55)" 7777 true 1.66 4439

ENSGALP00000021034 CID 302 - 310

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1170,56)" 48029 true 0.86 4440

ENSGALP00000012293 CID 69 - 77

ribosomal protein L35a - CGNC Symbol 

5744 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1170,62)" 5603 true 0.65 4441

ENSGALP00000021957 CID 5,347 - 5,356

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1170,62)" 1432 false 1.66 4442

ENSGALP00000037252 CID 300 - 309 polymerase (DNA) eta - CGNC Symbol 7850 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1170,62)" 1432 false 1.66 4443

ENSGALP00000003770 CID 46 - 54

general transcription factor IIH polypeptide 

2 44kDa - CGNC Symbol 64146 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1170,62)" 1240 4444

ENSGALP00000039872 CID 74 - 83

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1170,63)" 38947 4445



ENSGALP00000002625 CID Dec-23

Gallus gallus ATPase H+ transporting 

lysosomal 56/58kDa V1 subunit B2 

(ATP6V1B2) mRNA. - RefSeq mRNA 

NM_001293241 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1170,64)" 32830 false 1.02 4446

ENSGALP00000010704 CID 315 - 324

DNA (cytosine-5-)-methyltransferase 3 beta - 

CGNC Symbol 50960 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1170,64)" 32830 true 1.02 4447

ENSGALP00000012986 CID 334 - 342

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1170,64)" 6195 4448

ENSGALP00000043196 CID 85 - 94

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1170,68)" 21693 4449

ENSGALP00000010935 CID 519 - 528

Cbl proto-oncogene E3 ubiquitin protein 

ligase - CGNC Symbol 49015 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1170,70)" 9288 true 3.45 4450

ENSGALP00000007511 CID 392 - 402

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1171,60)" 11034 true 0.33 4451

ENSGALP00000001909 CID 1,401 - 1,410

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1171,60)" 11034 4452



ENSGALP00000021333 CID 502 - 510

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1171,60)" 14280 4453

ENSGALP00000001205 CID 49 - 57

splicing factor 3a subunit 2 - CGNC Symbol 

14678 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1171,61)" 6424 true 1.15 4454

ENSGALP00000008398 CID 537 - 547

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1171,61)" 26978 4455

ENSGALP00000015409 CID 547 - 556 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1171,64)" 2654 false 0.95 4456

ENSGALP00000006816 CID 2,458 - 2,467

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1171,64)" 2654 false 1.41 4457

ENSGALP00000006018 CID 31 - 41

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1171,67)" 9113 false 1.41 4458

ENSGALP00000010618 CID 346 - 355

lymphocyte-specific protein 1 - CGNC 

Symbol 4964 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1171,67)" 35656 true 1.4 4459



ENSGALP00000013964 CID 253 - 262

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1171,67)" 379983 true 1 4460

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1171,67)" 379983 true 1 4461

ENSGALP00000010942 CID 91 - 100

ribosomal protein S15a - CGNC Symbol 

5109 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1171,68)" 252958 false 0.7 4462

ENSGALP00000008171 CID 932 - 940

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1171,70)" 15175 false 1.32 4463

ENSGALP00000016102 CID 634 - 643

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1171,70)" 4232 true 0.89 4464

ENSGALP00000010800 CID 33 - 41

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1171,70)" 20988 true 1.86 4465

ENSGALP00000014308 CID 290 - 299

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1171,70)" 20988 false 1.32 4466



ENSGALP00000038912 CID 32 - 40 alpha-D-globin - CGNC Symbol 50309 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1172,61)" 17244 true 0.53 4467

ENSGALP00000025808 CID 283 - 291

ribonucleotide reductase M2 B (TP53 

inducible) - CGNC Symbol 11989 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1172,62)" 2887 4468

ENSGALP00000026474 CID 317 - 325

ribonucleotide reductase M2 - CGNC 

Symbol 12309 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1172,62)" 2887 4469

ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1172,63)" 42886 true 1.31 4470

ENSGALP00000004046 CID 29 - 37

RAN member RAS oncogene family - CGNC 

Symbol 1850 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1172,64)" 31641 true 1.68 4471

ENSGALP00000015128 CID 150 - 158 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1172,64)" 82276 true 1.7 4472

ENSGALP00000000670 CID 98 - 106

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1172,64)" 82276 false 4473



ENSGALP00000016413 CID 214 - 223

DNA methyltransferase 1 associated protein 

1 - CGNC Symbol 7677 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1172,65)" 5311 4474

ENSGALP00000006778 CID 436 - 444

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1172,66)" 5356 true 0.93 4475

ENSGALP00000028635 CID 296 - 305

phosphoseryl-tRNA kinase - CGNC Symbol 

7317 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1172,66)" 2299 true 0.96 4476

ENSGALP00000004046 CID 30 - 38

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1172,67)" 17016 true 1.13 4477

ENSGALP00000000316 CID 26 - 35 major vault protein - CGNC Symbol 136 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1172,67)" 73841 4478

ENSGALP00000015128 CID 272 - 282 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1172,69)" 24012 4479

ENSGALP00000018410 CID 1,003 - 1,013

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1172,73)" 5711 true 0.64 4480



ENSGALP00000006414 CID 15 - 23

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1172,76)" 30109 true 1.37 4481

ENSGALP00000026858 CID 39 - 47

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1173,53)" 3959 4482

ENSGALP00000009037 CID 331 - 341 myosin IG - CGNC Symbol 51252 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1173,57)" 7077 true 1.71 4483

ENSGALP00000014146 CID 103 - 112

replication factor C subunit 4 - CGNC 

Symbol 6607 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1173,60)" 1236 false 4484

ENSGALP00000001803 CID 488 - 497

debranching RNA lariats 1 - CGNC Symbol 

809 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1173,65)" 24024 false 4485

ENSGALP00000024078 CID Oct-19 WD repeat domain 1 - CGNC Symbol 11108 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1173,65)" 17458 true 0.91 4486

ENSGALP00000006643 CID 1-Oct

TAF9 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 32kDa - 

CGNC Symbol 51637 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1173,66)" 4452 true 0.62 4487



ENSGALP00000009642 CID 607 - 616

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1173,67)" 1506 false 4488

ENSGALP00000022734 CID 174 - 182

small glutamine-rich tetratricopeptide 

repeat-containing protein alpha - Refseq 

NP_001026550 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1173,68)" 8839 true 1.12 4489

ENSGALP00000016490 CID 1,913 - 1,921

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1173,68)" 16967 true 1.54 4490

ENSGALP00000040628 CID 83 - 94

NADH:ubiquinone oxidoreductase core 

subunit V1 - CGNC Symbol 123 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1173,69)" 345 false 4491

ENSGALP00000012163 CID 458 - 466

transcription elongation regulator 1 - CGNC 

Symbol 5680 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1173,74)" 2506 true 0.62 4492

ENSGALP00000001306 CID 600 - 608 SFRS protein kinase 1 - CGNC Symbol 586 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1174,58)" 51493 true 0.68 4493

ENSGALP00000001332 CID 419 - 427 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1174,59)" 14634 4494



ENSGALP00000021034 CID 302 - 310

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1174,59)" 55577 4495

ENSGALP00000013398 CID 694 - 703

TATA-box binding protein associated factor 

5 - CGNC Symbol 52068 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1174,62)" 5653 true 1.38 4496

ENSGALP00000001579 CID 608 - 617

N-ethylmaleimide sensitive factor - CGNC 

Symbol 715 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1174,69)" 12678 4497

ENSGALP00000035996 CID 81 - 91

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1174,71)" 54107 true 0.88 4498

ENSGALP00000014189 CID 334 - 343

phosphotriesterase related - CGNC Symbol 

6624 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1174,79)" 1893 false 4499

ENSGALP00000010210 CID 200 - 209

leukocyte cell derived chemotaxin 2 - CGNC 

Symbol 4754 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1175,53)" 2365 true 11.18 4500

ENSGALP00000019398 CID 520 - 528

kinesin family member 15 - CGNC Symbol 

9023 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1175,54)" 19386 true 0.44 4501



ENSGALP00000007593 CID 232 - 241 prosaposin - CGNC Symbol 49395 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1175,57)" 2757 false 4502

ENSGALP00000012383 CID 402 - 410

ribonucleic acid export 1 - CGNC Symbol 

5777 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1175,58)" 29176 true 0.81 4503

ENSGALP00000017383 CID 2-Nov replication protein A3 - CGNC Symbol 8130 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1175,60)" 2616 4504

ENSGALP00000001577 CID 178 - 188

SRP receptor alpha subunit - CGNC Symbol 

713 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1175,60)" 3470 false 4505

ENSGALP00000001474 CID 509 - 519

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1175,60)" 3470 false 4506

ENSGALP00000018987 CID 437 - 446 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1175,63)" 1417 true 0.73 4507

ENSGALP00000007511 CID 392 - 402

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1175,63)" 1556 4508



ENSGALP00000028993 CID 198 - 207

Hsap of 1: ADP-ribosyltransferase 1 - 

HGNC:723 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1175,66)" 23012 true 0.96 4509

ENSGALP00000003954 CID 306 - 316

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1175,68)" 3666 4510

ENSGALP00000013964 CID 253 - 262

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1175,69)" 241897 4511

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1175,69)" 241897 4512

ENSGALP00000006018 CID 31 - 41

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1175,69)" 12624 4513

ENSGALP00000004327 CID 958 - 967 fatty acid synthase - CGNC Symbol 1983 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1175,69)" 12624 false 1.27 4514

ENSGALP00000007822 CID 206 - 214

coronin actin binding protein 1C - CGNC 

Symbol 50369 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1175,69)" 12624 false 4515



ENSGALP00000021957 CID 6,564 - 6,573

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1175,70)" 25639 false 4516

ENSGALP00000023917 CID 269 - 277

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1175,71)" 10622 true 1.67 4517

ENSGALP00000015176 CID 309 - 317

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1176,57)" 4606 true 1.45 4518

ENSGALP00000021301 CID 87 - 94

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1176,59)" 4377 true 1.22 4519

ENSGALP00000003357 CID 722 - 730

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1176,63)" 9862 false 0.59 4520

ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1176,65)" 58374 4521

ENSGALP00000026130 CID 1,232 - 1,240

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1176,66)" 3356 true 1.3 4522



ENSGALP00000006300 CID 202 - 211

adaptor-related protein complex 1 mu 1 

subunit - CGNC Symbol 51191 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1176,66)" 4285 true 0.98 4523

ENSGALP00000022479 CID 120 - 129

RNA (guanine-7-) methyltransferase - CGNC 

Symbol 10392 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1176,66)" 576 true 1.45 4524

ENSGALP00000025606 CID 21 - 30

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1176,66)" 62680 true 0.63 4525

ENSGALP00000013267 CID 80 - 89

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1176,67)" 10069 true 0.98 4526

ENSGALP00000005495 CID 94 - 105

Hsap of 1: small nuclear ribonucleoprotein 

U5 subunit 200 - HGNC:30859 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1176,68)" 27226 4527

ENSGALP00000028016 CID 35 - 42

enhancer of rudimentary homolog 

(Drosophila) - CGNC Symbol 13056 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1177,60)" 14535 true 0.92 4528

ENSGALP00000009037 CID 331 - 341 myosin IG - CGNC Symbol 51252 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1177,61)" 20770 4529



ENSGALP00000001750 CID 134 - 143 prohibitin - CGNC Symbol 51144 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1177,62)" 3105 true 0.93 4530

ENSGALP00000023446 CID 118 - 127 prohibitin 2 - CGNC Symbol 10814 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1177,62)" 3105 4531

ENSGALP00000007934 CID 27 - 35

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1177,62)" 11146 true 0.79 4532

ENSGALP00000043135 CID 29,354 - 29,363 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1177,62)" 11146 4533

ENSGALP00000023574 CID 851 - 860

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1177,62)" 11146 false 4534

ENSGALP00000003172 CID 56 - 65 WD repeat domain 33 - CGNC Symbol 1450 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1177,63)" 363 false 0.93 4535

ENSGALP00000005892 CID 850 - 858

chromodomain helicase DNA binding 

protein 9 - CGNC Symbol 2719 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1177,63)" 363 false 4536



ENSGALP00000025461 CID 76 - 85

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1177,63)" 6708 false 4537

ENSGALP00000023274 CID 666 - 674

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1177,68)" 19995 4538

ENSGALP00000024078 CID Oct-19 WD repeat domain 1 - CGNC Symbol 11108 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1177,68)" 13882 4539

ENSGALP00000020744 CID 547 - 556

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1178,56)" 20727 true 0.58 4540

ENSGALP00000035595 CID 59 - 68

40S ribosomal protein S11 - Refseq 

NP_001026004 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1178,59)" 200979 true 0.76 4541

ENSGALP00000001306 CID 600 - 608 SFRS protein kinase 1 - CGNC Symbol 586 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1178,61)" 31411 4542

ENSGALP00000001456 CID 674 - 682

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1178,61)" 8916 true 0.73 4543



ENSGALP00000025461 CID 442 - 451

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1178,62)" 30621 true 1.34 4544

ENSGALP00000041817 CID 46 - 55

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1178,63)" 505510 true 0.03 4545

ENSGALP00000014308 CID 77 - 86

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1178,66)" 2827 true 0.86 4546

ENSGALP00000038576 CID 152 - 161

GTPase IMAP family member 7-like - CGNC 

Symbol 53739 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1178,68)" 26834 false 4547

ENSGALP00000038677 CID 135 - 145

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1178,71)" 2644 true 1.23 4548

ENSGALP00000010210 CID 200 - 209

leukocyte cell derived chemotaxin 2 - CGNC 

Symbol 4754 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1179,55)" 41344 4549

ENSGALP00000001909 CID 1,239 - 1,248

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1179,61)" 81860 true 1.32 4550



ENSGALP00000023396 CID 59 - 68

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1179,62)" 26775 true 1.36 4551

ENSGALP00000015735 CID 288 - 297

Sjogren syndrome antigen B - CGNC Symbol 

7359 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1179,62)" 6351 true 4.12 4552

ENSGALP00000018987 CID 437 - 446 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1179,65)" 1028 4553

ENSGALP00000043196 CID 1,352 - 1,361

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1179,71)" 1277 4554

ENSGALP00000015409 CID 547 - 556 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1179,71)" 1277 true 0.95 4555

ENSGALP00000021301 CID 21 - 30

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1179,73)" 6223 true 0.96 4556

ENSGALP00000040985 CID 13 - 22

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1179,73)" 6223 true 0.96 4557



ENSGALP00000012563 CID 213 - 221

cleavage stimulation factor 3' pre-RNA 

subunit 1 - CGNC Symbol 5864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1180,61)" 1454 false 0.56 4558

ENSGALP00000015176 CID 309 - 317

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1180,62)" 4291 4559

ENSGALP00000039270 CID 734 - 744

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1180,63)" 4095 true 0.2 4560

ENSGALP00000014509 CID 337 - 346

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1180,63)" 79376 4561

ENSGALP00000006308 CID 78 - 87

ribosomal protein L23a - CGNC Symbol 

2910 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1180,63)" 1929 false 4562

ENSGALP00000006213 CID 2,303 - 2,312

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1180,65)" 11058 true 1.05 4563

ENSGALP00000004013 CID 2,144 - 2,153 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1180,66)" 2661 true 0.57 4564



ENSGALP00000026130 CID 1,232 - 1,240

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1180,68)" 3899 4565

ENSGALP00000006300 CID 202 - 211

adaptor-related protein complex 1 mu 1 

subunit - CGNC Symbol 51191 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1180,68)" 5335 4566

ENSGALP00000015176 CID 76 - 84

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1180,68)" 9802 false 4567

ENSGALP00000022479 CID 120 - 129

RNA (guanine-7-) methyltransferase - CGNC 

Symbol 10392 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1180,68)" 973 4568

ENSGALP00000015128 CID 150 - 158 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1180,68)" 134526 true 1.7 4569

ENSGALP00000021742 CID 2-Dec Histone H2B 1/2/3/4/6 - UP P0C1H3 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1180,71)" 2320 true 1.07 4570

ENSGALP00000010358 CID 490 - 498

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1180,71)" 12080 true 1.09 4571



ENSGALP00000026509 CID 500 - 508

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1181,59)" 6720 true 1.65 4572

ENSGALP00000021034 CID 410 - 418

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1181,64)" 2787 true 1.18 4573

ENSGALP00000001750 CID 134 - 143 prohibitin - CGNC Symbol 51144 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1181,64)" 3891 4574

ENSGALP00000020744 CID 547 - 556

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1182,58)" 9294 4575

ENSGALP00000012472 CID 437 - 446 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1182,61)" 3327 true 1.03 4576

ENSGALP00000035595 CID 59 - 68

40S ribosomal protein S11 - Refseq 

NP_001026004 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1182,61)" 151243 4577

ENSGALP00000029589 CID 138 - 146 septin 6 - CGNC Symbol 51720 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1182,61)" 13554 true 0.95 4578



ENSGALP00000025461 CID 442 - 451

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1182,65)" 25496 4579

ENSGALP00000041817 CID 46 - 55

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1182,66)" 5143 4580

ENSGALP00000013420 CID 1,613 - 1,622

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1182,67)" 1903 false 4581

ENSGALP00000036304 CID 387 - 396

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1182,68)" 4188 true 1.05 4582

ENSGALP00000009169 CID 156 - 165

Uncharacterized protein - 

UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 

4269 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1182,69)" 13879 true 0.41 4583

ENSGALP00000008346 CID 217 - 226

acyl-CoA synthetase long-chain family 

member 3 - CGNC Symbol 3875 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1182,70)" 60310 4584

ENSGALP00000004641 CID 1,301 - 1,310

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1182,70)" 36466 false 3.4 4585



ENSGALP00000034615 CID 141 - 150

Cytochrome c oxidase subunit 2 - UP 

P18944 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1182,70)" 36466 true 1.73 4586

ENSGALP00000038677 CID 135 - 145

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1182,74)" 1603 4587

ENSGALP00000027519 CID 699 - 707

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1183,62)" 5252 true 0.93 4588

ENSGALP00000008578 CID 83 - 91

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1183,62)" 8425 true 0.94 4589

ENSGALP00000004982 CID 75 - 85

coatomer protein complex subunit epsilon - 

CGNC Symbol 2286 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1183,64)" 10463 true 0.94 4590

ENSGALP00000015735 CID 288 - 297

Sjogren syndrome antigen B - CGNC Symbol 

7359 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1183,64)" 58639 4591

ENSGALP00000005794 CID 1,972 - 1,981

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1183,68)" 12954 false 0.94 4592



ENSGALP00000042428 CID 1,121 - 1,130

ankyrin repeat and KH domain containing 1 - 

CGNC Symbol 745 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1183,69)" 6789 false 0.94 4593

ENSGALP00000014146 CID 259 - 269

replication factor C subunit 4 - CGNC 

Symbol 6607 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1183,69)" 6789 true 0.94 4594

ENSGALP00000011167 CID 308 - 316

ribonuclease/angiogenin inhibitor 1 - CGNC 

Symbol 5211 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1183,70)" 3107 4595

ENSGALP00000037252 CID 70 - 79 polymerase (DNA) eta - CGNC Symbol 7850 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1183,70)" 2750 true 1.38 4596

ENSGALP00000023294 CID 1,396 - 1,405

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1183,81)" 1336 false 4597

ENSGALP00000028746 CID 19 - 27

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1184,50)" 2892 false 4598

ENSGALP00000022375 CID 30 - 38

vesicle (multivesicular body) trafficking 1 - 

CGNC Symbol 10336 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1184,58)" 5057 true 0.9 4599



ENSGALP00000003012 CID 314 - 323

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1184,60)" 4215 false 1.05 4600

ENSGALP00000021301 CID 87 - 94

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1184,64)" 7501 true 1.22 4601

ENSGALP00000016334 CID 15 - 24

proteasome subunit alpha 6 - CGNC Symbol 

7649 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1184,64)" 175090 true 1.57 4602

ENSGALP00000028982 CID 327 - 335

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1184,65)" 3548 true 1.05 4603

ENSGALP00000013949 CID 21 - 31

chloride nucleotide-sensitive channel 1A - 

CGNC Symbol 6506 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1184,65)" 3548 false 1.05 4604

ENSGALP00000027541 CID 155 - 163

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1184,66)" 84634 true 1.98 4605

ENSGALP00000017462 CID 155 - 163

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1184,66)" 84634 true 1.98 4606



ENSGALP00000002154 CID 68 - 76

Hsap of 4: ubiquitin conjugating enzyme E2 

L5 pseudogene - HGNC:13477 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1184,66)" 84634 false 1.98 4607

ENSGALP00000011673 CID 147 - 156

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1184,67)" 107817 4608

ENSGALP00000043088 CID 76 - 85

proteasome (prosome macropain) 26S 

subunit non-ATPase 4 - CGNC Symbol 

59257 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1184,67)" 107817 false 1.12 4609

ENSGALP00000003357 CID 722 - 730

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1184,67)" 5817 true 0.59 4610

ENSGALP00000006213 CID 2,303 - 2,312

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1184,68)" 13447 4611

ENSGALP00000004013 CID 2,144 - 2,153 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1184,69)" 795 4612

ENSGALP00000005576 CID 440 - 449

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1184,71)" 62551 true 0.83 4613



ENSGALP00000016773 CID 469 - 478 NIMA related kinase 9 - CGNC Symbol 7847 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1184,71)" 62551 false 4614

ENSGALP00000026123 CID 551 - 560

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1184,71)" 1467 true 0.96 4615

ENSGALP00000041073 CID 261 - 270

mitochondrial ribosomal protein S35 - 

HGNC:16635 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1184,71)" 14676 true 0.43 4616

ENSGALP00000025606 CID 21 - 30

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1184,71)" 38557 true 0.63 4617

ENSGALP00000013267 CID 80 - 89

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1184,72)" 12663 true 0.58 4618

ENSGALP00000004046 CID 30 - 38

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1184,75)" 19172 true 1.13 4619

ENSGALP00000025935 CID 158 - 166

tissue specific transplantation antigen P35B - 

CGNC Symbol 12057 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1185,54)" 21064 4620



ENSGALP00000042136 CID 812 - 822

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1185,60)" 2982 true 0.47 4621

P35527 CID 251 - 261

Keratin, type I cytoskeletal 9 OS=Homo 

sapiens GN=KRT9 PE=1 SV=3 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1185,60)" 3336 true 1.28 4622

ENSGALP00000026509 CID 500 - 508

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1185,62)" 12598 4623

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1185,63)" 12994 true 1.38 4624

ENSGALP00000009511 CID 188 - 196 ribosomal protein L5 - CGNC Symbol 4424 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1185,64)" 20892 true 1.37 4625

ENSGALP00000021034 CID 410 - 418

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1185,64)" 5573 4626

ENSGALP00000043196 CID 1,137 - 1,147

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1185,65)" 4173 false 0.45 4627



ENSGALP00000018537 CID 388 - 397

methionyl aminopeptidase 2 - CGNC Symbol 

8650 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1185,65)" 18445 4628

ENSGALP00000007934 CID 27 - 35

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1185,67)" 13340 true 0.79 4629

ENSGALP00000006555 CID 31 - 41

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1185,70)" 87972 true 0.83 4630

ENSGALP00000018708 CID 225 - 233

CCR4-NOT transcription complex subunit 10 

- CGNC Symbol 8735 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1185,70)" 87972 4631

ENSGALP00000036720 CID 2,685 - 2,694

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1185,70)" 87972 4632

ENSGALP00000012163 CID 458 - 466

transcription elongation regulator 1 - CGNC 

Symbol 5680 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1185,80)" 603 true 0.68 4633

ENSGALP00000008764 CID 143 - 153

NADH:ubiquinone oxidoreductase subunit 

B10 - CGNC Symbol 4071 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1186,59)" 41065 true 0.68 4634



ENSGALP00000021708 CID 317 - 327

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1186,60)" 11358 true 0.94 4635

ENSGALP00000020604 CID 100 - 109

RIC8 guanine nucleotide exchange factor B - 

CGNC Symbol 9595 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1186,62)" 5230 4636

ENSGALP00000019330 CID 2-Nov

polymerase (DNA) delta interacting protein 

3 - CGNC Symbol 8993 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1186,62)" 5230 4637

ENSGALP00000029589 CID 138 - 146 septin 6 - CGNC Symbol 51720 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1186,64)" 32664 4638

ENSGALP00000043403 CID 76 - 85

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1186,68)" 9476 true 1.01 4639

ENSGALP00000018849 CID 260 - 269

interleukin enhancer binding factor 2 - 

CGNC Symbol 8794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1186,70)" 18327 true 1.27 4640

ENSGALP00000004013 CID 614 - 624 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1186,70)" 24134 true 0.97 4641



ENSGALP00000036304 CID 387 - 396

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1186,70)" 8147 4642

ENSGALP00000034615 CID 141 - 150

Cytochrome c oxidase subunit 2 - UP 

P18944 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1186,72)" 70378 4643

ENSGALP00000043135 CID 28,339 - 28,348 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1187,62)" 7489 true 1.03 4644

ENSGALP00000027519 CID 699 - 707

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1187,64)" 5201 4645

ENSGALP00000008171 CID 554 - 563

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1187,65)" 3359 false 4646

ENSGALP00000008578 CID 83 - 91

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1187,65)" 7909 4647

ENSGALP00000004982 CID 75 - 85

coatomer protein complex subunit epsilon - 

CGNC Symbol 2286 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1187,66)" 10655 4648



ENSGALP00000021544 CID 752 - 761 centromere protein E - CGNC Symbol 51810 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1187,66)" 19153 false 4649

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1187,66)" 69574 false 0.7 4650

ENSGALP00000013964 CID 253 - 262

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1187,66)" 69574 false 0.7 4651

ENSGALP00000023396 CID 59 - 68

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1187,67)" 24668 true 1.37 4652

ENSGALP00000013808 CID 654 - 663 stromal antigen 2 - CGNC Symbol 51718 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1187,68)" 25701 false 1.65 4653

ENSGALP00000020445 CID 1,923 - 1,932

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1187,68)" 25701 true 0.7 4654



ENSGALP00000014146 CID 259 - 269

replication factor C subunit 4 - CGNC 

Symbol 6607 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1187,70)" 2315 4655

ENSGALP00000023917 CID 269 - 277

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1187,77)" 17782 true 1.67 4656

ENSGALP00000043066 CID 308 - 317

guanosine monophosphate reductase - 

CGNC Symbol 51349 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1188,60)" 14200 true 1.4 4657

ENSGALP00000041442 CID 29 - 40 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1188,60)" 3072 4658

ENSGALP00000022375 CID 30 - 38

vesicle (multivesicular body) trafficking 1 - 

CGNC Symbol 10336 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1188,60)" 3072 4659

ENSGALP00000021957 CID 1,414 - 1,423

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1188,61)" 3634 false 1.04 4660

ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1188,62)" 5681 true 1.4 4661



ENSGALP00000008866 CID 206 - 217

treacle ribosome biogenesis factor 1 - CGNC 

Symbol 4124 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1188,62)" 758 true 2.34 4662

ENSGALP00000016334 CID 15 - 24

proteasome subunit alpha 6 - CGNC Symbol 

7649 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1188,66)" 202198 4663

ENSGALP00000027534 CID 214 - 223

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1188,68)" 3006 false 4664

ENSGALP00000012171 CID 155 - 163

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1188,68)" 3006 false 4665

ENSGALP00000014105 CID 118 - 127

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1188,71)" 11445 true 0.6 4666

ENSGALP00000020154 CID 144 - 153

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1188,72)" 5695 true 0.92 4667

ENSGALP00000005576 CID 440 - 449

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1188,73)" 48553 4668



ENSGALP00000010358 CID 490 - 498

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1188,76)" 13112 true 1.09 4669

ENSGALP00000029144 CID 46 - 55

Hsap of 1: ETHE1 persulfide dioxygenase - 

HGNC:23287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1188,76)" 1257 4670

ENSGALP00000023288 CID 236 - 245

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1189,52)" 3507 true 0.78 4671

ENSGALP00000006555 CID 300 - 309

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1189,52)" 3507 true 0.78 4672

ENSGALP00000012731 CID 69 - 78

CD44 molecule (Indian blood group) - CGNC 

Symbol 5938 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1189,57)" 18405 true 1.27 4673

ENSGALP00000036304 CID 357 - 365

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1189,58)" 3091 true 0.8 4674

ENSGALP00000002338 CID 1-Sep

splicing factor 3a subunit 3 - CGNC Symbol 

1064 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1189,58)" 908 4675



ENSGALP00000027504 CID 2,018 - 2,027 neurobeachin - CGNC Symbol 12814 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1189,58)" 908 false 0.78 4676

ENSGALP00000007490 CID 373 - 381 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1189,60)" 27527 false 1.96 4677

ENSGALP00000042136 CID 812 - 822

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1189,63)" 1984 4678

P35527 CID 251 - 261

Keratin, type I cytoskeletal 9 OS=Homo 

sapiens GN=KRT9 PE=1 SV=3 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1189,63)" 4264 4679

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1189,65)" 14185 4680

ENSGALP00000043240 CID 125 - 134

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1189,66)" 1739 false 4681

ENSGALP00000006555 CID 31 - 41

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1189,72)" 116263 4682



ENSGALP00000018708 CID 225 - 233

CCR4-NOT transcription complex subunit 10 

- CGNC Symbol 8735 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1189,73)" 71563 4683

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1190,61)" 497175 true 1.22 4684

ENSGALP00000008764 CID 143 - 153

NADH:ubiquinone oxidoreductase subunit 

B10 - CGNC Symbol 4071 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1190,62)" 27938 4685

ENSGALP00000006278 CID 489 - 498

protein kinase C alpha - CGNC Symbol 

50506 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1190,62)" 1907 4686

ENSGALP00000021708 CID 317 - 327

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1190,62)" 13185 4687

ENSGALP00000012472 CID 437 - 446 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1190,66)" 3433 true 1.03 4688

ENSGALP00000001456 CID 674 - 682

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1190,69)" 4191 true 0.73 4689



ENSGALP00000018849 CID 260 - 269

interleukin enhancer binding factor 2 - 

CGNC Symbol 8794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1190,72)" 39311 4690

ENSGALP00000032358 CID 186 - 195

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1191,59)" 14721 true 0.79 4691

ENSGALP00000011775 CID 1,788 - 1,797

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1191,59)" 1028 false 4692

ENSGALP00000023574 CID 1,167 - 1,176

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1191,61)" 8741 true 1.05 4693

ENSGALP00000027161 CID 1-Sep

carbohydrate kinase domain containing - 

CGNC Symbol 50844 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1191,61)" 4115 4694

ENSGALP00000038764 CID 411 - 421

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1191,62)" 4926 true 0.89 4695

ENSGALP00000007280 CID 209 - 218

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1191,66)" 5258 4696



ENSGALP00000007884 CID 173 - 182

LSM14A mRNA processing body assembly 

factor - CGNC Symbol 50074 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1191,66)" 2228 false 1.2 4697

ENSGALP00000038155 CID 13 - 24

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1191,67)" 2561 true 0.74 4698

ENSGALP00000008735 CID 543 - 551

helicase lymphoid-specific - CGNC Symbol 

4060 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1191,67)" 6078 false 1.04 4699

ENSGALP00000013963 CID 62 - 72

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1191,68)" 27529 true 0.53 4700

ENSGALP00000025280 CID 85 - 94 thioredoxin - CGNC Symbol 49804 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1191,68)" 3009 true 0.4 4701

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1191,68)" 46909 4702



ENSGALP00000013964 CID 253 - 262

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1191,68)" 46909 4703

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1191,68)" 15256 true 0.83 4704

ENSGALP00000012349 CID 341 - 351

C-terminal binding protein-like - CGNC 

Symbol 50231 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1191,69)" 14713 true 1.05 4705

ENSGALP00000020445 CID 1,923 - 1,932

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1191,72)" 24901 4706

ENSGALP00000005794 CID 3,161 - 3,170

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1192,52)" 4221 true 1.12 4707

ENSGALP00000000639 CID 316 - 325 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1192,54)" 8670 true 2.84 4708

ENSGALP00000036405 CID 334 - 344

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1192,57)" 1499 true 2.84 4709



ENSGALP00000012282 CID 511 - 519

ribosomal RNA processing 12 homolog - 

CGNC Symbol 5736 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1192,58)" 4681 false 0.81 4710

ENSGALP00000003718 CID 894 - 903

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1192,62)" 1260 true 1.12 4711

ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1192,64)" 9723 4712

ENSGALP00000004327 CID 1,699 - 1,709 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1192,65)" 5753 false 1.12 4713

ENSGALP00000016102 CID 75 - 84

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1192,66)" 10174 true 1.12 4714

ENSGALP00000005854 CID 183 - 191

proteasome (prosome macropain) 26S 

subunit non-ATPase 12 - CGNC Symbol 

2706 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1192,66)" 632 true 8.48 4715

ENSGALP00000003423 CID 1,050 - 1,057

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1192,66)" 9632 true 1.54 4716



ENSGALP00000027541 CID 155 - 163

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1192,68)" 157699 true 1.98 4717

ENSGALP00000017462 CID 155 - 163

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1192,68)" 157699 true 1.98 4718

ENSGALP00000014097 CID 69 - 77

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1192,70)" 60053 true 2.81 4719

ENSGALP00000020154 CID 144 - 153

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1192,72)" 6117 4720

ENSGALP00000014105 CID 56 - 65

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1192,74)" 420 false 4721

ENSGALP00000017250 CID 34 - 43

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1192,74)" 420 false 4722

ENSGALP00000041073 CID 261 - 270

mitochondrial ribosomal protein S35 - 

HGNC:16635 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1192,78)" 4090 false 0.43 4723



ENSGALP00000000955 CID 527 - 536 CTP synthase 1 - CGNC Symbol 429 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1193,54)" 786 false 4724

ENSGALP00000006555 CID 300 - 309

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1193,55)" 2743 4725

ENSGALP00000023288 CID 236 - 245

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1193,55)" 2743 4726

ENSGALP00000012731 CID 69 - 78

CD44 molecule (Indian blood group) - CGNC 

Symbol 5938 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1193,58)" 28637 4727

ENSGALP00000015741 CID 107 - 116

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1193,59)" 6762 true 1.03 4728

ENSGALP00000007490 CID 373 - 381 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1193,62)" 70992 4729

ENSGALP00000012349 CID 260 - 269

C-terminal binding protein-like - CGNC 

Symbol 50231 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1193,63)" 7596 true 1.3 4730



P13645 CID 442 - 450

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1193,64)" 29686 true 0.61 4731

ENSGALP00000002420 CID 18 - 27

proteasome subunit beta 3 - CGNC Symbol 

1108 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1193,64)" 2473 4732

ENSGALP00000026509 CID 562 - 571

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1193,65)" 4620 true 1.25 4733

ENSGALP00000025883 CID 112 - 120

eukaryotic translation initiation factor 3 

subunit E - CGNC Symbol 12026 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1193,67)" 574 true 1.3 4734

ENSGALP00000039011 CID 114 - 122

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1193,67)" 8355 false 4735

ENSGALP00000016490 CID 562 - 570

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1193,67)" 8355 true 1.84 4736

ENSGALP00000023075 CID 27 - 37

replication factor C subunit 1 - CGNC 

Symbol 51823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1193,67)" 582 false 4737



ENSGALP00000009511 CID 188 - 196 ribosomal protein L5 - CGNC Symbol 4424 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1193,69)" 36873 true 1.37 4738

ENSGALP00000012869 CID 122 - 131

dihydrolipoamide dehydrogenase - CGNC 

Symbol 5998 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1194,61)" 6271 false 4739

ENSGALP00000038262 CID 118 - 127

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1194,62)" 119001 4740

ENSGALP00000041817 CID 46 - 55

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1194,63)" 111712 true 0.26 4741

ENSGALP00000011338 CID 137 - 146

RNA binding motif protein 7 - CGNC Symbol 

5294 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1194,63)" 10862 true 0.26 4742

ENSGALP00000022023 CID 1,721 - 1,730 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1194,63)" 1264 false 4743

ENSGALP00000039270 CID 14 - 23

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1194,67)" 5283 false 4744



ENSGALP00000041873 CID 45 - 55

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1194,72)" 115580 true 1.11 4745

ENSGALP00000043403 CID 76 - 85

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1194,74)" 9580 true 1.01 4746

ENSGALP00000004013 CID 614 - 624 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1194,75)" 23362 true 0.97 4747

ENSGALP00000025404 CID 472 - 480

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1195,58)" 2453 true 0.89 4748

ENSGALP00000039265 CID 76 - 86

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1195,58)" 1137 false 4749

ENSGALP00000020268 CID 243 - 252

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1195,61)" 10878 true 0.95 4750

ENSGALP00000032358 CID 186 - 195

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1195,61)" 11582 4751



ENSGALP00000005495 CID 53 - 61

Hsap of 1: small nuclear ribonucleoprotein 

U5 subunit 200 - HGNC:30859 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1195,62)" 344 4752

ENSGALP00000023574 CID 1,167 - 1,176

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1195,63)" 9141 4753

ENSGALP00000012007 CID 475 - 483 archain 1 - CGNC Symbol 5606 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1195,64)" 3525 true 1.01 4754

ENSGALP00000038764 CID 411 - 421

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1195,65)" 4388 4755

ENSGALP00000025745 CID 132 - 142

Uncharacterized protein - 

UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 

11954 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1195,68)" 2857 true 0.84 4756

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1195,69)" 10872 4757

ENSGALP00000043136 CID 304 - 314 citrate synthase - CGNC Symbol 64209 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1195,69)" 34170 true 0.66 4758



ENSGALP00000012349 CID 341 - 351

C-terminal binding protein-like - CGNC 

Symbol 50231 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1195,70)" 25085 4759

ENSGALP00000013963 CID 62 - 72

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1195,71)" 81416 4760

ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1196,54)" 24612 true 0.85 4761

ENSGALP00000024681 CID 247 - 257

N-acetylneuraminate synthase - CGNC 

Symbol 11406 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1196,60)" 1634 true 0.85 4762

ENSGALP00000012282 CID 511 - 519

ribosomal RNA processing 12 homolog - 

CGNC Symbol 5736 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1196,61)" 1990 4763

ENSGALP00000003718 CID 894 - 903

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1196,64)" 1413 4764

ENSGALP00000042912 CID 67 - 75

SREK1 interacting protein 1 - CGNC Symbol 

53000 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1196,64)" 28591 false 2.84 4765



ENSGALP00000001685 CID 253 - 261 NIMA-related kinase 6 - CGNC Symbol 759 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1196,64)" 28591 false 4766

ENSGALP00000004257 CID 962 - 971

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1196,64)" 28591 4767

ENSGALP00000042912 CID 2-Dec

SREK1 interacting protein 1 - CGNC Symbol 

53000 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1196,65)" 3494 false 2.07 4768

ENSGALP00000011598 CID 194 - 205

small nuclear ribonucleoprotein polypeptide 

A' - CGNC Symbol 50006 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1196,65)" 3494 true 0.75 4769

ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1196,65)" 7131 true 2.72 4770

ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1196,65)" 7131 true 2.72 4771

ENSGALP00000016102 CID 75 - 84

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1196,67)" 3040 4772



ENSGALP00000005854 CID 183 - 191

proteasome (prosome macropain) 26S 

subunit non-ATPase 12 - CGNC Symbol 

2706 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1196,68)" 1215 4773

ENSGALP00000015128 CID 150 - 158 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1196,68)" 36112 true 0.81 4774

ENSGALP00000009552 CID 56 - 64

ribosomal protein L27a - CGNC Symbol 

55716 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1196,68)" 2729 true 0.59 4775

ENSGALP00000027541 CID 77 - 86

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1196,71)" 11547 false 4776

ENSGALP00000026123 CID 488 - 499

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1196,71)" 6085 true 1.02 4777

ENSGALP00000005468 CID 48 - 56

2' 3'-cyclic nucleotide 3' phosphodiesterase - 

CGNC Symbol 49552 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1196,73)" 583 false 4778

ENSGALP00000013889 CID 334 - 343

negative elongation factor complex 

member B - CGNC Symbol 50465 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1196,73)" 583 true 0.79 4779



ENSGALP00000014105 CID 118 - 127

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1196,76)" 6895 true 0.6 4780

ENSGALP00000015741 CID 107 - 116

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1197,63)" 13347 4781

ENSGALP00000012349 CID 260 - 269

C-terminal binding protein-like - CGNC 

Symbol 50231 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1197,63)" 5946 4782

P13645 CID 442 - 450

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1197,65)" 8430 4783

ENSGALP00000034108 CID 294 - 304

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1197,66)" 847 false 4784

ENSGALP00000018987 CID 394 - 403 t-complex 1 - CGNC Symbol 8842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1197,66)" 12281 true 1.06 4785

ENSGALP00000026509 CID 562 - 571

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1197,67)" 7754 4786



ENSGALP00000040974 CID 766 - 775

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1197,69)" 1190 true 1.75 4787

ENSGALP00000016711 CID 469 - 478

guanine monophosphate synthase - CGNC 

Symbol 7825 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1197,69)" 12058 false 4788

ENSGALP00000016490 CID 562 - 570

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1197,71)" 19393 4789

ENSGALP00000038313 CID 224 - 234

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1197,73)" 5808 true 0.78 4790

ENSGALP00000036122 CID 19 - 27

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1198,53)" 2590 true 0.8 4791

ENSGALP00000011338 CID 137 - 146

RNA binding motif protein 7 - CGNC Symbol 

5294 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1198,65)" 9845 4792

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1198,66)" 484811 true 1.22 4793



ENSGALP00000034615 CID 141 - 150

Cytochrome c oxidase subunit 2 - UP 

P18944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1198,69)" 5566 true 0.85 4794

ENSGALP00000041873 CID 45 - 55

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1198,74)" 130579 4795

ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1199,57)" 138190 true 1.13 4796

ENSGALP00000005453 CID 160 - 169

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1199,60)" 38495 true 1.13 4797

ENSGALP00000025404 CID 472 - 480

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1199,61)" 2189 4798

ENSGALP00000022849 CID 222 - 230

LIM and senescent cell antigen-like domains 

1 - CGNC Symbol 49937 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1199,64)" 1216 true 0.68 4799

ENSGALP00000008346 CID 700 - 708

acyl-CoA synthetase long-chain family 

member 3 - CGNC Symbol 3875 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1199,67)" 38661 false 4.37 4800



ENSGALP00000014105 CID 162 - 173

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1199,67)" 38661 true 4.37 4801

ENSGALP00000037522 CID 161 - 169

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1199,68)" 59719 true 0.62 4802

ENSGALP00000003737 CID 184 - 193 enolase 1 (alpha) - CGNC Symbol 49607 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1199,69)" 4494 true 1.06 4803

ENSGALP00000015016 CID 359 - 367

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1199,70)" 2595 true 0.39 4804

ENSGALP00000043136 CID 304 - 314 citrate synthase - CGNC Symbol 64209 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1199,72)" 26255 4805

ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1200,56)" 20870 4806

ENSGALP00000005013 CID 104 - 112

core-binding factor beta subunit - CGNC 

Symbol 2299 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1200,57)" 11588 false 0.91 4807



ENSGALP00000013574 CID 334 - 342

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1200,57)" 11588 true 0.91 4808

ENSGALP00000002828 CID 638 - 646

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1200,58)" 1194 4809

ENSGALP00000014097 CID 69 - 77

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1200,62)" 3564 true 0.8 4810

ENSGALP00000014509 CID 482 - 489

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1200,64)" 6669 false 1.14 4811

ENSGALP00000010325 CID 499 - 509

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1200,64)" 6669 true 2.12 4812

ENSGALP00000005576 CID 205 - 215

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1200,64)" 71783 true 0.95 4813

ENSGALP00000019975 CID 234 - 244

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1200,64)" 71783 true 0.95 4814



ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1200,65)" 71652 true 0.71 4815

ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1200,65)" 71652 true 0.71 4816

ENSGALP00000011822 CID 337 - 346

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1200,65)" 5695 false 4817

ENSGALP00000019569 CID 175 - 184

suppression of tumorigenicity 13 (colon 

carcinoma) (Hsp70 interacting protein) - 

CGNC Symbol 50650 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1200,65)" 10988 true 2.36 4818

ENSGALP00000015741 CID 381 - 390

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1200,69)" 116683 true 1.1 4819

ENSGALP00000016789 CID 1,058 - 1,067

protein phosphatase 1 regulatory subunit 

12A - CGNC Symbol 49610 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1200,69)" 13538 true 2.12 4820

ENSGALP00000013889 CID 334 - 343

negative elongation factor complex 

member B - CGNC Symbol 50465 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1200,75)" 896 4821



ENSGALP00000015735 CID 166 - 174

Sjogren syndrome antigen B - CGNC Symbol 

7359 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1200,78)" 833 false 4822

ENSGALP00000013963 CID 662 - 672

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1201,60)" 21787 true 1.45 4823

ENSGALP00000005453 CID 72 - 82

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1201,60)" 2576 false 4824

ENSGALP00000023172 CID 59 - 68 galectin-8 - Refseq NP_001010843 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1201,61)" 11947 true 0.6 4825

ENSGALP00000023165 CID 290 - 299

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1201,62)" 20217 4826

ENSGALP00000004641 CID 1,345 - 1,354

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1201,62)" 67062 true 1.04 4827

ENSGALP00000007997 CID 2-Dec

voltage-dependent anion channel 2 - CGNC 

Symbol 49348 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1201,64)" 913 false 4828



ENSGALP00000014189 CID 205 - 214

phosphotriesterase related - CGNC Symbol 

6624 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1201,66)" 45946 4829

ENSGALP00000003934 CID 289 - 298

mannose-1-phosphate guanyltransferase 

beta - Refseq NP_001280244 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1201,71)" 10113 false 4830

ENSGALP00000001493 CID 103 - 111

protein phosphatase 6 catalytic subunit - 

CGNC Symbol 57480 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1201,71)" 10113 4831

ENSGALP00000038313 CID 224 - 234

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1201,77)" 18376 4832

ENSGALP00000012245 CID 290 - 299

forty-two-three domain containing 1 - 

CGNC Symbol 5721 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1202,64)" 4471 false 4833

ENSGALP00000028746 CID 1-Sep

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1202,64)" 4471 true 0.99 4834

ENSGALP00000015409 CID 139 - 147 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1202,64)" 7937 true 2.84 4835



ENSGALP00000019755 CID 121 - 129

eukaryotic translation initiation factor 3 

subunit M - CGNC Symbol 9182 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1202,65)" 4609 true 3.11 4836

ENSGALP00000036304 CID 387 - 396

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1202,70)" 2672 4837

ENSGALP00000034108 CID 125 - 135

pyruvate kinase muscle - CGNC Symbol 

1412 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1202,70)" 32230 true 1.05 4838

ENSGALP00000005991 CID 599 - 608

Sad1 and UNC84 domain containing 1 - 

CGNC Symbol 2766 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1202,70)" 32230 false 1.05 4839

ENSGALP00000025278 CID 196 - 206

prostaglandin reductase 1 - CGNC Symbol 

11711 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1202,70)" 32230 4840

ENSGALP00000042061 CID 173 - 181

phosphatidylinositol-5-phosphate 4-kinase 

type II alpha - CGNC Symbol 5959 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1202,70)" 8540 false 4841

ENSGALP00000018987 CID 193 - 202 t-complex 1 - CGNC Symbol 8842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1202,71)" 10625 true 0.79 4842



ENSGALP00000012992 CID 1-Nov

ubiquitin-conjugating enzyme E2 variant 1 - 

CGNC Symbol 62089 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1202,71)" 7190 false 4843

ENSGALP00000034615 CID 141 - 150

Cytochrome c oxidase subunit 2 - UP 

P18944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1202,72)" 4741 4844

ENSGALP00000001510 CID 379 - 388

benzodiazapine receptor (peripheral) 

associated protein 1 - CGNC Symbol 50520 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1202,72)" 11206 false 4845

ENSGALP00000010210 CID 309 - 319

leukocyte cell derived chemotaxin 2 - CGNC 

Symbol 4754 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1203,59)" 1148 4846

ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1203,59)" 156462 4847

ENSGALP00000005453 CID 160 - 169

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1203,62)" 22131 4848

ENSGALP00000043066 CID 150 - 161

guanosine monophosphate reductase - 

CGNC Symbol 51349 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1203,63)" 1756 4849



ENSGALP00000031272 CID 26 - 35

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1203,66)" 3126 true 0.97 4850

ENSGALP00000020268 CID 243 - 252

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1203,66)" 11577 true 0.95 4851

ENSGALP00000010462 CID 279 - 289

transcription factor 7 (T-cell specific HMG-

box) - CGNC Symbol 49222 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1203,68)" 30353 4852

ENSGALP00000017123 CID 295 - 305

lymphoid enhancer binding factor 1 - CGNC 

Symbol 7997 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1203,68)" 30353 4853

ENSGALP00000012007 CID 484 - 494 archain 1 - CGNC Symbol 5606 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1203,68)" 20461 4854

ENSGALP00000014105 CID 162 - 173

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1203,68)" 20461 true 4.11 4855

ENSGALP00000012007 CID 475 - 483 archain 1 - CGNC Symbol 5606 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1203,68)" 834 false 4856



ENSGALP00000007927 CID 78 - 86

Hsap of 9: ribosomal protein L36a - 

HGNC:10359 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1204,56)" 68615 true 0.73 4857

ENSGALP00000025005 CID 273 - 281

RAD23 homolog B (S. cerevisiae) - CGNC 

Symbol 11587 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1204,59)" 32223 true 1.36 4858

ENSGALP00000013574 CID 334 - 342

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1204,60)" 12965 4859

ENSGALP00000041444 CID 99 - 108

saccharopine dehydrogenase (putative) - 

CGNC Symbol 8083 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1204,65)" 27727 true 0.28 4860

ENSGALP00000005576 CID 205 - 215

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1204,66)" 62464 4861

ENSGALP00000010325 CID 499 - 509

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1204,66)" 62464 4862

ENSGALP00000019975 CID 234 - 244

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1204,66)" 62464 4863



ENSGALP00000034917 CID 200 - 209

cell division cycle associated 8 - 

HGNC:14629 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1204,68)" 79963 true 0.28 4864

ENSGALP00000014374 CID 221 - 230

malate dehydrogenase 1 - CGNC Symbol 

6725 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1204,69)" 5443 true 1.07 4865

ENSGALP00000043242 CID 91 - 99

RAD23 homolog A (S. cerevisiae) - CGNC 

Symbol 63890 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1205,59)" 44967 true 1.29 4866

ENSGALP00000011770 CID 754 - 762

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1205,63)" 2417 true 1.1 4867

ENSGALP00000023172 CID 59 - 68 galectin-8 - Refseq NP_001010843 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1205,64)" 5792 4868

ENSGALP00000026858 CID 549 - 558

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1205,64)" 6610 4869

ENSGALP00000004641 CID 1,345 - 1,354

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1205,66)" 81571 4870



ENSGALP00000025130 CID 108 - 119 ribosomal protein S23 - HGNC:10410 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1205,67)" 11600 4871

ENSGALP00000013987 CID 48 - 57

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1205,68)" 8481 true 0.56 4872

ENSGALP00000038155 CID 113 - 121

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1206,52)" 3861 true 6.87 4873

ENSGALP00000015409 CID 139 - 147 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1206,67)" 21671 4874

ENSGALP00000026487 CID 252 - 262

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1207,51)" 28149 true 0.23 4875

ENSGALP00000021742 CID 36 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1207,62)" 110698 true 2.23 4876

ENSGALP00000037877 CID 213 - 222

elongation factor like GTPase 1 - CGNC 

Symbol 49990 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1207,63)" 3176 true 0.99 4877



ENSGALP00000014557 CID 474 - 483 mutS homolog 2 - CGNC Symbol 6808 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1207,63)" 441 false 1.36 4878

ENSGALP00000003234 CID 1,547 - 1,555

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1207,63)" 441 4879

ENSGALP00000016080 CID 1,135 - 1,144

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1207,63)" 441 false 1.36 4880

ENSGALP00000029109 CID 224 - 233

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1207,64)" 3953 true 1.36 4881

ENSGALP00000005033 CID 97 - 106

NHP2 ribonucleoprotein - CGNC Symbol 

17192 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1207,66)" 20743 true 0.9 4882

ENSGALP00000031272 CID 26 - 35

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1207,66)" 1744 4883

ENSGALP00000007705 CID 53 - 62

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1207,69)" 8417 true 0.79 4884



ENSGALP00000038795 CID 494 - 503

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1207,71)" 13693 true 0.72 4885

ENSGALP00000021255 CID 26 - 35

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1207,71)" 13693 false 4886

ENSGALP00000003737 CID 184 - 193 enolase 1 (alpha) - CGNC Symbol 49607 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1207,74)" 6100 true 1.06 4887

ENSGALP00000037522 CID 161 - 169

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1207,75)" 31816 true 0.62 4888

ENSGALP00000037906 CID 43 - 52

ribosomal protein L35 - CGNC Symbol 

49055 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1207,78)" 3272 false 4889

ENSGALP00000007927 CID 78 - 86

Hsap of 9: ribosomal protein L36a - 

HGNC:10359 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1208,58)" 51465 4890

ENSGALP00000014308 CID 53 - 62

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1208,59)" 3073 true 0.93 4891



P04264 CID 268 - 276

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1208,60)" 56728 false 0.62 4892

ENSGALP00000011948 CID 554 - 564

nuclear receptor subfamily 3 group C 

member 1 - CGNC Symbol 5586 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1208,60)" 56728 4893

ENSGALP00000013843 CID 417 - 426 THO complex 2 - CGNC Symbol 6452 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1208,60)" 56728 4894

ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1208,60)" 56728 true 0.62 4895

ENSGALP00000008824 CID 305 - 313

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1208,60)" 55865 true 1.59 4896

ENSGALP00000025005 CID 273 - 281

RAD23 homolog B (S. cerevisiae) - CGNC 

Symbol 11587 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1208,62)" 46311 4897

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1208,63)" 16776 true 1.98 4898



ENSGALP00000003675 CID 1,957 - 1,965 Helicase SRCAP - CGNC Symbol 66016 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1208,64)" 8739 false 0.93 4899

ENSGALP00000014189 CID 293 - 302

phosphotriesterase related - CGNC Symbol 

6624 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1208,64)" 1564 false 1.98 4900

ENSGALP00000013294 CID 447 - 456

5'-nucleotidase cytosolic II - CGNC Symbol 

6204 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1208,64)" 17146 true 0.58 4901

ENSGALP00000029288 CID Oct-20

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1208,65)" 465 true 1.06 4902

ENSGALP00000008091 CID 202 - 210

dyskerin pseudouridine synthase 1 - CGNC 

Symbol 3757 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1208,66)" 1023 4903

ENSGALP00000041444 CID 99 - 108

saccharopine dehydrogenase (putative) - 

CGNC Symbol 8083 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1208,67)" 4168 4904

ENSGALP00000043135 CID 30,023 - 30,033 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1208,68)" 5471 4905



ENSGALP00000014374 CID 221 - 230

malate dehydrogenase 1 - CGNC Symbol 

6725 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1208,69)" 15700 4906

ENSGALP00000010414 CID 278 - 287

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1209,52)" 627 4907

ENSGALP00000002175 CID 107 - 115

tetratricopeptide repeat domain 1 - CGNC 

Symbol 983 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1209,62)" 1107 false 4908

ENSGALP00000043242 CID 91 - 99

RAD23 homolog A (S. cerevisiae) - CGNC 

Symbol 63890 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1209,63)" 21500 4909

ENSGALP00000039011 CID 79 - 87

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1209,67)" 20294 true 0.56 4910

ENSGALP00000004375 CID 15 - 25

acetyl-CoA acyltransferase 2 - CGNC Symbol 

2003 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1209,69)" 1337 true 0.74 4911

ENSGALP00000027121 CID 250 - 258

Gallus gallus PCI domain containing 2 

(PCID2) mRNA. - RefSeq mRNA 

NM_001006266 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1209,76)" 5336 false 4912



ENSGALP00000038155 CID 113 - 121

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1210,55)" 28937 4913

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1210,63)" 38700 true 2.32 4914

ENSGALP00000021028 CID 263 - 272 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1210,63)" 38700 true 2.32 4915

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1210,63)" 38700 true 2.32 4916

ENSGALP00000024509 CID 59 - 67

spleen tyrosine kinase - CGNC Symbol 

53036 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1210,65)" 3558 true 1.47 4917

ENSGALP00000009605 CID 91 - 101

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1210,65)" 12374 true 2.32 4918

ENSGALP00000028746 CID 1-Sep

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1210,68)" 4419 true 0.99 4919



ENSGALP00000019755 CID 121 - 129

eukaryotic translation initiation factor 3 

subunit M - CGNC Symbol 9182 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1210,70)" 12057 true 2.68 4920

ENSGALP00000036720 CID 534 - 542

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1210,70)" 6365 4921

ENSGALP00000018987 CID 193 - 202 t-complex 1 - CGNC Symbol 8842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1210,77)" 5812 true 0.79 4922

ENSGALP00000042736 CID 443 - 451

integrator complex subunit 9 - CGNC 

Symbol 12464 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1211,54)" 3707 true 1.15 4923

ENSGALP00000012723 CID 2,107 - 2,116

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1211,62)" 34078 false 1.67 4924

ENSGALP00000007523 CID 44 - 53

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1211,62)" 34078 true 1.36 4925

ENSGALP00000040189 CID 284 - 293

enoyl CoA hydratase short chain 1 

mitochondrial - CGNC Symbol 56301 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1211,62)" 34078 false 1.67 4926



ENSGALP00000037877 CID 213 - 222

elongation factor like GTPase 1 - CGNC 

Symbol 49990 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1211,65)" 1914 4927

ENSGALP00000014308 CID 401 - 410

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1211,66)" 81257 true 1.21 4928

ENSGALP00000021255 CID 401 - 410

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1211,66)" 81257 true 1.21 4929

P04264 CID 377 - 386

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1211,66)" 5388 4930

ENSGALP00000012481 CID 87 - 97 ribosomal protein L4 - CGNC Symbol 5828 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1212,52)" 55312 true 0.68 4931

ENSGALP00000023936 CID 80 - 89

3-hydroxy-3-methylglutaryl-CoA synthase 1 

(soluble) - CGNC Symbol 49779 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1212,56)" 24255 true 0.58 4932

ENSGALP00000002252 CID 90 - 99

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1212,56)" 5616 4933



ENSGALP00000008824 CID 305 - 313

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1212,62)" 100517 4934

ENSGALP00000038179 CID 18 - 26

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1212,66)" 38283 false 4935

ENSGALP00000020147 CID 209 - 218

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1212,67)" 18765 true 0.69 4936

ENSGALP00000029288 CID Oct-20

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1212,67)" 2319 false 0.72 4937

ENSGALP00000028982 CID 327 - 335

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1212,67)" 2319 false 4938

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1212,68)" 73762 4939

ENSGALP00000014509 CID 482 - 489

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1212,72)" 5554 true 1.14 4940



ENSGALP00000024326 CID 402 - 411

PC4 and SFRS1 interacting protein 1 - CGNC 

Symbol 54295 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1212,73)" 4881 true 1.06 4941

ENSGALP00000035996 CID 2-Nov

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1212,74)" 79016 4942

ENSGALP00000039757 CID 356 - 365

hypoxia up-regulated 1 - CGNC Symbol 

53307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1212,80)" 3569 true 0.89 4943

ENSGALP00000026123 CID 360 - 369

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1213,64)" 9549 true 2.06 4944

ENSGALP00000001750 CID 84 - 93 prohibitin - CGNC Symbol 51144 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1213,69)" 21900 true 0.72 4945

ENSGALP00000041109 CID 328 - 338

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1213,70)" 1152 true 0.72 4946

ENSGALP00000014097 CID 34 - 43

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1213,72)" 4692 true 2.26 4947



ENSGALP00000006213 CID 4,752 - 4,762

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1213,76)" 16776 false 4948

ENSGALP00000013870 CID 2-Nov

X-prolyl aminopeptidase (aminopeptidase 

P) 1 soluble - CGNC Symbol 6466 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1213,76)" 16776 false 2.76 4949

ENSGALP00000041873 CID 114 - 124

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1213,76)" 16776 true 1.38 4950

ENSGALP00000024139 CID 75 - 85

phospholipase A1 member A - CGNC 

Symbol 11145 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1214,57)" 533 true 0.72 4951

ENSGALP00000019975 CID 13 - 23

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1214,61)" 10534 true 1.25 4952

ENSGALP00000025461 CID 468 - 477

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1214,64)" 54371 true 0.69 4953

ENSGALP00000002508 CID 729 - 738

Gallus gallus SIN3 transcription regulator 

family member A (SIN3A) mRNA. - RefSeq 

mRNA NM_001293184 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1214,65)" 4579 true 0.95 4954



ENSGALP00000009420 CID 33 - 42

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1214,66)" 13344 true 1.06 4955

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1214,66)" 784932 4956

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1214,66)" 784932 4957

ENSGALP00000021028 CID 263 - 272 radixin - CGNC Symbol 49356 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1214,66)" 784932 4958

ENSGALP00000009605 CID 91 - 101

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1214,67)" 16517 4959

ENSGALP00000001456 CID 646 - 654

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1214,68)" 5078 4960

ENSGALP00000034078 CID 41 - 50

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1214,68)" 5078 true 0.67 4961



ENSGALP00000010800 CID 61 - 71

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1214,71)" 23868 true 1.06 4962

ENSGALP00000017157 CID 393 - 402

oxysterol binding protein like 9 - CGNC 

Symbol 8015 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1214,76)" 10890 true 1.07 4963

ENSGALP00000034108 CID 125 - 135

pyruvate kinase muscle - CGNC Symbol 

1412 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1214,78)" 8404 true 1.05 4964

ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1215,56)" 20203 true 1.06 4965

ENSGALP00000023214 CID 211 - 220

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1215,61)" 8918 true 0.82 4966

ENSGALP00000000316 CID 232 - 241 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1215,61)" 33318 true 0.52 4967

ENSGALP00000017268 CID 84 - 93

mediator of cell motility 1 - CGNC Symbol 

8068 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1215,65)" 12750 4968



ENSGALP00000007523 CID 44 - 53

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1215,66)" 49498 4969

ENSGALP00000021742 CID 36 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1215,68)" 256195 true 2.23 4970

ENSGALP00000014308 CID 401 - 410

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1215,68)" 99884 4971

ENSGALP00000021255 CID 401 - 410

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1215,68)" 99884 4972

ENSGALP00000005033 CID 97 - 106

NHP2 ribonucleoprotein - CGNC Symbol 

17192 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1215,71)" 17146 true 0.9 4973

ENSGALP00000012481 CID 87 - 97 ribosomal protein L4 - CGNC Symbol 5828 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1216,54)" 36392 4974

ENSGALP00000023936 CID 80 - 89

3-hydroxy-3-methylglutaryl-CoA synthase 1 

(soluble) - CGNC Symbol 49779 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1216,59)" 14722 4975



ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1216,64)" 28309 true 0.62 4976

ENSGALP00000023446 CID 68 - 77 prohibitin 2 - CGNC Symbol 10814 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1216,67)" 6658 true 0.79 4977

ENSGALP00000025563 CID 1,067 - 1,077

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1216,67)" 1823 false 0.74 4978

ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1216,67)" 1823 false 0.74 4979

ENSGALP00000027541 CID 77 - 86

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1216,69)" 98981 true 1.22 4980

ENSGALP00000019330 CID 103 - 113

polymerase (DNA) delta interacting protein 

3 - CGNC Symbol 8993 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1216,69)" 12943 false 4981

ENSGALP00000020147 CID 209 - 218

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1216,69)" 12943 4982



ENSGALP00000004425 CID 211 - 220

metastasis associated 1 - CGNC Symbol 

53548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1216,71)" 13815 true 1.41 4983

ENSGALP00000022479 CID 53 - 64

RNA (guanine-7-) methyltransferase - CGNC 

Symbol 10392 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1216,71)" 13815 false 2.13 4984

ENSGALP00000043135 CID 24,982 - 24,991 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1216,76)" 6623 false 4985

ENSGALP00000042897 CID 1-Nov

polymerase (DNA) delta 2 accessory subunit 

- CGNC Symbol 63741 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1217,64)" 41015 4986

ENSGALP00000015988 CID 318 - 328

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1217,68)" 32033 true 1.48 4987

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1217,68)" 32033 true 1.48 4988

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1217,68)" 32033 true 1.48 4989



ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1217,70)" 247910 true 1.02 4990

ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1217,70)" 247910 true 1.02 4991

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1217,70)" 247910 true 1.02 4992

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1217,70)" 247910 true 1.02 4993

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1217,70)" 247910 true 1.02 4994

ENSGALP00000001750 CID 84 - 93 prohibitin - CGNC Symbol 51144 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1217,72)" 14391 4995

ENSGALP00000039011 CID 79 - 87

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1217,72)" 9224 true 0.56 4996



ENSGALP00000004375 CID 15 - 25

acetyl-CoA acyltransferase 2 - CGNC Symbol 

2003 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1217,72)" 994 true 0.74 4997

ENSGALP00000028993 CID 214 - 223

Hsap of 1: ADP-ribosyltransferase 1 - 

HGNC:723 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1217,75)" 2085 true 0.96 4998

ENSGALP00000013359 CID 146 - 156 annexin A4 - CGNC Symbol 57513 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1217,78)" 25657 4999

ENSGALP00000041873 CID 114 - 124

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1217,78)" 25657 5000

ENSGALP00000004641 CID 1,899 - 1,908

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1217,78)" 25657 false 5.68 5001

ENSGALP00000043092 CID 400 - 409 toll-like receptor 3 - CGNC Symbol 10123 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1217,81)" 2171 5002

ENSGALP00000009709 CID 107 - 116

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1218,59)" 1219 true 0.74 5003



ENSGALP00000019975 CID 13 - 23

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1218,62)" 17634 5004

ENSGALP00000019667 CID 98 - 106

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1218,64)" 17768 false 5005

ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1218,65)" 22441 true 0.74 5006

ENSGALP00000009420 CID 33 - 42

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1218,67)" 14168 5007

ENSGALP00000009420 CID 76 - 85

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1218,67)" 9514 false 0.68 5008

ENSGALP00000012376 CID 315 - 324

signal transducer and activator of 

transcription 1 91kDa - CGNC Symbol 52118 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1218,67)" 9514 true 0.43 5009

ENSGALP00000039965 CID 563 - 572

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1218,72)" 16004 true 0.68 5010



ENSGALP00000005271 CID 2-Nov

eukaryotic translation initiation factor 3 

subunit I - CGNC Symbol 2428 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1218,73)" 97638 false 5011

ENSGALP00000011814 CID 47 - 56

RAB35 member RAS oncogene family - 

CGNC Symbol 5524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1218,73)" 97638 5012

ENSGALP00000010800 CID 61 - 71

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1218,73)" 25504 5013

ENSGALP00000013240 CID 2,065 - 2,074

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1218,77)" 1309 5014

ENSGALP00000017157 CID 393 - 402

oxysterol binding protein like 9 - CGNC 

Symbol 8015 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1218,79)" 6866 5015

ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1219,59)" 22868 5016

ENSGALP00000035905 CID 776 - 784

cell division cycle 5 like - CGNC Symbol 

12520 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1219,63)" 6607 5017



ENSGALP00000023214 CID 211 - 220

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1219,63)" 6607 5018

ENSGALP00000016196 CID 144 - 154

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1219,64)" 15009 false 0.52 5019

ENSGALP00000000316 CID 232 - 241 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1219,64)" 15009 5020

ENSGALP00000013574 CID 61 - 71

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1219,64)" 55560 true 0.78 5021

ENSGALP00000019975 CID 150 - 161

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1219,65)" 4464 false 0.49* 5022

ENSGALP00000013540 CID 593 - 602

round spermatid basic protein 1-like - CGNC 

Symbol 6312 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1219,69)" 31718 true 0.46 5023

ENSGALP00000025461 CID 369 - 379

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1219,69)" 1071 5024



ENSGALP00000017545 CID 59 - 67

ankyrin repeat and MYND domain 

containing 2 - CGNC Symbol 8212 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1219,69)" 1071 false 5025

ENSGALP00000004817 CID 144 - 154 peroxiredoxin 6 - CGNC Symbol 2214 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1219,70)" 12407 true 1.5 5026

ENSGALP00000007705 CID 53 - 62

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1219,77)" 4364 true 0.79 5027

ENSGALP00000038795 CID 494 - 503

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1219,78)" 8836 true 0.72 5028

ENSGALP00000000170 CID 48 - 57

receptor for activated C kinase 1 - CGNC 

Symbol 61 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1220,58)" 79011 true 0.72 5029

ENSGALP00000007692 CID 36 - 46

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1220,63)" 32726 true 0.16 5030

ENSGALP00000003116 CID 34 - 44

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1220,63)" 32726 true 0.16 5031



ENSGALP00000011770 CID 99 - 109

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1220,64)" 1936 true 1.35 5032

ENSGALP00000008091 CID 389 - 398

dyskerin pseudouridine synthase 1 - CGNC 

Symbol 3757 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1220,65)" 891 false 0.72 5033

ENSGALP00000005130 CID 133 - 143 inosine triphosphatase - CGNC Symbol 2361 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1220,67)" 10182 true 1.23 5034

ENSGALP00000023446 CID 68 - 77 prohibitin 2 - CGNC Symbol 10814 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1220,70)" 4207 5035

ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1220,70)" 875 5036

ENSGALP00000027541 CID 77 - 86

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1220,71)" 2228 true 7.75 5037

ENSGALP00000022479 CID 53 - 64

RNA (guanine-7-) methyltransferase - CGNC 

Symbol 10392 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1220,74)" 15843 false 1.04 5038



ENSGALP00000004425 CID 211 - 220

metastasis associated 1 - CGNC Symbol 

53548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1220,74)" 15843 5039

ENSGALP00000035593 CID 67 - 77 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1220,74)" 15843 false 5040

ENSGALP00000001027 CID 137 - 147

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1220,74)" 8207 5041

ENSGALP00000012231 CID 769 - 779

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1221,60)" 3085 false 5042

ENSGALP00000002235 CID 86 - 95 stathmin 1 - CGNC Symbol 49630 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1221,61)" 22782 true 1.02 5043

ENSGALP00000005944 CID 651 - 659

phospholipase C gamma 1 - CGNC Symbol 

50935 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1221,63)" 5211 5044

ENSGALP00000020445 CID 746 - 755

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1221,64)" 3728 true 1.52 5045



ENSGALP00000023543 CID 93 - 102

SAP domain-containing ribonucleoprotein - 

Refseq NP_001026495 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1221,64)" 6593 true 1.33 5046

ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1221,72)" 284871 5047

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1221,72)" 284871 5048

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1221,72)" 284871 5049

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1221,72)" 284871 5050

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1221,72)" 284871 5051

ENSGALP00000019471 CID 4-Dec PHD finger protein 5A - CGNC Symbol 9062 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1222,61)" 19396 true 2.24 5052



ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1222,67)" 26471 5053

ENSGALP00000012878 CID 221 - 230

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1222,67)" 26471 5054

ENSGALP00000023352 CID 678 - 686

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1222,70)" 2738 false 5055

ENSGALP00000020445 CID 671 - 679

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1222,70)" 2738 true 1.83 5056

ENSGALP00000025461 CID 468 - 477

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1222,70)" 16138 true 0.69 5057

ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1222,73)" 1070971 true 0.97 5058

ENSGALP00000039965 CID 563 - 572

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1222,74)" 22379 5059



ENSGALP00000003012 CID 269 - 278

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1223,60)" 10001 true 0.84 5060

ENSGALP00000025606 CID 42 - 51

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1223,61)" 2641 false 5.44* 5061

ENSGALP00000009037 CID 687 - 695 myosin IG - CGNC Symbol 51252 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1223,62)" 683 true 1.69 5062

ENSGALP00000000509 CID 638 - 646

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1223,65)" 29834 false 6.03* 5063

ENSGALP00000016490 CID 2,037 - 2,046

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1223,67)" 41493 false 1.69 5064

ENSGALP00000013574 CID 61 - 71

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1223,67)" 41493 5065

ENSGALP00000043342 CID 191 - 200

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1223,71)" 28842 true 0.51 5066



ENSGALP00000023099 CID 840 - 849

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1223,72)" 6778 true 5.75 5067

ENSGALP00000004817 CID 144 - 154 peroxiredoxin 6 - CGNC Symbol 2214 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1223,73)" 12680 5068

ENSGALP00000002808 CID 481 - 489

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1224,57)" 19128 true 1.3 5069

ENSGALP00000000170 CID 48 - 57

receptor for activated C kinase 1 - CGNC 

Symbol 61 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1224,60)" 41890 5070

ENSGALP00000020463 CID 397 - 407

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1224,63)" 16587 true 0.71 5071

ENSGALP00000003116 CID 34 - 44

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1224,66)" 4522 5072

ENSGALP00000007692 CID 36 - 46

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1224,66)" 4522 5073



ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1224,66)" 1281090 true 0.98 5074

ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1224,66)" 1281090 true 0.98 5075

ENSGALP00000000304 CID 472 - 480

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1224,67)" 10331 true 0.55 5076

ENSGALP00000005130 CID 133 - 143 inosine triphosphatase - CGNC Symbol 2361 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1224,70)" 15159 5077

ENSGALP00000006046 CID 23 - 33

actin related protein 2/3 complex subunit 3 - 

CGNC Symbol 2797 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1224,75)" 6737 true 1.17 5078

ENSGALP00000017279 CID 1,072 - 1,081

AT-hook containing transcription factor 1 - 

CGNC Symbol 8073 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1225,53)" 6719 true 0.82 5079

ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear ribonucleoprotein 

A/B - CGNC Symbol 49727 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1225,60)" 4299 true 1.05 5080



ENSGALP00000017556 CID 280 - 289 legumain - CGNC Symbol 8216 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1225,62)" 4112 true 0.8 5081

ENSGALP00000023543 CID 93 - 102

SAP domain-containing ribonucleoprotein - 

Refseq NP_001026495 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1225,66)" 11411 5082

ENSGALP00000020445 CID 746 - 755

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1225,67)" 6586 5083

ENSGALP00000024116 CID 483 - 492

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1225,70)" 2294 false 5084

ENSGALP00000003850 CID 371 - 381

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1225,73)" 16353 false 1.43 5085

ENSGALP00000002349 CID 38 - 47

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1225,73)" 16353 true 1.43 5086

ENSGALP00000015277 CID 38 - 47

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1225,73)" 16353 true 1.43 5087



ENSGALP00000015988 CID 318 - 328

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1225,74)" 23060 true 1.06 5088

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1225,74)" 23060 true 1.06 5089

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1225,74)" 23060 true 1.06 5090

ENSGALP00000030175 CID 24 - 34

mal T-cell differentiation protein 2 - CGNC 

Symbol 13863 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1225,76)" 61971 true 1.43 5091

ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1225,79)" 3208 true 3.41 5092

ENSGALP00000016270 CID 278 - 286

bromodomain adjacent to zinc finger 

domain 1A - CGNC Symbol 7626 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1226,52)" 42241 false 1.63 5093

ENSGALP00000007822 CID 20 - 28

coronin actin binding protein 1C - CGNC 

Symbol 50369 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1226,52)" 42241 true 1.56 5094



ENSGALP00000006565 CID 705 - 714

ubiquitin-like with PHD and ring finger 

domains 1 - CGNC Symbol 3031 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1226,53)" 1241 true 0.78 5095

ENSGALP00000040628 CID 416 - 424

NADH:ubiquinone oxidoreductase core 

subunit V1 - CGNC Symbol 123 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1226,62)" 7906 true 1.68 5096

ENSGALP00000002078 CID 461 - 470

MYB binding protein (P160) 1a - CGNC 

Symbol 933 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1226,62)" 1041 5097

ENSGALP00000019471 CID 4-Dec PHD finger protein 5A - CGNC Symbol 9062 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1226,63)" 50820 5098

ENSGALP00000035478 CID 925 - 934 filamin B beta - CGNC Symbol 49141 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1226,71)" 521 true 1.38 5099

ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1226,75)" 1313699 5100

ENSGALP00000013053 CID 100 - 110

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1226,75)" 1313699 5101



ENSGALP00000003012 CID 269 - 278

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1227,63)" 8381 5102

ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1227,63)" 67819 true 2 5103

ENSGALP00000041687 CID 846 - 855

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1227,63)" 3408 true 2.8 5104

ENSGALP00000015988 CID 42 - 52

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1227,64)" 159863 true 1.33 5105

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1227,64)" 159863 true 1.33 5106

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1227,64)" 159863 true 1.33 5107

ENSGALP00000009037 CID 687 - 695 myosin IG - CGNC Symbol 51252 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1227,64)" 1156 5108



ENSGALP00000020744 CID 395 - 404

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1227,66)" 22498 true 0.49 5109

ENSGALP00000011221 CID 814 - 823

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1227,70)" 479596 false 0.05 5110

ENSGALP00000004621 CID 77 - 86

electron-transfer-flavoprotein alpha 

polypeptide - CGNC Symbol 2114 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1227,72)" 8116 false 5111

ENSGALP00000000639 CID 202 - 210 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1227,72)" 67643 true 8.96 5112

ENSGALP00000002862 CID 484 - 493

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1227,72)" 67643 false 0.32 5113

ENSGALP00000010510 CID 160 - 171

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1227,72)" 148114 true 0.75 5114

ENSGALP00000013273 CID 145 - 154

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1227,74)" 14709 false 5115



ENSGALP00000001014 CID 231 - 240

interferon-induced guanylate-binding 

protein 1-like - CGNC Symbol 51030 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1227,74)" 11692 5116

ENSGALP00000023099 CID 840 - 849

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1227,75)" 51850 5117

ENSGALP00000002808 CID 481 - 489

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1228,58)" 24867 5118

ENSGALP00000039552 CID 187 - 196

proteasome 26S subunit non-ATPase 13 - 

CGNC Symbol 51869 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1228,60)" 6901 true 1.04 5119

ENSGALP00000004327 CID 71 - 80 fatty acid synthase - CGNC Symbol 1983 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1228,63)" 21737 5120

ENSGALP00000040813 CID 654 - 662

transcription factor Sp1 - Refseq 

NP_989935 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1228,66)" 12023 true 2.57 5121

ENSGALP00000004327 CID 203 - 213 fatty acid synthase - CGNC Symbol 1983 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1228,67)" 5498 false 5122



ENSGALP00000013963 CID 796 - 805

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1228,67)" 2313 true 0.97 5123

ENSGALP00000015176 CID 1,072 - 1,081

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1228,68)" 1017 5124

ENSGALP00000011770 CID 99 - 109

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1228,68)" 1684 true 2.57 5125

ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1228,71)" 10323 true 3.02 5126

ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1228,71)" 10323 true 3.02 5127

ENSGALP00000020744 CID 384 - 394

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1228,71)" 123122 true 1.08 5128

ENSGALP00000009709 CID 481 - 492

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1228,74)" 10392 true 1.64 5129



ENSGALP00000027541 CID 77 - 86

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1228,77)" 106553 true 2.33 5130

ENSGALP00000006046 CID 23 - 33

actin related protein 2/3 complex subunit 3 - 

CGNC Symbol 2797 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1228,78)" 7904 5131

ENSGALP00000017279 CID 1,072 - 1,081

AT-hook containing transcription factor 1 - 

CGNC Symbol 8073 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1229,56)" 5477 5132

ENSGALP00000034108 CID 32 - 42

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1229,62)" 3014 5133

ENSGALP00000001456 CID 776 - 785

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1229,62)" 3014 true 0.89 5134

ENSGALP00000026487 CID 91 - 101

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1229,64)" 26304 true 0.22 5135

ENSGALP00000002235 CID 86 - 95 stathmin 1 - CGNC Symbol 49630 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1229,66)" 21810 true 1.02 5136



ENSGALP00000001464 CID 1,352 - 1,361

GTPase activating protein and VPS9 

domains 1 - CGNC Symbol 660 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1229,73)" 5212 true 2.34 5137

ENSGALP00000019330 CID 254 - 263

polymerase (DNA) delta interacting protein 

3 - CGNC Symbol 8993 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1229,75)" 41268 false 0.85 5138

ENSGALP00000012878 CID 76 - 86

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1229,75)" 41268 true 0.85 5139

ENSGALP00000030175 CID 24 - 34

mal T-cell differentiation protein 2 - CGNC 

Symbol 13863 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1229,75)" 41268 5140

ENSGALP00000000670 CID 584 - 594

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1229,75)" 41268 false 0.69 5141

ENSGALP00000015277 CID 38 - 47

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1229,76)" 24825 5142

ENSGALP00000002349 CID 38 - 47

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1229,76)" 24825 5143



ENSGALP00000007822 CID 20 - 28

coronin actin binding protein 1C - CGNC 

Symbol 50369 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1230,53)" 42953 5144

ENSGALP00000016270 CID 278 - 286

bromodomain adjacent to zinc finger 

domain 1A - CGNC Symbol 7626 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1230,53)" 42953 false 0.6 5145

ENSGALP00000038829 CID 309 - 317

Hsap of 9: DEAD-box helicase 19A - 

HGNC:25628 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1230,59)" 5514 true 0.78 5146

ENSGALP00000008082 CID 830 - 838

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1230,63)" 6226 true 0.91 5147

ENSGALP00000040628 CID 416 - 424

NADH:ubiquinone oxidoreductase core 

subunit V1 - CGNC Symbol 123 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1230,64)" 14919 5148

ENSGALP00000042627 CID 130 - 139

Gallus gallus granulysin (GNLY) mRNA. - 

RefSeq mRNA NM_001044680 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1230,65)" 6242 true 1.68 5149

ENSGALP00000012903 CID 350 - 360

Hsap of 4: TBC1 domain family member 10A 

- HGNC:23609 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1230,71)" 1648 5150



ENSGALP00000042036 CID 266 - 275 endonuclease G-like - CGNC Symbol 63533 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1230,71)" 1648 true 1.47 5151

ENSGALP00000040991 CID 70 - 79

MYC associated factor X - CGNC Symbol 

64420 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1230,73)" 16288 5152

ENSGALP00000015988 CID 31 - 41

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1230,74)" 3141 5153

ENSGALP00000015657 CID 29 - 39 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1230,74)" 3141 5154

ENSGALP00000042680 CID 29 - 39

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1230,74)" 3141 5155

ENSGALP00000032358 CID 570 - 579

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1230,78)" 1771 false 5156

ENSGALP00000002520 CID 128 - 137 septin 2-like - CGNC Symbol 50343 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1231,61)" 25280 true 1.43 5157



ENSGALP00000009314 CID 129 - 138 septin 2 - CGNC Symbol 4335 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1231,61)" 25280 true 1.43 5158

ENSGALP00000030005 CID 121 - 131

ubiquitin-conjugating enzyme E2N - CGNC 

Symbol 50617 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1231,62)" 12200 true 1.29 5159

ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1231,66)" 61911 5160

ENSGALP00000037222 CID 53 - 62

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1231,68)" 1796 false 5161

ENSGALP00000019469 CID 90 - 102 ribosomal protein SA - CGNC Symbol 49202 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1231,68)" 51150 true 0.49 5162

ENSGALP00000006970 CID 296 - 305 exportin 1 - CGNC Symbol 3224 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1231,70)" 12826 5163

ENSGALP00000000509 CID 638 - 646

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1231,71)" 10973 true 0.75 5164



ENSGALP00000026824 CID 2-Nov

myotubularin related protein 9 - CGNC 

Symbol 12476 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1231,73)" 326585 false 1.52 5165

ENSGALP00000010510 CID 160 - 171

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1231,73)" 326585 5166

ENSGALP00000040662 CID 106 - 115 inositol monophosphatase 1 - HGNC:6050 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1231,77)" 23013 false 0.64 5167

ENSGALP00000041221 CID 46 - 56

heterogeneous nuclear ribonucleoprotein L-

like - CGNC Symbol 68848 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1232,60)" 1679 false 5168

ENSGALP00000039552 CID 187 - 196

proteasome 26S subunit non-ATPase 13 - 

CGNC Symbol 51869 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1232,63)" 8434 5169

ENSGALP00000010618 CID 221 - 230

lymphocyte-specific protein 1 - CGNC 

Symbol 4964 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1232,65)" 1823 true 1.94 5170

ENSGALP00000023917 CID 500 - 510

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1232,66)" 9682 true 0.75 5171



ENSGALP00000020463 CID 397 - 407

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1232,68)" 6657 true 0.71 5172

ENSGALP00000003357 CID 460 - 470

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1232,70)" 3755 false 0.97 5173

ENSGALP00000010325 CID 181 - 190

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1232,70)" 2243 false 5174

ENSGALP00000021301 CID 99 - 109

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1232,70)" 2243 false 5175

ENSGALP00000013963 CID 796 - 805

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1232,70)" 2243 5176

ENSGALP00000008763 CID 991 - 1,001

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1232,70)" 2243 false 5177

ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1232,71)" 1250200 true 0.98 5178



ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1232,71)" 1250200 true 0.98 5179

ENSGALP00000020744 CID 384 - 394

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1232,73)" 68395 5180

ENSGALP00000014280 CID 536 - 546

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1233,60)" 4000 5181

ENSGALP00000042897 CID 1-Nov

polymerase (DNA) delta 2 accessory subunit 

- CGNC Symbol 63741 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1233,63)" 9532 5182

ENSGALP00000001456 CID 776 - 785

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1233,65)" 2682 5183

ENSGALP00000036655 CID 24 - 33 syntaxin 7 - CGNC Symbol 2118 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1233,65)" 80463 true 0.19 5184

ENSGALP00000024537 CID 81 - 91

ATPase Na+/K+ transporting subunit beta 1 - 

CGNC Symbol 11333 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1233,65)" 80463 false 0.19 5185



ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear ribonucleoprotein 

A/B - CGNC Symbol 49727 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1233,65)" 4533 true 1.05 5186

ENSGALP00000038979 CID 593 - 602

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1233,65)" 4533 false 3.72 5187

ENSGALP00000015988 CID 318 - 328

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1233,66)" 7651 true 0.97 5188

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1233,66)" 7651 true 0.97 5189

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1233,66)" 7651 true 0.97 5190

ENSGALP00000026487 CID 91 - 101

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1233,67)" 7490 5191

ENSGALP00000017556 CID 280 - 289 legumain - CGNC Symbol 8216 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1233,67)" 14714 false 5192



ENSGALP00000009066 CID 130 - 140 sorting nexin 12 - CGNC Symbol 53438 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1233,67)" 6642 true 2.18 5193

ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1233,69)" 246942 true 1.39 5194

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1233,69)" 246942 true 1.39 5195

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1233,69)" 246942 true 1.39 5196

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1233,69)" 246942 true 1.39 5197

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1233,69)" 246942 true 1.39 5198

ENSGALP00000012145 CID 347 - 357

structure specific recognition protein 1 - 

CGNC Symbol 49844 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1233,70)" 40172 true 1.09 5199



ENSGALP00000000151 CID 154 - 164

tripartite motif containing 27.1 - CGNC 

Symbol 58 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1233,70)" 10901 false 5200

ENSGALP00000006970 CID 45 - 54 exportin 1 - CGNC Symbol 3224 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1233,73)" 6482 false 5201

ENSGALP00000018340 CID 417 - 427 SATB homeobox 1 - CGNC Symbol 8550 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1233,74)" 15318 5202

ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1233,84)" 12128 true 3.41 5203

ENSGALP00000003954 CID 634 - 643

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1234,61)" 4937 false 0.61 5204

ENSGALP00000038829 CID 309 - 317

Hsap of 9: DEAD-box helicase 19A - 

HGNC:25628 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1234,62)" 6758 5205

ENSGALP00000004840 CID 155 - 164 replication protein A1 - CGNC Symbol 2225 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1234,62)" 4046 true 1.11 5206



ENSGALP00000042287 CID Aug-17

NADH dehydrogenase (ubiquinone) 1 beta 

subcomplex 4 15kDa - CGNC Symbol 55666 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1234,63)" 17388 true 0.58 5207

ENSGALP00000003035 CID 497 - 507

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1234,67)" 7604 true 0.78 5208

ENSGALP00000002420 CID 71 - 80

proteasome subunit beta 3 - CGNC Symbol 

1108 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1234,69)" 2599 5209

ENSGALP00000015623 CID 279 - 288

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1234,69)" 2599 false 5210

ENSGALP00000042036 CID 266 - 275 endonuclease G-like - CGNC Symbol 63533 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1234,73)" 3379 5211

ENSGALP00000020445 CID 671 - 679

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1234,77)" 5013 true 1.83 5212

ENSGALP00000024803 CID 184 - 192 prolyl endopeptidase - CGNC Symbol 11476 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1235,57)" 4133 true 1.11 5213



ENSGALP00000012977 CID 404 - 413

zinc finger C3HC-type containing 1 - CGNC 

Symbol 6057 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1235,58)" 8145 true 1.27 5214

ENSGALP00000006218 CID 475 - 484

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1235,58)" 26268 true 1.04 5215

ENSGALP00000027981 CID 517 - 526

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1235,61)" 10364 true 1.18 5216

ENSGALP00000017288 CID 1-Oct

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1235,61)" 10364 false 0.47 5217

ENSGALP00000022772 CID 448 - 457

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1235,61)" 24761 true 0.99 5218

ENSGALP00000009314 CID 129 - 138 septin 2 - CGNC Symbol 4335 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1235,63)" 33353 5219

ENSGALP00000002520 CID 128 - 137 septin 2-like - CGNC Symbol 50343 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1235,63)" 33353 5220



ENSGALP00000030005 CID 121 - 131

ubiquitin-conjugating enzyme E2N - CGNC 

Symbol 50617 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1235,65)" 15719 5221

ENSGALP00000019667 CID 66 - 75

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1235,67)" 7766 true 1.52 5222

ENSGALP00000040985 CID 2-Dec

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1235,68)" 2394 false 5223

ENSGALP00000015988 CID 42 - 52

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1235,69)" 328294 true 1.27 5224

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1235,69)" 328294 true 1.27 5225

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1235,69)" 328294 true 1.27 5226

ENSGALP00000022004 CID 50 - 59 tropomyosin 3 - HGNC:12012 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1235,69)" 215923 5227



ENSGALP00000021253 CID 127 - 137

BH3 interacting domain death agonist - 

CGNC Symbol 9863 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1235,69)" 12301 5228

ENSGALP00000019469 CID 90 - 102 ribosomal protein SA - CGNC Symbol 49202 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1235,70)" 12257 5229

ENSGALP00000041423 CID 116 - 126

glutathione peroxidase 1 - CGNC Symbol 

65881 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1235,71)" 37573 5230

ENSGALP00000003418 CID 634 - 643

hydroxysteroid (17-beta) dehydrogenase 4 - 

CGNC Symbol 1559 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1235,75)" 7178 true 1.08 5231

ENSGALP00000002822 CID 302 - 311

glyoxylate reductase 1 homolog - CGNC 

Symbol 52955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1236,58)" 4215 true 0.68 5232

ENSGALP00000008056 CID 574 - 583

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1236,63)" 1243 true 0.95 5233

ENSGALP00000015741 CID 258 - 268

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1236,66)" 8792 true 1.34 5234



ENSGALP00000036122 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1236,66)" 1643 5235

ENSGALP00000006578 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1236,66)" 1643 5236

ENSGALP00000028746 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1236,66)" 1643 5237

ENSGALP00000007672 CID 777 - 787

isoleucyl-tRNA synthetase - CGNC Symbol 

3573 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1236,79)" 18315 5238

ENSGALP00000035593 CID 134 - 144 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1236,79)" 18315 5239

ENSGALP00000015623 CID 787 - 796

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1236,79)" 18315 false 5240

ENSGALP00000009709 CID 481 - 492

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1236,79)" 18315 true 1.64 5241



ENSGALP00000043427 CID 268 - 276 block of proliferation 1 - HGNC:15519 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1237,60)" 12577 true 0.87 5242

ENSGALP00000029288 CID 371 - 380

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1237,60)" 5719 true 0.46 5243

ENSGALP00000010325 CID 510 - 520

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1237,64)" 3149 5244

ENSGALP00000002620 CID 679 - 689

mediator complex subunit 1 - CGNC Symbol 

51147 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1237,65)" 3103 5245

ENSGALP00000036655 CID 24 - 33 syntaxin 7 - CGNC Symbol 2118 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1237,65)" 3103 5246

ENSGALP00000006708 CID 491 - 500 hexokinase 1 - CGNC Symbol 3101 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1237,65)" 3103 false 0.94 5247

ENSGALP00000014627 CID 652 - 661

CWC22 homolog spliceosome-associated 

protein - CGNC Symbol 52133 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1237,68)" 5438 true 0.46 5248



ENSGALP00000036405 CID 16 - 25

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1237,69)" 796 false 5249

ENSGALP00000009066 CID 130 - 140 sorting nexin 12 - CGNC Symbol 53438 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1237,69)" 18279 5250

ENSGALP00000004840 CID 487 - 496 replication protein A1 - CGNC Symbol 2225 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1237,69)" 3855 5251

ENSGALP00000008547 CID 365 - 375 sorting nexin 2 - CGNC Symbol 52887 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1237,71)" 3491 true 0.46 5252

ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1237,71)" 380502 5253

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1237,71)" 380502 5254

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1237,71)" 380502 5255



ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1237,71)" 380502 5256

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1237,71)" 380502 5257

ENSGALP00000012145 CID 347 - 357

structure specific recognition protein 1 - 

CGNC Symbol 49844 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1237,73)" 30670 5258

ENSGALP00000012878 CID 76 - 86

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1237,81)" 14161 true 0.85 5259

ENSGALP00000043088 CID 257 - 266

proteasome (prosome macropain) 26S 

subunit non-ATPase 4 - CGNC Symbol 

59257 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1238,62)" 15786 true 1.12 5260

ENSGALP00000006604 CID 124 - 132

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1238,64)" 45878 true 1.2 5261

ENSGALP00000015176 CID 1,021 - 1,030

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1238,65)" 10120 true 1.12 5262



ENSGALP00000015176 CID 1,022 - 1,031

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1238,67)" 36346 true 1.04 5263

ENSGALP00000008082 CID 830 - 838

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1238,67)" 5679 true 0.91 5264

ENSGALP00000023833 CID 405 - 415 WD repeat domain 3 - CGNC Symbol 10970 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1238,72)" 8815 false 5265

ENSGALP00000012163 CID 571 - 579

transcription elongation regulator 1 - CGNC 

Symbol 5680 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1238,72)" 8815 false 5266

ENSGALP00000012977 CID 404 - 413

zinc finger C3HC-type containing 1 - CGNC 

Symbol 6057 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1239,60)" 11431 5267

ENSGALP00000027981 CID 517 - 526

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1239,62)" 20759 5268

ENSGALP00000033741 CID 62 - 72

EF-hand domain family member D1 - CGNC 

Symbol 52247 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1239,64)" 17608 5269



ENSGALP00000013029 CID Jul-16

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1239,64)" 1924 true 1.08 5270

ENSGALP00000021034 CID 816 - 824

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1239,64)" 6755 true 1.08 5271

ENSGALP00000013375 CID 151 - 161

peptidylprolyl isomerase like 3 - CGNC 

Symbol 6234 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1239,68)" 6495 true 1.43 5272

ENSGALP00000040985 CID 2-Dec

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1239,70)" 15197 true 0.69 5273

ENSGALP00000020744 CID 395 - 404

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1239,73)" 5474 true 0.49 5274

ENSGALP00000040662 CID 106 - 115 inositol monophosphatase 1 - HGNC:6050 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1239,82)" 13110 true 0.64 5275

ENSGALP00000000509 CID 590 - 600

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1240,58)" 15619 true 1.35 5276



ENSGALP00000003898 CID 212 - 220 matrin 3 - CGNC Symbol 1772 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1240,59)" 12847 true 1.02 5277

ENSGALP00000002822 CID 302 - 311

glyoxylate reductase 1 homolog - CGNC 

Symbol 52955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1240,61)" 2850 5278

ENSGALP00000012854 CID 80 - 90

ATP synthase H+ transporting mitochondrial 

Fo complex subunit D - CGNC Symbol 5993 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1240,68)" 1937 false 5279

ENSGALP00000010404 CID 157 - 167 SRP receptor beta subunit - HGNC:24085 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1240,70)" 5110 false 5280

ENSGALP00000043135 CID 8,424 - 8,434 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1240,71)" 18758 false 5281

ENSGALP00000038179 CID 107 - 117

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1240,73)" 16227 true 0.72 5282

ENSGALP00000010325 CID 182 - 191

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1240,73)" 7529 5283



ENSGALP00000002831 CID 14 - 23

PRKR interacting protein 1 (IL11 inducible) - 

CGNC Symbol 1289 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1240,82)" 2059 false 5284

ENSGALP00000009511 CID 178 - 187 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1241,62)" 74959 true 0.87 5285

ENSGALP00000043427 CID 268 - 276 block of proliferation 1 - HGNC:15519 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1241,63)" 10948 5286

ENSGALP00000004108 CID 435 - 444

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1241,70)" 11654 false 1.14 5287

ENSGALP00000018987 CID 115 - 125 t-complex 1 - CGNC Symbol 8842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1241,70)" 11654 true 2.17 5288

ENSGALP00000005194 CID 532 - 542

threonyl-tRNA synthetase - CGNC Symbol 

53084 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1241,70)" 11654 5289

ENSGALP00000004517 CID 401 - 410

LEM domain containing 2 - CGNC Symbol 

2072 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1241,72)" 3598 false 5290



ENSGALP00000001205 CID 1-Oct

splicing factor 3a subunit 2 - CGNC Symbol 

14678 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1242,60)" 1666 true 1.12 5291

ENSGALP00000043088 CID 257 - 266

proteasome (prosome macropain) 26S 

subunit non-ATPase 4 - CGNC Symbol 

59257 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1242,64)" 24347 5292

ENSGALP00000023294 CID 1,505 - 1,514

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1242,64)" 17549 true 1.04 5293

ENSGALP00000006604 CID 124 - 132

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1242,67)" 55180 5294

ENSGALP00000004840 CID 155 - 164 replication protein A1 - CGNC Symbol 2225 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1242,67)" 4493 true 1.11 5295

ENSGALP00000015176 CID 1,022 - 1,031

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1242,69)" 54086 5296

ENSGALP00000035478 CID 1,427 - 1,437 filamin B beta - CGNC Symbol 49141 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1242,74)" 36929 false 1.23 5297



ENSGALP00000038904 CID 2-Dec

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1242,74)" 36929 true 0.76 5298

ENSGALP00000015988 CID 42 - 52

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1243,63)" 58317 false 1.39 5299

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1243,63)" 58317 false 1.39 5300

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1243,63)" 58317 false 1.39 5301

ENSGALP00000003898 CID 524 - 533 matrin 3 - CGNC Symbol 1772 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1243,64)" 7866 5302

ENSGALP00000015988 CID 42 - 52

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1243,64)" 2453 true 0.9 5303

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1243,64)" 2453 true 0.9 5304



ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1243,64)" 2453 true 0.9 5305

ENSGALP00000012240 CID 371 - 380

amyloid beta (A4) precursor protein-binding 

family B member 1 interacting protein - 

CGNC Symbol 5719 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1243,64)" 6560 true 1.42 5306

ENSGALP00000006218 CID 475 - 484

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1243,65)" 20634 true 1.04 5307

ENSGALP00000013029 CID Jul-16

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1243,65)" 10680 5308

ENSGALP00000021034 CID 816 - 824

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1243,66)" 5080 5309

ENSGALP00000012878 CID 124 - 133

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1243,67)" 21789 true 0.52 5310

ENSGALP00000023446 CID 195 - 206 prohibitin 2 - CGNC Symbol 10814 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1243,68)" 878 true 0.7 5311



ENSGALP00000000639 CID 373 - 382 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1243,70)" 28595 true 0.81 5312

ENSGALP00000013375 CID 151 - 161

peptidylprolyl isomerase like 3 - CGNC 

Symbol 6234 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1243,70)" 14894 5313

ENSGALP00000015409 CID 273 - 282 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1243,71)" 2169 true 2.31 5314

ENSGALP00000007705 CID 134 - 144

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1243,72)" 103156 true 0.69 5315

ENSGALP00000040890 CID 419 - 428

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1243,79)" 18507 true 1.43 5316

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1244,57)" 30029 true 0.63 5317

ENSGALP00000000509 CID 590 - 600

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1244,60)" 21084 5318



ENSGALP00000000485 CID 1,093 - 1,102

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1244,63)" 6001 5319

ENSGALP00000038287 CID 195 - 207 calponin 3 acidic - CGNC Symbol 4166 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1244,66)" 88291 false 0.98 5320

ENSGALP00000002513 CID 54 - 63 LIM and SH3 protein 1 - CGNC Symbol 1150 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1244,66)" 88291 true 0.98 5321

ENSGALP00000008056 CID 574 - 583

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1244,68)" 2493 false 5322

ENSGALP00000008547 CID 494 - 503 sorting nexin 2 - CGNC Symbol 52887 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1244,68)" 6344 false 5323

ENSGALP00000019801 CID 350 - 359 septin 7 - CGNC Symbol 51333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1244,68)" 6344 true 1.62 5324

ENSGALP00000015892 CID 69 - 78

N(alpha)-acetyltransferase 15 NatA auxiliary 

subunit - CGNC Symbol 7432 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1244,70)" 27535 true 0.91 5325



ENSGALP00000043135 CID 27,685 - 27,695 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1244,71)" 5286 5326

ENSGALP00000036948 CID 137 - 147

dihydrolipoamide S-succinyltransferase (E2 

component of 2-oxo-glutarate complex) - 

CGNC Symbol 51956 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1244,71)" 5286 true 1.04 5327

ENSGALP00000019192 CID 228 - 239

uridine monophosphate synthetase - CGNC 

Symbol 8931 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1244,72)" 12764 true 0.83 5328

ENSGALP00000036948 CID 137 - 147

dihydrolipoamide S-succinyltransferase (E2 

component of 2-oxo-glutarate complex) - 

CGNC Symbol 51956 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1244,72)" 19072 false 0.85 5329

ENSGALP00000038179 CID 107 - 117

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1244,75)" 13140 5330

ENSGALP00000017495 CID 478 - 487 scinderin - CGNC Symbol 8188 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1244,77)" 14006 false 5331

ENSGALP00000043240 CID 140 - 149

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1245,61)" 15677 true 0.99 5332



ENSGALP00000016361 CID 153 - 162

ribosomal protein S3A - CGNC Symbol 

51748 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1245,64)" 2239 true 0.39 5333

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1245,66)" 42486 true 0.99 5334

ENSGALP00000034555 CID 613 - 623

pumilio RNA-binding family member 1 - 

CGNC Symbol 369 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1245,67)" 2668 true 0.99 5335

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1245,68)" 378151 true 0.95 5336

ENSGALP00000019629 CID 30 - 41

proteasome subunit alpha 3 - CGNC Symbol 

9125 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1245,69)" 13493 true 2.08 5337

ENSGALP00000012246 CID 451 - 460

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1245,69)" 48388 true 0.42 5338

ENSGALP00000006970 CID 45 - 54 exportin 1 - CGNC Symbol 3224 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1245,70)" 1608 false 5339



ENSGALP00000003914 CID 236 - 245

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1245,70)" 8837 true 2.08 5340

ENSGALP00000027304 CID 1,487 - 1,495 LIM domain 7 - CGNC Symbol 12702 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1245,70)" 8837 false 0.64 5341

ENSGALP00000022626 CID 84 - 93

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1245,70)" 8837 false 0.64 5342

ENSGALP00000001493 CID 236 - 245

protein phosphatase 6 catalytic subunit - 

CGNC Symbol 57480 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1245,72)" 3293 false 5343

ENSGALP00000043372 CID 63 - 72

farnesyl diphosphate synthase - CGNC 

Symbol 23240 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1246,62)" 4777 true 1.08 5344

ENSGALP00000001205 CID 1-Oct

splicing factor 3a subunit 2 - CGNC Symbol 

14678 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1246,62)" 16606 true 1.29 5345

ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1246,66)" 1874 true 0.9 5346



ENSGALP00000015560 CID 235 - 244

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1246,66)" 6431 5347

ENSGALP00000001027 CID 105 - 115

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1246,67)" 44967 true 1.57 5348

ENSGALP00000010633 CID 55 - 64

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1246,71)" 155670 true 1.1 5349

ENSGALP00000025130 CID 125 - 135 ribosomal protein S23 - HGNC:10410 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1246,78)" 5379 true 0.86 5350

ENSGALP00000043396 CID 861 - 869

DNA (cytosine-5-)-methyltransferase 1 - 

HGNC:2976 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1247,65)" 7409 true 0.58 5351

ENSGALP00000012472 CID 260 - 270 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1247,65)" 997 true 1.61 5352

ENSGALP00000040891 CID 329 - 338

spermatogenesis associated serine rich 2 - 

HGNC:18650 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1247,65)" 2152 5353



ENSGALP00000039757 CID 630 - 639

hypoxia up-regulated 1 - CGNC Symbol 

53307 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1247,67)" 29861 false 0.22 5354

ENSGALP00000000639 CID 57 - 66 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1247,67)" 29861 true 0.22 5355

ENSGALP00000023446 CID 195 - 206 prohibitin 2 - CGNC Symbol 10814 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1247,69)" 3075 false 0.3 5356

ENSGALP00000025762 CID 94 - 103

runt-related transcription factor 1 - CGNC 

Symbol 49673 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1247,69)" 65247 false 1.74 5357

ENSGALP00000007822 CID 343 - 352

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1247,69)" 65247 5358

ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1247,70)" 103417 true 0.37 5359

ENSGALP00000034078 CID 58 - 67

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1247,71)" 115151 true 1.07 5360



ENSGALP00000008338 CID 61 - 70

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1247,72)" 6737 true 1.57 5361

ENSGALP00000035717 CID 252 - 261

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1247,73)" 7104 5362

ENSGALP00000004982 CID 65 - 74

coatomer protein complex subunit epsilon - 

CGNC Symbol 2286 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1247,73)" 7104 false 5363

ENSGALP00000015409 CID 273 - 282 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1247,73)" 7104 5364

ENSGALP00000007705 CID 134 - 144

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1247,74)" 65766 5365

ENSGALP00000008398 CID 561 - 571

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1247,77)" 8730 true 0.51 5366

ENSGALP00000005231 CID 146 - 154

transmembrane p24 trafficking protein 2 - 

CGNC Symbol 2402 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1248,59)" 15853 true 0.68 5367



ENSGALP00000041690 CID 137 - 147

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1248,61)" 29614 true 1.06 5368

ENSGALP00000008824 CID 143 - 153

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1248,61)" 29614 5369

ENSGALP00000005224 CID 170 - 179

isocitrate dehydrogenase 3 (NAD+) alpha - 

CGNC Symbol 2399 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1248,66)" 948 5370

ENSGALP00000037170 CID 579 - 588

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1248,67)" 1035 5371

ENSGALP00000004013 CID 429 - 438 talin 1 - CGNC Symbol 1830 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1248,69)" 10556 true 2.38 5372

ENSGALP00000004815 CID 139 - 148

ArfGAP with FG repeats 1 - CGNC Symbol 

2213 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1248,69)" 10556 5373

ENSGALP00000038287 CID 195 - 207 calponin 3 acidic - CGNC Symbol 4166 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1248,69)" 83658 5374



ENSGALP00000002513 CID 54 - 63 LIM and SH3 protein 1 - CGNC Symbol 1150 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1248,69)" 83658 5375

ENSGALP00000014107 CID 153 - 162 vimentin - CGNC Symbol 51275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1248,69)" 83658 5376

ENSGALP00000015246 CID 198 - 208 peroxiredoxin 3 - CGNC Symbol 7123 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1248,70)" 117242 true 1.12 5377

ENSGALP00000015892 CID 69 - 78

N(alpha)-acetyltransferase 15 NatA auxiliary 

subunit - CGNC Symbol 7432 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1248,72)" 19537 5378

ENSGALP00000019192 CID 228 - 239

uridine monophosphate synthetase - CGNC 

Symbol 8931 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1248,74)" 15070 5379

ENSGALP00000038877 CID 123 - 131 Hsap of 4: nucleoporin 188 - HGNC:17859 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1249,57)" 5030 true 0.88 5380

ENSGALP00000013808 CID 530 - 540 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1249,61)" 11355 true 0.91 5381



ENSGALP00000016536 CID 34 - 44

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1249,62)" 2517 true 1.47 5382

ENSGALP00000043240 CID 140 - 149

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1249,63)" 14056 5383

ENSGALP00000015877 CID Feb-13

ubiquitin specific peptidase 15 - CGNC 

Symbol 49421 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1249,64)" 1589 5384

ENSGALP00000016080 CID 341 - 349

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1249,66)" 23511 true 1.31 5385

ENSGALP00000040638 CID 273 - 283 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1249,66)" 5305 true 1.14 5386

ENSGALP00000004048 CID 151 - 162 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1249,66)" 5583 true 0.71 5387

ENSGALP00000016361 CID 153 - 162

ribosomal protein S3A - CGNC Symbol 

51748 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1249,67)" 866 5388



ENSGALP00000002078 CID 796 - 806

MYB binding protein (P160) 1a - CGNC 

Symbol 933 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1249,70)" 24032 false 1.14 5389

ENSGALP00000022626 CID 84 - 93

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1249,70)" 24032 5390

ENSGALP00000003914 CID 236 - 245

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1249,70)" 24032 5391

ENSGALP00000015229 CID 460 - 469

calpain 2 (m/II) large subunit - CGNC 

Symbol 7115 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1249,70)" 24032 false 1.14 5392

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1249,70)" 358501 5393

ENSGALP00000020154 CID 434 - 443

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1249,70)" 16662 true 1.23 5394

ENSGALP00000018258 CID 400 - 409 Enah/Vasp-like - CGNC Symbol 8513 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1249,81)" 2660 false 5395



ENSGALP00000000666 CID Jan-13

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1250,63)" 1476 5396

ENSGALP00000004517 CID 447 - 457

LEM domain containing 2 - CGNC Symbol 

2072 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1250,64)" 14250 true 0.59 5397

ENSGALP00000040689 CID 108 - 118

ubiquitin-conjugating enzyme E2M - CGNC 

Symbol 64454 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1250,65)" 7208 true 1.23 5398

ENSGALP00000036056 CID 311 - 320

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1250,65)" 27487 true 0.7 5399

ENSGALP00000009511 CID 58 - 67 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1250,68)" 53532 true 0.94 5400

ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1250,68)" 2197 5401

ENSGALP00000016375 CID 705 - 716

eukaryotic translation initiation factor 4 

gamma 3 - CGNC Symbol 7664 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1250,72)" 5737 true 1.01 5402



ENSGALP00000004641 CID 1,311 - 1,320

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1250,72)" 1903 true 1.54 5403

ENSGALP00000010633 CID 55 - 64

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1250,74)" 167409 5404

ENSGALP00000043136 CID 172 - 181 citrate synthase - CGNC Symbol 64209 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1250,76)" 5185 false 0.94 5405

ENSGALP00000005565 CID May-15

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1251,57)" 18699 5406

ENSGALP00000038350 CID 266 - 275 centromere protein N - CGNC Symbol 54347 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1251,65)" 6079 true 1.98 5407

ENSGALP00000021957 CID 3,619 - 3,627

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1251,66)" 10736 false 0.46 5408

ENSGALP00000007680 CID 248 - 256 ribosomal protein L6 - CGNC Symbol 48978 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1251,66)" 10736 true 0.46 5409



ENSGALP00000020445 CID 765 - 775

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1251,66)" 102178 true 2.29 5410

ENSGALP00000023352 CID 772 - 782

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1251,66)" 102178 true 2.29 5411

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 

UniProtKB/TrEMBL H7C469 - CGNC Symbol 

4989 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1251,67)" 14971 true 1.4 5412

ENSGALP00000003357 CID 414 - 422

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1251,67)" 29938 true 0.85 5413

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1251,68)" 75639 true 1.39 5414

ENSGALP00000015988 CID 42 - 52

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1251,68)" 75639 true 1.39 5415

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1251,68)" 75639 true 1.39 5416



ENSGALP00000012240 CID 371 - 380

amyloid beta (A4) precursor protein-binding 

family B member 1 interacting protein - 

CGNC Symbol 5719 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1251,70)" 12824 true 1.42 5417

ENSGALP00000023446 CID 195 - 206 prohibitin 2 - CGNC Symbol 10814 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1251,74)" 617 true 0.3 5418

ENSGALP00000039265 CID 152 - 162

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1251,74)" 9154 true 0.84 5419

ENSGALP00000011221 CID 205 - 216

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1251,74)" 9154 5420

ENSGALP00000004962 CID 482 - 491

tripartite motif containing 25 - CGNC 

Symbol 2279 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1251,80)" 2925 5421

ENSGALP00000019726 CID 540 - 549

engulfment and cell motility 1 - CGNC 

Symbol 51330 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1251,80)" 2925 false 1.18 5422

ENSGALP00000038272 CID 219 - 230

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1252,56)" 19832 false 5423



ENSGALP00000005231 CID 146 - 154

transmembrane p24 trafficking protein 2 - 

CGNC Symbol 2402 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1252,59)" 4673 5424

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1252,63)" 16092 true 0.63 5425

ENSGALP00000041690 CID 137 - 147

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1252,64)" 40911 5426

ENSGALP00000041877 CID 1,144 - 1,154 Alstrom syndrome 1 - CGNC Symbol 51865 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1252,64)" 40911 false 1.06 5427

ENSGALP00000020445 CID 1,529 - 1,538

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1252,65)" 40132 5428

ENSGALP00000004924 CID 636 - 646

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1252,65)" 40132 false 5429

ENSGALP00000023866 CID 1,558 - 1,567

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1252,66)" 4518 true 1.07 5430



ENSGALP00000000810 CID 616 - 626

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1252,68)" 11009 true 0.86 5431

ENSGALP00000042023 CID 90 - 101

NADH:ubiquinone oxidoreductase core 

subunit S2 - CGNC Symbol 66024 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1252,68)" 33768 true 1.12 5432

ENSGALP00000004013 CID 429 - 438 talin 1 - CGNC Symbol 1830 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1252,69)" 12993 5433

ENSGALP00000004815 CID 139 - 148

ArfGAP with FG repeats 1 - CGNC Symbol 

2213 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1252,70)" 7179 false 2.38 5434

ENSGALP00000015246 CID 198 - 208 peroxiredoxin 3 - CGNC Symbol 7123 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1252,73)" 142558 5435

ENSGALP00000019801 CID 350 - 359 septin 7 - CGNC Symbol 51333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1252,73)" 10298 true 1.62 5436

ENSGALP00000025165 CID Aug-18

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1252,73)" 10298 false 1.07 5437



ENSGALP00000003175 CID 273 - 281

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1253,53)" 1530 true 5.91 5438

ENSGALP00000014557 CID 315 - 324 mutS homolog 2 - CGNC Symbol 6808 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1253,60)" 30828 true 0.62 5439

ENSGALP00000042201 CID 18 - 27

up-regulated during skeletal muscle growth 

5 homolog (mouse) - CGNC Symbol 52069 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1253,64)" 32234 5440

ENSGALP00000003612 CID 1,568 - 1,577

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1253,66)" 638 true 1.31 5441

ENSGALP00000018856 CID 34 - 45

MOB kinase activator 1B - CGNC Symbol 

8797 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1253,66)" 19939 true 1.31 5442

ENSGALP00000024479 CID 79 - 88

DAZ associated protein 1 - CGNC Symbol 

11311 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1253,66)" 23409 true 0.74 5443

ENSGALP00000022311 CID 123 - 132

mitochondrial ribosomal protein L47 - CGNC 

Symbol 52304 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1253,68)" 3898 true 0.49 5444



ENSGALP00000008763 CID 1,795 - 1,804

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1253,69)" 8602 5445

ENSGALP00000040638 CID 273 - 283 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1253,69)" 6028 5446

ENSGALP00000006213 CID 2,994 - 3,003

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1253,71)" 6708 false 5447

ENSGALP00000020154 CID 434 - 443

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1253,73)" 20466 5448

ENSGALP00000016629 CID 141 - 151 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1253,73)" 393786 true 1.02 5449

ENSGALP00000034254 CID 154 - 163 cell division cycle 42 - CGNC Symbol 3561 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1254,64)" 6237 true 1.2 5450

ENSGALP00000036056 CID 311 - 320

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1254,69)" 53109 5451



ENSGALP00000000316 CID 786 - 797 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1254,70)" 2967 false 5452

ENSGALP00000009511 CID 58 - 67 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1254,70)" 37236 5453

ENSGALP00000019435 CID Oct-20

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1254,73)" 7396 true 7.75 5454

ENSGALP00000019975 CID 409 - 420

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1254,74)" 93874 true 0.94 5455

ENSGALP00000005576 CID 380 - 391

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1254,74)" 93874 true 0.94 5456

ENSGALP00000016375 CID 705 - 716

eukaryotic translation initiation factor 4 

gamma 3 - CGNC Symbol 7664 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1254,74)" 5228 5457

ENSGALP00000043256 CID 331 - 342

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1254,76)" 1868 true 3.02 5458



ENSGALP00000038904 CID 2-Dec

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1254,82)" 29728 true 0.73 5459

ENSGALP00000025130 CID 125 - 135 ribosomal protein S23 - HGNC:10410 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1254,83)" 7103 true 0.79 5460

ENSGALP00000002373 CID 606 - 615

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1255,59)" 131207 false 0.85 5461

ENSGALP00000027070 CID 293 - 302

NCK adaptor protein 2 - CGNC Symbol 

50836 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1255,59)" 16935 true 0.91 5462

ENSGALP00000016102 CID 549 - 558

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1255,64)" 14464 5463

ENSGALP00000005550 CID 112 - 121

zinc finger and BTB domain containing 8 

opposite strand - CGNC Symbol 51055 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1255,65)" 5223 true 1.58 5464

ENSGALP00000023352 CID 772 - 782

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1255,68)" 239513 5465



ENSGALP00000020445 CID 765 - 775

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1255,68)" 239513 5466

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 

UniProtKB/TrEMBL H7C469 - CGNC Symbol 

4989 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1255,69)" 22597 5467

ENSGALP00000014298 CID 2-Nov

ribosomal protein L12 - CGNC Symbol 

50469 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1255,71)" 47202 true 0.87 5468

ENSGALP00000012878 CID 124 - 133

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1255,72)" 9873 true 0.52 5469

ENSGALP00000038313 CID 31 - 41

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1255,75)" 3082 true 3.36 5470

ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1255,75)" 33283 true 0.37 5471

ENSGALP00000034078 CID 58 - 67

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1255,76)" 112111 true 1.07 5472



ENSGALP00000008338 CID 61 - 70

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1255,77)" 10599 true 1.57 5473

ENSGALP00000008398 CID 561 - 571

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1255,82)" 2837 true 0.51 5474

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1256,65)" 191979 true 1.76 5475

ENSGALP00000010510 CID 26 - 36

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1256,65)" 191979 true 1.76 5476

ENSGALP00000019120 CID 27 - 37

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1256,65)" 191979 true 1.76 5477

ENSGALP00000023866 CID 1,558 - 1,567

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1256,70)" 5591 5478

ENSGALP00000003898 CID 698 - 709 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1256,71)" 3912 true 1 5479



ENSGALP00000042023 CID 90 - 101

NADH:ubiquinone oxidoreductase core 

subunit S2 - CGNC Symbol 66024 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1256,71)" 38921 5480

ENSGALP00000013963 CID 341 - 350

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1256,71)" 3836 true 1.25 5481

ENSGALP00000005281 CID 95 - 104 clathrin light chain B - CGNC Symbol 50199 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1256,72)" 27700 true 1.8 5482

ENSGALP00000018326 CID 750 - 760 phospholipase C like 2 - HGNC:9064 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1256,72)" 1756 false 3.16 5483

ENSGALP00000010305 CID 254 - 265

v-crk avian sarcoma virus CT10 oncogene 

homolog-like - CGNC Symbol 4810 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1256,72)" 1756 true 3.16 5484

ENSGALP00000008279 CID 109 - 119 mitochondrial carrier 2 - CGNC Symbol 3845 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1256,72)" 1756 false 3.16 5485

ENSGALP00000003175 CID 273 - 281

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1257,57)" 11639 5486



ENSGALP00000015366 CID 18 - 28

peptidylprolyl isomerase D - CGNC Symbol 

7186 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1257,62)" 570 5487

ENSGALP00000041974 CID 260 - 269

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1257,62)" 2211 true 1.27 5488

ENSGALP00000014557 CID 315 - 324 mutS homolog 2 - CGNC Symbol 6808 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1257,63)" 17850 5489

ENSGALP00000009219 CID 330 - 339

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1257,64)" 3348 true 0.8 5490

ENSGALP00000034108 CID 32 - 42

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1257,66)" 16302 true 0.8 5491

ENSGALP00000021957 CID 5,207 - 5,217

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1257,69)" 11209 5492

ENSGALP00000008013 CID 70 - 79

ISY1 splicing factor homolog (S. cerevisiae) - 

CGNC Symbol 3725 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1257,69)" 11209 false 1.27 5493



ENSGALP00000023075 CID 47 - 57

replication factor C subunit 1 - CGNC 

Symbol 51823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1257,69)" 11209 false 5494

ENSGALP00000009219 CID 377 - 386

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1257,69)" 11209 true 1.27 5495

ENSGALP00000018856 CID 34 - 45

MOB kinase activator 1B - CGNC Symbol 

8797 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1257,69)" 29116 5496

ENSGALP00000003612 CID 1,568 - 1,577

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1257,69)" 834 5497

ENSGALP00000016080 CID 341 - 349

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1257,70)" 31778 true 1.31 5498

ENSGALP00000016175 CID 580 - 589

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1257,73)" 2190 false 5499

ENSGALP00000004048 CID 151 - 162 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1257,73)" 1906 true 0.71 5500



ENSGALP00000016629 CID 141 - 151 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1257,76)" 535962 5501

ENSGALP00000038272 CID 231 - 241

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1257,77)" 17851 true 1.13 5502

ENSGALP00000005971 CID 136 - 145 annexin A2 - CGNC Symbol 49740 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1258,63)" 3757 true 0.56 5503

ENSGALP00000008338 CID 93 - 103

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1258,63)" 3757 5504

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1258,64)" 25679 true 0.73 5505

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1258,64)" 25679 true 0.73 5506

ENSGALP00000015988 CID 53 - 63

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1258,64)" 25679 true 0.73 5507



ENSGALP00000004745 CID 777 - 786 nucleoporin 93kDa - CGNC Symbol 2176 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1258,66)" 970 true 0.56 5508

ENSGALP00000005971 CID 149 - 157 annexin A2 - CGNC Symbol 49740 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1258,67)" 4377 false 5509

ENSGALP00000008955 CID Nov-22 synaptogyrin 3 - CGNC Symbol 4162 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1258,70)" 305 false 5510

ENSGALP00000023944 CID 172 - 182

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1258,71)" 9139 true 1.04 5511

ENSGALP00000015623 CID 1,567 - 1,576

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1258,73)" 68268 true 1.15 5512

ENSGALP00000043135 CID 26,483 - 26,493 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1258,74)" 3951 5513

ENSGALP00000026558 CID 954 - 963

ATPase family AAA domain containing 2B - 

HGNC:29230 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1258,74)" 3951 false 5514



ENSGALP00000040976 CID 72 - 82

Hsap of 1: ATPase H+ transporting V0 

subunit d1 - HGNC:13724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1258,74)" 3062 true 0.72 5515

ENSGALP00000020147 CID 368 - 379

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1258,74)" 5669 false 5516

ENSGALP00000004641 CID 1,311 - 1,320

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1258,76)" 1477 true 2.72 5517

ENSGALP00000005576 CID 380 - 391

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1258,76)" 87986 5518

ENSGALP00000019975 CID 409 - 420

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1258,76)" 87986 5519

ENSGALP00000006414 CID 58 - 66

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1259,56)" 5179 true 1.17 5520

ENSGALP00000002373 CID 606 - 615

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1259,61)" 111347 5521



ENSGALP00000027070 CID 293 - 302

NCK adaptor protein 2 - CGNC Symbol 

50836 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1259,62)" 23557 5522

ENSGALP00000041554 CID 955 - 964 GEM interacting protein - HGNC:24852 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1259,62)" 11485 true 0.78 5523

ENSGALP00000015988 CID 42 - 52

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1259,63)" 12667 true 1.31 5524

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1259,63)" 12667 true 1.31 5525

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1259,63)" 12667 true 1.31 5526

ENSGALP00000011696 CID 151 - 161 Aly/REF export factor - CGNC Symbol 5467 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1259,65)" 26757 true 0.91 5527

ENSGALP00000008171 CID 1,344 - 1,353

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1259,67)" 4556 true 1.28 5528



ENSGALP00000010754 CID 195 - 204

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1259,68)" 34499 false 0.91 5529

ENSGALP00000012240 CID 508 - 518

amyloid beta (A4) precursor protein-binding 

family B member 1 interacting protein - 

CGNC Symbol 5719 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1259,68)" 34499 true 0.91 5530

ENSGALP00000005550 CID 112 - 121

zinc finger and BTB domain containing 8 

opposite strand - CGNC Symbol 51055 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1259,69)" 49381 5531

ENSGALP00000003089 CID 278 - 288

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1259,70)" 10678 true 1.13 5532

ENSGALP00000018382 CID 803 - 812

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1259,70)" 10678 false 5533

ENSGALP00000002808 CID 546 - 554

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1259,70)" 10678 false 1.13 5534

ENSGALP00000009939 CID 2,537 - 2,547

WDFY family member 4 - CGNC Symbol 

22870 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1259,70)" 10678 false 1.88 5535



ENSGALP00000025476 CID Sep-19

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1259,76)" 7273 true 1.88 5536

ENSGALP00000038313 CID 31 - 41

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1259,77)" 6839 5537

ENSGALP00000039265 CID 152 - 162

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1259,79)" 7645 true 0.84 5538

ENSGALP00000019726 CID 540 - 549

engulfment and cell motility 1 - CGNC 

Symbol 51330 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1259,85)" 3465 true 1.18 5539

ENSGALP00000019832 CID 266 - 275

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1260,64)" 5708 5540

ENSGALP00000023926 CID 94 - 104

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1260,64)" 21812 5541

ENSGALP00000041153 CID 429 - 439 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1260,65)" 35384 5542



ENSGALP00000011666 CID 285 - 295

kinesin family member 5B - CGNC Symbol 

5451 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1260,66)" 2674 false 0.49 5543

ENSGALP00000009960 CID 106 - 116

ribosomal protein L13 - CGNC Symbol 

49509 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1260,66)" 90312 true 0.49 5544

ENSGALP00000019120 CID 27 - 37

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1260,68)" 157895 5545

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1260,68)" 157895 5546

ENSGALP00000010510 CID 26 - 36

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1260,68)" 157895 5547

ENSGALP00000026444 CID 1-Nov

isoamyl acetate-hydrolyzing esterase 1 

homolog - CGNC Symbol 12296 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1260,68)" 157895 5548

ENSGALP00000016102 CID 943 - 952

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1260,71)" 16068 true 0.49 5549



ENSGALP00000011598 CID 66 - 75

small nuclear ribonucleoprotein polypeptide 

A' - CGNC Symbol 50006 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1260,71)" 16068 false 0.49 5550

ENSGALP00000016629 CID 159 - 168 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1260,75)" 72959 true 1.45 5551

ENSGALP00000009420 CID 455 - 465

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1260,76)" 7935 true 1 5552

ENSGALP00000035478 CID 1,234 - 1,244 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1260,76)" 14772 false 3.6 5553

ENSGALP00000005944 CID 1,237 - 1,245

phospholipase C gamma 1 - CGNC Symbol 

50935 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1261,62)" 5569 5554

ENSGALP00000041974 CID 260 - 269

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1261,64)" 3574 5555

ENSGALP00000007490 CID 172 - 180 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1261,64)" 79427 true 1.82 5556



ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1261,65)" 21191 true 0.31 5557

ENSGALP00000017601 CID 416 - 424

Hsap of 1: chromosome 1 open reading 

frame 168 - HGNC:27295 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1261,65)" 21191 5558

ENSGALP00000001027 CID 207 - 217

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1261,66)" 14773 true 1.12 5559

ENSGALP00000020666 CID 156 - 165 DEK proto-oncogene - CGNC Symbol 9623 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1261,66)" 414 true 0.59 5560

ENSGALP00000038829 CID 299 - 308

Hsap of 9: DEAD-box helicase 19A - 

HGNC:25628 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1261,66)" 414 false 0.59 5561

ENSGALP00000004327 CID 1,625 - 1,635 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1261,67)" 10660 false 0.31 5562

ENSGALP00000034108 CID 32 - 42

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1261,68)" 13004 5563



ENSGALP00000000337 CID 1,167 - 1,176

HEAT repeat containing 1 - CGNC Symbol 

52557 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1261,72)" 3419 false 5564

ENSGALP00000024479 CID 79 - 88

DAZ associated protein 1 - CGNC Symbol 

11311 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1261,72)" 57907 true 1.23 5565

ENSGALP00000022311 CID 123 - 132

mitochondrial ribosomal protein L47 - CGNC 

Symbol 52304 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1261,73)" 1716 true 0.49 5566

ENSGALP00000025130 CID 108 - 119 ribosomal protein S23 - HGNC:10410 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1261,74)" 10151 true 1.02 5567

ENSGALP00000013388 CID 147 - 156

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1261,75)" 1740 true 0.84 5568

ENSGALP00000003012 CID 165 - 175

malate dehydrogenase 2 - CGNC Symbol 

1378 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1261,77)" 91285 true 1.35 5569

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1262,61)" 13954 true 1.23 5570



ENSGALP00000009217 CID 70 - 80

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1262,63)" 390 false 5571

ENSGALP00000010157 CID 152 - 162

SON DNA binding protein - CGNC Symbol 

4729 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1262,64)" 53292 5572

ENSGALP00000005971 CID 136 - 145 annexin A2 - CGNC Symbol 49740 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1262,66)" 2117 5573

ENSGALP00000018987 CID 503 - 513 t-complex 1 - CGNC Symbol 8842 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1262,68)" 13202 false 0.77 5574

ENSGALP00000004745 CID 777 - 786 nucleoporin 93kDa - CGNC Symbol 2176 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1262,69)" 1194 5575

ENSGALP00000034254 CID 154 - 163 cell division cycle 42 - CGNC Symbol 3561 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1262,69)" 12619 true 1.2 5576

ENSGALP00000023944 CID 172 - 182

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1262,71)" 6410 5577



ENSGALP00000015623 CID 1,567 - 1,576

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1262,72)" 29918 5578

ENSGALP00000015886 CID 49 - 58

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1262,75)" 30101 5579

ENSGALP00000040976 CID 72 - 82

Hsap of 1: ATPase H+ transporting V0 

subunit d1 - HGNC:13724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1262,75)" 1161 5580

ENSGALP00000023364 CID 444 - 454

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1262,75)" 862 5581

ENSGALP00000025803 CID 852 - 862

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1262,79)" 787 5582

P35527 CID 47 - 59

Keratin, type I cytoskeletal 9 OS=Homo 

sapiens GN=KRT9 PE=1 SV=3 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1263,56)" 3954 true 2.31 5583

ENSGALP00000006414 CID 58 - 66

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1263,59)" 7125 5584



ENSGALP00000027391 CID 331 - 340

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1263,59)" 65431 true 1.14 5585

ENSGALP00000008128 CID 1,136 - 1,145 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1263,59)" 2954 false 5586

ENSGALP00000008082 CID 404 - 414

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1263,61)" 9447 true 1.02 5587

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1263,62)" 136350 true 0.84 5588

ENSGALP00000008578 CID 52 - 61

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1263,64)" 1552 true 1.14 5589

ENSGALP00000007118 CID 1,154 - 1,165

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1263,65)" 14550 5590

ENSGALP00000007490 CID 363 - 372 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1263,65)" 14550 5591



ENSGALP00000016711 CID 456 - 465

guanine monophosphate synthase - CGNC 

Symbol 7825 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1263,66)" 6103 false 0.61 5592

ENSGALP00000011696 CID 151 - 161 Aly/REF export factor - CGNC Symbol 5467 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1263,68)" 24394 5593

ENSGALP00000001013 CID 69 - 79

ribosomal protein L22 - CGNC Symbol 

48966 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1263,72)" 6797 true 0.63 5594

ENSGALP00000024858 CID 27 - 37

RCSD domain containing 1 - CGNC Symbol 

50771 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1263,73)" 6272 false 5595

ENSGALP00000005194 CID 431 - 442

threonyl-tRNA synthetase - CGNC Symbol 

53084 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1263,73)" 6272 5596

ENSGALP00000003357 CID 414 - 422

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1263,73)" 34249 true 0.85 5597

ENSGALP00000039796 CID 147 - 157

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1263,77)" 43485 5598



ENSGALP00000025476 CID Sep-19

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1263,79)" 19864 5599

ENSGALP00000002828 CID 688 - 697

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1264,56)" 31409 true 0.9 5600

ENSGALP00000041744 CID 29 - 38

SEC22 homolog B vesicle trafficking protein - 

CGNC Symbol 52179 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1264,65)" 10908 true 0.44 5601

ENSGALP00000007476 CID 110 - 119 SET nuclear oncogene - CGNC Symbol 3483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1264,66)" 3310 true 1.04 5602

ENSGALP00000025165 CID 75 - 85

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1264,66)" 36095 true 3.13 5603

ENSGALP00000012240 CID 268 - 277

amyloid beta (A4) precursor protein-binding 

family B member 1 interacting protein - 

CGNC Symbol 5719 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1264,67)" 10108 true 1.03 5604

ENSGALP00000016523 CID 340 - 349

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1264,67)" 1210 false 5605



ENSGALP00000010510 CID 103 - 112

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1264,70)" 96479 false 2.95 5606

ENSGALP00000009960 CID 106 - 116

ribosomal protein L13 - CGNC Symbol 

49509 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1264,70)" 96479 5607

ENSGALP00000006278 CID 361 - 370

protein kinase C alpha - CGNC Symbol 

50506 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1264,71)" 1285 false 1.04 5608

ENSGALP00000005281 CID 95 - 104 clathrin light chain B - CGNC Symbol 50199 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1264,77)" 39384 true 1.8 5609

ENSGALP00000018849 CID 175 - 185

interleukin enhancer binding factor 2 - 

CGNC Symbol 8794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1264,80)" 2218 false 5610

ENSGALP00000023926 CID 36 - 45

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1265,61)" 13866 true 2.06 5611

ENSGALP00000039878 CID 1-Nov

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1265,62)" 429 5612



ENSGALP00000020744 CID 593 - 602

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1265,67)" 1576 false 5613

ENSGALP00000007490 CID 172 - 180 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1265,67)" 141261 5614

ENSGALP00000020666 CID 156 - 165 DEK proto-oncogene - CGNC Symbol 9623 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1265,67)" 499 5615

ENSGALP00000003908 CID 472 - 481

Gallus gallus ring finger protein 123 

(RNF123) mRNA. - RefSeq mRNA 

NM_001293314 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1265,67)" 499 5616

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1265,67)" 4800 5617

ENSGALP00000001027 CID 207 - 217

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1265,69)" 22912 5618

ENSGALP00000003012 CID 165 - 175

malate dehydrogenase 2 - CGNC Symbol 

1378 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1265,79)" 87253 5619



ENSGALP00000037584 CID 285 - 293

developmentally regulated GTP binding 

protein 1 - CGNC Symbol 5225 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1265,79)" 6881 false 1.29 5620

ENSGALP00000020520 CID 237 - 246 ubiquilin 1 - CGNC Symbol 9551 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1266,56)" 3432 true 0.84 5621

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1266,63)" 15181 5622

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1266,65)" 107321 true 0.82 5623

ENSGALP00000002862 CID 145 - 154

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1266,65)" 11065 true 0.86 5624

ENSGALP00000001474 CID 375 - 384

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1266,65)" 11113 true 0.91 5625

ENSGALP00000021996 CID 215 - 224

cell cycle associated protein 1 - CGNC 

Symbol 10161 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1266,67)" 8729 true 0.41 5626



P35527 CID 47 - 59

Keratin, type I cytoskeletal 9 OS=Homo 

sapiens GN=KRT9 PE=1 SV=3 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1267,58)" 9147 5627

ENSGALP00000027391 CID 331 - 340

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1267,62)" 76651 5628

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1267,64)" 123874 5629

ENSGALP00000027063 CID 109 - 118

mitochondrial ribosomal protein S9 - CGNC 

Symbol 12597 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1267,64)" 33399 true 0.58 5630

ENSGALP00000022208 CID 948 - 958

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1267,66)" 4849 true 0.61 5631

ENSGALP00000016711 CID 456 - 465

guanine monophosphate synthase - CGNC 

Symbol 7825 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1267,66)" 2198 5632

ENSGALP00000008578 CID 52 - 61

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1267,67)" 2001 5633



ENSGALP00000015988 CID 42 - 52

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1267,67)" 6392 true 2.31 5634

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1267,67)" 6392 true 2.31 5635

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1267,67)" 6392 true 2.31 5636

ENSGALP00000043196 CID 2,377 - 2,387

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1267,70)" 4707 false 5637

ENSGALP00000026633 CID 668 - 677

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1267,72)" 6219 true 0.61 5638

ENSGALP00000024858 CID 27 - 37

RCSD domain containing 1 - CGNC Symbol 

50771 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1267,73)" 2739 5639

ENSGALP00000012130 CID 112 - 121

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1267,75)" 25175 false 5640



ENSGALP00000002513 CID Jun-14 LIM and SH3 protein 1 - CGNC Symbol 1150 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1268,52)" 9693 true 1 5641

ENSGALP00000002828 CID 688 - 697

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1268,58)" 27313 5642

ENSGALP00000009939 CID 1,512 - 1,522

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1268,62)" 12699 true 0.1 5643

ENSGALP00000009665 CID 108 - 117

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1268,63)" 4896 5644

ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1268,64)" 39069 true 2.79 5645

ENSGALP00000025165 CID 75 - 85

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1268,68)" 52425 5646

ENSGALP00000023099 CID 757 - 766

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1268,78)" 27538 5647



ENSGALP00000013963 CID 341 - 350

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1268,78)" 7411 true 1.25 5648

ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1268,80)" 25087 true 0.86 5649

ENSGALP00000009420 CID 455 - 465

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1268,81)" 7937 true 1 5650

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1269,55)" 18906 true 1.21 5651

ENSGALP00000023926 CID 36 - 45

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1269,61)" 12302 5652

ENSGALP00000009037 CID 792 - 802 myosin IG - CGNC Symbol 51252 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1269,66)" 24911 true 1.31 5653

ENSGALP00000009217 CID 45 - 55

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1269,74)" 330 true 1.34 5654



ENSGALP00000025130 CID 108 - 119 ribosomal protein S23 - HGNC:10410 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1269,76)" 27882 true 0.84 5655

ENSGALP00000001750 CID 118 - 128 prohibitin - CGNC Symbol 51144 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1269,78)" 11112 true 0.52 5656

ENSGALP00000009351 CID 234 - 244

protein phosphatase 1 regulatory subunit 7 - 

CGNC Symbol 4354 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1269,78)" 11112 false 1.32 5657

ENSGALP00000020445 CID 1,182 - 1,191

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1270,62)" 33283 true 1.83 5658

ENSGALP00000041870 CID 207 - 217

Hsap of 4: HAUS augmin like complex 

subunit 4 - HGNC:20163 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1270,64)" 1509 true 1.37 5659

ENSGALP00000003089 CID 366 - 377

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1270,66)" 3790 true 1.79 5660

ENSGALP00000004046 CID 143 - 152

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1270,67)" 286174 true 1.01 5661



ENSGALP00000021795 CID 29 - 38 DNA ligase 1 - HGNC:6598 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1270,67)" 5198 5662

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1270,67)" 138535 5663

ENSGALP00000020278 CID Nov-21

SH3-domain binding protein 1 - CGNC 

Symbol 54092 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1270,68)" 2448 5664

ENSGALP00000007265 CID 27 - 36

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1270,68)" 12284 true 1.37 5665

ENSGALP00000001013 CID 52 - 64

ribosomal protein L22 - CGNC Symbol 

48966 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1270,71)" 175121 true 0.93 5666

ENSGALP00000040890 CID 451 - 462

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1270,71)" 8126 true 1.83 5667

ENSGALP00000009276 CID 30 - 40 AD012Z Fragment - CGNC Symbol 62391 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1270,72)" 5530 true 1.83 5668



ENSGALP00000025512 CID 382 - 392

phosphoglucomutase 3 - CGNC Symbol 

11829 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1270,72)" 11120 true 2.71 5669

ENSGALP00000003717 CID 209 - 220

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1270,73)" 24379 true 2.03 5670

ENSGALP00000021255 CID 515 - 525

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1270,75)" 18092 true 0.85 5671

ENSGALP00000000670 CID 53 - 63

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1270,80)" 1670 false 5672

ENSGALP00000019801 CID 116 - 125 septin 7 - CGNC Symbol 51333 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1271,58)" 4061 true 1.1 5673

ENSGALP00000004186 CID 290 - 299 annexin A11 - CGNC Symbol 52013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1271,67)" 39065 5674

ENSGALP00000027063 CID 109 - 118

mitochondrial ribosomal protein S9 - CGNC 

Symbol 12597 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1271,67)" 17795 5675



ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1271,68)" 2497 true 0.68 5676

ENSGALP00000041993 CID 22 - 32 ribosomal protein L21 - HGNC:10313 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1271,69)" 142875 true 0.98 5677

ENSGALP00000006965 CID 227 - 237

VPS35 retromer complex component - 

CGNC Symbol 3222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1271,69)" 5547 true 0.9 5678

ENSGALP00000012731 CID 356 - 365

CD44 molecule (Indian blood group) - CGNC 

Symbol 5938 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1271,71)" 2336 false 5679

ENSGALP00000023635 CID 211 - 222 lamin B1 - CGNC Symbol 10893 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1271,72)" 4639 true 0.85 5680

ENSGALP00000027665 CID 32 - 43

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1271,72)" 11229 true 1.16 5681

ENSGALP00000024853 CID 200 - 210

syndecan binding protein (syntenin) - CGNC 

Symbol 51422 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1271,73)" 10565 false 5682



ENSGALP00000001909 CID 248 - 257

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1272,63)" 18103 true 1.09 5683

ENSGALP00000026123 CID 67 - 77

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1272,64)" 32866 true 0.75 5684

ENSGALP00000009939 CID 1,512 - 1,522

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1272,64)" 720 5685

ENSGALP00000004046 CID 2-Dec

RAN member RAS oncogene family - CGNC 

Symbol 1850 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1272,65)" 40935 true 0.99 5686

ENSGALP00000007750 CID 1-Nov

zinc finger NFX1-type containing 1 - CGNC 

Symbol 3608 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1272,65)" 40935 false 0.99 5687

ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1272,66)" 99167 5688

ENSGALP00000038463 CID 37 - 47

ribosomal protein L7a - CGNC Symbol 

50454 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1272,69)" 90490 true 0.68 5689



ENSGALP00000012240 CID 268 - 277

amyloid beta (A4) precursor protein-binding 

family B member 1 interacting protein - 

CGNC Symbol 5719 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1272,70)" 10712 true 1.33 5690

ENSGALP00000007476 CID 110 - 119 SET nuclear oncogene - CGNC Symbol 3483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1272,71)" 3449 true 1.04 5691

ENSGALP00000000693 CID 78 - 88

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1272,72)" 4692 true 1.06 5692

ENSGALP00000023099 CID 757 - 766

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1272,79)" 12800 true 0.72 5693

ENSGALP00000014627 CID 900 - 908

CWC22 homolog spliceosome-associated 

protein - CGNC Symbol 52133 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1273,56)" 14530 true 0.79 5694

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1273,58)" 26328 5695

ENSGALP00000039765 CID 678 - 686

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1273,61)" 15870 true 0.89 5696



ENSGALP00000010888 CID 163 - 172

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1273,65)" 51721 true 1.13 5697

ENSGALP00000009037 CID 792 - 802 myosin IG - CGNC Symbol 51252 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1273,69)" 32704 5698

ENSGALP00000000170 CID 176 - 185

receptor for activated C kinase 1 - CGNC 

Symbol 61 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1273,69)" 32704 false 5699

ENSGALP00000041444 CID 238 - 247

saccharopine dehydrogenase (putative) - 

CGNC Symbol 8083 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1273,69)" 20329 true 0.67 5700

ENSGALP00000012986 CID 258 - 268

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1273,71)" 1961 true 0.84 5701

ENSGALP00000011071 CID 671 - 680

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1273,72)" 2426 5702

ENSGALP00000014154 CID 386 - 395

ESF1 nucleolar pre-rRNA processing protein 

homolog - CGNC Symbol 6612 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1273,72)" 8637 5703



ENSGALP00000043135 CID 15,980 - 15,990 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1273,74)" 31253 5704

ENSGALP00000007101 CID 284 - 295

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1273,74)" 31253 false 0.38 5705

ENSGALP00000003130 CID 114 - 123

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1273,75)" 4965 5706

ENSGALP00000028993 CID 131 - 140

Hsap of 1: ADP-ribosyltransferase 1 - 

HGNC:723 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1274,62)" 7552 5707

ENSGALP00000018258 CID 2-Dec Enah/Vasp-like - CGNC Symbol 8513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1274,62)" 25362 5708

ENSGALP00000020445 CID 1,182 - 1,191

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1274,65)" 72729 5709

ENSGALP00000000639 CID 533 - 544 lamin B2 - CGNC Symbol 49708 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1274,65)" 10779 true 2.76 5710



ENSGALP00000034419 CID 549 - 558

GATA zinc finger domain containing 2A - 

CGNC Symbol 2116 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1274,67)" 835 true 2.01 5711

ENSGALP00000002862 CID 145 - 154

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1274,70)" 6551 true 0.86 5712

ENSGALP00000001474 CID 375 - 384

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1274,70)" 10152 true 0.91 5713

ENSGALP00000007265 CID 27 - 36

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1274,71)" 20660 5714

ENSGALP00000003717 CID 209 - 220

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1274,73)" 25261 5715

ENSGALP00000001013 CID 52 - 64

ribosomal protein L22 - CGNC Symbol 

48966 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1274,74)" 159828 5716

ENSGALP00000040890 CID 451 - 462

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1274,74)" 18850 5717



ENSGALP00000025525 CID 28 - 39 carbonic anhydrase II - CGNC Symbol 11834 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1274,76)" 14350 false 0.89 5718

ENSGALP00000006494 CID 414 - 423

formin binding protein 1 - CGNC Symbol 

2999 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1274,76)" 14350 false 5719

ENSGALP00000021255 CID 515 - 525

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1274,77)" 13323 5720

ENSGALP00000019801 CID 116 - 125 septin 7 - CGNC Symbol 51333 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1275,60)" 4825 5721

ENSGALP00000023635 CID 117 - 127 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1275,66)" 6590 true 1.05 5722

ENSGALP00000025404 CID 440 - 450

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1275,66)" 2638 5723

ENSGALP00000003888 CID 199 - 209 cell division cycle 73 - CGNC Symbol 1766 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1275,66)" 9339 false 5724



ENSGALP00000042163 CID 410 - 419 seryl-tRNA synthetase - CGNC Symbol 332 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1275,66)" 9339 5725

ENSGALP00000014105 CID 210 - 220

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1275,66)" 9339 false 5726

ENSGALP00000041772 CID 162 - 172

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1275,67)" 20765 5727

ENSGALP00000003139 CID 48 - 59

glutamate dehydrogenase 1 - CGNC Symbol 

52002 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1275,68)" 10351 false 1 5728

ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1275,70)" 1699 5729

ENSGALP00000039965 CID 171 - 182

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1275,71)" 4987 5730

ENSGALP00000041993 CID 22 - 32 ribosomal protein L21 - HGNC:10313 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1275,72)" 43417 5731



ENSGALP00000017250 CID Nov-23

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1275,74)" 2255 true 0.97 5732

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1275,76)" 5210 true 0.54 5733

ENSGALP00000002513 CID Jun-14 LIM and SH3 protein 1 - CGNC Symbol 1150 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1276,57)" 10067 true 1 5734

ENSGALP00000021028 CID 171 - 179 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1276,62)" 25639 true 0.79 5735

ENSGALP00000008824 CID 143 - 153

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1276,64)" 18201 true 0.99 5736

ENSGALP00000011008 CID 1,109 - 1,117

lysine methyltransferase 2A - CGNC Symbol 

49942 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1276,65)" 20777 true 1.57 5737

ENSGALP00000001909 CID 248 - 257

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1276,66)" 17410 5738



ENSGALP00000004046 CID 2-Dec

RAN member RAS oncogene family - CGNC 

Symbol 1850 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1276,67)" 41688 true 0.99 5739

ENSGALP00000009393 CID 752 - 762

clustered mitochondria (cluA/CLU1) 

homolog - CGNC Symbol 4370 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1276,67)" 4508 true 0.72 5740

ENSGALP00000004515 CID 29 - 39

KRAB-A domain-containing protein 2 - 

CGNC Symbol 49788 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1276,68)" 5306 5741

ENSGALP00000019975 CID 84 - 93

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1276,68)" 5306 true 1.45 5742

ENSGALP00000019468 CID 416 - 426 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1276,71)" 17498 true 1.46 5743

ENSGALP00000023266 CID Nov-21 ribosomal protein S20 - HGNC:10405 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1276,71)" 245312 true 1.46 5744

ENSGALP00000010510 CID 103 - 112

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1276,79)" 2924 false 5745



ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1277,58)" 45420 true 0.62 5746

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1277,58)" 45420 true 0.62 5747

ENSGALP00000014627 CID 900 - 908

CWC22 homolog spliceosome-associated 

protein - CGNC Symbol 52133 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1277,59)" 6386 5748

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1277,62)" 45788 true 1.17 5749

ENSGALP00000039765 CID 678 - 686

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1277,64)" 16922 5750

ENSGALP00000007750 CID 1,537 - 1,546

zinc finger NFX1-type containing 1 - CGNC 

Symbol 3608 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1277,64)" 16922 false 2 5751

ENSGALP00000041318 CID 65 - 74

NADH dehydrogenase - Refseq 

NP_001289036 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1277,65)" 1153 true 0.64 5752



ENSGALP00000010888 CID 163 - 172

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1277,68)" 58288 5753

ENSGALP00000000613 CID 437 - 447 nucleoporin 160kDa - CGNC Symbol 54143 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1277,68)" 7846 true 2 5754

ENSGALP00000035933 CID 225 - 235 cathepsin B - CGNC Symbol 12486 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1277,68)" 13435 true 1.08 5755

ENSGALP00000011717 CID 74 - 84

ribosomal protein large P0 - CGNC Symbol 

49505 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1277,68)" 54482 true 0.64 5756

ENSGALP00000034108 CID 422 - 432

pyruvate kinase muscle - CGNC Symbol 

1412 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1277,69)" 17767 true 1.13 5757

ENSGALP00000026558 CID 943 - 953

ATPase family AAA domain containing 2B - 

HGNC:29230 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1277,69)" 17767 false 5758

ENSGALP00000010888 CID 1-Oct

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1277,69)" 3557 5759



ENSGALP00000007705 CID 200 - 210

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1277,71)" 21922 true 0.74 5760

ENSGALP00000012986 CID 258 - 268

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1277,73)" 3314 5761

ENSGALP00000027209 CID 174 - 185

propionyl-CoA carboxylase alpha subunit - 

CGNC Symbol 12663 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1277,75)" 1295 5762

ENSGALP00000003908 CID 1,128 - 1,137

Gallus gallus ring finger protein 123 

(RNF123) mRNA. - RefSeq mRNA 

NM_001293314 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1277,76)" 17529 5763

ENSGALP00000000666 CID 486 - 495

phosphoglucomutase 2 - CGNC Symbol 

52790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1277,76)" 17529 5764

ENSGALP00000009217 CID 45 - 55

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1277,79)" 444 true 1.34 5765

ENSGALP00000001750 CID 118 - 128 prohibitin - CGNC Symbol 51144 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1277,86)" 2703 true 0.52 5766



ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1278,60)" 2925 true 1.2 5767

ENSGALP00000012163 CID 603 - 612

transcription elongation regulator 1 - CGNC 

Symbol 5680 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1278,64)" 349 true 1.66 5768

ENSGALP00000042374 CID 23 - 32

thimet oligopeptidase 1 - CGNC Symbol 

52774 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1278,65)" 1196 5769

ENSGALP00000008171 CID 361 - 370

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1278,66)" 2505 false 5770

ENSGALP00000023673 CID 804 - 813

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1278,67)" 6644 true 1.48 5771

ENSGALP00000000639 CID 533 - 544 lamin B2 - CGNC Symbol 49708 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1278,67)" 25988 5772

ENSGALP00000006093 CID 181 - 190 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1278,70)" 25750 true 0.93 5773



ENSGALP00000004046 CID 143 - 152

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1278,71)" 232843 true 1.01 5774

ENSGALP00000021996 CID 215 - 224

cell cycle associated protein 1 - CGNC 

Symbol 10161 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1278,75)" 2141 true 0.4 5775

ENSGALP00000035478 CID 852 - 862 filamin B beta - CGNC Symbol 49141 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1278,78)" 1817 true 1.59 5776

ENSGALP00000010541 CID 177 - 187

transformer 2 beta homolog (Drosophila) - 

CGNC Symbol 49299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1279,62)" 12131 5777

ENSGALP00000006708 CID 692 - 702 hexokinase 1 - CGNC Symbol 3101 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1279,62)" 1610 5778

ENSGALP00000013240 CID 1,040 - 1,050

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1279,67)" 81816 false 5779

ENSGALP00000023635 CID 117 - 127 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1279,68)" 6923 5780



ENSGALP00000039235 CID 90 - 99

cold shock domain containing E1 - CGNC 

Symbol 51115 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1279,78)" 38574 true 0.66 5781

ENSGALP00000012615 CID 714 - 723

ATP binding cassette subfamily B member 7 

- CGNC Symbol 5888 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1280,56)" 1549 5782

ENSGALP00000008273 CID 2-Nov PHD finger protein 2 - CGNC Symbol 3843 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1280,62)" 5807 5783

ENSGALP00000021028 CID 171 - 179 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1280,64)" 18487 5784

ENSGALP00000009219 CID 409 - 418

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1280,64)" 1870 false 5785

ENSGALP00000014105 CID 174 - 184

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1280,65)" 1775 true 1.23 5786

ENSGALP00000008824 CID 143 - 153

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1280,67)" 17970 5787



ENSGALP00000041877 CID 1,144 - 1,154 Alstrom syndrome 1 - CGNC Symbol 51865 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1280,67)" 17970 5788

ENSGALP00000006308 CID 78 - 88

ribosomal protein L23a - CGNC Symbol 

2910 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1280,67)" 23665 false 0.71 5789

ENSGALP00000026123 CID 67 - 77

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1280,67)" 23665 true 0.75 5790

ENSGALP00000009393 CID 752 - 762

clustered mitochondria (cluA/CLU1) 

homolog - CGNC Symbol 4370 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1280,70)" 2147 5791

ENSGALP00000019975 CID 84 - 93

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1280,70)" 11405 5792

ENSGALP00000019468 CID 416 - 426 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1280,71)" 22785 5793

ENSGALP00000016337 CID 1,883 - 1,893

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1280,72)" 666 5794



ENSGALP00000023266 CID Nov-21 ribosomal protein S20 - HGNC:10405 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1280,73)" 133289 5795

ENSGALP00000038463 CID 37 - 47

ribosomal protein L7a - CGNC Symbol 

50454 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1280,74)" 62028 true 0.68 5796

ENSGALP00000013240 CID 191 - 201

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1280,74)" 1656 false 5797

ENSGALP00000023833 CID 783 - 793 WD repeat domain 3 - CGNC Symbol 10970 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1280,75)" 10138 true 0.76 5798

ENSGALP00000000693 CID 78 - 88

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1280,76)" 5477 true 1.06 5799

ENSGALP00000025165 CID Jul-17

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1280,81)" 13077 false 0.58 5800

ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1280,87)" 21516 true 0.86 5801



ENSGALP00000021333 CID 175 - 183

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1281,52)" 33794 true 0.97 5802

ENSGALP00000041057 CID 292 - 302

lectin mannose binding 2 - CGNC Symbol 

63471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1281,59)" 2512 5803

ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1281,61)" 275261 5804

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1281,61)" 275261 5805

ENSGALP00000019120 CID 305 - 314

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1281,63)" 9100 true 0.85 5806

ENSGALP00000021333 CID 276 - 286

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1281,63)" 9100 false 0.85 5807

ENSGALP00000010510 CID 302 - 311

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1281,63)" 9100 true 0.85 5808



ENSGALP00000003205 CID 311 - 320

signal recognition particle 68kDa - CGNC 

Symbol 1465 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1281,65)" 493 false 1.47 5809

ENSGALP00000013710 CID 84 - 93

ribosomal protein L32 - CGNC Symbol 

50169 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1281,65)" 493 false 5810

ENSGALP00000012641 CID 2,682 - 2,692 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1281,65)" 6509 false 5811

ENSGALP00000042329 CID 34 - 43

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1281,68)" 2601 false 5812

ENSGALP00000012282 CID 54 - 64

ribosomal RNA processing 12 homolog - 

CGNC Symbol 5736 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1281,68)" 21733 true 0.62 5813

ENSGALP00000035933 CID 225 - 235 cathepsin B - CGNC Symbol 12486 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1281,70)" 7822 5814

ENSGALP00000000613 CID 437 - 447 nucleoporin 160kDa - CGNC Symbol 54143 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1281,71)" 19815 5815



ENSGALP00000041444 CID 238 - 247

saccharopine dehydrogenase (putative) - 

CGNC Symbol 8083 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1281,74)" 11959 true 0.67 5816

ENSGALP00000039504 CID 316 - 327

v-rel avian reticuloendotheliosis viral 

oncogene homolog - CGNC Symbol 5934 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1281,74)" 11959 false 5817

ENSGALP00000043135 CID 20,397 - 20,408 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1281,75)" 1114 false 5818

ENSGALP00000007822 CID 408 - 418

coronin actin binding protein 1C - CGNC 

Symbol 50369 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1281,75)" 7310 true 1.59 5819

ENSGALP00000042171 CID 204 - 215 transgelin 2 - CGNC Symbol 65718 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1281,79)" 11427 true 0.76 5820

ENSGALP00000004745 CID 121 - 130 nucleoporin 93kDa - CGNC Symbol 2176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1282,58)" 3789 true 0.89 5821

ENSGALP00000021255 CID 440 - 449

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1282,60)" 9630 true 0.6 5822



ENSGALP00000033974 CID 736 - 746

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1282,67)" 12140 true 1.45 5823

ENSGALP00000023673 CID 804 - 813

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1282,70)" 7186 5824

ENSGALP00000024150 CID 157 - 167

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1282,73)" 89223 true 0.58 5825

ENSGALP00000040890 CID 358 - 368

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1283,60)" 1402 5826

ENSGALP00000026615 CID 856 - 867

carbamoyl-phosphate synthetase 2 

aspartate transcarbamylase and 

dihydroorotase - HGNC:1424 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1283,67)" 3139 false 5827

ENSGALP00000019832 CID 231 - 240

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1283,69)" 6517 true 1.21 5828

ENSGALP00000024509 CID 105 - 115

spleen tyrosine kinase - CGNC Symbol 

53036 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1283,70)" 14855 false 5829



ENSGALP00000019468 CID 71 - 81 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1283,70)" 4435 false 5830

ENSGALP00000003139 CID 48 - 59

glutamate dehydrogenase 1 - CGNC Symbol 

52002 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1283,72)" 10686 true 1 5831

ENSGALP00000005832 CID 778 - 788 nucleoporin 155kDa - CGNC Symbol 2697 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1283,74)" 13563 true 0.79 5832

ENSGALP00000016182 CID 659 - 669

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1283,74)" 13563 false 5833

ENSGALP00000017250 CID Nov-23

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1283,78)" 3537 true 0.97 5834

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1283,80)" 3972 true 0.51 5835

ENSGALP00000039133 CID 110 - 120

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1284,62)" 5311 true 1.32 5836



ENSGALP00000023274 CID 204 - 214

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1284,73)" 2572 true 0.67 5837

ENSGALP00000008498 CID 344 - 353 transketolase - CGNC Symbol 3953 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1284,74)" 4543 true 2.27 5838

P35908 CID 287 - 296

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1284,75)" 123051 true 0.76 5839

ENSGALP00000036720 CID 3,394 - 3,405

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1284,75)" 59687 false 1.53 5840

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1284,75)" 59687 true 0.79 5841

ENSGALP00000043135 CID 25,569 - 25,579 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1284,75)" 59687 false 1.53 5842

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1284,75)" 59687 true 0.79 5843



ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1285,54)" 1864 true 1.14 5844

ENSGALP00000021333 CID 175 - 183

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1285,54)" 32612 5845

ENSGALP00000039699 CID 99 - 109

LIM domain containing 2 - CGNC Symbol 

327 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1285,63)" 15464 true 1.24 5846

ENSGALP00000009669 CID 1,835 - 1,844

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1285,63)" 15464 false 5847

ENSGALP00000010510 CID 302 - 311

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1285,66)" 7698 5848

ENSGALP00000019120 CID 305 - 314

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1285,66)" 7698 5849

ENSGALP00000008824 CID 459 - 470

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1285,66)" 25049 true 0.61 5850



ENSGALP00000023089 CID 69 - 80

ribosomal protein large P2 - CGNC Symbol 

10655 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1285,66)" 5467 true 0.3 5851

ENSGALP00000023396 CID 194 - 205

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1285,66)" 127092 true 3 5852

ENSGALP00000013337 CID 128 - 139

CTD small phosphatase like 2 - CGNC 

Symbol 6215 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1285,67)" 1329 5853

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1285,67)" 55696 true 1.17 5854

ENSGALP00000012282 CID 54 - 64

ribosomal RNA processing 12 homolog - 

CGNC Symbol 5736 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1285,71)" 10098 5855

ENSGALP00000011717 CID 74 - 84

ribosomal protein large P0 - CGNC Symbol 

49505 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1285,72)" 36935 true 0.64 5856

ENSGALP00000034108 CID 422 - 432

pyruvate kinase muscle - CGNC Symbol 

1412 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1285,74)" 15009 true 1.13 5857



ENSGALP00000043135 CID 14,509 - 14,518 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1285,76)" 25348 false 5858

ENSGALP00000036720 CID 4,075 - 4,085

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1285,76)" 23292 true 1.12 5859

ENSGALP00000007705 CID 200 - 210

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1285,76)" 15335 true 0.74 5860

ENSGALP00000014372 CID 151 - 162

pre-mRNA processing factor 4 - CGNC 

Symbol 6724 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1285,78)" 1757 false 5861

ENSGALP00000016120 CID 32 - 41

Ras-related protein Rap-1b-like protein - 

CGNC Symbol 50604 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1286,58)" 1269 true 2.11 5862

ENSGALP00000004745 CID 121 - 130 nucleoporin 93kDa - CGNC Symbol 2176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1286,60)" 3373 5863

ENSGALP00000014107 CID 140 - 149 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1286,61)" 4297 5864



ENSGALP00000021255 CID 440 - 449

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1286,63)" 2134 5865

ENSGALP00000027299 CID 220 - 229

ES1 protein homolog mitochondrial-like - 

CGNC Symbol 50857 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1286,65)" 5649 false 5866

ENSGALP00000025512 CID 32 - 41

phosphoglucomutase 3 - CGNC Symbol 

11829 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1286,67)" 10876 true 2.1 5867

ENSGALP00000006213 CID 4,950 - 4,959

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1286,68)" 2328 true 0.69 5868

ENSGALP00000004013 CID 1,295 - 1,305 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1286,68)" 49020 false 0.69 5869

ENSGALP00000004327 CID 1,729 - 1,738 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1286,68)" 49020 true 0.58 5870

ENSGALP00000000639 CID 489 - 499 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1286,69)" 3636 false 5871



ENSGALP00000019037 CID Feb-13

acetyl-CoA acetyltransferase 2 - CGNC 

Symbol 8861 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1286,69)" 6160 5872

ENSGALP00000025461 CID 325 - 336

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1286,72)" 1325 5873

ENSGALP00000000639 CID 150 - 160 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1286,72)" 1325 false 0.58 5874

ENSGALP00000018382 CID 535 - 544

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1286,74)" 5485 false 5875

ENSGALP00000002235 CID 43 - 52 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1286,74)" 5485 false 1.13 5876

ENSGALP00000007927 CID 96 - 105

Hsap of 9: ribosomal protein L36a - 

HGNC:10359 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1286,74)" 3858 true 2.33 5877

ENSGALP00000024150 CID 157 - 167

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1286,74)" 40605 5878



ENSGALP00000015246 CID 157 - 167 peroxiredoxin 3 - CGNC Symbol 7123 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1286,75)" 24967 true 1.06 5879

ENSGALP00000006093 CID 181 - 190 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1286,76)" 21764 true 0.93 5880

ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1287,59)" 11288 true 0.76 5881

ENSGALP00000013738 CID 142 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1287,60)" 8257 true 1.16 5882

ENSGALP00000035478 CID 1,334 - 1,344 filamin B beta - CGNC Symbol 49141 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1287,64)" 14661 5883

ENSGALP00000003152 CID 681 - 690

adenosylhomocysteinase - CGNC Symbol 

1443 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1287,65)" 102865 true 2.1 5884

ENSGALP00000043196 CID 400 - 412

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1287,66)" 14404 true 1.16 5885



ENSGALP00000008398 CID 297 - 306

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1287,66)" 12700 true 0.59 5886

ENSGALP00000003187 CID 279 - 289

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1287,71)" 7002 true 0.26 5887

ENSGALP00000005832 CID 778 - 788 nucleoporin 155kDa - CGNC Symbol 2697 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1287,77)" 10495 5888

ENSGALP00000039235 CID 90 - 99

cold shock domain containing E1 - CGNC 

Symbol 51115 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1287,83)" 25571 true 0.66 5889

ENSGALP00000009217 CID 88 - 97

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1288,60)" 6373 true 1.09 5890

ENSGALP00000004327 CID 2,895 - 2,906 fatty acid synthase - CGNC Symbol 1983 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1288,63)" 1509 false 5891

ENSGALP00000039133 CID 110 - 120

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1288,65)" 12228 5892



ENSGALP00000023926 CID 152 - 161

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1288,65)" 11353 true 4.97 5893

ENSGALP00000016513 CID 67 - 79

pinin desmosome associated protein - 

CGNC Symbol 7731 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1288,67)" 3992 true 1.07 5894

ENSGALP00000025727 CID 556 - 566

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1288,68)" 2103 false 1.34 5895

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1288,68)" 28492 true 1.11 5896

ENSGALP00000027981 CID 244 - 256

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1288,70)" 6749 true 1.08 5897

ENSGALP00000008236 CID 1,597 - 1,607

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1288,72)" 2546 false 1.34 5898

ENSGALP00000014509 CID Jul-18

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1288,72)" 2546 true 1.99 5899



ENSGALP00000023274 CID 204 - 214

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1288,74)" 1710 5900

ENSGALP00000020867 CID 55 - 65

enoyl-CoA delta isomerase 2 - CGNC Symbol 

9709 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1288,74)" 1710 false 1.99 5901

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1289,58)" 7266 5902

ENSGALP00000013122 CID 406 - 417

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1289,64)" 2067 true 2.07 5903

ENSGALP00000025476 CID 224 - 234

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1289,64)" 14871 true 1.02 5904

ENSGALP00000000224 CID 81 - 91

proliferating cell nuclear antigen - CGNC 

Symbol 92 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1289,64)" 6174 true 0.48 5905

ENSGALP00000010888 CID 163 - 172

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1289,65)" 12593 true 1.19 5906



ENSGALP00000000613 CID 564 - 573 nucleoporin 160kDa - CGNC Symbol 54143 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1289,67)" 1363 true 0.97 5907

ENSGALP00000023396 CID 194 - 205

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1289,69)" 404788 5908

ENSGALP00000029589 CID 327 - 336 septin 6 - CGNC Symbol 51720 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1289,72)" 8581 true 1.95 5909

ENSGALP00000036002 CID 126 - 136

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1289,75)" 4991 true 0.84 5910

ENSGALP00000016120 CID 32 - 41

Ras-related protein Rap-1b-like protein - 

CGNC Symbol 50604 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1290,61)" 4368 5911

ENSGALP00000017198 CID 759 - 768

striatin calmodulin binding protein - CGNC 

Symbol 8034 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1290,62)" 4044 true 1.78 5912

ENSGALP00000015293 CID 135 - 146

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1290,65)" 5349 true 1.09 5913



ENSGALP00000021618 CID 158 - 169

lactate dehydrogenase B - CGNC Symbol 

10005 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1290,65)" 75410 true 1.09 5914

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1290,67)" 7824 true 0.58 5915

ENSGALP00000007487 CID 385 - 395

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1290,69)" 46649 false 5916

ENSGALP00000025512 CID 32 - 41

phosphoglucomutase 3 - CGNC Symbol 

11829 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1290,70)" 32728 5917

ENSGALP00000004327 CID 1,729 - 1,738 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1290,71)" 27105 5918

ENSGALP00000005482 CID Dec-22 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1290,72)" 15992 false 1.09 5919

ENSGALP00000022243 CID 68 - 78

aminopeptidase puromycin sensitive - 

CGNC Symbol 10259 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1290,72)" 1466 true 3.8 5920



ENSGALP00000026509 CID 218 - 228

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1290,73)" 5742 true 1.19 5921

ENSGALP00000005161 CID 309 - 318

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1290,73)" 5742 false 0.34 5922

ENSGALP00000013987 CID 783 - 793

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1290,79)" 5589 true 2.1 5923

ENSGALP00000008267 CID 664 - 673

G protein-coupled receptor kinase 

interactor 2 - CGNC Symbol 3839 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1291,57)" 5180 true 0.91 5924

ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1291,61)" 8552 5925

ENSGALP00000013738 CID 142 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1291,62)" 9596 5926

ENSGALP00000017152 CID 213 - 222

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1291,65)" 27304 true 1.04 5927



ENSGALP00000043196 CID 400 - 412

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1291,68)" 4443 5928

ENSGALP00000008398 CID 297 - 306

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1291,68)" 3428 5929

ENSGALP00000010510 CID 237 - 246

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1291,69)" 55887 true 1.41 5930

ENSGALP00000035339 CID Nov-23

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1291,71)" 2324 false 1.8 5931

ENSGALP00000039765 CID 736 - 746

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1291,72)" 6489 true 0.55 5932

ENSGALP00000019832 CID 231 - 240

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1291,73)" 6996 true 1.21 5933

ENSGALP00000043135 CID 13,897 - 13,908 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1291,73)" 6996 5934



ENSGALP00000003187 CID 279 - 289

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1291,73)" 14739 5935

ENSGALP00000005109 CID 518 - 528

ash2 (absent small or homeotic)-like 

(Drosophila) - CGNC Symbol 2347 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1291,75)" 2377 true 0.89 5936

ENSGALP00000015409 CID 177 - 186 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1291,76)" 90905 true 0.59 5937

ENSGALP00000020154 CID 414 - 423

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1292,53)" 31573 true 1.13 5938

ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 

formyltransferase 

phosphoribosylglycinamide synthetase 

phosphoribosylaminoimidazole synthetase - 

CGNC Symbol 49260 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1292,59)" 17596 false 0.85 5939

ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1292,59)" 17596 true 0.85 5940

ENSGALP00000014599 CID 107 - 116 sorcin - CGNC Symbol 51278 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1292,61)" 2903 true 2.88 5941



ENSGALP00000005126 CID 114 - 124

SUB1 homolog (S. cerevisiae) - CGNC 

Symbol 2359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1292,65)" 1732 5942

ENSGALP00000001693 CID 639 - 648

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1292,65)" 4060 false 5943

ENSGALP00000003934 CID 144 - 155

mannose-1-phosphate guanyltransferase 

beta - Refseq NP_001280244 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1292,65)" 14467 true 1.14 5944

ENSGALP00000023926 CID 152 - 161

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1292,68)" 110672 5945

ENSGALP00000036720 CID 3,206 - 3,215

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1292,68)" 10349 false 0.21 5946

ENSGALP00000030639 CID Feb-13 Ras-related protein Rab-6A - UP Q1KME6 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1292,69)" 5612 true 0.68 5947

ENSGALP00000042618 CID 101 - 110

Translationally-controlled tumor protein 

homolog - UP P43347 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1292,69)" 8628 true 0.89 5948



ENSGALP00000016523 CID 339 - 348

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1292,69)" 69470 true 0.78 5949

ENSGALP00000026633 CID 313 - 322

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1292,70)" 10357 true 0.77 5950

ENSGALP00000004425 CID 115 - 125

metastasis associated 1 - CGNC Symbol 

53548 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1292,71)" 12275 true 0.76 5951

ENSGALP00000016523 CID 340 - 349

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1292,71)" 473 true 1.33 5952

ENSGALP00000026180 CID 903 - 912 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1292,71)" 23680 false 0.21 5953

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1292,71)" 23680 5954

ENSGALP00000028746 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1292,71)" 18843 true 0.69 5955



ENSGALP00000006578 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1292,71)" 18843 true 0.69 5956

ENSGALP00000036122 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1292,71)" 18843 true 0.69 5957

ENSGALP00000027981 CID 244 - 256

ribonucleotide reductase catalytic subunit 

M1 - CGNC Symbol 13036 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1292,72)" 18379 5958

ENSGALP00000014509 CID Jul-18

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1292,74)" 11352 5959

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1292,79)" 29915 true 0.79 5960

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1292,79)" 29915 true 0.79 5961

ENSGALP00000025165 CID Jul-17

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1292,89)" 6774 true 0.58 5962



ENSGALP00000023274 CID 324 - 333

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1293,56)" 16321 true 0.85 5963

ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1293,58)" 15890 true 1.1 5964

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1293,58)" 15890 true 1.1 5965

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1293,60)" 3260 true 0.73 5966

ENSGALP00000003187 CID 358 - 367

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1293,64)" 721 5967

ENSGALP00000041195 CID 157 - 166

Hsap of 9: toll like receptor adaptor 

molecule 2 - HGNC:21354 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1293,66)" 74331 true 1.55 5968

ENSGALP00000025476 CID 224 - 234

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1293,67)" 17652 5969



ENSGALP00000009662 CID 578 - 586 protein kinase C beta - CGNC Symbol 50286 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1293,69)" 616 true 1.16 5970

ENSGALP00000000224 CID 81 - 91

proliferating cell nuclear antigen - CGNC 

Symbol 92 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1293,69)" 1757 5971

ENSGALP00000000613 CID 564 - 573 nucleoporin 160kDa - CGNC Symbol 54143 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1293,70)" 1320 5972

ENSGALP00000039133 CID 86 - 97

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1293,71)" 2758 true 3.09 5973

ENSGALP00000036002 CID 126 - 136

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1293,77)" 10527 5974

ENSGALP00000036720 CID 4,075 - 4,085

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1293,80)" 24001 true 1.12 5975

ENSGALP00000007822 CID 408 - 418

coronin actin binding protein 1C - CGNC 

Symbol 50369 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1293,83)" 13078 true 1.59 5976



ENSGALP00000021795 CID 704 - 714 DNA ligase 1 - HGNC:6598 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1294,64)" 9862 true 0.77 5977

ENSGALP00000015293 CID 135 - 146

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1294,67)" 5845 5978

ENSGALP00000021618 CID 158 - 169

lactate dehydrogenase B - CGNC Symbol 

10005 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1294,67)" 122946 5979

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1294,69)" 4539 5980

ENSGALP00000007493 CID 28 - 39

pentatricopeptide repeat domain 1 - CGNC 

Symbol 3492 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1294,69)" 16270 true 0.81 5981

ENSGALP00000018340 CID 544 - 553 SATB homeobox 1 - CGNC Symbol 8550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1294,71)" 13780 5982

ENSGALP00000005724 CID 202 - 211

flap structure-specific endonuclease 1 - 

CGNC Symbol 55445 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1294,73)" 4083 true 1.18 5983



ENSGALP00000015246 CID 157 - 167 peroxiredoxin 3 - CGNC Symbol 7123 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1294,79)" 25752 true 1.06 5984

ENSGALP00000016978 CID 312 - 320

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1295,55)" 8808 true 0.81 5985

ENSGALP00000007165 CID 98 - 107

coiled-coil domain containing 137 - CGNC 

Symbol 3327 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1295,67)" 1531 true 0.52 5986

ENSGALP00000017152 CID 213 - 222

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1295,68)" 20504 5987

ENSGALP00000001493 CID 265 - 275

protein phosphatase 6 catalytic subunit - 

CGNC Symbol 57480 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1295,69)" 1067 true 1.22 5988

ENSGALP00000003152 CID 681 - 690

adenosylhomocysteinase - CGNC Symbol 

1443 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1295,70)" 223913 true 2.1 5989

ENSGALP00000010510 CID 237 - 246

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1295,72)" 1514 5990



ENSGALP00000008299 CID 836 - 846

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1295,74)" 8483 5991

ENSGALP00000010376 CID 384 - 393

Rac/Cdc42 guanine nucleotide exchange 

factor (GEF) 6 - CGNC Symbol 4852 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1295,75)" 2063 5992

ENSGALP00000005576 CID 252 - 261

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1295,77)" 5249 true 1.37 5993

ENSGALP00000019975 CID 281 - 290

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1295,77)" 5249 true 1.37 5994

ENSGALP00000009121 CID 411 - 420 glycyl-tRNA synthetase - CGNC Symbol 4244 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1296,54)" 16571 true 1.24 5995

ENSGALP00000020154 CID 414 - 423

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1296,56)" 37688 5996

ENSGALP00000036122 CID 128 - 138

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1296,57)" 29560 true 1.59 5997



ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 

formyltransferase 

phosphoribosylglycinamide synthetase 

phosphoribosylaminoimidazole synthetase - 

CGNC Symbol 49260 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1296,61)" 14935 5998

ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1296,61)" 14935 5999

ENSGALP00000000639 CID 255 - 264 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1296,66)" 41648 true 1.1 6000

ENSGALP00000011775 CID 2,251 - 2,261

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1296,67)" 4504 true 0.93 6001

ENSGALP00000042281 CID 643 - 652

minichromosome maintenance complex 

component 3 associated protein - CGNC 

Symbol 3212 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1296,68)" 10973 true 1.35 6002

ENSGALP00000022023 CID 1,711 - 1,720 nucleoporin 98kDa - CGNC Symbol 10169 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1296,68)" 1777 true 0.96 6003

ENSGALP00000011635 CID 283 - 293

Gallus gallus syntaxin binding protein 1 

(STXBP1) mRNA. - RefSeq mRNA 

NM_001305648 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1296,69)" 14016 true 2.82 6004



ENSGALP00000043135 CID 29,377 - 29,386 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1296,69)" 4196 false 1.53 6005

ENSGALP00000027078 CID 380 - 388

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1296,69)" 4196 false 1.53 6006

ENSGALP00000001474 CID 151 - 161

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1296,69)" 1666 false 6007

ENSGALP00000016523 CID 339 - 348

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1296,71)" 61340 true 1.53 6008

ENSGALP00000025461 CID 298 - 308

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1296,73)" 1792 false 6009

ENSGALP00000004425 CID 115 - 125

metastasis associated 1 - CGNC Symbol 

53548 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1296,73)" 7499 6010

ENSGALP00000023288 CID 123 - 132

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1296,75)" 15481 true 0.64 6011



ENSGALP00000006018 CID 187 - 196

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1296,75)" 15481 true 0.64 6012

ENSGALP00000035339 CID 90 - 101

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1296,79)" 45452 false 6013

ENSGALP00000008498 CID 344 - 353 transketolase - CGNC Symbol 3953 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1296,79)" 26500 false 6014

ENSGALP00000023274 CID 324 - 333

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1297,58)" 15401 6015

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1297,59)" 24354 6016

ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1297,59)" 24354 6017

ENSGALP00000026858 CID Feb-14

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1297,63)" 15020 6018



ENSGALP00000002147 CID 414 - 426

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1297,63)" 776 true 1.56 6019

ENSGALP00000001205 CID 205 - 213

splicing factor 3a subunit 2 - CGNC Symbol 

14678 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1297,68)" 48569 false 6020

ENSGALP00000041195 CID 157 - 166

Hsap of 9: toll like receptor adaptor 

molecule 2 - HGNC:21354 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1297,68)" 48569 6021

ENSGALP00000006308 CID 123 - 133

ribosomal protein L23a - CGNC Symbol 

2910 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1297,75)" 26536 true 0.69 6022

ENSGALP00000042171 CID 204 - 215 transgelin 2 - CGNC Symbol 65718 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1297,77)" 4159 false 6023

ENSGALP00000029589 CID 327 - 336 septin 6 - CGNC Symbol 51720 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1297,77)" 12745 true 1.95 6024

ENSGALP00000024609 CID 260 - 269

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1298,62)" 19662 true 0.86 6025



ENSGALP00000026858 CID 421 - 431

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1298,66)" 30075 true 0.72 6026

ENSGALP00000021795 CID 704 - 714 DNA ligase 1 - HGNC:6598 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1298,66)" 10887 6027

ENSGALP00000007493 CID 28 - 39

pentatricopeptide repeat domain 1 - CGNC 

Symbol 3492 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1298,71)" 10559 6028

ENSGALP00000005724 CID 202 - 211

flap structure-specific endonuclease 1 - 

CGNC Symbol 55445 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1298,75)" 5964 6029

ENSGALP00000026509 CID 218 - 228

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1298,77)" 1879 true 0.82 6030

ENSGALP00000006308 CID 68 - 77

ribosomal protein L23a - CGNC Symbol 

2910 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1298,77)" 28566 true 0.97 6031

ENSGALP00000043135 CID 6,054 - 6,064 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1298,77)" 28566 false 6032



ENSGALP00000008824 CID 240 - 249

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1298,77)" 7136 false 6033

ENSGALP00000016978 CID 312 - 320

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1299,58)" 6338 6034

ENSGALP00000016490 CID 1,568 - 1,577

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1299,64)" 3064 6035

ENSGALP00000003130 CID 409 - 418

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1299,65)" 121088 true 0.6 6036

ENSGALP00000010303 CID 1,296 - 1,307 interleukin 16 - CGNC Symbol 4808 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1299,65)" 17385 true 1.28 6037

ENSGALP00000025803 CID 2,313 - 2,323

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1299,67)" 1135 6038

ENSGALP00000036720 CID 4,135 - 4,144

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1299,67)" 1135 false 0.9 6039



ENSGALP00000004889 CID 18 - 29

proline synthetase co-transcribed homolog 

(bacterial) - CGNC Symbol 2245 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1299,71)" 24544 true 1.14 6040

ENSGALP00000022449 CID 259 - 269

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1299,72)" 5206 true 0.98 6041

ENSGALP00000010510 CID 237 - 246

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1299,74)" 94714 true 3.44 6042

ENSGALP00000012931 CID 146 - 157

nuclear respiratory factor 1 - CGNC Symbol 

6034 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1299,75)" 6841 true 1.14 6043

ENSGALP00000005109 CID 518 - 528

ash2 (absent small or homeotic)-like 

(Drosophila) - CGNC Symbol 2347 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1299,80)" 1813 true 0.89 6044

ENSGALP00000009121 CID 411 - 420 glycyl-tRNA synthetase - CGNC Symbol 4244 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1300,58)" 22584 6045

ENSGALP00000036122 CID 128 - 138

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1300,60)" 49149 6046



ENSGALP00000015560 CID 144 - 154

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1300,68)" 25883 true 0.43 6047

ENSGALP00000042281 CID 643 - 652

minichromosome maintenance complex 

component 3 associated protein - CGNC 

Symbol 3212 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1300,70)" 16725 6048

ENSGALP00000009665 CID 108 - 117

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1300,70)" 17189 6049

ENSGALP00000011635 CID 283 - 293

Gallus gallus syntaxin binding protein 1 

(STXBP1) mRNA. - RefSeq mRNA 

NM_001305648 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1300,72)" 70663 6050

ENSGALP00000018335 CID 342 - 352

TBC1 domain family member 5 - CGNC 

Symbol 8548 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1300,75)" 1640 true 0.8 6051

ENSGALP00000006578 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1300,77)" 9272 true 0.77 6052

ENSGALP00000036122 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1300,77)" 9272 true 0.77 6053



ENSGALP00000028746 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1300,77)" 9272 true 0.77 6054

ENSGALP00000002147 CID 414 - 426

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1301,65)" 1212 6055

ENSGALP00000040424 CID 336 - 345

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1301,67)" 1145 true 1.42 6056

ENSGALP00000000666 CID 476 - 485

phosphoglucomutase 2 - CGNC Symbol 

52790 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1301,68)" 3755 true 1.17 6057

ENSGALP00000016447 CID 27 - 37 ribosomal protein S8 - CGNC Symbol 52222 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1301,72)" 60224 true 0.79 6058

ENSGALP00000007780 CID 251 - 261

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1301,77)" 15980 false 0.97 6059

ENSGALP00000007705 CID 39 - 48

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1301,77)" 15980 true 0.72 6060



ENSGALP00000039133 CID 86 - 97

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1301,78)" 48621 true 3.09 6061

ENSGALP00000019016 CID 63 - 72

nucleolar protein interacting with the FHA 

domain of MKI67 - CGNC Symbol 8852 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1302,63)" 14719 true 1.1 6062

ENSGALP00000002373 CID 36 - 46

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1302,63)" 10548 true 0.73 6063

ENSGALP00000024609 CID 260 - 269

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1302,64)" 12146 6064

ENSGALP00000026130 CID 648 - 657

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1302,65)" 3810 true 0.91 6065

ENSGALP00000026858 CID 421 - 431

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1302,68)" 19020 6066

ENSGALP00000003850 CID 296 - 307

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1302,72)" 1202 true 0.98 6067



ENSGALP00000023364 CID 443 - 453

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1302,74)" 37081 false 6068

ENSGALP00000018441 CID 396 - 406

aspartyl aminopeptidase - CGNC Symbol 

8600 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1302,74)" 37081 true 1.23 6069

ENSGALP00000012376 CID 390 - 399

signal transducer and activator of 

transcription 1 91kDa - CGNC Symbol 52118 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1302,83)" 2494 false 6070

ENSGALP00000003130 CID 409 - 418

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1303,66)" 28136 6071

ENSGALP00000010303 CID 1,296 - 1,307 interleukin 16 - CGNC Symbol 4808 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1303,68)" 22252 6072

ENSGALP00000001493 CID 265 - 275

protein phosphatase 6 catalytic subunit - 

CGNC Symbol 57480 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1303,74)" 2344 true 1.22 6073

ENSGALP00000022449 CID 259 - 269

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1303,74)" 2678 6074



ENSGALP00000012931 CID 146 - 157

nuclear respiratory factor 1 - CGNC Symbol 

6034 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1303,77)" 7816 6075

ENSGALP00000037906 CID 1-Nov

ribosomal protein L35 - CGNC Symbol 

49055 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1303,80)" 300702 6076

ENSGALP00000005576 CID 252 - 261

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1303,83)" 8829 true 1.38 6077

ENSGALP00000019975 CID 281 - 290

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1303,83)" 8829 true 1.38 6078

ENSGALP00000005271 CID 299 - 310

eukaryotic translation initiation factor 3 

subunit I - CGNC Symbol 2428 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1304,57)" 4992 true 0.82 6079

ENSGALP00000041815 CID May-14 calponin-2 - Refseq NP_001135728 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1304,65)" 6661 true 1.44 6080

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1304,68)" 1607 true 1.02 6081



ENSGALP00000043403 CID Dec-23

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1304,69)" 3106 true 1.06 6082

ENSGALP00000016490 CID 552 - 561

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1304,70)" 8418 true 1.89 6083

ENSGALP00000000639 CID 103 - 112 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1304,71)" 244635 true 1.1 6084

ENSGALP00000029144 CID 92 - 103

Hsap of 1: ETHE1 persulfide dioxygenase - 

HGNC:23287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1304,72)" 996 6085

ENSGALP00000022023 CID 1,711 - 1,720 nucleoporin 98kDa - CGNC Symbol 10169 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1304,73)" 1709 true 0.96 6086

ENSGALP00000000639 CID 255 - 264 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1304,73)" 7737 true 1.1 6087

ENSGALP00000019192 CID 28 - 39

uridine monophosphate synthetase - CGNC 

Symbol 8931 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1304,73)" 3263 true 1.02 6088



ENSGALP00000037001 CID 164 - 174

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1304,76)" 2672 false 1.22 6089

ENSGALP00000018335 CID 342 - 352

TBC1 domain family member 5 - CGNC 

Symbol 8548 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1304,79)" 5863 6090

ENSGALP00000006093 CID Aug-20 keratin 19 - CGNC Symbol 49516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1305,63)" 9238 true 0.6 6091

ENSGALP00000039765 CID 196 - 207

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1305,67)" 15641 true 1.19 6092

ENSGALP00000011863 CID 155 - 165

mediator complex subunit 19 - CGNC 

Symbol 5547 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1305,68)" 10998 true 0.87 6093

ENSGALP00000040424 CID 336 - 345

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1305,69)" 1631 6094

ENSGALP00000020874 CID 1,052 - 1,062

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1305,71)" 556 6095



ENSGALP00000014737 CID Jul-18

VMA21 vacuolar H+-ATPase homolog (S. 

cerevisiae) - CGNC Symbol 51726 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1305,71)" 20548 true 1.64 6096

ENSGALP00000012854 CID 113 - 122

ATP synthase H+ transporting mitochondrial 

Fo complex subunit D - CGNC Symbol 5993 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1305,72)" 21149 true 2.32 6097

ENSGALP00000021055 CID 672 - 682 dynamin 1-like - CGNC Symbol 9791 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1305,72)" 21149 6098

ENSGALP00000019163 CID 65 - 76 histone H1 - CGNC Symbol 53214 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1305,74)" 56311 true 1.19 6099

ENSGALP00000037266 CID 69 - 80

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1305,74)" 56311 true 1.19 6100

ENSGALP00000009960 CID 199 - 209

ribosomal protein L13 - CGNC Symbol 

49509 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1305,74)" 56311 false 6101

ENSGALP00000040974 CID 50 - 60

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1305,74)" 56311 false 0.31 6102



ENSGALP00000007705 CID 39 - 48

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1305,80)" 11459 6103

ENSGALP00000020445 CID 1,593 - 1,602

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1306,57)" 1722 true 1.61 6104

ENSGALP00000002373 CID 36 - 46

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1306,65)" 5714 6105

ENSGALP00000009351 CID 113 - 122

protein phosphatase 1 regulatory subunit 7 - 

CGNC Symbol 4354 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1306,66)" 4658 true 1.61 6106

ENSGALP00000026130 CID 648 - 657

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1306,68)" 3481 6107

ENSGALP00000019016 CID 63 - 72

nucleolar protein interacting with the FHA 

domain of MKI67 - CGNC Symbol 8852 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1306,68)" 6111 6108

ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1306,68)" 31425 true 1.85 6109



ENSGALP00000025629 CID 180 - 191

RNA binding motif protein 12B - CGNC 

Symbol 51213 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1306,68)" 6218 true 0.78 6110

ENSGALP00000013240 CID 901 - 911

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1306,68)" 1316 false 6111

ENSGALP00000001456 CID 496 - 508

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1306,75)" 54405 6112

ENSGALP00000015978 CID 660 - 670

aquarius intron-binding spliceosomal factor - 

CGNC Symbol 7473 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1306,75)" 54405 true 0.99 6113

ENSGALP00000023364 CID 444 - 454

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1306,75)" 54405 6114

ENSGALP00000018441 CID 396 - 406

aspartyl aminopeptidase - CGNC Symbol 

8600 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1306,76)" 47620 6115

ENSGALP00000028016 CID 2-Dec

enhancer of rudimentary homolog 

(Drosophila) - CGNC Symbol 13056 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1306,76)" 140261 true 0.91 6116



ENSGALP00000013029 CID 411 - 422

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1306,79)" 89653 true 0.89 6117

ENSGALP00000021206 CID 36 - 45

small nuclear ribonucleoprotein U11/U12 

subunit 48 - CGNC Symbol 9843 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1307,63)" 4617 true 1.17 6118

ENSGALP00000025803 CID 2,102 - 2,111

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1307,65)" 11366 false 6119

ENSGALP00000023364 CID 336 - 346

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1307,67)" 1907 false 6120

ENSGALP00000005576 CID 56 - 65

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1307,68)" 10470 true 0.77 6121

ENSGALP00000003089 CID 513 - 524

valosin containing protein - CGNC Symbol 

53073 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1307,68)" 1513 true 0.74 6122

ENSGALP00000010510 CID 237 - 246

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1307,69)" 6252 true 1.17 6123



ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1308,59)" 1478 true 1.02 6124

ENSGALP00000005271 CID 299 - 310

eukaryotic translation initiation factor 3 

subunit I - CGNC Symbol 2428 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1308,59)" 4093 6125

ENSGALP00000000639 CID 73 - 83 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1308,63)" 12162 true 1.02 6126

ENSGALP00000038350 CID 1-Oct centromere protein N - CGNC Symbol 54347 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1308,65)" 493 6127

ENSGALP00000011717 CID 34 - 45

ribosomal protein large P0 - CGNC Symbol 

49505 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1308,66)" 52832 true 0.69 6128

ENSGALP00000003954 CID 260 - 270

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1308,68)" 6773 true 0.62 6129

ENSGALP00000006578 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1308,70)" 3107 true 0.89 6130



ENSGALP00000028746 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1308,70)" 3107 true 0.89 6131

ENSGALP00000036122 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1308,70)" 3107 true 0.89 6132

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1308,70)" 1644 6133

ENSGALP00000042317 CID Sep-19

regulator of chromosome condensation 1 - 

HGNC:1913 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1308,71)" 82742 true 0.95 6134

ENSGALP00000015560 CID 144 - 154

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1308,72)" 17647 true 0.85 6135

ENSGALP00000016490 CID 552 - 561

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1308,73)" 24441 6136

ENSGALP00000019192 CID 28 - 39

uridine monophosphate synthetase - CGNC 

Symbol 8931 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1308,75)" 5394 6137



ENSGALP00000039765 CID 71 - 81

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1308,83)" 5868 true 1.68 6138

ENSGALP00000010800 CID 45 - 55

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1308,84)" 215804 true 0.83 6139

ENSGALP00000009420 CID 339 - 350

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1308,89)" 1076 false 6140

ENSGALP00000006093 CID Aug-20 keratin 19 - CGNC Symbol 49516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1309,65)" 5566 6141

ENSGALP00000019832 CID 318 - 329

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1309,70)" 10725 true 1.2 6142

ENSGALP00000011863 CID 155 - 165

mediator complex subunit 19 - CGNC 

Symbol 5547 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1309,70)" 9550 6143

ENSGALP00000015665 CID 245 - 254 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1309,73)" 11816 false 6144



ENSGALP00000005109 CID 285 - 296

ash2 (absent small or homeotic)-like 

(Drosophila) - CGNC Symbol 2347 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1309,74)" 35997 false 0.31 6145

ENSGALP00000014737 CID Jul-18

VMA21 vacuolar H+-ATPase homolog (S. 

cerevisiae) - CGNC Symbol 51726 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1309,74)" 35997 6146

ENSGALP00000002197 CID 174 - 184 gelsolin - CGNC Symbol 49472 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1309,76)" 15831 6147

ENSGALP00000016447 CID 27 - 37 ribosomal protein S8 - CGNC Symbol 52222 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1309,77)" 43868 true 0.79 6148

ENSGALP00000020445 CID 1,659 - 1,669

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1309,80)" 20747 true 0.87 6149

ENSGALP00000010305 CID 171 - 181

v-crk avian sarcoma virus CT10 oncogene 

homolog-like - CGNC Symbol 4810 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1309,80)" 18484 true 1.64 6150

ENSGALP00000035366 CID 383 - 393

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1309,86)" 13640 true 1.33 6151



ENSGALP00000020445 CID 1,593 - 1,602

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1310,62)" 5695 6152

ENSGALP00000001909 CID 1,350 - 1,359

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1310,67)" 7132 true 1.63 6153

ENSGALP00000003234 CID 1,211 - 1,220

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1310,67)" 425 false 6154

ENSGALP00000022433 CID 93 - 103 polymerase (RNA) II subunit I - HGNC:9196 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1310,69)" 34377 6155

ENSGALP00000025629 CID 180 - 191

RNA binding motif protein 12B - CGNC 

Symbol 51213 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1310,69)" 2144 6156

ENSGALP00000009351 CID 113 - 122

protein phosphatase 1 regulatory subunit 7 - 

CGNC Symbol 4354 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1310,69)" 1511 6157

ENSGALP00000025563 CID 26 - 36

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1310,69)" 263920 false 0.87 6158



ENSGALP00000018765 CID 54 - 63

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1310,69)" 263920 true 0.87 6159

ENSGALP00000033411 CID 61 - 71 ribosomal protein S21 - HGNC:10409 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1310,69)" 263920 6160

ENSGALP00000023574 CID 219 - 230

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1310,74)" 5016 false 6161

ENSGALP00000039931 CID 351 - 361

proteasome 26S subunit non-ATPase 11 - 

CGNC Symbol 17043 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1310,75)" 2306 false 6162

ENSGALP00000003423 CID 812 - 822

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1310,75)" 2306 6163

ENSGALP00000003850 CID 296 - 307

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1310,77)" 363 true 0.98 6164

ENSGALP00000028016 CID 2-Dec

enhancer of rudimentary homolog 

(Drosophila) - CGNC Symbol 13056 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1310,79)" 120419 true 0.91 6165



ENSGALP00000041772 CID 216 - 227

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1310,79)" 11944 true 0.97 6166

ENSGALP00000013029 CID 411 - 422

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1310,81)" 81615 6167

ENSGALP00000006308 CID 68 - 77

ribosomal protein L23a - CGNC Symbol 

2910 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1310,85)" 27782 true 0.97 6168

ENSGALP00000007492 CID 308 - 317

tropomodulin 3 (ubiquitous) - CGNC Symbol 

49978 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1310,85)" 27782 6169

ENSGALP00000021206 CID 36 - 45

small nuclear ribonucleoprotein U11/U12 

subunit 48 - CGNC Symbol 9843 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1311,65)" 6427 6170

ENSGALP00000015618 CID 139 - 147

retinoic acid receptor responder 1 - CGNC 

Symbol 7304 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1311,67)" 10713 true 3.47 6171

ENSGALP00000005576 CID 56 - 65

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1311,71)" 6421 6172



ENSGALP00000001233 CID 48 - 58

Gallus gallus NADH dehydrogenase 

(ubiquinone) 1 alpha subcomplex 2 8kDa 

(NDUFA2) mRNA. - RefSeq mRNA 

NM_001302137 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1311,74)" 40395 true 0.9 6173

ENSGALP00000012641 CID 2,068 - 2,079 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1311,75)" 38039 false 0.9 6174

ENSGALP00000024116 CID 493 - 502

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1311,75)" 2801 false 6175

ENSGALP00000042329 CID 115 - 125

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1311,84)" 29666 true 0.99 6176

ENSGALP00000003172 CID 1,155 - 1,166 WD repeat domain 33 - CGNC Symbol 1450 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1312,59)" 9080 true 1.01 6177

ENSGALP00000000639 CID 73 - 83 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1312,66)" 11560 6178

ENSGALP00000043135 CID 1,346 - 1,356 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1312,68)" 1460 6179



ENSGALP00000024283 CID 171 - 182 ribosomal protein S6 - CGNC Symbol 49670 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1312,69)" 11711 true 0.74 6180

ENSGALP00000041815 CID May-14 calponin-2 - Refseq NP_001135728 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1312,74)" 7434 true 1.44 6181

ENSGALP00000025448 CID 169 - 178

ubiquitin specific peptidase 16 - CGNC 

Symbol 11798 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1312,75)" 30691 false 6182

ENSGALP00000000639 CID 103 - 112 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1312,76)" 265983 true 1.1 6183

ENSGALP00000043403 CID Dec-23

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1312,77)" 6978 true 1.06 6184

ENSGALP00000039765 CID 71 - 81

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1312,85)" 16542 6185

ENSGALP00000042737 CID 612 - 623

centromere protein T - Refseq 

NP_001263242 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1312,86)" 303702 false 0.78 6186



ENSGALP00000010800 CID 45 - 55

actin related protein 2/3 complex subunit 4 

20kDa - CGNC Symbol 50145 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1312,86)" 303702 6187

ENSGALP00000041974 CID 156 - 165

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1313,60)" 7149 true 1.3 6188

ENSGALP00000007671 CID 186 - 196

family with sequence similarity 129 

member A - CGNC Symbol 3572 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1313,69)" 2864 6189

ENSGALP00000027964 CID 159 - 169 integrin-linked kinase - CGNC Symbol 13025 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1313,71)" 571 false 0.95 6190

ENSGALP00000000885 CID 147 - 158

microtubule-associated protein tau - CGNC 

Symbol 389 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1313,71)" 571 false 0.95 6191

ENSGALP00000019832 CID 318 - 329

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1313,73)" 22946 6192

ENSGALP00000023242 CID 90 - 100

coiled-coil domain containing 58 - CGNC 

Symbol 10725 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1313,74)" 45783 false 6193



ENSGALP00000020445 CID 1,081 - 1,091

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1313,74)" 45783 true 1.21 6194

ENSGALP00000023352 CID 1,088 - 1,098

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1313,74)" 45783 true 1.21 6195

ENSGALP00000016080 CID 552 - 562

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1313,75)" 3454 false 6196

ENSGALP00000003455 CID 30 - 40

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1314,60)" 2072 false 6197

ENSGALP00000026858 CID 421 - 431

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1314,65)" 2851 true 0.98 6198

ENSGALP00000004889 CID Apr-17

proline synthetase co-transcribed homolog 

(bacterial) - CGNC Symbol 2245 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1314,69)" 16018 false 6199

ENSGALP00000001909 CID 1,350 - 1,359

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1314,69)" 16018 6200



ENSGALP00000012883 CID 138 - 148

Gallus gallus recombination activating gene 

2 (RAG2) mRNA. - RefSeq mRNA 

NM_001305057 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1314,72)" 3732 6201

ENSGALP00000013964 CID 242 - 252

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1314,76)" 61524 true 1.22 6202

ENSGALP00000022436 CID 187 - 197 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1314,76)" 61524 true 1.22 6203

ENSGALP00000023574 CID 219 - 230

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1314,77)" 3724 false 6204

ENSGALP00000041687 CID 258 - 267

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1314,78)" 10458 false 6205

ENSGALP00000015978 CID 660 - 670

aquarius intron-binding spliceosomal factor - 

CGNC Symbol 7473 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1314,79)" 63307 true 0.99 6206

ENSGALP00000008128 CID 1,513 - 1,523 nucleoporin 210kDa - CGNC Symbol 3777 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1315,59)" 1606 true 1.16 6207



ENSGALP00000003152 CID 446 - 455

adenosylhomocysteinase - CGNC Symbol 

1443 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1315,65)" 5623 true 2.75 6208

ENSGALP00000011241 CID 255 - 264

3-hydroxybutyrate dehydrogenase type 1 - 

CGNC Symbol 5244 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1315,66)" 361 false 1.16 6209

ENSGALP00000004687 CID 483 - 492

MAU2 sister chromatid cohesion factor - 

CGNC Symbol 2145 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1315,69)" 2690 true 1.75 6210

ENSGALP00000007936 CID 524 - 534

Bruton agammaglobulinemia tyrosine 

kinase - CGNC Symbol 3685 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1315,70)" 2334 false 6211

ENSGALP00000027015 CID 1,164 - 1,174

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1315,71)" 4081 false 6212

ENSGALP00000005892 CID 1,335 - 1,346

chromodomain helicase DNA binding 

protein 9 - CGNC Symbol 2719 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1315,71)" 4614 false 1.02 6213

ENSGALP00000022871 CID 435 - 444

tubulin tyrosine ligase like 12 - CGNC 

Symbol 10561 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1315,72)" 15017 true 1.03 6214



ENSGALP00000009605 CID 218 - 227

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1315,72)" 5281 6215

ENSGALP00000001909 CID 1,029 - 1,040

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1315,73)" 483 false 6216

ENSGALP00000010510 CID 237 - 246

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1315,74)" 10940 true 1.17 6217

ENSGALP00000009341 CID 172 - 182

high density lipoprotein binding protein - 

CGNC Symbol 4348 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1315,75)" 10582 false 6218

ENSGALP00000016363 CID 260 - 270

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1315,75)" 10582 true 1.16 6219

ENSGALP00000001233 CID 48 - 58

Gallus gallus NADH dehydrogenase 

(ubiquinone) 1 alpha subcomplex 2 8kDa 

(NDUFA2) mRNA. - RefSeq mRNA 

NM_001302137 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1315,77)" 24723 6220

ENSGALP00000008465 CID 486 - 496

ribosomal RNA processing 1 homolog B (S. 

cerevisiae) - CGNC Symbol 52392 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1315,77)" 24723 6221



ENSGALP00000025883 CID 83 - 93

eukaryotic translation initiation factor 3 

subunit E - CGNC Symbol 12026 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1315,79)" 8054 false 6222

ENSGALP00000012641 CID 2,068 - 2,079 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1315,79)" 8054 6223

ENSGALP00000042329 CID 115 - 125

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1315,84)" 13902 false 1.18 6224

ENSGALP00000003172 CID 1,155 - 1,166 WD repeat domain 33 - CGNC Symbol 1450 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1316,61)" 13363 6225

ENSGALP00000021708 CID 47 - 57

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1316,63)" 22862 true 1.07 6226

ENSGALP00000004108 CID 262 - 271

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1316,65)" 14036 6227

ENSGALP00000036002 CID 35 - 44

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1316,65)" 7398 true 1.25 6228



ENSGALP00000004949 CID 96 - 107

IKAROS family zinc finger 2 (Helios) - CGNC 

Symbol 2272 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1316,70)" 126838 6229

ENSGALP00000013987 CID 253 - 264

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1316,70)" 126838 false 1.22 6230

ENSGALP00000027953 CID 95 - 106 ribosomal protein S3 - CGNC Symbol 13020 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1316,70)" 126838 true 1.22 6231

ENSGALP00000037772 CID 27 - 39

3'(2') 5'-bisphosphate nucleotidase 1 - 

CGNC Symbol 7291 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1316,70)" 126838 6232

ENSGALP00000011717 CID 34 - 45

ribosomal protein large P0 - CGNC Symbol 

49505 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1316,71)" 31940 true 0.69 6233

ENSGALP00000043135 CID 14,096 - 14,106 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1316,72)" 7775 false 6234

ENSGALP00000024283 CID 171 - 182 ribosomal protein S6 - CGNC Symbol 49670 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1316,72)" 7775 6235



ENSGALP00000006060 CID 1,484 - 1,496 nucleoporin 214kDa - CGNC Symbol 53184 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1316,75)" 7969 false 6236

ENSGALP00000006578 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1316,75)" 1681 true 0.89 6237

ENSGALP00000036122 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1316,75)" 1681 true 0.89 6238

ENSGALP00000028746 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1316,75)" 1681 true 0.89 6239

ENSGALP00000042317 CID Sep-19

regulator of chromosome condensation 1 - 

HGNC:1913 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1316,76)" 73919 true 0.95 6240

ENSGALP00000035593 CID 32 - 41 Hemoglobin subunit beta - UP P02112 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1316,78)" 6294 true 0.98 6241

ENSGALP00000043162 CID 21 - 32 CDGSH iron sulfur domain 2 - HGNC:24212 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1316,80)" 17607 6242



ENSGALP00000024116 CID 838 - 848

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1316,86)" 4640 false 6243

ENSGALP00000041974 CID 156 - 165

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1317,63)" 21572 6244

ENSGALP00000008863 CID 420 - 430

transmembrane 9 superfamily member 3 - 

CGNC Symbol 4123 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1317,63)" 74778 true 0.7 6245

ENSGALP00000043162 CID 105 - 115 CDGSH iron sulfur domain 2 - HGNC:24212 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1317,65)" 18201 true 1.07 6246

ENSGALP00000024253 CID 567 - 577 cell division cycle 40 - CGNC Symbol 11202 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1317,70)" 24544 false 1.22 6247

ENSGALP00000027760 CID Feb-13

CWC15 spliceosome-associated protein - 

CGNC Symbol 12929 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1317,70)" 24544 6248

ENSGALP00000004745 CID 32 - 42 nucleoporin 93kDa - CGNC Symbol 2176 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1317,71)" 19507 6249



ENSGALP00000013122 CID 76 - 87

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1317,80)" 6109 6250

ENSGALP00000037266 CID 69 - 80

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1317,82)" 60976 true 1.19 6251

ENSGALP00000019163 CID 65 - 76 histone H1 - CGNC Symbol 53214 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1317,82)" 60976 true 1.19 6252

ENSGALP00000026858 CID 421 - 431

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1318,65)" 2794 6253

ENSGALP00000007671 CID 43 - 52

family with sequence similarity 129 

member A - CGNC Symbol 3572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1318,65)" 14282 true 0.41 6254

ENSGALP00000026127 CID 2,696 - 2,708 thyroglobulin - CGNC Symbol 65221 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1318,66)" 4936 false 6255

ENSGALP00000002234 CID 25 - 34

RAB14 member RAS oncogene family - 

CGNC Symbol 1018 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1318,67)" 7961 true 1.56 6256



ENSGALP00000003717 CID 397 - 407

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1318,72)" 22844 true 0.93 6257

ENSGALP00000018765 CID 54 - 63

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1318,74)" 217920 true 0.87 6258

ENSGALP00000025563 CID 26 - 36

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1318,74)" 217920 false 0.87 6259

ENSGALP00000028055 CID 196 - 207

leucine aminopeptidase 3 - CGNC Symbol 

4763 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1318,74)" 2388 true 0.93 6260

ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1318,76)" 60997 true 1.85 6261

ENSGALP00000009393 CID 1,231 - 1,241

clustered mitochondria (cluA/CLU1) 

homolog - CGNC Symbol 4370 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1318,76)" 1293 false 6262

ENSGALP00000040974 CID 837 - 848

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1318,76)" 1843 true 0.68 6263



ENSGALP00000016182 CID 850 - 860

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1318,80)" 4975 6264

ENSGALP00000006527 CID 248 - 258

translocase of outer mitochondrial 

membrane 34 - CGNC Symbol 3015 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1319,61)" 1273 false 6265

ENSGALP00000011241 CID 255 - 264

3-hydroxybutyrate dehydrogenase type 1 - 

CGNC Symbol 5244 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1319,69)" 419 6266

ENSGALP00000002525 CID 388 - 397 septin 9 - CGNC Symbol 50494 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1319,70)" 9335 true 1.48 6267

ENSGALP00000004687 CID 483 - 492

MAU2 sister chromatid cohesion factor - 

CGNC Symbol 2145 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1319,72)" 8529 6268

ENSGALP00000041533 CID 185 - 195

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein L - HGNC:5045 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1319,72)" 24107 true 1.19 6269

ENSGALP00000013240 CID 202 - 211

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1319,74)" 18664 true 1.75 6270



ENSGALP00000022871 CID 435 - 444

tubulin tyrosine ligase like 12 - CGNC 

Symbol 10561 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1319,74)" 21094 6271

ENSGALP00000016363 CID 260 - 270

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1319,78)" 24754 6272

ENSGALP00000009341 CID 172 - 182

high density lipoprotein binding protein - 

CGNC Symbol 4348 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1319,78)" 24754 false 6273

ENSGALP00000027779 CID 293 - 303

chromosome 1 open reading frame human 

C11orf54 - Refseq NP_001264206 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1319,78)" 59213 true 0.43 6274

ENSGALP00000007833 CID 267 - 278

myelin expression factor 2 - CGNC Symbol 

49981 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1319,79)" 7369 false 1.48 6275

ENSGALP00000042329 CID 115 - 125

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1319,89)" 24567 true 1.18 6276

ENSGALP00000021708 CID 47 - 57

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1320,66)" 24520 6277



ENSGALP00000036002 CID 35 - 44

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1320,69)" 9688 6278

ENSGALP00000018410 CID 718 - 727

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1320,70)" 4690 true 1.84 6279

ENSGALP00000021618 CID 233 - 243

lactate dehydrogenase B - CGNC Symbol 

10005 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1320,72)" 27981 true 1.56 6280

ENSGALP00000027953 CID 95 - 106 ribosomal protein S3 - CGNC Symbol 13020 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1320,72)" 157778 6281

ENSGALP00000042618 CID 101 - 110

Translationally-controlled tumor protein 

homolog - UP P43347 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1320,74)" 5871 true 1.09 6282

ENSGALP00000035593 CID 32 - 41 Hemoglobin subunit beta - UP P02112 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1320,80)" 5632 6283

ENSGALP00000039872 CID 233 - 242

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1321,63)" 10826 true 3.72 6284



ENSGALP00000008863 CID 420 - 430

transmembrane 9 superfamily member 3 - 

CGNC Symbol 4123 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1321,66)" 50440 6285

ENSGALP00000035557 CID 49 - 60

Hsap of 1: histidine triad nucleotide binding 

protein 1 - HGNC:4912 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1321,66)" 47931 true 1.08 6286

ENSGALP00000023635 CID 145 - 155 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1321,68)" 1469 true 3.72 6287

ENSGALP00000035504 CID 1,114 - 1,124

RNA binding motif protein 6 - CGNC Symbol 

2124 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1321,68)" 1469 false 3.72 6288

ENSGALP00000026474 CID 144 - 154

ribonucleotide reductase M2 - CGNC 

Symbol 12309 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1321,69)" 10840 true 0.55 6289

ENSGALP00000018340 CID 534 - 543 SATB homeobox 1 - CGNC Symbol 8550 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1321,70)" 13280 false 6290

ENSGALP00000018048 CID 813 - 823 nucleoporin 133kDa - CGNC Symbol 8423 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1321,72)" 2979 6291



ENSGALP00000019629 CID 42 - 52

proteasome subunit alpha 3 - CGNC Symbol 

9125 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1321,73)" 3520 true 0.67 6292

ENSGALP00000024213 CID 38 - 50

ribosome production factor 2 homolog - 

CGNC Symbol 11187 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1321,74)" 18843 false 6293

ENSGALP00000009617 CID 144 - 154

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1321,74)" 3743 false 6294

ENSGALP00000021255 CID 503 - 513

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1321,77)" 4056 true 0.83 6295

ENSGALP00000006581 CID 164 - 174

DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 

- CGNC Symbol 3039 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1321,77)" 2004 true 2.45 6296

ENSGALP00000020445 CID 1,081 - 1,091

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1321,82)" 18319 true 1.21 6297

ENSGALP00000023352 CID 1,088 - 1,098

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1321,82)" 18319 true 1.21 6298



ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-dependent regulatory 

type I alpha - CGNC Symbol 3113 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1322,61)" 1394 true 0.94 6299

ENSGALP00000000304 CID 64 - 75

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1322,72)" 177854 true 9.72 6300

ENSGALP00000003717 CID 397 - 407

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1322,74)" 26147 6301

ENSGALP00000011666 CID 550 - 560

kinesin family member 5B - CGNC Symbol 

5451 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1322,74)" 25975 true 0.46 6302

ENSGALP00000028055 CID 196 - 207

leucine aminopeptidase 3 - CGNC Symbol 

4763 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1322,75)" 30755 6303

ENSGALP00000010530 CID 650 - 660

non-SMC condensin II complex subunit G2 - 

CGNC Symbol 4922 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1322,76)" 2658 false 6304

ENSGALP00000013964 CID 242 - 252

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1322,81)" 75004 true 1.22 6305



ENSGALP00000022436 CID 187 - 197 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1322,81)" 75004 true 1.22 6306

ENSGALP00000041772 CID 216 - 227

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1322,89)" 4132 true 0.81 6307

ENSGALP00000008578 CID 302 - 313

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1323,57)" 15963 true 0.37 6308

ENSGALP00000035514 CID 57 - 67 protein kinase C delta - CGNC Symbol 50113 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1323,65)" 4165 true 0.49 6309

ENSGALP00000042136 CID 1,411 - 1,420

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1323,66)" 13060 false 8.21 6310

ENSGALP00000042479 CID 241 - 251

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1323,66)" 13060 true 0.49 6311

ENSGALP00000012053 CID 71 - 82 cathepsin Z - CGNC Symbol 5626 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1323,67)" 55482 true 0.2 6312



ENSGALP00000003152 CID 446 - 455

adenosylhomocysteinase - CGNC Symbol 

1443 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1323,70)" 22709 false 6313

ENSGALP00000020792 CID 307 - 318 nucleoporin 37kDa - CGNC Symbol 9674 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1323,70)" 1550 true 0.96 6314

ENSGALP00000007680 CID 125 - 134 ribosomal protein L6 - CGNC Symbol 48978 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1323,71)" 23493 true 0.73 6315

ENSGALP00000016080 CID 209 - 219

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1323,71)" 11005 true 1.22 6316

ENSGALP00000021996 CID 108 - 118

cell cycle associated protein 1 - CGNC 

Symbol 10161 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1323,71)" 2356 true 8.21 6317

ENSGALP00000002525 CID 388 - 397 septin 9 - CGNC Symbol 50494 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1323,72)" 10006 6318

ENSGALP00000039872 CID 63 - 73

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1323,74)" 2278 6319



ENSGALP00000000810 CID 548 - 560

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1323,79)" 4294 true 2.22 6320

ENSGALP00000027779 CID 293 - 303

chromosome 1 open reading frame human 

C11orf54 - Refseq NP_001264206 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1323,80)" 81619 6321

ENSGALP00000017306 CID 513 - 523

sterol carrier protein 2 - CGNC Symbol 

49864 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1324,66)" 2949 true 1.14 6322

ENSGALP00000013574 CID 447 - 458

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1324,73)" 15018 true 0.44 6323

ENSGALP00000021618 CID 233 - 243

lactate dehydrogenase B - CGNC Symbol 

10005 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1324,74)" 43708 6324

ENSGALP00000002252 CID 26 - 37

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1324,77)" 27874 6325

ENSGALP00000022208 CID 1,043 - 1,052

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1325,59)" 8045 true 1.23 6326



ENSGALP00000039872 CID 233 - 242

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1325,65)" 47357 6327

ENSGALP00000010541 CID 253 - 262

transformer 2 beta homolog (Drosophila) - 

CGNC Symbol 49299 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1325,66)" 33503 true 3.76 6328

ENSGALP00000003423 CID 907 - 917

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1325,67)" 55803 true 1.27 6329

ENSGALP00000003152 CID 486 - 497

adenosylhomocysteinase - CGNC Symbol 

1443 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1325,68)" 1863 6330

ENSGALP00000043162 CID 105 - 115 CDGSH iron sulfur domain 2 - HGNC:24212 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1325,68)" 13938 true 1.07 6331

ENSGALP00000001577 CID 575 - 586

SRP receptor alpha subunit - CGNC Symbol 

713 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1325,69)" 11628 true 1.32 6332

ENSGALP00000023635 CID 145 - 155 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1325,69)" 965 6333



ENSGALP00000035557 CID 49 - 60

Hsap of 1: histidine triad nucleotide binding 

protein 1 - HGNC:4912 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1325,69)" 71409 6334

ENSGALP00000016523 CID 440 - 450

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1325,70)" 17926 true 0.92 6335

ENSGALP00000026474 CID 144 - 154

ribonucleotide reductase M2 - CGNC 

Symbol 12309 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1325,71)" 5973 6336

ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1325,71)" 120739 true 1.79 6337

ENSGALP00000039878 CID 27 - 37

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1325,73)" 11283 true 0.77 6338

ENSGALP00000006778 CID 691 - 700

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1326,63)" 7031 true 1.04 6339

ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-dependent regulatory 

type I alpha - CGNC Symbol 3113 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1326,63)" 5506 6340



ENSGALP00000021838 CID 543 - 553 RNA binding motif protein 14 - HGNC:14219 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1326,69)" 59363 true 1.09 6341

ENSGALP00000018765 CID 54 - 63

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1326,69)" 49408 true 0.87 6342

ENSGALP00000012293 CID 69 - 78

ribosomal protein L35a - CGNC Symbol 

5744 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1326,70)" 6917 true 1.76 6343

ENSGALP00000011689 CID 36 - 47

prolyl 4-hydroxylase beta polypeptide - 

CGNC Symbol 5464 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1326,70)" 126628 true 0.6 6344

ENSGALP00000033594 CID 34 - 46

phosphohistidine phosphatase 1 - CGNC 

Symbol 14487 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1326,74)" 6965 true 1.2 6345

ENSGALP00000003234 CID 250 - 260

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1326,76)" 9054 6346

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1326,77)" 112263 true 0.76 6347



ENSGALP00000009642 CID 617 - 628

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1326,78)" 12007 false 6348

ENSGALP00000032851 CID 130 - 140

solute carrier family 30 (zinc transporter) 

member 7 - CGNC Symbol 14346 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1327,64)" 9723 true 0.98 6349

ENSGALP00000035514 CID 57 - 67 protein kinase C delta - CGNC Symbol 50113 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1327,67)" 2040 6350

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 member A1 

(aldehyde reductase) - CGNC Symbol 7795 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1327,68)" 27918 true 1.3 6351

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1327,68)" 16261 true 1.03 6352

ENSGALP00000012053 CID 71 - 82 cathepsin Z - CGNC Symbol 5626 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1327,69)" 8358 6353

ENSGALP00000041057 CID 13 - 28

lectin mannose binding 2 - CGNC Symbol 

63471 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1327,72)" 130084 6354



ENSGALP00000009709 CID 611 - 623

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1327,72)" 130084 true 0.66 6355

ENSGALP00000043196 CID 2,187 - 2,198

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1327,73)" 4810 true 0.95 6356

ENSGALP00000016080 CID 209 - 219

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1327,73)" 25488 6357

ENSGALP00000024213 CID 1-Nov

ribosome production factor 2 homolog - 

CGNC Symbol 11187 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1327,74)" 24166 false 6358

ENSGALP00000039575 CID 198 - 209

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1328,61)" 10503 true 1.55 6359

P13645 CID 286 - 295

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1328,65)" 2375 true 0.59 6360

ENSGALP00000040974 CID 327 - 338

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1328,68)" 8069 true 0.68 6361



ENSGALP00000041656 CID 1-Nov

succinate dehydrogenase complex subunit 

C - CGNC Symbol 63505 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1328,68)" 4460 false 6362

ENSGALP00000026123 CID 475 - 484

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1328,68)" 4460 true 1.15 6363

ENSGALP00000042900 CID 123 - 132

PAF1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 64966 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1328,68)" 4250 true 1.15 6364

ENSGALP00000009037 CID 773 - 782 myosin IG - CGNC Symbol 51252 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1328,69)" 15261 6365

ENSGALP00000005794 CID 468 - 478

spen family transcriptional repressor - CGNC 

Symbol 2675 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1328,69)" 1450 6366

ENSGALP00000015257 CID 500 - 511

ribosome binding protein 1 - CGNC Symbol 

6587 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1328,72)" 5600 true 1.55 6367

ENSGALP00000018410 CID 718 - 727

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1328,74)" 8646 true 1.84 6368



ENSGALP00000029322 CID 130 - 140

Hsap of 9: RBM14-RBM4 readthrough - 

HGNC:38840 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1328,75)" 10476 true 1.26 6369

ENSGALP00000006234 CID 174 - 185

mitochondrial ribosomal protein L22 - CGNC 

Symbol 2871 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1328,75)" 1317 true 0.69 6370

ENSGALP00000042618 CID 101 - 110

Translationally-controlled tumor protein 

homolog - UP P43347 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1328,77)" 6993 true 1.09 6371

ENSGALP00000018671 CID 576 - 586

STT3B subunit of the 

oligosaccharyltransferase complex 

(catalytic) - CGNC Symbol 53366 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1328,77)" 931 false 1.38 6372

ENSGALP00000008273 CID 928 - 941 PHD finger protein 2 - CGNC Symbol 3843 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1328,78)" 1700 false 6373

ENSGALP00000013240 CID 546 - 556

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1328,84)" 4203 false 6374

ENSGALP00000042528 CID 161 - 171

cold inducible RNA binding protein - CGNC 

Symbol 9285 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1329,51)" 1982 true 2.52 6375



ENSGALP00000022208 CID 1,043 - 1,052

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1329,61)" 7502 6376

ENSGALP00000015409 CID 696 - 705 actinin alpha 1 - CGNC Symbol 48956 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1329,62)" 47411 true 1.9 6377

ENSGALP00000003175 CID 169 - 178

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1329,62)" 1055 true 1.12 6378

ENSGALP00000010910 CID 149 - 159

cleavage stimulation factor 3' pre-RNA 

subunit 2 64kDa - CGNC Symbol 51677 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1329,67)" 12945 true 1.11 6379

ENSGALP00000001577 CID 575 - 586

SRP receptor alpha subunit - CGNC Symbol 

713 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1329,67)" 29063 6380

ENSGALP00000003423 CID 907 - 917

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1329,68)" 70781 6381

ENSGALP00000010541 CID 253 - 262

transformer 2 beta homolog (Drosophila) - 

CGNC Symbol 49299 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1329,69)" 80525 6382



ENSGALP00000003116 CID 480 - 490

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1329,69)" 38206 false 6383

ENSGALP00000039878 CID 27 - 37

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1329,74)" 7210 6384

ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1329,74)" 142203 6385

ENSGALP00000009169 CID 345 - 358

Uncharacterized protein - 

UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 

4269 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1329,74)" 142203 false 0.87 6386

ENSGALP00000030734 CID 922 - 933

microtubule associated monooxygenase 

calponin and LIM domain containing 1 - 

CGNC Symbol 25636 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1329,79)" 78973 6387

ENSGALP00000016196 CID Feb-13

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1329,80)" 37872 true 0.79 6388

ENSGALP00000021255 CID 503 - 513

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1329,84)" 8012 true 0.83 6389



ENSGALP00000006778 CID 691 - 700

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1330,65)" 7301 6390

ENSGALP00000021838 CID 543 - 553 RNA binding motif protein 14 - HGNC:14219 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1330,71)" 57202 6391

ENSGALP00000016102 CID 199 - 209

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1330,71)" 10877 true 0.61 6392

ENSGALP00000011689 CID 36 - 47

prolyl 4-hydroxylase beta polypeptide - 

CGNC Symbol 5464 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1330,72)" 99885 6393

ENSGALP00000002828 CID 439 - 448

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1330,77)" 45907 true 0.93 6394

ENSGALP00000023214 CID 233 - 244

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1330,80)" 12343 true 1.15 6395

ENSGALP00000037584 CID 21 - 32

developmentally regulated GTP binding 

protein 1 - CGNC Symbol 5225 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1330,80)" 12343 false 0.89 6396



ENSGALP00000025512 CID 461 - 471

phosphoglucomutase 3 - CGNC Symbol 

11829 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1331,68)" 25797 true 1.24 6397

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 member A1 

(aldehyde reductase) - CGNC Symbol 7795 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1331,70)" 36172 6398

ENSGALP00000012163 CID 950 - 962

transcription elongation regulator 1 - CGNC 

Symbol 5680 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1331,70)" 19817 true 1.03 6399

ENSGALP00000009709 CID 611 - 623

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1331,73)" 43860 6400

ENSGALP00000038753 CID 801 - 812 coronin 7 - CGNC Symbol 50317 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1331,73)" 2725 true 0.63 6401

ENSGALP00000007055 CID 60 - 70

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1331,74)" 70062 true 1.22 6402

ENSGALP00000010888 CID 144 - 155

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1331,74)" 15234 true 1.07 6403



ENSGALP00000041979 CID 70 - 79

protein kinase cAMP-dependent catalytic 

beta - CGNC Symbol 66476 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1331,76)" 17043 true 0.54 6404

ENSGALP00000024710 CID 81 - 93

ribosomal protein L24 - CGNC Symbol 

50756 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1331,77)" 47820 true 1.25 6405

ENSGALP00000014097 CID 1-Dec

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1332,61)" 156612 6406

ENSGALP00000026123 CID 475 - 484

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1332,68)" 20040 6407

ENSGALP00000005302 CID 83 - 92

RAB5C member RAS oncogene family - 

CGNC Symbol 2444 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1332,69)" 73282 6408

ENSGALP00000008547 CID 326 - 336 sorting nexin 2 - CGNC Symbol 52887 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1332,70)" 42130 true 0.52 6409

ENSGALP00000042900 CID 123 - 132

PAF1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 64966 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1332,70)" 6218 6410



ENSGALP00000040974 CID 327 - 338

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1332,70)" 5493 6411

ENSGALP00000013574 CID 447 - 458

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1332,79)" 2559 true 0.52 6412

ENSGALP00000012231 CID 553 - 563

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1332,80)" 16643 true 1.25 6413

ENSGALP00000042528 CID 161 - 171

cold inducible RNA binding protein - CGNC 

Symbol 9285 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1333,54)" 7377 6414

ENSGALP00000007481 CID 131 - 140 BUD31 homolog - CGNC Symbol 3487 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1333,59)" 14858 true 1.15 6415

ENSGALP00000015409 CID 696 - 705 actinin alpha 1 - CGNC Symbol 48956 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1333,64)" 99469 6416

ENSGALP00000003175 CID 169 - 178

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1333,67)" 2452 6417



ENSGALP00000019398 CID 1-Dec

kinesin family member 15 - CGNC Symbol 

9023 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1333,69)" 1463 6418

ENSGALP00000010910 CID 149 - 159

cleavage stimulation factor 3' pre-RNA 

subunit 2 64kDa - CGNC Symbol 51677 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1333,69)" 17305 6419

ENSGALP00000036405 CID 299 - 309

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1333,73)" 11315 true 1 6420

ENSGALP00000016196 CID Feb-13

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1333,81)" 88029 true 0.8 6421

ENSGALP00000000639 CID 128 - 137 lamin B2 - CGNC Symbol 49708 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1333,86)" 3624 true 0.86 6422

ENSGALP00000019667 CID 248 - 259

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1334,64)" 3751 true 9.72 6423

ENSGALP00000012592 CID 335 - 345 forkhead box P1 - CGNC Symbol 50159 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1334,64)" 11334 true 0.56 6424



ENSGALP00000025461 CID 441 - 451

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1334,72)" 14734 false 2.47 6425

ENSGALP00000039965 CID 551 - 562

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1334,73)" 18132 6426

ENSGALP00000018765 CID 54 - 63

ribosomal protein L14 - CGNC Symbol 

49056 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1334,74)" 44762 true 0.87 6427

ENSGALP00000012293 CID 69 - 78

ribosomal protein L35a - CGNC Symbol 

5744 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1334,75)" 19241 true 1.76 6428

ENSGALP00000029589 CID 55 - 65 septin 6 - CGNC Symbol 51720 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1334,76)" 24850 true 0.89 6429

ENSGALP00000019161 CID 290 - 300

WW domain binding protein 11 - CGNC 

Symbol 53212 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1334,76)" 39806 6430

ENSGALP00000018494 CID 47 - 59

zinc finger RANBP2-type containing 2 - 

CGNC Symbol 52241 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1334,77)" 2827 6431



ENSGALP00000022269 CID 169 - 179

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1334,77)" 2827 true 1.39 6432

ENSGALP00000033594 CID 34 - 46

phosphohistidine phosphatase 1 - CGNC 

Symbol 14487 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1334,79)" 8325 true 1.2 6433

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1334,82)" 84447 true 0.76 6434

ENSGALP00000035780 CID 1,821 - 1,831

RAN binding protein 2 - CGNC Symbol 

50838 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1335,64)" 7676 false 6435

ENSGALP00000026579 CID 540 - 550

zinc finger protein 512 - CGNC Symbol 

12362 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1335,65)" 9078 6436

ENSGALP00000042813 CID 297 - 308

Hsap of 1: DEAD-box helicase 23 - 

HGNC:17347 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1335,72)" 2904 6437

ENSGALP00000025808 CID 110 - 120

ribonucleotide reductase M2 B (TP53 

inducible) - CGNC Symbol 11989 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1335,72)" 20234 6438



ENSGALP00000012163 CID 950 - 962

transcription elongation regulator 1 - CGNC 

Symbol 5680 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1335,73)" 23231 6439

ENSGALP00000027534 CID 275 - 285

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1335,73)" 37296 true 0.56 6440

ENSGALP00000033974 CID 62 - 72

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1335,73)" 3504 false 6441

ENSGALP00000027541 CID 115 - 127

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1335,74)" 4674 true 2.4 6442

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1335,74)" 21975 true 1.03 6443

ENSGALP00000016513 CID 275 - 284

pinin desmosome associated protein - 

CGNC Symbol 7731 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1335,75)" 58346 true 1.69 6444

ENSGALP00000038753 CID 801 - 812 coronin 7 - CGNC Symbol 50317 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1335,76)" 7464 6445



ENSGALP00000013574 CID 209 - 219

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1335,76)" 4682 true 0.68 6446

ENSGALP00000007055 CID 60 - 70

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1335,76)" 101326 6447

ENSGALP00000024710 CID 81 - 93

ribosomal protein L24 - CGNC Symbol 

50756 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1335,77)" 13227 true 0.58 6448

ENSGALP00000023364 CID 134 - 143

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1336,65)" 24915 6449

ENSGALP00000039575 CID 198 - 209

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1336,66)" 16261 true 1.55 6450

ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ transporting 

lysosomal 56/58kDa V1 subunit B2 

(ATP6V1B2) mRNA. - RefSeq mRNA 

NM_001293241 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1336,68)" 14416 true 0.77 6451

ENSGALP00000003737 CID 93 - 103 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1336,68)" 3055 false 0.87 6452



ENSGALP00000012986 CID 324 - 333

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1336,70)" 7325 false 6453

ENSGALP00000008547 CID 326 - 336 sorting nexin 2 - CGNC Symbol 52887 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1336,72)" 16799 6454

ENSGALP00000019120 CID 128 - 138

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1336,75)" 2436 false 6455

ENSGALP00000010510 CID 127 - 137

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1336,75)" 2436 false 6456

ENSGALP00000013029 CID 1,006 - 1,016

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1336,79)" 7438 true 1.26 6457

ENSGALP00000012231 CID 553 - 563

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1336,82)" 19258 6458

ENSGALP00000010541 CID 229 - 238

transformer 2 beta homolog (Drosophila) - 

CGNC Symbol 49299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1337,56)" 31793 true 1.23 6459



ENSGALP00000011338 CID 195 - 205

RNA binding motif protein 7 - CGNC Symbol 

5294 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1337,58)" 22075 true 1.35 6460

ENSGALP00000007481 CID 131 - 140 BUD31 homolog - CGNC Symbol 3487 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1337,61)" 16097 6461

ENSGALP00000010803 CID 313 - 324

UPF2 regulator of nonsense transcripts 

homolog (yeast) - CGNC Symbol 5054 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1337,66)" 7686 true 1.12 6462

ENSGALP00000000170 CID 107 - 118

receptor for activated C kinase 1 - CGNC 

Symbol 61 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1337,67)" 8674 true 0.95 6463

ENSGALP00000036405 CID 299 - 309

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1337,75)" 10394 6464

ENSGALP00000001332 CID 175 - 187 lysyl-tRNA synthetase - CGNC Symbol 602 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1337,79)" 10659 true 0.99 6465

ENSGALP00000009709 CID 272 - 282

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1337,82)" 4387 6466



ENSGALP00000019667 CID 248 - 259

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1338,66)" 51411 6467

ENSGALP00000035658 CID 104 - 114

paraspeckle component 1 - CGNC Symbol 

50884 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1338,67)" 4778 true 1.67 6468

ENSGALP00000023833 CID 361 - 371 WD repeat domain 3 - CGNC Symbol 10970 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1338,78)" 43077 true 1.36 6469

ENSGALP00000009037 CID 803 - 815 myosin IG - CGNC Symbol 51252 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1338,78)" 51378 true 1.36 6470

ENSGALP00000002828 CID 439 - 448

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1338,82)" 40443 true 0.93 6471

ENSGALP00000023214 CID 233 - 244

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1338,86)" 12305 true 1.15 6472

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1339,60)" 80332 true 0.52 6473



ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1339,60)" 80332 true 0.52 6474

ENSGALP00000004108 CID 425 - 434

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1339,63)" 1095 6475

ENSGALP00000003564 CID 740 - 750

unkempt family zinc finger - CGNC Symbol 

1623 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1339,69)" 12038 true 1.73 6476

ENSGALP00000009481 CID 147 - 157

RAB7A member RAS oncogene family - 

CGNC Symbol 4408 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1339,70)" 2636 true 1.56 6477

ENSGALP00000025476 CID 162 - 173

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1339,70)" 19734 true 1.15 6478

ENSGALP00000025475 CID 131 - 142

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1339,70)" 19734 true 1.15 6479

ENSGALP00000000485 CID 968 - 979

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1339,73)" 2294 false 6480



ENSGALP00000024710 CID 81 - 93

ribosomal protein L24 - CGNC Symbol 

50756 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1339,78)" 86270 true 1.25 6481

ENSGALP00000007481 CID 95 - 104 BUD31 homolog - CGNC Symbol 3487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1340,60)" 2534 true 1.59 6482

ENSGALP00000039157 CID 18 - 28 ATP citrate lyase - CGNC Symbol 2533 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1340,66)" 6701 true 0.77 6483

ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ transporting 

lysosomal 56/58kDa V1 subunit B2 

(ATP6V1B2) mRNA. - RefSeq mRNA 

NM_001293241 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1340,68)" 9948 6484

ENSGALP00000036056 CID 531 - 541

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1340,73)" 2120 true 0.7 6485

ENSGALP00000002252 CID 26 - 37

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1340,77)" 2037 6486

ENSGALP00000017260 CID 44 - 54

dpy-30 histone methyltransferase complex 

regulatory subunit - CGNC Symbol 8065 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1340,78)" 44895 true 0.66 6487



ENSGALP00000013500 CID 121 - 132

family with sequence similarity 185 

member A - CGNC Symbol 50577 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1340,78)" 44895 false 0.66 6488

ENSGALP00000035502 CID 178 - 188

WD repeat domain 82 - CGNC Symbol 

50122 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1340,79)" 2252 false 6489

ENSGALP00000004817 CID 97 - 107 peroxiredoxin 6 - CGNC Symbol 2214 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1340,80)" 12438 true 2.74 6490

ENSGALP00000016696 CID 1,353 - 1,365 YLP motif containing 1 - CGNC Symbol 7819 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1340,81)" 56422 6491

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1340,82)" 10683 true 1.35 6492

ENSGALP00000022646 CID 559 - 571

erythrocyte membrane protein band 4.1-

like 2 - CGNC Symbol 10465 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1340,83)" 26869 false 6493

ENSGALP00000010541 CID 229 - 238

transformer 2 beta homolog (Drosophila) - 

CGNC Symbol 49299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1341,58)" 51155 6494



ENSGALP00000011338 CID 195 - 205

RNA binding motif protein 7 - CGNC Symbol 

5294 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1341,60)" 36005 6495

ENSGALP00000023454 CID 104 - 112

N-acetyltransferase 10 - CGNC Symbol 

10818 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1341,65)" 7444 false 6496

ENSGALP00000010803 CID 313 - 324

UPF2 regulator of nonsense transcripts 

homolog (yeast) - CGNC Symbol 5054 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1341,69)" 13227 6497

ENSGALP00000000170 CID 107 - 118

receptor for activated C kinase 1 - CGNC 

Symbol 61 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1341,69)" 7625 6498

ENSGALP00000008863 CID 212 - 221

transmembrane 9 superfamily member 3 - 

CGNC Symbol 4123 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1341,70)" 33032 6499

ENSGALP00000009605 CID 146 - 156

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1341,74)" 9724 true 0.77 6500

ENSGALP00000024509 CID 500 - 510

spleen tyrosine kinase - CGNC Symbol 

53036 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1341,77)" 4739 true 3.15 6501



ENSGALP00000001446 CID 296 - 307

leucine rich repeat containing 47 - CGNC 

Symbol 649 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1341,82)" 15124 false 6502

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin receptor beta 

polypeptide antigen CD29 includes MDF2 

MSK12) - CGNC Symbol 49025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1342,61)" 6596 true 1.37 6503

ENSGALP00000020530 CID 1-Dec

chromosome 9 open reading frame 64 - 

HGNC:28144 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1342,64)" 473 6504

ENSGALP00000006043 CID 826 - 837

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1342,64)" 9384 true 1.14 6505

ENSGALP00000007667 CID 367 - 380

glyoxalase domain containing 4 - 

HGNC:14111 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1342,69)" 42461 true 1.14 6506

ENSGALP00000015016 CID 368 - 378

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1342,69)" 6848 true 0.91 6507

ENSGALP00000041057 CID 196 - 206

lectin mannose binding 2 - CGNC Symbol 

63471 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1342,69)" 79647 true 1.14 6508



ENSGALP00000035658 CID 104 - 114

paraspeckle component 1 - CGNC Symbol 

50884 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1342,70)" 7979 6509

ENSGALP00000011666 CID 421 - 430

kinesin family member 5B - CGNC Symbol 

5451 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1342,72)" 3054 true 0.65 6510

ENSGALP00000002197 CID 416 - 427 gelsolin - CGNC Symbol 49472 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1342,72)" 49883 true 1.14 6511

ENSGALP00000033741 CID 74 - 84

EF-hand domain family member D1 - CGNC 

Symbol 52247 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1342,72)" 8360 true 4.1 6512

ENSGALP00000009617 CID 564 - 573

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1342,73)" 5086 false 6513

ENSGALP00000000810 CID 508 - 519

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1342,73)" 5086 false 6514

ENSGALP00000004962 CID 227 - 237

tripartite motif containing 25 - CGNC 

Symbol 2279 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1342,73)" 2101 false 1.14 6515



ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1342,77)" 6375 6516

ENSGALP00000024253 CID 314 - 323 cell division cycle 40 - CGNC Symbol 11202 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1342,77)" 18092 true 5.3 6517

ENSGALP00000021255 CID 215 - 226

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1342,80)" 75353 false 4.05 6518

ENSGALP00000013999 CID 160 - 171

NADH:ubiquinone oxidoreductase core 

subunit S1 - CGNC Symbol 6532 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1342,80)" 75353 6519

ENSGALP00000022269 CID 169 - 179

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1342,81)" 4985 true 1.39 6520

ENSGALP00000018418 CID 556 - 567 N-glycanase 1 - CGNC Symbol 8593 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1342,84)" 4264 false 6521

ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1343,61)" 35537 6522



ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1343,61)" 35537 6523

ENSGALP00000040388 CID 167 - 179 transcription factor 3 - CGNC Symbol 739 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1343,69)" 2116 true 0.91 6524

ENSGALP00000003564 CID 740 - 750

unkempt family zinc finger - CGNC Symbol 

1623 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1343,71)" 20830 6525

ENSGALP00000023352 CID 648 - 658

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1343,71)" 1279 true 0.89 6526

ENSGALP00000020445 CID 641 - 651

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1343,71)" 1279 true 0.89 6527

ENSGALP00000025475 CID 131 - 142

synaptotagmin binding cytoplasmic RNA 

interacting protein - CGNC Symbol 51548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1343,72)" 42017 6528

ENSGALP00000025476 CID 162 - 173

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1343,72)" 42017 6529



ENSGALP00000038795 CID 306 - 316

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1343,75)" 31886 true 1.09 6530

ENSGALP00000027534 CID 275 - 285

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1343,77)" 23105 true 0.56 6531

ENSGALP00000017016 CID 102 - 113 glutaredoxin 3 - CGNC Symbol 7961 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1343,80)" 8672 false 2.4 6532

ENSGALP00000007481 CID 95 - 104 BUD31 homolog - CGNC Symbol 3487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1344,63)" 4027 6533

ENSGALP00000022004 CID 78 - 90 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1344,66)" 8683 false 1.08 6534

ENSGALP00000004013 CID 2,197 - 2,208 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1344,69)" 1844 true 1.08 6535

ENSGALP00000039157 CID 18 - 28 ATP citrate lyase - CGNC Symbol 2533 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1344,69)" 5146 6536



ENSGALP00000022600 CID Feb-14 sarcoglycan beta - CGNC Symbol 10442 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1344,71)" 75194 false 6537

ENSGALP00000019018 CID 77 - 86 translin - CGNC Symbol 8854 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1344,71)" 75194 true 0.55 6538

ENSGALP00000035478 CID 1,627 - 1,639 filamin B beta - CGNC Symbol 49141 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1344,74)" 75612 6539

ENSGALP00000025921 CID 391 - 401

RAD21 cohesin complex component - CGNC 

Symbol 12049 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1344,74)" 491 6540

ENSGALP00000041366 CID 112 - 123

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1344,74)" 3905 true 1.2 6541

ENSGALP00000016780 CID 73 - 84

transmembrane p24 trafficking protein 10 - 

CGNC Symbol 7851 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1344,75)" 42196 true 0.55 6542

ENSGALP00000020310 CID 1,298 - 1,309 SET binding factor 1 - CGNC Symbol 9447 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1344,75)" 42196 false 0.92 6543



ENSGALP00000005794 CID 180 - 190

spen family transcriptional repressor - CGNC 

Symbol 2675 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1344,75)" 12883 6544

ENSGALP00000022952 CID Aug-20

PHD finger protein 21B - CGNC Symbol 

10597 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1344,83)" 17544 6545

ENSGALP00000013029 CID 1,006 - 1,016

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1344,86)" 10456 true 1.32 6546

ENSGALP00000015735 CID 236 - 246

Sjogren syndrome antigen B - CGNC Symbol 

7359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1345,60)" 7513 6547

ENSGALP00000005680 CID 163 - 172 adenylate kinase 2 - CGNC Symbol 2627 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1345,68)" 59980 true 0.7 6548

ENSGALP00000007837 CID 173 - 185

phosphoribosyl pyrophosphate synthetase 

1 - CGNC Symbol 51649 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1345,68)" 13538 true 4.94 6549

ENSGALP00000001460 CID 133 - 144

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1345,69)" 14082 true 0.64 6550



ENSGALP00000002147 CID 112 - 123

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1345,69)" 14082 true 0.64 6551

ENSGALP00000020744 CID 671 - 681

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1345,70)" 6097 true 0.64 6552

ENSGALP00000016711 CID 656 - 666

guanine monophosphate synthase - CGNC 

Symbol 7825 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1345,71)" 16431 6553

ENSGALP00000002352 CID 233 - 244

RNA binding motif protein 39 - CGNC 

Symbol 1071 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1345,72)" 129242 false 0.36 6554

ENSGALP00000027816 CID 239 - 250 cathepsin C - CGNC Symbol 12954 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1345,72)" 129242 true 0.36 6555

ENSGALP00000026123 CID 359 - 369

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1345,75)" 7289 false 1.36 6556

ENSGALP00000017288 CID 267 - 277

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1345,75)" 7289 true 0.72 6557



ENSGALP00000035478 CID 1,003 - 1,014 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1345,85)" 2806 false 6558

ENSGALP00000040890 CID 471 - 481

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1345,86)" 11108 6559

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin receptor beta 

polypeptide antigen CD29 includes MDF2 

MSK12) - CGNC Symbol 49025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1346,65)" 11185 6560

ENSGALP00000006043 CID 826 - 837

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1346,67)" 10689 6561

ENSGALP00000041526 CID 69 - 79

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1346,69)" 19159 true 2.05 6562

ENSGALP00000018179 CID 315 - 327

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1346,70)" 29393 true 0.96 6563

ENSGALP00000015016 CID 368 - 378

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1346,71)" 7374 6564



ENSGALP00000007667 CID 367 - 380

glyoxalase domain containing 4 - 

HGNC:14111 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1346,71)" 57334 6565

ENSGALP00000016363 CID 248 - 259

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1346,71)" 14753 true 1.51 6566

ENSGALP00000041057 CID 196 - 206

lectin mannose binding 2 - CGNC Symbol 

63471 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1346,72)" 93302 6567

ENSGALP00000003564 CID 42 - 51

unkempt family zinc finger - CGNC Symbol 

1623 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1346,72)" 93302 6568

ENSGALP00000008498 CID 103 - 114 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1346,75)" 5049 true 1.95 6569

ENSGALP00000009665 CID 317 - 327

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1346,78)" 8628 6570

ENSGALP00000023866 CID 553 - 562

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1346,78)" 21309 false 0.92 6571



ENSGALP00000023352 CID 690 - 700

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1346,78)" 21309 true 1.95 6572

ENSGALP00000020445 CID 683 - 693

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1346,78)" 21309 true 1.95 6573

ENSGALP00000001480 CID 549 - 560 myeloperoxidase - CGNC Symbol 50519 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1346,79)" 16940 6574

ENSGALP00000023214 CID 233 - 244

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1346,80)" 5405 true 0.92 6575

ENSGALP00000027504 CID 208 - 218 neurobeachin - CGNC Symbol 12814 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1346,80)" 5328 6576

ENSGALP00000041772 CID 228 - 240

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1346,81)" 10761 true 0.85 6577

ENSGALP00000034083 CID 305 - 314 sorting nexin 1 - CGNC Symbol 1560 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1347,61)" 7967 true 0.98 6578



ENSGALP00000043461 CID 53 - 63

eukaryotic translation initiation factor 3 

subunit K - HGNC:24656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1347,69)" 2357 true 0.18 6579

ENSGALP00000021837 CID 245 - 254

ubiquitin like modifier activating enzyme 3 - 

CGNC Symbol 52666 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1347,72)" 18820 6580

ENSGALP00000003296 CID 68 - 78

lymphocyte cytosolic protein 2 (SH2 domain 

containing leukocyte protein of 76kDa) - 

CGNC Symbol 1506 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1347,73)" 4068 6581

ENSGALP00000023099 CID 456 - 466

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1347,73)" 8817 true 1.32 6582

ENSGALP00000024710 CID 81 - 93

ribosomal protein L24 - CGNC Symbol 

50756 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1347,77)" 5583 true 1.01 6583

ENSGALP00000024868 CID 78 - 90

RAB2A member RAS oncogene family - 

CGNC Symbol 49674 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1347,78)" 6253 true 1.13 6584

ENSGALP00000008764 CID 117 - 127

NADH:ubiquinone oxidoreductase subunit 

B10 - CGNC Symbol 4071 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1348,62)" 6175 true 1.01 6585



ENSGALP00000002373 CID 657 - 667

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1348,63)" 10245 true 0.57 6586

ENSGALP00000008128 CID 1,735 - 1,745 nucleoporin 210kDa - CGNC Symbol 3777 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1348,68)" 45313 true 0.33 6587

ENSGALP00000022004 CID 78 - 90 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1348,68)" 12524 6588

ENSGALP00000008882 CID 375 - 385

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1348,70)" 8427 true 0.93 6589

ENSGALP00000005505 CID 59 - 69

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,71)" 6877 6590

ENSGALP00000036002 CID 24 - 34

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,71)" 6877 6591

ENSGALP00000002234 CID 62 - 72

RAB14 member RAS oncogene family - 

CGNC Symbol 1018 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,71)" 6877 6592



ENSGALP00000030639 CID 64 - 74 Ras-related protein Rab-6A - UP Q1KME6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,71)" 6877 6593

ENSGALP00000011814 CID 59 - 69

RAB35 member RAS oncogene family - 

CGNC Symbol 5524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,71)" 6877 6594

ENSGALP00000014265 CID 62 - 72

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,71)" 6877 6595

ENSGALP00000003172 CID 309 - 318 WD repeat domain 33 - CGNC Symbol 1450 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,72)" 19939 6596

ENSGALP00000037522 CID 88 - 98

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1348,77)" 3043 true 0.58 6597

ENSGALP00000022856 CID 311 - 321

NudC domain containing 3 - CGNC Symbol 

10553 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1348,80)" 926 true 1.2 6598

ENSGALP00000017260 CID 44 - 54

dpy-30 histone methyltransferase complex 

regulatory subunit - CGNC Symbol 8065 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1348,83)" 7134 true 0.66 6599



ENSGALP00000004817 CID 97 - 107 peroxiredoxin 6 - CGNC Symbol 2214 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1348,85)" 10651 false 6600

ENSGALP00000003423 CID 988 - 998

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1348,87)" 14390 6601

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1348,87)" 14390 true 1.35 6602

ENSGALP00000016080 CID 1,140 - 1,149

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1349,68)" 37549 false 3.48 6603

ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1349,68)" 37549 true 0.83 6604

ENSGALP00000036655 CID 71 - 82 syntaxin 7 - CGNC Symbol 2118 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1349,69)" 24030 false 6605

ENSGALP00000011491 CID 260 - 270

pyruvate dehydrogenase (lipoamide) beta - 

CGNC Symbol 5364 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1349,70)" 1061 6606



ENSGALP00000021743 CID 31 - 40 histone H2B - CGNC Symbol 52653 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1349,72)" 173226 true 0.22 6607

ENSGALP00000021743 CID 31 - 40 histone H2B - CGNC Symbol 52653 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1349,73)" 134129 false 0.05 6608

ENSGALP00000027816 CID 239 - 250 cathepsin C - CGNC Symbol 12954 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1349,75)" 60764 6609

ENSGALP00000009681 CID 243 - 254

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1349,75)" 3954 true 9.52 6610

ENSGALP00000011770 CID 287 - 299

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1349,76)" 3999 true 1.31 6611

ENSGALP00000043135 CID 6,338 - 6,349 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1349,78)" 40315 false 6612

ENSGALP00000014746 CID 64 - 75

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1349,78)" 40315 true 0.48 6613



ENSGALP00000009605 CID 146 - 156

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1349,79)" 7492 true 0.77 6614

ENSGALP00000027317 CID 263 - 273

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1349,83)" 807 true 0.94 6615

ENSGALP00000041195 CID 89 - 99

Hsap of 9: toll like receptor adaptor 

molecule 2 - HGNC:21354 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1350,64)" 4494 true 0.82 6616

ENSGALP00000004257 CID 1,435 - 1,445

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1350,66)" 6753 6617

ENSGALP00000006939 CID 678 - 688 annexin A6 - CGNC Symbol 49340 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1350,67)" 1368 false 0.88 6618

ENSGALP00000028055 CID 364 - 375

leucine aminopeptidase 3 - CGNC Symbol 

4763 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1350,68)" 7498 6619

ENSGALP00000012170 CID 335 - 346 aminopeptidase-like 1 - CGNC Symbol 5683 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1350,68)" 7498 6620



ENSGALP00000020445 CID 566 - 576

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1350,68)" 9085 true 2.8 6621

ENSGALP00000023352 CID 573 - 583

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1350,68)" 9085 true 2.8 6622

ENSGALP00000018179 CID 315 - 327

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1350,72)" 28086 6623

ENSGALP00000008056 CID 482 - 494

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1350,73)" 2130 true 2.8 6624

ENSGALP00000043372 CID 181 - 191

farnesyl diphosphate synthase - CGNC 

Symbol 23240 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1350,74)" 5244 true 0.95 6625

ENSGALP00000042374 CID 624 - 633

thimet oligopeptidase 1 - CGNC Symbol 

52774 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1350,75)" 590 false 6626

ENSGALP00000033741 CID 74 - 84

EF-hand domain family member D1 - CGNC 

Symbol 52247 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1350,76)" 68428 true 4.1 6627



ENSGALP00000008498 CID 103 - 114 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1350,77)" 20235 6628

ENSGALP00000029589 CID 55 - 65 septin 6 - CGNC Symbol 51720 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1350,78)" 19446 false 1.95 6629

ENSGALP00000002338 CID 292 - 303

splicing factor 3a subunit 3 - CGNC Symbol 

1064 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1350,78)" 19446 false 6630

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1350,81)" 4900 true 0.85 6631

ENSGALP00000020445 CID 683 - 693

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1350,81)" 64392 6632

ENSGALP00000023352 CID 690 - 700

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1350,81)" 64392 6633

ENSGALP00000009662 CID 108 - 117 protein kinase C beta - CGNC Symbol 50286 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1351,56)" 2708 true 0.95 6634



ENSGALP00000006278 CID 132 - 141

protein kinase C alpha - CGNC Symbol 

50506 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1351,56)" 2708 false 0.95 6635

ENSGALP00000034083 CID 305 - 314 sorting nexin 1 - CGNC Symbol 1560 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1351,64)" 5703 6636

ENSGALP00000041873 CID 34 - 44

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1351,65)" 13684 true 1.48 6637

ENSGALP00000025461 CID 21 - 31

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1351,67)" 119387 true 0.89 6638

ENSGALP00000027209 CID 680 - 691

propionyl-CoA carboxylase alpha subunit - 

CGNC Symbol 12663 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1351,68)" 5166 false 0.63 6639

ENSGALP00000011666 CID 699 - 709

kinesin family member 5B - CGNC Symbol 

5451 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1351,71)" 29658 true 1.11 6640

ENSGALP00000016513 CID 160 - 170

pinin desmosome associated protein - 

CGNC Symbol 7731 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1351,73)" 31422 true 0.63 6641



ENSGALP00000007055 CID 60 - 70

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1351,75)" 9429 6642

ENSGALP00000016536 CID 186 - 196

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1351,78)" 12608 true 0.7 6643

ENSGALP00000011770 CID 251 - 261

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1351,78)" 12608 true 0.7 6644

ENSGALP00000024868 CID 78 - 90

RAB2A member RAS oncogene family - 

CGNC Symbol 49674 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1351,79)" 12265 6645

ENSGALP00000001909 CID 1,387 - 1,398

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1351,80)" 2577 true 1.7 6646

ENSGALP00000038795 CID 306 - 316

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1351,80)" 27682 true 1.09 6647

ENSGALP00000002154 CID 117 - 127

Hsap of 4: ubiquitin conjugating enzyme E2 

L5 pseudogene - HGNC:13477 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1352,66)" 5004 false 0.91 6648



ENSGALP00000002373 CID 657 - 667

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1352,68)" 8391 6649

ENSGALP00000033366 CID 66 - 76

leukocyte ribonuclease A-2 - CGNC Symbol 

52020 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1352,69)" 12184 6650

ENSGALP00000016509 CID 1,394 - 1,403

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1352,70)" 471 true 1.51 6651

ENSGALP00000038979 CID 1,226 - 1,237

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1352,74)" 12443 true 0.56 6652

ENSGALP00000019018 CID 77 - 86 translin - CGNC Symbol 8854 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1352,74)" 34005 true 0.55 6653

ENSGALP00000037522 CID 88 - 98

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1352,79)" 3522 6654

ENSGALP00000012481 CID 223 - 234 ribosomal protein L4 - CGNC Symbol 5828 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1352,79)" 206968 true 0.65 6655



ENSGALP00000016780 CID 73 - 84

transmembrane p24 trafficking protein 10 - 

CGNC Symbol 7851 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1352,79)" 13206 true 0.55 6656

ENSGALP00000022856 CID 311 - 321

NudC domain containing 3 - CGNC Symbol 

10553 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1352,80)" 2754 false 6657

ENSGALP00000027305 CID 212 - 221

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1353,70)" 6446 6658

ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1353,71)" 31146 6659

ENSGALP00000007822 CID 312 - 322

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1353,73)" 25666 false 0.65 6660

ENSGALP00000001460 CID 133 - 144

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1353,73)" 9068 true 0.64 6661

ENSGALP00000002147 CID 112 - 123

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1353,73)" 9068 true 0.64 6662



ENSGALP00000005680 CID 163 - 172 adenylate kinase 2 - CGNC Symbol 2627 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1353,74)" 37132 true 0.7 6663

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1353,78)" 1287 true 0.93 6664

ENSGALP00000017288 CID 267 - 277

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1353,81)" 1724 true 0.84 6665

ENSGALP00000006043 CID 426 - 436

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1354,54)" 5360 true 0.81 6666

ENSGALP00000041195 CID 89 - 99

Hsap of 9: toll like receptor adaptor 

molecule 2 - HGNC:21354 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1354,67)" 3705 6667

ENSGALP00000004425 CID 237 - 249

metastasis associated 1 - CGNC Symbol 

53548 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1354,69)" 1517 true 1.07 6668

ENSGALP00000041526 CID 69 - 79

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1354,73)" 60426 true 2.05 6669



ENSGALP00000012231 CID 860 - 872

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1354,74)" 2273 false 6670

ENSGALP00000000236 CID 471 - 481

antigen peptide transporter 2 - Refseq 

NP_001092827 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1354,75)" 5616 6671

ENSGALP00000016363 CID 248 - 259

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1354,76)" 22327 true 1.51 6672

ENSGALP00000012349 CID 175 - 187

C-terminal binding protein-like - CGNC 

Symbol 50231 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1354,82)" 7087 6673

ENSGALP00000025299 CID 161 - 173

C-terminal binding protein 1 - CGNC Symbol 

11723 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1354,82)" 7087 6674

ENSGALP00000008824 CID 240 - 249

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1354,82)" 2890 false 6675

ENSGALP00000023214 CID 233 - 244

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1354,85)" 3209 true 0.92 6676



ENSGALP00000000468 CID 367 - 378

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1355,63)" 6226 true 1.42 6677

ENSGALP00000001745 CID 111 - 122

Fli-1 proto-oncogene ETS transcription 

factor - CGNC Symbol 51069 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1355,64)" 4947 true 0.87 6678

ENSGALP00000041873 CID 34 - 44

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1355,67)" 20252 6679

ENSGALP00000025461 CID 21 - 31

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1355,70)" 115880 6680

ENSGALP00000007118 CID 1,134 - 1,145

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1355,73)" 18817 false 6681

ENSGALP00000011666 CID 699 - 709

kinesin family member 5B - CGNC Symbol 

5451 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1355,74)" 19914 6682

ENSGALP00000007936 CID 298 - 309

Bruton agammaglobulinemia tyrosine 

kinase - CGNC Symbol 3685 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1355,75)" 519 true 3.08 6683



ENSGALP00000014746 CID 50 - 63

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1355,77)" 33989 true 3.14 6684

ENSGALP00000039270 CID 183 - 194

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1355,78)" 7238 false 0.84 6685

ENSGALP00000037564 CID 104 - 115

Hsap of 4: solute carrier family 25 member 

10 - HGNC:10980 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1355,78)" 7238 true 0.84 6686

ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1355,79)" 55346 true 0.91 6687

ENSGALP00000015246 CID 186 - 197 peroxiredoxin 3 - CGNC Symbol 7123 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1355,82)" 7494 true 0.95 6688

ENSGALP00000001909 CID 1,387 - 1,398

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1355,82)" 6691 6689

ENSGALP00000016536 CID 74 - 84

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1356,64)" 3659 true 0.86 6690



ENSGALP00000008764 CID 117 - 127

NADH:ubiquinone oxidoreductase subunit 

B10 - CGNC Symbol 4071 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1356,69)" 7935 true 1.01 6691

ENSGALP00000043196 CID 1,310 - 1,321

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1356,70)" 16614 true 0.48 6692

ENSGALP00000016509 CID 1,394 - 1,403

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1356,72)" 1439 6693

ENSGALP00000003850 CID 198 - 208

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1356,75)" 7879 true 0.71 6694

ENSGALP00000016184 CID 51 - 62 OTU deubiquitinase 4 - CGNC Symbol 51745 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1356,76)" 19324 6695

ENSGALP00000004108 CID 547 - 557

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1356,76)" 48459 true 0.56 6696

ENSGALP00000006555 CID 68 - 78

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1356,77)" 31724 false 6697



ENSGALP00000005448 CID 98 - 110

microsomal glutathione S-transferase 3 - 

CGNC Symbol 2512 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1356,77)" 31724 6698

ENSGALP00000040653 CID 90 - 100

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1356,77)" 31724 true 1.62 6699

ENSGALP00000041366 CID 112 - 123

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1356,83)" 5283 true 1.2 6700

ENSGALP00000019634 CID 632 - 642

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1357,69)" 937 true 1.19 6701

ENSGALP00000016102 CID 169 - 180

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1357,78)" 5009 true 1.05 6702

ENSGALP00000041815 CID 112 - 124 calponin-2 - Refseq NP_001135728 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1357,78)" 6340 true 3.21 6703

ENSGALP00000010303 CID 208 - 219 interleukin 16 - CGNC Symbol 4808 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1357,79)" 5549 false 5.32 6704



ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1357,81)" 2173 6705

ENSGALP00000007466 CID 324 - 336

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1357,81)" 2820 true 7 6706

ENSGALP00000000189 CID 13 - 23

small nuclear ribonucleoprotein polypeptide 

E - CGNC Symbol 49689 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1357,81)" 6842 true 0.91 6707

ENSGALP00000027317 CID 263 - 273

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1357,88)" 2490 true 0.94 6708

ENSGALP00000006043 CID 426 - 436

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1358,57)" 3195 6709

ENSGALP00000016196 CID 377 - 388

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1358,66)" 13769 true 0.71 6710

ENSGALP00000008236 CID 900 - 910

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1358,68)" 9468 true 0.98 6711



ENSGALP00000027982 CID 467 - 478

stromal interaction molecule 1 - CGNC 

Symbol 13037 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1358,70)" 2595 true 2.34 6712

ENSGALP00000019038 CID 165 - 175

Wilms tumor 1 associated protein - CGNC 

Symbol 8862 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1358,71)" 1325 false 0.67 6713

ENSGALP00000003342 CID 129 - 138

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1358,73)" 7802 false 6714

ENSGALP00000013190 CID 129 - 138

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1358,73)" 7802 false 6715

ENSGALP00000041022 CID 140 - 151

DNA polymerase alpha subunit B-like - 

CGNC Symbol 63391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1358,73)" 5195 false 1.29 6716

ENSGALP00000002580 CID 105 - 116

secretory carrier membrane protein 2 - 

CGNC Symbol 1178 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1358,73)" 5165 6717

ENSGALP00000023352 CID 573 - 583

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1358,74)" 29417 true 2.8 6718



ENSGALP00000020445 CID 566 - 576

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1358,74)" 29417 true 2.8 6719

ENSGALP00000006939 CID 162 - 171 annexin A6 - CGNC Symbol 49340 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1358,77)" 30991 false 6720

ENSGALP00000038877 CID 994 - 1,005 Hsap of 4: nucleoporin 188 - HGNC:17859 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1358,77)" 1541 6721

ENSGALP00000003205 CID 240 - 252

signal recognition particle 68kDa - CGNC 

Symbol 1465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1358,79)" 2033 true 0.46 6722

ENSGALP00000011673 CID 109 - 119

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1358,81)" 40576 true 1.26 6723

ENSGALP00000041772 CID 228 - 240

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1358,89)" 9194 true 0.85 6724

ENSGALP00000020445 CID 1,878 - 1,888

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1359,64)" 25244 true 1.93 6725



ENSGALP00000013963 CID 144 - 155

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1359,67)" 17149 false 0.92 6726

ENSGALP00000010510 CID 540 - 550

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1359,68)" 9328 true 0.96 6727

ENSGALP00000027760 CID Feb-13

CWC15 spliceosome-associated protein - 

CGNC Symbol 12929 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1359,70)" 10201 6728

ENSGALP00000009988 CID 463 - 472

lanosterol synthase (2 3-oxidosqualene-

lanosterol cyclase) - CGNC Symbol 4650 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1359,71)" 30314 6729

ENSGALP00000019801 CID 188 - 197 septin 7 - CGNC Symbol 51333 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1359,76)" 2516 6730

ENSGALP00000040189 CID 240 - 252

enoyl CoA hydratase short chain 1 

mitochondrial - CGNC Symbol 56301 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1359,79)" 1510 false 6731

ENSGALP00000005794 CID 2,413 - 2,423

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1359,80)" 14592 false 6732



ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1359,81)" 43736 6733

ENSGALP00000016536 CID 186 - 196

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1359,83)" 8878 true 0.7 6734

ENSGALP00000024213 CID 1-Nov

ribosome production factor 2 homolog - 

CGNC Symbol 11187 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1359,83)" 8878 6735

ENSGALP00000011770 CID 251 - 261

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1359,83)" 8878 true 0.7 6736

ENSGALP00000040654 CID 2-Dec thymosin beta 4 Y-linked - HGNC:11882 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1360,67)" 4041 false 6737

ENSGALP00000012007 CID 44 - 54 archain 1 - CGNC Symbol 5606 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1360,70)" 12608 true 1.1 6738

ENSGALP00000013987 CID 386 - 396

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1360,70)" 8938 true 1.31 6739



ENSGALP00000028746 CID 104 - 115

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1360,74)" 23891 false 6740

ENSGALP00000020463 CID 701 - 710

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1360,76)" 1252 true 1.92 6741

ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1360,78)" 8959 true 1.42 6742

ENSGALP00000012481 CID 223 - 234 ribosomal protein L4 - CGNC Symbol 5828 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1360,87)" 58415 true 0.65 6743

ENSGALP00000041873 CID 56 - 67

Hsap of 1: chaperonin containing TCP1 

subunit 3 - HGNC:1616 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1361,72)" 6189 true 0.55 6744

ENSGALP00000009853 CID 144 - 154 zinc finger protein 326 - CGNC Symbol 4587 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1361,72)" 4162 true 0.58 6745

ENSGALP00000026858 CID 549 - 559

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1361,73)" 8182 6746



ENSGALP00000019667 CID 261 - 271

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1361,73)" 15085 6747

ENSGALP00000014097 CID 34 - 44

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1361,77)" 15286 false 23.88* 6748

ENSGALP00000002996 CID 426 - 437

solute carrier family 25 (mitochondrial 

carrier phosphate carrier) member 24 - 

CGNC Symbol 1369 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1361,78)" 2211 false 0.95 6749

ENSGALP00000025461 CID 64 - 75

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1361,79)" 22549 true 0.95 6750

ENSGALP00000000189 CID 13 - 23

small nuclear ribonucleoprotein polypeptide 

E - CGNC Symbol 49689 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1361,83)" 13967 6751

ENSGALP00000014746 CID 64 - 75

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1361,86)" 17374 true 0.48 6752

ENSGALP00000014260 CID 38 - 49

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1362,65)" 1352 true 0.93 6753



ENSGALP00000020349 CID 423 - 433

pre-mRNA processing factor 39 - 

HGNC:20314 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1362,65)" 20069 true 0.84 6754

ENSGALP00000040813 CID 593 - 603

transcription factor Sp1 - Refseq 

NP_989935 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1362,67)" 3410 true 0.84 6755

ENSGALP00000008236 CID 869 - 879

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1362,68)" 10426 false 5.57* 6756

ENSGALP00000007709 CID Feb-13

COP9 signalosome subunit 3 - CGNC Symbol 

3588 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1362,70)" 5481 6757

ENSGALP00000016196 CID 377 - 388

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1362,70)" 5274 6758

ENSGALP00000008236 CID 900 - 910

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1362,71)" 9282 6759

ENSGALP00000019469 CID 156 - 166 ribosomal protein SA - CGNC Symbol 49202 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1362,71)" 13203 true 0.6 6760



ENSGALP00000027982 CID 467 - 478

stromal interaction molecule 1 - CGNC 

Symbol 13037 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1362,72)" 6801 6761

ENSGALP00000019038 CID 165 - 175

Wilms tumor 1 associated protein - CGNC 

Symbol 8862 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1362,73)" 886 6762

ENSGALP00000001456 CID 496 - 508

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1362,79)" 945 false 6763

ENSGALP00000013870 CID 1-Nov

X-prolyl aminopeptidase (aminopeptidase 

P) 1 soluble - CGNC Symbol 6466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1362,81)" 58407 6764

ENSGALP00000002252 CID 461 - 471

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1362,83)" 25699 false 6765

ENSGALP00000035478 CID 1,464 - 1,477 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1362,83)" 3291 true 10.27 6766

ENSGALP00000025508 CID 60 - 71

SR-related CTD-associated factor 4 - CGNC 

Symbol 11826 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1362,85)" 19415 6767



ENSGALP00000041815 CID 194 - 206 calponin-2 - Refseq NP_001135728 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1363,64)" 7758 true 2.06 6768

ENSGALP00000020445 CID 1,878 - 1,888

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1363,66)" 55739 6769

ENSGALP00000021544 CID 1-Dec centromere protein E - CGNC Symbol 51810 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1363,66)" 55739 6770

ENSGALP00000024681 CID 87 - 96

N-acetylneuraminate synthase - CGNC 

Symbol 11406 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1363,67)" 15779 6771

ENSGALP00000014097 CID 81 - 91

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1363,67)" 6469 true 1.59 6772

ENSGALP00000003418 CID 276 - 286

hydroxysteroid (17-beta) dehydrogenase 4 - 

CGNC Symbol 1559 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1363,68)" 16101 true 0.23 6773

ENSGALP00000004257 CID 772 - 782

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1363,70)" 11782 6774



ENSGALP00000002828 CID 20 - 31

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1363,70)" 13068 true 0.89 6775

ENSGALP00000013963 CID 144 - 155

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1363,71)" 20824 6776

ENSGALP00000039623 CID 105 - 114

retention in endoplasmic reticulum sorting 

receptor 1 - CGNC Symbol 14680 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1363,72)" 32896 true 0.99 6777

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1363,74)" 1490473 true 0.26 6778

ENSGALP00000023274 CID 761 - 772

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1363,75)" 610 true 3.45 6779

ENSGALP00000025512 CID 198 - 209

phosphoglucomutase 3 - CGNC Symbol 

11829 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1363,79)" 6838 false 6780

ENSGALP00000037564 CID 104 - 115

Hsap of 4: solute carrier family 25 member 

10 - HGNC:10980 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1363,84)" 4050 true 0.84 6781



ENSGALP00000015246 CID 186 - 197 peroxiredoxin 3 - CGNC Symbol 7123 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1363,89)" 2569 true 0.95 6782

ENSGALP00000043256 CID 319 - 330

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1364,66)" 8365 false 6783

ENSGALP00000019975 CID 270 - 280

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1364,68)" 7560 true 1.01 6784

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1364,68)" 7560 true 1.01 6785

ENSGALP00000005576 CID 241 - 251

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1364,68)" 7560 true 1.01 6786

ENSGALP00000020737 CID 311 - 321 nucleoporin 153kDa - CGNC Symbol 9650 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1364,70)" 4153 true 0.83 6787

ENSGALP00000012007 CID 44 - 54 archain 1 - CGNC Symbol 5606 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1364,72)" 11364 6788



ENSGALP00000013987 CID 386 - 396

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1364,72)" 20066 6789

ENSGALP00000042639 CID 235 - 245

muscleblind-like splicing regulator 1 - CGNC 

Symbol 52321 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1364,75)" 19522 true 0.74 6790

ENSGALP00000041526 CID 46 - 56

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1364,77)" 12358 true 1.96 6791

ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1364,79)" 28904 6792

ENSGALP00000003850 CID 198 - 208

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1364,80)" 3351 true 0.71 6793

ENSGALP00000006262 CID 135 - 145

gem nuclear organelle associated protein 5 - 

CGNC Symbol 2888 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1365,64)" 4132 false 0.95 6794

ENSGALP00000008578 CID 154 - 165

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1365,64)" 3311 true 0.95 6795



ENSGALP00000037924 CID 64 - 74

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1365,67)" 2652 true 1.26 6796

ENSGALP00000017288 CID 267 - 277

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1365,78)" 6587 true 2.39 6797

ENSGALP00000014097 CID 34 - 44

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1365,79)" 2327 true 1.43 6798

ENSGALP00000004013 CID 1,862 - 1,873 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1365,80)" 1709 true 1.59 6799

ENSGALP00000025461 CID 64 - 75

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1365,80)" 20909 6800

ENSGALP00000019832 CID 399 - 409

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1366,62)" 6103 true 1.31 6801

ENSGALP00000015409 CID 733 - 743 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1366,64)" 12638 true 1.91 6802



ENSGALP00000000246 CID 1,251 - 1,262

YTH domain containing 2 - CGNC Symbol 

106 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1366,67)" 1251 false 0.96 6803

ENSGALP00000014260 CID 38 - 49

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1366,67)" 1251 6804

ENSGALP00000020349 CID 423 - 433

pre-mRNA processing factor 39 - 

HGNC:20314 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1366,68)" 13428 6805

ENSGALP00000026458 CID 377 - 390 paired box 5 - CGNC Symbol 49160 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1366,69)" 134962 false 6806

ENSGALP00000008236 CID 869 - 879

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1366,70)" 10988 6807

ENSGALP00000001745 CID 219 - 231

Fli-1 proto-oncogene ETS transcription 

factor - CGNC Symbol 51069 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1366,73)" 1925 true 2.78 6808

ENSGALP00000026579 CID 311 - 321

zinc finger protein 512 - CGNC Symbol 

12362 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1366,73)" 9207 6809



ENSGALP00000006708 CID 175 - 187 hexokinase 1 - CGNC Symbol 3101 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1366,75)" 2144 6810

ENSGALP00000021028 CID 262 - 272 radixin - CGNC Symbol 49356 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1366,76)" 93073 true 1.38 6811

ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1366,76)" 93073 true 1.38 6812

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1366,76)" 93073 true 1.38 6813

ENSGALP00000003012 CID 91 - 103

malate dehydrogenase 2 - CGNC Symbol 

1378 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1366,76)" 37187 true 0.8 6814

ENSGALP00000017157 CID 93 - 103

oxysterol binding protein like 9 - CGNC 

Symbol 8015 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1366,78)" 1612559 6815

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1366,78)" 1612559 true 1.35 6816



ENSGALP00000043135 CID 15,412 - 15,423 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1366,79)" 3442 false 6817

ENSGALP00000035478 CID 1,464 - 1,477 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1366,85)" 89723 6818

ENSGALP00000019726 CID 608 - 620

engulfment and cell motility 1 - CGNC 

Symbol 51330 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1366,85)" 89723 false 1.99 6819

ENSGALP00000041815 CID 194 - 206 calponin-2 - Refseq NP_001135728 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1367,66)" 19035 6820

ENSGALP00000008299 CID 42 - 52

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1367,71)" 1285 true 3.76 6821

ENSGALP00000010510 CID 540 - 550

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1367,72)" 8986 true 0.96 6822

ENSGALP00000039623 CID 105 - 114

retention in endoplasmic reticulum sorting 

receptor 1 - CGNC Symbol 14680 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1367,74)" 24119 6823



ENSGALP00000043196 CID 2,376 - 2,387

marker of proliferation Ki-67 - CGNC Symbol 

16321 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1367,79)" 1916 false 0.82 6824

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1367,80)" 2005 true 1.11 6825

ENSGALP00000001332 CID 134 - 145 lysyl-tRNA synthetase - CGNC Symbol 602 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1367,80)" 55404 true 0.65 6826

ENSGALP00000043135 CID 25,416 - 25,428 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1367,80)" 173616 6827

ENSGALP00000014107 CID 181 - 190 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1367,80)" 2169 false 6828

ENSGALP00000009964 CID 356 - 367

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1367,81)" 11518 true 0.79 6829

ENSGALP00000003646 CID 319 - 330

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1367,83)" 12178 true 1.14 6830



ENSGALP00000010414 CID 266 - 277

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1368,59)" 13473 true 1.34 6831

ENSGALP00000003737 CID 93 - 103 enolase 1 (alpha) - CGNC Symbol 49607 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1368,64)" 26619 false 0.99 6832

ENSGALP00000042374 CID 336 - 345

thimet oligopeptidase 1 - CGNC Symbol 

52774 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1368,70)" 2347 true 1.01 6833

ENSGALP00000005576 CID 241 - 251

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1368,71)" 10385 6834

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1368,71)" 10385 6835

ENSGALP00000019975 CID 270 - 280

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1368,71)" 10385 6836

ENSGALP00000011666 CID 99 - 110

kinesin family member 5B - CGNC Symbol 

5451 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1368,73)" 139832 6837



ENSGALP00000010423 CID 284 - 294

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1368,73)" 139832 true 1.28 6838

ENSGALP00000008863 CID 61 - 71

transmembrane 9 superfamily member 3 - 

CGNC Symbol 4123 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1368,75)" 8840 true 0.97 6839

ENSGALP00000014509 CID 172 - 184

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1368,76)" 3910 6840

ENSGALP00000041526 CID 46 - 56

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1368,77)" 35178 6841

ENSGALP00000040653 CID 90 - 100

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1368,85)" 55618 true 1.62 6842

ENSGALP00000008578 CID 154 - 165

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1369,66)" 3157 6843

ENSGALP00000026301 CID 139 - 150

NADH:ubiquinone oxidoreductase subunit 

B9 - CGNC Symbol 12221 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1369,67)" 8423 true 0.93 6844



ENSGALP00000013540 CID 374 - 385

round spermatid basic protein 1-like - CGNC 

Symbol 6312 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1369,70)" 3303 6845

ENSGALP00000007492 CID 318 - 328

tropomodulin 3 (ubiquitous) - CGNC Symbol 

49978 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1369,70)" 18855 6846

ENSGALP00000037924 CID 64 - 74

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1369,70)" 4319 6847

ENSGALP00000003954 CID 607 - 621

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1369,70)" 136247 true 0.7 6848

ENSGALP00000014317 CID 305 - 317

isocitrate dehydrogenase 1 (NADP+) soluble 

- CGNC Symbol 6693 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1369,70)" 4208 true 1.73 6849

ENSGALP00000016481 CID 553 - 562

Sec23 homolog A (S. cerevisiae) - CGNC 

Symbol 7715 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1369,75)" 6675 6850

ENSGALP00000026123 CID 359 - 369

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1369,76)" 6697 true 1.03 6851



ENSGALP00000011717 CID 142 - 153

ribosomal protein large P0 - CGNC Symbol 

49505 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1369,78)" 5978 true 1.83 6852

ENSGALP00000021957 CID 4,538 - 4,548

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1369,82)" 269034 false 6853

ENSGALP00000016196 CID 264 - 274

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1369,84)" 4957 false 6854

ENSGALP00000012130 CID 99 - 109

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1369,87)" 23460 true 0.92 6855

ENSGALP00000019832 CID 399 - 409

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1370,63)" 7971 6856

ENSGALP00000015409 CID 733 - 743 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1370,67)" 26302 6857

ENSGALP00000004048 CID 1,189 - 1,200 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1370,71)" 10664 true 0.92 6858



ENSGALP00000040813 CID 593 - 603

transcription factor Sp1 - Refseq 

NP_989935 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1370,73)" 5280 true 0.84 6859

ENSGALP00000019469 CID 156 - 166 ribosomal protein SA - CGNC Symbol 49202 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1370,76)" 7937 true 0.6 6860

ENSGALP00000003012 CID 91 - 103

malate dehydrogenase 2 - CGNC Symbol 

1378 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1370,78)" 86439 6861

ENSGALP00000026288 CID 458 - 468

zinc finger protein X-linked - CGNC Symbol 

50801 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1370,78)" 3512 true 2.12 6862

ENSGALP00000025606 CID 135 - 146

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1370,81)" 186406 true 0.96 6863

ENSGALP00000014097 CID 81 - 91

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1371,72)" 10307 true 1.59 6864

ENSGALP00000003418 CID 276 - 286

hydroxysteroid (17-beta) dehydrogenase 4 - 

CGNC Symbol 1559 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1371,73)" 2362 true 0.23 6865



ENSGALP00000020147 CID 519 - 530

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1371,73)" 14866 true 8.18 6866

ENSGALP00000004048 CID 818 - 829 kinectin 1 - CGNC Symbol 9206 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1371,80)" 431120 6867

ENSGALP00000038234 CID 193 - 205

canopy FGF signaling regulator 3 - CGNC 

Symbol 64129 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1371,80)" 431120 false 6868

ENSGALP00000003234 CID 1,423 - 1,433

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1371,81)" 39944 false 6869

ENSGALP00000001909 CID 1,374 - 1,386

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1371,81)" 124730 true 0.89 6870

ENSGALP00000003538 CID 69 - 81

eukaryotic translation termination factor 1 - 

CGNC Symbol 1614 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1371,81)" 124730 6871

ENSGALP00000019801 CID 68 - 79 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1371,82)" 1010708 6872



ENSGALP00000016413 CID 201 - 213

DNA methyltransferase 1 associated protein 

1 - CGNC Symbol 7677 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1371,82)" 1010708 6873

ENSGALP00000003675 CID 2,765 - 2,776 Helicase SRCAP - CGNC Symbol 66016 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1371,82)" 605148 false 6874

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1371,82)" 59407 6875

ENSGALP00000030005 CID 65 - 75

ubiquitin-conjugating enzyme E2N - CGNC 

Symbol 50617 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1371,83)" 365658 false 2.58 6876

ENSGALP00000002808 CID 255 - 266

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1371,83)" 365658 false 2.58 6877

ENSGALP00000009964 CID 356 - 367

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1371,83)" 9094 6878

ENSGALP00000003646 CID 319 - 330

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1371,83)" 22479 6879



ENSGALP00000015623 CID 329 - 339

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1372,61)" 9699 true 0.97 6880

ENSGALP00000010414 CID 266 - 277

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1372,61)" 18092 6881

ENSGALP00000010423 CID 284 - 294

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1372,73)" 132378 6882

ENSGALP00000016660 CID 488 - 499

nuclear autoantigenic sperm protein 

(histone-binding) - CGNC Symbol 7802 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1372,78)" 24097 true 0.79 6883

ENSGALP00000042639 CID 235 - 245

muscleblind-like splicing regulator 1 - CGNC 

Symbol 52321 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1372,80)" 2117 true 0.66 6884

ENSGALP00000038795 CID 219 - 230

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1372,81)" 1961 false 6885

ENSGALP00000029288 CID Sep-20

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1372,82)" 706 6886



ENSGALP00000013500 CID 121 - 132

family with sequence similarity 185 

member A - CGNC Symbol 50577 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1372,84)" 7576 6887

ENSGALP00000011673 CID 54 - 63

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1373,66)" 12754 true 2.3 6888

ENSGALP00000026301 CID 139 - 150

NADH:ubiquinone oxidoreductase subunit 

B9 - CGNC Symbol 12221 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1373,68)" 6054 6889

ENSGALP00000013837 CID 188 - 199

heterogeneous nuclear ribonucleoprotein L-

like - CGNC Symbol 6450 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1373,72)" 29097 6890

ENSGALP00000003954 CID 607 - 621

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1373,72)" 159841 6891

ENSGALP00000014317 CID 305 - 317

isocitrate dehydrogenase 1 (NADP+) soluble 

- CGNC Symbol 6693 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1373,73)" 23039 6892

ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 

ribonucleoprotein polypeptide G (SNRPG) 

mRNA. - RefSeq mRNA NM_001302092 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1373,76)" 3254 true 1.09 6893



ENSGALP00000019704 CID 404 - 415

NME/NM23 family member 8 - CGNC 

Symbol 9158 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1373,84)" 349503 true 1.28 6894

ENSGALP00000021838 CID 17 - 28 RNA binding motif protein 14 - HGNC:14219 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1373,85)" 27928 false 6895

ENSGALP00000001480 CID 192 - 202 myeloperoxidase - CGNC Symbol 50519 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1374,74)" 10072 6896

ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1374,81)" 187971 true 1.36 6897

ENSGALP00000021028 CID 262 - 272 radixin - CGNC Symbol 49356 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1374,81)" 187971 true 1.36 6898

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1374,81)" 187971 true 1.36 6899

ENSGALP00000038835 CID 832 - 843 mutS homolog 6 - CGNC Symbol 6804 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1374,81)" 1008 false 6900



ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1374,83)" 1013310 false 2.78 6901

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1374,83)" 2188606 true 1.35 6902

ENSGALP00000041156 CID 259 - 269

E3 ubiquitin-protein ligase Hakai - Refseq 

NP_001007849 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1375,60)" 5801 true 1.03 6903

ENSGALP00000035595 CID 107 - 117

40S ribosomal protein S11 - Refseq 

NP_001026004 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1375,66)" 71056 true 1 6904

ENSGALP00000013480 CID 162 - 172

V-set and immunoglobulin domain 

containing 1 - CGNC Symbol 6282 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1375,68)" 390159 6905

ENSGALP00000016270 CID 107 - 117

bromodomain adjacent to zinc finger 

domain 1A - CGNC Symbol 7626 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1375,69)" 718 false 6906

ENSGALP00000037924 CID 31 - 41

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1375,75)" 21366 true 0.79 6907



ENSGALP00000013987 CID 433 - 443

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1375,75)" 86048 6908

ENSGALP00000013574 CID 60 - 71

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1375,76)" 7700 true 0.91 6909

ENSGALP00000018652 CID 319 - 329

actin related protein 2/3 complex subunit 2 

34kDa - CGNC Symbol 8704 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1375,78)" 10345 6910

ENSGALP00000003717 CID 351 - 362

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1375,78)" 9240 true 0.81 6911

ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1375,79)" 4762 6912

ENSGALP00000013964 CID 163 - 174

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1375,79)" 57023 true 0.46 6913

ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1375,79)" 57023 true 0.46 6914



ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1375,82)" 614806 true 6.76 6915

ENSGALP00000028746 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1375,83)" 9261 true 0.88 6916

ENSGALP00000015623 CID 329 - 339

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1376,62)" 2469 6917

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1376,66)" 1330 true 1.88 6918

ENSGALP00000002001 CID 159 - 169

ubiquitin conjugating enzyme E2 Z - CGNC 

Symbol 899 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1376,67)" 4048 false 6919

ENSGALP00000015560 CID 277 - 288

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1376,69)" 5114 true 0.58 6920

ENSGALP00000012145 CID 371 - 381

structure specific recognition protein 1 - 

CGNC Symbol 49844 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1376,72)" 381 6921



ENSGALP00000003675 CID 1,367 - 1,377 Helicase SRCAP - CGNC Symbol 66016 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1376,74)" 1294 true 1.2 6922

ENSGALP00000011018 CID 334 - 346

ubiquitin specific peptidase 19 - 

HGNC:12617 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1376,77)" 5788 false 6923

ENSGALP00000019801 CID 312 - 322 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1377,69)" 11128 6924

ENSGALP00000023165 CID 33 - 43

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1377,69)" 1825 true 1.65 6925

ENSGALP00000011673 CID 54 - 63

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1377,69)" 32235 6926

ENSGALP00000020445 CID 1,857 - 1,867

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1377,70)" 1151 true 1.52 6927

ENSGALP00000008171 CID 1,056 - 1,067

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1377,70)" 1151 false 1.65 6928



ENSGALP00000035864 CID 611 - 622 BCL6 corepressor - HGNC:20893 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1377,70)" 1151 false 0.37 6929

ENSGALP00000025600 CID 99 - 111

2 4-dienoyl CoA reductase 1 mitochondrial - 

CGNC Symbol 11873 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1377,72)" 2361 true 0.91 6930

ENSGALP00000002322 CID 87 - 98

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1377,74)" 45429 false 1.65 6931

ENSGALP00000043256 CID 88 - 99

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1377,74)" 45429 false 0.72 6932

ENSGALP00000023396 CID 72 - 84

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1377,78)" 20538 true 3.3 6933

ENSGALP00000008763 CID 837 - 848

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1377,78)" 20538 false 2.3 6934

ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 

ribonucleoprotein polypeptide G (SNRPG) 

mRNA. - RefSeq mRNA NM_001302092 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1377,78)" 3683 6935



ENSGALP00000020064 CID 546 - 555

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1377,79)" 15498 false 6936

ENSGALP00000011717 CID 142 - 153

ribosomal protein large P0 - CGNC Symbol 

49505 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1377,83)" 29650 true 2.02 6937

ENSGALP00000024757 CID 1-Dec

ATP synthase H+ transporting mitochondrial 

Fo complex subunit E - CGNC Symbol 11448 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1377,85)" 14231 true 1.36 6938

ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1378,67)" 25526 true 0.77 6939

ENSGALP00000008056 CID 299 - 311

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1378,68)" 8027 6940

ENSGALP00000016623 CID 96 - 105

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1378,68)" 8027 true 1.39 6941

ENSGALP00000040836 CID 300 - 310

acidic residue methyltransferase 1 - CGNC 

Symbol 9819 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1378,78)" 1514 6942



ENSGALP00000015176 CID 355 - 367

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1378,85)" 3666 false 6943

ENSGALP00000025606 CID 135 - 146

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1378,85)" 142799 true 0.96 6944

ENSGALP00000041156 CID 259 - 269

E3 ubiquitin-protein ligase Hakai - Refseq 

NP_001007849 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1379,62)" 4692 6945

ENSGALP00000012348 CID 60 - 70

Gallus gallus LIM domain binding 1 (LDB1) 

mRNA. - RefSeq mRNA NM_205070 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1379,64)" 31533 true 1.95 6946

ENSGALP00000035595 CID 107 - 117

40S ribosomal protein S11 - Refseq 

NP_001026004 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1379,68)" 69996 6947

ENSGALP00000023274 CID 688 - 699

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1379,68)" 2884 true 0.84 6948

ENSGALP00000036774 CID 302 - 312

DnaJ (Hsp40) homolog subfamily A member 

1 - CGNC Symbol 53066 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1379,70)" 5834 true 1.92 6949



ENSGALP00000015979 CID 159 - 170

peptidylprolyl isomerase G (cyclophilin G) - 

CGNC Symbol 7474 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1379,72)" 16358 true 1.87 6950

ENSGALP00000020463 CID 338 - 350

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1379,77)" 24086 true 0.43 6951

ENSGALP00000013574 CID 60 - 71

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1379,77)" 1909 6952

ENSGALP00000000304 CID 44 - 56

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1379,80)" 228669 false 1.87 6953

ENSGALP00000025019 CID 195 - 205

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1379,80)" 408438 false 6954

ENSGALP00000009552 CID 93 - 105

ribosomal protein L27a - CGNC Symbol 

55716 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1379,80)" 408438 true 0.81 6955

ENSGALP00000011103 CID 661 - 670 insulin degrading enzyme - HGNC:5381 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1379,80)" 2338 false 6956



ENSGALP00000035933 CID 211 - 221 cathepsin B - CGNC Symbol 12486 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1380,63)" 3365 false 6957

ENSGALP00000017462 CID 115 - 127

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1380,69)" 9879 true 1.45 6958

ENSGALP00000002001 CID 159 - 169

ubiquitin conjugating enzyme E2 Z - CGNC 

Symbol 899 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1380,70)" 4138 6959

ENSGALP00000015560 CID 277 - 288

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1380,71)" 2951 6960

ENSGALP00000018695 CID 301 - 312

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1380,75)" 29799 6961

ENSGALP00000011961 CID 120 - 129

phosphatidylethanolamine binding protein 

1 - CGNC Symbol 5589 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1380,76)" 1661 false 1.65 6962

ENSGALP00000027078 CID 461 - 471

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1380,76)" 1661 true 4.16 6963



ENSGALP00000008530 CID 202 - 213

eukaryotic translation initiation factor 3 

subunit F - CGNC Symbol 3965 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1380,79)" 10729 true 1.2 6964

ENSGALP00000016660 CID 488 - 499

nuclear autoantigenic sperm protein 

(histone-binding) - CGNC Symbol 7802 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1380,83)" 17636 true 0.79 6965

ENSGALP00000023396 CID 206 - 218

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1381,71)" 6718 true 1.41 6966

ENSGALP00000023165 CID 33 - 43

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1381,71)" 4991 6967

ENSGALP00000016102 CID 587 - 597

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1381,73)" 28471 false 0.75 6968

ENSGALP00000001315 CID 59 - 69

nudC nuclear distribution protein - CGNC 

Symbol 591 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1381,73)" 28471 true 0.75 6969

ENSGALP00000004745 CID 546 - 555 nucleoporin 93kDa - CGNC Symbol 2176 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1381,75)" 107236 6970



ENSGALP00000007945 CID 83 - 93

translocase of inner mitochondrial 

membrane 8 homolog A (yeast) - CGNC 

Symbol 3689 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1381,75)" 11197 true 0.92 6971

ENSGALP00000043256 CID 88 - 99

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1381,77)" 69714 false 1.26 6972

ENSGALP00000019975 CID 476 - 487

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1381,78)" 2699 true 1.07 6973

ENSGALP00000027534 CID 311 - 323

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1381,79)" 21835 6974

ENSGALP00000013355 CID 45 - 56 ribosomal protein L30 - CGNC Symbol 6224 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1381,81)" 1354746 false 0.44 6975

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1381,81)" 1354746 true 1.31 6976

ENSGALP00000007822 CID 408 - 419

coronin actin binding protein 1C - CGNC 

Symbol 50369 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1381,82)" 47452 false 1.18 6977



ENSGALP00000012471 CID 63 - 74

nucleophosmin/nucleoplasmin 3 - CGNC 

Symbol 5822 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1381,82)" 47452 false 1.18 6978

ENSGALP00000014768 CID 281 - 292

EH-domain containing 3 - CGNC Symbol 

51465 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1381,82)" 686168 false 1.74 6979

ENSGALP00000018382 CID 1,387 - 1,398

early endosome antigen 1 - CGNC Symbol 

8572 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1381,82)" 686168 false 0.7 6980

ENSGALP00000004048 CID 151 - 163 kinectin 1 - CGNC Symbol 9206 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1381,82)" 1110459 false 0.16 6981

ENSGALP00000012267 CID 162 - 173

leucine rich repeats and calponin homology 

domain containing 3 - HGNC:28637 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1381,83)" 1167 true 1.26 6982

ENSGALP00000021927 CID 171 - 180

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1382,57)" 76771 true 0.43 6983

ENSGALP00000019975 CID 259 - 269

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1382,66)" 3511 true 1.05 6984



ENSGALP00000005576 CID 230 - 240

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1382,66)" 3511 true 1.05 6985

ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1382,69)" 15913 6986

ENSGALP00000013240 CID 1,607 - 1,618

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1382,77)" 57515 6987

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1382,77)" 416926 true 1.42 6988

ENSGALP00000018765 CID 24 - 35

ribosomal protein L14 - CGNC Symbol 

49056 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1382,79)" 807 true 0.96 6989

ENSGALP00000016375 CID 1,569 - 1,581

eukaryotic translation initiation factor 4 

gamma 3 - CGNC Symbol 7664 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1382,79)" 807 false 6990

ENSGALP00000013240 CID 2,164 - 2,177

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1382,80)" 12652 false 0.66 6991



ENSGALP00000022392 CID 805 - 815 transportin 3 - CGNC Symbol 10345 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1382,84)" 1198 false 6992

ENSGALP00000007672 CID 111 - 121

isoleucyl-tRNA synthetase - CGNC Symbol 

3573 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1383,63)" 6335 true 1.03 6993

ENSGALP00000012348 CID 60 - 70

Gallus gallus LIM domain binding 1 (LDB1) 

mRNA. - RefSeq mRNA NM_205070 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1383,66)" 61385 6994

ENSGALP00000001480 CID 575 - 585 myeloperoxidase - CGNC Symbol 50519 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1383,71)" 29862 6995

ENSGALP00000003234 CID 1,589 - 1,599

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1383,73)" 5032 true 0.63 6996

ENSGALP00000020463 CID 482 - 494

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1383,74)" 7608 6997

ENSGALP00000026615 CID 382 - 394

carbamoyl-phosphate synthetase 2 

aspartate transcarbamylase and 

dihydroorotase - HGNC:1424 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1383,75)" 22346 6998



ENSGALP00000027373 CID 183 - 194

GPALPP motifs containing 1 - CGNC Symbol 

12739 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1383,77)" 71873 false 0.43 6999

ENSGALP00000006532 CID 296 - 306

DnaJ heat shock protein family (Hsp40) 

member A2 - CGNC Symbol 3019 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1383,77)" 37967 false 0.86 7000

ENSGALP00000037924 CID 31 - 41

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1383,80)" 18548 true 0.79 7001

ENSGALP00000041423 CID 137 - 147

glutathione peroxidase 1 - CGNC Symbol 

65881 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1383,80)" 18548 false 7002

ENSGALP00000013964 CID 163 - 174

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1383,81)" 26844 true 0.9 7003

ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1383,81)" 26844 true 0.9 7004

ENSGALP00000026663 CID 49 - 61

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1383,81)" 26844 false 3.55 7005



ENSGALP00000009552 CID 93 - 105

ribosomal protein L27a - CGNC Symbol 

55716 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1383,82)" 313552 7006

ENSGALP00000026663 CID 49 - 61

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1383,82)" 17843 false 10.12 7007

ENSGALP00000003717 CID 351 - 362

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1383,83)" 7456 true 0.81 7008

ENSGALP00000012100 CID 29 - 41

leucyl-tRNA synthetase - CGNC Symbol 

5654 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1384,67)" 18287 true 0.81 7009

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1384,70)" 4376 true 1.88 7010

ENSGALP00000013964 CID 47 - 58

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1384,71)" 47877 true 0.79 7011

ENSGALP00000020310 CID 479 - 489 SET binding factor 1 - CGNC Symbol 9447 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1384,76)" 759 7012



ENSGALP00000040730 CID 164 - 175

replication factor C subunit 5 - CGNC 

Symbol 63430 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1384,78)" 156768 true 0.44 7013

ENSGALP00000042403 CID 274 - 284

uncharacterized protein LOC424740 - 

Refseq NP_001026471 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1384,78)" 10511 false 7014

ENSGALP00000008530 CID 202 - 213

eukaryotic translation initiation factor 3 

subunit F - CGNC Symbol 3965 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1384,80)" 2022 7015

ENSGALP00000022434 CID 472 - 483

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1384,81)" 8467 false 7016

ENSGALP00000007481 CID 110 - 120 BUD31 homolog - CGNC Symbol 3487 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1385,57)" 15571 true 1.01 7017

ENSGALP00000042136 CID 1,785 - 1,795

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1385,63)" 13013 true 1.3 7018

ENSGALP00000007174 CID 1-Oct

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1385,69)" 1064 false 7019



ENSGALP00000009985 CID Nov-21

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1385,73)" 5245 true 0.57 7020

ENSGALP00000025669 CID 196 - 207 small ArfGAP 1 - HGNC:19651 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1385,75)" 618 false 7021

ENSGALP00000019704 CID 538 - 549

NME/NM23 family member 8 - CGNC 

Symbol 9158 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1385,75)" 618 false 7022

P13645 CID 246 - 257

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1385,77)" 6580 false 0.52 7023

ENSGALP00000007945 CID 83 - 93

translocase of inner mitochondrial 

membrane 8 homolog A (yeast) - CGNC 

Symbol 3689 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1385,78)" 14829 7024

ENSGALP00000023396 CID 72 - 84

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1385,79)" 9607 true 1.36 7025

ENSGALP00000037222 CID 80 - 91

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1385,80)" 27181 false 7026



ENSGALP00000005794 CID 307 - 318

spen family transcriptional repressor - CGNC 

Symbol 2675 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1385,81)" 1280 false 0.64 7027

ENSGALP00000026123 CID 261 - 272

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1385,82)" 73611 true 0.57 7028

ENSGALP00000003954 CID 220 - 231

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1385,83)" 68486 false 7029

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1385,83)" 6905 false 8.81* 7030

ENSGALP00000010303 CID 208 - 219 interleukin 16 - CGNC Symbol 4808 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1385,83)" 6905 false 0.19 7031

ENSGALP00000014372 CID 151 - 163

pre-mRNA processing factor 4 - CGNC 

Symbol 6724 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1385,84)" 34050 false 7032

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1385,84)" 2020 7033



ENSGALP00000012267 CID 162 - 173

leucine rich repeats and calponin homology 

domain containing 3 - HGNC:28637 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1385,85)" 742 7034

ENSGALP00000021927 CID 171 - 180

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1386,59)" 31323 7035

ENSGALP00000002008 CID 280 - 291 c-src tyrosine kinase - CGNC Symbol 902 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1386,65)" 465 false 7036

ENSGALP00000005576 CID 230 - 240

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1386,66)" 4572 7037

ENSGALP00000019975 CID 259 - 269

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1386,66)" 4572 7038

ENSGALP00000019634 CID 317 - 326

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1386,74)" 5128 false 7039

ENSGALP00000001195 CID 25 - 35

bromodomain adjacent to zinc finger 

domain 1B - CGNC Symbol 533 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1386,76)" 48760 true 0.93 7040



ENSGALP00000037462 CID 114 - 126 thymopoietin - CGNC Symbol 50621 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1386,77)" 234704 true 0.8 7041

ENSGALP00000022208 CID 581 - 593

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1386,77)" 234704 7042

ENSGALP00000002235 CID 15 - 27 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1386,79)" 416996 true 1.58 7043

ENSGALP00000024624 CID 570 - 581

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1386,80)" 9592 true 0.8 7044

ENSGALP00000018765 CID 24 - 35

ribosomal protein L14 - CGNC Symbol 

49056 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1386,81)" 772 7045

ENSGALP00000007672 CID 111 - 121

isoleucyl-tRNA synthetase - CGNC Symbol 

3573 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1387,65)" 4483 7046

ENSGALP00000041323 CID 116 - 126

heterogeneous nuclear ribonucleoprotein U-

like 1 - CGNC Symbol 58103 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1387,68)" 6875 7047



ENSGALP00000002520 CID 128 - 138 septin 2-like - CGNC Symbol 50343 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1387,71)" 57814 true 2.4 7048

ENSGALP00000009314 CID 129 - 139 septin 2 - CGNC Symbol 4335 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1387,71)" 57814 true 2.4 7049

ENSGALP00000035593 CID 19 - 31 Hemoglobin subunit beta - UP P02112 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1387,71)" 121048 true 1.03 7050

ENSGALP00000014308 CID 191 - 203

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1387,73)" 7952 false 2.10* 7051

ENSGALP00000004257 CID 1,509 - 1,519

5'-3' exoribonuclease 1 - CGNC Symbol 

1951 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1387,73)" 7952 false 7052

ENSGALP00000003234 CID 1,589 - 1,599

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1387,75)" 7976 7053

ENSGALP00000035366 CID 341 - 353

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1387,75)" 41406 7054



ENSGALP00000028167 CID 33 - 45

deoxyhypusine 

hydroxylase/monooxygenase - CGNC 

Symbol 13093 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1387,75)" 4278 7055

ENSGALP00000016648 CID 55 - 65 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1387,75)" 3186 true 1.05 7056

ENSGALP00000036720 CID 4,332 - 4,342

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1387,80)" 2326 false 7057

ENSGALP00000009341 CID 146 - 158

high density lipoprotein binding protein - 

CGNC Symbol 4348 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1387,84)" 896 true 0.63 7058

ENSGALP00000016918 CID 42 - 54

eukaryotic translation initiation factor 2A - 

CGNC Symbol 7921 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1387,84)" 16153 7059

ENSGALP00000038764 CID 102 - 113

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1387,84)" 999 true 0.01 7060

ENSGALP00000040960 CID 307 - 318

ketosamine-3-kinase - Refseq 

NP_001108110 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1387,84)" 1570493 false 7061



ENSGALP00000016361 CID 188 - 199

ribosomal protein S3A - CGNC Symbol 

51748 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1387,85)" 1881568 false 7062

ENSGALP00000012641 CID 177 - 188 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1387,86)" 1248075 7063

ENSGALP00000006213 CID 3,552 - 3,563

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1387,86)" 1248075 false 0.41 7064

ENSGALP00000016361 CID 188 - 199

ribosomal protein S3A - CGNC Symbol 

51748 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1387,86)" 1248075 false 0.41 7065

ENSGALP00000035864 CID 995 - 1,005 BCL6 corepressor - HGNC:20893 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1388,63)" 8080 7066

ENSGALP00000019975 CID 73 - 83

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1388,70)" 80383 true 1.48 7067

ENSGALP00000012100 CID 29 - 41

leucyl-tRNA synthetase - CGNC Symbol 

5654 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1388,72)" 20654 7068



ENSGALP00000040424 CID 304 - 314

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1388,73)" 16013 true 1.13 7069

ENSGALP00000002373 CID 465 - 476

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1388,73)" 16013 false 0.45 7070

ENSGALP00000040484 CID 52 - 63

ribosomal protein S28 - CGNC Symbol 

54861 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1388,73)" 9304 true 0.85 7071

ENSGALP00000037866 CID 363 - 374

ornithine aminotransferase - CGNC Symbol 

52788 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1388,73)" 9304 false 0.85 7072

ENSGALP00000017462 CID 115 - 127

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1388,74)" 15744 true 1.45 7073

ENSGALP00000011961 CID 120 - 129

phosphatidylethanolamine binding protein 

1 - CGNC Symbol 5589 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1388,80)" 2747 true 1.65 7074

ENSGALP00000040730 CID 164 - 175

replication factor C subunit 5 - CGNC 

Symbol 63430 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1388,81)" 40456 7075



ENSGALP00000008530 CID 202 - 213

eukaryotic translation initiation factor 3 

subunit F - CGNC Symbol 3965 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1388,82)" 4646 true 1.2 7076

ENSGALP00000043135 CID 1,044 - 1,055 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1388,85)" 6356 false 0.42 7077

ENSGALP00000007481 CID 110 - 120 BUD31 homolog - CGNC Symbol 3487 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1389,62)" 24468 7078

ENSGALP00000042136 CID 1,785 - 1,795

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1389,66)" 16943 7079

ENSGALP00000012592 CID 634 - 645 forkhead box P1 - CGNC Symbol 50159 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1389,68)" 47813 false 7080

ENSGALP00000018987 CID Feb-14 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1389,68)" 47813 7081

ENSGALP00000038753 CID 318 - 329 coronin 7 - CGNC Symbol 50317 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1389,72)" 29825 7082



ENSGALP00000009709 CID 737 - 749

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1389,74)" 4336 true 0.74 7083

ENSGALP00000018750 CID 186 - 197

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1389,75)" 19680 true 0.79 7084

ENSGALP00000015176 CID 173 - 183

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1389,76)" 4216 true 0.99 7085

ENSGALP00000023396 CID 206 - 218

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1389,76)" 438 true 0.83 7086

ENSGALP00000009985 CID Nov-21

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1389,76)" 1950 7087

ENSGALP00000035864 CID 175 - 187 BCL6 corepressor - HGNC:20893 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1389,76)" 1950 false 0.79 7088

ENSGALP00000020445 CID 1,857 - 1,867

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1389,77)" 2310 true 1.52 7089



ENSGALP00000001315 CID 59 - 69

nudC nuclear distribution protein - CGNC 

Symbol 591 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1389,78)" 18730 true 0.75 7090

ENSGALP00000015978 CID 1,086 - 1,097

aquarius intron-binding spliceosomal factor - 

CGNC Symbol 7473 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1389,78)" 18730 false 1.02 7091

ENSGALP00000019975 CID 476 - 487

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1389,83)" 2877 true 1.07 7092

ENSGALP00000017661 CID 800 - 811

USO1 vesicle transport factor - CGNC 

Symbol 8265 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1389,86)" 7959 false 7093

ENSGALP00000026123 CID 261 - 272

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1389,87)" 14221 7094

ENSGALP00000041815 CID 112 - 124 calponin-2 - Refseq NP_001135728 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1389,87)" 519448 7095

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1389,87)" 519448 true 0.76 7096



ENSGALP00000014154 CID 809 - 820

ESF1 nucleolar pre-rRNA processing protein 

homolog - CGNC Symbol 6612 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1389,87)" 3526 true 0.93 7097

ENSGALP00000004104 CID 155 - 166

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1390,62)" 4195 true 1.18 7098

ENSGALP00000014939 CID 190 - 199

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1390,72)" 19784 7099

ENSGALP00000039050 CID 489 - 499

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1390,76)" 3464 false 7100

ENSGALP00000001195 CID 25 - 35

bromodomain adjacent to zinc finger 

domain 1B - CGNC Symbol 533 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1390,77)" 62903 7101

ENSGALP00000037462 CID 114 - 126 thymopoietin - CGNC Symbol 50621 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1390,80)" 138874 7102

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1390,81)" 93380 true 1.57 7103



ENSGALP00000002235 CID 15 - 27 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1390,81)" 759461 7104

ENSGALP00000004840 CID 365 - 376 replication protein A1 - CGNC Symbol 2225 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1390,82)" 642204 7105

ENSGALP00000040189 CID 216 - 228

enoyl CoA hydratase short chain 1 

mitochondrial - CGNC Symbol 56301 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1390,84)" 21846 false 7106

ENSGALP00000016490 CID 135 - 146

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1391,67)" 6288 false 7107

ENSGALP00000027982 CID 550 - 560

stromal interaction molecule 1 - CGNC 

Symbol 13037 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1391,67)" 15045 false 1.52 7108

ENSGALP00000016490 CID 135 - 146

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1391,67)" 15045 false 0.97 7109

ENSGALP00000020737 CID 821 - 832 nucleoporin 153kDa - CGNC Symbol 9650 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1391,68)" 1454 true 0.72 7110



ENSGALP00000033741 CID 61 - 72

EF-hand domain family member D1 - CGNC 

Symbol 52247 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1391,72)" 2119 true 0.86 7111

ENSGALP00000002520 CID 128 - 138 septin 2-like - CGNC Symbol 50343 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1391,73)" 141767 7112

ENSGALP00000009314 CID 129 - 139 septin 2 - CGNC Symbol 4335 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1391,73)" 141767 7113

ENSGALP00000022772 CID 447 - 457

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1391,75)" 103196 true 1.02 7114

ENSGALP00000003584 CID 74 - 84 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1391,75)" 269430 true 0.73 7115

ENSGALP00000034108 CID 43 - 55

pyruvate kinase muscle - CGNC Symbol 

1412 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1391,77)" 267156 7116

ENSGALP00000013964 CID 163 - 174

tubulin beta 4B class IVb - CGNC Symbol 

50466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1391,77)" 82218 true 1.52 7117



ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1391,77)" 82218 true 1.52 7118

ENSGALP00000027373 CID Apr-16

GPALPP motifs containing 1 - CGNC Symbol 

12739 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1391,81)" 5553 true 0.78 7119

ENSGALP00000008824 CID 294 - 304

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1392,69)" 1430 true 1.07 7120

ENSGALP00000014509 CID 245 - 260

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1392,70)" 20277 true 0.75 7121

ENSGALP00000019975 CID 73 - 83

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1392,74)" 165878 7122

ENSGALP00000015016 CID 232 - 243

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1392,74)" 7932 false 0.45 7123

ENSGALP00000040484 CID 52 - 63

ribosomal protein S28 - CGNC Symbol 

54861 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1392,74)" 7932 7124



ENSGALP00000013964 CID 47 - 58

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1392,76)" 27253 true 0.79 7125

ENSGALP00000021030 CID 1,842 - 1,853

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1392,76)" 27253 7126

ENSGALP00000040638 CID 1,259 - 1,269 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1392,76)" 8812 true 2.98 7127

ENSGALP00000003423 CID 585 - 595

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1392,77)" 4510 true 2.3 7128

ENSGALP00000010387 CID 98 - 108

nucleosome assembly protein 1-like 4 - 

CGNC Symbol 51885 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1392,80)" 5837 true 1.23 7129

ENSGALP00000016623 CID 107 - 117

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1392,80)" 5837 true 1.23 7130

ENSGALP00000010303 CID 1,428 - 1,440 interleukin 16 - CGNC Symbol 4808 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1392,86)" 1993 false 7131



ENSGALP00000016334 CID 157 - 167

proteasome subunit alpha 6 - CGNC Symbol 

7649 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1393,58)" 40402 true 1.15 7132

P13645 CID 323 - 333

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1393,68)" 4686 true 0.67 7133

ENSGALP00000007174 CID 1-Oct

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1393,73)" 3227 false 7134

ENSGALP00000029968 CID 250 - 261 ribosomal protein L3 - CGNC Symbol 50654 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1393,78)" 14268 false 7135

ENSGALP00000018750 CID 186 - 197

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1393,78)" 14268 7136

ENSGALP00000005643 CID 99 - 109

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1393,79)" 2359 true 2.13 7137

ENSGALP00000012068 CID 62 - 73

Hsap of 1: mitochondrial ribosomal protein 

L28 - HGNC:14484 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1393,81)" 11378 true 0.59 7138



ENSGALP00000017661 CID 800 - 811

USO1 vesicle transport factor - CGNC 

Symbol 8265 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1393,84)" 6596 false 0.92 7139

ENSGALP00000017715 CID 642 - 652

Sp4 transcription factor - CGNC Symbol 

8286 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1394,68)" 1936 true 1.78 7140

ENSGALP00000010984 CID 949 - 959

adaptor-related protein complex 2 alpha 2 

subunit - CGNC Symbol 51890 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1394,75)" 8092 7141

ENSGALP00000009511 CID 164 - 177 ribosomal protein L5 - CGNC Symbol 4424 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1394,77)" 11319 true 0.84 7142

ENSGALP00000002409 CID 1,101 - 1,112

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1394,78)" 33828 true 0.95 7143

ENSGALP00000016918 CID 289 - 300

eukaryotic translation initiation factor 2A - 

CGNC Symbol 7921 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1395,64)" 581 true 1.06 7144

ENSGALP00000002831 CID 149 - 159

PRKR interacting protein 1 (IL11 inducible) - 

CGNC Symbol 1289 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1395,64)" 581 7145



ENSGALP00000033741 CID 61 - 72

EF-hand domain family member D1 - CGNC 

Symbol 52247 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1395,74)" 10694 7146

ENSGALP00000003584 CID 74 - 84 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1395,77)" 19183 true 2.71 7147

ENSGALP00000003584 CID 74 - 84 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1395,78)" 49405 7148

ENSGALP00000027373 CID Apr-16

GPALPP motifs containing 1 - CGNC Symbol 

12739 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1395,84)" 2351 7149

ENSGALP00000036405 CID 345 - 356

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1396,69)" 793 true 1.42 7150

ENSGALP00000014768 CID 77 - 87

EH-domain containing 3 - CGNC Symbol 

51465 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1396,70)" 1921 true 1.54 7151

ENSGALP00000014509 CID 245 - 260

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1396,73)" 18945 7152



ENSGALP00000008236 CID 559 - 570

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1396,73)" 39997 true 0.88 7153

ENSGALP00000006708 CID 744 - 755 hexokinase 1 - CGNC Symbol 3101 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1396,75)" 6844 false 1.54 7154

ENSGALP00000015277 CID 122 - 133

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1396,75)" 6844 false 0.71 7155

ENSGALP00000000615 CID 404 - 415 karyopherin subunit beta 1 - HGNC:6400 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1396,75)" 6844 true 0.71 7156

ENSGALP00000009709 CID 822 - 832

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1396,76)" 40511 7157

ENSGALP00000020310 CID 1,670 - 1,679 SET binding factor 1 - CGNC Symbol 9447 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1396,76)" 40511 false 0.31 7158

ENSGALP00000015016 CID 49 - 64

alkylglycerone phosphate synthase - CGNC 

Symbol 7017 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1396,76)" 40511 7159



ENSGALP00000005576 CID 153 - 165

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1396,77)" 35874 true 1.42 7160

ENSGALP00000019975 CID 182 - 194

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1396,77)" 35874 true 1.42 7161

ENSGALP00000005076 CID 81 - 94 surfeit 6 - CGNC Symbol 50455 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1396,77)" 213233 false 1.14 7162

ENSGALP00000040638 CID 1,259 - 1,269 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1396,79)" 11288 true 2.53 7163

ENSGALP00000040424 CID 304 - 314

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1396,79)" 24957 true 1.13 7164

ENSGALP00000003423 CID 585 - 595

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1396,80)" 12301 7165

ENSGALP00000025130 CID 55 - 67 ribosomal protein S23 - HGNC:10410 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1396,80)" 1706 false 1.54 7166



ENSGALP00000036405 CID 98 - 109

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1396,80)" 1706 7167

ENSGALP00000007780 CID 271 - 282

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1396,81)" 7607 7168

P13645 CID 323 - 333

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1397,70)" 3128 7169

ENSGALP00000007237 CID 267 - 277

RNA binding motif protein 22 - CGNC 

Symbol 3366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1397,73)" 6404 true 1.43 7170

ENSGALP00000043196 CID 2,361 - 2,373

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1397,74)" 5659 true 1.08 7171

ENSGALP00000001693 CID 280 - 292

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1397,77)" 9138 7172

ENSGALP00000008056 CID Oct-23

acyl-CoA dehydrogenase family member 9 - 

CGNC Symbol 3741 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1397,78)" 31834 7173



ENSGALP00000009169 CID 166 - 177

Uncharacterized protein - 

UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 

4269 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1397,79)" 4821 true 5.49 7174

ENSGALP00000021028 CID 352 - 362 radixin - CGNC Symbol 49356 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1397,80)" 172422 false 0.67 7175

ENSGALP00000001803 CID 326 - 336

debranching RNA lariats 1 - CGNC Symbol 

809 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1397,80)" 172422 false 0.11 7176

ENSGALP00000015176 CID 173 - 183

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1397,81)" 14434 true 5.49 7177

ENSGALP00000012068 CID 62 - 73

Hsap of 1: mitochondrial ribosomal protein 

L28 - HGNC:14484 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1397,85)" 2049 7178

ENSGALP00000024624 CID 194 - 204

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1398,69)" 37404 true 1.13 7179

ENSGALP00000026067 CID Feb-13

U2 small nuclear RNA auxiliary factor 1 - 

CGNC Symbol 49287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1398,71)" 355 true 2.58 7180



ENSGALP00000006300 CID 411 - 421

adaptor-related protein complex 1 mu 1 

subunit - CGNC Symbol 51191 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1398,72)" 2585 true 1.19 7181

ENSGALP00000009988 CID 391 - 402

lanosterol synthase (2 3-oxidosqualene-

lanosterol cyclase) - CGNC Symbol 4650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1398,73)" 2236 true 1.19 7182

ENSGALP00000003342 CID 908 - 919

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1398,78)" 64037 7183

ENSGALP00000000693 CID 57 - 67

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1398,78)" 8970 7184

ENSGALP00000000693 CID 57 - 67

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1398,79)" 8081 7185

ENSGALP00000028084 CID 16 - 26

osteoclast stimulating factor 1 - CGNC 

Symbol 13080 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1398,79)" 42161 7186

ENSGALP00000002409 CID 1,101 - 1,112

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1398,80)" 28058 7187



ENSGALP00000043427 CID 85 - 96 block of proliferation 1 - HGNC:15519 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1398,80)" 47349 7188

ENSGALP00000026824 CID 1-Nov

myotubularin related protein 9 - CGNC 

Symbol 12476 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1398,82)" 44012 true 0.98 7189

ENSGALP00000003770 CID 196 - 208

general transcription factor IIH polypeptide 

2 44kDa - CGNC Symbol 64146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1398,83)" 11786 7190

ENSGALP00000021255 CID 514 - 525

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1398,84)" 8354 false 7191

ENSGALP00000039235 CID 416 - 427

cold shock domain containing E1 - CGNC 

Symbol 51115 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1399,67)" 7314 true 1.07 7192

ENSGALP00000018441 CID 24 - 35

aspartyl aminopeptidase - CGNC Symbol 

8600 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1399,68)" 31720 true 1.03 7193

ENSGALP00000007822 CID 342 - 352

coronin actin binding protein 1C - CGNC 

Symbol 50369 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1399,78)" 16243 true 0.9 7194



ENSGALP00000017601 CID 264 - 275

Hsap of 1: chromosome 1 open reading 

frame 168 - HGNC:27295 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1399,78)" 16243 false 0.9 7195

ENSGALP00000024283 CID 54 - 65 ribosomal protein S6 - CGNC Symbol 49670 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1399,79)" 13315 false 7196

ENSGALP00000022772 CID 447 - 457

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1399,80)" 105058 true 1.02 7197

ENSGALP00000041877 CID 1,938 - 1,949 Alstrom syndrome 1 - CGNC Symbol 51865 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1399,80)" 105058 7198

ENSGALP00000003584 CID 74 - 84 H3 histone family 3B - CGNC Symbol 49711 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1399,81)" 117688 true 2.24 7199

ENSGALP00000042374 CID 287 - 298

thimet oligopeptidase 1 - CGNC Symbol 

52774 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1399,83)" 3616 true 2.24 7200

ENSGALP00000007101 CID Feb-14

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1399,84)" 4002 false 7201



ENSGALP00000023673 CID 290 - 300

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1400,67)" 870 true 1.3 7202

ENSGALP00000036405 CID 345 - 356

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1400,72)" 2031 7203

ENSGALP00000014768 CID 77 - 87

EH-domain containing 3 - CGNC Symbol 

51465 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1400,72)" 4173 7204

ENSGALP00000009341 CID 1,037 - 1,047

high density lipoprotein binding protein - 

CGNC Symbol 4348 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1400,73)" 810 true 0.69 7205

ENSGALP00000037230 CID 776 - 787

tumor protein p53 binding protein 1 - CGNC 

Symbol 6464 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1400,76)" 25411 7206

ENSGALP00000005076 CID 81 - 94 surfeit 6 - CGNC Symbol 50455 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1400,76)" 17031 7207

ENSGALP00000008236 CID 559 - 570

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1400,76)" 17031 7208



ENSGALP00000013122 CID 61 - 72

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1400,80)" 2304 true 1.32 7209

ENSGALP00000019975 CID 182 - 194

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1400,80)" 28167 7210

ENSGALP00000005576 CID 153 - 165

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1400,80)" 28167 7211

ENSGALP00000018410 CID 1,210 - 1,222

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1400,81)" 14877 true 0.38 7212

ENSGALP00000023081 CID 445 - 455

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1400,81)" 10682 false 7213

ENSGALP00000025130 CID 55 - 67 ribosomal protein S23 - HGNC:10410 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1400,81)" 29413 false 0.88 7214

ENSGALP00000034078 CID Aug-19

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1400,82)" 104059 true 1.41 7215



ENSGALP00000027304 CID 1,404 - 1,414 LIM domain 7 - CGNC Symbol 12702 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1401,60)" 977 false 7216

ENSGALP00000038287 CID 155 - 167 calponin 3 acidic - CGNC Symbol 4166 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1401,62)" 11784 true 0.62 7217

ENSGALP00000016334 CID 157 - 167

proteasome subunit alpha 6 - CGNC Symbol 

7649 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1401,63)" 48986 true 1.15 7218

ENSGALP00000019832 CID 241 - 251

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1401,71)" 1949 true 0.95 7219

ENSGALP00000040991 CID 27 - 39

MYC associated factor X - CGNC Symbol 

64420 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1401,71)" 1949 false 7220

ENSGALP00000025404 CID 166 - 176

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1401,72)" 21372 false 7221

ENSGALP00000005194 CID Feb-15

threonyl-tRNA synthetase - CGNC Symbol 

53084 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1401,72)" 21372 false 7222



ENSGALP00000007237 CID 267 - 277

RNA binding motif protein 22 - CGNC 

Symbol 3366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1401,74)" 6302 7223

ENSGALP00000000670 CID 795 - 807

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1401,75)" 9170 7224

ENSGALP00000008171 CID 1,375 - 1,385

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1401,76)" 9018 true 2.17 7225

ENSGALP00000038463 CID 137 - 149

ribosomal protein L7a - CGNC Symbol 

50454 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1401,77)" 2496 false 7226

ENSGALP00000023396 CID 72 - 84

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1401,81)" 4787 false 7227

ENSGALP00000007511 CID 204 - 217

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1401,85)" 1223 7228

ENSGALP00000005643 CID 99 - 109

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1401,85)" 9587 true 1.85 7229



ENSGALP00000005212 CID 201 - 212 histone deacetylase 1 - CGNC Symbol 2394 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1402,65)" 16623 true 1.42 7230

ENSGALP00000026443 CID 185 - 195

cleavage and polyadenylation specific factor 

3 - CGNC Symbol 12295 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1402,68)" 5879 false 7231

ENSGALP00000001577 CID 189 - 202

SRP receptor alpha subunit - CGNC Symbol 

713 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1402,71)" 39544 true 0.5 7232

ENSGALP00000024624 CID 194 - 204

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1402,72)" 43641 7233

ENSGALP00000043135 CID 6,539 - 6,550 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1402,72)" 43641 7234

ENSGALP00000028857 CID 296 - 307

oxoglutarate (alpha-ketoglutarate) 

dehydrogenase (lipoamide) - CGNC Symbol 

52787 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1402,72)" 3073 true 1.03 7235

ENSGALP00000017715 CID 642 - 652

Sp4 transcription factor - CGNC Symbol 

8286 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1402,73)" 4362 true 1.78 7236



ENSGALP00000009988 CID 391 - 402

lanosterol synthase (2 3-oxidosqualene-

lanosterol cyclase) - CGNC Symbol 4650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1402,75)" 5281 7237

ENSGALP00000009511 CID 164 - 177 ribosomal protein L5 - CGNC Symbol 4424 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1402,82)" 9328 true 0.84 7238

ENSGALP00000039235 CID 416 - 427

cold shock domain containing E1 - CGNC 

Symbol 51115 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1403,70)" 9154 7239

ENSGALP00000018441 CID 24 - 35

aspartyl aminopeptidase - CGNC Symbol 

8600 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1403,70)" 39850 7240

ENSGALP00000013480 CID 265 - 276

V-set and immunoglobulin domain 

containing 1 - CGNC Symbol 6282 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1403,72)" 3024 false 7241

ENSGALP00000000246 CID 1,315 - 1,326

YTH domain containing 2 - CGNC Symbol 

106 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1403,73)" 10924 false 7242

ENSGALP00000023635 CID 133 - 144 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1403,73)" 10924 false 7243



ENSGALP00000006141 CID 297 - 307

purinergic receptor P2X 7 - CGNC Symbol 

2831 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1403,73)" 10924 7244

ENSGALP00000034419 CID 429 - 439

GATA zinc finger domain containing 2A - 

CGNC Symbol 2116 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1403,73)" 10924 7245

ENSGALP00000013410 CID 417 - 428

ADP-ribosylation factor GTPase activating 

protein 2 - CGNC Symbol 51916 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1403,73)" 10924 false 7246

ENSGALP00000007822 CID 342 - 352

coronin actin binding protein 1C - CGNC 

Symbol 50369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1403,78)" 1783 7247

ENSGALP00000020737 CID 821 - 832 nucleoporin 153kDa - CGNC Symbol 9650 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1403,78)" 1083 true 0.72 7248

ENSGALP00000016536 CID 582 - 593

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1403,80)" 24625 true 0.78 7249

ENSGALP00000023673 CID 290 - 300

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1404,68)" 1841 7250



ENSGALP00000025606 CID 85 - 96

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1404,71)" 5143 7251

ENSGALP00000025727 CID 277 - 287

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1404,72)" 9003 true 1.71 7252

ENSGALP00000042813 CID 189 - 199

Hsap of 1: DEAD-box helicase 23 - 

HGNC:17347 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1404,73)" 30903 true 1.01 7253

ENSGALP00000002409 CID 356 - 366

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1404,78)" 657 false 6.84* 7254

ENSGALP00000002278 CID 303 - 313

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1404,79)" 1932 true 1.77 7255

ENSGALP00000000615 CID 404 - 415 karyopherin subunit beta 1 - HGNC:6400 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1404,79)" 3701 true 0.71 7256

ENSGALP00000019726 CID 480 - 490

engulfment and cell motility 1 - CGNC 

Symbol 51330 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1404,80)" 1696 false 1 7257



ENSGALP00000013240 CID 1,454 - 1,464

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1404,80)" 1696 7258

ENSGALP00000038209 CID 37 - 48

endoplasmic reticulum protein 29 - CGNC 

Symbol 50366 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1404,83)" 1439 true 0.89 7259

ENSGALP00000043135 CID 26,494 - 26,506 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1404,89)" 2872 7260

ENSGALP00000023165 CID 181 - 192

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1404,93)" 1173 false 7261

ENSGALP00000002513 CID 109 - 121 LIM and SH3 protein 1 - CGNC Symbol 1150 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1405,61)" 10203 true 1.05 7262

ENSGALP00000004013 CID 197 - 207 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1405,61)" 2502 true 1.05 7263

ENSGALP00000022023 CID 1,366 - 1,376 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1405,66)" 1523 true 1.05 7264



ENSGALP00000018987 CID Feb-14 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1405,67)" 4142 7265

ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1405,68)" 5911 true 0.65 7266

ENSGALP00000021255 CID 371 - 381

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1405,71)" 40198 true 0.37 7267

ENSGALP00000008763 CID 837 - 848

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1405,75)" 85507 false 0.89 7268

ENSGALP00000026858 CID 447 - 459

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1405,75)" 170418 true 0.66 7269

ENSGALP00000027534 CID 775 - 785

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1405,76)" 354 false 7270

ENSGALP00000016102 CID 587 - 597

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1405,77)" 7902 true 0.7 7271



ENSGALP00000038037 CID 861 - 873

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1405,78)" 57294 true 1.12 7272

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1405,81)" 10775 true 0.7 7273

ENSGALP00000007389 CID 51 - 61 F-box protein 6 - CGNC Symbol 51014 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1405,81)" 10775 7274

ENSGALP00000009528 CID 442 - 453

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1405,85)" 60294 false 7275

ENSGALP00000017661 CID 185 - 196

USO1 vesicle transport factor - CGNC 

Symbol 8265 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1405,89)" 9881 false 7276

ENSGALP00000014154 CID 809 - 820

ESF1 nucleolar pre-rRNA processing protein 

homolog - CGNC Symbol 6612 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1405,89)" 67447 7277

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting mitochondrial 

F1 complex delta subunit - CGNC Symbol 

56808 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1406,64)" 5556 true 0.7 7278



ENSGALP00000005212 CID 201 - 212 histone deacetylase 1 - CGNC Symbol 2394 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1406,68)" 24497 7279

ENSGALP00000012986 CID 46 - 56

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1406,71)" 5790 true 1.43 7280

ENSGALP00000023543 CID 154 - 166

SAP domain-containing ribonucleoprotein - 

Refseq NP_001026495 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1406,75)" 6341 7281

ENSGALP00000031142 CID 417 - 426

RALBP1 associated Eps domain containing 1 

- CGNC Symbol 10351 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1406,78)" 17507 7282

ENSGALP00000014105 CID 72 - 82

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1406,78)" 287176 true 0.65 7283

ENSGALP00000012408 CID 1,054 - 1,065

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1406,78)" 287176 7284

ENSGALP00000017250 CID 50 - 60

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1406,78)" 287176 true 0.65 7285



ENSGALP00000021028 CID 448 - 459 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1406,78)" 287176 false 0.85 7286

ENSGALP00000022525 CID 50 - 61

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1406,79)" 1646 false 7287

ENSGALP00000023266 CID 90 - 101 ribosomal protein S20 - HGNC:10405 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1406,81)" 12024 true 1.84 7288

ENSGALP00000013761 CID 312 - 324

NOP58 ribonucleoprotein - CGNC Symbol 

52126 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1406,82)" 8533 true 0.93 7289

ENSGALP00000025019 CID 969 - 980

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1407,62)" 27734 true 1.45 7290

ENSGALP00000002580 CID 312 - 326

secretory carrier membrane protein 2 - 

CGNC Symbol 1178 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1407,71)" 1974 true 1.28 7291

ENSGALP00000025404 CID 112 - 123

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1407,74)" 2052 false 7292



ENSGALP00000020463 CID 338 - 350

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1407,75)" 2354 false 7293

ENSGALP00000007280 CID 535 - 545

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1407,77)" 25593 7294

ENSGALP00000006141 CID 297 - 307

purinergic receptor P2X 7 - CGNC Symbol 

2831 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1407,79)" 1154 false 7295

ENSGALP00000003012 CID 257 - 268

malate dehydrogenase 2 - CGNC Symbol 

1378 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1407,80)" 7236 true 0.78 7296

ENSGALP00000007822 CID 342 - 352

coronin actin binding protein 1C - CGNC 

Symbol 50369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1407,84)" 108418 true 1.11 7297

ENSGALP00000016536 CID 582 - 593

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1407,85)" 27921 7298

ENSGALP00000012985 CID 172 - 183

B-cell receptor-associated protein 29 - 

CGNC Symbol 6061 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1408,66)" 94243 false 4.48 7299



ENSGALP00000005090 CID 1,103 - 1,115

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1408,69)" 4057 true 1.02 7300

ENSGALP00000019318 CID 175 - 186

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1408,70)" 12929 true 1.47 7301

ENSGALP00000012171 CID 175 - 186

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1408,70)" 12929 true 1.47 7302

ENSGALP00000009709 CID 822 - 832

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1408,73)" 3371 true 1.54 7303

ENSGALP00000025727 CID 277 - 287

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1408,75)" 17637 7304

ENSGALP00000007822 CID 428 - 440

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1408,75)" 49790 7305

ENSGALP00000038576 CID 40 - 52

GTPase IMAP family member 7-like - CGNC 

Symbol 53739 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1408,77)" 439 7306



ENSGALP00000023396 CID 20 - 32

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1408,82)" 33639 true 6.17 7307

ENSGALP00000016080 CID 934 - 945

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1408,84)" 4797 true 1.42 7308

ENSGALP00000034078 CID Aug-19

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1408,88)" 68341 true 1.25 7309

ENSGALP00000002513 CID 109 - 121 LIM and SH3 protein 1 - CGNC Symbol 1150 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1409,63)" 10763 7310

ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1409,68)" 2879 7311

ENSGALP00000022023 CID 1,366 - 1,376 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1409,69)" 1419 7312

ENSGALP00000020185 CID 63 - 72

Gallus gallus chromosome 5 open reading 

frame human C14orf166 (C5H14ORF166) 

mRNA. - RefSeq mRNA NM_205369 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1409,71)" 23760 7313



ENSGALP00000026858 CID 447 - 459

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1409,73)" 35892 7314

ENSGALP00000021255 CID 371 - 381

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1409,74)" 12698 7315

ENSGALP00000012163 CID 638 - 649

transcription elongation regulator 1 - CGNC 

Symbol 5680 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1409,74)" 2107 true 1.06 7316

ENSGALP00000038835 CID 1,316 - 1,329 mutS homolog 6 - CGNC Symbol 6804 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1409,74)" 3498 false 7317

ENSGALP00000001464 CID 1,213 - 1,224

GTPase activating protein and VPS9 

domains 1 - CGNC Symbol 660 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1409,74)" 13889 true 0.63 7318

ENSGALP00000013808 CID 693 - 704 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1409,74)" 39179 true 2.05 7319

ENSGALP00000032358 CID 970 - 980

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1409,74)" 19659 true 0.64 7320



ENSGALP00000001027 CID 38 - 50

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1409,76)" 457 true 1.08 7321

ENSGALP00000022023 CID 587 - 599 nucleoporin 98kDa - CGNC Symbol 10169 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1409,77)" 5900 7322

ENSGALP00000012878 CID 23 - 33

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1409,80)" 18737 true 0.76 7323

ENSGALP00000038037 CID 861 - 873

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1409,81)" 17198 7324

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting mitochondrial 

F1 complex delta subunit - CGNC Symbol 

56808 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1410,67)" 3890 7325

ENSGALP00000042680 CID 51 - 62

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1410,67)" 9884 true 1.88 7326

ENSGALP00000015657 CID 51 - 62 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1410,67)" 9884 true 1.88 7327



ENSGALP00000015988 CID 53 - 64

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1410,67)" 9884 true 1.88 7328

ENSGALP00000041100 CID 32 - 44 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1410,70)" 18663 true 1.38 7329

ENSGALP00000012986 CID 46 - 56

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1410,72)" 9065 7330

ENSGALP00000017250 CID 50 - 60

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1410,81)" 219996 true 0.97 7331

ENSGALP00000026824 CID 1-Nov

myotubularin related protein 9 - CGNC 

Symbol 12476 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1410,81)" 219996 7332

ENSGALP00000014105 CID 72 - 82

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1410,81)" 219996 true 0.97 7333

ENSGALP00000036304 CID 375 - 386

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1411,61)" 11019 true 0.81 7334



ENSGALP00000025019 CID 969 - 980

ring finger protein 20 E3 ubiquitin protein 

ligase - CGNC Symbol 53045 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1411,64)" 51754 7335

ENSGALP00000002580 CID 312 - 326

secretory carrier membrane protein 2 - 

CGNC Symbol 1178 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1411,73)" 2524 7336

ENSGALP00000042563 CID 68 - 79

RNA binding motif protein 24 - CGNC 

Symbol 9644 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1411,74)" 5310 false 7337

ENSGALP00000043331 CID 559 - 570 topoisomerase (DNA) I - CGNC Symbol 2691 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1411,76)" 6458 true 0.63 7338

ENSGALP00000042479 CID Nov-25

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1411,77)" 8256 true 0.98 7339

ENSGALP00000012985 CID 230 - 241

B-cell receptor-associated protein 29 - 

CGNC Symbol 6061 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1411,79)" 21907 7340

ENSGALP00000007945 CID 72 - 82

translocase of inner mitochondrial 

membrane 8 homolog A (yeast) - CGNC 

Symbol 3689 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1412,63)" 9890 true 1.24 7341



ENSGALP00000005090 CID 1,103 - 1,115

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1412,71)" 5987 7342

ENSGALP00000039878 CID 429 - 441

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1412,71)" 4268 true 0.81 7343

ENSGALP00000043135 CID 17,452 - 17,463 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1412,73)" 903 false 7344

ENSGALP00000020666 CID 123 - 134 DEK proto-oncogene - CGNC Symbol 9623 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1412,74)" 18798 true 1.23 7345

ENSGALP00000001577 CID 478 - 490

SRP receptor alpha subunit - CGNC Symbol 

713 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1412,75)" 18141 true 1.06 7346

ENSGALP00000042813 CID 189 - 199

Hsap of 1: DEAD-box helicase 23 - 

HGNC:17347 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1412,78)" 29623 true 1.01 7347

ENSGALP00000003675 CID 1,109 - 1,122 Helicase SRCAP - CGNC Symbol 66016 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1412,79)" 47388 false 7348



ENSGALP00000002278 CID 303 - 313

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1412,85)" 7629 true 1.77 7349

ENSGALP00000016080 CID 934 - 945

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1412,87)" 6803 7350

ENSGALP00000008699 CID 21 - 32

O-linked N-acetylglucosamine (GlcNAc) 

transferase - CGNC Symbol 4043 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1413,60)" 3842 true 1.2 7351

ENSGALP00000031473 CID 584 - 594

pericentriolar material 1 - CGNC Symbol 

10199 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1413,64)" 5030 true 1.54 7352

ENSGALP00000004807 CID 177 - 187

proteasome subunit alpha 4 - CGNC Symbol 

2207 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1413,68)" 1413 false 7353

ENSGALP00000005505 CID 105 - 116

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1413,68)" 3692 true 1.2 7354

ENSGALP00000003898 CID 874 - 884 matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1413,71)" 3230 true 1.11 7355



ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1413,73)" 11419 true 1.53 7356

ENSGALP00000013808 CID 172 - 183 stromal antigen 2 - CGNC Symbol 51718 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1413,73)" 11419 7357

ENSGALP00000019832 CID 241 - 251

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1413,75)" 3202 true 0.95 7358

ENSGALP00000012878 CID 23 - 33

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1413,75)" 43697 true 1.11 7359

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1413,76)" 13110 true 1.78 7360

ENSGALP00000013808 CID 693 - 704 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1413,76)" 28777 7361

ENSGALP00000012163 CID 638 - 649

transcription elongation regulator 1 - CGNC 

Symbol 5680 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1413,77)" 3358 7362



ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1413,85)" 6158 true 0.7 7363

ENSGALP00000041656 CID 76 - 88

succinate dehydrogenase complex subunit 

C - CGNC Symbol 63505 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1413,88)" 4152 false 7364

ENSGALP00000009853 CID 94 - 105 zinc finger protein 326 - CGNC Symbol 4587 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1414,62)" 14364 true 1.59 7365

ENSGALP00000041100 CID 32 - 44 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1414,73)" 27783 7366

ENSGALP00000007265 CID 133 - 142

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1414,73)" 49820 false 7367

ENSGALP00000031272 CID 132 - 141

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1414,73)" 49820 false 7368

ENSGALP00000023278 CID 314 - 325

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1414,76)" 4867 true 1.91 7369



ENSGALP00000004924 CID 2,075 - 2,087

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1414,76)" 14440 true 0.59 7370

ENSGALP00000043240 CID 486 - 497

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1414,80)" 2974 false 7371

ENSGALP00000015409 CID 706 - 717 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1414,81)" 8363 true 4.75 7372

ENSGALP00000013761 CID 312 - 324

NOP58 ribonucleoprotein - CGNC Symbol 

52126 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1414,84)" 4071 true 0.93 7373

ENSGALP00000021708 CID 58 - 70

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1414,85)" 1625 true 0.99 7374

ENSGALP00000014105 CID 72 - 82

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1414,85)" 188607 true 0.97 7375

ENSGALP00000017250 CID 50 - 60

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1414,85)" 188607 true 0.97 7376



ENSGALP00000025461 CID 409 - 422

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1414,86)" 214832 true 0.32 7377

ENSGALP00000036304 CID 375 - 386

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1415,63)" 8935 7378

ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1415,74)" 183956 true 1.23 7379

ENSGALP00000016182 CID 1,304 - 1,315

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1415,74)" 183956 false 1.23 7380

ENSGALP00000039757 CID 239 - 250

hypoxia up-regulated 1 - CGNC Symbol 

53307 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1415,78)" 2047 false 7381

ENSGALP00000042479 CID Nov-25

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1415,78)" 4942 7382

ENSGALP00000041123 CID 138 - 149

syndecan binding protein (syntenin) 2 - 

CGNC Symbol 63703 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1415,81)" 2892 true 0.42 7383



ENSGALP00000043196 CID 1,290 - 1,301

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1415,83)" 1762 true 0.63 7384

ENSGALP00000007945 CID 72 - 82

translocase of inner mitochondrial 

membrane 8 homolog A (yeast) - CGNC 

Symbol 3689 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1416,66)" 12228 7385

ENSGALP00000006523 CID 454 - 465

cell division cycle and apoptosis regulator 1 - 

CGNC Symbol 52027 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1416,66)" 1534 true 0.88 7386

ENSGALP00000009960 CID 146 - 158

ribosomal protein L13 - CGNC Symbol 

49509 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1416,72)" 5063 7387

ENSGALP00000019318 CID 175 - 186

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1416,74)" 20203 true 0.96 7388

ENSGALP00000012171 CID 175 - 186

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1416,74)" 20203 true 0.96 7389

ENSGALP00000000468 CID 353 - 366

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1416,75)" 50217 false 7390



ENSGALP00000001577 CID 478 - 490

SRP receptor alpha subunit - CGNC Symbol 

713 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1416,76)" 14466 7391

ENSGALP00000023396 CID 20 - 32

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1416,86)" 292826 true 6.17 7392

ENSGALP00000041815 CID 154 - 166 calponin-2 - Refseq NP_001135728 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1417,62)" 23612 true 1.81 7393

ENSGALP00000038287 CID 155 - 167 calponin 3 acidic - CGNC Symbol 4166 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1417,62)" 23612 false 1.81 7394

ENSGALP00000008699 CID 21 - 32

O-linked N-acetylglucosamine (GlcNAc) 

transferase - CGNC Symbol 4043 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1417,64)" 7183 7395

ENSGALP00000005505 CID 105 - 116

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1417,69)" 3617 7396

ENSGALP00000023288 CID 311 - 321

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1417,70)" 64423 true 0.83 7397



ENSGALP00000006018 CID 375 - 385

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1417,70)" 64423 true 0.83 7398

ENSGALP00000012878 CID 23 - 33

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1417,75)" 8140 true 3.19 7399

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1417,76)" 8651 7400

ENSGALP00000027399 CID 178 - 189 esterase D - CGNC Symbol 12753 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1417,77)" 31182 7401

ENSGALP00000032358 CID 970 - 980

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1417,77)" 25974 true 0.64 7402

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1417,77)" 28344 7403

ENSGALP00000013122 CID 406 - 418

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1417,77)" 28344 false 1.2 7404



ENSGALP00000016413 CID 116 - 127

DNA methyltransferase 1 associated protein 

1 - CGNC Symbol 7677 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1417,78)" 10153 false 7405

ENSGALP00000014260 CID 91 - 102

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1417,85)" 1951 false 7406

ENSGALP00000009853 CID 94 - 105 zinc finger protein 326 - CGNC Symbol 4587 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1418,64)" 8198 7407

ENSGALP00000015988 CID 53 - 64

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1418,72)" 39933 true 1.97 7408

ENSGALP00000015657 CID 51 - 62 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1418,72)" 39933 true 1.97 7409

ENSGALP00000042680 CID 51 - 62

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1418,72)" 39933 true 1.97 7410

ENSGALP00000004924 CID 2,075 - 2,087

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1418,79)" 3247 7411



ENSGALP00000021957 CID 1,481 - 1,492

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1418,84)" 52419 false 7412

ENSGALP00000018382 CID 765 - 776

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1418,84)" 52419 false 4.75 7413

ENSGALP00000015409 CID 706 - 717 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1418,84)" 52419 7414

ENSGALP00000023239 CID 45 - 56 cystatin B (stefin B) - CGNC Symbol 10723 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1418,86)" 9962 false 7415

ENSGALP00000023319 CID 440 - 451 catalase - CGNC Symbol 51998 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1419,66)" 10724 true 1.73 7416

ENSGALP00000016490 CID 135 - 146

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1419,72)" 453 false 7417

ENSGALP00000038795 CID 46 - 58

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1419,72)" 3322 true 0.76 7418



ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1419,76)" 215528 7419

ENSGALP00000021957 CID 7,602 - 7,614

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1419,76)" 215528 false 1.21 7420

ENSGALP00000005224 CID 126 - 137

isocitrate dehydrogenase 3 (NAD+) alpha - 

CGNC Symbol 2399 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1419,77)" 3967 false 7421

ENSGALP00000043331 CID 559 - 570 topoisomerase (DNA) I - CGNC Symbol 2691 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1419,81)" 1785 true 0.63 7422

ENSGALP00000041109 CID 446 - 458

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1419,82)" 9532 7423

ENSGALP00000009217 CID 32 - 43

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1420,64)" 16480 true 0.89 7424

ENSGALP00000041184 CID 167 - 177

eukaryotic translation initiation factor 4E - 

HGNC:3287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1420,70)" 1052 true 1.24 7425



ENSGALP00000012163 CID 925 - 935

transcription elongation regulator 1 - CGNC 

Symbol 5680 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1420,71)" 2741 true 0.89 7426

ENSGALP00000025476 CID 253 - 263

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1420,74)" 27590 true 1.4 7427

ENSGALP00000038272 CID 522 - 534

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1420,75)" 35302 7428

ENSGALP00000001315 CID 308 - 319

nudC nuclear distribution protein - CGNC 

Symbol 591 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1420,75)" 35302 true 1.11 7429

ENSGALP00000039878 CID 429 - 441

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1420,76)" 3463 true 0.81 7430

ENSGALP00000020666 CID 123 - 134 DEK proto-oncogene - CGNC Symbol 9623 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1420,77)" 28959 true 1.23 7431

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1420,79)" 41191 true 0.59 7432



ENSGALP00000008498 CID 175 - 186 transketolase - CGNC Symbol 3953 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1420,80)" 2744 7433

ENSGALP00000040734 CID 539 - 550 polybromo 1 - CGNC Symbol 1102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1420,80)" 2744 7434

ENSGALP00000022375 CID Feb-14

vesicle (multivesicular body) trafficking 1 - 

CGNC Symbol 10336 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1420,82)" 5383 true 1.08 7435

ENSGALP00000006372 CID 357 - 367

aldo-keto reductase family 7 member A2 

(aflatoxin aldehyde reductase) - CGNC 

Symbol 51005 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1421,66)" 18908 true 1.56 7436

ENSGALP00000041815 CID 154 - 166 calponin-2 - Refseq NP_001135728 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1421,67)" 33777 7437

ENSGALP00000038287 CID 155 - 167 calponin 3 acidic - CGNC Symbol 4166 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1421,67)" 33777 7438

ENSGALP00000017248 CID Jan-13 protein kinase D3 - CGNC Symbol 8057 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1421,73)" 34231 false 0.85 7439



ENSGALP00000006018 CID 375 - 385

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1421,73)" 34231 7440

ENSGALP00000023288 CID 311 - 321

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1421,73)" 34231 7441

ENSGALP00000014374 CID 299 - 310

malate dehydrogenase 1 - CGNC Symbol 

6725 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1421,74)" 1593 true 1.48 7442

ENSGALP00000008578 CID 841 - 853

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1421,75)" 5456 false 2.12 7443

ENSGALP00000007837 CID 94 - 105

phosphoribosyl pyrophosphate synthetase 

1 - CGNC Symbol 51649 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1421,76)" 169193 true 0.85 7444

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1421,78)" 4377 true 0.92 7445

ENSGALP00000038764 CID 94 - 105

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1421,79)" 113367 7446



ENSGALP00000016536 CID 222 - 234

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1421,79)" 113367 true 0.52 7447

ENSGALP00000018258 CID 385 - 395 Enah/Vasp-like - CGNC Symbol 8513 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1421,81)" 29809 true 2.38 7448

ENSGALP00000002634 CID 563 - 573 nucleoporin 88kDa - CGNC Symbol 1204 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1421,83)" 1733 false 7449

ENSGALP00000041444 CID 177 - 189

saccharopine dehydrogenase (putative) - 

CGNC Symbol 8083 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1421,84)" 3873 false 7450

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1422,69)" 5798 true 1.2 7451

ENSGALP00000022449 CID 48 - 58

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1422,70)" 11215 true 1.25 7452

ENSGALP00000008866 CID 880 - 892

treacle ribosome biogenesis factor 1 - CGNC 

Symbol 4124 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1422,80)" 7038 true 1.15 7453



ENSGALP00000017954 CID 96 - 108

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1422,81)" 8217 true 1.18 7454

ENSGALP00000023278 CID 314 - 325

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1422,81)" 17233 true 1.91 7455

ENSGALP00000009420 CID 578 - 590

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1422,81)" 12342 true 0.96 7456

ENSGALP00000016536 CID 712 - 723

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1422,81)" 3274 7457

ENSGALP00000004817 CID 41 - 52 peroxiredoxin 6 - CGNC Symbol 2214 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1423,69)" 4572 true 1.39 7458

ENSGALP00000001315 CID 238 - 249

nudC nuclear distribution protein - CGNC 

Symbol 591 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1423,69)" 5553 false 7459

ENSGALP00000041944 CID 57 - 69

Hsap of 1: phenylalanyl-tRNA synthetase 

alpha subunit - HGNC:3592 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1423,70)" 5135 true 0.72 7460



ENSGALP00000023319 CID 440 - 451 catalase - CGNC Symbol 51998 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1423,71)" 8233 7461

ENSGALP00000017123 CID 351 - 363

lymphoid enhancer binding factor 1 - CGNC 

Symbol 7997 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1423,77)" 4990 true 1.85 7462

ENSGALP00000008498 CID 598 - 609 transketolase - CGNC Symbol 3953 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1423,80)" 8005 true 0.42 7463

ENSGALP00000007490 CID 362 - 372 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1423,80)" 62549 true 1.73 7464

ENSGALP00000025727 CID 570 - 580

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1423,82)" 19559 7465

ENSGALP00000027078 CID 174 - 184

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1424,60)" 793 7466

ENSGALP00000009217 CID 32 - 43

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1424,67)" 11779 7467



ENSGALP00000010358 CID 224 - 234

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1424,67)" 11779 false 7468

ENSGALP00000026458 CID 104 - 114 paired box 5 - CGNC Symbol 49160 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1424,72)" 771 7469

ENSGALP00000041184 CID 167 - 177

eukaryotic translation initiation factor 4E - 

HGNC:3287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1424,72)" 1304 7470

ENSGALP00000014768 CID 270 - 280

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1424,74)" 12646 true 0.93 7471

ENSGALP00000025476 CID 253 - 263

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1424,76)" 7200 false 4.95* 7472

ENSGALP00000002944 CID 896 - 906

WAPL cohesin release factor - CGNC Symbol 

1347 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1424,76)" 7200 true 1.19 7473

ENSGALP00000004013 CID 1,171 - 1,183 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1424,76)" 2025 true 0.92 7474



ENSGALP00000020268 CID 579 - 590

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1424,78)" 120263 true 1.19 7475

ENSGALP00000021515 CID 104 - 116

aryl hydrocarbon receptor interacting 

protein - CGNC Symbol 49180 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1424,79)" 3106 true 1.36 7476

ENSGALP00000001332 CID 228 - 238 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1424,80)" 1210 true 0.97 7477

ENSGALP00000025130 CID 55 - 67 ribosomal protein S23 - HGNC:10410 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1424,83)" 13412 true 0.92 7478

ENSGALP00000042374 CID 167 - 177

thimet oligopeptidase 1 - CGNC Symbol 

52774 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1424,83)" 168734 7479

ENSGALP00000001456 CID 590 - 602

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1424,83)" 168734 false 1.08 7480

ENSGALP00000022375 CID Feb-14

vesicle (multivesicular body) trafficking 1 - 

CGNC Symbol 10336 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1424,85)" 7591 true 1.08 7481



ENSGALP00000019163 CID 35 - 47 histone H1 - CGNC Symbol 53214 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1424,87)" 586737 true 0.91 7482

ENSGALP00000037266 CID 39 - 51

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1424,87)" 586737 true 0.91 7483

ENSGALP00000020147 CID 271 - 283

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1425,67)" 15813 true 0.64 7484

ENSGALP00000018987 CID 472 - 483 t-complex 1 - CGNC Symbol 8842 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1425,70)" 20516 true 1.18 7485

ENSGALP00000034255 CID 62 - 72

NADH:ubiquinone oxidoreductase subunit 

A8 - CGNC Symbol 929 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1425,70)" 8839 true 1.18 7486

ENSGALP00000014656 CID 158 - 170

transmembrane protein 87A - CGNC Symbol 

6854 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1425,75)" 2348 false 0.64 7487

ENSGALP00000014374 CID 299 - 310

malate dehydrogenase 1 - CGNC Symbol 

6725 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1425,75)" 2348 7488



ENSGALP00000022545 CID 537 - 548

BCL2-associated transcription factor 1 - 

CGNC Symbol 64987 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1425,75)" 13033 true 0.68 7489

ENSGALP00000039270 CID 756 - 767

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1425,79)" 3326 false 7490

ENSGALP00000007837 CID 94 - 105

phosphoribosyl pyrophosphate synthetase 

1 - CGNC Symbol 51649 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1425,80)" 79129 7491

ENSGALP00000016536 CID 222 - 234

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1425,81)" 36831 7492

ENSGALP00000041554 CID 144 - 155 GEM interacting protein - HGNC:24852 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1425,82)" 2016 7493

ENSGALP00000004521 CID 277 - 289

ribosomal L1 domain containing 1 - CGNC 

Symbol 2075 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1425,82)" 64226 false 7494

ENSGALP00000012878 CID 23 - 33

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1425,83)" 39390 true 3.19 7495



ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1426,73)" 45794 7496

ENSGALP00000025846 CID 168 - 179

solute carrier family 25 member 32 - CGNC 

Symbol 12008 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1426,73)" 45794 false 0.7 7497

ENSGALP00000039979 CID 92 - 102 small ArfGAP2 - CGNC Symbol 51046 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1426,76)" 3513 true 0.88 7498

ENSGALP00000003012 CID 203 - 214

malate dehydrogenase 2 - CGNC Symbol 

1378 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1426,83)" 15340 true 0.45 7499

ENSGALP00000009420 CID 578 - 590

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1426,85)" 7284 7500

ENSGALP00000004817 CID 41 - 52 peroxiredoxin 6 - CGNC Symbol 2214 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1427,70)" 7476 7501

ENSGALP00000008171 CID 628 - 638

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1427,73)" 8476 true 0.95 7502



ENSGALP00000018258 CID 13 - 24 Enah/Vasp-like - CGNC Symbol 8513 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1427,76)" 2656 true 1.13 7503

ENSGALP00000026932 CID 60 - 71

CD2-associated protein - CGNC Symbol 

12535 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1427,83)" 2309 false 7504

ENSGALP00000006532 CID 114 - 126

DnaJ heat shock protein family (Hsp40) 

member A2 - CGNC Symbol 3019 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1428,71)" 951 true 0.59 7505

ENSGALP00000016173 CID 162 - 172

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1428,71)" 11005 true 0.8 7506

ENSGALP00000030678 CID 159 - 171 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1428,73)" 4333 true 4.26 7507

ENSGALP00000004048 CID 1,071 - 1,082 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1428,74)" 2917 7508

ENSGALP00000001243 CID 576 - 586

adaptor-related protein complex 1 gamma 

1 subunit - CGNC Symbol 554 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1428,75)" 53124 false 7509



ENSGALP00000019994 CID 289 - 302 UBX domain protein 4 - CGNC Symbol 9310 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1428,75)" 53124 false 7510

ENSGALP00000003612 CID 1,164 - 1,174

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1428,75)" 15677 7511

ENSGALP00000009960 CID 146 - 158

ribosomal protein L13 - CGNC Symbol 

49509 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1428,77)" 119245 true 0.53 7512

ENSGALP00000025476 CID 253 - 263

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1428,78)" 42193 false 4.95* 7513

ENSGALP00000041323 CID 190 - 201

heterogeneous nuclear ribonucleoprotein U-

like 1 - CGNC Symbol 58103 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1428,79)" 1174 false 7514

ENSGALP00000001332 CID 228 - 238 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1428,79)" 1174 7515

ENSGALP00000020268 CID 579 - 590

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1428,80)" 170038 7516



ENSGALP00000026633 CID 301 - 312

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1428,80)" 38780 7517

ENSGALP00000038262 CID 79 - 90

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1429,64)" 19995 true 1.26 7518

ENSGALP00000036720 CID 2,193 - 2,204

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1429,69)" 3807 true 1.2 7519

ENSGALP00000020147 CID 271 - 283

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1429,70)" 10163 7520

ENSGALP00000006494 CID 445 - 457

formin binding protein 1 - CGNC Symbol 

2999 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1429,71)" 25736 7521

ENSGALP00000016375 CID 686 - 698

eukaryotic translation initiation factor 4 

gamma 3 - CGNC Symbol 7664 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1429,72)" 711 7522

ENSGALP00000034255 CID 62 - 72

NADH:ubiquinone oxidoreductase subunit 

A8 - CGNC Symbol 929 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1429,73)" 10424 7523



ENSGALP00000012348 CID 233 - 244

Gallus gallus LIM domain binding 1 (LDB1) 

mRNA. - RefSeq mRNA NM_205070 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1429,73)" 3092 7524

ENSGALP00000005076 CID 31 - 43 surfeit 6 - CGNC Symbol 50455 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1429,74)" 8010 true 0.67 7525

ENSGALP00000013122 CID 222 - 233

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1429,78)" 47289 true 0.59 7526

ENSGALP00000018258 CID 385 - 395 Enah/Vasp-like - CGNC Symbol 8513 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1429,81)" 55107 true 1.71 7527

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1429,85)" 2195 true 0.92 7528

ENSGALP00000036720 CID 668 - 679

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1429,86)" 8662 true 0.98 7529

ENSGALP00000015978 CID 828 - 839

aquarius intron-binding spliceosomal factor - 

CGNC Symbol 7473 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1429,86)" 6608 true 1 7530



ENSGALP00000004327 CID 411 - 421 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1430,66)" 18985 true 0.61 7531

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1430,66)" 34687 true 0.61 7532

ENSGALP00000019398 CID 835 - 845

kinesin family member 15 - CGNC Symbol 

9023 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1430,72)" 55061 false 0.97 7533

ENSGALP00000013267 CID 56 - 68

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1430,73)" 27821 true 2.07 7534

ENSGALP00000020874 CID 200 - 211

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1430,75)" 761 true 0.75 7535

ENSGALP00000039979 CID 92 - 102 small ArfGAP2 - CGNC Symbol 51046 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1430,78)" 3074 7536

ENSGALP00000000170 CID 246 - 257

receptor for activated C kinase 1 - CGNC 

Symbol 61 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1430,79)" 3894 true 0.15 7537



ENSGALP00000017306 CID 445 - 455

sterol carrier protein 2 - CGNC Symbol 

49864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1430,84)" 3932 false 7538

ENSGALP00000012641 CID 1,454 - 1,464 no description available 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1430,85)" 110534 false 7539

ENSGALP00000004614 CID 1,760 - 1,771

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1430,86)" 2525 true 1.17 7540

ENSGALP00000021838 CID 554 - 566 RNA binding motif protein 14 - HGNC:14219 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1431,72)" 25519 true 1.11 7541

ENSGALP00000005576 CID 45 - 55

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1431,73)" 83534 true 1.11 7542

ENSGALP00000041944 CID 57 - 69

Hsap of 1: phenylalanyl-tRNA synthetase 

alpha subunit - HGNC:3592 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1431,74)" 3611 true 0.65 7543

ENSGALP00000033741 CID 1-Dec

EF-hand domain family member D1 - CGNC 

Symbol 52247 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1431,75)" 541 false 0.97 7544



ENSGALP00000008171 CID 628 - 638

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1431,76)" 8019 7545

ENSGALP00000019582 CID 239 - 249

dishevelled associated activator of 

morphogenesis 1 - CGNC Symbol 9108 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1431,77)" 12944 false 7546

ENSGALP00000020349 CID 274 - 284

pre-mRNA processing factor 39 - 

HGNC:20314 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1431,83)" 4952 false 7547

ENSGALP00000035366 CID 414 - 426

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1431,84)" 13290 false 7548

ENSGALP00000015409 CID 292 - 303 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1432,70)" 5492 true 4.47 7549

ENSGALP00000016173 CID 162 - 172

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1432,72)" 14075 7550

ENSGALP00000030678 CID 159 - 171 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1432,75)" 57245 7551



ENSGALP00000023075 CID 466 - 477

replication factor C subunit 1 - CGNC 

Symbol 51823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1432,76)" 2286 true 1.01 7552

ENSGALP00000025606 CID 85 - 96

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1432,77)" 584869 true 0.58 7553

ENSGALP00000019975 CID 84 - 94

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1432,78)" 158114 true 1.56 7554

ENSGALP00000009960 CID 146 - 158

ribosomal protein L13 - CGNC Symbol 

49509 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1432,80)" 43273 7555

ENSGALP00000004013 CID 1,171 - 1,183 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1432,81)" 901 true 0.92 7556

ENSGALP00000021515 CID 104 - 116

aryl hydrocarbon receptor interacting 

protein - CGNC Symbol 49180 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1432,85)" 4217 true 1.36 7557

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1432,87)" 22246 true 0.59 7558



ENSGALP00000038262 CID 79 - 90

serine/arginine-rich splicing factor 1 - 

Refseq NP_001107213 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1433,66)" 23743 7559

ENSGALP00000036720 CID 2,193 - 2,204

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1433,71)" 9259 7560

ENSGALP00000041153 CID 341 - 352 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1433,75)" 1611 true 0.73 7561

ENSGALP00000000316 CID 580 - 592 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1433,77)" 2561 false 3.66* 7562

ENSGALP00000000670 CID 795 - 807

lon peptidase 1 mitochondrial - CGNC 

Symbol 300 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1433,78)" 1930 7563

ENSGALP00000022545 CID 537 - 548

BCL2-associated transcription factor 1 - 

CGNC Symbol 64987 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1433,80)" 10791 true 0.68 7564

ENSGALP00000012723 CID 1-Dec

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1433,83)" 443 false 7565



ENSGALP00000007779 CID 422 - 432

golgi autoantigen golgin subfamily a 2 - 

CGNC Symbol 3624 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1433,83)" 443 7566

ENSGALP00000015978 CID 828 - 839

aquarius intron-binding spliceosomal factor - 

CGNC Symbol 7473 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1433,87)" 5127 7567

ENSGALP00000004327 CID 411 - 421 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1434,68)" 10244 7568

ENSGALP00000015963 CID 363 - 374

protein phosphatase 2 regulatory subunit B' 

alpha - CGNC Symbol 7467 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1434,69)" 15504 true 1.41 7569

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1434,69)" 55258 7570

ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1434,71)" 439149 true 1.06 7571

ENSGALP00000012723 CID 1,286 - 1,298

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1434,71)" 10724 false 7572



ENSGALP00000023075 CID 906 - 918

replication factor C subunit 1 - CGNC 

Symbol 51823 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1434,71)" 129194 false 7573

ENSGALP00000013267 CID 56 - 68

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1434,74)" 48138 7574

ENSGALP00000000224 CID 65 - 77

proliferating cell nuclear antigen - CGNC 

Symbol 92 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1434,75)" 1699 true 0.68 7575

ENSGALP00000002278 CID 40 - 51

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1434,82)" 1915 false 7576

ENSGALP00000008866 CID 880 - 892

treacle ribosome biogenesis factor 1 - CGNC 

Symbol 4124 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1434,88)" 1041 true 0.85 7577

ENSGALP00000017954 CID 96 - 108

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1434,88)" 10913 true 1.18 7578

ENSGALP00000003012 CID 203 - 214

malate dehydrogenase 2 - CGNC Symbol 

1378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1434,88)" 33816 true 0.93 7579



ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1435,61)" 19330 7580

ENSGALP00000001243 CID 36 - 46

adaptor-related protein complex 1 gamma 

1 subunit - CGNC Symbol 554 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1435,67)" 2864 7581

ENSGALP00000039265 CID 706 - 718

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1435,71)" 12503 true 0.92 7582

ENSGALP00000038957 CID 74 - 84

ribosomal protein L27 - CGNC Symbol 

49733 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1435,71)" 82535 true 0.83 7583

ENSGALP00000009605 CID 267 - 278

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1435,72)" 88990 false 0.82 7584

ENSGALP00000021838 CID 554 - 566 RNA binding motif protein 14 - HGNC:14219 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1435,73)" 22953 7585

ENSGALP00000005576 CID 45 - 55

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1435,75)" 64913 7586



ENSGALP00000039865 CID 238 - 249

flightless I actin binding protein - CGNC 

Symbol 3713 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1435,76)" 1042 true 1.02 7587

ENSGALP00000010325 CID 526 - 537

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1435,76)" 1042 7588

ENSGALP00000041423 CID Apr-14

glutathione peroxidase 1 - CGNC Symbol 

65881 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1435,80)" 357 7589

ENSGALP00000023635 CID 133 - 144 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1435,80)" 12441 false 7590

ENSGALP00000006372 CID 214 - 224

aldo-keto reductase family 7 member A2 

(aflatoxin aldehyde reductase) - CGNC 

Symbol 51005 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1435,80)" 12441 7591

ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding cassette sub-

family B (MDR/TAP) - CGNC Symbol 53176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1436,68)" 4711 true 1.34 7592

ENSGALP00000011770 CID 684 - 694

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1436,70)" 451 7593



ENSGALP00000016536 CID 625 - 635

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1436,70)" 451 7594

ENSGALP00000013987 CID 533 - 545

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1436,74)" 2338 true 0.92 7595

ENSGALP00000009605 CID 279 - 290

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1436,77)" 619 false 7596

ENSGALP00000038272 CID 452 - 464

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1436,77)" 13182 true 1.1 7597

ENSGALP00000025606 CID 85 - 96

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1436,79)" 313991 7598

ENSGALP00000005338 CID 19 - 30

LSM4 homolog U6 small nuclear RNA and 

mRNA degradation associated - CGNC 

Symbol 2465 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1436,79)" 8823 true 0.92 7599

ENSGALP00000019975 CID 84 - 94

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1436,80)" 249167 7600



ENSGALP00000002620 CID 69 - 81

mediator complex subunit 1 - CGNC Symbol 

51147 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1436,80)" 249167 7601

ENSGALP00000016490 CID 1,555 - 1,567

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1436,80)" 249167 false 0.92 7602

ENSGALP00000001456 CID 131 - 142

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1436,81)" 1067 false 7603

ENSGALP00000037266 CID 39 - 51

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1436,95)" 526011 true 0.91 7604

ENSGALP00000019163 CID 35 - 47 histone H1 - CGNC Symbol 53214 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1436,95)" 526011 true 0.91 7605

ENSGALP00000004924 CID 429 - 439

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1437,66)" 5952 false 1.02 7606

ENSGALP00000013574 CID 365 - 377

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1437,72)" 13608 true 0.93 7607



ENSGALP00000027391 CID 283 - 294

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1437,75)" 7825 true 1.7 7608

ENSGALP00000035780 CID 1,924 - 1,934

RAN binding protein 2 - CGNC Symbol 

50838 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1437,75)" 13935 true 0.62 7609

ENSGALP00000041153 CID 341 - 352 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1437,77)" 1536 7610

ENSGALP00000005076 CID 31 - 43 surfeit 6 - CGNC Symbol 50455 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1437,77)" 6027 true 0.67 7611

ENSGALP00000012130 CID 178 - 189

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1437,80)" 4021 true 0.85 7612

ENSGALP00000006643 CID 187 - 199

TAF9 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 32kDa - 

CGNC Symbol 51637 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1437,81)" 30720 false 0.8 7613

ENSGALP00000013122 CID 222 - 233

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1437,81)" 30720 true 0.55 7614



ENSGALP00000024468 CID 65 - 76

ribosomal protein S15 - CGNC Symbol 

11306 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1437,81)" 69033 true 0.67 7615

ENSGALP00000018258 CID 385 - 395 Enah/Vasp-like - CGNC Symbol 8513 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1437,86)" 70627 true 1.71 7616

ENSGALP00000039872 CID 253 - 265

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1437,86)" 24729 7617

ENSGALP00000036720 CID 668 - 679

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1437,91)" 5644 true 0.98 7618

ENSGALP00000000639 CID 191 - 201 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1438,65)" 2836 true 1.46 7619

ENSGALP00000015963 CID 363 - 374

protein phosphatase 2 regulatory subunit B' 

alpha - CGNC Symbol 7467 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1438,71)" 23680 7620

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1438,73)" 178659 false 0.09* 7621



ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1438,74)" 462500 7622

ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1438,78)" 42246 true 0.72 7623

ENSGALP00000016337 CID 1,471 - 1,484

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1438,79)" 1014 true 1.3 7624

ENSGALP00000043196 CID 1,598 - 1,609

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1438,81)" 2305 false 7625

ENSGALP00000023274 CID 1,115 - 1,127

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1438,81)" 4880 true 1.3 7626

ENSGALP00000002620 CID 1,378 - 1,391

mediator complex subunit 1 - CGNC Symbol 

51147 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1438,82)" 22198 7627

ENSGALP00000004046 CID 142 - 152

RAN member RAS oncogene family - CGNC 

Symbol 1850 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1438,86)" 11506 true 1.41 7628



ENSGALP00000004614 CID 1,760 - 1,771

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1438,91)" 5584 true 1.17 7629

ENSGALP00000039265 CID 706 - 718

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1439,73)" 9590 7630

ENSGALP00000038957 CID 74 - 84

ribosomal protein L27 - CGNC Symbol 

49733 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1439,74)" 67204 7631

ENSGALP00000006213 CID 2,490 - 2,502

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1439,74)" 67204 false 7632

ENSGALP00000012938 CID Jan-14 apoptosis inhibitor 5 - CGNC Symbol 16313 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1439,78)" 250977 false 7633

ENSGALP00000039865 CID 238 - 249

flightless I actin binding protein - CGNC 

Symbol 3713 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1439,78)" 1061 7634

ENSGALP00000018258 CID 13 - 24 Enah/Vasp-like - CGNC Symbol 8513 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1439,80)" 2989 true 1.13 7635



ENSGALP00000019224 CID 325 - 336

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1 

methenyltetrahydrofolate cyclohydrolase 

formyltetrahydrofolate synthetase - CGNC 

Symbol 8944 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1439,83)" 8889 false 7636

ENSGALP00000003888 CID 127 - 139 cell division cycle 73 - CGNC Symbol 1766 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1439,83)" 6035 false 0.76 7637

ENSGALP00000012641 CID 177 - 188 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1439,87)" 3420 false 7638

ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding cassette sub-

family B (MDR/TAP) - CGNC Symbol 53176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1440,69)" 18701 7639

ENSGALP00000012408 CID 774 - 787

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1440,71)" 1731 7640

ENSGALP00000008824 CID 326 - 336

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1440,72)" 2362 true 0.85 7641

ENSGALP00000015409 CID 292 - 303 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1440,74)" 32270 true 4.47 7642



ENSGALP00000039133 CID 110 - 121

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1440,75)" 61412 true 1.36 7643

ENSGALP00000003199 CID 270 - 281

TAF15 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 68kDa - 

CGNC Symbol 50532 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1440,77)" 4425 true 1.63 7644

ENSGALP00000038272 CID 452 - 464

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1440,79)" 6733 7645

ENSGALP00000007391 CID 42 - 54

programmed cell death 5 - CGNC Symbol 

3442 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1440,82)" 445315 true 1.1 7646

ENSGALP00000027078 CID 421 - 431

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1441,68)" 20572 true 1.21 7647

ENSGALP00000023635 CID 263 - 273 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1441,71)" 450 7648

ENSGALP00000027391 CID 283 - 294

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1441,78)" 11475 true 1.47 7649



ENSGALP00000009939 CID 912 - 923

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1441,78)" 4246 false 7650

ENSGALP00000033650 CID 544 - 555 FYN binding protein - CGNC Symbol 2773 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1441,79)" 8044 true 1.22 7651

ENSGALP00000009528 CID 77 - 90

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1441,87)" 25653 true 1.01 7652

ENSGALP00000000639 CID 191 - 201 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1442,67)" 5393 7653

ENSGALP00000016120 CID 32 - 42

Ras-related protein Rap-1b-like protein - 

CGNC Symbol 50604 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1442,73)" 13617 true 1.64 7654

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1442,75)" 110638 7655

ENSGALP00000040418 CID 33 - 44 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1442,77)" 18111 true 0.83 7656



ENSGALP00000000199 CID 1,486 - 1,497

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1442,79)" 533 7657

ENSGALP00000000224 CID 65 - 77

proliferating cell nuclear antigen - CGNC 

Symbol 92 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1442,80)" 1153 true 0.68 7658

ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1442,81)" 38313 7659

ENSGALP00000021028 CID 526 - 538 radixin - CGNC Symbol 49356 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1442,81)" 4956 true 0.98 7660

ENSGALP00000041744 CID 148 - 159

SEC22 homolog B vesicle trafficking protein - 

CGNC Symbol 52179 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1442,82)" 6712 true 1.12 7661

ENSGALP00000003954 CID 636 - 646

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1442,85)" 2386 false 7662

ENSGALP00000023926 CID 134 - 144

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1443,65)" 1360 true 1.4 7663



ENSGALP00000042136 CID 1,654 - 1,665

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1443,70)" 5415 true 1.4 7664

ENSGALP00000043135 CID 18,687 - 18,699 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1443,74)" 2074 false 1.27 7665

ENSGALP00000009169 CID 118 - 129

Uncharacterized protein - 

UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 

4269 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1443,74)" 18610 true 1.56 7666

ENSGALP00000008236 CID 998 - 1,009

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1443,76)" 14203 true 1.26 7667

ENSGALP00000039270 CID 265 - 276

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1443,77)" 9907 true 0.22 7668

ENSGALP00000023944 CID 367 - 379

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1443,78)" 65367 true 2.58 7669

ENSGALP00000002996 CID 224 - 235

solute carrier family 25 (mitochondrial 

carrier phosphate carrier) member 24 - 

CGNC Symbol 1369 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1443,79)" 2760 7670



ENSGALP00000039316 CID 313 - 325

protein kinase C theta - CGNC Symbol 

57974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1443,83)" 1422 7671

ENSGALP00000035780 CID 1,943 - 1,954

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1443,90)" 6309 true 1.06 7672

ENSGALP00000012765 CID 130 - 142

SMAD family member 3 - CGNC Symbol 

5954 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1443,90)" 14830 true 0.83 7673

ENSGALP00000021927 CID 463 - 473

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1444,58)" 1438 false 7674

ENSGALP00000019298 CID 351 - 362

protein phosphatase 2 regulatory subunit B' 

epsilon isoform - CGNC Symbol 8975 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1444,71)" 35055 true 1.15 7675

ENSGALP00000031272 CID Feb-14

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1444,72)" 915 7676

ENSGALP00000040734 CID 144 - 154 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1444,73)" 3661 true 3.93 7677



ENSGALP00000009960 CID 146 - 158

ribosomal protein L13 - CGNC Symbol 

49509 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1444,76)" 6710 true 1.06 7678

ENSGALP00000026487 CID 124 - 137

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1444,78)" 4763 true 1.02 7679

ENSGALP00000001909 CID 1,162 - 1,175

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1444,78)" 4763 false 1.02 7680

ENSGALP00000020953 CID 190 - 200

serpin peptidase inhibitor clade B 

(ovalbumin) member 6 - CGNC Symbol 

51364 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1444,78)" 92905 false 7681

ENSGALP00000001579 CID 188 - 200

N-ethylmaleimide sensitive factor - CGNC 

Symbol 715 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1444,82)" 5965 false 7682

ENSGALP00000012641 CID 1,676 - 1,687 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1444,82)" 5965 false 7683

ENSGALP00000016509 CID 1,381 - 1,392

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1444,82)" 5672 true 1.25 7684



ENSGALP00000005338 CID 19 - 30

LSM4 homolog U6 small nuclear RNA and 

mRNA degradation associated - CGNC 

Symbol 2465 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1444,85)" 14334 true 0.92 7685

ENSGALP00000036304 CID 53 - 66

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1444,85)" 489194 false 7686

ENSGALP00000007391 CID 42 - 54

programmed cell death 5 - CGNC Symbol 

3442 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1444,85)" 489194 7687

ENSGALP00000005224 CID 342 - 352

isocitrate dehydrogenase 3 (NAD+) alpha - 

CGNC Symbol 2399 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1445,59)" 1838 false 7688

ENSGALP00000006965 CID 640 - 650

VPS35 retromer complex component - 

CGNC Symbol 3222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1445,67)" 9086 true 0.86 7689

ENSGALP00000013574 CID 365 - 377

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1445,74)" 14224 true 0.93 7690

ENSGALP00000014591 CID 1,003 - 1,013

integrin alpha 4 (antigen CD49D alpha 4 

subunit of VLA-4 receptor) - CGNC Symbol 

6820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1445,76)" 13575 true 0.96 7691



ENSGALP00000012130 CID 178 - 189

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1445,86)" 10716 true 0.51 7692

ENSGALP00000004375 CID 77 - 90

acetyl-CoA acyltransferase 2 - CGNC Symbol 

2003 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1445,89)" 5784 true 0.64 7693

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1446,65)" 2937 true 1.49 7694

ENSGALP00000025629 CID 360 - 370

RNA binding motif protein 12B - CGNC 

Symbol 51213 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1446,69)" 7590 true 1.01 7695

ENSGALP00000015886 CID 110 - 123

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1446,73)" 25133 true 1.25 7696

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1446,75)" 4825 true 1.54 7697

ENSGALP00000002513 CID 75 - 87 LIM and SH3 protein 1 - CGNC Symbol 1150 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1446,77)" 4223 true 0.85 7698



ENSGALP00000013388 CID 189 - 200

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1446,80)" 1553 true 0.85 7699

ENSGALP00000017341 CID 368 - 379

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1446,82)" 2034 true 0.98 7700

ENSGALP00000041744 CID 148 - 159

SEC22 homolog B vesicle trafficking protein - 

CGNC Symbol 52179 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1446,84)" 7519 7701

ENSGALP00000023926 CID 134 - 144

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1447,68)" 6355 7702

ENSGALP00000001577 CID 531 - 543

SRP receptor alpha subunit - CGNC Symbol 

713 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1447,73)" 7574 false 7703

ENSGALP00000021255 CID 530 - 541

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1447,73)" 7574 7704

ENSGALP00000000199 CID 1,180 - 1,191

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1447,73)" 7910 true 0.94 7705



ENSGALP00000023944 CID 367 - 379

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1447,77)" 90372 7706

ENSGALP00000008236 CID 998 - 1,009

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1447,79)" 16149 7707

ENSGALP00000001803 CID 507 - 520

debranching RNA lariats 1 - CGNC Symbol 

809 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1447,82)" 751 false 7708

ENSGALP00000003089 CID 697 - 708

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1447,82)" 751 7709

ENSGALP00000012765 CID 130 - 142

SMAD family member 3 - CGNC Symbol 

5954 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1447,93)" 12347 7710

ENSGALP00000004641 CID 1,021 - 1,032

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1448,68)" 22133 true 1.07 7711

ENSGALP00000019298 CID 351 - 362

protein phosphatase 2 regulatory subunit B' 

epsilon isoform - CGNC Symbol 8975 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1448,74)" 40149 7712



ENSGALP00000014260 CID 71 - 81

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1448,75)" 13998 true 1.25 7713

ENSGALP00000018418 CID 387 - 397 N-glycanase 1 - CGNC Symbol 8593 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1448,76)" 612 false 7714

ENSGALP00000025280 CID Apr-16 thioredoxin - CGNC Symbol 49804 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1448,76)" 612 true 0.62 7715

ENSGALP00000004108 CID 517 - 528

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1448,76)" 12606 7716

ENSGALP00000008824 CID 326 - 336

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1448,76)" 2009 true 0.85 7717

ENSGALP00000026633 CID 527 - 538

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1448,77)" 7006 true 0.9 7718

ENSGALP00000012007 CID 72 - 83 archain 1 - CGNC Symbol 5606 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1448,77)" 1183 7719



ENSGALP00000039133 CID 110 - 121

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1448,80)" 89299 true 1.36 7720

ENSGALP00000019040 CID 829 - 840 nucleoporin 205kDa - CGNC Symbol 8864 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1448,80)" 7725 false 7721

ENSGALP00000009960 CID 146 - 158

ribosomal protein L13 - CGNC Symbol 

49509 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1448,80)" 21969 7722

ENSGALP00000004641 CID 822 - 833

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1448,82)" 9738 true 1.08 7723

ENSGALP00000028424 CID 213 - 224

O-6-methylguanine-DNA methyltransferase - 

HGNC:7059 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1448,82)" 6149 7724

ENSGALP00000041134 CID Oct-23

microfibrillar associated protein 1 - CGNC 

Symbol 6322 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1448,82)" 22472 true 0.66 7725

ENSGALP00000026487 CID 124 - 137

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1448,83)" 1149 7726



ENSGALP00000019161 CID 142 - 155

WW domain binding protein 11 - CGNC 

Symbol 53212 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1448,84)" 19241 true 0.61 7727

ENSGALP00000016509 CID 1,381 - 1,392

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1448,85)" 4562 7728

ENSGALP00000006043 CID 1,053 - 1,064

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1448,87)" 8911 true 1.93 7729

ENSGALP00000000639 CID 203 - 213 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1449,74)" 1048 true 5.05 7730

ENSGALP00000035780 CID 1,924 - 1,934

RAN binding protein 2 - CGNC Symbol 

50838 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1449,83)" 9369 true 0.62 7731

ENSGALP00000024468 CID 65 - 76

ribosomal protein S15 - CGNC Symbol 

11306 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1449,89)" 44707 true 0.67 7732

ENSGALP00000004375 CID 77 - 90

acetyl-CoA acyltransferase 2 - CGNC Symbol 

2003 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1449,91)" 1589 7733



ENSGALP00000009528 CID 77 - 90

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1449,92)" 24801 true 1.01 7734

ENSGALP00000016481 CID 34 - 46

Sec23 homolog A (S. cerevisiae) - CGNC 

Symbol 7715 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1449,94)" 387 true 0.64 7735

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1450,69)" 13592 7736

ENSGALP00000039270 CID 642 - 653

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1450,73)" 2212 true 0.91 7737

ENSGALP00000013267 CID 56 - 68

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1450,73)" 4005 7738

ENSGALP00000014119 CID 70 - 83

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1450,75)" 1383 false 7739

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1450,77)" 7449 7740



ENSGALP00000002513 CID 75 - 87 LIM and SH3 protein 1 - CGNC Symbol 1150 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1450,77)" 2757 7741

ENSGALP00000016120 CID 32 - 42

Ras-related protein Rap-1b-like protein - 

CGNC Symbol 50604 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1450,77)" 19605 true 1.64 7742

ENSGALP00000003423 CID 616 - 626

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1450,78)" 31690 7743

ENSGALP00000008095 CID 129 - 141 adenosine kinase - CGNC Symbol 3760 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1450,78)" 2007 false 7744

ENSGALP00000040890 CID 662 - 674

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1450,78)" 767 7745

ENSGALP00000003612 CID 27 - 38

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1450,79)" 12749 true 1.3 7746

ENSGALP00000013388 CID 189 - 200

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1450,83)" 1322 7747



ENSGALP00000027953 CID 28 - 40 ribosomal protein S3 - CGNC Symbol 13020 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1451,69)" 17978 true 0.96 7748

ENSGALP00000017288 CID 34 - 46

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1451,69)" 5548 true 0.96 7749

ENSGALP00000003152 CID 251 - 263

adenosylhomocysteinase - CGNC Symbol 

1443 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1451,73)" 789 true 0.76 7750

ENSGALP00000000199 CID 1,180 - 1,191

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1451,78)" 11939 7751

ENSGALP00000035780 CID 1,943 - 1,954

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1451,95)" 6808 true 1.06 7752

ENSGALP00000042867 CID 69 - 79

myocyte enhancer factor 2D - CGNC Symbol 

54130 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1452,64)" 1880 true 0.68 7753

ENSGALP00000011486 CID 69 - 79

myocyte enhancer factor 2A - CGNC Symbol 

49427 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1452,64)" 1880 true 0.68 7754



ENSGALP00000039878 CID 236 - 248

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1452,70)" 1326 false 7755

ENSGALP00000004641 CID 1,021 - 1,032

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1452,70)" 23706 7756

ENSGALP00000036122 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1452,72)" 9931 true 1.67 7757

ENSGALP00000003357 CID 376 - 389

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1452,75)" 4020 false 7758

ENSGALP00000041134 CID Oct-23

microfibrillar associated protein 1 - CGNC 

Symbol 6322 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1452,85)" 12602 7759

ENSGALP00000019161 CID 142 - 155

WW domain binding protein 11 - CGNC 

Symbol 53212 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1452,86)" 21762 7760

ENSGALP00000038835 CID 954 - 965 mutS homolog 6 - CGNC Symbol 6804 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1453,69)" 1441 true 0.82 7761



ENSGALP00000004437 CID 140 - 153

ribosomal protein S10 - CGNC Symbol 

51122 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1453,72)" 15446 true 0.82 7762

ENSGALP00000022293 CID 547 - 558 ezrin - CGNC Symbol 10288 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1453,73)" 21014 true 0.38 7763

ENSGALP00000015409 CID 368 - 378 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1453,75)" 1554 7764

ENSGALP00000007472 CID 75 - 87

PDGFA associated protein 1 - CGNC Symbol 

3481 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1453,76)" 2390 false 7765

ENSGALP00000008003 CID 62 - 73

SUMO-activating enzyme subunit 2 - Refseq 

NP_001025742 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1453,79)" 6396 7766

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1453,81)" 91464 true 1.23 7767

ENSGALP00000014591 CID 1,003 - 1,013

integrin alpha 4 (antigen CD49D alpha 4 

subunit of VLA-4 receptor) - CGNC Symbol 

6820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1453,81)" 10292 true 0.96 7768



ENSGALP00000012605 CID 308 - 319

pescadillo ribosomal biogenesis factor 1 - 

CGNC Symbol 5881 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1453,84)" 1519 true 1.03 7769

ENSGALP00000006308 CID 123 - 134

ribosomal protein L23a - CGNC Symbol 

2910 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1453,88)" 8857 true 0.75 7770

ENSGALP00000015886 CID 110 - 123

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1454,75)" 26057 true 1.25 7771

ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1454,76)" 3189 true 0.91 7772

ENSGALP00000039757 CID 90 - 100

hypoxia up-regulated 1 - CGNC Symbol 

53307 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1454,80)" 3460 false 7773

ENSGALP00000003612 CID 27 - 38

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1454,82)" 8378 7774

ENSGALP00000002186 CID Jan-13 WD repeat domain 77 - CGNC Symbol 991 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1454,84)" 1638 true 0.88 7775



ENSGALP00000027953 CID 28 - 40 ribosomal protein S3 - CGNC Symbol 13020 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1455,71)" 17227 7776

ENSGALP00000017288 CID 34 - 46

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1455,72)" 2023 7777

ENSGALP00000000468 CID 208 - 219

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1455,72)" 41328 true 0.84 7778

ENSGALP00000006262 CID 454 - 465

gem nuclear organelle associated protein 5 - 

CGNC Symbol 2888 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1455,77)" 7663 false 7779

ENSGALP00000025883 CID 60 - 71

eukaryotic translation initiation factor 3 

subunit E - CGNC Symbol 12026 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1455,77)" 7663 true 1.14 7780

ENSGALP00000040654 CID 21 - 32 thymosin beta 4 Y-linked - HGNC:11882 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1455,80)" 14273 true 1.87 7781

ENSGALP00000027209 CID 627 - 638

propionyl-CoA carboxylase alpha subunit - 

CGNC Symbol 12663 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1455,84)" 2945 7782



ENSGALP00000037564 CID 104 - 116

Hsap of 4: solute carrier family 25 member 

10 - HGNC:10980 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1455,84)" 2945 false 7783

ENSGALP00000011486 CID 69 - 79

myocyte enhancer factor 2A - CGNC Symbol 

49427 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1456,67)" 1286 7784

ENSGALP00000042867 CID 69 - 79

myocyte enhancer factor 2D - CGNC Symbol 

54130 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1456,67)" 1286 7785

ENSGALP00000023294 CID 1,035 - 1,047

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1456,73)" 6331 7786

ENSGALP00000006262 CID 856 - 866

gem nuclear organelle associated protein 5 - 

CGNC Symbol 2888 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1456,74)" 2955 true 1.13 7787

ENSGALP00000043256 CID Feb-13

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1456,76)" 37797 true 0.59 7788

ENSGALP00000014260 CID 71 - 81

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1456,77)" 8693 true 1.25 7789



ENSGALP00000026633 CID 527 - 538

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1456,82)" 6285 true 0.9 7790

ENSGALP00000010844 CID 70 - 82

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1456,86)" 2748 false 7791

ENSGALP00000004641 CID 822 - 833

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1456,88)" 5723 true 1.12 7792

ENSGALP00000010925 CID 42 - 53

exocyst complex component 6 - CGNC 

Symbol 52056 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1457,69)" 3156 true 1.03 7793

ENSGALP00000007287 CID 129 - 141 ribosomal protein S14 - CGNC Symbol 3393 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1457,74)" 10191 true 1.22 7794

ENSGALP00000022293 CID 547 - 558 ezrin - CGNC Symbol 10288 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1457,77)" 3968 7795

ENSGALP00000004437 CID 140 - 153

ribosomal protein S10 - CGNC Symbol 

51122 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1457,77)" 11787 7796



ENSGALP00000015409 CID 718 - 729 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1457,77)" 11787 true 1.72 7797

ENSGALP00000004104 CID 560 - 571

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1457,77)" 7687 true 1.27 7798

ENSGALP00000016623 CID 84 - 95

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1457,80)" 3304 true 1.48 7799

ENSGALP00000001456 CID 570 - 581

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1457,81)" 86759 true 1.12 7800

ENSGALP00000001460 CID 163 - 175

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1457,83)" 7803 true 0.93 7801

ENSGALP00000020310 CID 1,327 - 1,339 SET binding factor 1 - CGNC Symbol 9447 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1457,83)" 7803 false 1.72 7802

ENSGALP00000012605 CID 308 - 319

pescadillo ribosomal biogenesis factor 1 - 

CGNC Symbol 5881 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1457,87)" 1560 7803



ENSGALP00000003152 CID 681 - 691

adenosylhomocysteinase - CGNC Symbol 

1443 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1458,76)" 42012 true 1.12 7804

ENSGALP00000026615 CID 935 - 947

carbamoyl-phosphate synthetase 2 

aspartate transcarbamylase and 

dihydroorotase - HGNC:1424 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1458,76)" 42012 7805

ENSGALP00000008095 CID 129 - 141 adenosine kinase - CGNC Symbol 3760 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1458,83)" 1075 true 0.66 7806

ENSGALP00000009351 CID 145 - 156

protein phosphatase 1 regulatory subunit 7 - 

CGNC Symbol 4354 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1458,87)" 4139 false 7807

ENSGALP00000000468 CID 208 - 219

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1459,74)" 34898 7808

ENSGALP00000001332 CID 551 - 562 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1459,75)" 2121 true 1.15 7809

ENSGALP00000034254 CID 97 - 107 cell division cycle 42 - CGNC Symbol 3561 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1459,76)" 36370 true 1.31 7810



ENSGALP00000002634 CID 134 - 146 nucleoporin 88kDa - CGNC Symbol 1204 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1459,77)" 4539 true 1.08 7811

ENSGALP00000025883 CID 60 - 71

eukaryotic translation initiation factor 3 

subunit E - CGNC Symbol 12026 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1459,80)" 8759 7812

ENSGALP00000027401 CID 384 - 396

succinate-CoA ligase ADP-forming beta 

subunit - CGNC Symbol 12755 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1459,80)" 5630 true 0.99 7813

ENSGALP00000042317 CID 147 - 159

regulator of chromosome condensation 1 - 

HGNC:1913 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1459,82)" 7776 false 7814

ENSGALP00000005302 CID 122 - 135

RAB5C member RAS oncogene family - 

CGNC Symbol 2444 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1459,91)" 2096 false 7815

ENSGALP00000037252 CID 208 - 220 polymerase (DNA) eta - CGNC Symbol 7850 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1460,77)" 136536 false 0.89 7816

ENSGALP00000021034 CID 61 - 73

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1460,77)" 136536 true 0.89 7817



ENSGALP00000013337 CID 265 - 276

CTD small phosphatase like 2 - CGNC 

Symbol 6215 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1460,78)" 12051 true 1.01 7818

ENSGALP00000043256 CID Feb-13

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1460,79)" 20942 true 0.59 7819

ENSGALP00000025476 CID 286 - 296

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1460,85)" 3932 false 7820

ENSGALP00000013659 CID 18 - 32

THUMP domain containing 3 - CGNC 

Symbol 6359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1461,67)" 2065 7821

ENSGALP00000010925 CID 42 - 53

exocyst complex component 6 - CGNC 

Symbol 52056 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1461,71)" 3250 7822

ENSGALP00000000151 CID 185 - 195

tripartite motif containing 27.1 - CGNC 

Symbol 58 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1461,73)" 13275 false 7823

ENSGALP00000023574 CID 797 - 808

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1461,73)" 14054 true 1.12 7824



ENSGALP00000005453 CID 422 - 434

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1461,75)" 7039 true 1.1 7825

ENSGALP00000009939 CID 2,612 - 2,624

WDFY family member 4 - CGNC Symbol 

22870 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1461,75)" 7039 false 1.02 7826

ENSGALP00000012641 CID 1,459 - 1,470 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1461,75)" 7039 false 1.02 7827

ENSGALP00000007287 CID 129 - 141 ribosomal protein S14 - CGNC Symbol 3393 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1461,76)" 5179 7828

ENSGALP00000005971 CID 314 - 324 annexin A2 - CGNC Symbol 49740 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1461,76)" 1595 false 7829

ENSGALP00000000639 CID 314 - 325 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1461,76)" 9262 true 1.02 7830

ENSGALP00000009341 CID 231 - 242

high density lipoprotein binding protein - 

CGNC Symbol 4348 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1461,78)" 2930 true 0.9 7831



ENSGALP00000021927 CID 426 - 438

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1461,79)" 9179 false 0.61 7832

ENSGALP00000005194 CID Feb-15

threonyl-tRNA synthetase - CGNC Symbol 

53084 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1461,79)" 9179 7833

ENSGALP00000009608 CID 110 - 122

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily b member 1 - CGNC Symbol 4462 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1461,80)" 5422 true 2.58 7834

ENSGALP00000039765 CID 196 - 208

UTP14 U3 small nucleolar ribonucleoprotein 

homolog A (yeast) - CGNC Symbol 51631 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1461,81)" 2198 true 2.58 7835

ENSGALP00000015409 CID 718 - 729 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1461,82)" 14374 7836

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1461,86)" 131692 true 1.23 7837

ENSGALP00000009511 CID 197 - 208 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1462,69)" 185804 true 1.29 7838



ENSGALP00000004614 CID 1,584 - 1,594

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1462,70)" 5124 true 0.7 7839

ENSGALP00000023288 CID 236 - 247

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1462,72)" 1374 7840

ENSGALP00000006555 CID 300 - 311

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1462,72)" 1374 7841

ENSGALP00000038130 CID 48 - 61 profilin-2 - Refseq NP_001073228 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1462,74)" 30120 true 0.71 7842

ENSGALP00000027015 CID 50 - 62

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1462,76)" 5405 7843

ENSGALP00000009617 CID 472 - 482

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1462,76)" 5405 false 7844

ENSGALP00000023454 CID 171 - 182

N-acetyltransferase 10 - CGNC Symbol 

10818 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1462,79)" 7325 7845



ENSGALP00000012967 CID 928 - 940

ankyrin repeat domain 44 - CGNC Symbol 

6051 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1462,80)" 5260 true 1.58 7846

ENSGALP00000020154 CID 463 - 477

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1463,77)" 34506 true 1.24 7847

ENSGALP00000023364 CID 336 - 347

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1463,79)" 75013 true 1.32 7848

ENSGALP00000002634 CID 134 - 146 nucleoporin 88kDa - CGNC Symbol 1204 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1463,79)" 4887 7849

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1463,80)" 31083 true 1.76 7850

ENSGALP00000005832 CID 1,243 - 1,255 nucleoporin 155kDa - CGNC Symbol 2697 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1463,80)" 31083 false 1.76 7851

ENSGALP00000000924 CID 188 - 199

acyl-CoA thioesterase 7 - CGNC Symbol 

50978 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1463,86)" 4691 true 0.98 7852



ENSGALP00000037185 CID 400 - 410

X-ray repair complementing defective repair 

in Chinese hamster cells 6 - CGNC Symbol 

9044 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1464,70)" 1686 false 7853

ENSGALP00000013240 CID 1,908 - 1,918

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1464,72)" 3552 false 1.29 7854

ENSGALP00000016447 CID 99 - 110 ribosomal protein S8 - CGNC Symbol 52222 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1464,75)" 267041 true 0.85 7855

ENSGALP00000000639 CID 73 - 84 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1464,75)" 2319 true 1.29 7856

ENSGALP00000018382 CID 1,262 - 1,273

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1464,77)" 9152 false 0.54 7857

ENSGALP00000043135 CID 25,720 - 25,732 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1464,79)" 8367 false 1.14 7858

ENSGALP00000027305 CID 77 - 88

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1464,80)" 128306 false 7859



ENSGALP00000021034 CID 61 - 73

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1464,80)" 128306 7860

ENSGALP00000013337 CID 265 - 276

CTD small phosphatase like 2 - CGNC 

Symbol 6215 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1464,80)" 15118 7861

ENSGALP00000017016 CID 142 - 153 glutaredoxin 3 - CGNC Symbol 7961 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1464,80)" 2207 true 0.9 7862

ENSGALP00000018454 CID 412 - 422 tubulin alpha 4b - CGNC Symbol 65790 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1464,80)" 19428 true 1.65 7863

ENSGALP00000037524 CID 401 - 411 tubulin alpha 4a - CGNC Symbol 65758 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1464,80)" 19428 true 1.65 7864

ENSGALP00000016978 CID 391 - 401

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1464,80)" 19428 true 1.65 7865

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1464,84)" 56684 true 1.65 7866



ENSGALP00000003152 CID 648 - 660

adenosylhomocysteinase - CGNC Symbol 

1443 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1464,87)" 2918 true 1.24 7867

ENSGALP00000001685 CID 21 - 32 NIMA-related kinase 6 - CGNC Symbol 759 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1465,72)" 8279 true 1.69 7868

ENSGALP00000023574 CID 797 - 808

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1465,75)" 14822 7869

ENSGALP00000000639 CID 314 - 325 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1465,76)" 2600 7870

ENSGALP00000003646 CID 119 - 132

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1465,80)" 51759 true 1.08 7871

ENSGALP00000004104 CID 560 - 571

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1465,81)" 9791 true 1.27 7872

ENSGALP00000009608 CID 110 - 122

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily b member 1 - CGNC Symbol 4462 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1465,83)" 5806 7873



ENSGALP00000001456 CID 570 - 581

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1465,84)" 111294 true 1.12 7874

ENSGALP00000016623 CID 84 - 95

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1465,85)" 10868 true 1.48 7875

ENSGALP00000002373 CID 973 - 985

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1465,92)" 4758 true 0.64 7876

ENSGALP00000006308 CID 123 - 134

ribosomal protein L23a - CGNC Symbol 

2910 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1465,95)" 3434 true 0.72 7877

ENSGALP00000006762 CID 164 - 175 bleomycin hydrolase - CGNC Symbol 3131 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1466,69)" 25303 true 0.83 7878

ENSGALP00000009511 CID 197 - 208 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1466,72)" 244916 7879

ENSGALP00000004614 CID 1,584 - 1,594

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1466,73)" 13039 7880



ENSGALP00000039157 CID 682 - 693 ATP citrate lyase - CGNC Symbol 2533 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1466,74)" 15788 false 7881

ENSGALP00000038130 CID 48 - 61 profilin-2 - Refseq NP_001073228 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1466,78)" 7723 7882

ENSGALP00000010935 CID 450 - 464

Cbl proto-oncogene E3 ubiquitin protein 

ligase - CGNC Symbol 49015 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1466,78)" 527 false 7883

ENSGALP00000022269 CID 300 - 312

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1466,81)" 9476 true 1.69 7884

ENSGALP00000016978 CID 85 - 96

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1466,84)" 866093 true 0.81 7885

ENSGALP00000037524 CID 95 - 106 tubulin alpha 4a - CGNC Symbol 65758 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1466,84)" 866093 true 0.81 7886

ENSGALP00000012967 CID 928 - 940

ankyrin repeat domain 44 - CGNC Symbol 

6051 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1466,86)" 20575 7887



ENSGALP00000007287 CID 85 - 96 ribosomal protein S14 - CGNC Symbol 3393 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1466,87)" 2150 true 1.47 7888

ENSGALP00000022434 CID 340 - 354

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1466,89)" 3063 7889

ENSGALP00000004327 CID 1,716 - 1,728 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1467,74)" 7587 true 0.82 7890

ENSGALP00000023099 CID 72 - 86

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1467,76)" 4252 true 1.76 7891

ENSGALP00000011221 CID 1,498 - 1,510

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1467,79)" 9669 true 1.12 7892

ENSGALP00000020154 CID 463 - 477

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1467,79)" 46266 7893

ENSGALP00000001332 CID 551 - 562 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1467,80)" 6870 true 1.15 7894



ENSGALP00000039818 CID 140 - 151

pre-mRNA processing factor 3 - CGNC 

Symbol 52857 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1467,80)" 9435 7895

ENSGALP00000019726 CID 491 - 503

engulfment and cell motility 1 - CGNC 

Symbol 51330 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1467,80)" 9435 true 0.85 7896

ENSGALP00000032933 CID 22 - 33

adaptor-related protein complex 3 sigma 2 

subunit - CGNC Symbol 6283 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1467,80)" 5285 7897

ENSGALP00000034254 CID 97 - 107 cell division cycle 42 - CGNC Symbol 3561 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1467,81)" 47772 true 1.31 7898

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1467,82)" 71081 7899

ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1467,83)" 28239 true 1.59 7900

ENSGALP00000027401 CID 384 - 396

succinate-CoA ligase ADP-forming beta 

subunit - CGNC Symbol 12755 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1467,84)" 5582 true 0.99 7901



ENSGALP00000002409 CID 869 - 880

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1467,86)" 19878 true 0.69 7902

ENSGALP00000003914 CID 222 - 235

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1467,87)" 3810 7903

ENSGALP00000040654 CID 21 - 32 thymosin beta 4 Y-linked - HGNC:11882 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1467,88)" 26713 true 1.87 7904

ENSGALP00000036002 CID 70 - 81

RAB10 member RAS oncogene family - 

CGNC Symbol 12382 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1468,66)" 3622 true 3.96 7905

ENSGALP00000026579 CID 195 - 205

zinc finger protein 512 - CGNC Symbol 

12362 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1468,70)" 1266 false 7906

ENSGALP00000025762 CID 307 - 320

runt-related transcription factor 1 - CGNC 

Symbol 49673 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1468,73)" 1152 7907

ENSGALP00000016447 CID 99 - 110 ribosomal protein S8 - CGNC Symbol 52222 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1468,77)" 229553 7908



ENSGALP00000000639 CID 73 - 84 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1468,78)" 4716 7909

ENSGALP00000015886 CID 97 - 109

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1468,78)" 8632 true 1.41 7910

ENSGALP00000015986 CID 204 - 216

integrator complex subunit 7 - CGNC 

Symbol 7478 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1468,80)" 6323 true 1.05 7911

ENSGALP00000043135 CID 5,276 - 5,287 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1468,81)" 2289 false 1.19 7912

ENSGALP00000018705 CID 323 - 334

dynein cytoplasmic 1 light intermediate 

chain 1 - CGNC Symbol 8732 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1468,86)" 2145 true 1.08 7913

ENSGALP00000001306 CID 485 - 495 SFRS protein kinase 1 - CGNC Symbol 586 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1469,62)" 10431 false 7914

ENSGALP00000043114 CID 40 - 53

peptidylprolyl isomerase (cyclophilin)-like 1 - 

CGNC Symbol 63805 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1469,68)" 1934 7915



ENSGALP00000012367 CID 19 - 31 SLC9A3 regulator 1 - CGNC Symbol 51624 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1469,71)" 32925 true 1.25 7916

ENSGALP00000001685 CID 21 - 32 NIMA-related kinase 6 - CGNC Symbol 759 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1469,74)" 17541 7917

ENSGALP00000023075 CID 159 - 171

replication factor C subunit 1 - CGNC 

Symbol 51823 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1469,78)" 4916 false 7918

ENSGALP00000013375 CID Jan-13

peptidylprolyl isomerase like 3 - CGNC 

Symbol 6234 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1469,80)" 7601 false 7919

ENSGALP00000035478 CID 56 - 68 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1469,80)" 7601 7920

ENSGALP00000003646 CID 119 - 132

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1469,83)" 58211 7921

ENSGALP00000021927 CID 426 - 438

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1469,86)" 5556 true 0.61 7922



ENSGALP00000041159 CID 107 - 117 ribosomal protein S16 - HGNC:10396 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1469,88)" 924 false 7923

ENSGALP00000035366 CID 160 - 172

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1469,88)" 11005 7924

ENSGALP00000006762 CID 164 - 175 bleomycin hydrolase - CGNC Symbol 3131 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1470,72)" 24232 7925

ENSGALP00000002091 CID 280 - 291

TRAF3 interacting protein 3 - CGNC Symbol 

940 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1470,76)" 5818 true 0.97 7926

ENSGALP00000022293 CID 140 - 151 ezrin - CGNC Symbol 10288 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1470,76)" 39866 true 0.31 7927

ENSGALP00000007358 CID 764 - 776

RNA binding motif protein 5 - CGNC Symbol 

3423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1470,79)" 8815 true 0.88 7928

ENSGALP00000004013 CID 2,220 - 2,232 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1471,72)" 11943 true 0.83 7929



ENSGALP00000000639 CID 316 - 327 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1471,74)" 2109 false 7930

ENSGALP00000015366 CID Feb-14

peptidylprolyl isomerase D - CGNC Symbol 

7186 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1471,74)" 66539 7931

ENSGALP00000042497 CID 490 - 502

RAR-related orphan receptor C - CGNC 

Symbol 58847 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1471,76)" 4724 7932

ENSGALP00000004327 CID 1,716 - 1,728 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1471,77)" 1911 7933

ENSGALP00000023099 CID 72 - 86

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1471,79)" 8439 7934

ENSGALP00000011221 CID 1,498 - 1,510

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1471,80)" 17858 7935

ENSGALP00000004840 CID 181 - 193 replication protein A1 - CGNC Symbol 2225 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1471,82)" 3242 false 7936



ENSGALP00000023364 CID 336 - 347

NOP56 ribonucleoprotein - CGNC Symbol 

10777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1471,85)" 106611 true 1.32 7937

ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1471,86)" 50704 7938

ENSGALP00000000924 CID 188 - 199

acyl-CoA thioesterase 7 - CGNC Symbol 

50978 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1471,92)" 2370 true 0.98 7939

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1472,68)" 38682 true 0.75 7940

ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1472,68)" 6696 true 0.75 7941

ENSGALP00000003954 CID 489 - 499

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1472,69)" 5206 true 0.76 7942

ENSGALP00000004745 CID 719 - 730 nucleoporin 93kDa - CGNC Symbol 2176 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1472,74)" 3273 true 0.75 7943



ENSGALP00000041906 CID 14 - 26 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1472,76)" 41741 true 0.5 7944

ENSGALP00000025794 CID 155 - 167

MORC family CW-type zinc finger 3 - CGNC 

Symbol 11977 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1472,77)" 41365 false 0.25 7945

ENSGALP00000004013 CID 2,197 - 2,209 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1472,77)" 41365 7946

ENSGALP00000011961 CID 130 - 141

phosphatidylethanolamine binding protein 

1 - CGNC Symbol 5589 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1472,77)" 41365 true 0.5 7947

ENSGALP00000013574 CID 182 - 193

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1472,78)" 13328 true 0.54 7948

ENSGALP00000019975 CID 456 - 468

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1472,78)" 6975 true 0.8 7949

ENSGALP00000002620 CID Mar-16

mediator complex subunit 1 - CGNC Symbol 

51147 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1472,80)" 1446 false 0.69 7950



ENSGALP00000012641 CID 2,915 - 2,926 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1472,80)" 1446 false 0.69 7951

ENSGALP00000023456 CID 64 - 76

selenophosphate synthetase 1 - CGNC 

Symbol 10819 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1472,81)" 16926 true 12.82 7952

ENSGALP00000038835 CID 991 - 1,002 mutS homolog 6 - CGNC Symbol 6804 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1472,82)" 7058 false 12.82 7953

ENSGALP00000039728 CID 64 - 76

Gallus gallus small nuclear 

ribonucleoprotein polypeptide G (SNRPG) 

mRNA. - RefSeq mRNA NM_001302092 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1472,82)" 12869 true 1.47 7954

ENSGALP00000017016 CID 142 - 153 glutaredoxin 3 - CGNC Symbol 7961 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1472,85)" 1991 true 0.9 7955

ENSGALP00000027391 CID 295 - 306

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1472,85)" 9620 true 0.8 7956

ENSGALP00000007101 CID 1,195 - 1,206

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1472,85)" 9620 false 0.45 7957



ENSGALP00000018340 CID 45 - 58 SATB homeobox 1 - CGNC Symbol 8550 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1472,88)" 14190 true 0.87 7958

ENSGALP00000027161 CID 152 - 163

carbohydrate kinase domain containing - 

CGNC Symbol 50844 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1473,78)" 12475 7959

ENSGALP00000010935 CID 368 - 380

Cbl proto-oncogene E3 ubiquitin protein 

ligase - CGNC Symbol 49015 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1473,79)" 346 7960

ENSGALP00000008082 CID 481 - 492

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1473,80)" 14906 true 0.75 7961

ENSGALP00000000615 CID 48 - 60 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1473,82)" 9220 true 1.07 7962

ENSGALP00000002373 CID 973 - 985

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1473,97)" 1801 true 0.64 7963

ENSGALP00000000423 CID 178 - 192

cysteine and glycine-rich protein 1 - CGNC 

Symbol 188 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1474,74)" 1726 true 0.94 7964



ENSGALP00000022243 CID 79 - 91

aminopeptidase puromycin sensitive - 

CGNC Symbol 10259 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1474,76)" 2044 7965

ENSGALP00000017556 CID 318 - 329 legumain - CGNC Symbol 8216 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1474,78)" 2337 7966

ENSGALP00000028746 CID 92 - 103

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1474,78)" 2337 true 1.38 7967

ENSGALP00000017139 CID 249 - 261

3'-phosphoadenosine 5'-phosphosulfate 

synthase 1 - CGNC Symbol 8007 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1474,78)" 2337 false 0.47 7968

ENSGALP00000014298 CID 17 - 31

ribosomal protein L12 - CGNC Symbol 

50469 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1474,78)" 11153 true 0.67 7969

ENSGALP00000003717 CID 380 - 393

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1474,78)" 4358 true 0.47 7970

ENSGALP00000007358 CID 764 - 776

RNA binding motif protein 5 - CGNC Symbol 

3423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1474,79)" 12441 7971



ENSGALP00000002091 CID 280 - 291

TRAF3 interacting protein 3 - CGNC Symbol 

940 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1474,80)" 5843 7972

ENSGALP00000025512 CID 494 - 506

phosphoglucomutase 3 - CGNC Symbol 

11829 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1474,81)" 3195 true 1.99 7973

ENSGALP00000001446 CID 308 - 321

leucine rich repeat containing 47 - CGNC 

Symbol 649 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1474,82)" 3106 true 1.17 7974

ENSGALP00000039865 CID 459 - 471

flightless I actin binding protein - CGNC 

Symbol 3713 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1474,84)" 1907 7975

ENSGALP00000022269 CID 300 - 312

phosphoribosylaminoimidazole carboxylase 

phosphoribosylaminoimidazolesuccinocarb

oxamide synthase - CGNC Symbol 10274 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1474,86)" 19282 true 1.69 7976

ENSGALP00000016978 CID 85 - 96

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1474,90)" 698666 true 0.81 7977

ENSGALP00000037524 CID 95 - 106 tubulin alpha 4a - CGNC Symbol 65758 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1474,90)" 698666 true 0.81 7978



ENSGALP00000012367 CID 141 - 153 SLC9A3 regulator 1 - CGNC Symbol 51624 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1475,73)" 13965 true 1.3 7979

ENSGALP00000027078 CID 913 - 924

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1475,75)" 3100 false 1.04 7980

ENSGALP00000005794 CID 3,466 - 3,478

spen family transcriptional repressor - CGNC 

Symbol 2675 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1475,75)" 3100 7981

ENSGALP00000007822 CID 450 - 461

coronin actin binding protein 1C - CGNC 

Symbol 50369 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1475,77)" 30322 true 1.25 7982

ENSGALP00000016481 CID 68 - 79

Sec23 homolog A (S. cerevisiae) - CGNC 

Symbol 7715 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1475,77)" 1991 true 0.83 7983

ENSGALP00000014280 CID 68 - 79

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1475,77)" 1991 true 0.83 7984

ENSGALP00000026858 CID 272 - 284

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1475,81)" 7274 true 0.46 7985



ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,68)" 15963 true 0.46 7986

ENSGALP00000011876 CID 332 - 344

sperm associated antigen 9 - CGNC Symbol 

5554 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,68)" 15963 false 0.46 7987

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1476,69)" 27450 true 0.75 7988

ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1476,71)" 7317 7989

ENSGALP00000018695 CID 209 - 222

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1476,76)" 10400 true 5.7 7990

ENSGALP00000011961 CID 130 - 141

phosphatidylethanolamine binding protein 

1 - CGNC Symbol 5589 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1476,78)" 55809 7991

ENSGALP00000019192 CID 197 - 209

uridine monophosphate synthetase - CGNC 

Symbol 8931 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,78)" 8647 true 0.46 7992



ENSGALP00000004614 CID 867 - 878

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,80)" 15494 false 1.17 7993

ENSGALP00000021708 CID 161 - 172

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,80)" 4042 false 1.87 7994

ENSGALP00000039270 CID 975 - 987

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,80)" 4042 false 1.17 7995

ENSGALP00000018410 CID 1,061 - 1,073

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,80)" 4042 false 1.17 7996

ENSGALP00000006278 CID 166 - 178

protein kinase C alpha - CGNC Symbol 

50506 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1476,83)" 3396 7997

ENSGALP00000023456 CID 64 - 76

selenophosphate synthetase 1 - CGNC 

Symbol 10819 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1476,83)" 20404 7998

ENSGALP00000039728 CID 64 - 76

Gallus gallus small nuclear 

ribonucleoprotein polypeptide G (SNRPG) 

mRNA. - RefSeq mRNA NM_001302092 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1476,84)" 18976 7999



ENSGALP00000023395 CID 122 - 133

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,86)" 11553 true 1.87 8000

ENSGALP00000037524 CID 401 - 411 tubulin alpha 4a - CGNC Symbol 65758 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1476,87)" 36199 true 1.65 8001

ENSGALP00000018454 CID 412 - 422 tubulin alpha 4b - CGNC Symbol 65790 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1476,87)" 36199 true 1.65 8002

ENSGALP00000016978 CID 391 - 401

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1476,87)" 36199 true 1.65 8003

ENSGALP00000020561 CID 68 - 81

RNA 2' 3'-cyclic phosphate and 5'-OH ligase - 

CGNC Symbol 9570 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1476,88)" 23563 8004

ENSGALP00000018705 CID 323 - 334

dynein cytoplasmic 1 light intermediate 

chain 1 - CGNC Symbol 8732 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1476,90)" 2317 true 1.08 8005

ENSGALP00000000639 CID 45 - 56 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1476,92)" 1097 true 1.47 8006



ENSGALP00000002078 CID 243 - 255

MYB binding protein (P160) 1a - CGNC 

Symbol 933 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1476,92)" 1097 false 8007

ENSGALP00000003152 CID 648 - 660

adenosylhomocysteinase - CGNC Symbol 

1443 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1476,95)" 5780 true 1.24 8008

ENSGALP00000006218 CID 217 - 228

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1477,63)" 11170 true 1.36 8009

ENSGALP00000039796 CID 308 - 319

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1477,73)" 15456 true 1.68 8010

ENSGALP00000012367 CID 19 - 31 SLC9A3 regulator 1 - CGNC Symbol 51624 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1477,76)" 45666 true 1.25 8011

ENSGALP00000013949 CID 19 - 31

chloride nucleotide-sensitive channel 1A - 

CGNC Symbol 6506 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1477,80)" 33175 true 1.68 8012

ENSGALP00000013190 CID 118 - 128

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1477,81)" 35906 true 1.04 8013



ENSGALP00000003342 CID 118 - 128

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1477,81)" 35906 true 1.04 8014

ENSGALP00000022626 CID 85 - 96

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1477,82)" 14602 8015

ENSGALP00000011598 CID 206 - 219

small nuclear ribonucleoprotein polypeptide 

A' - CGNC Symbol 50006 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1477,83)" 2270 8016

ENSGALP00000000615 CID 48 - 60 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1477,85)" 15118 8017

ENSGALP00000008763 CID 1,267 - 1,279

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1478,74)" 4754 false 8018

ENSGALP00000033915 CID 307 - 318

protein kinase cAMP-dependent regulatory 

type I alpha - CGNC Symbol 3113 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1478,74)" 14428 true 2.27 8019

ENSGALP00000003717 CID 88 - 101

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1478,75)" 4410 true 2.27 8020



ENSGALP00000000423 CID 178 - 192

cysteine and glycine-rich protein 1 - CGNC 

Symbol 188 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1478,76)" 3011 8021

ENSGALP00000022293 CID 140 - 151 ezrin - CGNC Symbol 10288 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1478,81)" 9170 true 0.31 8022

ENSGALP00000003717 CID 380 - 393

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1478,81)" 1404 8023

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1478,82)" 27067 true 1.35 8024

ENSGALP00000025512 CID 494 - 506

phosphoglucomutase 3 - CGNC Symbol 

11829 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1478,83)" 10405 8025

ENSGALP00000001446 CID 308 - 321

leucine rich repeat containing 47 - CGNC 

Symbol 649 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1478,84)" 3635 8026

ENSGALP00000017347 CID 316 - 328

proteasome 26S subunit ATPase 1 - CGNC 

Symbol 8111 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1478,85)" 6819 true 1.72 8027



ENSGALP00000007287 CID 85 - 96 ribosomal protein S14 - CGNC Symbol 3393 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1478,95)" 3151 true 1.47 8028

ENSGALP00000016102 CID Jan-13

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1479,72)" 4387 false 8029

ENSGALP00000036948 CID 342 - 353

dihydrolipoamide S-succinyltransferase (E2 

component of 2-oxo-glutarate complex) - 

CGNC Symbol 51956 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1479,72)" 2282 false 8030

ENSGALP00000002828 CID 727 - 738

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1479,74)" 65886 true 1.11 8031

ENSGALP00000008091 CID 157 - 169

dyskerin pseudouridine synthase 1 - CGNC 

Symbol 3757 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1479,77)" 13661 true 3.88 8032

ENSGALP00000002373 CID 561 - 573

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1479,78)" 137884 true 0.89 8033

ENSGALP00000026127 CID 579 - 591 thyroglobulin - CGNC Symbol 65221 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1479,78)" 137884 8034



ENSGALP00000040802 CID Sep-20 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1479,80)" 4158 true 1.77 8035

ENSGALP00000016481 CID 68 - 79

Sec23 homolog A (S. cerevisiae) - CGNC 

Symbol 7715 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1479,81)" 1171 8036

ENSGALP00000014280 CID 68 - 79

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1479,81)" 1171 8037

ENSGALP00000008105 CID 250 - 263

phosphoribosyl pyrophosphate synthetase-

associated protein 2 - CGNC Symbol 50275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1479,85)" 4746 true 0.65 8038

ENSGALP00000002409 CID 869 - 880

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1479,94)" 11883 true 0.69 8039

ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1480,70)" 20428 8040

ENSGALP00000013267 CID 279 - 290

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1480,70)" 30733 true 1.67 8041



ENSGALP00000003954 CID 489 - 499

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1480,74)" 3964 true 0.76 8042

ENSGALP00000023288 CID 183 - 195

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1480,74)" 1218 8043

ENSGALP00000018695 CID 209 - 222

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1480,78)" 79411 8044

ENSGALP00000019192 CID 197 - 209

uridine monophosphate synthetase - CGNC 

Symbol 8931 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1480,80)" 20135 8045

ENSGALP00000013574 CID 182 - 193

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1480,83)" 5782 true 0.54 8046

ENSGALP00000011167 CID 42 - 54

ribonuclease/angiogenin inhibitor 1 - CGNC 

Symbol 5211 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1480,85)" 1083 true 1.38 8047

ENSGALP00000027391 CID 295 - 306

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1480,87)" 12086 true 0.87 8048



ENSGALP00000023395 CID 122 - 133

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1480,89)" 14701 8049

ENSGALP00000006218 CID 217 - 228

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1481,66)" 15192 8050

ENSGALP00000003737 CID 270 - 281 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1481,77)" 655 true 1.07 8051

ENSGALP00000039796 CID 308 - 319

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1481,77)" 45939 8052

ENSGALP00000041323 CID Nov-23

heterogeneous nuclear ribonucleoprotein U-

like 1 - CGNC Symbol 58103 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1481,79)" 12987 true 0.85 8053

ENSGALP00000004013 CID 1,625 - 1,637 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1481,80)" 22540 8054

ENSGALP00000013949 CID 19 - 31

chloride nucleotide-sensitive channel 1A - 

CGNC Symbol 6506 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1481,82)" 26856 8055



ENSGALP00000012641 CID 1,370 - 1,382 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1481,83)" 2854 false 8056

ENSGALP00000003130 CID 305 - 317

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1481,83)" 7683 false 8057

ENSGALP00000008082 CID 481 - 492

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1481,85)" 8679 false 0.75 8058

ENSGALP00000042136 CID 940 - 953

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1481,90)" 21415 true 0.44 8059

ENSGALP00000010510 CID 77 - 88

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1482,70)" 6730 true 0.61 8060

ENSGALP00000039757 CID 935 - 948

hypoxia up-regulated 1 - CGNC Symbol 

53307 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1482,70)" 6730 false 0.3 8061

ENSGALP00000009511 CID 197 - 208 ribosomal protein L5 - CGNC Symbol 4424 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1482,72)" 5562 8062



ENSGALP00000005212 CID 78 - 89 histone deacetylase 1 - CGNC Symbol 2394 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1482,73)" 28834 true 1.3 8063

ENSGALP00000003012 CID 241 - 256

malate dehydrogenase 2 - CGNC Symbol 

1378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1482,74)" 3494 false 8064

ENSGALP00000042912 CID 95 - 109

SREK1 interacting protein 1 - CGNC Symbol 

53000 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1482,76)" 37765 8065

ENSGALP00000033915 CID 307 - 318

protein kinase cAMP-dependent regulatory 

type I alpha - CGNC Symbol 3113 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1482,76)" 37765 8066

ENSGALP00000003717 CID 88 - 101

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1482,78)" 2759 8067

ENSGALP00000018179 CID 179 - 192

SEC31 homolog A (S. cerevisiae) - CGNC 

Symbol 8479 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1482,82)" 2124 8068

ENSGALP00000006018 CID 312 - 324

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1482,82)" 1417 false 8069



ENSGALP00000028746 CID 92 - 103

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1482,83)" 3235 true 1.38 8070

ENSGALP00000014298 CID 17 - 31

ribosomal protein L12 - CGNC Symbol 

50469 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1482,83)" 5712 true 0.67 8071

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1482,84)" 26511 8072

ENSGALP00000017347 CID 316 - 328

proteasome 26S subunit ATPase 1 - CGNC 

Symbol 8111 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1482,89)" 6674 8073

ENSGALP00000015964 CID 102 - 114

ribosomal protein L18a - CGNC Symbol 

50601 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1483,71)" 163843 true 0.65 8074

ENSGALP00000012367 CID 141 - 153 SLC9A3 regulator 1 - CGNC Symbol 51624 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1483,77)" 18217 true 1.3 8075

ENSGALP00000002828 CID 727 - 738

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1483,78)" 86639 8076



ENSGALP00000002373 CID 561 - 573

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1483,81)" 123160 8077

ENSGALP00000023635 CID 386 - 397 lamin B1 - CGNC Symbol 10893 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1483,81)" 5801 false 8078

ENSGALP00000006816 CID 2,392 - 2,404

vacuolar protein sorting 13 homolog D (S. 

cerevisiae) - CGNC Symbol 3155 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1483,82)" 18754 8079

ENSGALP00000001493 CID 220 - 231

protein phosphatase 6 catalytic subunit - 

CGNC Symbol 57480 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1483,82)" 18754 true 1.8 8080

ENSGALP00000007822 CID 450 - 461

coronin actin binding protein 1C - CGNC 

Symbol 50369 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1483,82)" 27098 true 1.25 8081

ENSGALP00000023099 CID 21 - 34

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1483,85)" 13031 8082

ENSGALP00000026858 CID 272 - 284

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1483,85)" 3329 true 0.46 8083



ENSGALP00000002525 CID 388 - 398 septin 9 - CGNC Symbol 50494 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1483,87)" 8186 false 8084

ENSGALP00000023439 CID 98 - 109

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1484,70)" 5149 8085

ENSGALP00000007487 CID 282 - 292

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1484,70)" 2192 true 0.59 8086

ENSGALP00000013267 CID 279 - 290

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1484,71)" 26562 8087

ENSGALP00000006494 CID 227 - 239

formin binding protein 1 - CGNC Symbol 

2999 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1484,71)" 26562 8088

ENSGALP00000005132 CID 63 - 74

DnaJ (Hsp40) homolog subfamily A member 

4 - CGNC Symbol 2362 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1484,72)" 7924 true 0.69 8089

ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1484,76)" 23245 true 1.08 8090



ENSGALP00000042136 CID 493 - 504

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1484,76)" 23245 false 1.08 8091

ENSGALP00000004959 CID 952 - 964

zinc finger CCCH-type containing 7A - CGNC 

Symbol 2278 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1484,76)" 23245 false 0.69 8092

ENSGALP00000007997 CID 97 - 109

voltage-dependent anion channel 2 - CGNC 

Symbol 49348 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1484,78)" 2916 true 0.69 8093

ENSGALP00000025356 CID 58 - 71

ATP synthase H+ transporting mitochondrial 

Fo complex subunit F6 - CGNC Symbol 

11749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1484,78)" 1394 false 8094

ENSGALP00000013029 CID 1,284 - 1,294

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1484,79)" 4622 true 2.74 8095

ENSGALP00000037462 CID 359 - 371 thymopoietin - CGNC Symbol 50621 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1484,79)" 249111 true 0.84 8096

ENSGALP00000019120 CID 332 - 345

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1484,86)" 3627 true 0.95 8097



ENSGALP00000021708 CID 102 - 115

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1484,86)" 8147 true 0.6 8098

ENSGALP00000023239 CID 57 - 68 cystatin B (stefin B) - CGNC Symbol 10723 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1485,75)" 6686 8099

ENSGALP00000008105 CID 352 - 363

phosphoribosyl pyrophosphate synthetase-

associated protein 2 - CGNC Symbol 50275 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1485,76)" 4985 8100

ENSGALP00000041361 CID 37 - 47 ribosomal protein L17 - HGNC:10307 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1485,76)" 6682 false 0.67 8101

ENSGALP00000012938 CID 74 - 86 apoptosis inhibitor 5 - CGNC Symbol 16313 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1485,76)" 6682 true 1.27 8102

ENSGALP00000012376 CID 681 - 693

signal transducer and activator of 

transcription 1 91kDa - CGNC Symbol 52118 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1485,80)" 1520 8103

ENSGALP00000041323 CID Nov-23

heterogeneous nuclear ribonucleoprotein U-

like 1 - CGNC Symbol 58103 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1485,82)" 8944 8104



ENSGALP00000001693 CID 217 - 229

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1485,84)" 1120 false 8105

ENSGALP00000013190 CID 118 - 128

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1485,86)" 37486 true 1.04 8106

ENSGALP00000003342 CID 118 - 128

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1485,86)" 37486 true 1.04 8107

ENSGALP00000015886 CID 245 - 258

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1486,68)" 1368 8108

ENSGALP00000038463 CID 223 - 233

ribosomal protein L7a - CGNC Symbol 

50454 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1486,71)" 41816 true 0.76 8109

ENSGALP00000039796 CID 95 - 105

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1486,71)" 1277 true 1.08 8110

ENSGALP00000014557 CID 431 - 442 mutS homolog 2 - CGNC Symbol 6808 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1486,73)" 26434 true 1.07 8111



ENSGALP00000017556 CID 317 - 328 legumain - CGNC Symbol 8216 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1486,73)" 26434 false 8112

ENSGALP00000024803 CID 49 - 60 prolyl endopeptidase - CGNC Symbol 11476 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1486,82)" 96723 true 1.26 8113

ENSGALP00000037564 CID 137 - 149

Hsap of 4: solute carrier family 25 member 

10 - HGNC:10980 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1486,82)" 9355 false 1.51 8114

ENSGALP00000023262 CID 38 - 51

TAP binding protein like - CGNC Symbol 

10731 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1486,84)" 31166 8115

ENSGALP00000002828 CID 438 - 448

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1486,87)" 47330 true 0.68 8116

ENSGALP00000012462 CID 81 - 94 ribosomal protein S25 - HGNC:10413 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1486,90)" 16772 false 8117

ENSGALP00000043331 CID 684 - 695 topoisomerase (DNA) I - CGNC Symbol 2691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1487,77)" 5237 false 8118



ENSGALP00000015964 CID 102 - 114

ribosomal protein L18a - CGNC Symbol 

50601 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1487,77)" 31136 8119

ENSGALP00000008911 CID 127 - 140

Major histocompatibility complex class II 

beta chain BLB1 - CGNC Symbol 54366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1487,80)" 13410 true 0.89 8120

ENSGALP00000009681 CID 19 - 30

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1487,80)" 5571 true 0.96 8121

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1488,66)" 5813 true 0.88 8122

ENSGALP00000003538 CID 234 - 245

eukaryotic translation termination factor 1 - 

CGNC Symbol 1614 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1488,68)" 3668 8123

ENSGALP00000035496 CID 135 - 147

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1488,70)" 12759 true 0.69 8124

ENSGALP00000007487 CID 282 - 292

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1488,74)" 2851 8125



ENSGALP00000036720 CID 1,819 - 1,830

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1488,74)" 1029 8126

ENSGALP00000015176 CID 490 - 502

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1488,76)" 2169 true 1.21 8127

ENSGALP00000025476 CID 555 - 568

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1488,77)" 1631 false 0.32 8128

ENSGALP00000009939 CID 2,258 - 2,269

WDFY family member 4 - CGNC Symbol 

22870 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1488,77)" 1631 false 8129

ENSGALP00000015886 CID 262 - 276

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1488,78)" 9721 true 1.55 8130

ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1488,79)" 20843 8131

ENSGALP00000041366 CID 213 - 225

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1488,79)" 23415 false 0.77 8132



ENSGALP00000011291 CID 165 - 177 apolipoprotein O like - CGNC Symbol 5266 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1488,79)" 23415 true 0.77 8133

ENSGALP00000006566 CID 80 - 91

serine/arginine-rich splicing factor 10 - 

CGNC Symbol 51061 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1488,81)" 6997 true 1.06 8134

ENSGALP00000019120 CID 332 - 345

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1488,88)" 3436 8135

ENSGALP00000011167 CID 42 - 54

ribonuclease/angiogenin inhibitor 1 - CGNC 

Symbol 5211 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1488,90)" 5281 true 1.38 8136

ENSGALP00000023089 CID 45 - 57

ribosomal protein large P2 - CGNC Symbol 

10655 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1489,72)" 4555 true 0.54 8137

ENSGALP00000012938 CID 74 - 86 apoptosis inhibitor 5 - CGNC Symbol 16313 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1489,78)" 11272 8138

ENSGALP00000000666 CID 34 - 46

phosphoglucomutase 2 - CGNC Symbol 

52790 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1489,78)" 11272 8139



ENSGALP00000023059 CID 553 - 564

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1489,81)" 2222 true 0.91 8140

ENSGALP00000003737 CID 270 - 281 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1489,82)" 1121 true 1.07 8141

ENSGALP00000029288 CID 350 - 362

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1489,82)" 3106 false 8142

ENSGALP00000036405 CID 298 - 309

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1489,85)" 11669 true 1.26 8143

ENSGALP00000003234 CID 411 - 423

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1489,87)" 1109 8144

ENSGALP00000004815 CID 114 - 127

ArfGAP with FG repeats 1 - CGNC Symbol 

2213 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1489,87)" 6050 true 1.26 8145

ENSGALP00000010530 CID 309 - 319

non-SMC condensin II complex subunit G2 - 

CGNC Symbol 4922 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1489,87)" 6050 8146



ENSGALP00000042136 CID 940 - 953

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1489,95)" 3171 true 0.44 8147

ENSGALP00000038463 CID 223 - 233

ribosomal protein L7a - CGNC Symbol 

50454 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1490,74)" 35172 8148

ENSGALP00000037232 CID 432 - 445

EWS RNA binding protein 1 - CGNC Symbol 

50409 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1490,75)" 2944 true 1.99 8149

ENSGALP00000014557 CID 431 - 442 mutS homolog 2 - CGNC Symbol 6808 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1490,75)" 28192 8150

ENSGALP00000010510 CID 77 - 88

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1490,76)" 2726 true 0.61 8151

ENSGALP00000035780 CID 1,292 - 1,302

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1490,77)" 6613 true 0.65 8152

ENSGALP00000032358 CID 65 - 77

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1490,77)" 20612 true 1.54 8153



ENSGALP00000005212 CID 78 - 89 histone deacetylase 1 - CGNC Symbol 2394 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1490,78)" 37454 true 1.3 8154

ENSGALP00000023833 CID 108 - 121 WD repeat domain 3 - CGNC Symbol 10970 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1490,79)" 2417 true 2.7 8155

ENSGALP00000020349 CID 285 - 296

pre-mRNA processing factor 39 - 

HGNC:20314 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1490,80)" 1383 false 8156

ENSGALP00000020169 CID 519 - 531

phosphorylase glycogen liver - CGNC 

Symbol 49139 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1490,80)" 1383 false 8157

ENSGALP00000024803 CID 49 - 60 prolyl endopeptidase - CGNC Symbol 11476 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1490,84)" 135613 8158

ENSGALP00000008171 CID 684 - 695

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1490,88)" 4722 8159

ENSGALP00000026615 CID 158 - 169

carbamoyl-phosphate synthetase 2 

aspartate transcarbamylase and 

dihydroorotase - HGNC:1424 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1490,88)" 5952 true 1.13 8160



ENSGALP00000020278 CID 486 - 498

SH3-domain binding protein 1 - CGNC 

Symbol 54092 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1490,88)" 5952 false 1.13 8161

ENSGALP00000007780 CID 115 - 128

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1490,89)" 30542 true 1.97 8162

ENSGALP00000005565 CID 132 - 143

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1491,74)" 8960 true 0.61 8163

ENSGALP00000008802 CID 257 - 268 ribosomal protein S2 - CGNC Symbol 50281 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1491,76)" 45499 true 0.71 8164

ENSGALP00000014813 CID 450 - 463 dipeptidyl-peptidase 7 - CGNC Symbol 6929 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1491,79)" 3609 8165

ENSGALP00000008911 CID 127 - 140

Major histocompatibility complex class II 

beta chain BLB1 - CGNC Symbol 54366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1491,83)" 10837 8166

ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-terminal like (ABRACL) 

mRNA. - RefSeq mRNA NM_001302176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1491,84)" 6034 true 3.71 8167



ENSGALP00000040802 CID Sep-20 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1491,85)" 3475 true 1.77 8168

ENSGALP00000001493 CID 220 - 231

protein phosphatase 6 catalytic subunit - 

CGNC Symbol 57480 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1491,88)" 21087 false 8169

ENSGALP00000015741 CID 193 - 205

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1492,70)" 2445 true 1.2 8170

ENSGALP00000016337 CID 943 - 956

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1492,71)" 5004 8171

ENSGALP00000015051 CID 386 - 398 pleiotropic regulator 1 - CGNC Symbol 7032 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1492,73)" 1769 true 0.89 8172

ENSGALP00000007680 CID 283 - 295 ribosomal protein L6 - CGNC Symbol 48978 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1492,77)" 4289 false 8173

ENSGALP00000005132 CID 63 - 74

DnaJ (Hsp40) homolog subfamily A member 

4 - CGNC Symbol 2362 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1492,77)" 5137 true 0.69 8174



ENSGALP00000015176 CID 490 - 502

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1492,77)" 6103 8175

ENSGALP00000011291 CID 165 - 177 apolipoprotein O like - CGNC Symbol 5266 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1492,79)" 9397 8176

ENSGALP00000015886 CID 262 - 276

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1492,80)" 16996 8177

ENSGALP00000001474 CID 352 - 365

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1492,81)" 13051 8178

ENSGALP00000000693 CID 89 - 100

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1492,82)" 3358 true 0.87 8179

ENSGALP00000013029 CID 1,284 - 1,294

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1492,84)" 12673 true 2.74 8180

ENSGALP00000037462 CID 359 - 371 thymopoietin - CGNC Symbol 50621 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1492,84)" 204032 true 0.84 8181



ENSGALP00000041022 CID 214 - 226

DNA polymerase alpha subunit B-like - 

CGNC Symbol 63391 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1492,86)" 7693 false 1.15 8182

ENSGALP00000021708 CID 102 - 115

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1492,90)" 3843 true 0.6 8183

ENSGALP00000009002 CID 526 - 536

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1493,70)" 2417 true 1.38 8184

ENSGALP00000003612 CID 1,415 - 1,426

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1493,75)" 2443 false 1.11 8185

ENSGALP00000023089 CID 45 - 57

ribosomal protein large P2 - CGNC Symbol 

10655 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1493,75)" 2443 8186

ENSGALP00000003646 CID 88 - 100

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1493,79)" 8006 true 1.11 8187

ENSGALP00000017049 CID 27 - 39

cytidine/uridine monophosphate kinase 1 - 

CGNC Symbol 7971 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1493,79)" 25979 true 1.34 8188



ENSGALP00000009617 CID 86 - 97

RUN and FYVE domain containing 1 - CGNC 

Symbol 52814 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1493,80)" 161120 false 8189

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1493,80)" 161120 false 8190

ENSGALP00000012282 CID 666 - 678

ribosomal RNA processing 12 homolog - 

CGNC Symbol 5736 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1494,72)" 6690 true 0.57 8191

ENSGALP00000024213 CID 253 - 265

ribosome production factor 2 homolog - 

CGNC Symbol 11187 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1494,73)" 16095 true 0.57 8192

ENSGALP00000039796 CID 95 - 105

Gallus gallus DEAD (Asp-Glu-Ala-Asp) box 

helicase 6 (DDX6) transcript variant 1 

mRNA. - RefSeq mRNA NM_001282047 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1494,75)" 1383 true 1.08 8193

ENSGALP00000007780 CID 115 - 128

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1494,91)" 409788 8194

ENSGALP00000004807 CID 206 - 218

proteasome subunit alpha 4 - CGNC Symbol 

2207 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1494,94)" 2280 true 2.7 8195



ENSGALP00000003130 CID 441 - 453

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1495,65)" 3287 true 0.71 8196

ENSGALP00000018498 CID 191 - 201

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1495,70)" 15894 true 0.71 8197

ENSGALP00000016523 CID 187 - 197

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1495,70)" 15894 true 0.71 8198

ENSGALP00000001964 CID Feb-14 ABI family member 3 - CGNC Symbol 878 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1495,72)" 4302 8199

ENSGALP00000006778 CID 464 - 476

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1495,80)" 12083 true 0.82 8200

ENSGALP00000013870 CID 308 - 319

X-prolyl aminopeptidase (aminopeptidase 

P) 1 soluble - CGNC Symbol 6466 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1495,84)" 1998 false 8201

ENSGALP00000039818 CID 159 - 171

pre-mRNA processing factor 3 - CGNC 

Symbol 52857 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1495,84)" 5628 false 8202



ENSGALP00000009681 CID 19 - 30

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1495,85)" 3221 true 0.96 8203

ENSGALP00000015986 CID 444 - 454

integrator complex subunit 7 - CGNC 

Symbol 7478 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1496,67)" 1605 8204

ENSGALP00000013273 CID 61 - 72

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1496,73)" 9468 true 0.79 8205

ENSGALP00000017080 CID 472 - 483

SNW domain containing 1 - CGNC Symbol 

7983 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1496,74)" 6723 true 0.98 8206

ENSGALP00000035496 CID 135 - 147

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1496,75)" 9233 true 0.69 8207

ENSGALP00000021034 CID 424 - 435

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1496,78)" 35703 true 0.74 8208

ENSGALP00000023288 CID 248 - 260

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1496,83)" 14866 true 0.77 8209



ENSGALP00000026558 CID 871 - 884

ATPase family AAA domain containing 2B - 

HGNC:29230 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1496,89)" 8437 8210

ENSGALP00000036405 CID 49 - 62

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1496,92)" 4218 true 0.79 8211

ENSGALP00000009002 CID 526 - 536

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1497,72)" 3327 8212

ENSGALP00000023635 CID 275 - 285 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1497,76)" 3778 true 2.03 8213

ENSGALP00000002525 CID 548 - 559 septin 9 - CGNC Symbol 50494 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1497,77)" 8947 8214

ENSGALP00000022816 CID 47 - 58

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1497,79)" 3850 false 8215

ENSGALP00000003646 CID 88 - 100

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1497,80)" 9717 8216



ENSGALP00000017049 CID 27 - 39

cytidine/uridine monophosphate kinase 1 - 

CGNC Symbol 7971 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1497,81)" 33359 8217

ENSGALP00000007837 CID 15 - 27

phosphoribosyl pyrophosphate synthetase 

1 - CGNC Symbol 51649 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1497,82)" 10027 false 8218

ENSGALP00000015409 CID 338 - 350 actinin alpha 1 - CGNC Symbol 48956 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1497,84)" 12716 false 3.14 8219

ENSGALP00000020445 CID 1,358 - 1,370

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1497,85)" 67661 true 0.62 8220

ENSGALP00000016414 CID 134 - 147

ADP-ribosylation factor interacting protein 1 

- CGNC Symbol 7678 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1497,85)" 67661 8221

ENSGALP00000036405 CID 298 - 309

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1497,89)" 18373 true 1.26 8222

ENSGALP00000024213 CID 253 - 265

ribosome production factor 2 homolog - 

CGNC Symbol 11187 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1498,76)" 10879 8223



ENSGALP00000025404 CID 314 - 326

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1498,83)" 26402 true 1.15 8224

ENSGALP00000032358 CID 65 - 77

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1498,83)" 26402 false 1.54 8225

ENSGALP00000003737 CID 81 - 92 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1498,86)" 5567 true 1.25 8226

ENSGALP00000017661 CID 576 - 587

USO1 vesicle transport factor - CGNC 

Symbol 8265 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1498,86)" 5567 8227

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1498,87)" 3322 false 8228

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1-like - CGNC Symbol 

9427 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1498,87)" 59102 true 1.08 8229

ENSGALP00000026615 CID 158 - 169

carbamoyl-phosphate synthetase 2 

aspartate transcarbamylase and 

dihydroorotase - HGNC:1424 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1498,94)" 8545 true 1.13 8230



ENSGALP00000002828 CID 438 - 448

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1498,96)" 39536 true 0.68 8231

ENSGALP00000003130 CID 441 - 453

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1499,68)" 2341 8232

ENSGALP00000020147 CID 110 - 121

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1499,73)" 4064 true 0.81 8233

ENSGALP00000013748 CID Jan-13

SH2 domain containing 1A - CGNC Symbol 

65191 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1499,78)" 45274 8234

ENSGALP00000008802 CID 257 - 268 ribosomal protein S2 - CGNC Symbol 50281 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1499,81)" 26720 true 0.71 8235

ENSGALP00000043135 CID 18,967 - 18,980 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1499,81)" 15301 8236

ENSGALP00000005565 CID 132 - 143

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1499,81)" 9136 false 8237



ENSGALP00000043386 CID 450 - 462 Hsap of 1: dynamin 2 - HGNC:2974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1499,82)" 9875 8238

ENSGALP00000019629 CID 197 - 208

proteasome subunit alpha 3 - CGNC Symbol 

9125 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1499,83)" 20652 false 8239

ENSGALP00000006778 CID 464 - 476

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1499,83)" 20652 8240

ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-terminal like (ABRACL) 

mRNA. - RefSeq mRNA NM_001302176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1499,88)" 23501 true 3.71 8241

ENSGALP00000025476 CID 318 - 328

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1500,68)" 4428 true 1.9 8242

ENSGALP00000007299 CID 202 - 215 CD74 molecule - CGNC Symbol 3398 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1500,71)" 31207 true 0.33 8243

ENSGALP00000019037 CID 174 - 186

acetyl-CoA acetyltransferase 2 - CGNC 

Symbol 8861 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1500,73)" 10958 false 8244



ENSGALP00000013273 CID 61 - 72

Hsap of 4: methylthioadenosine 

phosphorylase - HGNC:7413 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1500,75)" 7462 8245

ENSGALP00000035122 CID 447 - 459

bromodomain-containing protein 4-like - 

CGNC Symbol 64065 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1500,76)" 6668 true 1.01 8246

ENSGALP00000015051 CID 386 - 398 pleiotropic regulator 1 - CGNC Symbol 7032 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1500,79)" 1569 true 0.89 8247

ENSGALP00000007680 CID 283 - 295 ribosomal protein L6 - CGNC Symbol 48978 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1500,82)" 7457 true 0.79 8248

ENSGALP00000002828 CID 845 - 857

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1500,82)" 857 true 1.28 8249

ENSGALP00000023288 CID 248 - 260

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1500,83)" 3722 true 0.6 8250

ENSGALP00000015246 CID 172 - 185 peroxiredoxin 3 - CGNC Symbol 7123 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1500,84)" 5283 true 1.2 8251



ENSGALP00000000693 CID 89 - 100

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1500,88)" 2929 true 0.87 8252

ENSGALP00000035973 CID 157 - 169

phosphoribosylglycinamide 

formyltransferase 

phosphoribosylglycinamide synthetase 

phosphoribosylaminoimidazole synthetase - 

CGNC Symbol 49260 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1500,90)" 1528 false 8253

ENSGALP00000021927 CID 99 - 112

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1501,77)" 6009 true 0.58 8254

ENSGALP00000039050 CID 385 - 399

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1501,81)" 21958 true 1.02 8255

ENSGALP00000023214 CID 120 - 133

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1501,82)" 19797 true 0.91 8256

ENSGALP00000039133 CID 41 - 52

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1501,83)" 5049 true 0.74 8257

ENSGALP00000019398 CID 260 - 273

kinesin family member 15 - CGNC Symbol 

9023 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1501,83)" 6219 true 0.48 8258



ENSGALP00000020445 CID 1,358 - 1,370

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1501,86)" 39976 8259

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1501,87)" 117933 true 4.4 8260

ENSGALP00000007779 CID 608 - 620

golgi autoantigen golgin subfamily a 2 - 

CGNC Symbol 3624 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1501,88)" 39034 8261

ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1502,56)" 6000 true 0.83 8262

ENSGALP00000039011 CID 353 - 365

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1502,71)" 3640 false 8263

ENSGALP00000011948 CID 443 - 455

nuclear receptor subfamily 3 group C 

member 1 - CGNC Symbol 5586 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1502,72)" 16176 true 0.7 8264

ENSGALP00000013964 CID 325 - 336

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1502,73)" 7029 true 0.7 8265



ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1502,73)" 7029 true 0.7 8266

ENSGALP00000017250 CID 81 - 92

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1502,82)" 461 true 1.94 8267

ENSGALP00000014105 CID 103 - 114

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1502,82)" 461 true 1.94 8268

ENSGALP00000001456 CID 952 - 963

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1502,83)" 630 false 8269

ENSGALP00000021519 CID 88 - 102

NADH:ubiquinone oxidoreductase subunit 

S6 - CGNC Symbol 9959 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1502,83)" 5587 true 1.15 8270

ENSGALP00000013122 CID 143 - 156

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1502,83)" 1134 false 8271

ENSGALP00000035780 CID 1,292 - 1,302

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1502,85)" 3085 true 0.65 8272



ENSGALP00000004924 CID 1,607 - 1,620

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1502,86)" 25012 true 0.74 8273

ENSGALP00000008498 CID 102 - 114 transketolase - CGNC Symbol 3953 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1502,87)" 41776 true 1.23 8274

ENSGALP00000025404 CID 314 - 326

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1502,87)" 30235 8275

ENSGALP00000001456 CID 791 - 803

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1502,87)" 15066 true 1.11 8276

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1-like - CGNC Symbol 

9427 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1502,90)" 72134 8277

ENSGALP00000023294 CID 195 - 207

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1502,90)" 72134 8278

ENSGALP00000018671 CID 587 - 598

STT3B subunit of the 

oligosaccharyltransferase complex 

(catalytic) - CGNC Symbol 53366 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1503,69)" 4341 true 1.11 8279



ENSGALP00000027339 CID 251 - 262

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1503,72)" 4664 8280

ENSGALP00000027391 CID 53 - 65

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1503,75)" 10178 true 1.11 8281

ENSGALP00000020147 CID 110 - 121

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1503,75)" 3277 8282

ENSGALP00000015971 CID 558 - 569 exportin for tRNA - CGNC Symbol 7470 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1503,77)" 874 true 1.4 8283

ENSGALP00000007492 CID 239 - 252

tropomodulin 3 (ubiquitous) - CGNC Symbol 

49978 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1503,79)" 666 8284

ENSGALP00000021255 CID 264 - 275

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1503,80)" 20437 true 0.75 8285

ENSGALP00000007299 CID 202 - 215 CD74 molecule - CGNC Symbol 3398 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1504,74)" 9474 8286



ENSGALP00000020445 CID 1,092 - 1,104

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1504,75)" 25274 true 1.34 8287

ENSGALP00000008171 CID 1,032 - 1,043

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1504,76)" 1533 8288

ENSGALP00000022004 CID 78 - 91 tropomyosin 3 - HGNC:12012 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1504,77)" 5182 8289

ENSGALP00000035122 CID 447 - 459

bromodomain-containing protein 4-like - 

CGNC Symbol 64065 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1504,78)" 4607 8290

ENSGALP00000003431 CID 232 - 244

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1504,79)" 1109 true 0.89 8291

ENSGALP00000017080 CID 472 - 483

SNW domain containing 1 - CGNC Symbol 

7983 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1504,80)" 6567 true 0.98 8292

ENSGALP00000011071 CID 79 - 91

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1504,82)" 7176 true 1 8293



ENSGALP00000021034 CID 424 - 435

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1504,82)" 26365 true 0.74 8294

ENSGALP00000039865 CID 443 - 455

flightless I actin binding protein - CGNC 

Symbol 3713 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1504,83)" 3358 false 8295

ENSGALP00000004013 CID 2,197 - 2,209 talin 1 - CGNC Symbol 1830 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1504,83)" 3358 8296

ENSGALP00000036816 CID 355 - 367

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1504,83)" 3358 8297

ENSGALP00000020463 CID 325 - 337

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1504,86)" 5156 true 1.32 8298

ENSGALP00000015246 CID 172 - 185 peroxiredoxin 3 - CGNC Symbol 7123 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1504,86)" 6313 8299

ENSGALP00000025921 CID 391 - 402

RAD21 cohesin complex component - CGNC 

Symbol 12049 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1504,91)" 1809 false 1.85 8300



ENSGALP00000038287 CID 113 - 125 calponin 3 acidic - CGNC Symbol 4166 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1504,91)" 1809 8301

ENSGALP00000003737 CID 16 - 28 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1505,79)" 6044 true 1.24 8302

ENSGALP00000004013 CID 1,604 - 1,617 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1505,80)" 8363 true 0.8 8303

ENSGALP00000039050 CID 385 - 399

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1505,83)" 22358 8304

ENSGALP00000041532 CID 58 - 70

adenine phosphoribosyltransferase - CGNC 

Symbol 65844 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1505,83)" 19260 true 0.8 8305

ENSGALP00000019398 CID 260 - 273

kinesin family member 15 - CGNC Symbol 

9023 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1505,85)" 2391 8306

ENSGALP00000026345 CID 112 - 124

acid phosphatase 1 soluble - CGNC Symbol 

12245 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1505,88)" 24584 8307



ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1506,58)" 4983 8308

ENSGALP00000004982 CID 86 - 97

coatomer protein complex subunit epsilon - 

CGNC Symbol 2286 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1506,71)" 3168 8309

ENSGALP00000011948 CID 443 - 455

nuclear receptor subfamily 3 group C 

member 1 - CGNC Symbol 5586 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1506,75)" 8669 8310

ENSGALP00000006050 CID 185 - 197

calcium homeostasis endoplasmic reticulum 

protein - CGNC Symbol 2800 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1506,75)" 15777 true 1.25 8311

ENSGALP00000040985 CID 42 - 53

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1506,76)" 9116 true 1.29 8312

ENSGALP00000005212 CID 78 - 89 histone deacetylase 1 - CGNC Symbol 2394 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1506,77)" 3219 true 0.45 8313

ENSGALP00000004924 CID 1,607 - 1,620

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1506,88)" 18627 8314



ENSGALP00000001456 CID 791 - 803

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1506,88)" 20032 8315

ENSGALP00000003116 CID 98 - 109

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1507,70)" 38215 true 0.88 8316

ENSGALP00000018671 CID 587 - 598

STT3B subunit of the 

oligosaccharyltransferase complex 

(catalytic) - CGNC Symbol 53366 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1507,72)" 5184 8317

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1507,74)" 10652 8318

ENSGALP00000002234 CID Feb-13

RAB14 member RAS oncogene family - 

CGNC Symbol 1018 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1507,74)" 4500 true 1.75 8319

ENSGALP00000027391 CID 53 - 65

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1507,77)" 9038 8320

ENSGALP00000022724 CID 190 - 202

embryonic ectoderm development - CGNC 

Symbol 10494 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1507,78)" 7626 false 8321



ENSGALP00000015971 CID 558 - 569 exportin for tRNA - CGNC Symbol 7470 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1507,78)" 2298 8322

ENSGALP00000011822 CID 301 - 312

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1507,80)" 4185 true 1.79 8323

ENSGALP00000038877 CID 329 - 341 Hsap of 4: nucleoporin 188 - HGNC:17859 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1507,81)" 32940 true 1.75 8324

ENSGALP00000003770 CID 309 - 322

general transcription factor IIH polypeptide 

2 44kDa - CGNC Symbol 64146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1507,83)" 15061 8325

ENSGALP00000043135 CID 1,936 - 1,948 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1507,84)" 333504 false 0.68 8326

ENSGALP00000007174 CID 62 - 74

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1507,84)" 6535 true 0.59 8327

ENSGALP00000021367 CID 1-Dec

Sec61 translocon gamma subunit - CGNC 

Symbol 9909 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1508,67)" 24970 8328



ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain binding glutamic 

acid-rich protein like (SH3BGRL) mRNA. - 

RefSeq mRNA NM_001012574 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1508,70)" 2640 true 1.88 8329

ENSGALP00000025476 CID 318 - 328

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1508,73)" 13859 true 1.9 8330

ENSGALP00000022243 CID 52 - 63

aminopeptidase puromycin sensitive - 

CGNC Symbol 10259 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1508,78)" 3705 false 8331

ENSGALP00000025794 CID 479 - 490

MORC family CW-type zinc finger 3 - CGNC 

Symbol 11977 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1508,78)" 3705 false 1.55 8332

ENSGALP00000010510 CID 300 - 311

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1508,78)" 3705 true 1.55 8333

ENSGALP00000019120 CID 303 - 314

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1508,78)" 3705 true 1.55 8334

ENSGALP00000009219 CID 81 - 92

SWAP switching B-cell complex 70kDa 

subunit - CGNC Symbol 51879 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1508,78)" 10488 true 3.18 8335



ENSGALP00000011071 CID 79 - 91

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1508,85)" 7174 8336

ENSGALP00000002828 CID 845 - 857

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1508,87)" 1525 true 1.28 8337

ENSGALP00000021405 CID 61 - 71

Gallus gallus YKT6 v-SNARE homolog (S. 

cerevisiae) (YKT6) mRNA. - RefSeq mRNA 

NM_001113744 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1509,72)" 5310 true 1.29 8338

ENSGALP00000001693 CID 729 - 739

chromatin assembly factor 1 subunit A - 

CGNC Symbol 763 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1509,73)" 7330 true 0.87 8339

ENSGALP00000020445 CID 1,572 - 1,583

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1509,77)" 5616 false 8340

ENSGALP00000010662 CID 199 - 210

Uncharacterized protein - 

UniProtKB/TrEMBL H7C469 - CGNC Symbol 

4989 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1509,79)" 8720 true 1 8341

ENSGALP00000012267 CID 602 - 613

leucine rich repeats and calponin homology 

domain containing 3 - HGNC:28637 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1509,81)" 15681 8342



ENSGALP00000004013 CID 1,604 - 1,617 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1509,81)" 11507 8343

ENSGALP00000021927 CID 99 - 112

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1509,83)" 5429 true 0.57 8344

ENSGALP00000010510 CID 329 - 342

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1509,84)" 558185 true 1.08 8345

ENSGALP00000023214 CID 120 - 133

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1509,85)" 10692 true 0.91 8346

ENSGALP00000041532 CID 58 - 70

adenine phosphoribosyltransferase - CGNC 

Symbol 65844 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1509,85)" 68092 8347

ENSGALP00000009605 CID 146 - 157

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1509,94)" 1585 false 8348

ENSGALP00000021367 CID 1-Dec

Sec61 translocon gamma subunit - CGNC 

Symbol 9909 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1510,68)" 1319 false 8349



ENSGALP00000043372 CID 192 - 203

farnesyl diphosphate synthase - CGNC 

Symbol 23240 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1510,72)" 4799 8350

ENSGALP00000005468 CID 260 - 273

2' 3'-cyclic nucleotide 3' phosphodiesterase - 

CGNC Symbol 49552 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1510,74)" 4727 8351

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1510,78)" 6442 true 0.7 8352

ENSGALP00000018340 CID 195 - 207 SATB homeobox 1 - CGNC Symbol 8550 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1510,78)" 6442 8353

ENSGALP00000013964 CID 325 - 336

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1510,78)" 6442 true 0.7 8354

ENSGALP00000006050 CID 185 - 197

calcium homeostasis endoplasmic reticulum 

protein - CGNC Symbol 2800 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1510,78)" 19192 8355

ENSGALP00000018737 CID 302 - 315 nucleoporin 54kDa - CGNC Symbol 8743 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1510,78)" 19192 8356



ENSGALP00000025669 CID 96 - 107 small ArfGAP 1 - HGNC:19651 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1510,80)" 1001 8357

ENSGALP00000001655 CID 208 - 219

proteasome (prosome macropain) subunit 

beta type 7 - CGNC Symbol 49143 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1510,83)" 2614 8358

ENSGALP00000014105 CID 103 - 114

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1510,85)" 1363 true 1.94 8359

ENSGALP00000017250 CID 81 - 92

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1510,85)" 1363 true 1.94 8360

ENSGALP00000008498 CID 102 - 114 transketolase - CGNC Symbol 3953 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1510,92)" 51383 true 1.23 8361

ENSGALP00000003737 CID 81 - 92 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1510,93)" 6931 true 1.25 8362

ENSGALP00000027339 CID 251 - 262

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1511,72)" 12457 true 1.35 8363



ENSGALP00000026487 CID 380 - 392

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1511,76)" 41532 true 0.35 8364

ENSGALP00000038037 CID 815 - 827

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1511,76)" 30296 true 0.72 8365

ENSGALP00000002234 CID Feb-13

RAB14 member RAS oncogene family - 

CGNC Symbol 1018 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1511,77)" 6010 true 1.96 8366

ENSGALP00000020154 CID 244 - 256

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1511,79)" 4504 true 0.7 8367

ENSGALP00000038877 CID 329 - 341 Hsap of 4: nucleoporin 188 - HGNC:17859 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1511,81)" 24239 8368

ENSGALP00000011822 CID 301 - 312

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1511,82)" 7293 8369

ENSGALP00000043135 CID 26,905 - 26,918 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1511,86)" 18394 false 8370



ENSGALP00000019975 CID 346 - 357

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1511,86)" 211861 false 0.68 8371

ENSGALP00000007174 CID 62 - 74

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1511,87)" 1733 8372

ENSGALP00000034108 CID 173 - 185

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1511,94)" 733 false 8373

ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain binding glutamic 

acid-rich protein like (SH3BGRL) mRNA. - 

RefSeq mRNA NM_001012574 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1512,73)" 5579 8374

ENSGALP00000015735 CID 152 - 165

Sjogren syndrome antigen B - CGNC Symbol 

7359 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1512,79)" 3542 true 1.25 8375

ENSGALP00000019120 CID 303 - 314

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1512,81)" 5753 8376

ENSGALP00000010510 CID 300 - 311

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1512,81)" 5753 8377



ENSGALP00000003423 CID 1,079 - 1,091

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1512,81)" 6754 true 2.91 8378

ENSGALP00000014308 CID 124 - 136

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1512,85)" 95125 true 0.81 8379

ENSGALP00000000634 CID 366 - 378

LCK proto-oncogene Src family tyrosine 

kinase - HGNC:6524 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1512,87)" 1707 false 8380

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1513,70)" 60243 false 8381

ENSGALP00000021405 CID 61 - 71

Gallus gallus YKT6 v-SNARE homolog (S. 

cerevisiae) (YKT6) mRNA. - RefSeq mRNA 

NM_001113744 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1513,75)" 6862 8382

ENSGALP00000020744 CID 434 - 447

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1513,76)" 3400 true 0.54 8383

ENSGALP00000029968 CID 104 - 115 ribosomal protein L3 - CGNC Symbol 50654 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1513,79)" 2758 true 0.87 8384



ENSGALP00000003455 CID 77 - 89

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1513,79)" 2318 false 8385

ENSGALP00000003737 CID 16 - 28 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1513,83)" 10236 true 1.24 8386

ENSGALP00000010510 CID 329 - 342

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1513,86)" 559856 8387

ENSGALP00000018616 CID 343 - 355

leukotriene A4 hydrolase - CGNC Symbol 

8686 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1513,87)" 5335 false 8388

ENSGALP00000002513 CID 52 - 63 LIM and SH3 protein 1 - CGNC Symbol 1150 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1513,87)" 5335 true 2.09 8389

ENSGALP00000000693 CID 78 - 90

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1513,90)" 7688 false 8390

ENSGALP00000042136 CID 475 - 487

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1513,90)" 7688 true 0.7 8391



ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1513,91)" 14255 true 1.2 8392

ENSGALP00000039133 CID 41 - 52

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1513,91)" 3751 true 0.74 8393

ENSGALP00000014379 CID 619 - 629

DnaJ heat shock protein family (Hsp40) 

member C10 - CGNC Symbol 6729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1514,67)" 33008 true 0.59 8394

ENSGALP00000037170 CID 1,092 - 1,104

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1514,75)" 26673 true 0.59 8395

ENSGALP00000008236 CID 899 - 910

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1514,77)" 39108 true 1.01 8396

ENSGALP00000023396 CID 100 - 112

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1514,80)" 3506 true 2.44 8397

ENSGALP00000006300 CID 130 - 141

adaptor-related protein complex 1 mu 1 

subunit - CGNC Symbol 51191 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1514,82)" 2188 true 1.71 8398



ENSGALP00000027339 CID 251 - 262

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1515,73)" 2622 true 1.41 8399

ENSGALP00000010510 CID 37 - 49

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1515,73)" 79650 true 0.93 8400

ENSGALP00000019120 CID 38 - 50

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1515,73)" 79650 true 0.93 8401

ENSGALP00000026487 CID 380 - 392

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1515,78)" 9219 8402

ENSGALP00000013748 CID Jan-13

SH2 domain containing 1A - CGNC Symbol 

65191 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1515,79)" 3576 8403

ENSGALP00000002493 CID 52 - 66 ribosomal protein L23 - CGNC Symbol 1138 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1515,84)" 2147 true 1.07 8404

ENSGALP00000004013 CID 2,429 - 2,442 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1515,85)" 2860 false 8405



ENSGALP00000021255 CID 264 - 275

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1515,86)" 10187 true 0.75 8406

ENSGALP00000009314 CID 198 - 209 septin 2 - CGNC Symbol 4335 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1515,89)" 6993 false 8407

ENSGALP00000027305 CID 62 - 72

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1516,68)" 4018 true 1.5 8408

ENSGALP00000002373 CID 353 - 365

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1516,70)" 2721 8409

ENSGALP00000023294 CID 818 - 829

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1516,70)" 2721 8410

ENSGALP00000038523 CID 353 - 365

ATPase Ca++ transporting cardiac muscle 

slow twitch 2 - CGNC Symbol 49809 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1516,70)" 2721 8411

ENSGALP00000014768 CID 399 - 410

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1516,78)" 10396 true 1.37 8412



ENSGALP00000037708 CID 334 - 345

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1516,78)" 26610 true 1.01 8413

ENSGALP00000042171 CID 97 - 108 transgelin 2 - CGNC Symbol 65718 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1516,78)" 777 true 6.92 8414

ENSGALP00000026127 CID 1,333 - 1,345 thyroglobulin - CGNC Symbol 65221 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1516,85)" 57405 true 0.79 8415

ENSGALP00000035780 CID 2,987 - 3,000

RAN binding protein 2 - CGNC Symbol 

50838 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1516,85)" 57405 false 1.37 8416

ENSGALP00000025476 CID 375 - 387

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1516,85)" 2990 true 1.22 8417

ENSGALP00000003431 CID 232 - 244

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1516,85)" 2152 true 0.89 8418

ENSGALP00000004417 CID 435 - 447

phosphogluconate dehydrogenase - CGNC 

Symbol 2017 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1516,86)" 34834 true 1.44 8419



ENSGALP00000020445 CID 187 - 199

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1516,89)" 2436 false 8420

ENSGALP00000023352 CID 191 - 203

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1516,89)" 2436 false 8421

ENSGALP00000016583 CID 91 - 104

progesterone receptor membrane 

component 2 - CGNC Symbol 7765 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1516,93)" 2492 8422

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1517,73)" 36325 8423

ENSGALP00000021405 CID 21 - 33

Gallus gallus YKT6 v-SNARE homolog (S. 

cerevisiae) (YKT6) mRNA. - RefSeq mRNA 

NM_001113744 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1517,75)" 5596 true 1.56 8424

ENSGALP00000004108 CID 370 - 381

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1517,80)" 3326 8425

ENSGALP00000003035 CID 123 - 134

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1517,81)" 33197 true 1.41 8426



ENSGALP00000002634 CID 696 - 707 nucleoporin 88kDa - CGNC Symbol 1204 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1517,82)" 9089 true 1.17 8427

ENSGALP00000026474 CID 48 - 60

ribonucleotide reductase M2 - CGNC 

Symbol 12309 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1517,83)" 2892 true 1.45 8428

ENSGALP00000003423 CID 211 - 222

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1517,83)" 1547 true 1.45 8429

ENSGALP00000000885 CID 63 - 76

microtubule-associated protein tau - CGNC 

Symbol 389 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1517,83)" 6441 true 0.88 8430

ENSGALP00000006043 CID 732 - 744

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1517,84)" 2795 true 1.24 8431

ENSGALP00000014379 CID 619 - 629

DnaJ heat shock protein family (Hsp40) 

member C10 - CGNC Symbol 6729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1518,70)" 18396 8432

ENSGALP00000040388 CID 152 - 164 transcription factor 3 - CGNC Symbol 739 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1518,73)" 3470 8433



ENSGALP00000041554 CID 415 - 427 GEM interacting protein - HGNC:24852 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1518,74)" 4769 false 8434

ENSGALP00000000485 CID 1,130 - 1,142

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1518,75)" 4439 8435

ENSGALP00000037170 CID 1,092 - 1,104

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1518,78)" 29649 8436

ENSGALP00000008236 CID 899 - 910

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1518,78)" 32155 8437

ENSGALP00000039011 CID 55 - 67

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1518,81)" 10669 true 1.46 8438

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1518,93)" 197708 true 0.46 8439

ENSGALP00000010325 CID 538 - 549

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1519,71)" 808 8440



ENSGALP00000019931 CID 111 - 123

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1519,71)" 16213 true 0.46 8441

ENSGALP00000020445 CID 1,877 - 1,888

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1519,76)" 865 8442

ENSGALP00000010510 CID 37 - 49

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1519,76)" 72804 8443

ENSGALP00000019120 CID 38 - 50

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1519,76)" 72804 8444

ENSGALP00000027339 CID 251 - 262

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1519,76)" 16783 true 1.41 8445

ENSGALP00000038037 CID 815 - 827

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1519,81)" 16987 true 0.72 8446

ENSGALP00000020953 CID 111 - 122

serpin peptidase inhibitor clade B 

(ovalbumin) member 6 - CGNC Symbol 

51364 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1519,81)" 3008 true 1.41 8447



ENSGALP00000023635 CID 386 - 397 lamin B1 - CGNC Symbol 10893 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1519,86)" 21365 false 8448

ENSGALP00000002175 CID 218 - 230

tetratricopeptide repeat domain 1 - CGNC 

Symbol 983 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1519,86)" 4479 true 0.51 8449

ENSGALP00000020154 CID 244 - 256

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1519,86)" 1550 false 8450

ENSGALP00000027305 CID 62 - 72

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1520,70)" 7820 8451

ENSGALP00000011071 CID 521 - 533

glutaminyl-tRNA synthetase - CGNC Symbol 

5185 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1520,71)" 9863 true 1.25 8452

ENSGALP00000017462 CID 31 - 43

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1520,71)" 256935 true 1.53 8453

ENSGALP00000005109 CID 165 - 176

ash2 (absent small or homeotic)-like 

(Drosophila) - CGNC Symbol 2347 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1520,71)" 256935 false 0.46 8454



ENSGALP00000027541 CID 31 - 43

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1520,71)" 256935 false 0.46 8455

ENSGALP00000007487 CID 913 - 925

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1520,72)" 38880 true 1.14 8456

ENSGALP00000043256 CID 319 - 331

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1520,78)" 33325 true 0.84 8457

ENSGALP00000002580 CID 299 - 311

secretory carrier membrane protein 2 - 

CGNC Symbol 1178 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1520,78)" 5233 true 1.46 8458

ENSGALP00000023917 CID 174 - 187

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1520,80)" 84783 true 1.14 8459

ENSGALP00000042171 CID 97 - 108 transgelin 2 - CGNC Symbol 65718 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1520,81)" 10562 8460

ENSGALP00000015735 CID 152 - 165

Sjogren syndrome antigen B - CGNC Symbol 

7359 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1520,84)" 6198 true 1.25 8461



ENSGALP00000003423 CID 1,079 - 1,091

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1520,86)" 19675 true 2.91 8462

ENSGALP00000000316 CID 417 - 430 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1520,87)" 2262 true 0.35 8463

ENSGALP00000002482 CID 519 - 531 copine I - CGNC Symbol 50925 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1520,88)" 50116 false 0.4 8464

ENSGALP00000004417 CID 435 - 447

phosphogluconate dehydrogenase - CGNC 

Symbol 2017 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1520,88)" 50116 8465

ENSGALP00000041366 CID 213 - 225

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1520,90)" 74742 false 8466

ENSGALP00000014308 CID 124 - 136

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1520,90)" 74742 true 0.81 8467

ENSGALP00000013710 CID 94 - 106

ribosomal protein L32 - CGNC Symbol 

50169 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1521,74)" 11602 true 0.62 8468



ENSGALP00000021405 CID 21 - 33

Gallus gallus YKT6 v-SNARE homolog (S. 

cerevisiae) (YKT6) mRNA. - RefSeq mRNA 

NM_001113744 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1521,77)" 12610 8469

ENSGALP00000006043 CID 732 - 744

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1521,86)" 4068 8470

ENSGALP00000000639 CID 293 - 305 lamin B2 - CGNC Symbol 49708 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1521,86)" 848 true 0.19 8471

ENSGALP00000002513 CID 52 - 63 LIM and SH3 protein 1 - CGNC Symbol 1150 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1521,91)" 4766 false 8472

ENSGALP00000024116 CID 770 - 783

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1521,91)" 27989 8473

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1521,93)" 29708 true 1.2 8474

ENSGALP00000021769 CID 324 - 337

scaffold attachment factor B - CGNC Symbol 

52657 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1522,68)" 6843 true 1.3 8475



ENSGALP00000003011 CID 325 - 338

scaffold attachment factor B2 - CGNC 

Symbol 52976 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1522,68)" 6843 true 1.3 8476

ENSGALP00000019306 CID 34 - 46

LIM domains containing 1 - CGNC Symbol 

8981 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1522,76)" 42110 8477

ENSGALP00000007118 CID 942 - 953

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1522,79)" 7201 8478

ENSGALP00000008735 CID 68 - 78

helicase lymphoid-specific - CGNC Symbol 

4060 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1522,79)" 4277 8479

ENSGALP00000019832 CID 398 - 409

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1522,79)" 4277 true 1.25 8480

ENSGALP00000023396 CID 175 - 187

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1522,79)" 42230 true 2.8 8481

ENSGALP00000016120 CID 152 - 163

Ras-related protein Rap-1b-like protein - 

CGNC Symbol 50604 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1522,82)" 4878 true 1.95 8482



ENSGALP00000018340 CID 195 - 207 SATB homeobox 1 - CGNC Symbol 8550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1522,83)" 11345 8483

ENSGALP00000039011 CID 55 - 67

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1522,83)" 11345 8484

ENSGALP00000021770 CID 353 - 365

transducin (beta)-like 1X-linked - CGNC 

Symbol 52656 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1522,84)" 7513 false 8485

ENSGALP00000023396 CID 100 - 112

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1522,84)" 10600 true 2.44 8486

ENSGALP00000039011 CID 804 - 815

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1522,84)" 1756 true 1.18 8487

ENSGALP00000043135 CID 6,325 - 6,337 titin - CGNC Symbol 52134 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1522,87)" 579223 false 8488

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1522,88)" 256235 true 2.47 8489



ENSGALP00000018410 CID 740 - 753

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1522,89)" 27561 true 2.46 8490

ENSGALP00000039270 CID 654 - 667

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1522,89)" 27561 true 2.46 8491

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1522,90)" 156811 true 0.87 8492

ENSGALP00000040424 CID 177 - 189

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1523,70)" 4533 true 1.55 8493

ENSGALP00000019931 CID 111 - 123

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1523,73)" 6494 8494

ENSGALP00000038778 CID 195 - 207 actin-like 6A - CGNC Symbol 6893 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1523,74)" 2419 true 1.07 8495

ENSGALP00000038979 CID 2,309 - 2,320

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1523,77)" 10627 true 2.71 8496



ENSGALP00000036405 CID 243 - 255

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1523,77)" 3042 true 1.25 8497

ENSGALP00000009121 CID Jan-14 glycyl-tRNA synthetase - CGNC Symbol 4244 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1523,77)" 7357 8498

ENSGALP00000008171 CID 114 - 126

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1523,78)" 3184 8499

ENSGALP00000013053 CID 87 - 99

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1523,79)" 14444 true 0.88 8500

ENSGALP00000003139 CID 380 - 392

glutamate dehydrogenase 1 - CGNC Symbol 

52002 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1523,80)" 4994 8501

ENSGALP00000042094 CID 33 - 45 adenylate kinase 1 - CGNC Symbol 49598 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1523,81)" 14802 true 2.71 8502

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1523,81)" 59823 true 1.96 8503



ENSGALP00000012246 CID 112 - 123

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1523,83)" 18654 false 8504

ENSGALP00000002493 CID 52 - 66 ribosomal protein L23 - CGNC Symbol 1138 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1523,88)" 4867 true 1.07 8505

ENSGALP00000033584 CID 134 - 145

ras homolog family member A - CGNC 

Symbol 49322 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1523,91)" 36688 false 8506

ENSGALP00000002252 CID 540 - 552

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1523,92)" 12260 false 8507

ENSGALP00000042912 CID 18 - 29

SREK1 interacting protein 1 - CGNC Symbol 

53000 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1524,67)" 8658 true 1.22 8508

ENSGALP00000023288 CID 133 - 144

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1524,69)" 3484 true 0.75 8509

ENSGALP00000027541 CID 31 - 43

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1524,74)" 403310 false 0.29 8510



ENSGALP00000017462 CID 31 - 43

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1524,74)" 403310 8511

ENSGALP00000005109 CID 165 - 176

ash2 (absent small or homeotic)-like 

(Drosophila) - CGNC Symbol 2347 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1524,74)" 403310 8512

ENSGALP00000007487 CID 913 - 925

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1524,75)" 44157 8513

ENSGALP00000041772 CID 84 - 97

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1524,79)" 10146 true 1.57 8514

ENSGALP00000014768 CID 399 - 410

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1524,80)" 38869 true 1.37 8515

ENSGALP00000002580 CID 299 - 311

secretory carrier membrane protein 2 - 

CGNC Symbol 1178 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1524,80)" 4695 8516

ENSGALP00000012883 CID 477 - 487

Gallus gallus recombination activating gene 

2 (RAG2) mRNA. - RefSeq mRNA 

NM_001305057 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1524,81)" 11385 false 8517



ENSGALP00000023917 CID 174 - 187

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1524,82)" 56743 8518

ENSGALP00000012879 CID 485 - 496

splicing factor 3a subunit 1 - CGNC Symbol 

6003 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1524,87)" 1596 false 8519

ENSGALP00000035717 CID 64 - 77

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1524,89)" 13174 true 1.12 8520

ENSGALP00000026127 CID 1,333 - 1,345 thyroglobulin - CGNC Symbol 65221 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1524,90)" 37778 true 0.79 8521

ENSGALP00000025476 CID 375 - 387

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1524,91)" 3637 true 1.22 8522

ENSGALP00000038283 CID 15 - 33

UPF3 regulator of nonsense transcripts 

homolog B (yeast) - CGNC Symbol 64847 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1525,73)" 3670 true 1.06 8523

ENSGALP00000024296 CID 201 - 212

HAUS augmin like complex subunit 6 - 

CGNC Symbol 53024 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1525,74)" 6263 true 0.59 8524



ENSGALP00000041511 CID 116 - 130

HSPA (heat shock 70kDa) binding protein 

cytoplasmic cochaperone 1 - CGNC Symbol 

64131 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1525,78)" 3450 true 1.03 8525

ENSGALP00000017198 CID 521 - 533

striatin calmodulin binding protein - CGNC 

Symbol 8034 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1525,79)" 739 true 1.28 8526

ENSGALP00000016124 CID 533 - 545

striatin calmodulin binding protein 3 - CGNC 

Symbol 7543 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1525,79)" 739 true 1.28 8527

ENSGALP00000002634 CID 696 - 707 nucleoporin 88kDa - CGNC Symbol 1204 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1525,86)" 13820 true 1.17 8528

ENSGALP00000003035 CID 123 - 134

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1525,87)" 34386 true 1.37 8529

ENSGALP00000003423 CID 211 - 222

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1525,88)" 8315 false 8530

ENSGALP00000042136 CID 475 - 487

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1525,98)" 2089 true 0.7 8531



ENSGALP00000003011 CID 325 - 338

scaffold attachment factor B2 - CGNC 

Symbol 52976 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1526,71)" 6333 8532

ENSGALP00000021769 CID 324 - 337

scaffold attachment factor B - CGNC Symbol 

52657 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1526,71)" 6333 8533

ENSGALP00000006366 CID 429 - 441

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1526,79)" 2699 true 2.56 8534

ENSGALP00000004817 CID 84 - 96 peroxiredoxin 6 - CGNC Symbol 2214 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1526,79)" 4131 true 1.3 8535

ENSGALP00000019018 CID 170 - 182 translin - CGNC Symbol 8854 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1526,79)" 11470 true 2.33 8536

ENSGALP00000003850 CID 105 - 117

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1526,80)" 71340 true 0.88 8537

ENSGALP00000017080 CID 274 - 286

SNW domain containing 1 - CGNC Symbol 

7983 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1526,85)" 36567 false 8538



ENSGALP00000016120 CID 152 - 163

Ras-related protein Rap-1b-like protein - 

CGNC Symbol 50604 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1526,85)" 12642 8539

ENSGALP00000020169 CID 519 - 531

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1526,90)" 4827 false 0.99 8540

ENSGALP00000043331 CID 283 - 293 topoisomerase (DNA) I - CGNC Symbol 2691 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1527,72)" 4100 false 8541

ENSGALP00000011770 CID 85 - 98

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1527,74)" 3316 8542

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1527,76)" 48491 false 0.06* 8543

ENSGALP00000038778 CID 195 - 207 actin-like 6A - CGNC Symbol 6893 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1527,77)" 3500 8544

ENSGALP00000004013 CID 944 - 956 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1527,79)" 9017 true 0.51 8545



ENSGALP00000040011 CID 323 - 335

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1527,79)" 54198 true 0.68 8546

ENSGALP00000042094 CID 33 - 45 adenylate kinase 1 - CGNC Symbol 49598 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1527,83)" 12067 8547

ENSGALP00000002175 CID 218 - 230

tetratricopeptide repeat domain 1 - CGNC 

Symbol 983 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1527,90)" 1197 true 0.51 8548

ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1527,91)" 36320 true 2.05 8549

ENSGALP00000027541 CID 13 - 24

high mobility group box 1 - CGNC Symbol 

49444 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1528,73)" 19486 8550

ENSGALP00000013574 CID 331 - 342

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1528,75)" 5455 true 1.04 8551

ENSGALP00000027541 CID 31 - 43

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1528,78)" 114633 true 0.29 8552



ENSGALP00000024086 CID 142 - 154

5'-nucleotidase domain containing 1 - CGNC 

Symbol 11115 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1528,79)" 4583 8553

ENSGALP00000012383 CID 221 - 233

ribonucleic acid export 1 - CGNC Symbol 

5777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1528,79)" 4583 true 0.65 8554

ENSGALP00000041772 CID 84 - 97

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1528,81)" 13623 8555

ENSGALP00000043256 CID 319 - 331

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1528,84)" 29438 true 0.84 8556

ENSGALP00000035717 CID 64 - 77

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1528,91)" 27717 8557

ENSGALP00000002420 CID Feb-15

proteasome subunit beta 3 - CGNC Symbol 

1108 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1529,69)" 19332 8558

ENSGALP00000003089 CID 755 - 766

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1529,75)" 4000 true 1.21 8559



ENSGALP00000022250 CID 45 - 57

cytochrome b5 type A (microsomal) - CGNC 

Symbol 10264 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1529,77)" 3960 8560

ENSGALP00000013710 CID 94 - 106

ribosomal protein L32 - CGNC Symbol 

50169 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1529,79)" 3856 true 0.62 8561

ENSGALP00000001464 CID 222 - 233

GTPase activating protein and VPS9 

domains 1 - CGNC Symbol 660 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1529,87)" 9971 false 0.53 8562

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1529,90)" 2073 true 0.95 8563

ENSGALP00000041639 CID 120 - 131 ribosomal protein S26 - HGNC:10414 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1530,77)" 1184 false 8564

ENSGALP00000008798 CID 52 - 63

coiled-coil domain containing 12 - CGNC 

Symbol 4088 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1530,78)" 3127 true 0.42 8565

ENSGALP00000016337 CID 1,857 - 1,870

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1530,80)" 2409 true 0.69 8566



ENSGALP00000006366 CID 429 - 441

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1530,81)" 7460 8567

ENSGALP00000019018 CID 170 - 182 translin - CGNC Symbol 8854 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1530,82)" 37622 8568

ENSGALP00000003850 CID 105 - 117

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1530,83)" 59528 8569

ENSGALP00000019832 CID 398 - 409

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1530,84)" 5345 true 1.25 8570

ENSGALP00000023396 CID 175 - 187

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1530,84)" 125192 true 2.8 8571

ENSGALP00000039011 CID 804 - 815

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1530,89)" 8680 false 8572

ENSGALP00000025005 CID 15 - 27

RAD23 homolog B (S. cerevisiae) - CGNC 

Symbol 11587 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1530,89)" 8680 8573



ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1530,91)" 1414251 true 2.46 8574

ENSGALP00000040011 CID 323 - 335

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1531,82)" 12016 8575

ENSGALP00000005302 CID 182 - 196

RAB5C member RAS oncogene family - 

CGNC Symbol 2444 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1531,82)" 89078 8576

ENSGALP00000018616 CID 84 - 96

leukotriene A4 hydrolase - CGNC Symbol 

8686 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1531,82)" 89078 true 0.94 8577

ENSGALP00000021957 CID 5,071 - 5,082

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1531,85)" 17697 false 8578

ENSGALP00000013053 CID 87 - 99

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1531,85)" 17697 true 0.88 8579

ENSGALP00000019398 CID 944 - 956

kinesin family member 15 - CGNC Symbol 

9023 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1531,85)" 3362 true 0.93 8580



ENSGALP00000024509 CID 116 - 128

spleen tyrosine kinase - CGNC Symbol 

53036 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1531,85)" 2281 8581

ENSGALP00000039931 CID 332 - 343

proteasome 26S subunit non-ATPase 11 - 

CGNC Symbol 17043 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1531,85)" 2281 true 0.94 8582

P35908 CID 198 - 209

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1531,87)" 6722 true 0.47 8583

P04264 CID 200 - 211

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1531,87)" 6722 true 0.47 8584

ENSGALP00000004048 CID 188 - 199 kinectin 1 - CGNC Symbol 9206 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1531,93)" 2472 false 8585

ENSGALP00000022004 CID 113 - 125 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1532,74)" 5375 true 1.85 8586

ENSGALP00000015988 CID 362 - 374

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1532,76)" 5793 8587



ENSGALP00000006240 CID 760 - 773

collagen type VI alpha 3 - CGNC Symbol 

2875 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1532,80)" 18791 8588

ENSGALP00000012383 CID 221 - 233

ribonucleic acid export 1 - CGNC Symbol 

5777 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1532,83)" 15519 8589

ENSGALP00000015665 CID 102 - 113 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1532,83)" 6081 false 8590

ENSGALP00000039133 CID 74 - 85

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1532,83)" 6081 false 1.85 8591

ENSGALP00000025278 CID 306 - 318

prostaglandin reductase 1 - CGNC Symbol 

11711 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1532,85)" 3070 true 0.65 8592

ENSGALP00000042157 CID 82 - 94

docking protein 2 56kDa - CGNC Symbol 

65680 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1532,87)" 5237 true 1.62 8593

ENSGALP00000000933 CID 87 - 98

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1533,74)" 5638 true 1.18 8594



ENSGALP00000006038 CID 444 - 457 ribophorin II - CGNC Symbol 2792 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1533,77)" 4858 false 8595

ENSGALP00000003089 CID 755 - 766

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1533,77)" 4858 8596

ENSGALP00000004048 CID 391 - 402 kinectin 1 - CGNC Symbol 9206 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1533,78)" 7973 true 0.62 8597

ENSGALP00000021030 CID 89 - 101

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1533,78)" 7973 8598

ENSGALP00000021949 CID 241 - 253

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1533,79)" 1777 true 1.45 8599

ENSGALP00000039270 CID 1,145 - 1,158

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1533,83)" 309988 true 0.26 8600

ENSGALP00000041777 CID 283 - 295

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1533,84)" 31513 8601



ENSGALP00000002322 CID 149 - 160

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1534,72)" 2865 false 8602

ENSGALP00000040734 CID 1,416 - 1,428 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1534,74)" 9070 true 1.05 8603

ENSGALP00000016623 CID 96 - 106

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1534,78)" 4846 true 2.65 8604

ENSGALP00000035780 CID 1,135 - 1,147

RAN binding protein 2 - CGNC Symbol 

50838 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1534,78)" 4726 true 1.05 8605

ENSGALP00000019040 CID 70 - 84 nucleoporin 205kDa - CGNC Symbol 8864 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1534,79)" 6347 8606

ENSGALP00000016536 CID 304 - 316

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1534,82)" 7116 true 1.39 8607

ENSGALP00000012472 CID 287 - 298 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1534,83)" 1914 true 1.16 8608



ENSGALP00000016337 CID 1,857 - 1,870

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1534,86)" 3007 8609

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1534,97)" 189424 false 8610

ENSGALP00000003898 CID 120 - 131 matrin 3 - CGNC Symbol 1772 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1535,74)" 1938 false 8611

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1535,79)" 31672 true 5.64 8612

ENSGALP00000004013 CID 944 - 956 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1535,82)" 2257 true 0.82 8613

ENSGALP00000014189 CID 89 - 104

phosphotriesterase related - CGNC Symbol 

6624 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1535,83)" 2421 8614

ENSGALP00000039931 CID 332 - 343

proteasome 26S subunit non-ATPase 11 - 

CGNC Symbol 17043 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1535,84)" 3951 8615



ENSGALP00000002442 CID 95 - 108

chromosome 17 open reading frame 62 - 

HGNC:28672 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1535,86)" 2171 true 5.52 8616

ENSGALP00000039068 CID 802 - 813

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1535,95)" 1274 8617

ENSGALP00000037584 CID 113 - 126

developmentally regulated GTP binding 

protein 1 - CGNC Symbol 5225 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1535,95)" 1274 true 0.73 8618

ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1535,97)" 46027 true 2.08 8619

ENSGALP00000017805 CID 20 - 31 double PHD fingers 2 - HGNC:9964 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1536,64)" 5703 true 1.33 8620

ENSGALP00000008578 CID 92 - 103

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1536,76)" 7356 8621

ENSGALP00000019667 CID 84 - 97

GRB2-related adaptor protein 2 - CGNC 

Symbol 9140 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1536,76)" 18355 8622



ENSGALP00000008338 CID 369 - 382

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1536,77)" 6590 false 8623

ENSGALP00000013574 CID 331 - 342

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1536,79)" 6663 true 1.04 8624

ENSGALP00000018410 CID 1,233 - 1,245

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1536,83)" 678 8625

ENSGALP00000036720 CID 2,175 - 2,188

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1536,86)" 10848 true 1.01 8626

ENSGALP00000000933 CID 87 - 98

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1537,77)" 8112 8627

ENSGALP00000014768 CID 345 - 357

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1537,78)" 18638 true 1.34 8628

ENSGALP00000021949 CID 241 - 253

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1537,79)" 2582 8629



ENSGALP00000037871 CID 329 - 344

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1537,84)" 31145 true 0.98 8630

ENSGALP00000004425 CID 270 - 284

metastasis associated 1 - CGNC Symbol 

53548 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1537,84)" 31145 8631

ENSGALP00000039270 CID 1,145 - 1,158

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1537,85)" 74783 8632

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1537,95)" 1965 true 0.95 8633

ENSGALP00000040734 CID 1,416 - 1,428 polybromo 1 - CGNC Symbol 1102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1538,76)" 9551 8634

ENSGALP00000012869 CID 482 - 494

dihydrolipoamide dehydrogenase - CGNC 

Symbol 5998 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1538,77)" 45358 true 1.09 8635

ENSGALP00000009004 CID 15 - 30

phosphodiesterase 12 - CGNC Symbol 

50135 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1538,78)" 1130 false 8636



ENSGALP00000012993 CID 125 - 136

growth factor receptor bound protein 2 - 

CGNC Symbol 6067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1538,80)" 4004 8637

ENSGALP00000016536 CID 304 - 316

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1538,84)" 13113 8638

ENSGALP00000004013 CID 1,919 - 1,932 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1538,85)" 20897 false 0.76 8639

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1538,86)" 28661 true 2.45 8640

ENSGALP00000018410 CID 1,003 - 1,016

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1538,87)" 1165 false 8641

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1538,88)" 4088 true 0.88 8642

ENSGALP00000033915 CID 254 - 265

protein kinase cAMP-dependent regulatory 

type I alpha - CGNC Symbol 3113 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1538,88)" 28857 false 8643



ENSGALP00000005482 CID 141 - 153 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1538,88)" 28857 false 8644

ENSGALP00000020169 CID 519 - 531

phosphorylase glycogen liver - CGNC 

Symbol 49139 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1538,88)" 28857 8645

ENSGALP00000027317 CID 122 - 134

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1538,93)" 3927 true 1.79 8646

ENSGALP00000010363 CID 18 - 30

ubiquitin conjugating enzyme E2 I - CGNC 

Symbol 4844 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1538,96)" 1128 true 0.04 8647

ENSGALP00000028424 CID 185 - 197

O-6-methylguanine-DNA methyltransferase - 

HGNC:7059 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1539,77)" 882 true 1.76 8648

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1539,81)" 532072 8649

ENSGALP00000019306 CID 159 - 172

LIM domains containing 1 - CGNC Symbol 

8981 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1539,81)" 2431 true 1.76 8650



ENSGALP00000008273 CID 189 - 201 PHD finger protein 2 - CGNC Symbol 3843 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1539,81)" 604 8651

ENSGALP00000000199 CID 541 - 553

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1539,82)" 2159 8652

ENSGALP00000016509 CID 817 - 829

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1539,84)" 2273 true 1.39 8653

P04264 CID 200 - 211

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1539,88)" 7709 true 1.05 8654

P35908 CID 198 - 209

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1539,88)" 7709 true 1.05 8655

ENSGALP00000002442 CID 95 - 108

chromosome 17 open reading frame 62 - 

HGNC:28672 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1539,88)" 28138 8656

ENSGALP00000012408 CID 1,088 - 1,101

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1539,90)" 7332 true 0.63 8657



ENSGALP00000042479 CID 124 - 136

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1539,94)" 6100 false 8658

ENSGALP00000017805 CID 20 - 31 double PHD fingers 2 - HGNC:9964 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1540,67)" 8737 8659

ENSGALP00000017462 CID 13 - 24

high mobility group box 2 - CGNC Symbol 

8169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1540,68)" 39414 true 4.02 8660

ENSGALP00000027541 CID 13 - 24

high mobility group box 1 - CGNC Symbol 

49444 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1540,70)" 23101 false 3.96 8661

ENSGALP00000002808 CID 447 - 458

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1540,72)" 46150 true 1.25 8662

ENSGALP00000030147 CID 45 - 57

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1540,77)" 454 8663

ENSGALP00000027317 CID 715 - 726

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1540,79)" 568 true 1.57 8664



ENSGALP00000034078 CID 116 - 129

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1540,80)" 34119 true 0.95 8665

ENSGALP00000022004 CID 113 - 125 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1540,80)" 11147 true 1.85 8666

ENSGALP00000015886 CID 134 - 146

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1540,81)" 11353 true 1.61 8667

ENSGALP00000009351 CID 101 - 112

protein phosphatase 1 regulatory subunit 7 - 

CGNC Symbol 4354 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1540,88)" 2576 true 1.4 8668

ENSGALP00000042157 CID 82 - 94

docking protein 2 56kDa - CGNC Symbol 

65680 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1540,92)" 10430 true 1.62 8669

ENSGALP00000027982 CID 160 - 173

stromal interaction molecule 1 - CGNC 

Symbol 13037 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1540,93)" 3387 true 2.9 8670

ENSGALP00000035496 CID 114 - 125

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1541,69)" 22061 true 0.95 8671



ENSGALP00000015979 CID 306 - 318

peptidylprolyl isomerase G (cyclophilin G) - 

CGNC Symbol 7474 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1541,72)" 3537 true 1.33 8672

ENSGALP00000035370 CID 62 - 72

hepatoma-derived growth factor - CGNC 

Symbol 58434 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1541,75)" 1638 true 1.16 8673

ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1541,77)" 898 true 1.74 8674

ENSGALP00000014768 CID 345 - 357

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1541,80)" 27844 8675

ENSGALP00000036056 CID 1,212 - 1,224

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1541,81)" 36688 false 1.16 8676

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1541,81)" 36688 true 1.74 8677

ENSGALP00000039872 CID 294 - 306

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1541,82)" 4974 8678



ENSGALP00000037871 CID 329 - 344

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1541,86)" 30508 8679

ENSGALP00000010157 CID 403 - 418

SON DNA binding protein - CGNC Symbol 

4729 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1541,90)" 28902 false 8680

ENSGALP00000012869 CID 482 - 494

dihydrolipoamide dehydrogenase - CGNC 

Symbol 5998 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1542,79)" 47814 8681

ENSGALP00000010414 CID 50 - 63

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1542,79)" 799 true 1.78 8682

ENSGALP00000043396 CID 257 - 269

DNA (cytosine-5-)-methyltransferase 1 - 

HGNC:2976 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1542,80)" 5963 true 0.75 8683

ENSGALP00000005619 CID 290 - 301

polyamine oxidase (exo-N4-amino) - CGNC 

Symbol 65340 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1542,80)" 38830 8684

ENSGALP00000016623 CID 96 - 106

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1542,83)" 25958 true 2.65 8685



ENSGALP00000012472 CID 287 - 298 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1542,87)" 2229 true 1.16 8686

ENSGALP00000027953 CID 202 - 214 ribosomal protein S3 - CGNC Symbol 13020 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1542,93)" 19298 true 0.87 8687

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1542,93)" 5503 8688

ENSGALP00000027317 CID 122 - 134

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1542,98)" 10500 8689

ENSGALP00000006218 CID 133 - 145

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1543,71)" 19696 true 1.89 8690

ENSGALP00000043256 CID 44 - 56

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1543,76)" 8523 false 8691

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1543,79)" 20801 false 0.34* 8692



ENSGALP00000015988 CID 87 - 97

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1543,79)" 20801 false 0.34* 8693

ENSGALP00000015657 CID 85 - 95 actin beta - CGNC Symbol 49855 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1543,79)" 20801 false 0.34* 8694

ENSGALP00000028424 CID 185 - 197

O-6-methylguanine-DNA methyltransferase - 

HGNC:7059 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1543,80)" 2304 8695

ENSGALP00000000337 CID 1,472 - 1,484

HEAT repeat containing 1 - CGNC Symbol 

52557 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1543,84)" 16980 true 1.01 8696

ENSGALP00000003012 CID 78 - 90

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1543,84)" 5436 true 0.9 8697

ENSGALP00000002252 CID 500 - 510

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1543,84)" 2669 true 1.01 8698

ENSGALP00000001480 CID 574 - 585 myeloperoxidase - CGNC Symbol 50519 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1543,87)" 4687 true 1.59 8699



ENSGALP00000016509 CID 817 - 829

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1543,89)" 5084 8700

ENSGALP00000012408 CID 1,088 - 1,101

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1543,93)" 5244 8701

ENSGALP00000037584 CID 113 - 126

developmentally regulated GTP binding 

protein 1 - CGNC Symbol 5225 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1543,99)" 926 true 0.73 8702

ENSGALP00000017462 CID 13 - 24

high mobility group box 2 - CGNC Symbol 

8169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1544,71)" 182867 8703

ENSGALP00000040388 CID 75 - 87 transcription factor 3 - CGNC Symbol 739 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1544,72)" 3363 true 3.05 8704

ENSGALP00000027541 CID 13 - 24

high mobility group box 1 - CGNC Symbol 

49444 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1544,73)" 112240 8705

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1544,74)" 546711 true 1.24 8706



ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1544,74)" 546711 true 1.24 8707

ENSGALP00000002808 CID 447 - 458

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1544,75)" 57690 8708

ENSGALP00000009642 CID 837 - 849

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1544,79)" 7357 false 8709

ENSGALP00000039734 CID 839 - 852

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1544,81)" 3225 true 0.4 8710

ENSGALP00000007236 CID 92 - 104

calcyclin binding protein - CGNC Symbol 

3365 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1544,81)" 9039 true 1.24 8711

ENSGALP00000039979 CID 103 - 115 small ArfGAP2 - CGNC Symbol 51046 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1544,82)" 3408 true 0.84 8712

ENSGALP00000008338 CID 369 - 382

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1544,83)" 2530 true 1.4 8713



ENSGALP00000000468 CID 352 - 366

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1544,83)" 1451 false 8714

ENSGALP00000027317 CID 715 - 726

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1544,83)" 1603 8715

ENSGALP00000008299 CID 113 - 125

family with sequence similarity 120A - 

CGNC Symbol 3854 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1544,90)" 1489 true 0.91 8716

ENSGALP00000009351 CID 101 - 112

protein phosphatase 1 regulatory subunit 7 - 

CGNC Symbol 4354 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1544,91)" 6454 8717

ENSGALP00000027982 CID 160 - 173

stromal interaction molecule 1 - CGNC 

Symbol 13037 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1544,95)" 18280 8718

ENSGALP00000015979 CID 306 - 318

peptidylprolyl isomerase G (cyclophilin G) - 

CGNC Symbol 7474 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1545,74)" 4713 8719

ENSGALP00000042962 CID 143 - 154

zinc finger protein 740 - CGNC Symbol 

63794 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1545,75)" 12001 true 1.54 8720



ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1545,79)" 1929 8721

ENSGALP00000007469 CID 453 - 465

LEO1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 55225 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1545,83)" 14791 true 2.17 8722

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1545,84)" 24954 8723

ENSGALP00000008738 CID 732 - 743

phospholipase C gamma 2 

(phosphatidylinositol-specific) - CGNC 

Symbol 4062 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1545,85)" 1582 true 0.7 8724

ENSGALP00000004866 CID 26 - 37 nudix hydrolase 21 - CGNC Symbol 66135 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1545,90)" 33626 true 0.62 8725

ENSGALP00000002008 CID 171 - 183 c-src tyrosine kinase - CGNC Symbol 902 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1545,93)" 223299 true 1.22 8726

ENSGALP00000006414 CID 79 - 92

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1546,71)" 6291 false 8727



ENSGALP00000035601 CID 187 - 200

tripeptidyl peptidase I - CGNC Symbol 

15637 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1546,78)" 3210 true 1.25 8728

ENSGALP00000008236 CID 132 - 144

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1546,79)" 17223 true 1.08 8729

ENSGALP00000043396 CID 257 - 269

DNA (cytosine-5-)-methyltransferase 1 - 

HGNC:2976 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1546,82)" 3583 8730

ENSGALP00000025937 CID 514 - 527

eukaryotic translation elongation factor 1 

delta (guanine nucleotide exchange protein) 

- CGNC Symbol 12059 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1546,83)" 14847 true 0.67 8731

ENSGALP00000004641 CID 1,886 - 1,898

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1546,84)" 13384 true 1.21 8732

ENSGALP00000016447 CID 158 - 170 ribosomal protein S8 - CGNC Symbol 52222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1546,85)" 6094 true 0.71 8733

ENSGALP00000004013 CID 1,919 - 1,932 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1546,89)" 936 false 8734



ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1546,92)" 156755 true 2.45 8735

ENSGALP00000006218 CID 133 - 145

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1547,76)" 43995 8736

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1547,79)" 933974 true 1.26 8737

ENSGALP00000017954 CID 43 - 55

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1547,82)" 5468 true 1.04 8738

ENSGALP00000018705 CID 376 - 390

dynein cytoplasmic 1 light intermediate 

chain 1 - CGNC Symbol 8732 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1547,83)" 7735 true 0.7 8739

ENSGALP00000024681 CID 321 - 334

N-acetylneuraminate synthase - CGNC 

Symbol 11406 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1547,84)" 7369 true 2.51 8740

ENSGALP00000000337 CID 1,472 - 1,484

HEAT repeat containing 1 - CGNC Symbol 

52557 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1547,86)" 14845 8741



ENSGALP00000040388 CID 75 - 87 transcription factor 3 - CGNC Symbol 739 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1548,75)" 9350 8742

ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1548,75)" 78187 8743

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1548,75)" 78187 8744

ENSGALP00000010414 CID 81 - 94

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1548,81)" 3396 true 1.61 8745

ENSGALP00000039979 CID 103 - 115 small ArfGAP2 - CGNC Symbol 51046 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1548,83)" 1370 8746

ENSGALP00000015846 CID 341 - 353

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1548,84)" 5792 8747

ENSGALP00000007236 CID 92 - 104

calcyclin binding protein - CGNC Symbol 

3365 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1548,84)" 5792 8748



ENSGALP00000007511 CID 460 - 472

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1548,85)" 2482 true 0.64 8749

ENSGALP00000021544 CID 1,489 - 1,500 centromere protein E - CGNC Symbol 51810 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1548,85)" 29057 false 1.08 8750

ENSGALP00000034078 CID 116 - 129

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1548,85)" 29057 true 0.95 8751

ENSGALP00000037866 CID 414 - 426

ornithine aminotransferase - CGNC Symbol 

52788 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1548,93)" 13662 false 8752

ENSGALP00000025273 CID 161 - 175

negative elongation factor complex 

member A - CGNC Symbol 11709 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1548,93)" 3369 false 8753

ENSGALP00000035496 CID 114 - 125

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1549,75)" 23297 true 0.95 8754

P13645 CID 323 - 334

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1549,80)" 28176 true 0.88 8755



ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear phosphoprotein 

32 family member E - CGNC Symbol 52680 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1549,80)" 17543 true 1.12 8756

ENSGALP00000039270 CID 1,145 - 1,158

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1549,82)" 52727 true 1.41 8757

ENSGALP00000005794 CID 3,322 - 3,334

spen family transcriptional repressor - CGNC 

Symbol 2675 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1549,85)" 3306 true 1.41 8758

ENSGALP00000007469 CID 453 - 465

LEO1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 55225 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1549,85)" 37056 8759

ENSGALP00000002008 CID 171 - 183 c-src tyrosine kinase - CGNC Symbol 902 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1549,95)" 66843 8760

ENSGALP00000008236 CID 132 - 144

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1550,81)" 19935 8761

ENSGALP00000010414 CID 50 - 63

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1550,84)" 1423 true 1.78 8762



ENSGALP00000027194 CID 1,184 - 1,197

tripeptidyl peptidase II - CGNC Symbol 

12657 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1550,90)" 894 true 1.33 8763

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1550,96)" 42293 false 8764

ENSGALP00000039575 CID 138 - 150

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1551,70)" 57104 true 0.49 8765

ENSGALP00000019801 CID 277 - 288 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1551,72)" 39592 true 1.7 8766

ENSGALP00000042136 CID 1,468 - 1,481

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1551,76)" 2103 true 0.49 8767

ENSGALP00000013174 CID 30 - 42

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1551,83)" 918 true 2.18 8768

ENSGALP00000019801 CID 367 - 378 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1551,83)" 11628 true 2.41 8769



ENSGALP00000018705 CID 376 - 390

dynein cytoplasmic 1 light intermediate 

chain 1 - CGNC Symbol 8732 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1551,85)" 5706 8770

ENSGALP00000023396 CID 85 - 98

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1551,86)" 2856 true 3.1 8771

ENSGALP00000003012 CID 78 - 90

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1551,89)" 4875 true 0.9 8772

ENSGALP00000029288 CID 122 - 136

v-yes-1 Yamaguchi sarcoma viral related 

oncogene homolog - CGNC Symbol 51418 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1551,91)" 5607 false 8773

ENSGALP00000039757 CID 406 - 418

hypoxia up-regulated 1 - CGNC Symbol 

53307 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1552,78)" 1617 true 1.2 8774

ENSGALP00000005161 CID 141 - 152

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1552,81)" 2869 true 1.6 8775

ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1552,84)" 4457 true 3.44 8776



ENSGALP00000013987 CID 715 - 728

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1552,84)" 6898 true 0.82 8777

ENSGALP00000009403 CID 108 - 120

down-regulator of transcription 1 TBP-

binding (negative cofactor 2) - CGNC 

Symbol 4374 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1552,85)" 508 true 1.31 8778

ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1552,87)" 69670 true 0.82 8779

ENSGALP00000015886 CID 134 - 146

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1552,89)" 31055 true 1.61 8780

ENSGALP00000021475 CID 234 - 247

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1553,79)" 6292 8781

ENSGALP00000042962 CID 143 - 154

zinc finger protein 740 - CGNC Symbol 

63794 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1553,80)" 18482 true 1.54 8782

ENSGALP00000028857 CID 682 - 693

oxoglutarate (alpha-ketoglutarate) 

dehydrogenase (lipoamide) - CGNC Symbol 

52787 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1553,81)" 1352 true 2.05 8783



ENSGALP00000035370 CID 62 - 72

hepatoma-derived growth factor - CGNC 

Symbol 58434 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1553,82)" 3133 true 1.16 8784

ENSGALP00000019832 CID 212 - 225

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1553,82)" 5714 true 0.84 8785

ENSGALP00000007118 CID 250 - 263

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1553,82)" 4852 false 1.01 8786

ENSGALP00000014509 CID 209 - 221

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1553,84)" 3488 false 8787

ENSGALP00000005794 CID 3,322 - 3,334

spen family transcriptional repressor - CGNC 

Symbol 2675 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1553,86)" 7649 8788

ENSGALP00000009408 CID 38 - 52

acetyl-CoA acyltransferase 1 - CGNC Symbol 

4375 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1553,89)" 3326 8789

ENSGALP00000004866 CID 26 - 37 nudix hydrolase 21 - CGNC Symbol 66135 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1553,95)" 19344 true 0.62 8790



ENSGALP00000007833 CID 404 - 418

myelin expression factor 2 - CGNC Symbol 

49981 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1554,70)" 4012 true 1.66 8791

ENSGALP00000027194 CID 1,103 - 1,115

tripeptidyl peptidase II - CGNC Symbol 

12657 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1554,83)" 10209 false 8792

ENSGALP00000025937 CID 514 - 527

eukaryotic translation elongation factor 1 

delta (guanine nucleotide exchange protein) 

- CGNC Symbol 12059 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1554,87)" 7903 true 0.66 8793

ENSGALP00000004641 CID 1,886 - 1,898

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1554,89)" 12497 true 1.21 8794

ENSGALP00000016447 CID 158 - 170 ribosomal protein S8 - CGNC Symbol 52222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1554,90)" 4333 true 0.71 8795

ENSGALP00000015176 CID 322 - 335

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1554,99)" 7834 8796

ENSGALP00000027953 CID 202 - 214 ribosomal protein S3 - CGNC Symbol 13020 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1555,01)" 7380 true 0.87 8797



ENSGALP00000039575 CID 138 - 150

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1555,73)" 88477 8798

ENSGALP00000019801 CID 277 - 288 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1555,75)" 71305 8799

ENSGALP00000000316 CID 597 - 610 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1555,77)" 1914 true 0.79 8800

ENSGALP00000042136 CID 1,468 - 1,481

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1555,77)" 1023 8801

ENSGALP00000002508 CID 20 - 32

Gallus gallus SIN3 transcription regulator 

family member A (SIN3A) mRNA. - RefSeq 

mRNA NM_001293184 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1555,77)" 8015 true 1.04 8802

ENSGALP00000013174 CID 30 - 42

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1555,83)" 1497 8803

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1555,84)" 1199843 true 1.26 8804



ENSGALP00000006300 CID Jan-14

adaptor-related protein complex 1 mu 1 

subunit - CGNC Symbol 51191 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1555,85)" 42700 false 1.23 8805

ENSGALP00000017954 CID 43 - 55

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1555,86)" 5697 true 1.04 8806

ENSGALP00000023396 CID 85 - 98

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1555,87)" 30943 8807

ENSGALP00000015366 CID 270 - 283

peptidylprolyl isomerase D - CGNC Symbol 

7186 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1555,89)" 1185 true 0.22 8808

ENSGALP00000024681 CID 321 - 334

N-acetylneuraminate synthase - CGNC 

Symbol 11406 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1555,90)" 15411 true 2.51 8809

ENSGALP00000003898 CID 298 - 310 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1556,75)" 1437 true 0.96 8810

ENSGALP00000003538 CID 331 - 342

eukaryotic translation termination factor 1 - 

CGNC Symbol 1614 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1556,78)" 22533 false 8811



ENSGALP00000039757 CID 406 - 418

hypoxia up-regulated 1 - CGNC Symbol 

53307 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1556,80)" 841 8812

ENSGALP00000027512 CID 257 - 270

replication factor C subunit 3 - CGNC 

Symbol 12816 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1556,80)" 11807 true 0.65 8813

ENSGALP00000005161 CID 141 - 152

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1556,81)" 10285 8814

ENSGALP00000011822 CID 350 - 362

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1556,82)" 875 false 8815

ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1556,85)" 46596 8816

ENSGALP00000010414 CID 81 - 94

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1556,86)" 5480 true 1.61 8817

ENSGALP00000013987 CID 715 - 728

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1556,87)" 9884 8818



ENSGALP00000009403 CID 108 - 120

down-regulator of transcription 1 TBP-

binding (negative cofactor 2) - CGNC 

Symbol 4374 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1556,87)" 666 8819

ENSGALP00000004013 CID 208 - 220 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1556,87)" 3661 false 8820

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1556,88)" 253846 true 0.51 8821

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1556,88)" 253846 true 0.51 8822

ENSGALP00000021028 CID 294 - 305 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1556,88)" 253846 true 0.51 8823

ENSGALP00000018987 CID 22 - 36 t-complex 1 - CGNC Symbol 8842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1556,90)" 13481 true 0.89 8824

ENSGALP00000000468 CID 352 - 366

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1556,91)" 7045 false 0.52 8825



ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1556,92)" 30150 8826

ENSGALP00000007101 CID 758 - 771

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1556,92)" 16323 false 8827

P13645 CID 323 - 334

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1557,84)" 26119 true 0.88 8828

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear phosphoprotein 

32 family member E - CGNC Symbol 52680 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1557,85)" 20938 true 1.12 8829

ENSGALP00000023059 CID 745 - 757

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1557,87)" 10246 true 1.99 8830

ENSGALP00000043196 CID 1,115 - 1,127

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1557,88)" 3179 false 8831

ENSGALP00000024609 CID 22 - 34

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1557,89)" 129288 true 1.11 8832



ENSGALP00000007833 CID 404 - 418

myelin expression factor 2 - CGNC Symbol 

49981 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1558,73)" 8827 8833

ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1558,74)" 721 true 1.23 8834

ENSGALP00000016583 CID 108 - 121

progesterone receptor membrane 

component 2 - CGNC Symbol 7765 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1558,78)" 11273 true 0.77 8835

ENSGALP00000016414 CID 319 - 330

ADP-ribosylation factor interacting protein 1 

- CGNC Symbol 7678 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1558,81)" 4193 true 0.49 8836

ENSGALP00000000639 CID 138 - 150 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1558,84)" 2078 false 1.5 8837

ENSGALP00000005892 CID 1,564 - 1,577

chromodomain helicase DNA binding 

protein 9 - CGNC Symbol 2719 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1558,87)" 5136 false 8838

ENSGALP00000027194 CID 1,103 - 1,115

tripeptidyl peptidase II - CGNC Symbol 

12657 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1558,89)" 17931 8839



ENSGALP00000005794 CID 137 - 147

spen family transcriptional repressor - CGNC 

Symbol 2675 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1559,72)" 14226 8840

ENSGALP00000002508 CID 20 - 32

Gallus gallus SIN3 transcription regulator 

family member A (SIN3A) mRNA. - RefSeq 

mRNA NM_001293184 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1559,79)" 8302 8841

ENSGALP00000000316 CID 597 - 610 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1559,80)" 983 8842

ENSGALP00000039757 CID 77 - 89

hypoxia up-regulated 1 - CGNC Symbol 

53307 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1559,83)" 12203 true 0.63 8843

ENSGALP00000005182 CID 141 - 152

signal transducer and activator of 

transcription 5B - CGNC Symbol 49373 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1559,84)" 30162 8844

ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 1 member A1 

(aldehyde reductase) - CGNC Symbol 7795 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1559,85)" 948 false 8845

ENSGALP00000041184 CID 197 - 210

eukaryotic translation initiation factor 4E - 

HGNC:3287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1559,85)" 1197 true 0.8 8846



ENSGALP00000017856 CID 240 - 250

transformer 2 alpha homolog (Drosophila) - 

CGNC Symbol 51305 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1560,70)" 5321 8847

ENSGALP00000017462 CID 13 - 24

high mobility group box 2 - CGNC Symbol 

8169 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1560,70)" 4148 8848

ENSGALP00000003172 CID 228 - 238 WD repeat domain 33 - CGNC Symbol 1450 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1560,74)" 52664 8849

ENSGALP00000036122 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1560,74)" 52664 true 1.65 8850

ENSGALP00000003898 CID 298 - 310 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1560,77)" 1382 8851

ENSGALP00000013122 CID 206 - 218

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1560,79)" 651 true 1.15 8852

ENSGALP00000027512 CID 257 - 270

replication factor C subunit 3 - CGNC 

Symbol 12816 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1560,83)" 6011 8853



ENSGALP00000041974 CID 297 - 309

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1560,85)" 35207 true 1.21 8854

ENSGALP00000023294 CID 1,393 - 1,405

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1560,92)" 3060 true 1.38 8855

ENSGALP00000042635 CID 31 - 44

FK506 binding protein 1A 12kDa - CGNC 

Symbol 20061 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1561,74)" 1781 true 1.59 8856

ENSGALP00000012231 CID 568 - 582

MMS19 homolog cytosolic iron-sulfur 

assembly component - CGNC Symbol 5715 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1561,74)" 2087 true 1.06 8857

ENSGALP00000002322 CID 99 - 111

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1561,78)" 80837 true 1.06 8858

ENSGALP00000002091 CID 43 - 55

TRAF3 interacting protein 3 - CGNC Symbol 

940 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1561,82)" 4873 true 0.86 8859

ENSGALP00000023099 CID 532 - 544

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1561,82)" 2841 true 1.79 8860



ENSGALP00000038764 CID 305 - 317

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1561,85)" 1296 true 2.44 8861

ENSGALP00000028857 CID 682 - 693

oxoglutarate (alpha-ketoglutarate) 

dehydrogenase (lipoamide) - CGNC Symbol 

52787 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1561,88)" 4020 true 2.05 8862

ENSGALP00000038272 CID 409 - 422

DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 

- CGNC Symbol 5262 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1561,90)" 23276 8863

ENSGALP00000023059 CID 745 - 757

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1561,90)" 23276 8864

ENSGALP00000003263 CID Jan-16

charged multivesicular body protein 4B - 

CGNC Symbol 50929 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1561,90)" 23276 false 8865

ENSGALP00000024609 CID 22 - 34

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1561,91)" 141609 8866

ENSGALP00000008279 CID 47 - 59 mitochondrial carrier 2 - CGNC Symbol 3845 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1561,94)" 1300 false 8867



ENSGALP00000004641 CID 747 - 758

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1562,75)" 6585 true 1.58 8868

ENSGALP00000012199 CID 38 - 53 glutaminase - CGNC Symbol 5698 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1562,75)" 1207 false 8869

ENSGALP00000016583 CID 108 - 121

progesterone receptor membrane 

component 2 - CGNC Symbol 7765 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1562,81)" 47002 8870

ENSGALP00000008600 CID 225 - 237

nuclear prelamin A recognition factor-like - 

CGNC Symbol 3996 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1562,81)" 2591 true 1.42 8871

ENSGALP00000007930 CID 70 - 83

deoxyuridine triphosphatase - CGNC Symbol 

3681 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1562,82)" 41783 true 0.25 8872

ENSGALP00000026633 CID 420 - 432

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1562,82)" 41783 false 0.25 8873

ENSGALP00000022004 CID 36 - 48 tropomyosin 3 - HGNC:12012 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1562,83)" 8670 false 8874



ENSGALP00000006604 CID 362 - 376

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1562,83)" 8670 false 8875

ENSGALP00000037871 CID 204 - 218

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1562,85)" 14514 true 0.9 8876

ENSGALP00000007705 CID 198 - 210

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1562,87)" 25762 true 1.42 8877

ENSGALP00000017715 CID 641 - 652

Sp4 transcription factor - CGNC Symbol 

8286 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1562,88)" 709 true 0.5 8878

ENSGALP00000007672 CID 777 - 790

isoleucyl-tRNA synthetase - CGNC Symbol 

3573 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1562,98)" 2955 8879

ENSGALP00000011006 CID Jan-13 catenin beta like 1 - CGNC Symbol 5146 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1563,73)" 3604 8880

ENSGALP00000002373 CID 34 - 46

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1563,77)" 816 8881



ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1563,78)" 10326 true 1.44 8882

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1563,79)" 108726 false 1.37 8883

ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain binding glutamate-

rich protein like 3 (SH3BGRL3) mRNA. - 

RefSeq mRNA NM_001302096 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1563,79)" 561 true 1.17 8884

ENSGALP00000008236 CID 475 - 487

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1563,82)" 2700 true 0.73 8885

ENSGALP00000039757 CID 77 - 89

hypoxia up-regulated 1 - CGNC Symbol 

53307 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1563,86)" 6432 8886

ENSGALP00000019801 CID 367 - 378 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1563,89)" 41489 true 2.41 8887

ENSGALP00000018537 CID 133 - 145

methionyl aminopeptidase 2 - CGNC Symbol 

8650 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1564,67)" 3056 true 1.71 8888



ENSGALP00000014557 CID 116 - 130 mutS homolog 2 - CGNC Symbol 6808 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1564,67)" 3056 false 1.71 8889

ENSGALP00000013410 CID 366 - 378

ADP-ribosylation factor GTPase activating 

protein 2 - CGNC Symbol 51916 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1564,71)" 1174 true 1.21 8890

ENSGALP00000007523 CID 199 - 211

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1564,74)" 393 true 1.71 8891

ENSGALP00000006038 CID 97 - 110 ribophorin II - CGNC Symbol 2792 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1564,76)" 100981 8892

ENSGALP00000036122 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1564,76)" 100981 8893

ENSGALP00000011055 CID 433 - 443

diaphanous homolog 1 (Drosophila) - CGNC 

Symbol 49017 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1564,78)" 23544 true 0.99 8894

ENSGALP00000027391 CID 163 - 175

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1564,79)" 2209 true 1.24 8895



ENSGALP00000019178 CID 779 - 791

ubiquitin-like modifier activating enzyme 6 - 

CGNC Symbol 8930 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1564,79)" 8010 true 1.39 8896

ENSGALP00000016536 CID 562 - 575

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1564,81)" 6594 false 8897

ENSGALP00000041974 CID 297 - 309

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1564,87)" 60767 8898

ENSGALP00000035478 CID 838 - 851 filamin B beta - CGNC Symbol 49141 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1564,87)" 13545 8899

ENSGALP00000018987 CID 22 - 36 t-complex 1 - CGNC Symbol 8842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1564,95)" 7249 true 0.85 8900

ENSGALP00000018594 CID 100 - 112

small nuclear ribonucleoprotein polypeptide 

F - CGNC Symbol 8670 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1565,62)" 429 true 1.05 8901

ENSGALP00000042635 CID 31 - 44

FK506 binding protein 1A 12kDa - CGNC 

Symbol 20061 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1565,77)" 4809 8902



ENSGALP00000002322 CID 99 - 111

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1565,81)" 86979 8903

ENSGALP00000039872 CID 294 - 306

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1565,82)" 5307 true 4.23 8904

ENSGALP00000002091 CID 43 - 55

TRAF3 interacting protein 3 - CGNC Symbol 

940 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1565,84)" 6485 8905

ENSGALP00000021030 CID 3,609 - 3,620

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1565,85)" 3700 true 1.59 8906

ENSGALP00000030147 CID 187 - 199

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1565,87)" 5107 true 0.39 8907

ENSGALP00000025525 CID 227 - 239 carbonic anhydrase II - CGNC Symbol 11834 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1566,71)" 2315 true 0.95 8908

ENSGALP00000007822 CID 32 - 44

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1566,74)" 2343 true 3.06 8909



ENSGALP00000004641 CID 747 - 758

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1566,74)" 9636 8910

ENSGALP00000043362 CID 162 - 174 ras homolog family member G - HGNC:672 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1566,78)" 4818 false 0.95 8911

ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1566,78)" 1449 true 1.23 8912

ENSGALP00000007930 CID 70 - 83

deoxyuridine triphosphatase - CGNC Symbol 

3681 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1566,80)" 9986 8913

ENSGALP00000041100 CID 31 - 44 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1566,80)" 2054 true 2.59 8914

ENSGALP00000020064 CID 475 - 487

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1566,80)" 1486 true 1.12 8915

ENSGALP00000020169 CID 697 - 709

phosphorylase glycogen liver - CGNC 

Symbol 49139 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1566,84)" 1029 false 2.23 8916



ENSGALP00000005184 CID 55 - 68

cytokine receptor-like factor 3 - CGNC 

Symbol 2384 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1566,84)" 1029 false 2.23 8917

ENSGALP00000037871 CID 204 - 218

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1566,87)" 13096 8918

ENSGALP00000000639 CID 138 - 150 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1566,90)" 4815 true 1.5 8919

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1566,92)" 71877 true 0.86 8920

ENSGALP00000014097 CID 132 - 144

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1567,69)" 3918 true 1.35 8921

ENSGALP00000002008 CID 248 - 261 c-src tyrosine kinase - CGNC Symbol 902 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1567,74)" 13275 true 0.44 8922

ENSGALP00000039068 CID 343 - 355

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1567,76)" 3764 true 0.44 8923



ENSGALP00000005448 CID 111 - 123

microsomal glutathione S-transferase 3 - 

CGNC Symbol 2512 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1567,81)" 4384 false 8924

ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain binding glutamate-

rich protein like 3 (SH3BGRL3) mRNA. - 

RefSeq mRNA NM_001302096 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1567,82)" 1460 8925

ENSGALP00000014509 CID 232 - 244

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1567,84)" 18756 true 2.31 8926

ENSGALP00000012481 CID Feb-14 ribosomal protein L4 - CGNC Symbol 5828 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1567,85)" 1581 false 8927

ENSGALP00000025508 CID 75 - 87

SR-related CTD-associated factor 4 - CGNC 

Symbol 11826 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1567,86)" 13818 true 1.03 8928

ENSGALP00000028488 CID 40 - 54

proteasome subunit beta 4 - CGNC Symbol 

600 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1567,96)" 1559 false 8929

ENSGALP00000018537 CID 133 - 145

methionyl aminopeptidase 2 - CGNC Symbol 

8650 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1568,68)" 6027 8930



ENSGALP00000013410 CID 366 - 378

ADP-ribosylation factor GTPase activating 

protein 2 - CGNC Symbol 51916 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1568,72)" 1414 8931

ENSGALP00000007523 CID 199 - 211

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1568,77)" 591 8932

ENSGALP00000042598 CID 98 - 110

cyclin-dependent kinase 1 - CGNC Symbol 

2236 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1568,79)" 4540 true 0.54 8933

ENSGALP00000027391 CID 163 - 175

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1568,80)" 3321 8934

ENSGALP00000001474 CID 323 - 334

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1568,83)" 952 false 8935

ENSGALP00000035502 CID 281 - 293

WD repeat domain 82 - CGNC Symbol 

50122 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1568,83)" 5043 true 1.12 8936

ENSGALP00000012691 CID 52 - 65

methylthioribulose-1-phosphate 

dehydratase - Refseq NP_001026718 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1568,84)" 7362 true 3.49 8937



ENSGALP00000016696 CID 1,157 - 1,170 YLP motif containing 1 - CGNC Symbol 7819 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1568,84)" 24519 true 2.07 8938

ENSGALP00000016414 CID 376 - 387

ADP-ribosylation factor interacting protein 1 

- CGNC Symbol 7678 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1568,88)" 2482 false 8939

ENSGALP00000007490 CID 529 - 542 moesin - HGNC:7373 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1568,88)" 2103 true 1.09 8940

ENSGALP00000005944 CID 736 - 747

phospholipase C gamma 1 - CGNC Symbol 

50935 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1568,89)" 22934 false 8941

ENSGALP00000029144 CID 29 - 42

Hsap of 1: ETHE1 persulfide dioxygenase - 

HGNC:23287 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1568,91)" 1357 8942

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1568,96)" 16860 true 2.75 8943

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1568,96)" 16860 true 2.75 8944



ENSGALP00000021028 CID 294 - 305 radixin - CGNC Symbol 49356 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1568,96)" 16860 true 2.75 8945

ENSGALP00000018594 CID 100 - 112

small nuclear ribonucleoprotein polypeptide 

F - CGNC Symbol 8670 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1569,64)" 9446 8946

ENSGALP00000023099 CID 532 - 544

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1569,87)" 8413 true 1.79 8947

ENSGALP00000008763 CID 1,448 - 1,459

TAF1 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 250kDa - 

CGNC Symbol 51656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1569,87)" 7444 false 8948

ENSGALP00000020258 CID 705 - 720

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1-like - CGNC Symbol 

9427 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1569,89)" 2895 true 1.01 8949

ENSGALP00000003675 CID 1,882 - 1,894 Helicase SRCAP - CGNC Symbol 66016 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1569,90)" 3747 false 1.01 8950

ENSGALP00000025525 CID 227 - 239 carbonic anhydrase II - CGNC Symbol 11834 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1570,75)" 2201 8951



ENSGALP00000007822 CID 32 - 44

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1570,78)" 18350 8952

ENSGALP00000004013 CID 119 - 131 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1570,79)" 1040 true 0.77 8953

ENSGALP00000043362 CID 162 - 174 ras homolog family member G - HGNC:672 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1570,80)" 16796 8954

ENSGALP00000008346 CID 419 - 431

acyl-CoA synthetase long-chain family 

member 3 - CGNC Symbol 3875 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1570,80)" 2782 true 1.58 8955

ENSGALP00000027387 CID 1,094 - 1,107

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1570,81)" 3299 true 0.68 8956

ENSGALP00000041100 CID 31 - 44 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1570,82)" 5493 8957

ENSGALP00000020349 CID 473 - 485

pre-mRNA processing factor 39 - 

HGNC:20314 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1570,83)" 1508 8958



ENSGALP00000032645 CID 465 - 476

DNA nucleotidylexotransferase - CGNC 

Symbol 5270 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1570,83)" 6327 8959

ENSGALP00000007705 CID 198 - 210

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1570,92)" 35087 true 1.42 8960

ENSGALP00000006262 CID 314 - 327

gem nuclear organelle associated protein 5 - 

CGNC Symbol 2888 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1571,73)" 1719 8961

ENSGALP00000014097 CID 132 - 144

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1571,73)" 1719 8962

ENSGALP00000002008 CID 248 - 261 c-src tyrosine kinase - CGNC Symbol 902 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1571,77)" 2989 8963

ENSGALP00000039068 CID 343 - 355

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1571,79)" 2952 8964

ENSGALP00000021927 CID 87 - 98

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1571,80)" 13989 true 0.57 8965



ENSGALP00000013843 CID 1,060 - 1,072 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1571,83)" 12570 8966

ENSGALP00000039343 CID 247 - 260

SEC31 homolog B (S. cerevisiae) - CGNC 

Symbol 4268 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1571,84)" 4744 true 1.7 8967

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1571,84)" 157076 true 1.37 8968

ENSGALP00000008236 CID 475 - 487

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1571,86)" 1975 true 0.73 8969

ENSGALP00000002520 CID 116 - 127 septin 2-like - CGNC Symbol 50343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1571,87)" 831 8970

ENSGALP00000039157 CID 969 - 981 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1571,87)" 11421 false 8971

ENSGALP00000014509 CID 232 - 244

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1571,87)" 11421 8972



ENSGALP00000006643 CID Nov-24

TAF9 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 32kDa - 

CGNC Symbol 51637 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1571,87)" 11421 false 8973

ENSGALP00000002944 CID 1,054 - 1,067

WAPL cohesin release factor - CGNC Symbol 

1347 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1571,87)" 11421 false 8974

ENSGALP00000005991 CID 835 - 847

Sad1 and UNC84 domain containing 1 - 

CGNC Symbol 2766 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1571,88)" 1669 true 1.09 8975

ENSGALP00000030189 CID 55 - 66

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1572,70)" 1357 true 1.45 8976

ENSGALP00000042900 CID 392 - 404

PAF1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 64966 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1572,71)" 2023 true 0.92 8977

ENSGALP00000035933 CID 58 - 71 cathepsin B - CGNC Symbol 12486 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1572,83)" 4476 true 2.26 8978

ENSGALP00000019178 CID 779 - 791

ubiquitin-like modifier activating enzyme 6 - 

CGNC Symbol 8930 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1572,84)" 13500 true 1.39 8979



ENSGALP00000004641 CID 1,995 - 2,008

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1572,84)" 5342 true 1.17 8980

ENSGALP00000016696 CID 1,157 - 1,170 YLP motif containing 1 - CGNC Symbol 7819 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1572,86)" 83277 8981

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1572,88)" 1644 true 0.42 8982

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1572,88)" 1644 true 0.42 8983

ENSGALP00000021028 CID 294 - 305 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1572,88)" 1644 true 0.42 8984

ENSGALP00000014119 CID 121 - 135

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1572,89)" 400731 true 0.96 8985

ENSGALP00000023294 CID 1,393 - 1,405

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1573,01)" 4216 true 1.38 8986



ENSGALP00000018195 CID 143 - 156

proteasome subunit beta 1 - CGNC Symbol 

8487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1573,78)" 9900 true 1.02 8987

ENSGALP00000020744 CID 142 - 155

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1573,79)" 2714 false 8988

ENSGALP00000002796 CID 224 - 237

eukaryotic translation initiation factor 6 - 

CGNC Symbol 1275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1573,80)" 5561 true 1.02 8989

ENSGALP00000030678 CID 467 - 480 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1573,84)" 6674 8990

ENSGALP00000024609 CID 22 - 34

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1573,85)" 14947 true 1.01 8991

ENSGALP00000003914 CID 420 - 434

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1573,86)" 12741 false 8992

ENSGALP00000039872 CID 294 - 306

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1573,86)" 27127 true 4.23 8993



ENSGALP00000003675 CID 1,882 - 1,894 Helicase SRCAP - CGNC Symbol 66016 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1573,93)" 3779 8994

ENSGALP00000040424 CID 102 - 116

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1574,77)" 17796 true 1.17 8995

ENSGALP00000004013 CID 119 - 131 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1574,82)" 800 8996

ENSGALP00000042479 CID 88 - 100

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1574,82)" 800 8997

ENSGALP00000008346 CID 419 - 431

acyl-CoA synthetase long-chain family 

member 3 - CGNC Symbol 3875 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1574,83)" 9829 8998

ENSGALP00000000316 CID 377 - 390 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1574,85)" 2800 true 1.41 8999

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1574,98)" 60141 true 0.86 9000



ENSGALP00000015293 CID 133 - 146

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1575,80)" 10209 true 0.96 9001

ENSGALP00000039343 CID 247 - 260

SEC31 homolog B (S. cerevisiae) - CGNC 

Symbol 4268 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1575,86)" 13770 9002

ENSGALP00000025404 CID 399 - 412

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1575,92)" 73914 9003

ENSGALP00000039530 CID 67 - 79

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1576,74)" 2683 true 2 9004

ENSGALP00000028746 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1576,75)" 30906 true 1.33 9005

ENSGALP00000009217 CID 32 - 44

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1576,76)" 65730 true 1.37 9006

ENSGALP00000011647 CID 60 - 71

cytochrome c oxidase subunit VIa 

polypeptide 1 - CGNC Symbol 50396 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1576,80)" 5225 true 2.87 9007



ENSGALP00000023319 CID 116 - 128 catalase - CGNC Symbol 51998 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1576,82)" 7067 true 2.15 9008

ENSGALP00000004641 CID 1,995 - 2,008

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1576,86)" 3302 9009

ENSGALP00000013889 CID 93 - 105

negative elongation factor complex 

member B - CGNC Symbol 50465 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1576,91)" 1219 false 1.36 9010

ENSGALP00000014119 CID 121 - 135

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1576,92)" 358917 9011

ENSGALP00000023165 CID 153 - 164

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1577,69)" 258824 true 1.11 9012

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding protein (G 

protein) beta polypeptide 4 - CGNC Symbol 

6824 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1577,72)" 15892 true 2.17 9013

ENSGALP00000027387 CID 178 - 189

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1577,79)" 25525 false 9014



ENSGALP00000018195 CID 143 - 156

proteasome subunit beta 1 - CGNC Symbol 

8487 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1577,79)" 25525 9015

ENSGALP00000002796 CID 224 - 237

eukaryotic translation initiation factor 6 - 

CGNC Symbol 1275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1577,83)" 5269 9016

ENSGALP00000038979 CID 720 - 733

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1577,84)" 5638 9017

ENSGALP00000041532 CID 210 - 222

adenine phosphoribosyltransferase - CGNC 

Symbol 65844 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1577,87)" 1617 9018

ENSGALP00000024609 CID 22 - 34

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1577,90)" 10231 9019

ENSGALP00000004641 CID 728 - 741

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1577,92)" 2688 false 0.66 9020

ENSGALP00000040424 CID 102 - 116

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1578,80)" 20814 9021



ENSGALP00000000316 CID 377 - 390 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1578,86)" 1804 9022

ENSGALP00000021618 CID 77 - 90

lactate dehydrogenase B - CGNC Symbol 

10005 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1578,87)" 14389 true 1.28 9023

ENSGALP00000014308 CID 417 - 432

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1578,93)" 20824 true 0.9 9024

ENSGALP00000009528 CID 405 - 418

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1579,01)" 5124 true 1.37 9025

ENSGALP00000015277 CID 134 - 146

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1579,75)" 11526 true 1.61 9026

ENSGALP00000000639 CID 545 - 558 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1579,78)" 14034 true 1.15 9027

ENSGALP00000001975 CID 43 - 57 selenocysteine lyase - CGNC Symbol 883 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1579,79)" 18064 true 1.15 9028



ENSGALP00000002822 CID 78 - 90

glyoxylate reductase 1 homolog - CGNC 

Symbol 52955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1579,80)" 3041 true 1.15 9029

ENSGALP00000013174 CID 30 - 42

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1579,85)" 398000 true 0.91 9030

ENSGALP00000004046 CID 111 - 123

RAN member RAS oncogene family - CGNC 

Symbol 1850 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1579,88)" 9468 true 1.11 9031

ENSGALP00000030189 CID 55 - 66

cytochrome c oxidase subunit 6C - CGNC 

Symbol 13868 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1580,75)" 1974 true 1.45 9032

ENSGALP00000039530 CID 67 - 79

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1580,77)" 5373 9033

ENSGALP00000028746 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1580,77)" 46812 9034

ENSGALP00000008082 CID 390 - 402

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1580,78)" 13143 true 2.46 9035



ENSGALP00000009217 CID 32 - 44

cytochrome c oxidase subunit IV isoform 1 - 

CGNC Symbol 4285 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1580,79)" 93266 9036

ENSGALP00000018258 CID 73 - 84 Enah/Vasp-like - CGNC Symbol 8513 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1580,80)" 18885 9037

ENSGALP00000016337 CID 2,138 - 2,151

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1580,81)" 1083 true 2.46 9038

ENSGALP00000037170 CID 593 - 605

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1580,83)" 67904 false 0.89 9039

ENSGALP00000011647 CID 60 - 71

cytochrome c oxidase subunit VIa 

polypeptide 1 - CGNC Symbol 50396 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1580,83)" 67904 9040

ENSGALP00000039878 CID 374 - 387

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1580,86)" 5780 true 2.01 9041

ENSGALP00000004013 CID 1,170 - 1,183 talin 1 - CGNC Symbol 1830 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1580,88)" 3088 true 1.4 9042



ENSGALP00000004159 CID 106 - 118

ribosomal protein L10a - CGNC Symbol 

51119 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1580,95)" 5147 false 9043

ENSGALP00000023281 CID 449 - 463

NOP2 nucleolar protein - CGNC Symbol 

10744 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1580,95)" 5147 false 9044

ENSGALP00000023165 CID 153 - 164

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1581,71)" 291736 9045

ENSGALP00000023294 CID 1,319 - 1,330

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1581,73)" 131845 true 1.28 9046

ENSGALP00000033089 CID 91 - 102

NADH:ubiquinone oxidoreductase subunit 

A10 - CGNC Symbol 3165 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1581,73)" 6672 true 0.96 9047

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding protein (G 

protein) beta polypeptide 4 - CGNC Symbol 

6824 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1581,74)" 37285 9048

ENSGALP00000027305 CID 122 - 134

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1581,75)" 1666 true 1.53 9049



ENSGALP00000038795 CID 335 - 347

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1581,78)" 122125 true 1.06 9050

ENSGALP00000012267 CID 481 - 493

leucine rich repeats and calponin homology 

domain containing 3 - HGNC:28637 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1581,81)" 1568 9051

ENSGALP00000024757 CID 30 - 41

ATP synthase H+ transporting mitochondrial 

Fo complex subunit E - CGNC Symbol 11448 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1581,81)" 2397 false 9052

ENSGALP00000018987 CID 472 - 484 t-complex 1 - CGNC Symbol 8842 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1581,82)" 101689 true 0.76 9053

ENSGALP00000015333 CID 239 - 251

TIA1 cytotoxic granule-associated RNA 

binding protein - CGNC Symbol 56693 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1581,82)" 77561 true 1.06 9054

ENSGALP00000042897 CID Dec-26

polymerase (DNA) delta 2 accessory subunit 

- CGNC Symbol 63741 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1581,86)" 9258 true 6.48 9055

ENSGALP00000002235 CID 28 - 41 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1581,89)" 3551 true 1.72 9056



ENSGALP00000043240 CID 421 - 433

CDK5 regulatory subunit associated protein 

3 - CGNC Symbol 15509 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1581,89)" 3551 9057

ENSGALP00000004641 CID 728 - 741

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1581,91)" 13818 9058

ENSGALP00000008824 CID 385 - 399

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1582,72)" 26714 true 1.03 9059

ENSGALP00000028782 CID 27 - 39 thymosin beta 10 - CGNC Symbol 13616 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1582,85)" 45668 false 9060

ENSGALP00000019299 CID 51 - 63

small nuclear ribonucleoprotein D1 

polypeptide - CGNC Symbol 8976 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1582,91)" 64334 true 1.18 9061

ENSGALP00000014308 CID 417 - 432

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1582,96)" 14941 9062

ENSGALP00000020445 CID 1,899 - 1,912

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1583,69)" 2082 9063



ENSGALP00000006284 CID Jul-21

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1583,74)" 1244 9064

ENSGALP00000014119 CID 152 - 164

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1583,76)" 9292 true 1.17 9065

ENSGALP00000000639 CID 545 - 558 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1583,81)" 16148 9066

ENSGALP00000018498 CID 310 - 322

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1583,81)" 2505 true 0.84 9067

ENSGALP00000016523 CID 308 - 320

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1583,81)" 2505 true 0.84 9068

ENSGALP00000015293 CID 133 - 146

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1583,86)" 9440 true 0.96 9069

ENSGALP00000038463 CID 75 - 88

ribosomal protein L7a - CGNC Symbol 

50454 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1583,87)" 15051 true 3.33 9070



ENSGALP00000021770 CID Feb-14

transducin (beta)-like 1X-linked - CGNC 

Symbol 52656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1584,79)" 4847 9071

ENSGALP00000010012 CID 187 - 200 BCL2 like 1 - CGNC Symbol 4663 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1584,82)" 912 9072

ENSGALP00000023278 CID 225 - 238

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1584,83)" 22154 true 2 9073

ENSGALP00000003737 CID 240 - 253 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1584,83)" 4624 true 1.16 9074

ENSGALP00000040758 CID May-17

Hsap of 1: DEAD-box helicase 41 - 

HGNC:18674 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1584,86)" 15837 9075

ENSGALP00000027982 CID 280 - 291

stromal interaction molecule 1 - CGNC 

Symbol 13037 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1584,87)" 4977 false 9076

ENSGALP00000021055 CID 580 - 594 dynamin 1-like - CGNC Symbol 9791 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1584,90)" 54679 true 2.94 9077



ENSGALP00000033089 CID 91 - 102

NADH:ubiquinone oxidoreductase subunit 

A10 - CGNC Symbol 3165 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1585,76)" 2765 9078

ENSGALP00000027305 CID 122 - 134

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1585,76)" 3565 9079

ENSGALP00000023294 CID 1,319 - 1,330

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1585,77)" 205891 9080

ENSGALP00000007692 CID 139 - 152

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1585,80)" 2236 true 1.31 9081

ENSGALP00000038795 CID 335 - 347

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1585,81)" 100683 9082

ENSGALP00000029965 CID 197 - 208

translocase of outer mitochondrial 

membrane 22 homolog (yeast) - CGNC 

Symbol 13830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1585,82)" 48585 true 0.79 9083

ENSGALP00000042374 CID 178 - 190

thimet oligopeptidase 1 - CGNC Symbol 

52774 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1585,82)" 558 9084



ENSGALP00000016182 CID 98 - 111

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1585,83)" 5273 true 1.31 9085

ENSGALP00000000955 CID 494 - 505 CTP synthase 1 - CGNC Symbol 429 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1585,83)" 3837 true 1.28 9086

ENSGALP00000040890 CID 391 - 404

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1585,85)" 7180 true 2.84 9087

ENSGALP00000042479 CID 161 - 174

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1585,85)" 7180 9088

ENSGALP00000015333 CID 239 - 251

TIA1 cytotoxic granule-associated RNA 

binding protein - CGNC Symbol 56693 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1585,85)" 192042 9089

ENSGALP00000008299 CID 648 - 661

family with sequence similarity 120A - 

CGNC Symbol 3854 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1585,85)" 13201 true 1.17 9090

ENSGALP00000008824 CID 385 - 399

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1586,72)" 19125 9091



ENSGALP00000011095 CID 456 - 472

SHC (Src homology 2 domain containing) 

transforming protein 1 - CGNC Symbol 5182 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1586,79)" 1406 true 1.02 9092

ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1586,79)" 4914 true 5.33 9093

ENSGALP00000019299 CID 51 - 63

small nuclear ribonucleoprotein D1 

polypeptide - CGNC Symbol 8976 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1586,93)" 75950 9094

ENSGALP00000014119 CID 152 - 164

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1587,74)" 6344 9095

ENSGALP00000015277 CID 134 - 146

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1587,81)" 18546 true 1.61 9096

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1587,83)" 63367 false 9097

ENSGALP00000003914 CID 75 - 88

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1587,84)" 143197 true 0.98 9098



ENSGALP00000013174 CID 30 - 42

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1587,90)" 359742 true 0.91 9099

ENSGALP00000038463 CID 75 - 88

ribosomal protein L7a - CGNC Symbol 

50454 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1587,90)" 16834 9100

ENSGALP00000003737 CID 240 - 253 enolase 1 (alpha) - CGNC Symbol 49607 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1588,84)" 8969 9101

ENSGALP00000011961 CID 63 - 76

phosphatidylethanolamine binding protein 

1 - CGNC Symbol 5589 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1588,87)" 339 true 1.54 9102

ENSGALP00000023278 CID 225 - 238

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1588,87)" 246970 9103

ENSGALP00000021055 CID 580 - 594 dynamin 1-like - CGNC Symbol 9791 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1588,95)" 5941 9104

ENSGALP00000015409 CID 842 - 854 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1589,77)" 33154 true 1.75 9105



ENSGALP00000038795 CID 59 - 73

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1589,77)" 33154 false 1.75 9106

ENSGALP00000013240 CID 796 - 810

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1589,81)" 6875 true 2.86 9107

ENSGALP00000023165 CID 101 - 112

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1589,83)" 16752 true 0.84 9108

ENSGALP00000007692 CID 139 - 152

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1589,83)" 5329 9109

ENSGALP00000029965 CID 197 - 208

translocase of outer mitochondrial 

membrane 22 homolog (yeast) - CGNC 

Symbol 13830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1589,84)" 32355 9110

ENSGALP00000039872 CID 294 - 306

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1589,86)" 1822 true 0.79 9111

ENSGALP00000018987 CID 472 - 484 t-complex 1 - CGNC Symbol 8842 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1589,87)" 67738 true 0.76 9112



ENSGALP00000008299 CID 648 - 661

family with sequence similarity 120A - 

CGNC Symbol 3854 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1589,88)" 13238 9113

ENSGALP00000020134 CID 43 - 55

3-hydroxybutyrate dehydrogenase type 2 - 

CGNC Symbol 9371 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1589,93)" 619 9114

ENSGALP00000027374 CID 114 - 126

general transcription factor IIF subunit 2 - 

CGNC Symbol 12740 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1590,79)" 3162 false 9115

ENSGALP00000007237 CID 396 - 409

RNA binding motif protein 22 - CGNC 

Symbol 3366 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1590,81)" 8141 true 0.72 9116

ENSGALP00000011095 CID 456 - 472

SHC (Src homology 2 domain containing) 

transforming protein 1 - CGNC Symbol 5182 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1590,81)" 1430 9117

ENSGALP00000010718 CID 149 - 164

heat shock protein family A (Hsp70) 

member 14 - CGNC Symbol 5014 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1590,82)" 4547 true 0.89 9118

ENSGALP00000000170 CID 45 - 57

receptor for activated C kinase 1 - CGNC 

Symbol 61 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1590,82)" 6405 true 1.55 9119



ENSGALP00000012471 CID 75 - 87

nucleophosmin/nucleoplasmin 3 - CGNC 

Symbol 5822 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1590,87)" 4437 true 1.48 9120

ENSGALP00000025278 CID 165 - 179

prostaglandin reductase 1 - CGNC Symbol 

11711 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1590,90)" 34604 false 9121

ENSGALP00000021618 CID 77 - 90

lactate dehydrogenase B - CGNC Symbol 

10005 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1590,95)" 10792 false 9122

ENSGALP00000016260 CID Jan-13

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1591,78)" 840 true 0.9 9123

ENSGALP00000014097 CID 69 - 80

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1591,79)" 15703 9124

ENSGALP00000005576 CID 45 - 56

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1591,80)" 11664 9125

ENSGALP00000016536 CID 375 - 388

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1591,84)" 2235 false 9126



ENSGALP00000011770 CID 440 - 453

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1591,84)" 2235 false 9127

ENSGALP00000027534 CID 464 - 477

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1591,84)" 2235 false 9128

ENSGALP00000023635 CID 403 - 415 lamin B1 - CGNC Symbol 10893 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1591,84)" 3073 9129

ENSGALP00000003914 CID 75 - 88

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1591,87)" 134976 9130

ENSGALP00000017157 CID Jan-14

oxysterol binding protein like 9 - CGNC 

Symbol 8015 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1591,89)" 1619 false 9131

ENSGALP00000013540 CID 565 - 577

round spermatid basic protein 1-like - CGNC 

Symbol 6312 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1591,89)" 1619 9132

ENSGALP00000037252 CID 472 - 484 polymerase (DNA) eta - CGNC Symbol 7850 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1591,89)" 1918 false 9133



ENSGALP00000021028 CID 543 - 555 radixin - CGNC Symbol 49356 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1591,96)" 1681 false 9134

ENSGALP00000030471 CID 71 - 84

Uncharacterized protein - 

UniProtKB/TrEMBL H3BT36 - CGNC Symbol 

13915 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1592,78)" 10203 true 1.71 9135

ENSGALP00000018258 CID 38 - 50 Enah/Vasp-like - CGNC Symbol 8513 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1592,82)" 13789 true 0.98 9136

ENSGALP00000029965 CID 139 - 151

translocase of outer mitochondrial 

membrane 22 homolog (yeast) - CGNC 

Symbol 13830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1592,83)" 5971 false 1.43 9137

ENSGALP00000037877 CID 483 - 495

elongation factor like GTPase 1 - CGNC 

Symbol 49990 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1592,83)" 5971 false 1.43 9138

ENSGALP00000013837 CID 99 - 113

heterogeneous nuclear ribonucleoprotein L-

like - CGNC Symbol 6450 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1592,85)" 4001 true 1.17 9139

ENSGALP00000000693 CID 178 - 189

succinate dehydrogenase complex subunit 

B iron sulfur (Ip) - CGNC Symbol 63429 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1592,86)" 15407 false 0.54 9140



ENSGALP00000001474 CID 137 - 150

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1592,86)" 15407 true 0.54 9141

ENSGALP00000011961 CID 63 - 76

phosphatidylethanolamine binding protein 

1 - CGNC Symbol 5589 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1592,89)" 902 9142

ENSGALP00000004013 CID 1,170 - 1,183 talin 1 - CGNC Symbol 1830 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1592,94)" 1022 true 1.53 9143

ENSGALP00000042962 CID 93 - 104

zinc finger protein 740 - CGNC Symbol 

63794 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1593,70)" 7688 9144

ENSGALP00000002278 CID 16 - 27

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1593,75)" 101578 true 1.36 9145

ENSGALP00000023352 CID 571 - 583

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1593,78)" 65128 false 0.14 9146

ENSGALP00000015409 CID 842 - 854 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1593,78)" 65128 9147



ENSGALP00000020445 CID 564 - 576

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1593,78)" 65128 false 0.14 9148

ENSGALP00000033974 CID 667 - 680

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1593,79)" 957 false 9149

ENSGALP00000013862 CID 1,016 - 1,027

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1593,79)" 37210 true 0.55 9150

ENSGALP00000019163 CID Feb-18 histone H1 - CGNC Symbol 53214 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1593,82)" 12366 true 1.17 9151

ENSGALP00000013240 CID 796 - 810

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1593,83)" 25315 9152

ENSGALP00000023635 CID 263 - 274 lamin B1 - CGNC Symbol 10893 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1593,83)" 3914 true 2.36 9153

ENSGALP00000001027 CID 192 - 205

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1593,85)" 21487 true 1.51 9154



ENSGALP00000002235 CID 28 - 41 stathmin 1 - CGNC Symbol 49630 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1593,96)" 8728 true 1.72 9155

ENSGALP00000023944 CID 763 - 777

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1594,01)" 1783 9156

ENSGALP00000000639 CID 191 - 202 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1594,80)" 9184 true 1.19 9157

ENSGALP00000038764 CID 397 - 410

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1594,82)" 35431 true 0.94 9158

ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1594,82)" 39455 true 0.44 9159

ENSGALP00000042867 CID 479 - 492

myocyte enhancer factor 2D - CGNC Symbol 

54130 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1594,82)" 5627 true 0.54 9160

ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1594,83)" 45633 true 5.33 9161



ENSGALP00000010718 CID 149 - 164

heat shock protein family A (Hsp70) 

member 14 - CGNC Symbol 5014 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1594,84)" 6330 9162

ENSGALP00000000170 CID 45 - 57

receptor for activated C kinase 1 - CGNC 

Symbol 61 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1594,85)" 28561 9163

ENSGALP00000022839 CID 186 - 198

ADP-ribosylation factor GTPase activating 

protein 3 - CGNC Symbol 50708 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1594,92)" 4616 false 9164

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding cassette sub-

family B (MDR/TAP) - CGNC Symbol 53176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1594,94)" 30804 true 2.23 9165

ENSGALP00000017954 CID 96 - 109

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1595,03)" 2350 false 9166

ENSGALP00000016260 CID Jan-13

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1595,80)" 759 true 0.9 9167

ENSGALP00000005090 CID 841 - 854

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1595,81)" 13028 true 0.85 9168



ENSGALP00000039157 CID 583 - 597 ATP citrate lyase - CGNC Symbol 2533 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1595,94)" 4742 true 1.11 9169

ENSGALP00000006414 CID 96 - 108

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1596,75)" 7653 true 0.81 9170

ENSGALP00000019832 CID May-18

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1596,77)" 4734 true 1.13 9171

ENSGALP00000027373 CID 253 - 266

GPALPP motifs containing 1 - CGNC Symbol 

12739 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1596,78)" 44701 true 0.81 9172

ENSGALP00000020737 CID 250 - 264 nucleoporin 153kDa - CGNC Symbol 9650 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1596,78)" 4449 false 0.39 9173

ENSGALP00000038778 CID 63 - 76 actin-like 6A - CGNC Symbol 6893 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1596,81)" 28062 true 1.22 9174

ENSGALP00000008824 CID 325 - 336

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1596,82)" 31818 true 1.13 9175



ENSGALP00000018258 CID 38 - 50 Enah/Vasp-like - CGNC Symbol 8513 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1596,84)" 10722 9176

ENSGALP00000030471 CID 71 - 84

Uncharacterized protein - 

UniProtKB/TrEMBL H3BT36 - CGNC Symbol 

13915 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1596,84)" 16108 9177

ENSGALP00000023395 CID 179 - 191

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1596,84)" 66937 9178

ENSGALP00000029965 CID 139 - 151

translocase of outer mitochondrial 

membrane 22 homolog (yeast) - CGNC 

Symbol 13830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1596,85)" 8531 9179

ENSGALP00000008465 CID Feb-16

ribosomal RNA processing 1 homolog B (S. 

cerevisiae) - CGNC Symbol 52392 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1596,85)" 21204 true 0.64 9180

ENSGALP00000040654 CID 27 - 39 thymosin beta 4 Y-linked - HGNC:11882 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1596,87)" 69223 true 1.84 9181

ENSGALP00000016175 CID 166 - 178

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1596,98)" 941 false 9182



ENSGALP00000002278 CID 16 - 27

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1597,77)" 139585 9183

ENSGALP00000019468 CID 552 - 566 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1597,77)" 14150 true 1.56 9184

ENSGALP00000039157 CID 826 - 838 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1597,77)" 20827 true 0.94 9185

ENSGALP00000036304 CID 292 - 305

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1597,83)" 1211 9186

ENSGALP00000019163 CID Feb-18 histone H1 - CGNC Symbol 53214 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1597,85)" 15663 true 1.17 9187

ENSGALP00000001027 CID 192 - 205

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1597,87)" 37115 9188

ENSGALP00000015986 CID 896 - 910

integrator complex subunit 7 - CGNC 

Symbol 7478 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1597,89)" 14369 9189



ENSGALP00000023165 CID 101 - 112

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1597,91)" 11770 true 0.84 9190

ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear ribonucleoprotein 

A/B - CGNC Symbol 49727 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1598,77)" 74607 true 0.88 9191

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1598,77)" 1252 9192

ENSGALP00000025803 CID 1,277 - 1,288

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1598,79)" 4465 true 0.9 9193

ENSGALP00000010935 CID 541 - 555

Cbl proto-oncogene E3 ubiquitin protein 

ligase - CGNC Symbol 49015 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1598,82)" 1328 true 4.16 9194

ENSGALP00000020147 CID 590 - 601

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1598,82)" 7839 true 0.86 9195

ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1598,84)" 17369 9196



ENSGALP00000038764 CID 397 - 410

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1598,84)" 30438 9197

ENSGALP00000042867 CID 479 - 492

myocyte enhancer factor 2D - CGNC Symbol 

54130 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1598,84)" 4987 9198

ENSGALP00000023352 CID 726 - 738

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1598,91)" 77284 true 1.81 9199

ENSGALP00000020445 CID 719 - 731

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1598,91)" 77284 true 1.81 9200

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding cassette sub-

family B (MDR/TAP) - CGNC Symbol 53176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1598,96)" 86134 9201

ENSGALP00000005090 CID 841 - 854

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1599,83)" 9239 9202

ENSGALP00000027534 CID 464 - 477

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1599,88)" 2109 true 0.82 9203



ENSGALP00000016536 CID 375 - 388

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1599,88)" 2109 true 0.82 9204

ENSGALP00000011770 CID 440 - 453

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1599,88)" 2109 true 0.82 9205

ENSGALP00000020445 CID 374 - 387

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1599,89)" 6798 true 4.11 9206

ENSGALP00000017248 CID 735 - 749 protein kinase D3 - CGNC Symbol 8057 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1599,91)" 7725 true 0.8 9207

ENSGALP00000039157 CID 583 - 597 ATP citrate lyase - CGNC Symbol 2533 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1599,96)" 5264 9208

ENSGALP00000026509 CID 531 - 543

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1600,72)" 13211 true 1.75 9209

ENSGALP00000042317 CID 87 - 100

regulator of chromosome condensation 1 - 

HGNC:1913 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1600,75)" 4086 true 1.62 9210



ENSGALP00000006414 CID 96 - 108

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1600,79)" 4177 9211

ENSGALP00000020737 CID 250 - 264 nucleoporin 153kDa - CGNC Symbol 9650 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1600,82)" 3970 9212

ENSGALP00000038778 CID 63 - 76 actin-like 6A - CGNC Symbol 6893 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1600,84)" 34119 9213

ENSGALP00000008465 CID Feb-16

ribosomal RNA processing 1 homolog B (S. 

cerevisiae) - CGNC Symbol 52392 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1600,87)" 18823 9214

ENSGALP00000016523 CID 42 - 55

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1600,88)" 1215 true 0.37 9215

ENSGALP00000020744 CID 102 - 115

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1600,88)" 1215 true 0.37 9216

ENSGALP00000001474 CID 137 - 150

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1600,92)" 7377 true 0.54 9217



ENSGALP00000007490 CID 181 - 193 moesin - HGNC:7373 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1600,93)" 1578 false 9218

ENSGALP00000019468 CID 552 - 566 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1601,80)" 22087 9219

ENSGALP00000013862 CID 1,016 - 1,027

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1601,81)" 12669 true 0.55 9220

ENSGALP00000015333 CID 239 - 251

TIA1 cytotoxic granule-associated RNA 

binding protein - CGNC Symbol 56693 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1601,85)" 11690 9221

ENSGALP00000023635 CID 263 - 274 lamin B1 - CGNC Symbol 10893 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1601,88)" 13821 true 2.36 9222

ENSGALP00000002508 CID 474 - 486

Gallus gallus SIN3 transcription regulator 

family member A (SIN3A) mRNA. - RefSeq 

mRNA NM_001293184 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1601,88)" 3913 9223

ENSGALP00000012383 CID 286 - 300

ribonucleic acid export 1 - CGNC Symbol 

5777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1601,92)" 1193 true 0.61 9224



ENSGALP00000005013 CID 64 - 76

core-binding factor beta subunit - CGNC 

Symbol 2299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1602,69)" 1383 9225

ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear ribonucleoprotein 

A/B - CGNC Symbol 49727 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1602,79)" 67387 9226

ENSGALP00000010935 CID 541 - 555

Cbl proto-oncogene E3 ubiquitin protein 

ligase - CGNC Symbol 49015 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1602,81)" 13825 9227

ENSGALP00000025803 CID 1,277 - 1,288

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1602,85)" 3932 9228

ENSGALP00000000639 CID 191 - 202 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1602,86)" 13348 true 1.19 9229

ENSGALP00000039734 CID 39 - 52

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1602,89)" 3991 true 0.83 9230

ENSGALP00000020147 CID 315 - 327

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1603,81)" 9339 false 0.57 9231



ENSGALP00000042163 CID 278 - 290 seryl-tRNA synthetase - CGNC Symbol 332 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1603,82)" 1565 false 9232

ENSGALP00000018309 CID 460 - 471 raftlin lipid raft linker 1 - CGNC Symbol 8540 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1603,85)" 6088 false 9233

ENSGALP00000011103 CID 314 - 326 insulin degrading enzyme - HGNC:5381 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1603,90)" 20141 true 0.64 9234

ENSGALP00000020445 CID 374 - 387

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1603,91)" 41488 9235

ENSGALP00000017248 CID 735 - 749 protein kinase D3 - CGNC Symbol 8057 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1603,94)" 6186 9236

ENSGALP00000026509 CID 531 - 543

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1604,74)" 23160 9237

ENSGALP00000009642 CID 190 - 203

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1604,76)" 1104 true 1.09 9238



ENSGALP00000042317 CID 87 - 100

regulator of chromosome condensation 1 - 

HGNC:1913 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1604,77)" 3692 9239

ENSGALP00000027512 CID 114 - 127

replication factor C subunit 3 - CGNC 

Symbol 12816 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1604,86)" 40314 true 1.09 9240

ENSGALP00000023115 CID Aug-22

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1604,91)" 6354 false 9241

ENSGALP00000027541 CID 113 - 127

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1604,93)" 70095 true 1.31 9242

ENSGALP00000003152 CID 235 - 248

adenosylhomocysteinase - CGNC Symbol 

1443 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1605,80)" 3556 false 9243

ENSGALP00000020349 CID 217 - 231

pre-mRNA processing factor 39 - 

HGNC:20314 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1605,82)" 6983 true 0.99 9244

ENSGALP00000039157 CID 826 - 838 ATP citrate lyase - CGNC Symbol 2533 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1605,82)" 17877 true 0.94 9245



ENSGALP00000003646 CID 62 - 74

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1605,83)" 8223 true 0.83 9246

ENSGALP00000012408 CID 1,469 - 1,482

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1605,87)" 11703 true 0.56 9247

ENSGALP00000006414 CID Feb-14

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1606,71)" 6502 9248

ENSGALP00000018469 CID 43 - 56

cystathionine gamma-lyase - CGNC Symbol 

8612 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1606,72)" 4336 true 1.37 9249

ENSGALP00000016361 CID 95 - 107

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1606,74)" 76787 true 0.87 9250

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1606,79)" 5801 true 1.04 9251

ENSGALP00000043135 CID 14,207 - 14,219 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1606,93)" 6430 9252



ENSGALP00000002091 CID 292 - 304

TRAF3 interacting protein 3 - CGNC Symbol 

940 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1606,93)" 6430 false 9253

ENSGALP00000020445 CID 719 - 731

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1606,97)" 65460 true 0.79 9254

ENSGALP00000023352 CID 726 - 738

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1606,97)" 65460 true 0.79 9255

ENSGALP00000003717 CID 501 - 515

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1606,98)" 7336 true 0.65 9256

ENSGALP00000014097 CID 69 - 80

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1607,83)" 441792 9257

ENSGALP00000009642 CID 190 - 203

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1608,80)" 1870 9258

ENSGALP00000026633 CID 680 - 693

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1608,83)" 3228 true 1.1 9259



ENSGALP00000018737 CID 520 - 532 nucleoporin 54kDa - CGNC Symbol 8743 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1608,83)" 2822 true 2.1 9260

ENSGALP00000005302 CID 167 - 180

RAB5C member RAS oncogene family - 

CGNC Symbol 2444 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1608,84)" 2382 true 2.21 9261

ENSGALP00000017856 CID 144 - 157

transformer 2 alpha homolog (Drosophila) - 

CGNC Symbol 51305 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1608,85)" 29584 true 0.85 9262

ENSGALP00000009605 CID 40 - 53

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1608,85)" 29584 9263

ENSGALP00000001474 CID 137 - 150

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1608,87)" 1549 true 1.1 9264

ENSGALP00000032358 CID 431 - 443

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1608,89)" 2877 9265

ENSGALP00000040654 CID 27 - 39 thymosin beta 4 Y-linked - HGNC:11882 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1608,95)" 127666 true 1.84 9266



ENSGALP00000013862 CID 1,016 - 1,027

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1609,76)" 6984 true 0.54 9267

ENSGALP00000018708 CID 629 - 642

CCR4-NOT transcription complex subunit 10 

- CGNC Symbol 8735 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1609,77)" 2663 true 0.9 9268

ENSGALP00000004437 CID 139 - 153

ribosomal protein S10 - CGNC Symbol 

51122 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1609,83)" 68508 true 0.84 9269

ENSGALP00000007389 CID 220 - 233 F-box protein 6 - CGNC Symbol 51014 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1609,83)" 76792 9270

ENSGALP00000020349 CID 217 - 231

pre-mRNA processing factor 39 - 

HGNC:20314 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1609,84)" 6900 9271

ENSGALP00000012408 CID 1,469 - 1,482

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1609,89)" 3185 9272

ENSGALP00000012472 CID 273 - 286 nucleolin - CGNC Symbol 5823 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1609,93)" 6812 true 1.07 9273



ENSGALP00000012383 CID 286 - 300

ribonucleic acid export 1 - CGNC Symbol 

5777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1609,95)" 3120 true 0.86 9274

ENSGALP00000008498 CID 531 - 543 transketolase - CGNC Symbol 3953 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1610,05)" 3167 true 0.83 9275

ENSGALP00000018469 CID 43 - 56

cystathionine gamma-lyase - CGNC Symbol 

8612 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1610,76)" 5950 9276

ENSGALP00000016361 CID 95 - 107

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1610,76)" 67071 9277

ENSGALP00000011718 CID 297 - 311

small nuclear ribonucleoprotein 

polypeptides B and B1 - CGNC Symbol 

49251 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1610,81)" 6062 false 9278

ENSGALP00000035502 CID 71 - 84

WD repeat domain 82 - CGNC Symbol 

50122 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1610,82)" 844 true 1.35 9279

ENSGALP00000017080 CID 179 - 193

SNW domain containing 1 - CGNC Symbol 

7983 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1610,82)" 409 true 1.35 9280



ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1610,83)" 2213 false 9281

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 reductase 3 

(CYB5R3) mRNA. - RefSeq mRNA 

NM_001291805 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1610,86)" 6151 9282

ENSGALP00000024116 CID 854 - 866

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1610,86)" 6151 false 9283

ENSGALP00000027953 CID 188 - 201 ribosomal protein S3 - CGNC Symbol 13020 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1610,88)" 1088 false 9284

ENSGALP00000013240 CID 474 - 485

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1610,88)" 39109 true 1.04 9285

ENSGALP00000039734 CID 39 - 52

Protein LOC105369241 - UniProtKB/TrEMBL 

A0A0B4J2C8 - CGNC Symbol 51059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1610,95)" 1418 true 0.83 9286

ENSGALP00000003717 CID 501 - 515

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1610,99)" 38175 9287



ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1611,74)" 63579 true 0.78 9288

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1611,78)" 175632 true 1.28 9289

ENSGALP00000027964 CID 15 - 29 integrin-linked kinase - CGNC Symbol 13025 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1611,80)" 2731 false 9290

ENSGALP00000025680 CID 17 - 30 KIAA1429 - CGNC Symbol 11918 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1611,82)" 10824 true 1.28 9291

ENSGALP00000005505 CID 154 - 167

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1611,86)" 4270 true 1.56 9292

ENSGALP00000011103 CID 314 - 326 insulin degrading enzyme - HGNC:5381 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1611,93)" 7999 true 0.64 9293

ENSGALP00000000613 CID 26 - 41 nucleoporin 160kDa - CGNC Symbol 54143 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1612,83)" 2416 false 9294



ENSGALP00000005453 CID 405 - 418

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1612,83)" 2572 true 0.67 9295

ENSGALP00000017856 CID 144 - 157

transformer 2 alpha homolog (Drosophila) - 

CGNC Symbol 51305 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1612,86)" 25629 9296

ENSGALP00000043256 CID Feb-14

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1612,87)" 10222 true 1.54 9297

ENSGALP00000014656 CID 165 - 178

transmembrane protein 87A - CGNC Symbol 

6854 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1612,87)" 10222 false 1.54 9298

ENSGALP00000024624 CID 291 - 303

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1612,89)" 21088 true 1.26 9299

ENSGALP00000037906 CID Jun-18

ribosomal protein L35 - CGNC Symbol 

49055 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1612,92)" 2102 true 1.09 9300

ENSGALP00000018987 CID 249 - 262 t-complex 1 - CGNC Symbol 8842 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1612,95)" 4603 false 9301



ENSGALP00000002349 CID 179 - 193

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1612,96)" 22284 true 1.2 9302

ENSGALP00000002349 CID 134 - 146

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1613,73)" 15709 true 1.29 9303

ENSGALP00000024537 CID 222 - 234

ATPase Na+/K+ transporting subunit beta 1 - 

CGNC Symbol 11333 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1613,80)" 4181 true 1.39 9304

ENSGALP00000007287 CID 129 - 142 ribosomal protein S14 - CGNC Symbol 3393 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1613,81)" 1530 true 1.04 9305

ENSGALP00000013574 CID 146 - 159

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1613,88)" 6147 true 1.16 9306

ENSGALP00000003646 CID 62 - 74

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1613,88)" 4701 true 0.83 9307

ENSGALP00000004508 CID 176 - 189

endoplasmic reticulum-golgi intermediate 

compartment 1 - CGNC Symbol 2067 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1613,90)" 11814 true 0.63 9308



ENSGALP00000017163 CID 448 - 461

eukaryotic translation initiation factor 2 

alpha kinase 2 - CGNC Symbol 8018 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1614,73)" 7080 true 1.32 9309

ENSGALP00000039948 CID 145 - 159 MARCKS-like 1 - CGNC Symbol 14646 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1614,74)" 5266 true 0.53 9310

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1614,76)" 1077 9311

ENSGALP00000026487 CID 223 - 237

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1614,85)" 27956 true 0.32 9312

ENSGALP00000001231 CID 549 - 562 lysine demethylase 1A - CGNC Symbol 547 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1614,90)" 22854 true 1.18 9313

ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1615,76)" 49704 9314

ENSGALP00000038979 CID 614 - 627

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1615,78)" 17365 true 1.99 9315



ENSGALP00000006284 CID Jul-21

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1615,81)" 225074 9316

ENSGALP00000014097 CID 69 - 80

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1615,81)" 469436 true 2.1 9317

ENSGALP00000025680 CID 17 - 30 KIAA1429 - CGNC Symbol 11918 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1615,83)" 13067 9318

ENSGALP00000005505 CID 154 - 167

RAB8B member RAS oncogene family - 

CGNC Symbol 2544 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1615,87)" 9960 9319

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1615,90)" 11641 true 2.28 9320

ENSGALP00000039924 CID 529 - 542

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1615,92)" 3772 true 0.69 9321

ENSGALP00000002352 CID 218 - 232

RNA binding motif protein 39 - CGNC 

Symbol 1071 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1616,01)" 1497 false 9322



ENSGALP00000026633 CID 680 - 693

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1616,88)" 3538 true 1.1 9323

ENSGALP00000002409 CID 236 - 248

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1616,89)" 57649 true 1.07 9324

ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1616,90)" 17084 true 0.88 9325

ENSGALP00000016196 CID 237 - 250

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1616,90)" 17084 false 9326

ENSGALP00000005302 CID 167 - 180

RAB5C member RAS oncogene family - 

CGNC Symbol 2444 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1616,90)" 12408 true 2.21 9327

ENSGALP00000039270 CID 616 - 628

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1616,91)" 3699 false 9328

ENSGALP00000027541 CID 113 - 127

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1617,01)" 94950 true 1.31 9329



ENSGALP00000025396 CID 47 - 61

ubiquitin conjugating enzyme E2 J1 - CGNC 

Symbol 11765 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1617,73)" 1158 false 9330

ENSGALP00000023274 CID 1,026 - 1,039

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1617,80)" 10091 true 0.67 9331

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1617,83)" 3803 9332

ENSGALP00000009481 CID 158 - 171

RAB7A member RAS oncogene family - 

CGNC Symbol 4408 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1617,84)" 1328 true 1.22 9333

ENSGALP00000007287 CID 129 - 142 ribosomal protein S14 - CGNC Symbol 3393 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1617,85)" 1597 9334

ENSGALP00000004437 CID 139 - 153

ribosomal protein S10 - CGNC Symbol 

51122 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1617,88)" 66020 true 0.84 9335

ENSGALP00000016363 CID 133 - 147

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1617,94)" 4332 9336



ENSGALP00000017163 CID 448 - 461

eukaryotic translation initiation factor 2 

alpha kinase 2 - CGNC Symbol 8018 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1618,76)" 9369 9337

ENSGALP00000039948 CID 145 - 159 MARCKS-like 1 - CGNC Symbol 14646 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1618,76)" 2241 9338

ENSGALP00000035502 CID 71 - 84

WD repeat domain 82 - CGNC Symbol 

50122 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1618,87)" 1139 true 1.35 9339

ENSGALP00000026487 CID 223 - 237

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1618,89)" 6775 9340

ENSGALP00000001474 CID 122 - 136

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1618,93)" 3917 true 0.3 9341

ENSGALP00000015277 CID 179 - 193

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1618,94)" 2832 true 1.64 9342

ENSGALP00000016196 CID 389 - 402

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1618,95)" 2695 false 9343



ENSGALP00000019120 CID 587 - 598

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1619,78)" 8822 true 0.94 9344

ENSGALP00000038979 CID 614 - 627

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1619,79)" 40234 9345

ENSGALP00000014097 CID 69 - 80

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1619,82)" 2781 true 3.6 9346

ENSGALP00000004417 CID 120 - 136

phosphogluconate dehydrogenase - CGNC 

Symbol 2017 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1619,82)" 692 true 1.37 9347

ENSGALP00000016915 CID 13 - 25 selenoprotein T - CGNC Symbol 52323 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1619,83)" 1146 true 1.37 9348

ENSGALP00000001909 CID 1,619 - 1,631

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1619,85)" 1897 9349

ENSGALP00000018335 CID 745 - 758

TBC1 domain family member 5 - CGNC 

Symbol 8548 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1619,97)" 2818 false 9350



ENSGALP00000012750 CID 373 - 385

B-cell CLL/lymphoma 11A (zinc finger 

protein) - CGNC Symbol 51435 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1620,69)" 820 false 9351

ENSGALP00000003954 CID 488 - 499

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1620,82)" 16431 9352

ENSGALP00000037266 CID 70 - 84

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1620,84)" 21248 true 9.23 9353

ENSGALP00000019163 CID 66 - 80 histone H1 - CGNC Symbol 53214 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1620,84)" 21248 true 9.23 9354

ENSGALP00000006093 CID 114 - 127 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1620,84)" 21248 9355

ENSGALP00000000885 CID 258 - 273

microtubule-associated protein tau - CGNC 

Symbol 389 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1620,86)" 6022 true 0.77 9356

ENSGALP00000042659 CID 435 - 448

B-cell lymphoma/leukemia 11B-like - CGNC 

Symbol 63941 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1620,86)" 232247 9357



ENSGALP00000010363 CID 62 - 74

ubiquitin conjugating enzyme E2 I - CGNC 

Symbol 4844 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1620,91)" 1707 false 9358

ENSGALP00000002409 CID 236 - 248

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1620,91)" 59818 9359

ENSGALP00000023059 CID 385 - 398

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1620,93)" 2099 9360

ENSGALP00000043256 CID Feb-14

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1620,93)" 15758 true 1.54 9361

ENSGALP00000024624 CID 291 - 303

translocase of outer mitochondrial 

membrane 70 - CGNC Symbol 11379 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1620,94)" 26505 true 1.26 9362

ENSGALP00000037906 CID Jun-18

ribosomal protein L35 - CGNC Symbol 

49055 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1620,97)" 2295 true 1.09 9363

ENSGALP00000012641 CID 1,610 - 1,622 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1620,97)" 2295 false 9364



ENSGALP00000013500 CID 116 - 129

family with sequence similarity 185 

member A - CGNC Symbol 50577 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1620,97)" 2295 9365

ENSGALP00000002349 CID 179 - 193

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1621,01)" 27462 true 1.2 9366

ENSGALP00000012472 CID 606 - 620 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1621,72)" 1987 true 1.29 9367

ENSGALP00000002349 CID 134 - 146

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1621,79)" 22805 true 1.29 9368

ENSGALP00000015979 CID Oct-23

peptidylprolyl isomerase G (cyclophilin G) - 

CGNC Symbol 7474 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1621,82)" 28784 true 1.14 9369

ENSGALP00000023274 CID 1,026 - 1,039

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1621,84)" 2349 9370

ENSGALP00000024537 CID 222 - 234

ATPase Na+/K+ transporting subunit beta 1 - 

CGNC Symbol 11333 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1621,85)" 5828 true 1.39 9371



ENSGALP00000034083 CID 241 - 254 sorting nexin 1 - CGNC Symbol 1560 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1621,86)" 3406 true 1.11 9372

ENSGALP00000002620 CID 1,205 - 1,220

mediator complex subunit 1 - CGNC Symbol 

51147 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1621,86)" 6878 false 9373

ENSGALP00000027391 CID 453 - 465

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1621,86)" 6878 true 0.95 9374

ENSGALP00000011770 CID 704 - 716

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1621,87)" 3717 true 1.2 9375

ENSGALP00000012007 CID 262 - 275 archain 1 - CGNC Symbol 5606 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1621,90)" 2262 false 9376

ENSGALP00000009528 CID 172 - 184

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1621,90)" 12774 false 9377

ENSGALP00000009481 CID 158 - 171

RAB7A member RAS oncogene family - 

CGNC Symbol 4408 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1621,90)" 12774 9378



ENSGALP00000013574 CID 146 - 159

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1621,92)" 7136 true 1.16 9379

ENSGALP00000004508 CID 176 - 189

endoplasmic reticulum-golgi intermediate 

compartment 1 - CGNC Symbol 2067 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1621,95)" 4111 true 0.63 9380

ENSGALP00000031473 CID 240 - 252

pericentriolar material 1 - CGNC Symbol 

10199 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1621,95)" 4111 9381

ENSGALP00000012472 CID 273 - 286 nucleolin - CGNC Symbol 5823 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1622,00)" 6567 true 1.07 9382

ENSGALP00000006762 CID 163 - 175 bleomycin hydrolase - CGNC Symbol 3131 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1622,81)" 36268 true 0.84 9383

ENSGALP00000006762 CID 164 - 176 bleomycin hydrolase - CGNC Symbol 3131 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1622,82)" 25593 true 1.74 9384

ENSGALP00000018120 CID 162 - 175

proteasome 26S subunit non-ATPase 14 - 

CGNC Symbol 8450 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1622,86)" 5441 true 1.74 9385



ENSGALP00000001231 CID 549 - 562 lysine demethylase 1A - CGNC Symbol 547 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1622,95)" 29762 true 1.18 9386

ENSGALP00000004417 CID 120 - 136

phosphogluconate dehydrogenase - CGNC 

Symbol 2017 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1623,85)" 2664 9387

ENSGALP00000021957 CID 2,850 - 2,863

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1623,85)" 2664 9388

ENSGALP00000018498 CID 60 - 73

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1623,85)" 4521 true 0.68 9389

ENSGALP00000014097 CID 69 - 80

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1623,86)" 1037555 true 2.1 9390

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum toxin substrate 2 

(rho family small GTP binding protein Rac2) - 

CGNC Symbol 9462 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1623,95)" 28468 true 2.26 9391

ENSGALP00000016260 CID 78 - 90

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1624,75)" 5550 true 1.31 9392



ENSGALP00000025280 CID 73 - 84 thioredoxin - CGNC Symbol 49804 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1624,79)" 2612 false 9393

ENSGALP00000012615 CID 701 - 713

ATP binding cassette subfamily B member 7 

- CGNC Symbol 5888 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1624,83)" 6366 false 9394

ENSGALP00000024253 CID 254 - 267 cell division cycle 40 - CGNC Symbol 11202 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1624,90)" 6868 true 1.05 9395

ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1624,95)" 14990 true 0.88 9396

ENSGALP00000002625 CID 381 - 394

Gallus gallus ATPase H+ transporting 

lysosomal 56/58kDa V1 subunit B2 

(ATP6V1B2) mRNA. - RefSeq mRNA 

NM_001293241 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1624,96)" 5101 true 0.8 9397

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 

UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 

11954 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1624,99)" 71723 true 1.04 9398

ENSGALP00000005643 CID 51 - 65

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1625,79)" 878 9399



ENSGALP00000015979 CID Oct-23

peptidylprolyl isomerase G (cyclophilin G) - 

CGNC Symbol 7474 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1625,85)" 38269 9400

ENSGALP00000034083 CID 241 - 254 sorting nexin 1 - CGNC Symbol 1560 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1625,88)" 3776 9401

ENSGALP00000001803 CID 493 - 505

debranching RNA lariats 1 - CGNC Symbol 

809 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1625,91)" 2456 false 9402

ENSGALP00000020666 CID 312 - 324 DEK proto-oncogene - CGNC Symbol 9623 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1625,96)" 9341 true 0.63 9403

ENSGALP00000006578 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1626,76)" 8126 true 0.95 9404

ENSGALP00000024509 CID 197 - 211

spleen tyrosine kinase - CGNC Symbol 

53036 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1626,78)" 17636 9405

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1626,79)" 579480 true 1.21 9406



ENSGALP00000003455 CID 27 - 40

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1626,79)" 2181 9407

ENSGALP00000006762 CID 164 - 176 bleomycin hydrolase - CGNC Symbol 3131 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1626,84)" 1265 9408

ENSGALP00000038037 CID 63 - 76

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1626,85)" 6809 true 0.95 9409

ENSGALP00000015623 CID 1,492 - 1,504

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1626,87)" 2713 true 1.21 9410

ENSGALP00000018120 CID 162 - 175

proteasome 26S subunit non-ATPase 14 - 

CGNC Symbol 8450 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1626,89)" 10374 9411

ENSGALP00000015277 CID 179 - 193

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1626,99)" 6905 true 1.64 9412

ENSGALP00000010844 CID 125 - 137

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1627,76)" 11605 true 1.19 9413



ENSGALP00000001909 CID 753 - 766

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1627,85)" 2116 9414

ENSGALP00000039454 CID 41 - 54 beta-2-microglobulin - CGNC Symbol 1542 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1627,85)" 13563 true 1.41 9415

ENSGALP00000042659 CID 245 - 257

B-cell lymphoma/leukemia 11B-like - CGNC 

Symbol 63941 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1628,75)" 1316 false 9416

ENSGALP00000016260 CID 78 - 90

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1628,78)" 7281 9417

ENSGALP00000020445 CID 1,025 - 1,037

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1628,80)" 14592 9418

ENSGALP00000022023 CID 724 - 737 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1628,81)" 2069 true 0.87 9419

ENSGALP00000003954 CID 488 - 499

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1628,82)" 35478 true 1.76 9420



ENSGALP00000027953 CID 77 - 90 ribosomal protein S3 - CGNC Symbol 13020 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1628,82)" 1123 true 0.86 9421

ENSGALP00000037266 CID 70 - 84

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1628,89)" 129210 true 9.23 9422

ENSGALP00000012408 CID 774 - 788

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1628,89)" 129210 false 9423

ENSGALP00000019163 CID 66 - 80 histone H1 - CGNC Symbol 53214 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1628,89)" 129210 true 9.23 9424

ENSGALP00000036056 CID 773 - 785

Rho-associated coiled-coil containing 

protein kinase 1 - CGNC Symbol 11078 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1628,91)" 2921 false 9425

ENSGALP00000024253 CID 254 - 267 cell division cycle 40 - CGNC Symbol 11202 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1628,92)" 8597 9426

ENSGALP00000002625 CID 381 - 394

Gallus gallus ATPase H+ transporting 

lysosomal 56/58kDa V1 subunit B2 

(ATP6V1B2) mRNA. - RefSeq mRNA 

NM_001293241 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1628,97)" 18608 9427



ENSGALP00000011241 CID 321 - 334

3-hydroxybutyrate dehydrogenase type 1 - 

CGNC Symbol 5244 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1629,80)" 5042 true 1.71 9428

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1629,84)" 143471 true 0.88 9429

ENSGALP00000000509 CID 652 - 664

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1629,84)" 8873 false 9430

ENSGALP00000039504 CID 302 - 315

v-rel avian reticuloendotheliosis viral 

oncogene homolog - CGNC Symbol 5934 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1629,86)" 4677 true 0.56 9431

ENSGALP00000013964 CID 63 - 77

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1629,87)" 5272 true 1 9432

ENSGALP00000004251 CID 193 - 205

transcription factor A mitochondrial - CGNC 

Symbol 1948 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1629,89)" 4360 true 1.21 9433

ENSGALP00000014746 CID 90 - 101

heat shock 10kDa protein 1 - CGNC Symbol 

49569 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1629,89)" 630 false 9434



ENSGALP00000012007 CID 262 - 275 archain 1 - CGNC Symbol 5606 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1629,95)" 2524 false 9435

ENSGALP00000006578 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein beta - 

CGNC Symbol 50939 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1630,78)" 7758 9436

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1630,80)" 136988 9437

ENSGALP00000001460 CID 133 - 146

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1630,83)" 44835 true 1.54 9438

ENSGALP00000005576 CID 426 - 439

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1630,85)" 21219 true 0.82 9439

ENSGALP00000006762 CID 163 - 175 bleomycin hydrolase - CGNC Symbol 3131 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1630,87)" 25924 true 0.84 9440

ENSGALP00000038037 CID 63 - 76

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1630,88)" 4584 9441



ENSGALP00000015623 CID 1,479 - 1,491

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1630,89)" 2698 false 9442

ENSGALP00000015623 CID 1,492 - 1,504

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1630,89)" 3074 9443

ENSGALP00000019031 CID 253 - 264 albumin - CGNC Symbol 14106 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1630,90)" 15132 false 9444

ENSGALP00000001474 CID 122 - 136

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1631,01)" 1202 true 0.28 9445

ENSGALP00000010844 CID 125 - 137

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1631,80)" 17175 9446

ENSGALP00000014097 CID 69 - 80

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1631,81)" 28272 true 1.57 9447

ENSGALP00000023288 CID 177 - 190

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1631,81)" 28272 9448



ENSGALP00000016447 CID 111 - 123 ribosomal protein S8 - CGNC Symbol 52222 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1631,84)" 36070 true 1.22 9449

ENSGALP00000019120 CID 587 - 598

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1631,85)" 14985 true 0.94 9450

ENSGALP00000035996 CID 77 - 91

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1631,90)" 22139 false 9451

ENSGALP00000027391 CID 270 - 282

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1632,77)" 2614 true 1.44 9452

ENSGALP00000007511 CID 168 - 180

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1632,78)" 744 false 9453

ENSGALP00000021927 CID 474 - 486

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1632,79)" 4570 false 1.86* 9454

ENSGALP00000001315 CID 44 - 58

nudC nuclear distribution protein - CGNC 

Symbol 591 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1632,81)" 8371 false 9455



ENSGALP00000030436 CID 159 - 172 nucleolar protein 7 - CGNC Symbol 9631 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1632,81)" 2840 true 1.29 9456

ENSGALP00000022023 CID 724 - 737 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1632,82)" 934 9457

ENSGALP00000005302 CID 167 - 180

RAB5C member RAS oncogene family - 

CGNC Symbol 2444 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1632,88)" 11301 false 9458

ENSGALP00000003342 CID 345 - 359

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1633,02)" 4391 false 9459

ENSGALP00000013190 CID 345 - 359

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1633,02)" 4391 false 9460

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 

UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 

11954 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1633,04)" 75821 true 1.04 9461

ENSGALP00000041756 CID 133 - 145

Parkinsonism associated deglycase - 

HGNC:16369 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1633,66)" 84036 true 1.75 9462



ENSGALP00000022479 CID 354 - 367

RNA (guanine-7-) methyltransferase - CGNC 

Symbol 10392 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1633,79)" 817 9463

ENSGALP00000011241 CID 321 - 334

3-hydroxybutyrate dehydrogenase type 1 - 

CGNC Symbol 5244 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1633,84)" 29738 9464

ENSGALP00000020445 CID 1,023 - 1,035

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1633,85)" 26367 9465

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1633,85)" 125566 9466

ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-ketoglutarate) 

dehydrogenase (lipoamide) - CGNC Symbol 

52787 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1633,88)" 17648 true 1.12 9467

ENSGALP00000013964 CID 63 - 77

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1633,89)" 5255 9468

ENSGALP00000038037 CID 874 - 888

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1633,89)" 6656 true 0.46 9469



ENSGALP00000023352 CID 571 - 583

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1633,91)" 9025 false 9470

ENSGALP00000020445 CID 564 - 576

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1633,91)" 9025 false 9471

ENSGALP00000006326 CID 24 - 37

twinfilin actin-binding protein homolog 2 

(Drosophila) - CGNC Symbol 50121 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1633,91)" 1673 true 1.28 9472

ENSGALP00000027391 CID 453 - 465

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1633,94)" 6505 true 0.95 9473

ENSGALP00000042317 CID 161 - 175

regulator of chromosome condensation 1 - 

HGNC:1913 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1633,99)" 25531 true 1.52 9474

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1634,73)" 31740 true 0.93 9475

ENSGALP00000010888 CID 29 - 42

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein eta - 

CGNC Symbol 50393 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1634,79)" 3043 9476



ENSGALP00000035593 CID 84 - 96 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1634,79)" 12659 true 0.75 9477

ENSGALP00000006523 CID 1,105 - 1,118

cell division cycle and apoptosis regulator 1 - 

CGNC Symbol 52027 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1634,84)" 3536 true 5.57 9478

ENSGALP00000003089 CID 530 - 543

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1634,84)" 2650 false 9479

ENSGALP00000024734 CID 61 - 74 CD47 molecule - CGNC Symbol 11437 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1634,85)" 5917 true 0.6 9480

ENSGALP00000015846 CID 50 - 63

asparagine synthetase (glutamine-

hydrolyzing) - CGNC Symbol 7411 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1634,93)" 7495 9481

ENSGALP00000023635 CID 342 - 355 lamin B1 - CGNC Symbol 10893 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1635,72)" 22227 true 0.83 9482

ENSGALP00000005565 CID Feb-15

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1635,74)" 10916 true 0.93 9483



ENSGALP00000015665 CID 84 - 96 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1635,83)" 4984 true 2.16 9484

ENSGALP00000016447 CID 111 - 123 ribosomal protein S8 - CGNC Symbol 52222 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1635,86)" 46019 9485

ENSGALP00000001243 CID 83 - 96

adaptor-related protein complex 1 gamma 

1 subunit - CGNC Symbol 554 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1635,87)" 1137 9486

ENSGALP00000009314 CID 78 - 91 septin 2 - CGNC Symbol 4335 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1635,87)" 1137 9487

ENSGALP00000002520 CID 77 - 90 septin 2-like - CGNC Symbol 50343 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1635,87)" 1137 9488

ENSGALP00000026307 CID Feb-17

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1635,87)" 22907 true 0.77 9489

ENSGALP00000039454 CID 41 - 54 beta-2-microglobulin - CGNC Symbol 1542 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1635,90)" 26398 true 1.41 9490



ENSGALP00000012170 CID 321 - 334 aminopeptidase-like 1 - CGNC Symbol 5683 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1635,92)" 13398 true 0.95 9491

ENSGALP00000015877 CID 259 - 271

ubiquitin specific peptidase 15 - CGNC 

Symbol 49421 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1636,75)" 2249 false 9492

ENSGALP00000002513 CID 38 - 51 LIM and SH3 protein 1 - CGNC Symbol 1150 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1636,80)" 4750 true 1.39 9493

ENSGALP00000038979 CID 1,597 - 1,610

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1636,81)" 19089 true 2.36 9494

ENSGALP00000030436 CID 159 - 172 nucleolar protein 7 - CGNC Symbol 9631 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1636,83)" 5743 9495

ENSGALP00000003954 CID 488 - 499

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1636,85)" 50413 true 1.76 9496

ENSGALP00000027953 CID 77 - 90 ribosomal protein S3 - CGNC Symbol 13020 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1636,86)" 552 true 0.86 9497



ENSGALP00000041756 CID 133 - 145

Parkinsonism associated deglycase - 

HGNC:16369 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1637,69)" 151578 9498

ENSGALP00000023214 CID 459 - 471

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1637,79)" 1528 false 9499

ENSGALP00000019435 CID 21 - 33

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1637,82)" 9853 false 0.4 9500

ENSGALP00000008128 CID 1,158 - 1,171 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1637,82)" 9853 true 0.46 9501

ENSGALP00000008578 CID 299 - 313

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1637,83)" 18399 9502

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1637,83)" 3968 true 0.46 9503

ENSGALP00000019398 CID 1,165 - 1,177

kinesin family member 15 - CGNC Symbol 

9023 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1637,85)" 17934 true 0.59 9504



ENSGALP00000016182 CID 298 - 310

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1637,88)" 22134 true 0.76 9505

ENSGALP00000003612 CID 1,800 - 1,814

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1637,88)" 1597 true 1.07 9506

ENSGALP00000039504 CID 302 - 315

v-rel avian reticuloendotheliosis viral 

oncogene homolog - CGNC Symbol 5934 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1637,89)" 2604 true 0.56 9507

ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-ketoglutarate) 

dehydrogenase (lipoamide) - CGNC Symbol 

52787 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1637,90)" 11943 9508

ENSGALP00000001332 CID 391 - 404 lysyl-tRNA synthetase - CGNC Symbol 602 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1637,91)" 3089 9509

ENSGALP00000004251 CID 193 - 205

transcription factor A mitochondrial - CGNC 

Symbol 1948 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1637,94)" 5271 true 1.21 9510

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1638,74)" 42142 9511



ENSGALP00000008171 CID 221 - 233

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1638,82)" 8132 true 0.94 9512

ENSGALP00000024734 CID 61 - 74 CD47 molecule - CGNC Symbol 11437 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1638,83)" 26724 9513

ENSGALP00000001460 CID 133 - 146

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1638,88)" 70092 true 1.54 9514

ENSGALP00000005576 CID 426 - 439

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1638,90)" 17228 true 0.83 9515

ENSGALP00000023352 CID 687 - 700

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1639,02)" 698 false 9516

ENSGALP00000020445 CID 680 - 693

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1639,02)" 698 false 9517

ENSGALP00000010414 CID 264 - 277

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1639,73)" 21930 true 1.34 9518



ENSGALP00000014939 CID Feb-15

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1639,74)" 2684 true 1.84 9519

ENSGALP00000023635 CID 342 - 355 lamin B1 - CGNC Symbol 10893 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1639,75)" 18135 9520

ENSGALP00000005565 CID Feb-15

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1639,76)" 12489 true 0.93 9521

ENSGALP00000003234 CID 1,783 - 1,797

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1639,80)" 389 9522

ENSGALP00000042988 CID 71 - 85 proteasome subunit beta 2 - HGNC:9539 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1639,84)" 12772 true 1.26 9523

ENSGALP00000015665 CID 84 - 96 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1639,85)" 22695 9524

ENSGALP00000014097 CID 69 - 80

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1639,86)" 39589 true 1.55 9525



ENSGALP00000026307 CID Feb-17

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1639,90)" 17684 9526

ENSGALP00000023395 CID Feb-16

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1639,92)" 43417 9527

ENSGALP00000038979 CID 1,597 - 1,610

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1640,82)" 33969 9528

ENSGALP00000018454 CID 361 - 373 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1640,83)" 100188 true 1.06 9529

ENSGALP00000037524 CID 350 - 362 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1640,83)" 100188 true 1.06 9530

ENSGALP00000005322 CID 96 - 108

BRX1 biogenesis of ribosomes - CGNC 

Symbol 2456 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1640,83)" 20971 9531

ENSGALP00000007997 CID 97 - 110

voltage-dependent anion channel 2 - CGNC 

Symbol 49348 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1640,87)" 8905 true 1.11 9532



ENSGALP00000003175 CID 293 - 304

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1641,75)" 23166 true 1.57 9533

ENSGALP00000014260 CID 185 - 198

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1641,77)" 30659 true 0.85 9534

ENSGALP00000020445 CID 1,023 - 1,035

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1641,83)" 34310 true 2.51 9535

ENSGALP00000008128 CID 1,158 - 1,171 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1641,83)" 3368 9536

ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1641,84)" 49337 true 0.85 9537

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1641,86)" 8186 9538

ENSGALP00000003612 CID 1,800 - 1,814

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1641,89)" 912 9539



ENSGALP00000003152 CID 235 - 248

adenosylhomocysteinase - CGNC Symbol 

1443 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1641,90)" 1224 false 1.07 9540

ENSGALP00000006326 CID 24 - 37

twinfilin actin-binding protein homolog 2 

(Drosophila) - CGNC Symbol 50121 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1641,99)" 2142 true 1.28 9541

ENSGALP00000041526 CID 47 - 60

Gallus gallus histone cluster 1 H4-VI 

germinal H4 (similar to human histone 

cluster 1 class H4 genes) (HIST1H46) mRNA. 

- RefSeq mRNA NM_001037845 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1642,01)" 16575 false 9542

ENSGALP00000042317 CID 161 - 175

regulator of chromosome condensation 1 - 

HGNC:1913 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1642,09)" 6954 true 1.35 9543

ENSGALP00000008498 CID 531 - 543 transketolase - CGNC Symbol 3953 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1642,13)" 16012 false 9544

ENSGALP00000010618 CID 109 - 122

lymphocyte-specific protein 1 - CGNC 

Symbol 4964 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1642,75)" 22500 9545

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1642,78)" 36400 true 1.86 9546



ENSGALP00000000054 CID 307 - 319 G protein subunit alpha i3 - HGNC:4387 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1642,81)" 3651 true 1.28 9547

ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1642,81)" 3651 true 1.28 9548

ENSGALP00000013640 CID 318 - 330

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

1 - CGNC Symbol 49774 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1642,81)" 3651 true 1.28 9549

ENSGALP00000004327 CID 1,557 - 1,569 fatty acid synthase - CGNC Symbol 1983 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1642,85)" 444 false 9550

ENSGALP00000040890 CID 330 - 344

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1642,86)" 807 9551

ENSGALP00000011666 CID 727 - 739

kinesin family member 5B - CGNC Symbol 

5451 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1642,89)" 45176 false 1.28 9552

ENSGALP00000005832 CID 1,103 - 1,116 nucleoporin 155kDa - CGNC Symbol 2697 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1642,89)" 45176 9553



ENSGALP00000020439 CID 223 - 236

eukaryotic translation initiation factor 3 

subunit D - CGNC Symbol 56714 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1642,89)" 45176 true 1.04 9554

ENSGALP00000003089 CID 530 - 543

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1642,90)" 12979 false 9555

ENSGALP00000043135 CID 7,944 - 7,958 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1642,90)" 12979 false 9556

ENSGALP00000016196 CID 502 - 516

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1642,91)" 34983 true 1.22 9557

ENSGALP00000006523 CID 1,105 - 1,118

cell division cycle and apoptosis regulator 1 - 

CGNC Symbol 52027 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1642,91)" 34983 false 5.57 9558

ENSGALP00000019031 CID 253 - 264 albumin - CGNC Symbol 14106 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1642,95)" 1364 false 9559

ENSGALP00000010414 CID 264 - 277

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1643,75)" 24522 9560



ENSGALP00000014939 CID Feb-15

vaccinia related kinase 3 - CGNC Symbol 

14296 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1643,75)" 4951 9561

ENSGALP00000002828 CID 481 - 494

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1643,80)" 181700 true 1.11 9562

ENSGALP00000000810 CID 337 - 348

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1643,80)" 8505 false 9563

ENSGALP00000014280 CID 559 - 571

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1643,81)" 8298 true 1.06 9564

ENSGALP00000003455 CID 48 - 60

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1643,81)" 26153 true 0.56 9565

ENSGALP00000005944 CID 748 - 762

phospholipase C gamma 1 - CGNC Symbol 

50935 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1643,81)" 3989 9566

ENSGALP00000042988 CID 71 - 85 proteasome subunit beta 2 - HGNC:9539 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1643,84)" 16058 9567



ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1643,86)" 30550 true 0.94 9568

ENSGALP00000014107 CID 95 - 107 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1643,89)" 1738 true 2.76 9569

ENSGALP00000018750 CID 338 - 351

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1643,92)" 142413 true 1.04 9570

ENSGALP00000006762 CID 297 - 309 bleomycin hydrolase - CGNC Symbol 3131 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1643,95)" 3070 false 9571

ENSGALP00000020445 CID 765 - 778

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1643,96)" 49007 false 9572

ENSGALP00000023352 CID 772 - 785

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1643,96)" 49007 false 9573

ENSGALP00000038912 CID 17 - 31 alpha-D-globin - CGNC Symbol 50309 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1644,79)" 144138 true 0.65 9574



ENSGALP00000001474 CID 351 - 365

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1644,91)" 1416 false 9575

ENSGALP00000017341 CID 388 - 401

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1644,91)" 2239 true 1.89 9576

ENSGALP00000009709 CID 450 - 463

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1644,91)" 2952 true 0.98 9577

ENSGALP00000023917 CID 111 - 124

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1645,77)" 6343 true 1.08 9578

ENSGALP00000003175 CID 293 - 304

eukaryotic translation initiation factor 2 

subunit beta - CGNC Symbol 49248 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1645,78)" 38248 9579

ENSGALP00000024734 CID 48 - 60 CD47 molecule - CGNC Symbol 11437 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1645,79)" 13913 false 9580

ENSGALP00000042627 CID 116 - 129

Gallus gallus granulysin (GNLY) mRNA. - 

RefSeq mRNA NM_001044680 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1645,79)" 13913 9581



ENSGALP00000014260 CID 185 - 198

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1645,80)" 38351 9582

ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1645,86)" 58355 9583

ENSGALP00000013964 CID 63 - 77

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1645,87)" 788 true 0.87 9584

ENSGALP00000019435 CID 21 - 33

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1645,90)" 2347 true 0.4 9585

ENSGALP00000006365 CID 95 - 108 lysophospholipase II - CGNC Symbol 2940 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1645,93)" 16719 true 0.28 9586

ENSGALP00000042140 CID 40 - 54

6-phosphogluconolactonase - CGNC Symbol 

10027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1645,95)" 21379 true 0.88 9587

ENSGALP00000011673 CID Oct-22

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1646,74)" 11986 true 2.62 9588



ENSGALP00000008267 CID 27 - 39

G protein-coupled receptor kinase 

interactor 2 - CGNC Symbol 3839 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1646,78)" 3834 true 1.89 9589

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1646,81)" 90230 9590

ENSGALP00000020439 CID 223 - 236

eukaryotic translation initiation factor 3 

subunit D - CGNC Symbol 56714 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1646,92)" 7780 9591

ENSGALP00000016196 CID 502 - 516

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1646,94)" 39670 9592

ENSGALP00000026380 CID 171 - 186

tumor suppressing subtransferable 

candidate 1 - CGNC Symbol 12263 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1646,94)" 39670 9593

ENSGALP00000024150 CID 207 - 221

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1647,78)" 4508 true 0.68 9594

ENSGALP00000002828 CID 481 - 494

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1647,82)" 198225 9595



ENSGALP00000040802 CID 26 - 39 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1647,84)" 4744 true 1.13 9596

ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1647,84)" 3291 9597

ENSGALP00000003717 CID 110 - 123

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1647,85)" 3668 true 0.76 9598

ENSGALP00000019468 CID 636 - 650 aconitase 2 - CGNC Symbol 9059 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1647,85)" 3149 9599

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1647,88)" 28083 9600

ENSGALP00000013870 CID 270 - 285

X-prolyl aminopeptidase (aminopeptidase 

P) 1 soluble - CGNC Symbol 6466 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1647,99)" 3787 false 9601

ENSGALP00000027015 CID 72 - 85

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1648,74)" 6919 false 9602



ENSGALP00000036845 CID 640 - 652

zinc finger CCCH-type containing 14 - CGNC 

Symbol 8066 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1648,77)" 3703 true 0.71 9603

ENSGALP00000038912 CID 17 - 31 alpha-D-globin - CGNC Symbol 50309 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1648,83)" 32501 9604

ENSGALP00000012100 CID 958 - 971

leucyl-tRNA synthetase - CGNC Symbol 

5654 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1648,88)" 2420 false 9605

ENSGALP00000018454 CID 361 - 373 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1648,88)" 50079 true 2.18 9606

ENSGALP00000037524 CID 350 - 362 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1648,88)" 50079 true 2.18 9607

ENSGALP00000007237 CID 124 - 139

RNA binding motif protein 22 - CGNC 

Symbol 3366 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1648,93)" 7381 true 1.69 9608

ENSGALP00000006372 CID 230 - 244

aldo-keto reductase family 7 member A2 

(aflatoxin aldehyde reductase) - CGNC 

Symbol 51005 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1648,95)" 4369 false 9609



ENSGALP00000019471 CID 45 - 57 PHD finger protein 5A - CGNC Symbol 9062 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1649,64)" 12244 true 1.05 9610

ENSGALP00000041756 CID 133 - 145

Parkinsonism associated deglycase - 

HGNC:16369 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1649,65)" 2764 true 1.61 9611

ENSGALP00000038155 CID 45 - 58

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1649,77)" 2146 true 1.03 9612

ENSGALP00000043403 CID 44 - 57

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1649,77)" 2146 true 1.03 9613

ENSGALP00000023917 CID 111 - 124

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1649,79)" 5340 9614

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1649,85)" 5683 9615

ENSGALP00000020445 CID 1,023 - 1,035

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1649,88)" 92192 true 2.51 9616



ENSGALP00000039924 CID 948 - 961

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1649,88)" 8612 true 0.74 9617

ENSGALP00000000423 CID 121 - 136

cysteine and glycine-rich protein 1 - CGNC 

Symbol 188 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1649,89)" 2152 false 9618

ENSGALP00000017462 CID 113 - 127

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1649,94)" 25837 false 0.12* 9619

ENSGALP00000032039 CID 268 - 282 leupaxin - CGNC Symbol 14208 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1650,76)" 6826 true 1.03 9620

ENSGALP00000011673 CID Oct-22

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1650,77)" 33651 9621

ENSGALP00000008267 CID 27 - 39

G protein-coupled receptor kinase 

interactor 2 - CGNC Symbol 3839 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1650,77)" 5713 9622

ENSGALP00000034108 CID 475 - 488

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1650,79)" 2397 true 1.08 9623



ENSGALP00000008911 CID 208 - 222

Major histocompatibility complex class II 

beta chain BLB1 - CGNC Symbol 54366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1650,83)" 1473 true 3.17 9624

ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1650,85)" 6618 true 1.28 9625

ENSGALP00000000054 CID 307 - 319 G protein subunit alpha i3 - HGNC:4387 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1650,85)" 6618 true 1.28 9626

ENSGALP00000013640 CID 318 - 330

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

1 - CGNC Symbol 49774 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1650,85)" 6618 true 1.28 9627

ENSGALP00000030147 CID 290 - 304

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1650,87)" 1605 true 1.08 9628

ENSGALP00000017248 CID 459 - 472 protein kinase D3 - CGNC Symbol 8057 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1650,95)" 2132 true 0.66 9629

ENSGALP00000028374 CID 24 - 37

VAMP (vesicle-associated membrane 

protein)-associated protein A 33kDa - CGNC 

Symbol 54859 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1650,95)" 3062 true 1.3 9630



ENSGALP00000023635 CID 342 - 355 lamin B1 - CGNC Symbol 10893 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1651,71)" 4057 true 0.8 9631

ENSGALP00000024150 CID 207 - 221

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1651,81)" 3081 9632

ENSGALP00000002828 CID 559 - 571

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1651,85)" 5559 true 0.85 9633

ENSGALP00000003455 CID 48 - 60

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1651,86)" 11219 true 0.56 9634

ENSGALP00000014280 CID 559 - 571

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1651,86)" 11225 true 1.06 9635

ENSGALP00000000810 CID 337 - 348

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1651,87)" 3134 false 9636

ENSGALP00000016102 CID 710 - 722

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1651,88)" 48358 9637



ENSGALP00000019038 CID 112 - 125

Wilms tumor 1 associated protein - CGNC 

Symbol 8862 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1651,91)" 2068 false 9638

ENSGALP00000014107 CID 95 - 107 vimentin - CGNC Symbol 51275 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1651,93)" 8196 true 2.76 9639

ENSGALP00000018750 CID 338 - 351

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1651,97)" 149160 true 1.04 9640

ENSGALP00000023099 CID 187 - 199

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1652,77)" 13014 true 1.47 9641

ENSGALP00000035717 CID Nov-25

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1652,82)" 2903 9642

ENSGALP00000017462 CID 30 - 43

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1652,82)" 3238 9643

ENSGALP00000038795 CID 134 - 149

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1652,91)" 6075 true 1.01 9644



ENSGALP00000004251 CID 114 - 128

transcription factor A mitochondrial - CGNC 

Symbol 1948 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1652,94)" 25374 true 1.26 9645

ENSGALP00000017341 CID 388 - 401

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1652,95)" 18754 true 1.89 9646

ENSGALP00000005662 CID 300 - 314

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1652,95)" 45520 true 0.25 9647

ENSGALP00000007997 CID 97 - 110

voltage-dependent anion channel 2 - CGNC 

Symbol 49348 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1652,95)" 12497 true 1.11 9648

ENSGALP00000019471 CID 45 - 57 PHD finger protein 5A - CGNC Symbol 9062 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1653,67)" 12843 9649

ENSGALP00000041756 CID 133 - 145

Parkinsonism associated deglycase - 

HGNC:16369 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1653,68)" 7098 9650

ENSGALP00000043403 CID 44 - 57

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1653,79)" 2219 9651



ENSGALP00000038155 CID 45 - 58

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1653,79)" 2219 9652

ENSGALP00000022004 CID 52 - 65 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1653,86)" 1752 false 9653

ENSGALP00000039924 CID 948 - 961

adenosine deaminase RNA-specific - CGNC 

Symbol 14589 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1653,91)" 11466 9654

ENSGALP00000037170 CID 117 - 130

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1653,91)" 3754 true 0.96 9655

ENSGALP00000038179 CID 153 - 167

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1653,91)" 5782 true 1.11 9656

ENSGALP00000042140 CID 40 - 54

6-phosphogluconolactonase - CGNC Symbol 

10027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1654,03)" 461 true 0.56 9657

ENSGALP00000039758 CID 165 - 179

SAM and SH3 domain containing 3 - CGNC 

Symbol 2900 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1654,76)" 12099 true 1.36 9658



ENSGALP00000032039 CID 268 - 282 leupaxin - CGNC Symbol 14208 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1654,78)" 7037 9659

ENSGALP00000016978 CID 340 - 352

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1654,84)" 13579 true 1.16 9660

ENSGALP00000040638 CID 572 - 584 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1654,87)" 5618 9661

ENSGALP00000030147 CID 290 - 304

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1654,89)" 1742 9662

ENSGALP00000003296 CID 205 - 220

lymphocyte cytosolic protein 2 (SH2 domain 

containing leukocyte protein of 76kDa) - 

CGNC Symbol 1506 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1654,90)" 23246 9663

ENSGALP00000017248 CID 459 - 472 protein kinase D3 - CGNC Symbol 8057 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1654,96)" 1413 9664

ENSGALP00000023635 CID 342 - 355 lamin B1 - CGNC Symbol 10893 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1655,74)" 3237 9665



ENSGALP00000002322 CID 124 - 136

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1655,80)" 19016 true 0.48 9666

ENSGALP00000020445 CID 359 - 373

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1655,83)" 860 false 9667

ENSGALP00000024116 CID Jan-13

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1655,84)" 122257 9668

ENSGALP00000019298 CID 91 - 104

protein phosphatase 2 regulatory subunit B' 

epsilon isoform - CGNC Symbol 8975 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1655,89)" 1097 9669

ENSGALP00000003717 CID 110 - 123

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1655,90)" 13195 true 0.74 9670

ENSGALP00000040802 CID 26 - 39 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1655,90)" 10090 true 1.13 9671

ENSGALP00000028747 CID 14 - 29

reactive intermediate imine deaminase A 

homolog - CGNC Symbol 13608 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1655,91)" 12816 true 1.54 9672



ENSGALP00000001909 CID 596 - 609

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1655,94)" 10715 false 9673

ENSGALP00000006762 CID 298 - 310 bleomycin hydrolase - CGNC Symbol 3131 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1656,05)" 1175 false 9674

ENSGALP00000036845 CID 640 - 652

zinc finger CCCH-type containing 14 - CGNC 

Symbol 8066 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1656,82)" 2639 true 0.71 9675

ENSGALP00000036720 CID 2,637 - 2,651

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1656,83)" 2957 true 1.1 9676

ENSGALP00000016173 CID 148 - 161

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1656,88)" 2544 false 9677

ENSGALP00000027534 CID 244 - 258

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1656,91)" 18832 true 1.1 9678

ENSGALP00000038795 CID 134 - 149

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1656,94)" 6108 9679



ENSGALP00000005662 CID 300 - 314

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1656,97)" 6854 9680

ENSGALP00000009709 CID 450 - 463

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1656,99)" 2883 true 0.98 9681

ENSGALP00000020445 CID 1,023 - 1,035

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1657,82)" 3207 true 2.12 9682

ENSGALP00000015293 CID Oct-24

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1657,85)" 24616 true 0.41 9683

ENSGALP00000023274 CID 367 - 380

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1657,85)" 24616 false 0.7 9684

ENSGALP00000018048 CID 974 - 987 nucleoporin 133kDa - CGNC Symbol 8423 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1657,85)" 4913 false 9685

ENSGALP00000039011 CID 776 - 790

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1657,90)" 3241 true 0.93 9686



ENSGALP00000012967 CID 300 - 313

ankyrin repeat domain 44 - CGNC Symbol 

6051 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1657,90)" 17636 9687

ENSGALP00000014107 CID 217 - 229 vimentin - CGNC Symbol 51275 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1658,05)" 15032 false 9688

ENSGALP00000039758 CID 165 - 179

SAM and SH3 domain containing 3 - CGNC 

Symbol 2900 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1658,77)" 12908 9689

ENSGALP00000014298 CID 100 - 114

ribosomal protein L12 - CGNC Symbol 

50469 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1658,85)" 66855 true 1.2 9690

ENSGALP00000002522 CID 32 - 46

complement component 1 q subcomponent 

binding protein - CGNC Symbol 1156 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1658,86)" 2784 9691

ENSGALP00000027238 CID 732 - 746 importin 5 - CGNC Symbol 50851 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1658,88)" 4314 true 0.97 9692

ENSGALP00000023396 CID 160 - 174

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1658,95)" 1284 true 8.07 9693



ENSGALP00000002828 CID 481 - 494

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1659,80)" 15933 true 0.78 9694

ENSGALP00000002091 CID 312 - 325

TRAF3 interacting protein 3 - CGNC Symbol 

940 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1659,82)" 1579 true 0.93 9695

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1659,85)" 1445 true 0.95 9696

ENSGALP00000005520 CID 145 - 158

aldehyde dehydrogenase 9 family member 

A1 - CGNC Symbol 2550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1659,86)" 466 9697

ENSGALP00000026380 CID 219 - 232

tumor suppressing subtransferable 

candidate 1 - CGNC Symbol 12263 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1659,90)" 15515 9698

ENSGALP00000040985 CID 156 - 169

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1659,91)" 15853 9699

ENSGALP00000025404 CID 177 - 193

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1659,95)" 34027 true 1.09 9700



ENSGALP00000028747 CID 14 - 29

reactive intermediate imine deaminase A 

homolog - CGNC Symbol 13608 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1659,95)" 14018 9701

ENSGALP00000000615 CID 628 - 640 karyopherin subunit beta 1 - HGNC:6400 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1660,75)" 838 false 9702

ENSGALP00000036655 CID Feb-16 syntaxin 7 - CGNC Symbol 2118 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1660,82)" 7182 9703

ENSGALP00000023099 CID 187 - 199

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1660,83)" 15074 true 1.47 9704

ENSGALP00000009004 CID 165 - 178

phosphodiesterase 12 - CGNC Symbol 

50135 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1660,84)" 2333 true 2.06 9705

ENSGALP00000036720 CID 2,637 - 2,651

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1660,84)" 1697 9706

ENSGALP00000027953 CID 228 - 243 ribosomal protein S3 - CGNC Symbol 13020 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1660,85)" 3423 true 0.68 9707



ENSGALP00000037871 CID 110 - 126

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1660,89)" 2085 false 9708

ENSGALP00000027534 CID 244 - 258

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1660,90)" 20550 9709

ENSGALP00000003964 CID 416 - 430

ubiquitin-like modifier activating enzyme 7 - 

CGNC Symbol 1807 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1660,97)" 17320 false 9710

ENSGALP00000023673 CID 201 - 216

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1661,02)" 39816 false 1.26 9711

ENSGALP00000004251 CID 114 - 128

transcription factor A mitochondrial - CGNC 

Symbol 1948 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1661,02)" 39816 true 1.26 9712

ENSGALP00000018340 CID 619 - 633 SATB homeobox 1 - CGNC Symbol 8550 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1661,79)" 4198 9713

ENSGALP00000000509 CID 518 - 533

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1661,82)" 24343 true 1.27 9714



ENSGALP00000012481 CID 206 - 219 ribosomal protein L4 - CGNC Symbol 5828 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1661,83)" 31636 true 0.78 9715

ENSGALP00000029968 CID 104 - 116 ribosomal protein L3 - CGNC Symbol 50654 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1661,85)" 16766 true 1.01 9716

ENSGALP00000027216 CID 216 - 229

transmembrane 9 superfamily member 2 - 

CGNC Symbol 12665 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1661,87)" 10023 true 1.27 9717

ENSGALP00000023274 CID 367 - 380

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1661,87)" 12075 9718

ENSGALP00000003130 CID 275 - 289

smu-1 suppressor of mec-8 and unc-52 

homolog (C. elegans) - CGNC Symbol 1430 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1661,89)" 42113 true 1.04 9719

ENSGALP00000039011 CID 776 - 790

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1661,92)" 3015 9720

ENSGALP00000037170 CID 117 - 130

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1661,93)" 3601 true 0.96 9721



ENSGALP00000038179 CID 153 - 167

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1661,95)" 21608 false 9722

ENSGALP00000000615 CID 70 - 84 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1661,97)" 53546 true 0.65 9723

ENSGALP00000017462 CID 113 - 127

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1662,01)" 59546 false 9724

ENSGALP00000043372 CID 192 - 204

farnesyl diphosphate synthase - CGNC 

Symbol 23240 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1662,79)" 4847 true 1.89 9725

ENSGALP00000012878 CID 157 - 171

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1662,82)" 9800 true 1.26 9726

ENSGALP00000014298 CID 100 - 114

ribosomal protein L12 - CGNC Symbol 

50469 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1662,87)" 80038 9727

ENSGALP00000004104 CID 261 - 273

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1662,87)" 80038 9728



ENSGALP00000027238 CID 732 - 746 importin 5 - CGNC Symbol 50851 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1662,89)" 4169 9729

ENSGALP00000016978 CID 340 - 352

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1662,90)" 15441 true 0.84 9730

ENSGALP00000007299 CID 142 - 155 CD74 molecule - CGNC Symbol 3398 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1662,90)" 14576 true 0.84 9731

ENSGALP00000042455 CID 65 - 78

proteasome subunit alpha type-7 - Refseq 

NP_989944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1662,91)" 386 true 1.03 9732

ENSGALP00000028374 CID 24 - 37

VAMP (vesicle-associated membrane 

protein)-associated protein A 33kDa - CGNC 

Symbol 54859 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1663,03)" 4620 true 1.3 9733

ENSGALP00000002373 CID 16 - 30

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1663,81)" 24545 true 0.88 9734

ENSGALP00000002828 CID 481 - 494

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1663,82)" 19064 9735



ENSGALP00000018048 CID 364 - 377 nucleoporin 133kDa - CGNC Symbol 8423 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1663,83)" 1968 false 9736

ENSGALP00000002322 CID 124 - 136

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1663,86)" 7581 true 0.48 9737

ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1663,86)" 7877 9738

ENSGALP00000037924 CID 194 - 206

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1663,87)" 2518 true 1.08 9739

ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1663,87)" 28057 true 0.93 9740

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1663,87)" 2222 9741

ENSGALP00000002828 CID 559 - 571

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1663,92)" 3272 true 0.85 9742



ENSGALP00000033584 CID 105 - 118

ras homolog family member A - CGNC 

Symbol 49322 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1663,92)" 3196 true 2.11 9743

ENSGALP00000001315 CID 169 - 183

nudC nuclear distribution protein - CGNC 

Symbol 591 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1663,94)" 531 false 9744

ENSGALP00000025404 CID 177 - 193

inner membrane mitochondrial protein - 

CGNC Symbol 11773 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1663,97)" 43048 9745

ENSGALP00000000054 CID 44 - 56 G protein subunit alpha i3 - HGNC:4387 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1664,72)" 16239 false 9746

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1664,72)" 16239 true 1.38 9747

ENSGALP00000006555 CID 154 - 167

poly(A) binding protein cytoplasmic 1-like - 

CGNC Symbol 3026 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1664,85)" 4283 true 4.92 9748

ENSGALP00000017601 CID 82 - 95

Hsap of 1: chromosome 1 open reading 

frame 168 - HGNC:27295 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1664,86)" 8686 9749



ENSGALP00000009004 CID 165 - 178

phosphodiesterase 12 - CGNC Symbol 

50135 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1664,87)" 14391 9750

ENSGALP00000015409 CID 323 - 335 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1664,87)" 997 true 1.35 9751

ENSGALP00000000485 CID 1,038 - 1,052

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1665,82)" 10423 true 1.77 9752

ENSGALP00000000509 CID 518 - 533

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1665,84)" 30929 9753

ENSGALP00000012481 CID 206 - 219 ribosomal protein L4 - CGNC Symbol 5828 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1665,86)" 23078 9754

ENSGALP00000005794 CID 1,018 - 1,032

spen family transcriptional repressor - CGNC 

Symbol 2675 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1665,86)" 23078 9755

ENSGALP00000020445 CID 1,023 - 1,035

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1665,87)" 10193 true 2.12 9756



ENSGALP00000013843 CID 310 - 323 THO complex 2 - CGNC Symbol 6452 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1665,87)" 10193 false 9757

ENSGALP00000027216 CID 216 - 229

transmembrane 9 superfamily member 2 - 

CGNC Symbol 12665 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1665,89)" 3940 9758

ENSGALP00000003187 CID 368 - 381

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1665,89)" 1920 true 0.92 9759

ENSGALP00000000615 CID 70 - 84 karyopherin subunit beta 1 - HGNC:6400 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1665,93)" 3747 false 9760

ENSGALP00000005132 CID 406 - 420

DnaJ (Hsp40) homolog subfamily A member 

4 - CGNC Symbol 2362 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1666,67)" 4160 true 0.8 9761

ENSGALP00000002620 CID 483 - 497

mediator complex subunit 1 - CGNC Symbol 

51147 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1666,82)" 985 false 9762

ENSGALP00000017288 CID 215 - 228

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1666,82)" 12002 true 0.72 9763



ENSGALP00000043372 CID 192 - 204

farnesyl diphosphate synthase - CGNC 

Symbol 23240 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1666,84)" 25163 9764

ENSGALP00000012878 CID 157 - 171

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1666,85)" 14162 9765

ENSGALP00000016583 CID 53 - 69

progesterone receptor membrane 

component 2 - CGNC Symbol 7765 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1666,93)" 6501 true 1.53 9766

ENSGALP00000042455 CID 65 - 78

proteasome subunit alpha type-7 - Refseq 

NP_989944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1666,94)" 396 9767

ENSGALP00000023396 CID 160 - 174

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1667,01)" 37493 true 8.07 9768

ENSGALP00000015128 CID 183 - 196 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1667,01)" 37493 9769

ENSGALP00000000509 CID 318 - 333

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1667,75)" 4542 true 1.26 9770



ENSGALP00000002373 CID 16 - 30

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1667,84)" 18420 9771

ENSGALP00000043135 CID 2,648 - 2,661 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1667,86)" 7524 false 9772

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1668,74)" 22474 9773

ENSGALP00000000054 CID 44 - 56 G protein subunit alpha i3 - HGNC:4387 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1668,74)" 22474 true 0.99 9774

ENSGALP00000007728 CID 116 - 130

Y box binding protein 1 - CGNC Symbol 

3598 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1668,79)" 2579 true 0.99 9775

ENSGALP00000040874 CID Jan-15

Hsap of 1: ORMDL sphingolipid biosynthesis 

regulator 1 - HGNC:16036 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1668,79)" 12357 false 9776

ENSGALP00000015176 CID 947 - 960

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1668,83)" 7327 true 1 9777



ENSGALP00000027953 CID 228 - 243 ribosomal protein S3 - CGNC Symbol 13020 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1668,90)" 2340 true 0.68 9778

ENSGALP00000024609 CID 199 - 212

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1668,98)" 1237 false 9779

ENSGALP00000032097 CID 276 - 288 CD5 molecule - CGNC Symbol 3864 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1669,79)" 4186 9780

ENSGALP00000000485 CID 1,038 - 1,052

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1669,84)" 25036 9781

ENSGALP00000029968 CID 104 - 116 ribosomal protein L3 - CGNC Symbol 50654 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1669,90)" 16918 true 1.01 9782

ENSGALP00000003187 CID 368 - 381

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1669,90)" 3859 9783

ENSGALP00000000615 CID 70 - 84 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1670,01)" 22925 true 0.65 9784



ENSGALP00000005132 CID 406 - 420

DnaJ (Hsp40) homolog subfamily A member 

4 - CGNC Symbol 2362 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1670,70)" 3341 9785

ENSGALP00000023866 CID 288 - 301

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1670,80)" 2784 true 0.84 9786

ENSGALP00000017288 CID 215 - 228

caspase 3 apoptosis-related cysteine 

peptidase - CGNC Symbol 8080 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1670,84)" 6493 9787

ENSGALP00000001050 CID 61 - 76

megakaryocyte-associated tyrosine kinase - 

CGNC Symbol 470 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1670,89)" 14963 9788

ENSGALP00000023396 CID 99 - 112

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1670,90)" 9554 true 4.37 9789

ENSGALP00000001750 CID 240 - 253 prohibitin - CGNC Symbol 51144 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1670,92)" 568 true 2.86 9790

ENSGALP00000016583 CID 53 - 69

progesterone receptor membrane 

component 2 - CGNC Symbol 7765 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1670,96)" 6597 9791



ENSGALP00000000509 CID 318 - 333

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1671,77)" 6322 9792

ENSGALP00000015886 CID 319 - 333

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1671,82)" 13760 true 1.3 9793

ENSGALP00000024116 CID Jan-13

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1671,83)" 9009 9794

ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1671,84)" 41696 true 0.98 9795

ENSGALP00000008299 CID 207 - 220

family with sequence similarity 120A - 

CGNC Symbol 3854 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1671,93)" 4517 false 9796

ENSGALP00000033584 CID 105 - 118

ras homolog family member A - CGNC 

Symbol 49322 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1671,98)" 8279 true 2.11 9797

ENSGALP00000012750 CID 80 - 94

B-cell CLL/lymphoma 11A (zinc finger 

protein) - CGNC Symbol 51435 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1671,99)" 25141 9798



ENSGALP00000007728 CID 116 - 130

Y box binding protein 1 - CGNC Symbol 

3598 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1672,82)" 861 9799

ENSGALP00000035658 CID 467 - 482

paraspeckle component 1 - CGNC Symbol 

50884 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1672,84)" 13297 true 1.32 9800

ENSGALP00000015176 CID 947 - 960

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1672,85)" 7352 9801

ENSGALP00000015409 CID 323 - 335 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1672,91)" 3955 true 1.35 9802

ENSGALP00000042479 CID 79 - 92

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1672,96)" 24509 false 9803

ENSGALP00000021957 CID 3,091 - 3,104

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1673,83)" 2810 false 0.83 9804

ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1673,85)" 147086 true 0.83 9805



ENSGALP00000043196 CID 190 - 202

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1673,85)" 147086 false 9806

ENSGALP00000011822 CID 47 - 59

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1673,87)" 4120 false 9807

ENSGALP00000025476 CID 203 - 215

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1673,89)" 2411 true 1.03 9808

ENSGALP00000013761 CID 135 - 149

NOP58 ribonucleoprotein - CGNC Symbol 

52126 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1674,81)" 3276 true 0.92 9809

ENSGALP00000015964 CID 60 - 73

ribosomal protein L18a - CGNC Symbol 

50601 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1674,81)" 7784 true 0.9 9810

ENSGALP00000000747 CID 232 - 247

zinc finger CCCH-type containing 11A - 

CGNC Symbol 51431 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1674,85)" 51706 true 0.92 9811

ENSGALP00000026307 CID 401 - 416

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1674,89)" 3332 true 1.03 9812



ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1674,91)" 44286 true 1.03 9813

ENSGALP00000042900 CID 274 - 287

PAF1 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 64966 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1674,93)" 1746 false 9814

ENSGALP00000030998 CID 139 - 152

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1675,02)" 2582 false 9815

ENSGALP00000041817 CID 56 - 69

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1675,80)" 93430 true 1.22 9816

ENSGALP00000012723 CID 913 - 926

alpha thalassemia/mental retardation 

syndrome X-linked - CGNC Symbol 51707 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1675,83)" 2951 false 1.75 9817

ENSGALP00000015886 CID 319 - 333

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1675,84)" 17938 9818

ENSGALP00000003718 CID 305 - 319

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1675,86)" 1527 9819



ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1675,87)" 490349 true 1.15 9820

ENSGALP00000043461 CID 256 - 268

eukaryotic translation initiation factor 3 

subunit K - HGNC:24656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1675,91)" 10020 true 0.8 9821

ENSGALP00000037866 CID 399 - 413

ornithine aminotransferase - CGNC Symbol 

52788 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1675,93)" 1159 false 9822

ENSGALP00000003898 CID 132 - 145 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1676,04)" 22223 true 1.43 9823

ENSGALP00000041481 CID 213 - 227 docking protein 3 - CGNC Symbol 26023 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1676,79)" 3515 9824

ENSGALP00000017462 CID 30 - 43

high mobility group box 2 - CGNC Symbol 

8169 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1676,85)" 176634 true 1.22 9825

ENSGALP00000027541 CID 30 - 43

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1676,85)" 176634 false 0.42 9826



ENSGALP00000035658 CID 467 - 482

paraspeckle component 1 - CGNC Symbol 

50884 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1676,87)" 18035 9827

ENSGALP00000011770 CID 220 - 234

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1676,88)" 13088 true 1.32 9828

ENSGALP00000008341 CID 113 - 125

glutathione S-transferase theta 1-like - 

CGNC Symbol 55583 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1676,89)" 40134 9829

ENSGALP00000016363 CID 15 - 29

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1677,00)" 16574 true 2.38 9830

ENSGALP00000012145 CID 189 - 203

structure specific recognition protein 1 - 

CGNC Symbol 49844 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1677,83)" 544 true 1.25 9831

ENSGALP00000043331 CID 188 - 199 topoisomerase (DNA) I - CGNC Symbol 2691 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1677,83)" 5572 true 0.72 9832

ENSGALP00000035933 CID 222 - 235 cathepsin B - CGNC Symbol 12486 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1677,85)" 10307 true 0.63 9833



ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1677,87)" 129862 9834

ENSGALP00000003089 CID 754 - 766

valosin containing protein - CGNC Symbol 

53073 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1677,88)" 21228 9835

ENSGALP00000011170 CID 398 - 411

choroideremia (Rab escort protein 1) - 

CGNC Symbol 51680 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1677,89)" 5294 false 9836

ENSGALP00000002366 CID 685 - 700

Mov10 Moloney leukemia virus 10 homolog 

(mouse) - CGNC Symbol 51112 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1677,93)" 1785 true 1.92 9837

ENSGALP00000029109 CID 169 - 183

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1677,94)" 16877 true 2 9838

ENSGALP00000004159 CID 79 - 92

ribosomal protein L10a - CGNC Symbol 

51119 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1677,96)" 761 false 9839

ENSGALP00000023454 CID 629 - 643

N-acetyltransferase 10 - CGNC Symbol 

10818 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1678,80)" 5210 true 0.59 9840



ENSGALP00000013761 CID 135 - 149

NOP58 ribonucleoprotein - CGNC Symbol 

52126 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1678,83)" 6286 9841

ENSGALP00000023866 CID 288 - 301

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1678,84)" 1358 true 0.84 9842

ENSGALP00000000747 CID 232 - 247

zinc finger CCCH-type containing 11A - 

CGNC Symbol 51431 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1678,88)" 57676 9843

ENSGALP00000026307 CID 401 - 416

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1678,92)" 3419 9844

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1678,94)" 54126 9845

ENSGALP00000023396 CID 99 - 112

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1678,95)" 48001 true 4.37 9846

ENSGALP00000043256 CID 244 - 258

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1679,88)" 179028 true 0.96 9847



ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1679,89)" 244073 true 1.71 9848

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1679,89)" 572388 9849

ENSGALP00000017080 CID 512 - 526

SNW domain containing 1 - CGNC Symbol 

7983 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1679,90)" 36288 false 1.24 9850

ENSGALP00000010510 CID 89 - 102

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1679,92)" 13509 true 1.34 9851

ENSGALP00000002373 CID Jan-15

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1680,84)" 5246 9852

ENSGALP00000023115 CID 325 - 337

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1680,87)" 2728 true 1.55 9853

ENSGALP00000011770 CID 220 - 234

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1680,88)" 14480 9854



ENSGALP00000035658 CID 264 - 277

paraspeckle component 1 - CGNC Symbol 

50884 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1681,80)" 2005 9855

ENSGALP00000038130 CID Nov-25 profilin-2 - Refseq NP_001073228 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1681,91)" 2498 true 0.95 9856

ENSGALP00000002366 CID 685 - 700

Mov10 Moloney leukemia virus 10 homolog 

(mouse) - CGNC Symbol 51112 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1681,96)" 5397 9857

ENSGALP00000029109 CID 169 - 183

proteasome 26S subunit non-ATPase 3 - 

CGNC Symbol 15224 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1681,96)" 45472 9858

ENSGALP00000026307 CID 91 - 103

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1682,71)" 4774 true 0.76 9859

ENSGALP00000022023 CID 1,687 - 1,699 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1682,79)" 1395 true 0.76 9860

ENSGALP00000014280 CID Feb-14

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1682,79)" 4725 9861



ENSGALP00000003011 CID 787 - 800

scaffold attachment factor B2 - CGNC 

Symbol 52976 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1682,79)" 5675 true 1.34 9862

ENSGALP00000023454 CID 629 - 643

N-acetyltransferase 10 - CGNC Symbol 

10818 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1682,83)" 12403 9863

ENSGALP00000015964 CID 60 - 73

ribosomal protein L18a - CGNC Symbol 

50601 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1682,86)" 10064 true 0.9 9864

ENSGALP00000003455 CID 27 - 40

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1682,89)" 2951 true 0.79 9865

ENSGALP00000024078 CID 68 - 83 WD repeat domain 1 - CGNC Symbol 11108 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1682,90)" 1605 true 1.32 9866

ENSGALP00000010414 CID 233 - 246

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1683,75)" 6658 true 1.95 9867

ENSGALP00000016629 CID 115 - 128 peroxiredoxin 1 - CGNC Symbol 7794 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1683,83)" 22668 true 1.45 9868



ENSGALP00000037924 CID 194 - 206

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1683,86)" 3632 true 2.02 9869

ENSGALP00000043256 CID 244 - 258

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1683,90)" 162246 9870

ENSGALP00000040991 CID 57 - 69

MYC associated factor X - CGNC Symbol 

64420 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1683,91)" 1158 false 1.34 9871

ENSGALP00000039454 CID 102 - 114 beta-2-microglobulin - CGNC Symbol 1542 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1683,94)" 4030 true 0.76 9872

ENSGALP00000043162 CID 116 - 130 CDGSH iron sulfur domain 2 - HGNC:24212 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1683,98)" 1693 true 1.87 9873

ENSGALP00000027391 CID 594 - 607

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1683,99)" 35074 true 1.11 9874

ENSGALP00000003898 CID 132 - 145 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1684,09)" 39746 true 1.43 9875



ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1684,77)" 8503 9876

ENSGALP00000027541 CID 30 - 43

high mobility group box 1 - CGNC Symbol 

49444 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1684,89)" 84167 9877

ENSGALP00000017462 CID 30 - 43

high mobility group box 2 - CGNC Symbol 

8169 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1684,89)" 84167 true 2.57 9878

ENSGALP00000027209 CID 402 - 415

propionyl-CoA carboxylase alpha subunit - 

CGNC Symbol 12663 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1684,91)" 23414 9879

ENSGALP00000008236 CID 613 - 625

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1684,94)" 1631 false 9880

ENSGALP00000016363 CID 15 - 29

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1685,05)" 54545 true 2.38 9881

ENSGALP00000003089 CID 754 - 766

valosin containing protein - CGNC Symbol 

53073 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1685,88)" 17178 true 1.52 9882



ENSGALP00000000316 CID 66 - 82 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1685,91)" 16117 true 0.53 9883

ENSGALP00000009605 CID 245 - 257

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1685,93)" 43421 true 0.95 9884

ENSGALP00000026307 CID 91 - 103

Putative eukaryotic translation initiation 

factor 2 subunit 3-like protein - UP Q2VIR3 - 

CGNC Symbol 50802 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1686,74)" 3617 9885

ENSGALP00000003011 CID 787 - 800

scaffold attachment factor B2 - CGNC 

Symbol 52976 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1686,82)" 7597 9886

ENSGALP00000032358 CID 792 - 805

structural maintenance of chromosomes 4 - 

CGNC Symbol 7271 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1686,83)" 1377 false 9887

ENSGALP00000010510 CID 113 - 126

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1686,86)" 6953 true 0.96 9888

ENSGALP00000023635 CID 175 - 188 lamin B1 - CGNC Symbol 10893 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1686,91)" 22446 true 1.06 9889



ENSGALP00000043461 CID 105 - 118

eukaryotic translation initiation factor 3 

subunit K - HGNC:24656 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1686,91)" 1108 true 1 9890

ENSGALP00000009085 CID 752 - 765

ubiquitin specific peptidase 10 - CGNC 

Symbol 4228 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1686,97)" 3252 true 0.63 9891

ENSGALP00000041243 CID 77 - 91

histidine triad nucleotide binding protein 2 - 

CGNC Symbol 64012 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1686,99)" 7167 true 1.06 9892

ENSGALP00000010414 CID 233 - 246

RNA binding motif protein X-linked - CGNC 

Symbol 51674 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1687,77)" 12961 9893

ENSGALP00000042061 CID 46 - 59

phosphatidylinositol-5-phosphate 4-kinase 

type II alpha - CGNC Symbol 5959 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1687,81)" 1421 9894

ENSGALP00000043196 CID 1,915 - 1,929

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1687,82)" 5577 true 0.57 9895

ENSGALP00000023099 CID 652 - 667

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1687,83)" 35050 false 9896



ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1687,83)" 728 false 9897

ENSGALP00000005129 CID 209 - 222

CWF19-like 1 cell cycle control (S. pombe) - 

CGNC Symbol 2360 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1687,88)" 10664 true 1.82 9898

ENSGALP00000014530 CID 656 - 669

NHL repeat containing 2 - CGNC Symbol 

6795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1687,88)" 2122 true 1.04 9899

ENSGALP00000007265 CID Feb-15

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1687,93)" 1346 false 9900

ENSGALP00000042136 CID 877 - 891

cytoskeleton associated protein 5 - CGNC 

Symbol 6310 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1687,93)" 1346 false 0.76 9901

ENSGALP00000043196 CID 2,184 - 2,198

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1687,93)" 1346 9902

ENSGALP00000010510 CID 89 - 102

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1687,97)" 18108 true 1.34 9903



ENSGALP00000043461 CID 256 - 268

eukaryotic translation initiation factor 3 

subunit K - HGNC:24656 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1687,98)" 8023 true 0.8 9904

ENSGALP00000003357 CID 495 - 507

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1688,72)" 2081 true 1.1 9905

ENSGALP00000010282 CID 64 - 78

chromosome 5 open reading frame 24 - 

HGNC:26746 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1688,86)" 5608 9906

ENSGALP00000012246 CID 432 - 444

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1688,86)" 3943 false 9907

ENSGALP00000014372 CID 130 - 145

pre-mRNA processing factor 4 - CGNC 

Symbol 6724 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1688,89)" 628 9908

ENSGALP00000019120 CID 114 - 127

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1688,89)" 3833 true 1.04 9909

ENSGALP00000012267 CID 49 - 65

leucine rich repeats and calponin homology 

domain containing 3 - HGNC:28637 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1688,89)" 11895 false 1.89 9910



ENSGALP00000016337 CID 250 - 261

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1688,90)" 53974 false 9911

ENSGALP00000026579 CID 215 - 228

zinc finger protein 512 - CGNC Symbol 

12362 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1688,90)" 7064 false 9912

ENSGALP00000039068 CID 328 - 342

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1688,91)" 31206 true 1.18 9913

ENSGALP00000027541 CID 30 - 43

high mobility group box 1 - CGNC Symbol 

49444 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1688,94)" 77675 true 0.42 9914

ENSGALP00000031579 CID 299 - 314 centromere protein U - CGNC Symbol 14122 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1688,97)" 6829 true 0.83 9915

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1689,84)" 2599 true 1.27 9916

P04264 CID 13 - 29

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1689,86)" 3106 9917



ENSGALP00000007523 CID 103 - 116

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1689,86)" 2863 true 1.4 9918

ENSGALP00000008105 CID 151 - 164

phosphoribosyl pyrophosphate synthetase-

associated protein 2 - CGNC Symbol 50275 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1689,87)" 5230 true 1.27 9919

ENSGALP00000043135 CID 16,449 - 16,462 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1689,88)" 7228 true 1.3 9920

ENSGALP00000000933 CID 87 - 99

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1689,88)" 2345 true 1.3 9921

ENSGALP00000000316 CID 66 - 82 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1689,93)" 6160 9922

ENSGALP00000038130 CID Nov-25 profilin-2 - Refseq NP_001073228 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1689,95)" 3870 true 0.95 9923

ENSGALP00000039965 CID 517 - 529

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1689,96)" 7018 true 0.62 9924



ENSGALP00000014298 CID 131 - 146

ribosomal protein L12 - CGNC Symbol 

50469 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1690,83)" 14560 true 0.71 9925

ENSGALP00000020463 CID 229 - 243

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1690,84)" 42141 true 0.72 9926

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1690,92)" 3465 true 1.03 9927

ENSGALP00000011770 CID 176 - 189

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1690,95)" 9992 false 9928

ENSGALP00000003455 CID 27 - 40

peptidylprolyl isomerase B (cyclophilin B) - 

CGNC Symbol 1580 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1690,96)" 443 true 0.79 9929

ENSGALP00000039872 CID 251 - 265

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1691,01)" 2894 true 3.12 9930

ENSGALP00000026567 CID 72 - 85

splicing factor 3b subunit 6 - CGNC Symbol 

51580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1691,74)" 14579 true 0.57 9931



ENSGALP00000019120 CID 58 - 72

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1691,83)" 32126 true 1.09 9932

ENSGALP00000043196 CID 1,915 - 1,929

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1691,83)" 3048 9933

ENSGALP00000016629 CID 115 - 128 peroxiredoxin 1 - CGNC Symbol 7794 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1691,88)" 35103 true 1.45 9934

ENSGALP00000016601 CID 81 - 94

GLI pathogenesis-related 1-like - CGNC 

Symbol 50608 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1691,90)" 10901 9935

ENSGALP00000005129 CID 209 - 222

CWF19-like 1 cell cycle control (S. pombe) - 

CGNC Symbol 2360 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1691,90)" 21192 9936

ENSGALP00000014530 CID 656 - 669

NHL repeat containing 2 - CGNC Symbol 

6795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1691,91)" 2215 9937

ENSGALP00000012472 CID 323 - 336 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1692,75)" 2132 true 1.45 9938



ENSGALP00000013574 CID 432 - 446

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1692,78)" 21143 true 0.91 9939

ENSGALP00000015182 CID 524 - 538

RNA binding motif protein 25 - CGNC 

Symbol 7094 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1692,86)" 1808 9940

ENSGALP00000031272 CID 60 - 73

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1692,88)" 20270 9941

ENSGALP00000015988 CID 362 - 375

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1692,89)" 98266 false 9942

ENSGALP00000016337 CID 250 - 261

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1692,93)" 40401 false 9943

ENSGALP00000039068 CID 328 - 342

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1692,93)" 38377 9944

ENSGALP00000031579 CID 299 - 314 centromere protein U - CGNC Symbol 14122 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1692,99)" 3142 9945



ENSGALP00000009819 CID 212 - 225 PHD finger protein 6 - CGNC Symbol 4572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1693,67)" 3244 true 0.73 9946

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1693,84)" 2280 9947

ENSGALP00000012245 CID Feb-20

forty-two-three domain containing 1 - 

CGNC Symbol 5721 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1693,85)" 4446 9948

ENSGALP00000008105 CID 151 - 164

phosphoribosyl pyrophosphate synthetase-

associated protein 2 - CGNC Symbol 50275 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1693,89)" 5810 9949

ENSGALP00000012985 CID 82 - 96

B-cell receptor-associated protein 29 - 

CGNC Symbol 6061 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1693,92)" 5534 true 1.56 9950

ENSGALP00000003089 CID 754 - 766

valosin containing protein - CGNC Symbol 

53073 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1693,93)" 27513 true 1.52 9951

ENSGALP00000009605 CID 245 - 257

proliferation-associated 2G4 38kDa - CGNC 

Symbol 4474 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1693,97)" 38900 true 0.95 9952



ENSGALP00000014298 CID 131 - 146

ribosomal protein L12 - CGNC Symbol 

50469 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1694,85)" 8843 9953

ENSGALP00000020463 CID 229 - 243

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1694,86)" 28621 9954

ENSGALP00000009669 CID 392 - 406

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1694,86)" 28621 false 9955

ENSGALP00000023059 CID 1,101 - 1,113

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1694,87)" 2051 true 0.72 9956

ENSGALP00000010510 CID 113 - 126

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1694,92)" 8516 true 0.96 9957

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1694,93)" 4058 9958

ENSGALP00000043461 CID 105 - 118

eukaryotic translation initiation factor 3 

subunit K - HGNC:24656 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1694,94)" 2586 true 1 9959



ENSGALP00000023635 CID 175 - 188 lamin B1 - CGNC Symbol 10893 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1694,96)" 23760 true 1.06 9960

ENSGALP00000021255 CID 248 - 261

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1694,99)" 24009 true 0.64 9961

ENSGALP00000021957 CID 1,013 - 1,026

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1695,01)" 2035 true 3.57 9962

ENSGALP00000009085 CID 752 - 765

ubiquitin specific peptidase 10 - CGNC 

Symbol 4228 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1695,01)" 2035 false 0.63 9963

ENSGALP00000026567 CID 72 - 85

splicing factor 3b subunit 6 - CGNC Symbol 

51580 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1695,80)" 11611 9964

ENSGALP00000007265 CID 247 - 260

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1695,83)" 2281 true 1.06 9965

ENSGALP00000031272 CID 246 - 259

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1695,83)" 2281 true 1.06 9966



ENSGALP00000037924 CID 194 - 206

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1695,94)" 7347 true 2.02 9967

ENSGALP00000039454 CID 102 - 114 beta-2-microglobulin - CGNC Symbol 1542 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1696,02)" 3052 true 0.76 9968

ENSGALP00000027391 CID 594 - 607

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1696,06)" 38777 true 1.11 9969

ENSGALP00000003357 CID 495 - 507

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1696,80)" 1201 true 1.1 9970

ENSGALP00000013574 CID 432 - 446

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1696,80)" 19167 9971

ENSGALP00000021034 CID 326 - 339

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1696,81)" 1842 true 0.83 9972

ENSGALP00000013122 CID 430 - 446

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1696,90)" 33552 true 0.65 9973



ENSGALP00000042659 CID 36 - 50

B-cell lymphoma/leukemia 11B-like - CGNC 

Symbol 63941 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1696,90)" 3016 9974

ENSGALP00000017016 CID 161 - 174 glutaredoxin 3 - CGNC Symbol 7961 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1696,91)" 6032 false 9975

ENSGALP00000036720 CID 1,516 - 1,530

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1696,97)" 3584 true 0.87 9976

ENSGALP00000009819 CID 212 - 225 PHD finger protein 6 - CGNC Symbol 4572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1697,70)" 1729 9977

ENSGALP00000038313 CID 124 - 137

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1697,72)" 2130 true 0.99 9978

ENSGALP00000023439 CID 405 - 418

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1697,82)" 36424 true 0.71 9979

ENSGALP00000000933 CID 87 - 99

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1697,92)" 3041 true 1.3 9980



ENSGALP00000003737 CID 344 - 358 enolase 1 (alpha) - CGNC Symbol 49607 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1697,93)" 8633 false 9981

ENSGALP00000038037 CID 743 - 756

poly (ADP-ribose) polymerase 1 - CGNC 

Symbol 7010 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1698,02)" 3772 true 0.85 9982

ENSGALP00000039872 CID 251 - 265

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1699,08)" 17362 false 9983

ENSGALP00000014260 CID 204 - 216

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1699,83)" 1069 true 1.05 9984

ENSGALP00000041022 CID 69 - 83

DNA polymerase alpha subunit B-like - 

CGNC Symbol 63391 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1699,86)" 14551 true 0.55 9985

ENSGALP00000043256 CID 44 - 57

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1699,89)" 1394 true 1.13 9986

ENSGALP00000043256 CID 244 - 258

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1699,90)" 6158 9987



ENSGALP00000006939 CID 486 - 501 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1699,91)" 2924 true 3.24 9988

ENSGALP00000007523 CID 60 - 74

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1699,93)" 242937 true 1.21 9989

ENSGALP00000020268 CID 468 - 481

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1700,73)" 2211 true 2.25 9990

ENSGALP00000000468 CID Jul-21

Gallus gallus proteasome (prosome 

macropain) 26S subunit ATPase 5 (PSMC5) 

mRNA. - RefSeq mRNA NM_001292069 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1700,75)" 1686 false 9991

ENSGALP00000012472 CID 323 - 336 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1700,81)" 3091 true 1.45 9992

ENSGALP00000012992 CID 86 - 101

ubiquitin-conjugating enzyme E2 variant 1 - 

CGNC Symbol 62089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1700,83)" 1713 true 1.37 9993

ENSGALP00000021034 CID 326 - 339

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1700,83)" 3232 9994



ENSGALP00000018441 CID 407 - 422

aspartyl aminopeptidase - CGNC Symbol 

8600 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1700,84)" 26703 true 1.31 9995

ENSGALP00000000506 CID 322 - 335 arginyl aminopeptidase - CGNC Symbol 219 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1700,85)" 1939 false 9996

ENSGALP00000015657 CID 360 - 373 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1700,86)" 120158 true 2.13 9997

ENSGALP00000042680 CID 360 - 373

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1700,86)" 120158 true 2.13 9998

ENSGALP00000021949 CID 330 - 344

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1700,91)" 15480 true 1.66 9999

ENSGALP00000013122 CID 430 - 446

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1700,92)" 21105 10000

ENSGALP00000037708 CID 234 - 249

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1700,94)" 9956 true 1.5 10001



ENSGALP00000027030 CID 105 - 118

ribosomal protein L31 - CGNC Symbol 

50833 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1700,98)" 3629 true 0.94 10002

ENSGALP00000036720 CID 1,516 - 1,530

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1700,99)" 3117 10003

ENSGALP00000038313 CID 124 - 137

dolichyl-diphosphooligosaccharide--protein 

glycosyltransferase non-catalytic subunit - 

CGNC Symbol 7657 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1701,76)" 2102 10004

ENSGALP00000015204 CID Jan-15

hematological and neurological expressed 1-

like - CGNC Symbol 50339 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1701,84)" 10824 true 0.99 10005

ENSGALP00000023439 CID 405 - 418

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1701,85)" 75080 10006

ENSGALP00000003612 CID 356 - 369

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1701,93)" 2450 true 2 10007

ENSGALP00000012985 CID 82 - 96

B-cell receptor-associated protein 29 - 

CGNC Symbol 6061 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1701,95)" 10951 true 1.56 10008



ENSGALP00000006652 CID 825 - 838

SAFB like transcription modulator - CGNC 

Symbol 3078 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1701,99)" 3147 10009

ENSGALP00000009341 CID Feb-16

high density lipoprotein binding protein - 

CGNC Symbol 4348 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1702,84)" 812 10010

ENSGALP00000020520 CID 251 - 266 ubiquilin 1 - CGNC Symbol 9551 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1702,93)" 6013 true 1.36 10011

ENSGALP00000038782 CID 400 - 415 nucleobindin 2 - CGNC Symbol 51883 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1702,98)" 741 false 10012

ENSGALP00000027504 CID 859 - 872 neurobeachin - CGNC Symbol 12814 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1702,98)" 741 10013

ENSGALP00000043256 CID Jan-14

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1703,85)" 527 10014

ENSGALP00000007265 CID 247 - 260

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1703,88)" 3458 true 1.06 10015



ENSGALP00000031272 CID 246 - 259

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1703,88)" 3458 true 1.06 10016

ENSGALP00000043256 CID 44 - 57

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1703,91)" 1570 10017

ENSGALP00000006939 CID 486 - 501 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1703,94)" 17996 10018

ENSGALP00000007523 CID 60 - 74

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1703,96)" 295549 10019

ENSGALP00000017268 CID 195 - 207

mediator of cell motility 1 - CGNC Symbol 

8068 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1704,76)" 6242 10020

ENSGALP00000020268 CID 468 - 481

protein disulfide isomerase family A 

member 4 - CGNC Symbol 9429 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1704,76)" 1361 10021

ENSGALP00000013029 CID 269 - 286

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1704,81)" 5981 true 1.16 10022



ENSGALP00000012992 CID 86 - 101

ubiquitin-conjugating enzyme E2 variant 1 - 

CGNC Symbol 62089 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1704,85)" 4342 10023

ENSGALP00000043044 CID 117 - 131

claudin domain-containing protein 1 - 

Refseq NP_001012838 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1704,85)" 1715 10024

ENSGALP00000027519 CID 336 - 349

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1704,85)" 7189 true 1.66 10025

ENSGALP00000023059 CID 340 - 353

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1704,85)" 7189 true 1.66 10026

ENSGALP00000015657 CID 360 - 373 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1704,87)" 6131 true 2.29 10027

ENSGALP00000042680 CID 360 - 373

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1704,87)" 6131 true 2.29 10028

ENSGALP00000018441 CID 407 - 422

aspartyl aminopeptidase - CGNC Symbol 

8600 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1704,88)" 27595 10029



ENSGALP00000021949 CID 330 - 344

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1704,93)" 27197 10030

ENSGALP00000041756 CID 13 - 27

Parkinsonism associated deglycase - 

HGNC:16369 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1705,80)" 1523 true 1.2 10031

ENSGALP00000017517 CID 325 - 339

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1705,85)" 822 true 0.99 10032

ENSGALP00000001474 CID 80 - 94

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1705,85)" 105217 false 2.27 10033

ENSGALP00000010510 CID 57 - 71

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1705,85)" 105217 true 0.17 10034

ENSGALP00000024326 CID 92 - 106

PC4 and SFRS1 interacting protein 1 - CGNC 

Symbol 54295 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1705,91)" 817 true 1.32 10035

ENSGALP00000023266 CID Jul-21 ribosomal protein S20 - HGNC:10405 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1705,93)" 75002 true 0.87 10036



ENSGALP00000003423 CID 421 - 435

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1705,96)" 9614 false 1.81 10037

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1705,98)" 28309 true 0.85 10038

ENSGALP00000009853 CID 74 - 89 zinc finger protein 326 - CGNC Symbol 4587 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1706,73)" 4336 true 1.32 10039

ENSGALP00000009964 CID 156 - 171

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1706,82)" 2392 true 1.32 10040

ENSGALP00000039270 CID 1,116 - 1,130

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1706,87)" 8049 10041

ENSGALP00000042171 CID 165 - 178 transgelin 2 - CGNC Symbol 65718 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1706,87)" 8049 true 4.75 10042

ENSGALP00000022023 CID 665 - 679 nucleoporin 98kDa - CGNC Symbol 10169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1706,87)" 23536 true 1.01 10043



ENSGALP00000001315 CID 223 - 237

nudC nuclear distribution protein - CGNC 

Symbol 591 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1706,90)" 10044 true 0.49 10044

ENSGALP00000030147 CID 65 - 78

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1706,90)" 9514 false 1.03 10045

ENSGALP00000020520 CID 251 - 266 ubiquilin 1 - CGNC Symbol 9551 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1706,96)" 890 10046

ENSGALP00000021255 CID 248 - 261

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1707,07)" 14808 true 0.67 10047

ENSGALP00000019975 CID 393 - 405

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1707,86)" 475 10048

ENSGALP00000036932 CID 42 - 58

acylphosphatase 1 erythrocyte (common) 

type - CGNC Symbol 7842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1707,86)" 8692 true 1.26 10049

ENSGALP00000018195 CID 181 - 194

proteasome subunit beta 1 - CGNC Symbol 

8487 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1707,91)" 2516 true 0.78 10050



ENSGALP00000041022 CID 69 - 83

DNA polymerase alpha subunit B-like - 

CGNC Symbol 63391 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1707,91)" 6530 true 0.55 10051

ENSGALP00000013710 CID 51 - 65

ribosomal protein L32 - CGNC Symbol 

50169 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1707,95)" 2101 false 10052

ENSGALP00000041361 CID 116 - 129 ribosomal protein L17 - HGNC:10307 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1707,96)" 2474 false 10053

ENSGALP00000013029 CID 269 - 286

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1708,84)" 5675 10054

ENSGALP00000042680 CID 360 - 373

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1708,92)" 243557 true 2.29 10055

ENSGALP00000015657 CID 360 - 373 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1708,92)" 243557 true 2.29 10056

ENSGALP00000028982 CID 94 - 109

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1708,94)" 1169 10057



ENSGALP00000037708 CID 234 - 249

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1709,00)" 17411 true 1.5 10058

ENSGALP00000027030 CID 105 - 118

ribosomal protein L31 - CGNC Symbol 

50833 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1709,04)" 634 true 1.24 10059

ENSGALP00000023352 CID 366 - 380

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1709,83)" 7459 10060

ENSGALP00000041756 CID 13 - 27

Parkinsonism associated deglycase - 

HGNC:16369 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1709,83)" 2162 10061

ENSGALP00000041777 CID 159 - 173

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1709,85)" 15847 true 0.81 10062

ENSGALP00000017517 CID 325 - 339

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1709,87)" 811 10063

ENSGALP00000039265 CID 943 - 958

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1709,92)" 5854 true 0.94 10064



ENSGALP00000003978 CID 229 - 244

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1709,92)" 5854 true 0.94 10065

ENSGALP00000015211 CID 63 - 78 sideroflexin 4 - CGNC Symbol 7108 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1709,98)" 6587 10066

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1710,00)" 23192 10067

ENSGALP00000009853 CID 74 - 89 zinc finger protein 326 - CGNC Symbol 4587 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1710,76)" 5745 10068

ENSGALP00000020463 CID 229 - 243

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1710,82)" 2400 10069

ENSGALP00000009964 CID 156 - 171

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1710,84)" 1862 10070

ENSGALP00000016509 CID 651 - 665

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1710,85)" 30513 true 1.53 10071



ENSGALP00000023942 CID 67 - 82

poly(A) binding protein interacting protein 1 

- CGNC Symbol 53015 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1710,88)" 30868 true 1.54 10072

ENSGALP00000042171 CID 165 - 178 transgelin 2 - CGNC Symbol 65718 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1710,89)" 83222 10073

ENSGALP00000023944 CID 380 - 394

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1710,89)" 1446 false 10074

ENSGALP00000022023 CID 665 - 679 nucleoporin 98kDa - CGNC Symbol 10169 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1710,90)" 23728 10075

ENSGALP00000024116 CID 128 - 140

IQ motif containing GTPase activating 

protein 2 - CGNC Symbol 11128 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1710,93)" 2391 true 4.75 10076

ENSGALP00000032645 CID 123 - 136

DNA nucleotidylexotransferase - CGNC 

Symbol 5270 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1710,96)" 10722 false 10077

ENSGALP00000042163 CID 221 - 235 seryl-tRNA synthetase - CGNC Symbol 332 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1710,96)" 6544 true 1.54 10078



ENSGALP00000011008 CID 3,540 - 3,552

lysine methyltransferase 2A - CGNC Symbol 

49942 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1711,72)" 6588 true 0.62 10079

ENSGALP00000006939 CID 640 - 655 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1711,81)" 4983 10080

ENSGALP00000041777 CID 622 - 635

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1711,84)" 116193 true 1.47 10081

ENSGALP00000009642 CID 303 - 317

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1711,86)" 10274 true 1.23 10082

ENSGALP00000036932 CID 42 - 58

acylphosphatase 1 erythrocyte (common) 

type - CGNC Symbol 7842 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1711,88)" 10962 10083

ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1711,89)" 206573 true 1.18 10084

ENSGALP00000037462 CID 18 - 33 thymopoietin - CGNC Symbol 50621 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1711,91)" 1970 false 10085



ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1712,80)" 761603 true 1.08 10086

ENSGALP00000009286 CID 110 - 124

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1712,80)" 3834 true 1.72 10087

ENSGALP00000035478 CID 1,354 - 1,368 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1712,90)" 27094 10088

ENSGALP00000041444 CID 248 - 262

saccharopine dehydrogenase (putative) - 

CGNC Symbol 8083 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1712,90)" 11110 false 10089

ENSGALP00000018258 CID 126 - 140 Enah/Vasp-like - CGNC Symbol 8513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1713,77)" 6153 true 1.11 10090

ENSGALP00000041777 CID 159 - 173

RNA polymerase II associated protein 3 - 

CGNC Symbol 7406 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1713,87)" 13904 10091

ENSGALP00000010510 CID 57 - 71

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1713,91)" 21818 true 4.08 10092



ENSGALP00000003978 CID 229 - 244

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1713,94)" 6223 10093

ENSGALP00000039265 CID 943 - 958

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1713,94)" 6223 10094

ENSGALP00000024326 CID 92 - 106

PC4 and SFRS1 interacting protein 1 - CGNC 

Symbol 54295 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1713,95)" 1079 true 1.32 10095

ENSGALP00000023266 CID Jul-21 ribosomal protein S20 - HGNC:10405 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1713,98)" 63120 true 0.87 10096

ENSGALP00000024150 CID 235 - 249

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1714,83)" 5259 true 0.92 10097

ENSGALP00000021957 CID 8,711 - 8,726

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1714,85)" 1127 10098

ENSGALP00000016509 CID 651 - 665

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1714,88)" 46567 10099



ENSGALP00000005345 CID 175 - 190

interferon gamma-inducible protein 30 - 

CGNC Symbol 2468 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1714,88)" 46567 10100

ENSGALP00000039504 CID 68 - 81

v-rel avian reticuloendotheliosis viral 

oncogene homolog - CGNC Symbol 5934 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1714,90)" 56608 false 0.29 10101

ENSGALP00000023942 CID 67 - 82

poly(A) binding protein interacting protein 1 

- CGNC Symbol 53015 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1714,90)" 56608 10102

ENSGALP00000035905 CID 403 - 417

cell division cycle 5 like - CGNC Symbol 

12520 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1714,91)" 3614 true 0.95 10103

ENSGALP00000042163 CID 221 - 235 seryl-tRNA synthetase - CGNC Symbol 332 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1714,97)" 5038 10104

ENSGALP00000009642 CID 303 - 317

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1715,89)" 12686 10105

ENSGALP00000037524 CID 75 - 89 tubulin alpha 4a - CGNC Symbol 65758 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1715,90)" 1154 10106



ENSGALP00000016978 CID 65 - 79

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1715,90)" 1154 false 10107

ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1715,92)" 31296 10108

ENSGALP00000008530 CID 237 - 253

eukaryotic translation initiation factor 3 

subunit F - CGNC Symbol 3965 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1715,95)" 7351 true 0.7 10109

ENSGALP00000022436 CID 228 - 242 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1715,96)" 154170 true 0.77 10110

ENSGALP00000001474 CID 196 - 211

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1715,96)" 1724 true 0.72 10111

ENSGALP00000019120 CID 173 - 188

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1715,96)" 1724 true 0.72 10112

ENSGALP00000010510 CID 172 - 187

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1715,96)" 1724 true 0.72 10113



ENSGALP00000009286 CID 110 - 124

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1716,79)" 6593 10114

ENSGALP00000031473 CID 60 - 75

pericentriolar material 1 - CGNC Symbol 

10199 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1716,81)" 2223 10115

ENSGALP00000008299 CID 908 - 925

family with sequence similarity 120A - 

CGNC Symbol 3854 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1716,81)" 15575 true 0.9 10116

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1716,83)" 825660 10117

ENSGALP00000021770 CID 450 - 464

transducin (beta)-like 1X-linked - CGNC 

Symbol 52656 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1716,83)" 71435 true 0.09 10118

ENSGALP00000002366 CID 770 - 784

Mov10 Moloney leukemia virus 10 homolog 

(mouse) - CGNC Symbol 51112 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1716,85)" 7360 10119

ENSGALP00000001909 CID 526 - 539

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1716,86)" 2702 false 0.68 10120



ENSGALP00000020463 CID 628 - 642

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1716,86)" 2702 true 0.68 10121

ENSGALP00000006939 CID 734 - 747 annexin A6 - CGNC Symbol 49340 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1716,97)" 19992 false 1.47 10122

ENSGALP00000009933 CID 30 - 45

heterogeneous nuclear ribonucleoprotein 

A0 - CGNC Symbol 4621 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1716,97)" 19992 true 1.47 10123

ENSGALP00000023942 CID 52 - 66

poly(A) binding protein interacting protein 1 

- CGNC Symbol 53015 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1716,98)" 4979 false 10124

ENSGALP00000001201 CID 83 - 97

mitogen-activated protein kinase 14 - CGNC 

Symbol 13975 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1716,99)" 15660 true 0.71 10125

ENSGALP00000020792 CID 136 - 150 nucleoporin 37kDa - CGNC Symbol 9674 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1717,74)" 1264 true 0.85 10126

ENSGALP00000026509 CID 93 - 108

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1717,80)" 3536 10127



ENSGALP00000005126 CID 54 - 67

SUB1 homolog (S. cerevisiae) - CGNC 

Symbol 2359 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1717,87)" 14039 false 10128

ENSGALP00000001474 CID 180 - 195

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1717,90)" 18980 false 10129

ENSGALP00000027391 CID 470 - 485

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1717,90)" 18980 true 1.38 10130

ENSGALP00000005482 CID 284 - 298 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1717,91)" 15737 true 0.99 10131

ENSGALP00000019298 CID 38 - 52

protein phosphatase 2 regulatory subunit B' 

epsilon isoform - CGNC Symbol 8975 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1718,09)" 4334 true 0.47 10132

ENSGALP00000024150 CID 235 - 249

ATPase Na+/K+ transporting alpha 1 

polypeptide - CGNC Symbol 49857 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1718,86)" 4817 10133

ENSGALP00000035905 CID 403 - 417

cell division cycle 5 like - CGNC Symbol 

12520 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1718,95)" 12908 10134



ENSGALP00000025165 CID 132 - 145

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1718,96)" 12576 true 0.86 10135

ENSGALP00000010510 CID 221 - 236

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1719,74)" 174267 true 0.95 10136

ENSGALP00000019120 CID 224 - 239

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1719,74)" 174267 true 0.95 10137

ENSGALP00000027391 CID Feb-16

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1719,75)" 16121 10138

ENSGALP00000043092 CID 175 - 188 toll-like receptor 3 - CGNC Symbol 10123 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1719,93)" 511 false 10139

ENSGALP00000007101 CID 194 - 210

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1719,93)" 511 false 10140

ENSGALP00000008530 CID 237 - 253

eukaryotic translation initiation factor 3 

subunit F - CGNC Symbol 3965 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1719,96)" 2505 10141



ENSGALP00000013388 CID 187 - 200

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1720,01)" 3459 10142

ENSGALP00000008082 CID 36 - 48

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1720,79)" 34328 10143

ENSGALP00000003954 CID 420 - 433

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1720,79)" 34328 true 1.31 10144

ENSGALP00000008299 CID 908 - 925

family with sequence similarity 120A - 

CGNC Symbol 3854 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1720,84)" 13942 10145

ENSGALP00000021770 CID 450 - 464

transducin (beta)-like 1X-linked - CGNC 

Symbol 52656 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1720,85)" 43634 true 0.89 10146

ENSGALP00000008095 CID 229 - 242 adenosine kinase - CGNC Symbol 3760 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1720,86)" 2826 false 10147

ENSGALP00000042930 CID 296 - 312 clathrin interactor 1 - CGNC Symbol 2708 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1720,87)" 458 false 10148



ENSGALP00000020463 CID 628 - 642

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1720,89)" 1847 10149

ENSGALP00000008171 CID 1,128 - 1,142

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1720,94)" 11426 10150

ENSGALP00000009933 CID 30 - 45

heterogeneous nuclear ribonucleoprotein 

A0 - CGNC Symbol 4621 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1721,00)" 31178 10151

ENSGALP00000017016 CID 161 - 174 glutaredoxin 3 - CGNC Symbol 7961 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1721,00)" 31178 false 10152

ENSGALP00000023942 CID 52 - 66

poly(A) binding protein interacting protein 1 

- CGNC Symbol 53015 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1721,01)" 4727 10153

ENSGALP00000020792 CID 136 - 150 nucleoporin 37kDa - CGNC Symbol 9674 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1721,78)" 680 10154

ENSGALP00000010510 CID 57 - 71

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1721,84)" 14421 false 10155



ENSGALP00000021795 CID 95 - 109 DNA ligase 1 - HGNC:6598 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1721,87)" 481 false 10156

ENSGALP00000027391 CID 470 - 485

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1721,93)" 27139 10157

ENSGALP00000005482 CID 284 - 298 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1721,93)" 19225 10158

ENSGALP00000036304 CID 306 - 319

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1722,81)" 2042 true 0.91 10159

ENSGALP00000022208 CID 1,053 - 1,069

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1722,85)" 5912 true 0.77 10160

ENSGALP00000042455 CID 113 - 126

proteasome subunit alpha type-7 - Refseq 

NP_989944 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1722,86)" 4024 true 1.21 10161

ENSGALP00000003717 CID 190 - 204

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1722,87)" 131863 true 0.13 10162



ENSGALP00000042281 CID 1,123 - 1,138

minichromosome maintenance complex 

component 3 associated protein - CGNC 

Symbol 3212 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1722,91)" 1074 false 10163

ENSGALP00000014298 CID 68 - 83

ribosomal protein L12 - CGNC Symbol 

50469 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1723,04)" 8570 false 10164

ENSGALP00000019120 CID 224 - 239

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1723,77)" 163378 10165

ENSGALP00000010510 CID 221 - 236

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1723,77)" 163378 10166

ENSGALP00000008824 CID 257 - 270

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1723,77)" 15466 true 1.09 10167

ENSGALP00000035143 CID 199 - 212 drebrin like - CGNC Symbol 15268 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1723,82)" 2451 true 0.87 10168

ENSGALP00000035658 CID 374 - 387

paraspeckle component 1 - CGNC Symbol 

50884 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1723,84)" 5275 false 10169



ENSGALP00000027194 CID 922 - 936

tripeptidyl peptidase II - CGNC Symbol 

12657 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1723,84)" 2316 true 1.05 10170

ENSGALP00000005482 CID 324 - 338 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1723,90)" 4859 true 2.68 10171

ENSGALP00000000304 CID 452 - 467

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1723,90)" 8080 false 10172

ENSGALP00000022436 CID 228 - 242 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1724,01)" 101868 true 0.77 10173

ENSGALP00000019120 CID 173 - 188

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1724,01)" 731 true 0.72 10174

ENSGALP00000001474 CID 196 - 211

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1724,01)" 731 true 0.72 10175

ENSGALP00000010510 CID 172 - 187

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1724,01)" 731 true 0.72 10176



ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1724,81)" 27848 true 1.57 10177

ENSGALP00000003954 CID 420 - 433

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1724,82)" 45830 10178

ENSGALP00000005345 CID 214 - 228

interferon gamma-inducible protein 30 - 

CGNC Symbol 2468 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1724,91)" 246496 true 0.79 10179

ENSGALP00000016363 CID 187 - 199

heterochromatin protein 1 binding protein 

3 - CGNC Symbol 7661 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1725,03)" 5669 false 10180

ENSGALP00000041639 CID 101 - 115 ribosomal protein S26 - HGNC:10414 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1725,87)" 638 true 1.1 10181

ENSGALP00000023115 CID 352 - 366

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1725,91)" 2897 true 1.73 10182

ENSGALP00000013574 CID 103 - 117

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1726,77)" 16463 true 1.45 10183



ENSGALP00000038753 CID 28 - 43 coronin 7 - CGNC Symbol 50317 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1726,82)" 10967 10184

ENSGALP00000013267 CID 143 - 156

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1726,82)" 434 true 1.45 10185

ENSGALP00000009964 CID 224 - 238

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1726,86)" 925 10186

ENSGALP00000022208 CID 1,053 - 1,069

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1726,87)" 2172 10187

ENSGALP00000042171 CID 165 - 178 transgelin 2 - CGNC Symbol 65718 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1726,89)" 1266 10188

ENSGALP00000019469 CID 103 - 117 ribosomal protein SA - CGNC Symbol 49202 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1726,90)" 3963 true 3.11 10189

ENSGALP00000003717 CID 190 - 204

heat shock protein family A (Hsp70) 

member 9 - CGNC Symbol 1687 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1726,92)" 17294 10190



ENSGALP00000015735 CID 92 - 105

Sjogren syndrome antigen B - CGNC Symbol 

7359 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1726,93)" 1822 false 10191

ENSGALP00000005262 CID 191 - 205

Fas associated factor family member 2 - 

CGNC Symbol 2423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1726,96)" 34342 true 1.31 10192

ENSGALP00000039504 CID 68 - 81

v-rel avian reticuloendotheliosis viral 

oncogene homolog - CGNC Symbol 5934 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1727,00)" 4820 true 0.29 10193

ENSGALP00000025165 CID 132 - 145

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1727,00)" 2956 true 1.33 10194

ENSGALP00000008824 CID 257 - 270

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1727,79)" 16299 10195

ENSGALP00000035143 CID 199 - 212 drebrin like - CGNC Symbol 15268 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1727,85)" 1325 10196

ENSGALP00000012967 CID 399 - 414

ankyrin repeat domain 44 - CGNC Symbol 

6051 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1727,86)" 2636 true 1.56 10197



ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1727,90)" 34008 true 1.06 10198

ENSGALP00000005482 CID 324 - 338 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1727,92)" 3846 10199

ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1728,84)" 43755 10200

ENSGALP00000017016 CID 161 - 174 glutaredoxin 3 - CGNC Symbol 7961 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1728,91)" 2712 10201

ENSGALP00000027391 CID 568 - 581

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1728,93)" 1249 false 10202

ENSGALP00000005345 CID 214 - 228

interferon gamma-inducible protein 30 - 

CGNC Symbol 2468 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1728,93)" 181770 10203

ENSGALP00000023115 CID 352 - 366

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1729,93)" 8710 10204



ENSGALP00000018454 CID 86 - 100 tubulin alpha 4b - CGNC Symbol 65790 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1729,93)" 99600 10205

ENSGALP00000019298 CID 38 - 52

protein phosphatase 2 regulatory subunit B' 

epsilon isoform - CGNC Symbol 8975 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1730,17)" 723 true 0.47 10206

ENSGALP00000010210 CID 244 - 258

leukocyte cell derived chemotaxin 2 - CGNC 

Symbol 4754 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1730,87)" 2044 true 9.15 10207

ENSGALP00000042455 CID 113 - 126

proteasome subunit alpha type-7 - Refseq 

NP_989944 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1730,90)" 2417 true 1.21 10208

ENSGALP00000019726 CID 77 - 91

engulfment and cell motility 1 - CGNC 

Symbol 51330 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1730,90)" 8837 true 1.37 10209

ENSGALP00000040974 CID 881 - 895

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1730,91)" 2375 true 1.41 10210

ENSGALP00000020445 CID 1,220 - 1,234

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1730,92)" 1666 true 0.6 10211



ENSGALP00000019469 CID 103 - 117 ribosomal protein SA - CGNC Symbol 49202 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1730,93)" 27536 10212

ENSGALP00000002754 CID 438 - 451

ADP-dependent glucokinase - CGNC Symbol 

1256 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1730,93)" 8055 10213

ENSGALP00000018410 CID 703 - 717

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1730,95)" 5624 true 1.43 10214

ENSGALP00000005262 CID 191 - 205

Fas associated factor family member 2 - 

CGNC Symbol 2423 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1730,99)" 44949 10215

ENSGALP00000014298 CID 68 - 83

ribosomal protein L12 - CGNC Symbol 

50469 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1731,09)" 3673 false 10216

ENSGALP00000010423 CID 255 - 268

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1731,87)" 552 true 1.72 10217

ENSGALP00000035658 CID 374 - 387

paraspeckle component 1 - CGNC Symbol 

50884 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1731,88)" 9648 true 0.79 10218



ENSGALP00000038209 CID 209 - 223

endoplasmic reticulum protein 29 - CGNC 

Symbol 50366 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1731,88)" 9560 true 0.62 10219

ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1731,93)" 32333 10220

ENSGALP00000024803 CID 374 - 389 prolyl endopeptidase - CGNC Symbol 11476 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1731,97)" 3014 true 0.79 10221

ENSGALP00000009528 CID 318 - 333

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1731,98)" 34146 true 1.14 10222

ENSGALP00000020094 CID 23 - 38

H1 histone family member 0 - CGNC Symbol 

9356 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1732,89)" 25947 true 1 10223

ENSGALP00000037522 CID 152 - 166

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1732,93)" 7135 10224

ENSGALP00000043342 CID 268 - 281

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1732,95)" 42845 false 10225



ENSGALP00000007930 CID 94 - 108

deoxyuridine triphosphatase - CGNC Symbol 

3681 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1733,86)" 3337 true 1.39 10226

ENSGALP00000020435 CID 167 - 180

PRP40 pre-mRNA processing factor 40 

homolog A (S. cerevisiae) - CGNC Symbol 

48984 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1733,89)" 5793 false 10227

ENSGALP00000035143 CID 97 - 112 drebrin like - CGNC Symbol 15268 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1733,90)" 5941 true 1.19 10228

ENSGALP00000032822 CID 176 - 190

NADH dehydrogenase [ubiquinone 1 beta 

subcomplex subunit 8 mitochondrial 

Uncharacterized protein - 

UniProtKB/TrEMBL E9PIZ8 - CGNC Symbol 

4254 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1734,00)" 1543 false 10229

ENSGALP00000042163 CID 345 - 358 seryl-tRNA synthetase - CGNC Symbol 332 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1734,75)" 6871 10230

ENSGALP00000010210 CID 244 - 258

leukocyte cell derived chemotaxin 2 - CGNC 

Symbol 4754 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1734,90)" 33759 10231

ENSGALP00000013837 CID 200 - 215

heterogeneous nuclear ribonucleoprotein L-

like - CGNC Symbol 6450 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1734,92)" 33226 10232



ENSGALP00000019726 CID 77 - 91

engulfment and cell motility 1 - CGNC 

Symbol 51330 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1734,93)" 13510 10233

ENSGALP00000039965 CID 1,128 - 1,142

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1735,01)" 6818 true 0.99 10234

ENSGALP00000010423 CID 255 - 268

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1735,89)" 1514 10235

ENSGALP00000005271 CID 283 - 298

eukaryotic translation initiation factor 3 

subunit I - CGNC Symbol 2428 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1735,91)" 22125 true 0.75 10236

ENSGALP00000038209 CID 209 - 223

endoplasmic reticulum protein 29 - CGNC 

Symbol 50366 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1735,91)" 5005 10237

ENSGALP00000012967 CID 399 - 414

ankyrin repeat domain 44 - CGNC Symbol 

6051 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1735,91)" 4123 true 1.56 10238

ENSGALP00000038292 CID 36 - 50

cAMP-regulated phosphoprotein 19kDa - 

CGNC Symbol 54805 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1735,98)" 16052 false 10239



ENSGALP00000009528 CID 318 - 333

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1736,00)" 46515 10240

ENSGALP00000037462 CID 292 - 307 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1736,85)" 238842 true 0.93 10241

ENSGALP00000020094 CID 23 - 38

H1 histone family member 0 - CGNC Symbol 

9356 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1736,90)" 18686 10242

ENSGALP00000003357 CID 891 - 904

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1737,80)" 4175 true 0.98 10243

ENSGALP00000024757 CID 30 - 42

ATP synthase H+ transporting mitochondrial 

Fo complex subunit E - CGNC Symbol 11448 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1737,90)" 34366 true 1.06 10244

ENSGALP00000018441 CID 427 - 441

aspartyl aminopeptidase - CGNC Symbol 

8600 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1737,92)" 5801 true 1.36 10245

ENSGALP00000010157 CID 50 - 65

SON DNA binding protein - CGNC Symbol 

4729 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1737,98)" 459 false 10246



ENSGALP00000027078 CID 444 - 458

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1737,99)" 29665 10247

ENSGALP00000002491 CID 104 - 116

MIS12 kinetochore complex component - 

CGNC Symbol 1136 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1738,85)" 3400 true 1.31 10248

ENSGALP00000040628 CID 156 - 170

NADH:ubiquinone oxidoreductase core 

subunit V1 - CGNC Symbol 123 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1738,86)" 639 true 0.95 10249

ENSGALP00000008346 CID 521 - 536

acyl-CoA synthetase long-chain family 

member 3 - CGNC Symbol 3875 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1738,89)" 4872 true 0.95 10250

ENSGALP00000018410 CID 703 - 717

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1738,98)" 12185 true 1.43 10251

ENSGALP00000000246 CID 934 - 948

YTH domain containing 2 - CGNC Symbol 

106 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1739,92)" 21470 10252

ENSGALP00000002186 CID 94 - 107 WD repeat domain 77 - CGNC Symbol 991 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1739,94)" 8493 true 1.25 10253



ENSGALP00000013964 CID 283 - 297

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1739,95)" 5114 10254

ENSGALP00000038677 CID 117 - 130

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1739,97)" 9064 true 1.44 10255

ENSGALP00000021030 CID 3,290 - 3,303

protein kinase DNA-activated catalytic 

polypeptide - CGNC Symbol 49288 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1740,77)" 2608 10256

ENSGALP00000010376 CID 62 - 75

Rac/Cdc42 guanine nucleotide exchange 

factor (GEF) 6 - CGNC Symbol 4852 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1740,83)" 1344 10257

ENSGALP00000012967 CID 523 - 537

ankyrin repeat domain 44 - CGNC Symbol 

6051 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1740,87)" 4994 10258

ENSGALP00000037462 CID 292 - 307 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1740,88)" 217293 10259

ENSGALP00000039265 CID 329 - 343

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1740,94)" 14572 true 0.78 10260



ENSGALP00000002197 CID 413 - 427 gelsolin - CGNC Symbol 49472 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1740,95)" 3548 false 10261

ENSGALP00000018326 CID 1,021 - 1,035 phospholipase C like 2 - HGNC:9064 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1741,87)" 5847 10262

ENSGALP00000000485 CID 1,103 - 1,119

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1741,90)" 4893 true 1.37 10263

ENSGALP00000018441 CID 427 - 441

aspartyl aminopeptidase - CGNC Symbol 

8600 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1741,94)" 12231 10264

ENSGALP00000035143 CID 97 - 112 drebrin like - CGNC Symbol 15268 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1741,95)" 7041 true 1.19 10265

ENSGALP00000013987 CID 692 - 705

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1741,99)" 2261 false 10266

ENSGALP00000042163 CID 424 - 437 seryl-tRNA synthetase - CGNC Symbol 332 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1742,13)" 1327 false 10267



ENSGALP00000007671 CID 173 - 185

family with sequence similarity 129 

member A - CGNC Symbol 3572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1742,75)" 37533 true 0.65 10268

ENSGALP00000002491 CID 104 - 116

MIS12 kinetochore complex component - 

CGNC Symbol 1136 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1742,88)" 4469 10269

ENSGALP00000036816 CID 468 - 481

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1742,93)" 3917 true 0.45 10270

ENSGALP00000039965 CID 1,128 - 1,142

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1743,06)" 8462 true 0.99 10271

ENSGALP00000005453 CID 46 - 60

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1743,77)" 5872 true 0.73 10272

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1743,83)" 1452 10273

ENSGALP00000001332 CID 405 - 418 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1743,84)" 3830 true 1.3 10274



ENSGALP00000043135 CID 5,975 - 5,988 titin - CGNC Symbol 52134 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1743,94)" 135804 false 10275

ENSGALP00000005271 CID 283 - 298

eukaryotic translation initiation factor 3 

subunit I - CGNC Symbol 2428 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1743,94)" 16384 true 0.75 10276

ENSGALP00000002186 CID 94 - 107 WD repeat domain 77 - CGNC Symbol 991 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1743,95)" 8883 10277

ENSGALP00000007174 CID 134 - 148

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1744,01)" 18268 true 0.61 10278

ENSGALP00000041687 CID 514 - 528

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1744,88)" 3812 true 2.4 10279

ENSGALP00000026126 CID 129 - 144 ribosomal protein L8 - CGNC Symbol 12137 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1744,92)" 15953 true 0.65 10280

ENSGALP00000003357 CID 891 - 904

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1745,86)" 4107 true 0.98 10281



ENSGALP00000037185 CID 486 - 499

X-ray repair complementing defective repair 

in Chinese hamster cells 6 - CGNC Symbol 

9044 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1745,87)" 5110 true 1.38 10282

ENSGALP00000000485 CID 1,103 - 1,119

Hsap of 1: AT-rich interaction domain 1A - 

HGNC:11110 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1745,88)" 9155 10283

ENSGALP00000040424 CID 190 - 205

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1745,89)" 5087 true 1.05 10284

ENSGALP00000017958 CID Nov-24 chromobox homolog 3 - CGNC Symbol 8386 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1745,91)" 2678 true 0.92 10285

ENSGALP00000024757 CID 30 - 42

ATP synthase H+ transporting mitochondrial 

Fo complex subunit E - CGNC Symbol 11448 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1745,96)" 40622 true 1.06 10286

ENSGALP00000010157 CID 50 - 65

SON DNA binding protein - CGNC Symbol 

4729 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1746,01)" 1329 false 10287

ENSGALP00000007671 CID 173 - 185

family with sequence similarity 129 

member A - CGNC Symbol 3572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1746,78)" 22614 10288



ENSGALP00000007487 CID 76 - 89

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1746,88)" 2257 true 0.77 10289

ENSGALP00000016978 CID 216 - 229

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1746,92)" 14418 true 1.54 10290

ENSGALP00000018454 CID 237 - 250 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1746,92)" 14418 true 1.54 10291

ENSGALP00000037524 CID 226 - 239 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1746,92)" 14418 true 1.54 10292

ENSGALP00000016447 CID 78 - 92 ribosomal protein S8 - CGNC Symbol 52222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1746,93)" 11501 true 0.92 10293

ENSGALP00000012641 CID 449 - 463 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1746,97)" 914 false 10294

ENSGALP00000027665 CID 44 - 60

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1746,97)" 914 true 1.02 10295



ENSGALP00000004013 CID 92 - 106 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1746,98)" 53702 10296

ENSGALP00000015176 CID 455 - 469

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1746,98)" 53702 true 0.92 10297

ENSGALP00000023081 CID 760 - 775

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1747,77)" 998 true 1.17 10298

ENSGALP00000005453 CID 46 - 60

DnaJ heat shock protein family (Hsp40) 

member C7 - CGNC Symbol 2515 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1747,80)" 3219 10299

ENSGALP00000012691 CID 95 - 108

methylthioribulose-1-phosphate 

dehydratase - Refseq NP_001026718 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1747,80)" 1215 true 1.17 10300

ENSGALP00000030147 CID 147 - 160

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1747,84)" 12406 true 1.51 10301

ENSGALP00000013964 CID 283 - 297

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1747,93)" 22245 true 0.91 10302



ENSGALP00000005576 CID 166 - 180

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1747,94)" 3975 false 1.78 10303

ENSGALP00000008498 CID 284 - 299 transketolase - CGNC Symbol 3953 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1747,94)" 3975 true 1.78 10304

ENSGALP00000038677 CID 117 - 130

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1748,01)" 14455 true 1.44 10305

ENSGALP00000007174 CID 134 - 148

SH3-domain GRB2-like endophilin B1 - 

CGNC Symbol 4722 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1748,03)" 6835 10306

ENSGALP00000016361 CID 200 - 213

ribosomal protein S3A - CGNC Symbol 

51748 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1748,88)" 337861 true 1.04 10307

ENSGALP00000012199 CID 237 - 251 glutaminase - CGNC Symbol 5698 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1748,89)" 4309 false 10308

ENSGALP00000025563 CID 872 - 885

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1748,89)" 4309 10309



ENSGALP00000042497 CID 460 - 473

RAR-related orphan receptor C - CGNC 

Symbol 58847 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1748,89)" 64999 10310

ENSGALP00000041687 CID 514 - 528

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1748,90)" 9927 10311

ENSGALP00000040653 CID 83 - 96

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1748,98)" 105363 true 2.39 10312

ENSGALP00000039265 CID 329 - 343

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1748,98)" 6292 true 1.26 10313

ENSGALP00000037708 CID 113 - 127

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1748,98)" 10106 true 1.2 10314

ENSGALP00000006213 CID 4,197 - 4,211

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1749,00)" 4512 false 10315

ENSGALP00000038979 CID 825 - 839

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1749,00)" 5436 false 10316



ENSGALP00000002808 CID 275 - 287

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1749,73)" 10843 true 1.3 10317

ENSGALP00000037185 CID 486 - 499

X-ray repair complementing defective repair 

in Chinese hamster cells 6 - CGNC Symbol 

9044 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1749,90)" 8464 10318

ENSGALP00000017502 CID 291 - 307

single stranded DNA binding protein 3 - 

CGNC Symbol 8192 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1749,92)" 11604 true 1.73 10319

ENSGALP00000003234 CID 1,816 - 1,829

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1750,03)" 2933 false 10320

ENSGALP00000007680 CID 177 - 193 ribosomal protein L6 - CGNC Symbol 48978 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1750,05)" 7526 true 2.35 10321

ENSGALP00000019816 CID 325 - 340

HERPUD family member 2 - CGNC Symbol 

9218 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1750,82)" 1021 true 1.15 10322

ENSGALP00000014105 CID 169 - 184

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1750,89)" 3386 true 1.13 10323



ENSGALP00000004871 CID 437 - 450

asparaginyl-tRNA synthetase - CGNC 

Symbol 2238 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1750,89)" 5780 true 1.13 10324

ENSGALP00000040758 CID 330 - 345

Hsap of 1: DEAD-box helicase 41 - 

HGNC:18674 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1750,91)" 12690 true 1.12 10325

ENSGALP00000025600 CID 112 - 126

2 4-dienoyl CoA reductase 1 mitochondrial - 

CGNC Symbol 11873 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1750,93)" 19992 true 1.19 10326

ENSGALP00000008171 CID 1,113 - 1,126

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1750,95)" 27917 10327

ENSGALP00000016978 CID 216 - 229

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1750,95)" 27917 10328

ENSGALP00000037524 CID 226 - 239 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1750,95)" 27917 10329

ENSGALP00000018454 CID 237 - 250 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1750,95)" 27917 10330



ENSGALP00000016447 CID 78 - 92 ribosomal protein S8 - CGNC Symbol 52222 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1750,95)" 10608 10331

ENSGALP00000015176 CID 455 - 469

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1751,00)" 89551 10332

ENSGALP00000008299 CID 729 - 743

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1751,04)" 13908 false 10333

ENSGALP00000023081 CID 760 - 775

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1751,80)" 1170 10334

ENSGALP00000012691 CID 95 - 108

methylthioribulose-1-phosphate 

dehydratase - Refseq NP_001026718 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1751,83)" 3935 10335

ENSGALP00000026487 CID 248 - 262

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1751,86)" 3972 false 10336

ENSGALP00000030147 CID 147 - 160

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1751,86)" 21073 10337



ENSGALP00000041725 CID 142 - 157

Hsap of 1: secretory carrier membrane 

protein 3 - HGNC:10565 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1751,87)" 2312 true 1.23 10338

ENSGALP00000003139 CID 357 - 372

glutamate dehydrogenase 1 - CGNC Symbol 

52002 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1751,91)" 20505 true 2.98 10339

ENSGALP00000007728 CID 64 - 82

Y box binding protein 1 - CGNC Symbol 

3598 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1751,93)" 9513 true 0.38 10340

ENSGALP00000019569 CID 18 - 32

suppression of tumorigenicity 13 (colon 

carcinoma) (Hsp70 interacting protein) - 

CGNC Symbol 50650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1751,96)" 21461 true 2.29 10341

ENSGALP00000008498 CID 284 - 299 transketolase - CGNC Symbol 3953 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1751,97)" 7089 10342

ENSGALP00000018856 CID 20 - 33

MOB kinase activator 1B - CGNC Symbol 

8797 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1752,03)" 2964 false 10343

ENSGALP00000015722 CID 38 - 51 histone PARylation factor 1 - HGNC:26051 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1752,81)" 2635 true 0.74 10344



ENSGALP00000037462 CID 292 - 307 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1752,85)" 34982 true 1.73 10345

ENSGALP00000020185 CID Jun-20

Gallus gallus chromosome 5 open reading 

frame human C14orf166 (C5H14ORF166) 

mRNA. - RefSeq mRNA NM_205369 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1752,85)" 34289 10346

ENSGALP00000013862 CID 1,131 - 1,146

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1752,86)" 12195 true 0.72 10347

ENSGALP00000033974 CID 37 - 50

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1752,90)" 23728 10348

ENSGALP00000006414 CID 95 - 108

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1752,90)" 23728 true 1.21 10349

ENSGALP00000016361 CID 200 - 213

ribosomal protein S3A - CGNC Symbol 

51748 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1752,91)" 330569 10350

ENSGALP00000013964 CID 337 - 350

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1752,91)" 82844 true 1.17 10351



ENSGALP00000022436 CID 282 - 295 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1752,91)" 82844 true 1.17 10352

ENSGALP00000002522 CID Aug-21

complement component 1 q subcomponent 

binding protein - CGNC Symbol 1156 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1752,92)" 1869 true 0.95 10353

ENSGALP00000026126 CID 129 - 144 ribosomal protein L8 - CGNC Symbol 12137 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1752,97)" 8952 true 0.65 10354

ENSGALP00000009341 CID 72 - 86

high density lipoprotein binding protein - 

CGNC Symbol 4348 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1752,98)" 22136 true 0.48 10355

ENSGALP00000002808 CID 275 - 287

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1753,75)" 14053 10356

ENSGALP00000017341 CID 99 - 111

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1753,82)" 856 true 1.49 10357

ENSGALP00000023081 CID 650 - 665

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1753,85)" 9274 true 1.1 10358



ENSGALP00000040424 CID 190 - 205

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1753,93)" 3366 true 1.05 10359

ENSGALP00000017502 CID 291 - 307

single stranded DNA binding protein 3 - 

CGNC Symbol 8192 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1753,94)" 21060 10360

ENSGALP00000015623 CID 799 - 814

glutamyl-prolyl-tRNA synthetase - CGNC 

Symbol 7307 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1754,02)" 1054 false 10361

ENSGALP00000007680 CID 177 - 193 ribosomal protein L6 - CGNC Symbol 48978 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1754,09)" 5822 10362

ENSGALP00000004576 CID 276 - 293

TAR DNA binding protein - CGNC Symbol 

2099 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1754,81)" 37717 true 1.6 10363

ENSGALP00000021795 CID 129 - 143 DNA ligase 1 - HGNC:6598 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1754,81)" 2238 true 1.61 10364

ENSGALP00000003914 CID 441 - 457

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1754,82)" 9943 false 1.73 10365



ENSGALP00000000924 CID 106 - 121

acyl-CoA thioesterase 7 - CGNC Symbol 

50978 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1754,82)" 9943 true 1.73 10366

ENSGALP00000007265 CID 61 - 74

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1754,91)" 12770 10367

ENSGALP00000042403 CID 138 - 152

uncharacterized protein LOC424740 - 

Refseq NP_001026471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1754,93)" 1746 false 10368

ENSGALP00000007487 CID 76 - 89

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1754,93)" 1746 true 0.77 10369

ENSGALP00000043135 CID 26,671 - 26,685 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1754,96)" 9525 false 10370

ENSGALP00000039818 CID 47 - 61

pre-mRNA processing factor 3 - CGNC 

Symbol 52857 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1754,96)" 1965 false 10371

ENSGALP00000036816 CID 468 - 481

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1755,01)" 1771 true 0.45 10372



ENSGALP00000027665 CID 44 - 60

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1755,02)" 929 true 1.02 10373

ENSGALP00000026130 CID 633 - 647

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1755,85)" 4338 true 1.28 10374

ENSGALP00000041725 CID 142 - 157

Hsap of 1: secretory carrier membrane 

protein 3 - HGNC:10565 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1755,90)" 2836 10375

ENSGALP00000022004 CID 92 - 105 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1755,91)" 5099 true 1.26 10376

ENSGALP00000003139 CID 357 - 372

glutamate dehydrogenase 1 - CGNC Symbol 

52002 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1755,93)" 85063 10377

ENSGALP00000021957 CID 992 - 1,005

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1755,98)" 58375 false 2.29 10378

ENSGALP00000019569 CID 18 - 32

suppression of tumorigenicity 13 (colon 

carcinoma) (Hsp70 interacting protein) - 

CGNC Symbol 50650 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1755,98)" 58375 10379



ENSGALP00000013964 CID 283 - 297

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1755,98)" 21681 true 0.91 10380

ENSGALP00000041974 CID 108 - 122

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1756,00)" 2037 10381

ENSGALP00000043331 CID 320 - 332 topoisomerase (DNA) I - CGNC Symbol 2691 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1756,78)" 6461 true 0.99 10382

ENSGALP00000023856 CID 48 - 62

Gallus gallus N(alpha)-acetyltransferase 50 

NatE catalytic subunit (NAA50) mRNA. - 

RefSeq mRNA NM_001030778 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1756,85)" 3632 true 1.01 10383

ENSGALP00000007934 CID 347 - 361

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1756,85)" 1398 true 0.72 10384

ENSGALP00000037462 CID 292 - 307 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1756,87)" 24127 10385

ENSGALP00000013862 CID 1,131 - 1,146

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1756,89)" 13275 10386



ENSGALP00000039575 CID Feb-15

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1756,90)" 526 true 1.36 10387

ENSGALP00000014596 CID Feb-15

guanine nucleotide binding protein (G 

protein) beta polypeptide 4 - CGNC Symbol 

6824 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1756,90)" 526 false 1.36 10388

ENSGALP00000009341 CID 72 - 86

high density lipoprotein binding protein - 

CGNC Symbol 4348 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1756,99)" 8283 10389

ENSGALP00000040653 CID 83 - 96

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1757,03)" 257608 true 2.39 10390

ENSGALP00000037708 CID 113 - 127

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1757,03)" 12876 true 1.2 10391

ENSGALP00000023081 CID 650 - 665

Gallus gallus suppressor of Ty 5 homolog (S. 

cerevisiae) (SUPT5H) mRNA. - RefSeq mRNA 

NM_001031384 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1757,87)" 10191 10392

ENSGALP00000025921 CID 87 - 101

RAD21 cohesin complex component - CGNC 

Symbol 12049 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1757,91)" 26544 true 1.67 10393



ENSGALP00000007822 CID 224 - 239

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1757,94)" 2273 true 3.25 10394

ENSGALP00000041756 CID 33 - 48

Parkinsonism associated deglycase - 

HGNC:16369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1757,96)" 4161 true 1.94 10395

ENSGALP00000017958 CID Nov-24 chromobox homolog 3 - CGNC Symbol 8386 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1757,99)" 2452 true 0.92 10396

ENSGALP00000019031 CID 392 - 406 albumin - CGNC Symbol 14106 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1758,03)" 14009 false 10397

ENSGALP00000009821 CID 79 - 93

ribosomal protein S13 - CGNC Symbol 

49921 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1758,03)" 14009 true 0.83 10398

ENSGALP00000004576 CID 276 - 293

TAR DNA binding protein - CGNC Symbol 

2099 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1758,80)" 25817 10399

ENSGALP00000001456 CID 481 - 495

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1758,81)" 8694 true 1.17 10400



ENSGALP00000000924 CID 106 - 121

acyl-CoA thioesterase 7 - CGNC Symbol 

50978 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1758,84)" 18682 10401

ENSGALP00000001964 CID 122 - 136 ABI family member 3 - CGNC Symbol 878 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1758,90)" 9385 true 0.67 10402

ENSGALP00000043135 CID 738 - 753 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1758,92)" 2284 true 1.06 10403

ENSGALP00000003060 CID 147 - 161

pre-mRNA processing factor 38B - CGNC 

Symbol 1397 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1758,93)" 8733 true 1.63 10404

ENSGALP00000018382 CID 446 - 459

early endosome antigen 1 - CGNC Symbol 

8572 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1758,94)" 5541 false 2.57 10405

ENSGALP00000014105 CID 169 - 184

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 5 - CGNC Symbol 6586 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1758,94)" 5541 true 1.13 10406

ENSGALP00000026015 CID 34 - 49

ribosomal protein large P1 - CGNC Symbol 

49724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1758,95)" 11910 true 1.42 10407



ENSGALP00000020445 CID 1,220 - 1,234

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1758,96)" 1470 true 2.57 10408

ENSGALP00000040758 CID 330 - 345

Hsap of 1: DEAD-box helicase 41 - 

HGNC:18674 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1758,97)" 20297 true 1.12 10409

ENSGALP00000036816 CID 692 - 706

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1758,98)" 4419 true 0.74 10410

ENSGALP00000025600 CID 112 - 126

2 4-dienoyl CoA reductase 1 mitochondrial - 

CGNC Symbol 11873 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1758,98)" 23884 true 1.19 10411

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1759,84)" 2165 10412

ENSGALP00000026130 CID 633 - 647

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1759,88)" 5533 10413

ENSGALP00000022004 CID 92 - 105 tropomyosin 3 - HGNC:12012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1759,93)" 6409 10414



ENSGALP00000006213 CID 548 - 564

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1759,98)" 3764 true 0.9 10415

ENSGALP00000019931 CID 412 - 426

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1759,98)" 3764 false 0.9 10416

ENSGALP00000023856 CID 48 - 62

Gallus gallus N(alpha)-acetyltransferase 50 

NatE catalytic subunit (NAA50) mRNA. - 

RefSeq mRNA NM_001030778 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1760,88)" 3652 10417

ENSGALP00000039575 CID Feb-15

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1760,92)" 715 true 1.36 10418

ENSGALP00000039931 CID 265 - 280

proteasome 26S subunit non-ATPase 11 - 

CGNC Symbol 17043 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1760,94)" 1681 false 10419

ENSGALP00000013640 CID 162 - 176

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

1 - CGNC Symbol 49774 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1760,95)" 5167 true 0.89 10420

ENSGALP00000006414 CID 95 - 108

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1760,95)" 24207 true 1.21 10421



ENSGALP00000022436 CID 282 - 295 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1760,96)" 110439 true 1.17 10422

ENSGALP00000013964 CID 337 - 350

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1760,96)" 110439 true 1.17 10423

ENSGALP00000002522 CID Aug-21

complement component 1 q subcomponent 

binding protein - CGNC Symbol 1156 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1760,98)" 1785 true 0.95 10424

ENSGALP00000017556 CID 45 - 58 legumain - CGNC Symbol 8216 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1761,86)" 25880 true 0.72 10425

ENSGALP00000017341 CID 99 - 111

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1761,89)" 2269 true 1.49 10426

ENSGALP00000025921 CID 87 - 101

RAD21 cohesin complex component - CGNC 

Symbol 12049 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1761,90)" 40650 10427

ENSGALP00000017250 CID 246 - 259

solute carrier family 25 (mitochondrial 

carrier adenine nucleotide translocator) 

member 4 - CGNC Symbol 51774 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1761,90)" 40650 10428



ENSGALP00000006366 CID 194 - 210

apoptosis-inducing factor mitochondrion-

associated 1 - CGNC Symbol 2941 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1761,97)" 30651 false 3.25 10429

ENSGALP00000007822 CID 224 - 239

coronin actin binding protein 1C - CGNC 

Symbol 50369 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1761,97)" 30651 10430

ENSGALP00000023395 CID 77 - 92

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1761,97)" 30651 false 10431

ENSGALP00000001456 CID 481 - 495

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1762,83)" 10174 10432

ENSGALP00000001964 CID 122 - 136 ABI family member 3 - CGNC Symbol 878 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1762,92)" 4041 10433

ENSGALP00000036655 CID 34 - 48 syntaxin 7 - CGNC Symbol 2118 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1762,94)" 20005 true 0.14 10434

ENSGALP00000030147 CID 65 - 78

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1762,94)" 9502 true 1.29 10435



ENSGALP00000003060 CID 147 - 161

pre-mRNA processing factor 38B - CGNC 

Symbol 1397 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1762,96)" 12851 10436

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle growth 

5 homolog (mouse) - CGNC Symbol 52069 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1763,83)" 19814 true 1.64 10437

ENSGALP00000012765 CID 117 - 129

SMAD family member 3 - CGNC Symbol 

5954 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1763,86)" 4735 false 10438

ENSGALP00000026558 CID 1,028 - 1,044

ATPase family AAA domain containing 2B - 

HGNC:29230 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1763,93)" 15254 true 0.71 10439

ENSGALP00000018382 CID 832 - 846

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1763,98)" 1825 10440

ENSGALP00000006213 CID 548 - 564

ubiquitin protein ligase E3 component n-

recognin 4 - CGNC Symbol 51004 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1763,99)" 3382 10441

ENSGALP00000006018 CID 601 - 616

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1763,99)" 8274 false 10442



ENSGALP00000021034 CID 625 - 639

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1764,01)" 17664 true 1.39 10443

ENSGALP00000000933 CID 67 - 82

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1764,75)" 2948 true 0.8 10444

ENSGALP00000043331 CID 320 - 332 topoisomerase (DNA) I - CGNC Symbol 2691 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1764,84)" 6392 true 0.99 10445

ENSGALP00000020439 CID 261 - 275

eukaryotic translation initiation factor 3 

subunit D - CGNC Symbol 56714 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1764,93)" 2612 false 10446

ENSGALP00000038753 CID 853 - 868 coronin 7 - CGNC Symbol 50317 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1764,97)" 1504 true 1.21 10447

ENSGALP00000013724 CID 260 - 274

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1765,87)" 1322 true 1.46 10448

ENSGALP00000017556 CID 45 - 58 legumain - CGNC Symbol 8216 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1765,89)" 17748 10449



ENSGALP00000010409 CID 425 - 439

sphingomyelin phosphodiesterase 4 - CGNC 

Symbol 4864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1765,98)" 3036 true 0.73 10450

ENSGALP00000041756 CID 33 - 48

Parkinsonism associated deglycase - 

HGNC:16369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1766,01)" 10583 true 1.94 10451

ENSGALP00000008279 CID 26 - 41 mitochondrial carrier 2 - CGNC Symbol 3845 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1766,03)" 22683 true 0.97 10452

ENSGALP00000043088 CID 20 - 34

proteasome (prosome macropain) 26S 

subunit non-ATPase 4 - CGNC Symbol 

59257 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1766,91)" 3706 false 10453

ENSGALP00000042497 CID 99 - 112

RAR-related orphan receptor C - CGNC 

Symbol 58847 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1766,94)" 17824 10454

ENSGALP00000020445 CID 1,220 - 1,234

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1767,00)" 8088 true 2.57 10455

ENSGALP00000026015 CID 34 - 49

ribosomal protein large P1 - CGNC Symbol 

49724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1767,01)" 21737 true 1.42 10456



ENSGALP00000035717 CID 184 - 198

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1767,03)" 1693 true 1.14 10457

ENSGALP00000026558 CID 1,028 - 1,044

ATPase family AAA domain containing 2B - 

HGNC:29230 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1767,95)" 8504 10458

ENSGALP00000010305 CID 91 - 105

v-crk avian sarcoma virus CT10 oncogene 

homolog-like - CGNC Symbol 4810 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1767,98)" 3297 true 1.98 10459

ENSGALP00000021034 CID 625 - 639

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1768,03)" 24740 10460

P35908 CID 525 - 544

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1768,74)" 2090 true 0.56 10461

ENSGALP00000000933 CID 67 - 82

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1768,77)" 2373 10462

ENSGALP00000023288 CID 75 - 89

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1768,82)" 49172 true 1.15 10463



ENSGALP00000012145 CID Feb-15

structure specific recognition protein 1 - 

CGNC Symbol 49844 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1768,84)" 1032 true 0.89 10464

ENSGALP00000016182 CID 597 - 611

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1768,87)" 1777 true 0.7 10465

ENSGALP00000012246 CID 416 - 431

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1768,92)" 5294 false 10466

ENSGALP00000029968 CID 178 - 193 ribosomal protein L3 - CGNC Symbol 50654 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1768,92)" 5294 false 0.51 10467

ENSGALP00000037866 CID 50 - 64

ornithine aminotransferase - CGNC Symbol 

52788 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1768,95)" 18971 10468

ENSGALP00000019469 CID 64 - 80 ribosomal protein SA - CGNC Symbol 49202 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1768,98)" 2095 true 0.8 10469

ENSGALP00000027015 CID 854 - 870

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1769,04)" 11402 false 10470



ENSGALP00000021708 CID 145 - 160

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1769,04)" 11402 true 1.4 10471

ENSGALP00000021927 CID 57 - 71

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1769,78)" 2120 false 10472

ENSGALP00000035780 CID 1,787 - 1,802

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1769,87)" 1948 false 10473

ENSGALP00000013724 CID 260 - 274

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1769,89)" 2930 10474

ENSGALP00000003152 CID 234 - 248

adenosylhomocysteinase - CGNC Symbol 

1443 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1770,01)" 6650 true 1.7 10475

ENSGALP00000008279 CID 26 - 41 mitochondrial carrier 2 - CGNC Symbol 3845 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1770,05)" 20092 10476

ENSGALP00000002822 CID 338 - 354

glyoxylate reductase 1 homolog - CGNC 

Symbol 52955 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1770,11)" 8069 false 10477



ENSGALP00000019975 CID 616 - 631

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1770,84)" 29321 true 1.61 10478

ENSGALP00000014596 CID Feb-15

guanine nucleotide binding protein (G 

protein) beta polypeptide 4 - CGNC Symbol 

6824 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1770,86)" 1266 10479

ENSGALP00000003205 CID Oct-25

signal recognition particle 68kDa - CGNC 

Symbol 1465 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1770,88)" 26340 true 0.88 10480

ENSGALP00000012145 CID 547 - 560

structure specific recognition protein 1 - 

CGNC Symbol 49844 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1770,94)" 4224 10481

ENSGALP00000008128 CID 967 - 981 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1770,97)" 125588 true 0.45 10482

ENSGALP00000036816 CID 692 - 706

structural maintenance of chromosomes 2 - 

CGNC Symbol 11704 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1771,05)" 1748 true 0.74 10483

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1771,85)" 295818 true 2.58 10484



ENSGALP00000020874 CID 837 - 850

pre-mRNA processing factor 4B - CGNC 

Symbol 9712 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1771,88)" 1364 false 10485

ENSGALP00000037462 CID 145 - 160 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1771,92)" 5966 true 0.92 10486

ENSGALP00000010305 CID 91 - 105

v-crk avian sarcoma virus CT10 oncogene 

homolog-like - CGNC Symbol 4810 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1772,00)" 8456 10487

ENSGALP00000006939 CID 143 - 158 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1772,00)" 6032 false 10488

ENSGALP00000008236 CID 825 - 839

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1772,01)" 679 false 10489

P35908 CID 525 - 544

Keratin, type II cytoskeletal 2 epidermal 

OS=Homo sapiens GN=KRT2 PE=1 SV=2 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1772,76)" 903 10490

ENSGALP00000023288 CID 75 - 89

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1772,85)" 60110 10491



ENSGALP00000007936 CID 599 - 613

Bruton agammaglobulinemia tyrosine 

kinase - CGNC Symbol 3685 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1772,90)" 12229 true 0.34 10492

ENSGALP00000008236 CID 177 - 192

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1772,92)" 44003 true 1.28 10493

ENSGALP00000005832 CID 313 - 330 nucleoporin 155kDa - CGNC Symbol 2697 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1772,98)" 3600 true 0.82 10494

ENSGALP00000019469 CID 64 - 80 ribosomal protein SA - CGNC Symbol 49202 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1773,00)" 1684 10495

ENSGALP00000038753 CID 853 - 868 coronin 7 - CGNC Symbol 50317 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1773,01)" 1818 true 1.21 10496

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle growth 

5 homolog (mouse) - CGNC Symbol 52069 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1773,82)" 31476 10497

ENSGALP00000005037 CID 220 - 234

TSR1 ribosome maturation factor - 

HGNC:25542 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1773,98)" 834 true 0.95 10498



ENSGALP00000027078 CID 389 - 402

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1773,98)" 834 false 10499

ENSGALP00000010409 CID 425 - 439

sphingomyelin phosphodiesterase 4 - CGNC 

Symbol 4864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1774,04)" 1364 true 0.73 10500

ENSGALP00000020154 CID 14 - 28

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1774,81)" 1520 true 0.89 10501

ENSGALP00000001803 CID 135 - 148

debranching RNA lariats 1 - CGNC Symbol 

809 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1774,86)" 17434 true 1.04 10502

ENSGALP00000019975 CID 616 - 631

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1774,87)" 48013 10503

ENSGALP00000008738 CID 758 - 772

phospholipase C gamma 2 

(phosphatidylinositol-specific) - CGNC 

Symbol 4062 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1774,90)" 2649 true 1.74 10504

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1774,92)" 14737 true 1.35 10505



ENSGALP00000014641 CID 99 - 113

endothelial differentiation related factor 1 - 

CGNC Symbol 6846 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1774,95)" 4945 true 1.14 10506

ENSGALP00000008128 CID 967 - 981 nucleoporin 210kDa - CGNC Symbol 3777 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1774,99)" 47112 10507

ENSGALP00000030147 CID 65 - 78

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1775,02)" 12240 true 1.29 10508

ENSGALP00000015246 CID 157 - 171 peroxiredoxin 3 - CGNC Symbol 7123 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1775,05)" 19999 10509

ENSGALP00000035717 CID 184 - 198

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1775,09)" 5761 true 1.14 10510

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1775,84)" 1369 10511

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1775,87)" 781521 10512



ENSGALP00000004180 CID 166 - 181 WD repeat domain 5 - CGNC Symbol 50449 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1775,92)" 19428 true 1.33 10513

ENSGALP00000013240 CID 2,178 - 2,192

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1775,94)" 5515 10514

ENSGALP00000037462 CID 145 - 160 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1775,94)" 5515 10515

ENSGALP00000003908 CID 682 - 697

Gallus gallus ring finger protein 123 

(RNF123) mRNA. - RefSeq mRNA 

NM_001293314 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1775,96)" 6026 false 10516

ENSGALP00000029968 CID 178 - 193 ribosomal protein L3 - CGNC Symbol 50654 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1776,96)" 3735 true 0.51 10517

ENSGALP00000040734 CID 541 - 556 polybromo 1 - CGNC Symbol 1102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1776,97)" 8436 false 0.86 10518

ENSGALP00000021472 CID 266 - 283 fumarate hydratase - CGNC Symbol 9939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1776,97)" 8436 true 0.86 10519



ENSGALP00000017958 CID 117 - 132 chromobox homolog 3 - CGNC Symbol 8386 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1776,97)" 2976 false 10520

ENSGALP00000001655 CID 206 - 219

proteasome (prosome macropain) subunit 

beta type 7 - CGNC Symbol 49143 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1776,98)" 6117 true 2.33 10521

ENSGALP00000016080 CID 967 - 981

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1776,99)" 1421 false 10522

ENSGALP00000005832 CID 313 - 330 nucleoporin 155kDa - CGNC Symbol 2697 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1777,01)" 1455 10523

ENSGALP00000000224 CID 65 - 80

proliferating cell nuclear antigen - CGNC 

Symbol 92 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1777,01)" 1455 false 0.76 10524

ENSGALP00000021708 CID 145 - 160

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1777,09)" 15994 true 1.4 10525

ENSGALP00000020666 CID 343 - 356 DEK proto-oncogene - CGNC Symbol 9623 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1777,78)" 6986 true 0.81 10526



ENSGALP00000007355 CID 309 - 325 ataxin 2 - CGNC Symbol 3422 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1777,78)" 7702 true 0.89 10527

ENSGALP00000023278 CID 300 - 313

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1777,83)" 25974 true 2.78 10528

ENSGALP00000009665 CID 367 - 380

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1777,84)" 11992 true 1.21 10529

ENSGALP00000017553 CID 96 - 109

basic leucine zipper and W2 domains 2 - 

CGNC Symbol 8215 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1777,87)" 3169 10530

ENSGALP00000005037 CID 220 - 234

TSR1 ribosome maturation factor - 

HGNC:25542 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1777,99)" 793 10531

ENSGALP00000021255 CID 227 - 241

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1778,00)" 8753 false 10532

ENSGALP00000023288 CID 542 - 557

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1778,01)" 26138 true 0.93 10533



ENSGALP00000013843 CID 251 - 265 THO complex 2 - CGNC Symbol 6452 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1778,84)" 2070 10534

ENSGALP00000001803 CID 135 - 148

debranching RNA lariats 1 - CGNC Symbol 

809 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1778,86)" 16824 10535

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1778,87)" 10745 true 2.11 10536

ENSGALP00000018410 CID 214 - 226

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1778,88)" 12344 true 1.74 10537

ENSGALP00000017556 CID 274 - 288 legumain - CGNC Symbol 8216 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1778,88)" 12344 false 1.64 10538

ENSGALP00000005832 CID 909 - 923 nucleoporin 155kDa - CGNC Symbol 2697 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1778,89)" 3629 true 1.59 10539

ENSGALP00000019801 CID 174 - 187 septin 7 - CGNC Symbol 51333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1778,89)" 35713 true 1.41 10540



ENSGALP00000003205 CID Oct-25

signal recognition particle 68kDa - CGNC 

Symbol 1465 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1778,93)" 22360 true 0.88 10541

ENSGALP00000009665 CID 127 - 141

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1779,05)" 96315 true 1.54 10542

ENSGALP00000014260 CID 50 - 64

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1779,91)" 821 true 1.24 10543

ENSGALP00000004180 CID 166 - 181 WD repeat domain 5 - CGNC Symbol 50449 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1779,95)" 34058 10544

ENSGALP00000007101 CID 382 - 397

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1779,95)" 6671 true 0.58 10545

ENSGALP00000035933 CID 211 - 224 cathepsin B - CGNC Symbol 12486 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1780,82)" 14578 true 0.67 10546

ENSGALP00000043331 CID 102 - 116 topoisomerase (DNA) I - CGNC Symbol 2691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1780,84)" 2518 false 10547



ENSGALP00000036720 CID 2,715 - 2,728

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1780,86)" 111272 true 0.89 10548

ENSGALP00000020154 CID 31 - 45

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1780,89)" 5130 true 1.11 10549

ENSGALP00000003423 CID 208 - 221

protein tyrosine phosphatase receptor type 

C - CGNC Symbol 1563 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1780,92)" 2606 false 10550

ENSGALP00000021472 CID 266 - 283 fumarate hydratase - CGNC Symbol 9939 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1780,99)" 6351 10551

ENSGALP00000023833 CID 889 - 903 WD repeat domain 3 - CGNC Symbol 10970 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1781,00)" 5650 false 10552

ENSGALP00000035366 CID 141 - 155

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1781,08)" 13108 false 10553

ENSGALP00000007355 CID 309 - 325 ataxin 2 - CGNC Symbol 3422 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1781,81)" 6874 10554



ENSGALP00000020666 CID 343 - 356 DEK proto-oncogene - CGNC Symbol 9623 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1781,83)" 8317 10555

ENSGALP00000023278 CID 300 - 313

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1781,86)" 111532 10556

ENSGALP00000008399 CID 107 - 122

FYVE RhoGEF and PH domain containing 3 - 

CGNC Symbol 50133 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1781,93)" 1561 false 10557

ENSGALP00000021255 CID 227 - 241

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1781,95)" 38038 true 0.63 10558

ENSGALP00000009037 CID 899 - 914 myosin IG - CGNC Symbol 51252 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1781,97)" 7732 10559

ENSGALP00000023274 CID 1,049 - 1,062

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1782,78)" 1672 true 1.18 10560

ENSGALP00000027304 CID 1,128 - 1,143 LIM domain 7 - CGNC Symbol 12702 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1782,82)" 2821 10561



ENSGALP00000007837 CID 44 - 58

phosphoribosyl pyrophosphate synthetase 

1 - CGNC Symbol 51649 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1782,82)" 2821 true 0.82 10562

ENSGALP00000040890 CID 77 - 93

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1782,90)" 7441 10563

ENSGALP00000005832 CID 909 - 923 nucleoporin 155kDa - CGNC Symbol 2697 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1782,90)" 7441 10564

ENSGALP00000025794 CID 140 - 154

MORC family CW-type zinc finger 3 - CGNC 

Symbol 11977 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1782,95)" 3465 true 0.94 10565

ENSGALP00000006581 CID 351 - 367

DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 

- CGNC Symbol 3039 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1782,97)" 1820 true 0.98 10566

ENSGALP00000039965 CID 62 - 76

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1783,01)" 4404 10567

ENSGALP00000014641 CID 99 - 113

endothelial differentiation related factor 1 - 

CGNC Symbol 6846 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1783,01)" 4404 true 1.14 10568



ENSGALP00000020445 CID 210 - 225

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1783,03)" 76724 true 0.51 10569

ENSGALP00000022545 CID 256 - 270

BCL2-associated transcription factor 1 - 

CGNC Symbol 64987 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1783,86)" 637 false 10570

ENSGALP00000014260 CID 50 - 64

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1783,94)" 1015 10571

ENSGALP00000035478 CID 360 - 375 filamin B beta - CGNC Symbol 49141 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1783,94)" 1015 10572

ENSGALP00000007101 CID 382 - 397

CAP-GLY domain containing linker protein 1 - 

CGNC Symbol 3295 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1783,98)" 3890 10573

ENSGALP00000038155 CID 13 - 29

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1784,02)" 25210 false 10574

ENSGALP00000015409 CID 826 - 840 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1784,06)" 864 false 10575



ENSGALP00000036720 CID 2,715 - 2,728

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1784,89)" 98651 10576

ENSGALP00000043386 CID 206 - 220 Hsap of 1: dynamin 2 - HGNC:2974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1784,92)" 2282 true 0.97 10577

ENSGALP00000008171 CID 1,603 - 1,617

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1784,95)" 21555 true 1.1 10578

ENSGALP00000016102 CID 40 - 54

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1784,96)" 3694 true 1.14 10579

ENSGALP00000001655 CID 206 - 219

proteasome (prosome macropain) subunit 

beta type 7 - CGNC Symbol 49143 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1785,03)" 10422 true 2.33 10580

ENSGALP00000043066 CID 186 - 202

guanosine monophosphate reductase - 

CGNC Symbol 51349 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1785,83)" 6034 false 10581

ENSGALP00000009665 CID 367 - 380

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1785,88)" 10410 true 1.21 10582



ENSGALP00000027078 CID 518 - 532

GRIP and coiled-coil domain containing 2 - 

CGNC Symbol 12608 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1785,93)" 2515 true 1.05 10583

ENSGALP00000023274 CID 1,049 - 1,062

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1786,82)" 1979 10584

ENSGALP00000007837 CID 44 - 58

phosphoribosyl pyrophosphate synthetase 

1 - CGNC Symbol 51649 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1786,86)" 2302 10585

ENSGALP00000018258 CID 236 - 253 Enah/Vasp-like - CGNC Symbol 8513 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1786,90)" 7385 true 1.15 10586

ENSGALP00000001808 CID 42 - 56

cytokine induced apoptosis inhibitor 1 - 

CGNC Symbol 812 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1786,93)" 44192 10587

ENSGALP00000000054 CID 151 - 165 G protein subunit alpha i3 - HGNC:4387 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1786,95)" 7988 true 1.2 10588

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1786,95)" 7988 false 1.2 10589



ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali ventricular 

skeletal slow - CGNC Symbol 49636 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1786,97)" 14180 false 10590

ENSGALP00000025794 CID 140 - 154

MORC family CW-type zinc finger 3 - CGNC 

Symbol 11977 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1786,98)" 2810 10591

ENSGALP00000006581 CID 351 - 367

DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 

- CGNC Symbol 3039 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1786,99)" 1787 10592

ENSGALP00000017347 CID 232 - 247

proteasome 26S subunit ATPase 1 - CGNC 

Symbol 8111 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1787,03)" 14016 false 1.56 10593

ENSGALP00000020445 CID 210 - 225

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1787,06)" 6212 false 12.49* 10594

ENSGALP00000009665 CID 127 - 141

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1787,10)" 161224 true 1.54 10595

ENSGALP00000027015 CID 620 - 635

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1787,11)" 658 10596



ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle growth 

5 homolog (mouse) - CGNC Symbol 52069 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1787,84)" 44894 true 0.55 10597

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1787,85)" 179374 true 2.36 10598

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1787,85)" 6896 true 1.95 10599

ENSGALP00000022600 CID 246 - 262 sarcoglycan beta - CGNC Symbol 10442 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1787,92)" 4783 10600

ENSGALP00000041772 CID 182 - 198

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1788,00)" 1734 false 10601

ENSGALP00000007133 CID 128 - 141

zinc finger CCHC-type containing 8 - CGNC 

Symbol 3310 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1788,77)" 1203 true 1 10602

ENSGALP00000004104 CID 791 - 804

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1788,90)" 28491 true 1.19 10603



ENSGALP00000020154 CID 31 - 45

aspartyl-tRNA synthetase - CGNC Symbol 

9384 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1788,93)" 7140 true 1.11 10604

ENSGALP00000005161 CID 71 - 84

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1788,94)" 11199 true 1.84 10605

ENSGALP00000043386 CID 206 - 220 Hsap of 1: dynamin 2 - HGNC:2974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1788,94)" 5382 10606

ENSGALP00000008171 CID 1,603 - 1,617

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1788,97)" 18914 10607

ENSGALP00000001315 CID 184 - 198

nudC nuclear distribution protein - CGNC 

Symbol 591 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1789,95)" 21713 true 1.43 10608

ENSGALP00000021877 CID 371 - 385 ATPase 13A1 - HGNC:24215 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1789,98)" 1839 true 1.43 10609

ENSGALP00000016080 CID 754 - 769

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1789,98)" 1048 true 1.02 10610



ENSGALP00000023288 CID 542 - 557

poly(A) binding protein cytoplasmic 1 - 

CGNC Symbol 54111 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1790,08)" 24310 true 0.93 10611

ENSGALP00000010358 CID Feb-17

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1790,86)" 4739 true 1.07 10612

ENSGALP00000015988 CID 241 - 256

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1790,88)" 314 10613

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1790,88)" 314 10614

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1790,88)" 314 10615

ENSGALP00000009213 CID 530 - 543

YTH domain family member 1 - CGNC 

Symbol 4283 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1790,88)" 1002 false 10616

ENSGALP00000039504 CID Feb-16

v-rel avian reticuloendotheliosis viral 

oncogene homolog - CGNC Symbol 5934 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1790,90)" 8600 10617



ENSGALP00000008236 CID 86 - 99

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1790,94)" 903 false 10618

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1790,95)" 16509 true 2.11 10619

ENSGALP00000042563 CID 13 - 28

RNA binding motif protein 24 - CGNC 

Symbol 9644 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1790,96)" 9119 false 10620

ENSGALP00000019801 CID 174 - 187 septin 7 - CGNC Symbol 51333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1790,98)" 25138 true 1.41 10621

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

2 - CGNC Symbol 49773 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1791,00)" 4723 10622

ENSGALP00000013987 CID 896 - 911

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1791,00)" 4723 false 10623

ENSGALP00000000054 CID 151 - 165 G protein subunit alpha i3 - HGNC:4387 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1791,00)" 4723 10624



ENSGALP00000020445 CID 210 - 225

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1791,08)" 198379 false 12.49* 10625

ENSGALP00000039235 CID 116 - 132

cold shock domain containing E1 - CGNC 

Symbol 51115 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1791,83)" 10630 true 1.49 10626

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1791,87)" 434352 10627

ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1791,88)" 27270 true 0.85 10628

ENSGALP00000027988 CID Feb-17

Serine/arginine-rich splicing factor 2 - UP 

P30352 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1791,89)" 5210 10629

ENSGALP00000011491 CID 310 - 325

pyruvate dehydrogenase (lipoamide) beta - 

CGNC Symbol 5364 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1791,92)" 6700 true 1.18 10630

ENSGALP00000013963 CID 759 - 774

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1791,95)" 16094 10631



ENSGALP00000039872 CID 266 - 281

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1791,96)" 1849 false 10632

ENSGALP00000035933 CID 211 - 224 cathepsin B - CGNC Symbol 12486 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1792,90)" 6463 true 0.67 10633

ENSGALP00000038979 CID 533 - 547

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1792,92)" 2858 10634

ENSGALP00000005161 CID 71 - 84

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1792,97)" 23716 10635

ENSGALP00000001480 CID 262 - 276 myeloperoxidase - CGNC Symbol 50519 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1792,98)" 6546 10636

ENSGALP00000016102 CID 40 - 54

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 5 - CGNC Symbol 

51742 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1793,03)" 3244 true 1.14 10637

P04264 CID 46 - 65

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1793,76)" 14899 true 1.7 10638



ENSGALP00000021877 CID 371 - 385 ATPase 13A1 - HGNC:24215 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1794,00)" 2621 10639

ENSGALP00000021255 CID 227 - 241

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1794,04)" 23465 true 0.63 10640

ENSGALP00000041481 CID 360 - 376 docking protein 3 - CGNC Symbol 26023 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1794,88)" 4002 true 0.36 10641

ENSGALP00000041687 CID 283 - 297

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1794,89)" 670 10642

ENSGALP00000018258 CID 236 - 253 Enah/Vasp-like - CGNC Symbol 8513 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1794,95)" 8467 true 1.15 10643

ENSGALP00000006604 CID 108 - 123

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1794,96)" 5428 true 0.59 10644

ENSGALP00000009665 CID 127 - 141

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1795,04)" 12699 true 1.34 10645



ENSGALP00000033411 CID Jan-15 ribosomal protein S21 - HGNC:10409 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1795,81)" 111920 10646

ENSGALP00000039235 CID 116 - 132

cold shock domain containing E1 - CGNC 

Symbol 51115 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1795,86)" 17296 10647

ENSGALP00000042430 CID 78 - 92

signal transducer and activator of 

transcription 6 - CGNC Symbol 63933 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1795,89)" 4622 10648

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle growth 

5 homolog (mouse) - CGNC Symbol 52069 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1795,89)" 24050 true 0.55 10649

ENSGALP00000005794 CID 3,305 - 3,321

spen family transcriptional repressor - CGNC 

Symbol 2675 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1795,90)" 3693 true 1.04 10650

ENSGALP00000022734 CID 116 - 130

small glutamine-rich tetratricopeptide 

repeat-containing protein alpha - Refseq 

NP_001026550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1795,90)" 983 true 1.62 10651

ENSGALP00000015356 CID 108 - 124

electron transfer flavoprotein 

dehydrogenase - CGNC Symbol 7179 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1795,92)" 15353 true 1.47 10652



ENSGALP00000011491 CID 310 - 325

pyruvate dehydrogenase (lipoamide) beta - 

CGNC Symbol 5364 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1795,94)" 7928 10653

ENSGALP00000008399 CID 342 - 358

FYVE RhoGEF and PH domain containing 3 - 

CGNC Symbol 50133 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1795,97)" 2350 true 1.89 10654

ENSGALP00000009964 CID 199 - 213

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1796,85)" 787 false 10655

ENSGALP00000013574 CID 194 - 208

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1796,89)" 3036 true 0.84 10656

ENSGALP00000007934 CID 466 - 480

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1796,94)" 24377 true 0.67 10657

ENSGALP00000000634 CID 168 - 181

LCK proto-oncogene Src family tyrosine 

kinase - HGNC:6524 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1796,95)" 34032 false 10658

ENSGALP00000004104 CID 791 - 804

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1796,95)" 34032 true 1.19 10659



ENSGALP00000000316 CID 360 - 375 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1796,96)" 1128 false 10660

ENSGALP00000009669 CID 1,964 - 1,977

dedicator of cytokinesis 11 - CGNC Symbol 

51664 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1797,02)" 2820 false 10661

ENSGALP00000016630 CID 224 - 238

aldo-keto reductase family 1 member A1 

(aldehyde reductase) - CGNC Symbol 7795 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1797,08)" 3479 false 10662

P04264 CID 46 - 65

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1797,79)" 27775 10663

ENSGALP00000016080 CID 754 - 769

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1798,03)" 1069 true 1.02 10664

ENSGALP00000041481 CID 360 - 376 docking protein 3 - CGNC Symbol 26023 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1798,91)" 1444 10665

ENSGALP00000027339 CID 372 - 386

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1798,93)" 9958 true 1.13 10666



ENSGALP00000018454 CID 286 - 301 tubulin alpha 4b - CGNC Symbol 65790 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1799,02)" 85876 false 10667

ENSGALP00000035780 CID 1,101 - 1,117

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1799,86)" 2235 false 10668

ENSGALP00000022734 CID 116 - 130

small glutamine-rich tetratricopeptide 

repeat-containing protein alpha - Refseq 

NP_001026550 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1799,92)" 2338 10669

ENSGALP00000005794 CID 3,305 - 3,321

spen family transcriptional repressor - CGNC 

Symbol 2675 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1799,93)" 3839 10670

ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1799,93)" 18152 true 0.85 10671

ENSGALP00000015356 CID 108 - 124

electron transfer flavoprotein 

dehydrogenase - CGNC Symbol 7179 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1799,94)" 22525 10672

ENSGALP00000014260 CID 284 - 300

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1799,94)" 49968 true 1.48 10673



ENSGALP00000004924 CID 1,118 - 1,134

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1799,99)" 1631 false 10674

ENSGALP00000027015 CID 790 - 804

eukaryotic translation initiation factor 5B - 

CGNC Symbol 12572 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1799,99)" 1631 true 1.62 10675

ENSGALP00000008399 CID 342 - 358

FYVE RhoGEF and PH domain containing 3 - 

CGNC Symbol 50133 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1800,00)" 6743 10676

ENSGALP00000008356 CID 49 - 65

NEDD8 activating enzyme E1 subunit 1 - 

CGNC Symbol 50078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1800,01)" 6279 true 1.75 10677

ENSGALP00000018750 CID 338 - 352

solute carrier family 25 member 3 - CGNC 

Symbol 8748 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1800,04)" 6056 true 0.76 10678

ENSGALP00000013574 CID 194 - 208

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1800,92)" 2552 10679

ENSGALP00000030436 CID 79 - 95 nucleolar protein 7 - CGNC Symbol 9631 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1801,07)" 15102 true 0.88 10680



ENSGALP00000004327 CID 2,030 - 2,046 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1801,80)" 21785 true 0.78 10681

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1801,87)" 8690 true 3.75 10682

ENSGALP00000027391 CID 307 - 323

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1801,88)" 14355 true 1.08 10683

ENSGALP00000032851 CID 299 - 313

solute carrier family 30 (zinc transporter) 

member 7 - CGNC Symbol 14346 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1801,90)" 1596 true 1.04 10684

ENSGALP00000033366 CID 77 - 91

leukocyte ribonuclease A-2 - CGNC Symbol 

52020 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1801,95)" 33120 10685

ENSGALP00000039068 CID 485 - 500

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1801,99)" 9681 true 1.22 10686

ENSGALP00000043196 CID 1,723 - 1,738

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1802,86)" 3353 false 10687



ENSGALP00000009002 CID 696 - 709

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1802,88)" 1846 true 1.03 10688

ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali ventricular 

skeletal slow - CGNC Symbol 49636 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1802,95)" 17471 false 10689

ENSGALP00000027339 CID 372 - 386

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1802,96)" 9128 10690

ENSGALP00000006604 CID 108 - 123

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1802,99)" 2632 true 0.59 10691

ENSGALP00000008082 CID 615 - 629

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1803,02)" 28558 true 1.02 10692

ENSGALP00000009665 CID 127 - 141

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1803,08)" 17046 true 1.34 10693

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1803,84)" 13365 true 3 10694



ENSGALP00000018410 CID 1,520 - 1,535

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1803,84)" 13365 10695

ENSGALP00000009002 CID 816 - 830

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1803,88)" 14849 true 1.28 10696

ENSGALP00000027988 CID Feb-17

Serine/arginine-rich splicing factor 2 - UP 

P30352 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1803,90)" 18546 true 1.09 10697

ENSGALP00000008866 CID 206 - 223

treacle ribosome biogenesis factor 1 - CGNC 

Symbol 4124 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1803,93)" 1701 true 1.08 10698

ENSGALP00000040638 CID 868 - 883 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1803,98)" 6735 true 1.16 10699

ENSGALP00000014260 CID 284 - 300

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1803,99)" 25400 10700

ENSGALP00000027299 CID 109 - 125

ES1 protein homolog mitochondrial-like - 

CGNC Symbol 50857 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1804,01)" 2222 false 10701



ENSGALP00000008356 CID 49 - 65

NEDD8 activating enzyme E1 subunit 1 - 

CGNC Symbol 50078 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1804,03)" 18401 10702

ENSGALP00000022646 CID 508 - 522

erythrocyte membrane protein band 4.1-

like 2 - CGNC Symbol 10465 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1804,93)" 1413 true 0.9 10703

ENSGALP00000016173 CID 147 - 161

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1804,95)" 8746 true 1.42 10704

ENSGALP00000010409 CID 500 - 514

sphingomyelin phosphodiesterase 4 - CGNC 

Symbol 4864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1805,00)" 67778 true 0.92 10705

ENSGALP00000030436 CID 79 - 95 nucleolar protein 7 - CGNC Symbol 9631 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1805,09)" 13315 10706

ENSGALP00000004327 CID 2,030 - 2,046 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1805,83)" 17086 10707

ENSGALP00000005565 CID 157 - 172

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1805,84)" 8142 10708



ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1805,89)" 51168 10709

ENSGALP00000004924 CID 1,250 - 1,266

nuclear receptor corepressor 2 - CGNC 

Symbol 2259 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1805,89)" 51168 10710

ENSGALP00000006278 CID 253 - 268

protein kinase C alpha - CGNC Symbol 

50506 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1805,89)" 51168 false 10711

ENSGALP00000007118 CID 402 - 416

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1805,90)" 16178 false 10712

ENSGALP00000027391 CID 307 - 323

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1805,90)" 16178 10713

ENSGALP00000003187 CID 617 - 632

cytochrome p450 oxidoreductase - CGNC 

Symbol 1457 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1805,94)" 11385 10714

ENSGALP00000016717 CID 87 - 102

mitochondrial ribosomal protein L14 - CGNC 

Symbol 7826 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1805,98)" 20351 false 10715



ENSGALP00000039068 CID 485 - 500

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1806,02)" 3067 10716

ENSGALP00000009002 CID 696 - 709

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1806,90)" 1909 10717

ENSGALP00000003116 CID 398 - 411

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1806,94)" 3886 true 1 10718

ENSGALP00000022626 CID 64 - 78

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1807,04)" 5915 true 0.72 10719

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1807,88)" 21571 10720

ENSGALP00000009002 CID 816 - 830

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1807,90)" 34004 10721

ENSGALP00000027988 CID Feb-17

Serine/arginine-rich splicing factor 2 - UP 

P30352 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1807,92)" 20199 true 1.09 10722



ENSGALP00000013999 CID 485 - 502

NADH:ubiquinone oxidoreductase core 

subunit S1 - CGNC Symbol 6532 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1807,95)" 5722 true 0.76 10723

ENSGALP00000042737 CID 144 - 159

centromere protein T - Refseq 

NP_001263242 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1807,96)" 7030 true 0.73 10724

ENSGALP00000040638 CID 868 - 883 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1808,00)" 5804 10725

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1808,83)" 22607 true 1.31 10726

ENSGALP00000016789 CID 576 - 591

protein phosphatase 1 regulatory subunit 

12A - CGNC Symbol 49610 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1808,91)" 5577 true 1.48 10727

ENSGALP00000022646 CID 508 - 522

erythrocyte membrane protein band 4.1-

like 2 - CGNC Symbol 10465 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1808,95)" 1265 10728

ENSGALP00000008311 CID 696 - 710

SEC24 family member C - CGNC Symbol 

3857 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1809,02)" 2126 false 10729



ENSGALP00000010409 CID 500 - 514

sphingomyelin phosphodiesterase 4 - CGNC 

Symbol 4864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1809,03)" 55118 10730

ENSGALP00000008171 CID 1,719 - 1,733

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1809,88)" 388 false 10731

ENSGALP00000015409 CID 427 - 441 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1809,89)" 8242 true 1.03 10732

ENSGALP00000002008 CID 94 - 108 c-src tyrosine kinase - CGNC Symbol 902 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1809,90)" 2871 true 1.03 10733

ENSGALP00000016173 CID 375 - 390

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1809,91)" 42376 true 1.04 10734

ENSGALP00000037170 CID 821 - 834

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1809,93)" 27282 true 0.99 10735

ENSGALP00000043331 CID 207 - 222 topoisomerase (DNA) I - CGNC Symbol 2691 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1809,95)" 493 false 10736



ENSGALP00000012919 CID 125 - 143

hematological and neurological expressed 1 

- CGNC Symbol 6027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1810,01)" 75271 true 0.9 10737

ENSGALP00000023214 CID 352 - 366

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1810,02)" 102137 true 0.9 10738

ENSGALP00000004866 CID 38 - 52 nudix hydrolase 21 - CGNC Symbol 66135 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1810,04)" 1504 false 10739

ENSGALP00000009681 CID Apr-18

Proteasome subunit alpha type - 

UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 

4513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1810,87)" 1998 10740

ENSGALP00000007705 CID 174 - 190

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1810,88)" 24516 true 0.9 10741

ENSGALP00000001306 CID 428 - 442 SFRS protein kinase 1 - CGNC Symbol 586 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1810,93)" 31384 false 10742

ENSGALP00000016260 CID 91 - 106

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1810,93)" 31384 true 1.32 10743



ENSGALP00000022400 CID Jan-15

Gallus gallus ABRA C-terminal like (ABRACL) 

mRNA. - RefSeq mRNA NM_001302176 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1810,93)" 31384 10744

ENSGALP00000016523 CID 626 - 640

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1810,96)" 6973 true 1.29 10745

ENSGALP00000003740 CID 88 - 104

mitochondrial ribosomal protein S17 - 

CGNC Symbol 1698 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1810,99)" 1870 false 10746

ENSGALP00000008082 CID 615 - 629

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily c member 1 - CGNC Symbol 3752 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1811,08)" 23029 true 1.02 10747

ENSGALP00000033411 CID Jan-15 ribosomal protein S21 - HGNC:10409 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1811,81)" 4221 10748

ENSGALP00000013999 CID 485 - 502

NADH:ubiquinone oxidoreductase core 

subunit S1 - CGNC Symbol 6532 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1811,97)" 4367 10749

ENSGALP00000042737 CID 144 - 159

centromere protein T - Refseq 

NP_001263242 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1811,99)" 5156 10750



ENSGALP00000025476 CID 456 - 469

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1812,81)" 23154 true 1.53 10751

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1812,86)" 29623 10752

ENSGALP00000020867 CID 364 - 378

enoyl-CoA delta isomerase 2 - CGNC Symbol 

9709 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1812,88)" 12791 true 2.29 10753

ENSGALP00000018087 CID 188 - 202

vaccinia related kinase 1 - CGNC Symbol 

8440 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1812,93)" 37887 true 2.29 10754

ENSGALP00000016789 CID 576 - 591

protein phosphatase 1 regulatory subunit 

12A - CGNC Symbol 49610 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1812,93)" 6760 10755

ENSGALP00000017152 CID 155 - 171

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1812,95)" 7799 true 0.82 10756

ENSGALP00000041758 CID 549 - 564

transporter 1 ATP-binding cassette sub-

family B (MDR/TAP) - CGNC Symbol 53176 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1812,96)" 39342 true 2.46 10757



ENSGALP00000016173 CID 147 - 161

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1813,00)" 12427 true 1.42 10758

ENSGALP00000016978 CID 265 - 280

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1813,04)" 350621 false 2.66 10759

ENSGALP00000037524 CID 275 - 290 tubulin alpha 4a - CGNC Symbol 65758 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1813,04)" 350621 true 1.66 10760

ENSGALP00000016173 CID 375 - 390

cleavage and polyadenylation specific factor 

6 - CGNC Symbol 13843 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1813,91)" 20901 10761

ENSGALP00000042598 CID 43 - 58

cyclin-dependent kinase 1 - CGNC Symbol 

2236 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1813,95)" 4034 false 10762

ENSGALP00000012919 CID 125 - 143

hematological and neurological expressed 1 

- CGNC Symbol 6027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1814,05)" 20101 10763

ENSGALP00000023214 CID 352 - 366

DEAH (Asp-Glu-Ala-His) box helicase 15 - 

CGNC Symbol 10712 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1814,06)" 93708 10764



ENSGALP00000007705 CID 174 - 190

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1814,89)" 26185 10765

ENSGALP00000011221 CID 1,254 - 1,268

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1814,93)" 11603 true 0.61 10766

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1814,95)" 91381 true 1.63 10767

ENSGALP00000016523 CID 626 - 640

heat shock protein 90kDa alpha (cytosolic) 

class B member 1 - CGNC Symbol 49691 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1814,99)" 13391 10768

ENSGALP00000022626 CID 64 - 78

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1815,09)" 3576 true 0.72 10769

ENSGALP00000038350 CID 208 - 221 centromere protein N - CGNC Symbol 54347 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1815,89)" 3348 true 1.03 10770

ENSGALP00000014260 CID 284 - 300

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1815,94)" 2346 true 1.17 10771



ENSGALP00000002808 CID 555 - 569

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1815,96)" 1887 false 10772

ENSGALP00000040011 CID 479 - 496

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1815,96)" 1887 false 10773

ENSGALP00000024086 CID 426 - 442

5'-nucleotidase domain containing 1 - CGNC 

Symbol 11115 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1816,83)" 6770 true 1.13 10774

ENSGALP00000025476 CID 456 - 469

heterogeneous nuclear ribonucleoprotein R - 

CGNC Symbol 51033 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1816,84)" 35378 10775

ENSGALP00000020867 CID 364 - 378

enoyl-CoA delta isomerase 2 - CGNC Symbol 

9709 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1816,91)" 39401 10776

ENSGALP00000004104 CID 385 - 398

U2 snRNP-associated SURP domain 

containing - CGNC Symbol 52256 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1816,93)" 12379 10777

ENSGALP00000018087 CID 188 - 202

vaccinia related kinase 1 - CGNC Symbol 

8440 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1816,96)" 80829 10778



ENSGALP00000041758 CID 549 - 564

transporter 1 ATP-binding cassette sub-

family B (MDR/TAP) - CGNC Symbol 53176 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1817,02)" 100240 10779

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1817,86)" 2024 true 2.83 10780

ENSGALP00000012481 CID 205 - 219 ribosomal protein L4 - CGNC Symbol 5828 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1817,93)" 9491 true 1.51 10781

ENSGALP00000015409 CID 427 - 441 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1817,95)" 8496 true 1.03 10782

ENSGALP00000035478 CID 2,420 - 2,435 filamin B beta - CGNC Symbol 49141 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1818,02)" 341 false 10783

ENSGALP00000013174 CID 144 - 156

ribosomal protein S27a - CGNC Symbol 

49483 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1818,84)" 7305 true 1.01 10784

ENSGALP00000019306 CID 123 - 139

LIM domains containing 1 - CGNC Symbol 

8981 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1818,86)" 13702 10785



ENSGALP00000012878 CID 366 - 382

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1818,90)" 1040 false 10786

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1818,90)" 115054 true 1.56 10787

ENSGALP00000015988 CID 241 - 256

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1818,90)" 115054 true 1.56 10788

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1818,90)" 115054 true 1.56 10789

ENSGALP00000011221 CID 1,254 - 1,268

B-TFIID TATA-box binding protein 

associated factor 1 - CGNC Symbol 5235 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1818,95)" 5036 10790

ENSGALP00000011182 CID 316 - 331

ubiquitination factor E4A - CGNC Symbol 

51085 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1818,95)" 2614 10791

ENSGALP00000016260 CID 91 - 106

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1818,98)" 41483 true 1.32 10792



ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1818,99)" 156161 10793

P35527 CID 491 - 513

Keratin, type I cytoskeletal 9 OS=Homo 

sapiens GN=KRT9 PE=1 SV=3 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1819,75)" 11525 true 1.74 10794

ENSGALP00000006604 CID 230 - 247

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1819,86)" 2301 false 10795

ENSGALP00000010423 CID 122 - 135

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1819,90)" 1110 true 1.46 10796

ENSGALP00000004425 CID 542 - 556

metastasis associated 1 - CGNC Symbol 

53548 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1819,93)" 3285 false 10797

ENSGALP00000035973 CID 464 - 480

phosphoribosylglycinamide 

formyltransferase 

phosphoribosylglycinamide synthetase 

phosphoribosylaminoimidazole synthetase - 

CGNC Symbol 49260 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1819,95)" 3075 false 10798

ENSGALP00000014374 CID 126 - 142

malate dehydrogenase 1 - CGNC Symbol 

6725 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1820,04)" 2629 false 10799



ENSGALP00000015027 CID 461 - 475

acyl-CoA binding domain containing 3 - 

CGNC Symbol 7024 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1820,06)" 1876 false 10800

ENSGALP00000000304 CID 346 - 361

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1820,85)" 1562 false 10801

ENSGALP00000024086 CID 426 - 442

5'-nucleotidase domain containing 1 - CGNC 

Symbol 11115 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1820,85)" 7648 10802

ENSGALP00000004687 CID 493 - 507

MAU2 sister chromatid cohesion factor - 

CGNC Symbol 2145 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1820,91)" 16423 true 1.81 10803

ENSGALP00000037708 CID 355 - 369

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1820,92)" 3880 true 0.96 10804

ENSGALP00000012383 CID 252 - 266

ribonucleic acid export 1 - CGNC Symbol 

5777 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1820,97)" 3399 false 10805

ENSGALP00000016182 CID 505 - 521

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1820,98)" 71108 true 0.42 10806



ENSGALP00000017152 CID 155 - 171

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1821,00)" 6404 true 0.82 10807

ENSGALP00000015366 CID 268 - 283

peptidylprolyl isomerase D - CGNC Symbol 

7186 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1821,04)" 3939 10808

ENSGALP00000037524 CID 275 - 290 tubulin alpha 4a - CGNC Symbol 65758 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1821,09)" 582856 true 1.66 10809

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1821,89)" 11395 10810

ENSGALP00000012481 CID 205 - 219 ribosomal protein L4 - CGNC Symbol 5828 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1821,95)" 15808 10811

ENSGALP00000027997 CID 201 - 216

dolichyl-phosphate mannosyltransferase 

polypeptide 1 catalytic subunit - CGNC 

Symbol 13045 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1821,96)" 9164 true 1.15 10812

ENSGALP00000038764 CID 411 - 426

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1821,96)" 9164 false 1.15 10813



ENSGALP00000037170 CID 821 - 834

polymerase (RNA) II (DNA directed) 

polypeptide B 140kDa - CGNC Symbol 8655 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1822,00)" 26993 true 0.99 10814

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1822,94)" 17592 10815

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1822,94)" 17592 10816

ENSGALP00000015988 CID 241 - 256

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1822,94)" 17592 10817

P35527 CID 491 - 513

Keratin, type I cytoskeletal 9 OS=Homo 

sapiens GN=KRT9 PE=1 SV=3 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1823,78)" 20085 10818

ENSGALP00000000885 CID Feb-16

microtubule-associated protein tau - CGNC 

Symbol 389 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1823,84)" 11265 10819

ENSGALP00000011775 CID 1,516 - 1,533

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1823,94)" 1619 false 1.02 10820



ENSGALP00000010423 CID 122 - 135

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1823,94)" 1619 10821

ENSGALP00000011491 CID 271 - 286

pyruvate dehydrogenase (lipoamide) beta - 

CGNC Symbol 5364 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1824,03)" 4001 false 10822

ENSGALP00000007487 CID 94 - 109

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1824,03)" 2025 true 1.46 10823

ENSGALP00000004687 CID 493 - 507

MAU2 sister chromatid cohesion factor - 

CGNC Symbol 2145 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1824,90)" 25129 10824

ENSGALP00000019039 CID 56 - 70

superoxide dismutase 2 mitochondrial - 

CGNC Symbol 8863 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1824,91)" 1386 true 1.54 10825

ENSGALP00000015176 CID 947 - 961

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1824,94)" 1425 true 2.54 10826

ENSGALP00000026076 CID 286 - 302

pyridoxal (pyridoxine vitamin B6) kinase - 

CGNC Symbol 12115 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1824,96)" 9742 true 1.13 10827



ENSGALP00000016182 CID 505 - 521

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1825,01)" 24909 10828

ENSGALP00000020445 CID 910 - 923

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1825,90)" 1024 true 2.15 10829

ENSGALP00000036405 CID 147 - 161

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1825,97)" 8161 true 0.9 10830

ENSGALP00000027997 CID 201 - 216

dolichyl-phosphate mannosyltransferase 

polypeptide 1 catalytic subunit - CGNC 

Symbol 13045 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1826,00)" 6580 10831

ENSGALP00000018309 CID 263 - 279 raftlin lipid raft linker 1 - CGNC Symbol 8540 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1826,85)" 643 true 1.6 10832

ENSGALP00000043135 CID 16,727 - 16,743 titin - CGNC Symbol 52134 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1826,88)" 82533 false 10833

ENSGALP00000024479 CID 115 - 130

DAZ associated protein 1 - CGNC Symbol 

11311 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1826,92)" 41352 true 1.42 10834



ENSGALP00000001456 CID 873 - 888

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1826,92)" 2087 true 1.6 10835

ENSGALP00000003089 CID 678 - 693

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1827,83)" 2251 true 1.12 10836

ENSGALP00000002828 CID 785 - 800

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1827,92)" 1670 true 1.12 10837

ENSGALP00000016660 CID 650 - 666

nuclear autoantigenic sperm protein 

(histone-binding) - CGNC Symbol 7802 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1827,92)" 10990 true 0.92 10838

ENSGALP00000007355 CID 655 - 672 ataxin 2 - CGNC Symbol 3422 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1827,95)" 7558 true 0.78 10839

ENSGALP00000005854 CID 79 - 93

proteasome (prosome macropain) 26S 

subunit non-ATPase 12 - CGNC Symbol 

2706 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1828,00)" 4167 true 1.36 10840

ENSGALP00000000236 CID 543 - 559

antigen peptide transporter 2 - Refseq 

NP_001092827 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1828,04)" 14834 true 2.04 10841



ENSGALP00000015176 CID 947 - 961

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1828,96)" 4355 10842

ENSGALP00000040011 CID 340 - 356

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1828,97)" 1893 true 1.4 10843

ENSGALP00000037708 CID 355 - 369

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1828,97)" 3714 true 0.96 10844

ENSGALP00000007728 CID 23 - 37

Y box binding protein 1 - CGNC Symbol 

3598 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1829,01)" 16492 true 0.38 10845

ENSGALP00000010510 CID 584 - 597

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1829,90)" 166406 true 0.41 10846

ENSGALP00000035366 CID 113 - 127

isocitrate dehydrogenase 2 (NADP+) 

mitochondrial - CGNC Symbol 54127 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1829,96)" 8322 false 10847

ENSGALP00000036405 CID 147 - 161

proteasome 26S subunit ATPase 6 - CGNC 

Symbol 9424 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1830,00)" 5455 10848



ENSGALP00000002352 CID 307 - 322

RNA binding motif protein 39 - CGNC 

Symbol 1071 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1830,02)" 16051 true 1.28 10849

ENSGALP00000013174 CID 144 - 156

ribosomal protein S27a - CGNC Symbol 

49483 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1830,90)" 5620 true 1.01 10850

ENSGALP00000025629 CID 576 - 592

RNA binding motif protein 12B - CGNC 

Symbol 51213 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1830,94)" 22668 true 0.93 10851

ENSGALP00000024479 CID 115 - 130

DAZ associated protein 1 - CGNC Symbol 

11311 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1830,95)" 60189 10852

ENSGALP00000021708 CID Jan-17

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1830,95)" 30701 10853

ENSGALP00000001456 CID 873 - 888

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1830,96)" 6256 10854

ENSGALP00000002482 CID 389 - 404 copine I - CGNC Symbol 50925 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1831,01)" 2424 10855



ENSGALP00000040891 CID 94 - 110

spermatogenesis associated serine rich 2 - 

HGNC:18650 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1831,03)" 531 true 0.77 10856

ENSGALP00000013240 CID 2,228 - 2,244

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1831,05)" 3763 true 0.88 10857

ENSGALP00000003089 CID 678 - 693

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1831,85)" 1349 10858

ENSGALP00000016660 CID 650 - 666

nuclear autoantigenic sperm protein 

(histone-binding) - CGNC Symbol 7802 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1831,95)" 10095 10859

ENSGALP00000023352 CID 573 - 587

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1831,95)" 10095 10860

ENSGALP00000020445 CID 566 - 580

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1831,95)" 10095 10861

ENSGALP00000023319 CID 325 - 339 catalase - CGNC Symbol 51998 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1831,95)" 7516 true 1.18 10862



ENSGALP00000002828 CID 785 - 800

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1831,96)" 8282 10863

ENSGALP00000039011 CID 237 - 251

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1831,99)" 13920 true 0.82 10864

ENSGALP00000021877 CID 187 - 203 ATPase 13A1 - HGNC:24215 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1832,04)" 1521 10865

ENSGALP00000000236 CID 543 - 559

antigen peptide transporter 2 - Refseq 

NP_001092827 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1832,06)" 38689 10866

ENSGALP00000007487 CID 94 - 109

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1832,08)" 4864 true 1.46 10867

ENSGALP00000006778 CID 49 - 65

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1832,82)" 1248 true 1.61 10868

ENSGALP00000005013 CID 77 - 92

core-binding factor beta subunit - CGNC 

Symbol 2299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1832,87)" 1833 true 1.61 10869



ENSGALP00000007237 CID 110 - 123

RNA binding motif protein 22 - CGNC 

Symbol 3366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1832,87)" 10765 true 1.24 10870

ENSGALP00000008236 CID 853 - 868

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1832,90)" 11759 true 0.87 10871

ENSGALP00000009420 CID 610 - 624

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1832,93)" 2710 true 1.61 10872

ENSGALP00000019039 CID 56 - 70

superoxide dismutase 2 mitochondrial - 

CGNC Symbol 8863 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1832,97)" 2139 true 1.54 10873

ENSGALP00000003737 CID 33 - 50 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1832,97)" 88050 true 1.23 10874

ENSGALP00000019299 CID Aug-22

small nuclear ribonucleoprotein D1 

polypeptide - CGNC Symbol 8976 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1832,97)" 33635 false 1.25 10875

ENSGALP00000040011 CID 340 - 356

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1832,99)" 2644 10876



ENSGALP00000026076 CID 286 - 302

pyridoxal (pyridoxine vitamin B6) kinase - 

CGNC Symbol 12115 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1833,01)" 8934 true 1.13 10877

ENSGALP00000024609 CID 45 - 60

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1833,01)" 8934 false 10878

ENSGALP00000012878 CID 200 - 216

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1833,12)" 11349 false 10879

ENSGALP00000011006 CID 535 - 549 catenin beta like 1 - CGNC Symbol 5146 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1833,94)" 2280 false 10880

ENSGALP00000020445 CID 910 - 923

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1833,95)" 3670 true 2.15 10881

ENSGALP00000006523 CID 932 - 946

cell division cycle and apoptosis regulator 1 - 

CGNC Symbol 52027 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1833,99)" 3975 false 10882

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1834,00)" 19554 10883



ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1834,01)" 24547 false 10884

ENSGALP00000038179 CID 300 - 315

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1834,86)" 2809 false 10885

ENSGALP00000005832 CID 296 - 312 nucleoporin 155kDa - CGNC Symbol 2697 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1834,90)" 811 true 1.26 10886

ENSGALP00000003898 CID 102 - 119 matrin 3 - CGNC Symbol 1772 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1834,91)" 6437 true 1.26 10887

ENSGALP00000007523 CID 17 - 32

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1835,81)" 40991 true 0.68 10888

ENSGALP00000017341 CID 418 - 433

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1835,96)" 1369 10889

ENSGALP00000010462 CID 255 - 268

transcription factor 7 (T-cell specific HMG-

box) - CGNC Symbol 49222 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1835,97)" 10008 false 1.18 10890



ENSGALP00000017123 CID 271 - 284

lymphoid enhancer binding factor 1 - CGNC 

Symbol 7997 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1835,97)" 10008 false 1.18 10891

ENSGALP00000021838 CID 125 - 142 RNA binding motif protein 14 - HGNC:14219 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1835,97)" 9772 true 0.66 10892

ENSGALP00000023319 CID 325 - 339 catalase - CGNC Symbol 51998 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1835,99)" 7362 10893

ENSGALP00000007355 CID 655 - 672 ataxin 2 - CGNC Symbol 3422 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1836,00)" 2186 true 0.78 10894

ENSGALP00000005013 CID 77 - 92

core-binding factor beta subunit - CGNC 

Symbol 2299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1836,89)" 2943 10895

ENSGALP00000002828 CID 633 - 646

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1836,95)" 4561 true 1.23 10896

ENSGALP00000011018 CID 1,332 - 1,347

ubiquitin specific peptidase 19 - 

HGNC:12617 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1836,97)" 4040 10897



ENSGALP00000023352 CID 19 - 34

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1837,00)" 121118 false 1.94 10898

ENSGALP00000003737 CID 33 - 50 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1837,00)" 121118 10899

ENSGALP00000023352 CID 19 - 34

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1837,00)" 45065 false 10900

ENSGALP00000000199 CID 1,101 - 1,115

SPT6 homolog histone chaperone - CGNC 

Symbol 75 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1837,00)" 45065 false 10901

ENSGALP00000023188 CID 93 - 108

heterogeneous nuclear ribonucleoprotein 

A/B - CGNC Symbol 49727 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1837,06)" 72880 true 1.25 10902

ENSGALP00000005565 CID 157 - 172

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1837,88)" 13248 true 1.13 10903

ENSGALP00000002352 CID 307 - 322

RNA binding motif protein 39 - CGNC 

Symbol 1071 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1838,07)" 20620 true 1.28 10904



ENSGALP00000010541 CID 141 - 156

transformer 2 beta homolog (Drosophila) - 

CGNC Symbol 49299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1838,91)" 2146 true 1.25 10905

ENSGALP00000003898 CID 102 - 119 matrin 3 - CGNC Symbol 1772 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1838,94)" 9194 10906

ENSGALP00000025629 CID 576 - 592

RNA binding motif protein 12B - CGNC 

Symbol 51213 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1838,99)" 22699 true 0.93 10907

ENSGALP00000007523 CID 17 - 32

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1839,83)" 23599 10908

ENSGALP00000007280 CID 223 - 237

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1839,87)" 3894 true 1.32 10909

ENSGALP00000011491 CID 131 - 146

pyruvate dehydrogenase (lipoamide) beta - 

CGNC Symbol 5364 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1839,94)" 4323 true 2.67 10910

ENSGALP00000012879 CID 114 - 128

splicing factor 3a subunit 1 - CGNC Symbol 

6003 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1839,98)" 3003 true 0.89 10911



ENSGALP00000012878 CID 107 - 123

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1840,00)" 213812 true 1.67 10912

ENSGALP00000016175 CID 196 - 210

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1840,00)" 10105 true 0.56 10913

ENSGALP00000021838 CID 125 - 142 RNA binding motif protein 14 - HGNC:14219 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1840,01)" 1077 10914

ENSGALP00000043256 CID 244 - 259

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1840,01)" 35531 10915

ENSGALP00000018382 CID 1,331 - 1,345

early endosome antigen 1 - CGNC Symbol 

8572 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1840,02)" 4808 10916

ENSGALP00000039265 CID 1,017 - 1,031

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1840,92)" 1585 10917

ENSGALP00000003978 CID 303 - 317

splicing factor 3b subunit 3 - CGNC Symbol 

1817 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1840,92)" 1585 10918



ENSGALP00000007237 CID 110 - 123

RNA binding motif protein 22 - CGNC 

Symbol 3366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1840,92)" 13318 true 1.24 10919

ENSGALP00000008236 CID 853 - 868

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1840,95)" 10265 true 0.87 10920

ENSGALP00000020737 CID 335 - 350 nucleoporin 153kDa - CGNC Symbol 9650 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1840,95)" 6628 false 10921

ENSGALP00000041109 CID 459 - 474

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1840,95)" 100307 true 1.58 10922

ENSGALP00000033974 CID 645 - 661

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1841,02)" 6530 false 10923

ENSGALP00000007728 CID 23 - 37

Y box binding protein 1 - CGNC Symbol 

3598 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1841,08)" 6243 true 0.38 10924

ENSGALP00000030734 CID 168 - 183

microtubule associated monooxygenase 

calponin and LIM domain containing 1 - 

CGNC Symbol 25636 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1841,18)" 634 false 10925



ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1841,98)" 58975 true 0.86 10926

ENSGALP00000010510 CID 584 - 597

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1841,98)" 62950 true 0.41 10927

ENSGALP00000017383 CID 105 - 119 replication protein A3 - CGNC Symbol 8130 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1841,98)" 22212 10928

ENSGALP00000010541 CID 141 - 156

transformer 2 beta homolog (Drosophila) - 

CGNC Symbol 49299 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1842,93)" 3664 10929

ENSGALP00000040891 CID 94 - 110

spermatogenesis associated serine rich 2 - 

HGNC:18650 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1843,10)" 409 true 0.77 10930

ENSGALP00000020445 CID 1,755 - 1,770

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1843,89)" 2791 true 2.09 10931

ENSGALP00000007280 CID 223 - 237

NPL4 homolog ubiquitin recognition factor - 

CGNC Symbol 3388 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1843,90)" 8882 10932



ENSGALP00000013174 CID Dec-27

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1843,97)" 11191 true 1.09 10933

ENSGALP00000008171 CID 1,582 - 1,597

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1843,97)" 11191 10934

ENSGALP00000011491 CID 131 - 146

pyruvate dehydrogenase (lipoamide) beta - 

CGNC Symbol 5364 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1843,98)" 3570 10935

ENSGALP00000024698 CID 13 - 29

PEST proteolytic signal containing nuclear 

protein - CGNC Symbol 11416 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1844,01)" 114119 false 10936

ENSGALP00000005033 CID 21 - 36

NHP2 ribonucleoprotein - CGNC Symbol 

17192 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1844,01)" 18594 true 2.18 10937

ENSGALP00000012878 CID 107 - 123

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1844,02)" 367002 10938

ENSGALP00000039011 CID 237 - 251

ubiquitin specific peptidase 7 (herpes virus-

associated) - CGNC Symbol 5523 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1844,06)" 8845 true 0.82 10939



ENSGALP00000010510 CID 172 - 188

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1844,07)" 704 true 1.96 10940

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1844,07)" 704 false 10941

ENSGALP00000019120 CID 173 - 189

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1844,07)" 704 true 1.96 10942

ENSGALP00000016490 CID 299 - 313

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1844,85)" 1361 true 1.62 10943

ENSGALP00000009709 CID 585 - 600

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1844,94)" 1837 false 10944

ENSGALP00000039758 CID 290 - 304

SAM and SH3 domain containing 3 - CGNC 

Symbol 2900 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1844,95)" 6484 true 1.55 10945

ENSGALP00000041109 CID 459 - 474

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1844,96)" 162037 10946



ENSGALP00000016978 CID 265 - 280

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1845,06)" 4622 false 10947

ENSGALP00000000634 CID 276 - 292

LCK proto-oncogene Src family tyrosine 

kinase - HGNC:6524 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1845,99)" 5621 false 10948

ENSGALP00000005520 CID 59 - 74

aldehyde dehydrogenase 9 family member 

A1 - CGNC Symbol 2550 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1846,04)" 10746 10949

ENSGALP00000021708 CID Jan-17

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1846,95)" 41718 10950

ENSGALP00000019832 CID 210 - 225

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1847,05)" 16744 false 10951

ENSGALP00000021661 CID 582 - 595

lysine (K)-specific demethylase 2A - CGNC 

Symbol 10022 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1847,66)" 8717 true 1.29 10952

ENSGALP00000004108 CID 558 - 574

differentially expressed in FDCP 6 homolog 

(mouse) - CGNC Symbol 1882 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1847,86)" 20086 10953



ENSGALP00000020445 CID 1,755 - 1,770

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1847,91)" 6896 10954

ENSGALP00000003263 CID 80 - 95

charged multivesicular body protein 4B - 

CGNC Symbol 50929 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1847,95)" 1639 false 10955

ENSGALP00000015229 CID 45 - 61

calpain 2 (m/II) large subunit - CGNC 

Symbol 7115 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1847,99)" 3023 10956

ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1847,99)" 141375 true 1.08 10957

ENSGALP00000012879 CID 114 - 128

splicing factor 3a subunit 1 - CGNC Symbol 

6003 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1848,03)" 2179 true 0.89 10958

ENSGALP00000016490 CID 299 - 313

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1848,88)" 2210 10959

ENSGALP00000018087 CID 307 - 320

vaccinia related kinase 1 - CGNC Symbol 

8440 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1848,96)" 52310 true 2.41 10960



ENSGALP00000039758 CID 290 - 304

SAM and SH3 domain containing 3 - CGNC 

Symbol 2900 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1848,97)" 13290 10961

ENSGALP00000025563 CID 604 - 618

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1848,97)" 13290 10962

ENSGALP00000007487 CID 801 - 816

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1849,02)" 2784 true 1.32 10963

ENSGALP00000003012 CID 26 - 44

malate dehydrogenase 2 - CGNC Symbol 

1378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1849,16)" 2982 true 2.07 10964

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1849,81)" 2099 true 1.35 10965

ENSGALP00000018340 CID 428 - 442 SATB homeobox 1 - CGNC Symbol 8550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1849,94)" 20048 10966

ENSGALP00000039553 CID Feb-17

polymerase (DNA directed) epsilon 3 

accessory subunit - CGNC Symbol 6738 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1849,97)" 1935 10967



ENSGALP00000006060 CID 1,050 - 1,066 nucleoporin 214kDa - CGNC Symbol 53184 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1850,03)" 51773 false 10968

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1850,03)" 65532 true 1.7 10969

ENSGALP00000023395 CID 223 - 238

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1850,82)" 34154 true 2.02 10970

ENSGALP00000005129 CID 508 - 524

CWF19-like 1 cell cycle control (S. pombe) - 

CGNC Symbol 2360 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1850,91)" 1570 true 1.63 10971

ENSGALP00000041816 CID 133 - 148 calcium binding protein 39 - HGNC:20292 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1850,92)" 3025 true 1.28 10972

ENSGALP00000043196 CID 900 - 917

marker of proliferation Ki-67 - CGNC Symbol 

16321 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1850,96)" 53398 true 0.96 10973

ENSGALP00000008227 CID Feb-19

family with sequence similarity 96 member 

B - CGNC Symbol 3821 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1851,03)" 3325 true 0.63 10974



ENSGALP00000021661 CID 582 - 595

lysine (K)-specific demethylase 2A - CGNC 

Symbol 10022 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1851,68)" 11211 10975

ENSGALP00000004013 CID 1,751 - 1,765 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1851,93)" 5228 true 0.84 10976

ENSGALP00000042061 CID 307 - 323

phosphatidylinositol-5-phosphate 4-kinase 

type II alpha - CGNC Symbol 5959 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1851,95)" 8375 true 0.35 10977

ENSGALP00000029322 CID 80 - 95

Hsap of 9: RBM14-RBM4 readthrough - 

HGNC:38840 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1851,99)" 40136 true 1.3 10978

ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1852,00)" 131303 10979

ENSGALP00000013174 CID Dec-27

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1852,03)" 12177 true 1.09 10980

ENSGALP00000001579 CID 51 - 67

N-ethylmaleimide sensitive factor - CGNC 

Symbol 715 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1852,04)" 2904 10981



ENSGALP00000019120 CID 173 - 189

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1852,12)" 5863 true 1.96 10982

ENSGALP00000010510 CID 172 - 188

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1852,12)" 5863 true 1.96 10983

ENSGALP00000042547 CID 461 - 475

ADAM metallopeptidase domain 33 - CGNC 

Symbol 11979 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1852,69)" 1221 true 2 10984

ENSGALP00000021927 CID 72 - 86

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1852,82)" 17091 true 0.44 10985

ENSGALP00000006278 CID 63 - 76

protein kinase C alpha - CGNC Symbol 

50506 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1852,86)" 6965 true 1.19 10986

ENSGALP00000009662 CID 39 - 52 protein kinase C beta - CGNC Symbol 50286 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1852,86)" 6965 true 1.19 10987

ENSGALP00000012367 CID 289 - 306 SLC9A3 regulator 1 - CGNC Symbol 51624 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1853,06)" 1818 true 0.93 10988



ENSGALP00000038463 CID 73 - 88

ribosomal protein L7a - CGNC Symbol 

50454 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1853,06)" 12408 true 2.8 10989

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1853,83)" 2838 true 1.35 10990

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1853,92)" 21196 true 0.88 10991

ENSGALP00000012563 CID 288 - 302

cleavage stimulation factor 3' pre-RNA 

subunit 1 - CGNC Symbol 5864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1853,96)" 5136 false 10992

ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage migration 

inhibitory factor (glycosylation-inhibiting 

factor) (MIF) mRNA. - RefSeq mRNA 

NM_001305091 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1854,02)" 7603 true 2.89 10993

ENSGALP00000020830 CID 101 - 116

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1854,83)" 3055 true 1.11 10994

ENSGALP00000023395 CID 223 - 238

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1854,84)" 76405 10995



ENSGALP00000005129 CID 508 - 524

CWF19-like 1 cell cycle control (S. pombe) - 

CGNC Symbol 2360 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1854,92)" 3822 10996

ENSGALP00000041816 CID 133 - 148 calcium binding protein 39 - HGNC:20292 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1854,94)" 3873 10997

ENSGALP00000043196 CID 900 - 917

marker of proliferation Ki-67 - CGNC Symbol 

16321 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1854,98)" 35631 10998

ENSGALP00000008227 CID Feb-19

family with sequence similarity 96 member 

B - CGNC Symbol 3821 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1855,06)" 958 10999

ENSGALP00000029322 CID 80 - 95

Hsap of 9: RBM14-RBM4 readthrough - 

HGNC:38840 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1856,01)" 53783 11000

ENSGALP00000042547 CID 461 - 475

ADAM metallopeptidase domain 33 - CGNC 

Symbol 11979 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1856,71)" 3725 11001

ENSGALP00000021927 CID 72 - 86

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1856,84)" 6913 11002



ENSGALP00000007671 CID 311 - 326

family with sequence similarity 129 

member A - CGNC Symbol 3572 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1856,96)" 1153 false 11003

ENSGALP00000018087 CID 307 - 320

vaccinia related kinase 1 - CGNC Symbol 

8440 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1857,01)" 139813 true 2.41 11004

ENSGALP00000007487 CID 801 - 816

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1857,05)" 6595 true 1.32 11005

ENSGALP00000003012 CID 26 - 44

malate dehydrogenase 2 - CGNC Symbol 

1378 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1857,20)" 345 false 11006

ENSGALP00000013862 CID 813 - 828

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1857,88)" 5632 true 1.11 11007

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1857,94)" 18684 11008

ENSGALP00000006939 CID 592 - 607 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1857,95)" 1962 true 0.88 11009



ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1857,98)" 4174 true 0.84 11010

ENSGALP00000004013 CID 2,492 - 2,508 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1858,00)" 10470 true 1.1 11011

ENSGALP00000008341 CID 96 - 109

glutathione S-transferase theta 1-like - 

CGNC Symbol 55583 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1858,01)" 9957 false 11012

ENSGALP00000008866 CID 449 - 465

treacle ribosome biogenesis factor 1 - CGNC 

Symbol 4124 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1858,05)" 4163 true 1.19 11013

ENSGALP00000043427 CID 282 - 297 block of proliferation 1 - HGNC:15519 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1858,07)" 11579 false 11014

ENSGALP00000020830 CID 101 - 116

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1858,85)" 3388 11015

ENSGALP00000002831 CID 64 - 81

PRKR interacting protein 1 (IL11 inducible) - 

CGNC Symbol 1289 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1858,88)" 1845 11016



ENSGALP00000003172 CID 803 - 819 WD repeat domain 33 - CGNC Symbol 1450 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1859,90)" 21863 true 1.54 11017

ENSGALP00000004013 CID 1,751 - 1,765 talin 1 - CGNC Symbol 1830 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1859,96)" 6250 true 0.84 11018

ENSGALP00000009662 CID 39 - 52 protein kinase C beta - CGNC Symbol 50286 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1860,93)" 5604 true 1.21 11019

ENSGALP00000006278 CID 63 - 76

protein kinase C alpha - CGNC Symbol 

50506 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1860,93)" 5604 true 1.21 11020

ENSGALP00000012367 CID 289 - 306 SLC9A3 regulator 1 - CGNC Symbol 51624 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1861,11)" 1693 true 0.93 11021

ENSGALP00000038463 CID 73 - 88

ribosomal protein L7a - CGNC Symbol 

50454 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1861,13)" 23477 false 11022

ENSGALP00000019471 CID 58 - 73 PHD finger protein 5A - CGNC Symbol 9062 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1861,82)" 15099 true 0.96 11023



ENSGALP00000005565 CID 157 - 172

retinoblastoma binding protein 4 - CGNC 

Symbol 2572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1861,89)" 246242 true 0.96 11024

ENSGALP00000013862 CID 813 - 828

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1861,90)" 7585 11025

ENSGALP00000010510 CID 57 - 72

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1861,94)" 3628 true 3.61 11026

ENSGALP00000000615 CID 656 - 671 karyopherin subunit beta 1 - HGNC:6400 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1861,95)" 7297 true 0.73 11027

ENSGALP00000005182 CID 182 - 197

signal transducer and activator of 

transcription 5B - CGNC Symbol 49373 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1862,01)" 4719 11028

ENSGALP00000004013 CID 2,492 - 2,508 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1862,02)" 11168 11029

ENSGALP00000005520 CID 59 - 74

aldehyde dehydrogenase 9 family member 

A1 - CGNC Symbol 2550 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1862,07)" 24859 11030



ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage migration 

inhibitory factor (glycosylation-inhibiting 

factor) (MIF) mRNA. - RefSeq mRNA 

NM_001305091 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1862,07)" 24859 true 2.89 11031

ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1 

methenyltetrahydrofolate cyclohydrolase 

formyltetrahydrofolate synthetase - CGNC 

Symbol 8944 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1862,95)" 9170 true 1.33 11032

ENSGALP00000007055 CID 44 - 59

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1862,98)" 7411 true 1.35 11033

ENSGALP00000038979 CID 85 - 101

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1863,05)" 9978 false 11034

ENSGALP00000004013 CID 16 - 30 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1863,80)" 746 true 1.15 11035

ENSGALP00000003172 CID 803 - 819 WD repeat domain 33 - CGNC Symbol 1450 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1863,92)" 34584 11036

ENSGALP00000013029 CID 251 - 268

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1863,97)" 11094 11037



ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1863,97)" 11828 true 1.02 11038

ENSGALP00000041974 CID 310 - 327

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1864,91)" 66431 true 0.89 11039

ENSGALP00000020064 CID 446 - 461

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1864,99)" 835 11040

ENSGALP00000036720 CID 2,189 - 2,204

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1865,03)" 2622 false 11041

ENSGALP00000000615 CID 656 - 671 karyopherin subunit beta 1 - HGNC:6400 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1865,95)" 3984 11042

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside diphosphate kinase 

2 - CGNC Symbol 49549 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1866,02)" 3502 true 0.84 11043

ENSGALP00000021949 CID 791 - 805

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1866,82)" 2059 11044



ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate dehydrogenase 

(NADP+ dependent) 1 

methenyltetrahydrofolate cyclohydrolase 

formyltetrahydrofolate synthetase - CGNC 

Symbol 8944 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1866,98)" 12240 11045

ENSGALP00000004889 CID 47 - 62

proline synthetase co-transcribed homolog 

(bacterial) - CGNC Symbol 2245 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1867,00)" 10718 true 1.26 11046

ENSGALP00000004013 CID 16 - 30 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1867,81)" 855 11047

ENSGALP00000002508 CID Apr-18

Gallus gallus SIN3 transcription regulator 

family member A (SIN3A) mRNA. - RefSeq 

mRNA NM_001293184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1867,94)" 1273 11048

ENSGALP00000005161 CID 200 - 214

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1867,94)" 5471 11049

ENSGALP00000022545 CID 551 - 567

BCL2-associated transcription factor 1 - 

CGNC Symbol 64987 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1867,99)" 18283 true 0.63 11050

ENSGALP00000041974 CID 310 - 327

OTU deubiquitinase ubiquitin aldehyde 

binding 1 - CGNC Symbol 58812 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1868,93)" 57259 11051



ENSGALP00000007666 CID 42 - 58

peptidylprolyl isomerase F - CGNC Symbol 

52036 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1868,97)" 624 false 11052

ENSGALP00000019471 CID 58 - 73 PHD finger protein 5A - CGNC Symbol 9062 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1869,86)" 10889 true 0.96 11053

ENSGALP00000018258 CID 126 - 141 Enah/Vasp-like - CGNC Symbol 8513 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1869,89)" 7344 true 1.57 11054

ENSGALP00000010387 CID 284 - 298

nucleosome assembly protein 1-like 4 - 

CGNC Symbol 51885 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1869,95)" 31783 true 2.16 11055

ENSGALP00000010510 CID 57 - 72

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1870,01)" 20615 false 11056

ENSGALP00000003089 CID Jan-18

valosin containing protein - CGNC Symbol 

53073 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1870,01)" 1437 11057

ENSGALP00000000423 CID 92 - 107

cysteine and glycine-rich protein 1 - CGNC 

Symbol 188 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1870,89)" 17283 true 0.43 11058



ENSGALP00000000045 CID 61 - 77

NFU1 iron-sulfur cluster scaffold - CGNC 

Symbol 14 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1870,90)" 4425 true 0.71 11059

ENSGALP00000023626 CID 46 - 64 zyxin - CGNC Symbol 10889 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1870,90)" 10232 true 0.71 11060

ENSGALP00000007055 CID 44 - 59

pyrophosphatase (inorganic) 1 - CGNC 

Symbol 3275 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1871,03)" 9996 true 1.35 11061

ENSGALP00000024698 CID 13 - 29

PEST proteolytic signal containing nuclear 

protein - CGNC Symbol 11416 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1872,01)" 137212 true 1.15 11062

ENSGALP00000019120 CID 173 - 189

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1872,09)" 191474 true 0.84 11063

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1872,09)" 191474 false 0.34 11064

ENSGALP00000010510 CID 172 - 188

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1872,09)" 191474 true 0.84 11065



ENSGALP00000023396 CID 113 - 130

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1872,10)" 4856 false 11066

ENSGALP00000023089 CID 45 - 60

ribosomal protein large P2 - CGNC Symbol 

10655 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1872,98)" 2195 true 0.89 11067

ENSGALP00000012383 CID 284 - 300

ribonucleic acid export 1 - CGNC Symbol 

5777 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1873,03)" 5992 true 0.65 11068

ENSGALP00000018258 CID 126 - 141 Enah/Vasp-like - CGNC Symbol 8513 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1873,92)" 11738 11069

ENSGALP00000036720 CID 3,301 - 3,315

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1873,94)" 5432 true 1.16 11070

ENSGALP00000018309 CID 484 - 498 raftlin lipid raft linker 1 - CGNC Symbol 8540 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1873,98)" 3751 true 1.57 11071

ENSGALP00000023446 CID 78 - 93 prohibitin 2 - CGNC Symbol 10814 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1873,99)" 28832 true 1.24 11072



ENSGALP00000002154 CID 47 - 61

Hsap of 4: ubiquitin conjugating enzyme E2 

L5 pseudogene - HGNC:13477 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1874,07)" 3346 true 0.8 11073

ENSGALP00000000423 CID 92 - 107

cysteine and glycine-rich protein 1 - CGNC 

Symbol 188 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1874,92)" 7232 11074

ENSGALP00000000045 CID 61 - 77

NFU1 iron-sulfur cluster scaffold - CGNC 

Symbol 14 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1874,92)" 1697 11075

ENSGALP00000023626 CID 46 - 64 zyxin - CGNC Symbol 10889 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1874,93)" 22229 11076

ENSGALP00000028084 CID 175 - 191

osteoclast stimulating factor 1 - CGNC 

Symbol 13080 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1875,03)" 58579 false 11077

ENSGALP00000039434 CID 58 - 73 reticulon 4 - CGNC Symbol 6163 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1875,05)" 6460 true 0.9 11078

ENSGALP00000040891 CID 93 - 110

spermatogenesis associated serine rich 2 - 

HGNC:18650 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1875,05)" 6460 11079



ENSGALP00000023278 CID 136 - 152

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1875,97)" 24228 true 1.23 11080

ENSGALP00000017123 CID 87 - 102

lymphoid enhancer binding factor 1 - CGNC 

Symbol 7997 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1876,02)" 15779 true 0.63 11081

ENSGALP00000042627 CID 79 - 95

Gallus gallus granulysin (GNLY) mRNA. - 

RefSeq mRNA NM_001044680 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1876,94)" 2569 false 11082

ENSGALP00000001909 CID 243 - 257

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1876,96)" 1393 false 11083

ENSGALP00000000304 CID 239 - 254

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1877,01)" 7219 false 11084

ENSGALP00000019468 CID 381 - 397 aconitase 2 - CGNC Symbol 9059 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1877,87)" 2054 11085

ENSGALP00000013724 CID 237 - 251

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1877,87)" 23553 true 1.38 11086



ENSGALP00000036720 CID 3,301 - 3,315

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1877,96)" 6286 11087

ENSGALP00000003116 CID 446 - 463

protein tyrosine phosphatase non-receptor 

type 11-like - CGNC Symbol 50998 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1877,99)" 114456 false 11088

ENSGALP00000010387 CID 284 - 298

nucleosome assembly protein 1-like 4 - 

CGNC Symbol 51885 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1878,01)" 69995 true 2.16 11089

ENSGALP00000023446 CID 78 - 93 prohibitin 2 - CGNC Symbol 10814 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1878,04)" 9836 11090

ENSGALP00000034917 CID 68 - 84

cell division cycle associated 8 - 

HGNC:14629 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1878,96)" 29030 true 0.69 11091

ENSGALP00000004641 CID 687 - 702

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1878,96)" 29030 false 0.69 11092

ENSGALP00000013964 CID Mar-19

tubulin beta 4B class IVb - CGNC Symbol 

50466 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1878,98)" 270594 false 11093



ENSGALP00000027665 CID 238 - 252

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1879,92)" 2241 true 1.26 11094

ENSGALP00000015171 CID 280 - 294 Obg-like ATPase 1 - CGNC Symbol 7087 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1880,02)" 1703 false 11095

ENSGALP00000019120 CID 173 - 189

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1880,12)" 7171 11096

ENSGALP00000010510 CID 172 - 188

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1880,12)" 7171 11097

ENSGALP00000019120 CID 173 - 189

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1880,12)" 45467 11098

ENSGALP00000010510 CID 172 - 188

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1880,12)" 45467 11099

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1880,12)" 45467 false 0.34 11100



ENSGALP00000021927 CID 221 - 237

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1880,89)" 24070 true 0.56 11101

ENSGALP00000023089 CID 45 - 60

ribosomal protein large P2 - CGNC Symbol 

10655 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1881,03)" 3262 true 0.89 11102

ENSGALP00000018454 CID 374 - 391 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1881,04)" 11137 true 0.83 11103

ENSGALP00000016978 CID 353 - 370

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1881,04)" 11137 true 0.83 11104

ENSGALP00000037524 CID 363 - 380 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1881,04)" 11137 true 0.83 11105

ENSGALP00000013724 CID 237 - 251

adaptor related protein complex 2 mu 1 

subunit - CGNC Symbol 6392 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1881,88)" 36903 11106

ENSGALP00000023446 CID 25 - 41 prohibitin 2 - CGNC Symbol 10814 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1882,02)" 13985 true 1.49 11107



ENSGALP00000021752 CID 25 - 41

ATP binding cassette subfamily F member 2 - 

CGNC Symbol 10054 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1882,88)" 1374 true 0.83 11108

ENSGALP00000034917 CID 68 - 84

cell division cycle associated 8 - 

HGNC:14629 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1883,01)" 20149 11109

ENSGALP00000015735 CID 91 - 105

Sjogren syndrome antigen B - CGNC Symbol 

7359 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1883,05)" 27119 true 1.13 11110

ENSGALP00000039434 CID 58 - 73 reticulon 4 - CGNC Symbol 6163 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1883,10)" 5836 true 0.9 11111

ENSGALP00000038179 CID 53 - 68

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1883,99)" 223304 true 1.14 11112

ENSGALP00000014119 CID 47 - 62

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1883,99)" 223304 true 1.14 11113

ENSGALP00000023278 CID 136 - 152

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1884,04)" 23201 true 1.39 11114



ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1884,07)" 1806 true 5.23 11115

ENSGALP00000024698 CID 13 - 29

PEST proteolytic signal containing nuclear 

protein - CGNC Symbol 11416 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1884,10)" 103769 true 1.15 11116

ENSGALP00000019120 CID 173 - 189

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1884,17)" 7255 true 0.92 11117

ENSGALP00000010510 CID 172 - 188

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1884,17)" 7255 true 0.92 11118

ENSGALP00000037230 CID 1,096 - 1,110

tumor protein p53 binding protein 1 - CGNC 

Symbol 6464 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1884,86)" 1867 true 0.83 11119

ENSGALP00000038234 CID 161 - 175

canopy FGF signaling regulator 3 - CGNC 

Symbol 64129 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1884,89)" 2762 true 1.31 11120

ENSGALP00000021927 CID 221 - 237

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1884,91)" 13421 11121



ENSGALP00000012383 CID 284 - 300

ribonucleic acid export 1 - CGNC Symbol 

5777 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1885,10)" 2946 true 0.65 11122

ENSGALP00000023446 CID 25 - 41 prohibitin 2 - CGNC Symbol 10814 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1886,04)" 20814 11123

ENSGALP00000007511 CID 218 - 234

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1886,12)" 29295 true 0.27 11124

ENSGALP00000026130 CID 859 - 872

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1886,72)" 1022 true 1.05 11125

ENSGALP00000009642 CID 884 - 898

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1886,90)" 3554 true 0.65 11126

ENSGALP00000013964 CID Mar-19

tubulin beta 4B class IVb - CGNC Symbol 

50466 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1887,04)" 279737 false 3.36* 11127

ENSGALP00000042374 CID 640 - 656

thimet oligopeptidase 1 - CGNC Symbol 

52774 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1887,91)" 4212 11128



ENSGALP00000007523 CID 197 - 211

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1887,92)" 1271 11129

ENSGALP00000008824 CID 76 - 91

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1887,94)" 2514 true 1.27 11130

ENSGALP00000018382 CID 551 - 567

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1888,04)" 3683 false 11131

ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1888,11)" 15736 11132

ENSGALP00000038234 CID 161 - 175

canopy FGF signaling regulator 3 - CGNC 

Symbol 64129 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1888,89)" 6450 11133

ENSGALP00000027665 CID 82 - 99

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1888,93)" 8184 true 1.39 11134

ENSGALP00000016182 CID 1,284 - 1,299

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1889,02)" 1559 true 0.72 11135



ENSGALP00000014260 CID 336 - 352

ARP2 actin-related protein 2 homolog 

(yeast) - CGNC Symbol 49669 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1889,03)" 4964 false 1.39 11136

ENSGALP00000009314 CID 233 - 249 septin 2 - CGNC Symbol 4335 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1889,04)" 3663 false 1.21 11137

ENSGALP00000043396 CID 128 - 144

DNA (cytosine-5-)-methyltransferase 1 - 

HGNC:2976 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1889,04)" 3663 false 1.21 11138

ENSGALP00000018410 CID 666 - 682

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1889,04)" 3663 11139

ENSGALP00000037524 CID 363 - 380 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1889,09)" 9282 true 0.83 11140

ENSGALP00000016978 CID 353 - 370

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1889,09)" 9282 true 0.83 11141

ENSGALP00000018454 CID 374 - 391 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1889,09)" 9282 true 0.83 11142



ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1889,82)" 22219 true 0.75 11143

ENSGALP00000026130 CID 859 - 872

ubiquitin specific peptidase 9 X-linked - 

CGNC Symbol 50795 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1890,74)" 1074 11144

ENSGALP00000011814 CID 102 - 115

RAB35 member RAS oncogene family - 

CGNC Symbol 5524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1890,86)" 2164 11145

ENSGALP00000009642 CID 884 - 898

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1890,93)" 4507 11146

ENSGALP00000016717 CID 43 - 59

mitochondrial ribosomal protein L14 - CGNC 

Symbol 7826 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1891,01)" 6299 true 0.66 11147

ENSGALP00000041733 CID 125 - 140

Gallus gallus methionyl-tRNA synthetase 

(MARS) mRNA. - RefSeq mRNA 

NM_001257372 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1891,02)" 1114 true 0.79 11148

ENSGALP00000008824 CID 76 - 91

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1891,96)" 3076 11149



ENSGALP00000027665 CID 238 - 252

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1892,00)" 3844 true 1.26 11150

ENSGALP00000038179 CID 53 - 68

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1892,04)" 260421 true 1.14 11151

ENSGALP00000014119 CID 47 - 62

eukaryotic translation initiation factor 4A2 - 

CGNC Symbol 49225 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1892,04)" 260421 true 1.14 11152

ENSGALP00000040011 CID 280 - 296

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1892,94)" 3310 true 0.96 11153

ENSGALP00000027665 CID 82 - 99

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1892,96)" 14158 11154

ENSGALP00000037524 CID 384 - 400 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1892,96)" 78313 true 1.19 11155

ENSGALP00000016978 CID 374 - 390

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1892,96)" 78313 true 1.19 11156



ENSGALP00000018454 CID 395 - 411 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1892,96)" 78313 true 1.19 11157

ENSGALP00000004048 CID 651 - 667 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1892,97)" 18124 true 0.76 11158

ENSGALP00000016182 CID 1,284 - 1,299

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1893,04)" 1127 11159

ENSGALP00000042680 CID Feb-18

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1893,89)" 5239 11160

ENSGALP00000019318 CID 38 - 53

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1893,91)" 25570 true 1.34 11161

ENSGALP00000038912 CID 41 - 56 alpha-D-globin - CGNC Symbol 50309 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1893,92)" 62817 true 1.02 11162

ENSGALP00000013540 CID 239 - 254

round spermatid basic protein 1-like - CGNC 

Symbol 6312 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1893,92)" 62817 false 1.02 11163



ENSGALP00000011770 CID 516 - 531

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1894,04)" 9061 true 2.35 11164

ENSGALP00000010510 CID 326 - 342

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1894,08)" 17175 true 2.49 11165

ENSGALP00000007511 CID 218 - 234

Uncharacterized protein - 

UniProtKB/TrEMBL F8VP50 - CGNC Symbol 

3502 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1894,18)" 3538 true 0.27 11166

ENSGALP00000004327 CID 2,449 - 2,464 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1894,86)" 6944 true 1 11167

ENSGALP00000035143 CID 269 - 285 drebrin like - CGNC Symbol 15268 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1894,88)" 5082 true 0.76 11168

ENSGALP00000014919 CID 112 - 127

tRNA methyltransferase 6 - CGNC Symbol 

6973 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1895,02)" 7029 11169

ENSGALP00000041733 CID 125 - 140

Gallus gallus methionyl-tRNA synthetase 

(MARS) mRNA. - RefSeq mRNA 

NM_001257372 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1895,05)" 875 11170



ENSGALP00000015735 CID 91 - 105

Sjogren syndrome antigen B - CGNC Symbol 

7359 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1895,12)" 30752 true 1.13 11171

ENSGALP00000013267 CID 194 - 208

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1895,82)" 15442 true 1 11172

ENSGALP00000003898 CID 264 - 280 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1895,99)" 738 true 0.95 11173

ENSGALP00000012376 CID 554 - 571

signal transducer and activator of 

transcription 1 91kDa - CGNC Symbol 52118 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1896,04)" 4058 11174

ENSGALP00000007476 CID 124 - 137 SET nuclear oncogene - CGNC Symbol 3483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1896,87)" 2405 true 1.43 11175

ENSGALP00000039454 CID 85 - 101 beta-2-microglobulin - CGNC Symbol 1542 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1896,91)" 6336 false 11176

ENSGALP00000004248 CID Feb-18

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1896,93)" 409 true 1.47 11177



ENSGALP00000012171 CID 38 - 53

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1896,94)" 5953 11178

ENSGALP00000016978 CID 374 - 390

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1896,98)" 97981 11179

ENSGALP00000018454 CID 395 - 411 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1896,98)" 97981 11180

ENSGALP00000037524 CID 384 - 400 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1896,98)" 97981 11181

ENSGALP00000040011 CID 280 - 296

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1896,99)" 4268 11182

ENSGALP00000004048 CID 651 - 667 kinectin 1 - CGNC Symbol 9206 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1897,00)" 11330 11183

ENSGALP00000009314 CID 233 - 249 septin 2 - CGNC Symbol 4335 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1897,07)" 34094 true 1.21 11184



ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1897,88)" 16757 true 0.75 11185

ENSGALP00000019318 CID 38 - 53

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1897,93)" 36720 11186

ENSGALP00000000509 CID 465 - 482

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1897,94)" 1395 false 11187

ENSGALP00000010942 CID 19 - 34

ribosomal protein S15a - CGNC Symbol 

5109 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1897,94)" 1395 11188

ENSGALP00000039530 CID 201 - 217

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1897,94)" 1395 true 1.07 11189

ENSGALP00000041221 CID 97 - 113

heterogeneous nuclear ribonucleoprotein L-

like - CGNC Symbol 68848 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1897,95)" 1798 11190

ENSGALP00000038912 CID 41 - 56 alpha-D-globin - CGNC Symbol 50309 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1897,95)" 64123 11191



ENSGALP00000001474 CID 80 - 95

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1898,04)" 2584 true 1.02 11192

ENSGALP00000035143 CID 269 - 285 drebrin like - CGNC Symbol 15268 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1898,90)" 3845 11193

ENSGALP00000035370 CID 81 - 96

hepatoma-derived growth factor - CGNC 

Symbol 58434 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1898,95)" 8612 true 1.5 11194

ENSGALP00000016717 CID 43 - 59

mitochondrial ribosomal protein L14 - CGNC 

Symbol 7826 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1899,06)" 3525 true 0.66 11195

ENSGALP00000014379 CID 726 - 741

DnaJ heat shock protein family (Hsp40) 

member C10 - CGNC Symbol 6729 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1899,81)" 4014 true 0.46 11196

ENSGALP00000013267 CID 194 - 208

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1899,84)" 15383 11197

ENSGALP00000026180 CID 441 - 456 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1899,90)" 695 true 1.05 11198



ENSGALP00000008299 CID 406 - 421

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1899,92)" 1531 true 1.12 11199

ENSGALP00000032097 CID 259 - 275 CD5 molecule - CGNC Symbol 3864 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1899,96)" 14956 11200

ENSGALP00000010267 CID 249 - 268

H2A histone family member Y - CGNC 

Symbol 4787 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1900,04)" 5630 true 1.79 11201

ENSGALP00000021949 CID 359 - 376

protein phosphatase 6 regulatory subunit 2 - 

CGNC Symbol 10141 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1900,11)" 12520 11202

ENSGALP00000004248 CID Feb-18

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1900,96)" 600 11203

ENSGALP00000043342 CID 311 - 326

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1901,05)" 7170 true 1.1 11204

ENSGALP00000009985 CID 230 - 244

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1901,91)" 4171 true 1.54 11205



ENSGALP00000009420 CID 284 - 300

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1902,05)" 1435 true 1.45 11206

ENSGALP00000011770 CID 516 - 531

heat shock 70kDa protein 4 - CGNC Symbol 

5498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1902,11)" 35490 true 2.35 11207

ENSGALP00000009642 CID Jun-23

pre-mRNA processing factor 6 - CGNC 

Symbol 4493 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1902,11)" 35490 false 11208

ENSGALP00000010510 CID 326 - 342

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1902,13)" 47572 true 2.49 11209

ENSGALP00000004327 CID 2,449 - 2,464 fatty acid synthase - CGNC Symbol 1983 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1902,91)" 6949 true 1 11210

ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1903,00)" 70481 true 1.82 11211

ENSGALP00000014379 CID 726 - 741

DnaJ heat shock protein family (Hsp40) 

member C10 - CGNC Symbol 6729 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1903,83)" 1845 11212



ENSGALP00000009662 CID 119 - 134 protein kinase C beta - CGNC Symbol 50286 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1903,86)" 8982 true 0.59 11213

ENSGALP00000040761 CID 36 - 50

chromobox homolog 5 - CGNC Symbol 

58306 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1903,94)" 2657 true 1.03 11214

ENSGALP00000011984 CID 146 - 161

CD3d molecule delta (CD3-TCR complex) - 

CGNC Symbol 49849 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1904,01)" 4292 11215

ENSGALP00000003898 CID 264 - 280 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1904,03)" 1291 true 0.95 11216

ENSGALP00000003646 CID 85 - 100

glutamic-oxaloacetic transaminase 2 - CGNC 

Symbol 1656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1904,04)" 4618 false 11217

ENSGALP00000016124 CID 702 - 718

striatin calmodulin binding protein 3 - CGNC 

Symbol 7543 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1904,05)" 12617 11218

ENSGALP00000008498 CID 283 - 299 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1904,08)" 5256 true 3.86 11219



ENSGALP00000001909 CID 1,748 - 1,763

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1904,11)" 1432 false 11220

ENSGALP00000007476 CID 124 - 137 SET nuclear oncogene - CGNC Symbol 3483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1904,91)" 3439 true 1.43 11221

ENSGALP00000003612 CID 1,913 - 1,929

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1904,94)" 37061 true 3.64 11222

ENSGALP00000039454 CID 85 - 101 beta-2-microglobulin - CGNC Symbol 1542 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1904,96)" 14819 false 11223

ENSGALP00000031725 CID 87 - 104

Gallus gallus SH3 domain binding glutamic 

acid-rich protein like (SH3BGRL) mRNA. - 

RefSeq mRNA NM_001012574 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1905,02)" 7236 true 1.76 11224

ENSGALP00000043342 CID 311 - 326

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1905,06)" 17169 11225

ENSGALP00000035496 CID 90 - 104

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1905,85)" 75594 true 1.29 11226



ENSGALP00000042680 CID Feb-18

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1905,89)" 8513 true 2.28 11227

ENSGALP00000006093 CID 262 - 276 keratin 19 - CGNC Symbol 49516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1905,90)" 7845 true 0.93 11228

ENSGALP00000009985 CID 230 - 244

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1905,94)" 6428 11229

ENSGALP00000024609 CID 106 - 122

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1905,98)" 7503 true 0.84 11230

ENSGALP00000039530 CID 201 - 217

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1905,99)" 927 true 1.07 11231

ENSGALP00000035496 CID 35 - 50

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1906,90)" 5199 true 1.85 11232

ENSGALP00000000615 CID 388 - 403 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1906,98)" 25460 true 0.38 11233



ENSGALP00000035370 CID 81 - 96

hepatoma-derived growth factor - CGNC 

Symbol 58434 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1907,01)" 14609 true 1.5 11234

ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1907,02)" 153768 11235

ENSGALP00000026180 CID 441 - 456 PHD finger protein 3 - CGNC Symbol 12162 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1907,95)" 731 true 1.05 11236

ENSGALP00000011876 CID 220 - 236

sperm associated antigen 9 - CGNC Symbol 

5554 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1907,95)" 1218 true 1.29 11237

ENSGALP00000008299 CID 406 - 421

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1907,97)" 2804 true 1.12 11238

ENSGALP00000019634 CID 362 - 377

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1908,03)" 5902 11239

ENSGALP00000010267 CID 249 - 268

H2A histone family member Y - CGNC 

Symbol 4787 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1908,12)" 8837 true 1.79 11240



ENSGALP00000004248 CID 76 - 92

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1908,90)" 2015 true 0.76 11241

ENSGALP00000035933 CID 265 - 282 cathepsin B - CGNC Symbol 12486 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1908,97)" 179668 true 0.72 11242

ENSGALP00000042680 CID Feb-18

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1909,91)" 21671 true 2.28 11243

ENSGALP00000009314 CID 51 - 66 septin 2 - CGNC Symbol 4335 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1910,03)" 9104 true 2.81 11244

ENSGALP00000002520 CID 50 - 65 septin 2-like - CGNC Symbol 50343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1910,03)" 9104 true 2.81 11245

ENSGALP00000009420 CID 284 - 300

coatomer protein complex subunit gamma 

1 - CGNC Symbol 4382 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1910,08)" 10063 true 1.64 11246

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1910,80)" 1336 11247



ENSGALP00000035496 CID 35 - 50

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1910,93)" 15285 11248

ENSGALP00000000615 CID 388 - 403 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1911,01)" 6806 11249

ENSGALP00000011876 CID 220 - 236

sperm associated antigen 9 - CGNC Symbol 

5554 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1911,97)" 1571 11250

ENSGALP00000040761 CID 36 - 50

chromobox homolog 5 - CGNC Symbol 

58306 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1911,99)" 2741 true 1.03 11251

ENSGALP00000019726 CID 523 - 537

engulfment and cell motility 1 - CGNC 

Symbol 51330 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1912,06)" 1383 false 11252

ENSGALP00000008498 CID 283 - 299 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1912,13)" 23513 true 3.86 11253

ENSGALP00000004248 CID 76 - 92

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1912,92)" 1528 11254



ENSGALP00000013862 CID 1,131 - 1,147

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1912,98)" 1865 11255

ENSGALP00000035933 CID 265 - 282 cathepsin B - CGNC Symbol 12486 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1912,99)" 99341 11256

ENSGALP00000031725 CID 87 - 104

Gallus gallus SH3 domain binding glutamic 

acid-rich protein like (SH3BGRL) mRNA. - 

RefSeq mRNA NM_001012574 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1913,06)" 15094 true 1.76 11257

ENSGALP00000035496 CID 90 - 104

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1913,90)" 98521 true 1.29 11258

ENSGALP00000040890 CID 571 - 586

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1913,97)" 1901 true 2.99 11259

ENSGALP00000024609 CID 106 - 122

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1914,04)" 5606 true 0.84 11260

ENSGALP00000017198 CID 690 - 706

striatin calmodulin binding protein - CGNC 

Symbol 8034 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1914,04)" 2326 true 1.68 11261



ENSGALP00000001195 CID Aug-24

bromodomain adjacent to zinc finger 

domain 1B - CGNC Symbol 533 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1914,13)" 3971 true 0.87 11262

ENSGALP00000024858 CID 91 - 109

RCSD domain containing 1 - CGNC Symbol 

50771 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1914,17)" 2330 true 1.5 11263

ENSGALP00000004641 CID 1,181 - 1,195

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1914,79)" 600 true 0.91 11264

ENSGALP00000024040 CID 544 - 560

hexosaminidase B (beta polypeptide) - 

CGNC Symbol 11085 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1914,97)" 872 true 1.89 11265

ENSGALP00000035478 CID 419 - 434 filamin B beta - CGNC Symbol 49141 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1915,02)" 6707 false 11266

ENSGALP00000013987 CID 1,003 - 1,019

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1915,02)" 6707 false 11267

ENSGALP00000016175 CID 65 - 81

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1915,05)" 3604 true 0.77 11268



ENSGALP00000007487 CID 356 - 371

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1915,83)" 2913 false 11269

ENSGALP00000029993 CID Aug-23

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1915,89)" 9247 false 11270

ENSGALP00000028664 CID 417 - 431

2'-5'-oligoadenylate synthetase-like - CGNC 

Symbol 49545 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1915,98)" 30751 11271

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1916,02)" 308345 true 0.49 11272

ENSGALP00000026123 CID 291 - 307

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1916,04)" 19307 true 1.06 11273

ENSGALP00000034254 CID 167 - 183 cell division cycle 42 - CGNC Symbol 3561 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1917,06)" 1033 false 11274

ENSGALP00000017553 CID 266 - 280

basic leucine zipper and W2 domains 2 - 

CGNC Symbol 8215 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1917,06)" 1548 false 11275



ENSGALP00000001949 CID 788 - 803 PR domain 10 - CGNC Symbol 872 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1917,14)" 3278 true 1.06 11276

ENSGALP00000008003 CID 108 - 122

SUMO-activating enzyme subunit 2 - Refseq 

NP_001025742 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1917,94)" 5354 true 0.75 11277

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1917,97)" 7997 true 1.22 11278

ENSGALP00000040890 CID 571 - 586

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1918,00)" 11590 11279

ENSGALP00000014107 CID 419 - 434 vimentin - CGNC Symbol 51275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1918,05)" 19574 true 2.99 11280

ENSGALP00000017198 CID 690 - 706

striatin calmodulin binding protein - CGNC 

Symbol 8034 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1918,07)" 3902 11281

ENSGALP00000005662 CID 51 - 67

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1918,90)" 1594 false 11282



ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1918,98)" 1483 true 1.64 11283

ENSGALP00000024040 CID 544 - 560

hexosaminidase B (beta polypeptide) - 

CGNC Symbol 11085 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1919,00)" 2212 11284

ENSGALP00000011598 CID Apr-20

small nuclear ribonucleoprotein polypeptide 

A' - CGNC Symbol 50006 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1919,04)" 11327 true 1.44 11285

ENSGALP00000006284 CID 320 - 339

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1919,81)" 4321 true 0.88 11286

ENSGALP00000009549 CID 404 - 418 calnexin - CGNC Symbol 4443 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1920,02)" 12166 true 0.87 11287

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1920,04)" 126687 11288

ENSGALP00000026123 CID 291 - 307

DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 

X-linked - CGNC Symbol 50794 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1920,05)" 36357 11289



ENSGALP00000003612 CID 1,913 - 1,929

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1920,95)" 1843 true 1.11 11290

ENSGALP00000027387 CID 1,006 - 1,022

zinc finger CCCH-type containing 13 - CGNC 

Symbol 12747 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1920,95)" 783 false 11291

ENSGALP00000004641 CID 1,355 - 1,370

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1920,95)" 783 11292

ENSGALP00000028462 CID 723 - 740

aryl hydrocarbon receptor nuclear 

translocator - CGNC Symbol 49009 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1920,97)" 2280 false 11293

ENSGALP00000006604 CID 258 - 276

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1921,10)" 23060 false 11294

ENSGALP00000009985 CID 90 - 107

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1921,13)" 15835 true 0.89 11295

ENSGALP00000001456 CID 915 - 931

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1922,13)" 14970 true 1.67 11296



ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1923,01)" 4918 11297

ENSGALP00000011598 CID Apr-20

small nuclear ribonucleoprotein polypeptide 

A' - CGNC Symbol 50006 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1923,05)" 25014 11298

ENSGALP00000016175 CID 65 - 81

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1923,09)" 1640 true 0.77 11299

ENSGALP00000004159 CID 131 - 147

ribosomal protein L10a - CGNC Symbol 

51119 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1923,11)" 1899 false 11300

ENSGALP00000006284 CID 320 - 339

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1923,84)" 3792 11301

ENSGALP00000010760 CID 103 - 118

MOB kinase activator 2 - CGNC Symbol 

51888 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1923,99)" 8386 false 11302

ENSGALP00000018295 CID 206 - 221

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1924,85)" 1521 false 11303



ENSGALP00000003612 CID 1,913 - 1,929

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1924,96)" 4031 11304

ENSGALP00000001949 CID 788 - 803 PR domain 10 - CGNC Symbol 872 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1925,19)" 6568 true 1.06 11305

ENSGALP00000003035 CID 239 - 254

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1925,94)" 1229 true 1.93 11306

ENSGALP00000034108 CID 73 - 88

pyruvate kinase muscle - CGNC Symbol 

1412 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1926,00)" 74305 true 1.66 11307

ENSGALP00000042469 CID 33 - 49

ubiquitin conjugating enzyme E2 C - CGNC 

Symbol 63729 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1926,01)" 29255 true 1.93 11308

ENSGALP00000001456 CID 915 - 931

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1926,16)" 27353 11309

ENSGALP00000006604 CID 18 - 32

GTPase activating protein (SH3 domain) 

binding protein 1 - CGNC Symbol 50211 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1927,01)" 4027 11310



ENSGALP00000003914 CID 47 - 64

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1927,08)" 4919 true 1.98 11311

ENSGALP00000023165 CID 84 - 100

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1927,22)" 11829 false 11312

ENSGALP00000018849 CID 44 - 60

interleukin enhancer binding factor 2 - 

CGNC Symbol 8794 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1928,15)" 4091 false 11313

ENSGALP00000016260 CID 14 - 30

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1928,97)" 2586 true 1.33 11314

ENSGALP00000009985 CID 90 - 107

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1929,16)" 3370 true 0.89 11315

ENSGALP00000006970 CID 130 - 144 exportin 1 - CGNC Symbol 3224 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1929,17)" 4411 false 11316

ENSGALP00000018418 CID 274 - 287 N-glycanase 1 - CGNC Symbol 8593 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1929,78)" 2932 true 1.53 11317



ENSGALP00000019471 CID 30 - 44 PHD finger protein 5A - CGNC Symbol 9062 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1929,95)" 7997 11318

ENSGALP00000003035 CID 239 - 254

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1929,96)" 2758 11319

ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1929,97)" 19981 true 1.49 11320

ENSGALP00000013843 CID 1,434 - 1,450 THO complex 2 - CGNC Symbol 6452 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1929,97)" 529 11321

ENSGALP00000008003 CID 108 - 122

SUMO-activating enzyme subunit 2 - Refseq 

NP_001025742 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1930,01)" 4015 true 0.75 11322

ENSGALP00000042469 CID 33 - 49

ubiquitin conjugating enzyme E2 C - CGNC 

Symbol 63729 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1930,04)" 10833 11323

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear ribonucleoprotein D-

like - CGNC Symbol 51783 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1930,04)" 9738 true 1.22 11324



ENSGALP00000018144 CID 365 - 381 cyclin K - CGNC Symbol 8459 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1930,08)" 31468 11325

ENSGALP00000020445 CID 144 - 159

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1930,96)" 1352 11326

ENSGALP00000008171 CID 994 - 1,010

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1930,97)" 11607 true 1.02 11327

ENSGALP00000003914 CID 47 - 64

ubiquinol-cytochrome c reductase core 

protein II - CGNC Symbol 1783 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1931,10)" 12693 11328

ENSGALP00000009549 CID 404 - 418 calnexin - CGNC Symbol 4443 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1932,06)" 9659 true 0.87 11329

ENSGALP00000016337 CID 2,450 - 2,466

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1932,07)" 1554 true 2.93 11330

ENSGALP00000015027 CID 477 - 492

acyl-CoA binding domain containing 3 - 

CGNC Symbol 7024 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1932,83)" 6823 true 1.42 11331



ENSGALP00000011700 CID 308 - 321

nucleotide binding protein 1 - CGNC Symbol 

5471 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1932,85)" 20370 true 0.77 11332

ENSGALP00000014265 CID 157 - 173

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1932,97)" 3792 11333

ENSGALP00000043403 CID Dec-28

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1933,02)" 15881 true 2.49 11334

ENSGALP00000043196 CID 1,023 - 1,039

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1933,04)" 4302 false 11335

ENSGALP00000003898 CID 601 - 617 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1933,04)" 4302 true 0.9 11336

ENSGALP00000018418 CID 274 - 287 N-glycanase 1 - CGNC Symbol 8593 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1933,80)" 5856 11337

ENSGALP00000011055 CID 153 - 167

diaphanous homolog 1 (Drosophila) - CGNC 

Symbol 49017 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1933,94)" 10642 11338



ENSGALP00000020666 CID 343 - 357 DEK proto-oncogene - CGNC Symbol 9623 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1933,96)" 4416 true 0.87 11339

ENSGALP00000034108 CID 73 - 88

pyruvate kinase muscle - CGNC Symbol 

1412 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1933,99)" 69124 true 1.66 11340

ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L (similar to human 

histone cluster 1 class H1 genes) - CGNC 

Symbol 53220 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1934,00)" 32367 true 1.49 11341

ENSGALP00000018410 CID 1,447 - 1,462

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1934,94)" 11141 true 2.81 11342

ENSGALP00000008171 CID 994 - 1,010

translocated promoter region nuclear 

basket protein - CGNC Symbol 3800 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1934,97)" 10449 11343

ENSGALP00000015986 CID 1,038 - 1,053

integrator complex subunit 7 - CGNC 

Symbol 7478 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1934,98)" 5619 true 1.03 11344

ENSGALP00000015560 CID 245 - 261

eukaryotic translation initiation factor 2 

subunit alpha - CGNC Symbol 7281 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1935,07)" 11125 false 11345



ENSGALP00000021253 CID 106 - 121

BH3 interacting domain death agonist - 

CGNC Symbol 9863 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1935,07)" 11125 true 1.69 11346

ENSGALP00000020445 CID 1,418 - 1,433

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1935,96)" 952 true 1.42 11347

ENSGALP00000042837 CID 107 - 122

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1936,03)" 6520 true 2.22 11348

ENSGALP00000017954 CID 110 - 125

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1936,03)" 6520 true 2.22 11349

ENSGALP00000016337 CID 2,450 - 2,466

LPS-responsive vesicle trafficking beach and 

anchor containing - CGNC Symbol 7650 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1936,08)" 6635 11350

ENSGALP00000040662 CID 213 - 229 inositol monophosphatase 1 - HGNC:6050 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1936,11)" 3839 true 0.76 11351

ENSGALP00000035496 CID 60 - 74

CCHC-type zinc finger nucleic acid binding 

protein - CGNC Symbol 3717 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1936,72)" 4411 11352



ENSGALP00000021034 CID 533 - 550

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1937,99)" 2839 true 1.05 11353

ENSGALP00000041687 CID 446 - 461

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1937,99)" 21696 true 1.94 11354

ENSGALP00000011982 CID 145 - 160 CD3e molecule - CGNC Symbol 5597 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1938,02)" 29314 11355

ENSGALP00000005090 CID 547 - 563

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1938,05)" 26912 true 1.07 11356

ENSGALP00000042157 CID 234 - 250

docking protein 2 56kDa - CGNC Symbol 

65680 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1938,09)" 1631 false 11357

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1938,83)" 67067 true 2.93 11358

ENSGALP00000015986 CID 1,038 - 1,053

integrator complex subunit 7 - CGNC 

Symbol 7478 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1939,00)" 4737 11359



ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1939,02)" 9374 true 1.89 11360

ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1939,02)" 53766 true 1.59 11361

ENSGALP00000010844 CID 33 - 48

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1939,04)" 8537 true 0.27 11362

ENSGALP00000021253 CID 106 - 121

BH3 interacting domain death agonist - 

CGNC Symbol 9863 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1939,09)" 18788 11363

ENSGALP00000020445 CID 1,418 - 1,433

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1939,98)" 2288 11364

ENSGALP00000014768 CID 342 - 357

EH-domain containing 3 - CGNC Symbol 

51465 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1940,03)" 1278 11365

ENSGALP00000014265 CID 157 - 173

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1940,96)" 14539 true 1.42 11366



ENSGALP00000023294 CID 1,831 - 1,846

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1940,97)" 2485 true 1.14 11367

ENSGALP00000016260 CID 14 - 30

calmodulin 2 (phosphorylase kinase delta) - 

CGNC Symbol 49513 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1941,05)" 2698 true 1.33 11368

ENSGALP00000043403 CID Dec-28

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1941,07)" 42846 true 2.49 11369

ENSGALP00000011822 CID 347 - 362

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1941,08)" 3542 true 0.72 11370

ENSGALP00000004745 CID 418 - 434 nucleoporin 93kDa - CGNC Symbol 2176 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1941,81)" 2286 true 0.69 11371

ENSGALP00000020666 CID 343 - 357 DEK proto-oncogene - CGNC Symbol 9623 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1941,97)" 3827 true 0.87 11372

ENSGALP00000005090 CID 547 - 563

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1942,06)" 39347 11373



ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1942,85)" 131476 11374

ENSGALP00000020445 CID 144 - 159

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1942,95)" 8615 true 3.1 11375

ENSGALP00000023099 CID 142 - 157

histocompatibility (minor) HA-1 - CGNC 

Symbol 51181 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1942,98)" 4926 11376

ENSGALP00000018410 CID 1,447 - 1,462

topoisomerase (DNA) II beta 180kDa - CGNC 

Symbol 8591 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1942,99)" 52823 true 2.81 11377

ENSGALP00000010423 CID 240 - 254

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1943,87)" 1776 true 2.33 11378

ENSGALP00000004982 CID 24 - 40

coatomer protein complex subunit epsilon - 

CGNC Symbol 2286 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1943,99)" 9344 true 1.99 11379

ENSGALP00000014641 CID 64 - 79

endothelial differentiation related factor 1 - 

CGNC Symbol 6846 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1944,01)" 14206 true 1.32 11380



ENSGALP00000017954 CID 110 - 125

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1944,08)" 14454 true 2.22 11381

ENSGALP00000042837 CID 107 - 122

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1944,08)" 14454 true 2.22 11382

ENSGALP00000006566 CID 33 - 48

serine/arginine-rich splicing factor 10 - 

CGNC Symbol 51061 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1945,01)" 1844 true 1.19 11383

ENSGALP00000019931 CID 368 - 385

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1945,02)" 3129 true 0.63 11384

ENSGALP00000013540 CID 121 - 136

round spermatid basic protein 1-like - CGNC 

Symbol 6312 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1945,03)" 2257 true 1 11385

ENSGALP00000004745 CID 418 - 434 nucleoporin 93kDa - CGNC Symbol 2176 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1945,84)" 1587 11386

ENSGALP00000027595 CID 334 - 350 nucleoporin 58kDa - CGNC Symbol 12853 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1945,97)" 5154 11387



ENSGALP00000041687 CID 446 - 461

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1946,04)" 44852 true 1.94 11388

ENSGALP00000021034 CID 533 - 550

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1946,04)" 1687 true 1.05 11389

ENSGALP00000026579 CID 380 - 395

zinc finger protein 512 - CGNC Symbol 

12362 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1946,07)" 9497 false 11390

ENSGALP00000039758 CID 182 - 197

SAM and SH3 domain containing 3 - CGNC 

Symbol 2900 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1946,09)" 1834 false 11391

ENSGALP00000020445 CID 144 - 159

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1946,98)" 32142 11392

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1947,00)" 55921 true 1.27 11393

ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1947,06)" 17745 true 1.89 11394



ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1947,07)" 89018 true 1.59 11395

ENSGALP00000008442 CID 687 - 704

integrator complex subunit 2 - CGNC 

Symbol 3921 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1947,08)" 9110 true 1.33 11396

ENSGALP00000004013 CID 607 - 624 talin 1 - CGNC Symbol 1830 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1947,19)" 530 false 11397

ENSGALP00000010423 CID 240 - 254

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1947,89)" 8175 11398

ENSGALP00000004982 CID 24 - 40

coatomer protein complex subunit epsilon - 

CGNC Symbol 2286 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1948,01)" 20293 11399

ENSGALP00000015002 CID Dec-29

ATPase H+ transporting lysosomal 16kDa V0 

subunit c - CGNC Symbol 7004 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1948,06)" 11900 true 0.78 11400

ENSGALP00000039872 CID 266 - 282

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1948,07)" 17724 false 11401



ENSGALP00000004614 CID 134 - 150

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1949,00)" 792 false 11402

ENSGALP00000025525 CID 172 - 188 carbonic anhydrase II - CGNC Symbol 11834 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1949,00)" 19263 true 0.85 11403

ENSGALP00000014265 CID 157 - 173

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1949,00)" 3587 true 1.42 11404

ENSGALP00000023294 CID 1,831 - 1,846

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1949,02)" 2832 true 1.14 11405

ENSGALP00000013122 CID 251 - 268

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1949,09)" 192930 true 0.84 11406

ENSGALP00000003898 CID 601 - 617 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1949,11)" 2842 true 0.9 11407

ENSGALP00000040638 CID 1,061 - 1,076 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1949,93)" 17117 true 1.17 11408



ENSGALP00000019120 CID 140 - 156

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1949,99)" 743 false 11409

ENSGALP00000001456 CID 855 - 872

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1950,08)" 6918 true 0.64 11410

ENSGALP00000035478 CID 459 - 475 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1950,91)" 4116 11411

ENSGALP00000018382 CID 255 - 271

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1950,99)" 5258 true 0.86 11412

ENSGALP00000017383 CID 73 - 88 replication protein A3 - CGNC Symbol 8130 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1951,00)" 8381 11413

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1951,03)" 90093 11414

ENSGALP00000018258 CID 235 - 253 Enah/Vasp-like - CGNC Symbol 8513 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1951,04)" 2056 false 11415



ENSGALP00000001205 CID 214 - 231

splicing factor 3a subunit 2 - CGNC Symbol 

14678 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1951,08)" 4932 false 11416

ENSGALP00000008442 CID 687 - 704

integrator complex subunit 2 - CGNC 

Symbol 3921 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1951,11)" 12083 11417

ENSGALP00000006778 CID 299 - 314

eukaryotic translation initiation factor 3 

subunit B - CGNC Symbol 55528 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1952,01)" 1149 11418

ENSGALP00000014641 CID 64 - 79

endothelial differentiation related factor 1 - 

CGNC Symbol 6846 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1952,07)" 18800 true 1.32 11419

ENSGALP00000042659 CID 511 - 528

B-cell lymphoma/leukemia 11B-like - CGNC 

Symbol 63941 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1952,95)" 7033 11420

ENSGALP00000010358 CID 398 - 414

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1952,98)" 8397 true 2.05 11421

ENSGALP00000025525 CID 172 - 188 carbonic anhydrase II - CGNC Symbol 11834 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1953,00)" 15463 11422



ENSGALP00000041877 CID 885 - 902 Alstrom syndrome 1 - CGNC Symbol 51865 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1953,10)" 8672 true 1.58 11423

ENSGALP00000013122 CID 251 - 268

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1953,12)" 161351 11424

ENSGALP00000011822 CID 347 - 362

proteasome 26S subunit non-ATPase 6 - 

CGNC Symbol 5531 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1953,16)" 2566 true 0.72 11425

ENSGALP00000040638 CID 1,061 - 1,076 no description available 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1953,95)" 20038 11426

ENSGALP00000003012 CID 279 - 295

malate dehydrogenase 2 - CGNC Symbol 

1378 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1953,97)" 831 true 0.85 11427

ENSGALP00000019120 CID 140 - 156

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1954,07)" 531 11428

ENSGALP00000041808 CID 197 - 213 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1954,90)" 563 11429



ENSGALP00000018382 CID 255 - 271

early endosome antigen 1 - CGNC Symbol 

8572 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1955,02)" 4504 11430

ENSGALP00000009511 CID 89 - 106 ribosomal protein L5 - CGNC Symbol 4424 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1955,04)" 6713 true 1.55 11431

ENSGALP00000041804 CID 62 - 78

cysteine and histidine-rich domain-

containing protein 1 - Refseq 

NP_001026003 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1955,10)" 960 true 0.95 11432

ENSGALP00000026474 CID 22 - 39

ribonucleotide reductase M2 - CGNC 

Symbol 12309 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1956,05)" 1602 false 11433

ENSGALP00000015002 CID Dec-29

ATPase H+ transporting lysosomal 16kDa V0 

subunit c - CGNC Symbol 7004 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1956,11)" 9232 true 0.78 11434

ENSGALP00000005619 CID 226 - 242

polyamine oxidase (exo-N4-amino) - CGNC 

Symbol 65340 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1956,25)" 2386 false 11435

ENSGALP00000006018 CID 51 - 67

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1956,94)" 7027 true 0.93 11436



ENSGALP00000010358 CID 398 - 414

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1957,00)" 20234 11437

ENSGALP00000003954 CID 552 - 570

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1957,88)" 1746 true 1.19 11438

ENSGALP00000026380 CID 280 - 296

tumor suppressing subtransferable 

candidate 1 - CGNC Symbol 12263 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1957,95)" 1495 true 1.73 11439

ENSGALP00000013240 CID 115 - 131

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1957,95)" 1495 false 1.73 11440

ENSGALP00000001909 CID 1,102 - 1,119

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1957,97)" 1607 true 1.19 11441

ENSGALP00000026633 CID 694 - 709

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1957,98)" 4593 true 0.77 11442

ENSGALP00000043362 CID 139 - 155 ras homolog family member G - HGNC:672 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1957,99)" 1222 true 1.39 11443



ENSGALP00000011006 CID 356 - 372 catenin beta like 1 - CGNC Symbol 5146 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1957,99)" 1581 false 11444

ENSGALP00000002944 CID 617 - 633

WAPL cohesin release factor - CGNC Symbol 

1347 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1958,13)" 1871 true 1.12 11445

ENSGALP00000001456 CID 855 - 872

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1958,13)" 4444 true 0.64 11446

ENSGALP00000004962 CID 524 - 539

tripartite motif containing 25 - CGNC 

Symbol 2279 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1958,95)" 5909 11447

ENSGALP00000009511 CID 89 - 106 ribosomal protein L5 - CGNC Symbol 4424 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1959,06)" 11512 11448

ENSGALP00000041109 CID 236 - 251

Hsap of 1: capping actin protein gelsolin like 

- HGNC:1474 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1959,88)" 2121 11449

ENSGALP00000042171 CID 109 - 125 transgelin 2 - CGNC Symbol 65718 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1959,93)" 3108 11450



ENSGALP00000003888 CID 264 - 281 cell division cycle 73 - CGNC Symbol 1766 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1960,03)" 1705 true 0.83 11451

ENSGALP00000008267 CID 658 - 673

G protein-coupled receptor kinase 

interactor 2 - CGNC Symbol 3839 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1960,92)" 4323 true 1.59 11452

ENSGALP00000006018 CID 51 - 67

poly(A) binding protein cytoplasmic 4 

(inducible form) - CGNC Symbol 2781 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1960,96)" 6560 11453

ENSGALP00000008398 CID 54 - 71

phenylalanyl-tRNA synthetase beta subunit - 

CGNC Symbol 3896 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1961,05)" 14957 false 11454

ENSGALP00000001909 CID 1,102 - 1,119

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1961,98)" 1916 11455

ENSGALP00000013240 CID 115 - 131

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1961,99)" 6785 11456

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1962,06)" 104194 true 0.63 11457



ENSGALP00000004159 CID 63 - 78

ribosomal protein L10a - CGNC Symbol 

51119 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1962,89)" 2928 true 1.08 11458

ENSGALP00000041514 CID 618 - 633

tRNA methyltransferase 1 like - CGNC 

Symbol 3801 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1962,91)" 7472 true 1.62 11459

ENSGALP00000009408 CID 374 - 393

acetyl-CoA acyltransferase 1 - CGNC Symbol 

4375 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1963,08)" 2138 11460

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1963,22)" 13054 false 11461

ENSGALP00000007705 CID 77 - 93

ribosomal protein S4 X-linked - CGNC 

Symbol 49597 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1964,04)" 1581 false 11462

ENSGALP00000003888 CID 264 - 281 cell division cycle 73 - CGNC Symbol 1766 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1964,06)" 847 11463

ENSGALP00000000151 CID 102 - 116

tripartite motif containing 27.1 - CGNC 

Symbol 58 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1965,89)" 632 true 1.23 11464



ENSGALP00000003954 CID 552 - 570

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1965,93)" 3191 true 1.19 11465

ENSGALP00000026633 CID 694 - 709

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1966,03)" 3542 true 0.77 11466

ENSGALP00000002197 CID 370 - 386 gelsolin - CGNC Symbol 49472 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1966,05)" 4369 false 11467

ENSGALP00000019120 CID 455 - 472

heat shock 70kDa protein 2 - CGNC Symbol 

51984 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1966,07)" 9984 false 11468

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 (glucose-

regulated protein 78kDa) - CGNC Symbol 

667 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1966,08)" 52527 11469

ENSGALP00000035780 CID 268 - 284

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1966,09)" 6962 true 0.68 11470

ENSGALP00000002944 CID 617 - 633

WAPL cohesin release factor - CGNC Symbol 

1347 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1966,19)" 2098 true 1.12 11471



ENSGALP00000026509 CID 697 - 714

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1968,15)" 3778 false 11472

ENSGALP00000008267 CID 658 - 673

G protein-coupled receptor kinase 

interactor 2 - CGNC Symbol 3839 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1968,97)" 6877 true 1.59 11473

ENSGALP00000013294 CID 405 - 421

5'-nucleotidase cytosolic II - CGNC Symbol 

6204 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1968,98)" 42349 true 0.62 11474

ENSGALP00000019330 CID 227 - 244

polymerase (DNA) delta interacting protein 

3 - CGNC Symbol 8993 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1969,00)" 2098 true 1.08 11475

ENSGALP00000042479 CID 93 - 109

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1969,03)" 40414 true 0.91 11476

ENSGALP00000017152 CID 154 - 171

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1969,08)" 437 false 11477

ENSGALP00000005090 CID 780 - 797

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1970,07)" 30225 true 0.72 11478



ENSGALP00000004159 CID 63 - 78

ribosomal protein L10a - CGNC Symbol 

51119 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1970,95)" 2857 true 1.08 11479

ENSGALP00000004013 CID 1,787 - 1,803 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1970,96)" 6604 true 0.84 11480

ENSGALP00000037924 CID 64 - 79

heterogeneous nuclear ribonucleoprotein 

A1 - CGNC Symbol 7027 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1971,02)" 4642 false 11481

ENSGALP00000034600 CID 40 - 55

vesicle-associated membrane protein 3 - 

CGNC Symbol 359 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1971,04)" 1829 11482

ENSGALP00000011689 CID 236 - 252

prolyl 4-hydroxylase beta polypeptide - 

CGNC Symbol 5464 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1971,08)" 3398 true 0.96 11483

ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1971,10)" 9469 true 1.94 11484

ENSGALP00000005662 CID 83 - 100

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1972,99)" 10840 true 0.33 11485



ENSGALP00000013294 CID 405 - 421

5'-nucleotidase cytosolic II - CGNC Symbol 

6204 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1973,00)" 28413 11486

ENSGALP00000019330 CID 227 - 244

polymerase (DNA) delta interacting protein 

3 - CGNC Symbol 8993 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1973,03)" 1099 11487

ENSGALP00000009709 CID 464 - 480

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1973,09)" 3606 true 1.5 11488

ENSGALP00000004832 CID 26 - 44 ferrochelatase - CGNC Symbol 2220 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1973,12)" 946 false 11489

ENSGALP00000013738 CID 34 - 49

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1973,98)" 4150 true 1.37 11490

ENSGALP00000010345 CID 61 - 78

3-phosphoinositide dependent protein 

kinase-1 - CGNC Symbol 50287 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1973,98)" 1970 true 1.21 11491

ENSGALP00000007490 CID 194 - 209 moesin - HGNC:7373 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1974,00)" 5226 true 1.74 11492



ENSGALP00000001957 CID 230 - 247

serine and arginine repetitive matrix 1 - 

CGNC Symbol 876 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1974,11)" 10435 11493

ENSGALP00000035780 CID 268 - 284

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1974,13)" 4714 true 0.68 11494

ENSGALP00000035339 CID 93 - 111

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1975,15)" 2665 true 1.39 11495

ENSGALP00000041514 CID 684 - 701

tRNA methyltransferase 1 like - CGNC 

Symbol 3801 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1975,97)" 10177 true 1.1 11496

ENSGALP00000041804 CID 93 - 108

cysteine and histidine-rich domain-

containing protein 1 - Refseq 

NP_001026003 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1976,16)" 20424 true 0.77 11497

ENSGALP00000005662 CID 83 - 100

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1977,01)" 2312 11498

ENSGALP00000015229 CID 258 - 275

calpain 2 (m/II) large subunit - CGNC 

Symbol 7115 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1977,02)" 43419 11499



ENSGALP00000042479 CID 93 - 109

Hsap of 1: stress induced phosphoprotein 1 - 

HGNC:11387 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1977,08)" 36852 true 0.91 11500

ENSGALP00000003234 CID 1,659 - 1,675

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1977,25)" 2274 false 11501

ENSGALP00000016182 CID 350 - 365

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1977,94)" 7758 true 0.66 11502

ENSGALP00000043196 CID 1,832 - 1,850

marker of proliferation Ki-67 - CGNC Symbol 

16321 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1977,99)" 1035 true 0.97 11503

ENSGALP00000016175 CID 307 - 323

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1978,00)" 1247 true 1.04 11504

ENSGALP00000005090 CID 780 - 797

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1978,12)" 20627 true 0.72 11505

ENSGALP00000004013 CID 1,787 - 1,803 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1979,01)" 4351 true 0.84 11506



ENSGALP00000011689 CID 236 - 252

prolyl 4-hydroxylase beta polypeptide - 

CGNC Symbol 5464 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1979,14)" 3267 true 0.96 11507

ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1979,15)" 22561 true 1.94 11508

ENSGALP00000035339 CID 93 - 111

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1979,18)" 3712 11509

ENSGALP00000041514 CID 684 - 701

tRNA methyltransferase 1 like - CGNC 

Symbol 3801 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1979,99)" 8451 11510

ENSGALP00000029700 CID 123 - 141

ES1 protein homolog mitochondrial - Refseq 

NP_001025969 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1980,11)" 670 false 11511

ENSGALP00000012750 CID 248 - 265

B-cell CLL/lymphoma 11A (zinc finger 

protein) - CGNC Symbol 51435 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1980,98)" 2398 false 11512

ENSGALP00000040890 CID 525 - 543

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1981,02)" 1057 true 1.63 11513



ENSGALP00000043092 CID 408 - 425 toll-like receptor 3 - CGNC Symbol 10123 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1981,06)" 3392 false 1.34 11514

ENSGALP00000037462 CID 16 - 33 thymopoietin - CGNC Symbol 50621 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1981,10)" 13229 true 0.58 11515

ENSGALP00000040836 CID 109 - 126

acidic residue methyltransferase 1 - CGNC 

Symbol 9819 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1981,10)" 1632 true 1.09 11516

ENSGALP00000009709 CID 464 - 480

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1981,14)" 5405 true 1.5 11517

ENSGALP00000028746 CID Dec-27

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1981,92)" 3772 false 11518

ENSGALP00000016182 CID 350 - 365

leucine rich pentatricopeptide repeat 

containing - CGNC Symbol 7574 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1981,97)" 5449 11519

ENSGALP00000016175 CID 307 - 323

ATP binding cassette subfamily E member 1 - 

CGNC Symbol 7569 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1982,02)" 1302 11520



ENSGALP00000013738 CID 34 - 49

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1982,03)" 4388 true 1.37 11521

ENSGALP00000019801 CID Apr-20 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1982,03)" 28018 true 2.42 11522

ENSGALP00000007490 CID 194 - 209 moesin - HGNC:7373 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1982,05)" 10786 true 1.74 11523

ENSGALP00000018382 CID 486 - 501

early endosome antigen 1 - CGNC Symbol 

8572 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1982,97)" 1001 true 0.63 11524

ENSGALP00000006527 CID 112 - 129

translocase of outer mitochondrial 

membrane 34 - CGNC Symbol 3015 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1983,01)" 1111 true 1.56 11525

ENSGALP00000041804 CID 62 - 78

cysteine and histidine-rich domain-

containing protein 1 - Refseq 

NP_001026003 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1983,16)" 7588 true 0.56 11526

ENSGALP00000002373 CID 237 - 252

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1984,01)" 8875 false 11527



ENSGALP00000000639 CID 265 - 283 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1984,09)" 1274 true 1.84 11528

ENSGALP00000042251 CID 90 - 106 endosulfine alpha - CGNC Symbol 23246 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1984,09)" 5993 true 1.27 11529

ENSGALP00000039575 CID 24 - 42

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1984,99)" 2728 false 11530

ENSGALP00000040890 CID 525 - 543

Sad1 and UNC84 domain containing 2 - 

CGNC Symbol 50656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1985,04)" 3008 11531

ENSGALP00000019801 CID Apr-20 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1986,06)" 79114 11532

ENSGALP00000036720 CID 895 - 910

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1987,00)" 534 true 1.14 11533

ENSGALP00000012130 CID 74 - 89

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1987,01)" 960 true 1.99 11534



ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1987,02)" 7203 true 1.14 11535

ENSGALP00000013964 CID 104 - 121

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1987,02)" 7203 true 1.14 11536

ENSGALP00000006527 CID 112 - 129

translocase of outer mitochondrial 

membrane 34 - CGNC Symbol 3015 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1987,02)" 3044 11537

ENSGALP00000023059 CID 462 - 477

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1987,03)" 23727 true 2.09 11538

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1987,24)" 377762 true 3.5 11539

ENSGALP00000003737 CID 163 - 179 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1988,10)" 2040 false 11540

ENSGALP00000041804 CID 93 - 108

cysteine and histidine-rich domain-

containing protein 1 - Refseq 

NP_001026003 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1988,24)" 14462 true 0.77 11541



ENSGALP00000039965 CID 40 - 55

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1988,95)" 5728 false 11542

ENSGALP00000003172 CID 820 - 838 WD repeat domain 33 - CGNC Symbol 1450 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1989,01)" 3646 true 1.55 11543

ENSGALP00000041687 CID 371 - 387

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1989,09)" 2047 false 11544

ENSGALP00000014280 CID 685 - 701

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1989,09)" 509 false 11545

ENSGALP00000002409 CID 1,156 - 1,174

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1989,11)" 10193 true 0.78 11546

ENSGALP00000042659 CID 118 - 135

B-cell lymphoma/leukemia 11B-like - CGNC 

Symbol 63941 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1990,00)" 872 11547

ENSGALP00000027519 CID 458 - 473

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1990,00)" 1826 true 2.28 11548



ENSGALP00000026444 CID 100 - 116

isoamyl acetate-hydrolyzing esterase 1 

homolog - CGNC Symbol 12296 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1990,05)" 11712 11549

ENSGALP00000014389 CID Sep-30

COMM domain containing 5 - CGNC Symbol 

6733 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1990,93)" 5412 true 1.26 11550

ENSGALP00000018382 CID 486 - 501

early endosome antigen 1 - CGNC Symbol 

8572 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(1991,02)" 633 true 0.63 11551

ENSGALP00000036720 CID 895 - 910

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1991,02)" 607 11552

ENSGALP00000004048 CID 844 - 860 kinectin 1 - CGNC Symbol 9206 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1991,03)" 4073 false 11553

ENSGALP00000013964 CID 104 - 121

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1991,04)" 9150 11554

ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1991,04)" 9150 11555



ENSGALP00000023059 CID 462 - 477

PDS5 regulator of cohesion maintenance 

homolog A (S. cerevisiae) - CGNC Symbol 

10643 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1991,05)" 59765 11556

ENSGALP00000025508 CID 397 - 412

SR-related CTD-associated factor 4 - CGNC 

Symbol 11826 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1991,95)" 29530 true 1.58 11557

ENSGALP00000000639 CID 265 - 283 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1992,13)" 3568 true 1.84 11558

ENSGALP00000042251 CID 90 - 106 endosulfine alpha - CGNC Symbol 23246 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1992,15)" 7601 true 1.27 11559

ENSGALP00000035723 CID 559 - 574

tudor domain containing 3 - CGNC Symbol 

12714 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1992,87)" 2138 true 1.04 11560

ENSGALP00000013963 CID 1,080 - 1,099

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1992,99)" 956 false 11561

ENSGALP00000003172 CID 820 - 838 WD repeat domain 33 - CGNC Symbol 1450 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1993,03)" 6554 11562



ENSGALP00000019016 CID 37 - 54

nucleolar protein interacting with the FHA 

domain of MKI67 - CGNC Symbol 8852 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1993,06)" 12446 true 0.96 11563

ENSGALP00000036720 CID 1,898 - 1,914

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1993,08)" 3606 11564

ENSGALP00000002373 CID 493 - 511

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1993,90)" 1063 true 0.74 11565

ENSGALP00000001578 CID Aug-27

chromosome 20 open reading frame human 

C20orf24 - CGNC Symbol 714 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1993,96)" 8081 11566

ENSGALP00000014389 CID Sep-30

COMM domain containing 5 - CGNC Symbol 

6733 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1994,96)" 6808 11567

ENSGALP00000012130 CID 74 - 89

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1995,06)" 2886 true 1.99 11568

ENSGALP00000019040 CID 1,013 - 1,030 nucleoporin 205kDa - CGNC Symbol 8864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1995,07)" 1714 true 0.76 11569



ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family member J 

(H2AFJ) mRNA. - RefSeq mRNA 

NM_001030753 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1995,29)" 1323946 true 3.5 11570

ENSGALP00000007593 CID 261 - 277 prosaposin - CGNC Symbol 49395 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1995,92)" 4118 false 11571

ENSGALP00000025508 CID 397 - 412

SR-related CTD-associated factor 4 - CGNC 

Symbol 11826 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1995,97)" 46549 11572

ENSGALP00000003898 CID 836 - 853 matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(1996,11)" 13065 true 0.9 11573

ENSGALP00000035723 CID 559 - 574

tudor domain containing 3 - CGNC Symbol 

12714 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1996,89)" 2231 11574

ENSGALP00000001808 CID 280 - 296

cytokine induced apoptosis inhibitor 1 - 

CGNC Symbol 812 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(1996,97)" 536 true 1.37 11575

ENSGALP00000007466 CID 21 - 36

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1997,04)" 4896 11576



ENSGALP00000013963 CID 1,080 - 1,099

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(1997,04)" 1641 11577

ENSGALP00000019016 CID 37 - 54

nucleolar protein interacting with the FHA 

domain of MKI67 - CGNC Symbol 8852 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(1997,07)" 17083 11578

ENSGALP00000002409 CID 1,156 - 1,174

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(1997,16)" 7976 true 0.78 11579

ENSGALP00000026345 CID 42 - 59

acid phosphatase 1 soluble - CGNC Symbol 

12245 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1997,94)" 3093 true 0.66 11580

ENSGALP00000015051 CID 340 - 357 pleiotropic regulator 1 - CGNC Symbol 7032 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1997,94)" 24294 true 0.9 11581

ENSGALP00000042837 CID 32 - 47

Hsap of 4: heterogeneous nuclear 

ribonucleoprotein A1-like 2 - HGNC:27067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1997,97)" 1271 11582

ENSGALP00000038979 CID 403 - 418

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1999,00)" 1796 false 11583



ENSGALP00000015409 CID 39 - 55 actinin alpha 1 - CGNC Symbol 48956 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1999,02)" 542 false 11584

ENSGALP00000008236 CID 1,214 - 1,232

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(1999,11)" 1764 true 1.37 11585

ENSGALP00000040011 CID 101 - 118

Hsap of 1: DEAD-box helicase 21 - 

HGNC:2744 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(1999,14)" 2092 false 11586

ENSGALP00000005662 CID 240 - 257

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(1999,17)" 6986 true 0.34 11587

ENSGALP00000041804 CID 62 - 78

cysteine and histidine-rich domain-

containing protein 1 - Refseq 

NP_001026003 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(1999,23)" 3413 true 0.56 11588

ENSGALP00000026858 CID 179 - 195

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(1999,87)" 91494 11589

ENSGALP00000003152 CID 527 - 544

adenosylhomocysteinase - CGNC Symbol 

1443 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(1999,99)" 2664 11590



ENSGALP00000025846 CID Feb-22

solute carrier family 25 member 32 - CGNC 

Symbol 12008 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2000,02)" 10497 11591

ENSGALP00000020445 CID 1,754 - 1,770

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2000,04)" 1653 true 2.04 11592

ENSGALP00000013053 CID 117 - 132

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2000,91)" 2566 true 0.88 11593

ENSGALP00000021785 CID 220 - 238 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2001,07)" 2453 11594

ENSGALP00000008236 CID 215 - 232

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2001,14)" 4180 true 1.21 11595

ENSGALP00000022849 CID 151 - 166

LIM and senescent cell antigen-like domains 

1 - CGNC Symbol 49937 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2001,83)" 3376 true 0.48 11596

ENSGALP00000002373 CID 493 - 511

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2001,94)" 783 true 0.74 11597



ENSGALP00000026345 CID 42 - 59

acid phosphatase 1 soluble - CGNC Symbol 

12245 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2001,97)" 2050 11598

ENSGALP00000015051 CID 340 - 357 pleiotropic regulator 1 - CGNC Symbol 7032 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2002,01)" 14875 11599

ENSGALP00000002866 CID 177 - 194

leucine-rich repeats and WD repeat domain 

containing 1 - CGNC Symbol 50529 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2003,05)" 1625 11600

ENSGALP00000000634 CID 438 - 454

LCK proto-oncogene Src family tyrosine 

kinase - HGNC:6524 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2003,07)" 1998 11601

ENSGALP00000008236 CID 1,214 - 1,232

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2003,11)" 4117 11602

ENSGALP00000019040 CID 1,013 - 1,030 nucleoporin 205kDa - CGNC Symbol 8864 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2003,15)" 2498 true 0.73 11603

ENSGALP00000005662 CID 240 - 257

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2003,19)" 1446 11604



ENSGALP00000011673 CID 54 - 68

ferritin heavy polypeptide 1 - CGNC Symbol 

49581 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2004,02)" 3684 false 11605

ENSGALP00000013240 CID 1,535 - 1,552

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2004,04)" 1123 11606

ENSGALP00000018652 CID 223 - 238

actin related protein 2/3 complex subunit 2 

34kDa - CGNC Symbol 8704 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2004,05)" 19820 false 11607

ENSGALP00000002147 CID 92 - 107

serine/arginine-rich splicing factor 4 - CGNC 

Symbol 968 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2004,11)" 6205 false 11608

ENSGALP00000001460 CID 113 - 128

serine/arginine-rich splicing factor 6 - CGNC 

Symbol 657 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2004,11)" 6205 false 11609

ENSGALP00000023075 CID 790 - 807

replication factor C subunit 1 - CGNC 

Symbol 51823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2004,11)" 6205 false 11610

ENSGALP00000003898 CID 836 - 853 matrin 3 - CGNC Symbol 1772 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2004,18)" 12189 true 0.87 11611



ENSGALP00000013053 CID 117 - 132

acidic (leucine-rich) nuclear phosphoprotein 

32 family member A - CGNC Symbol 50017 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2004,93)" 2256 11612

ENSGALP00000003954 CID 239 - 255

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2006,09)" 557 true 1.61 11613

ENSGALP00000038155 CID 98 - 112

Hsap of 1: serine and arginine rich splicing 

factor 7 - HGNC:10789 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2006,96)" 16003 false 11614

ENSGALP00000016773 CID 150 - 168 NIMA related kinase 9 - CGNC Symbol 7847 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2007,01)" 9341 true 1.24 11615

ENSGALP00000005729 CID 21 - 38

NADH:ubiquinone oxidoreductase subunit 

S5 - CGNC Symbol 2647 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2007,94)" 46785 true 0.91 11616

ENSGALP00000038753 CID 199 - 217 coronin 7 - CGNC Symbol 50317 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2007,98)" 896 true 1.91 11617

ENSGALP00000040894 CID 29 - 46

WD repeat domain 74 - CGNC Symbol 

64472 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2008,04)" 480 true 1.17 11618



ENSGALP00000020445 CID 1,754 - 1,770

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2008,10)" 4482 true 2.04 11619

ENSGALP00000015988 CID 71 - 86

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2008,97)" 891 11620

ENSGALP00000005643 CID 179 - 195

5-aminoimidazole-4-carboxamide 

ribonucleotide formyltransferase/IMP 

cyclohydrolase - CGNC Symbol 2606 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2008,99)" 3268 11621

ENSGALP00000036720 CID 3,825 - 3,841

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2009,00)" 868 false 11622

ENSGALP00000001808 CID 280 - 296

cytokine induced apoptosis inhibitor 1 - 

CGNC Symbol 812 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(2009,05)" 1224 true 1.37 11623

ENSGALP00000008236 CID 215 - 232

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2009,19)" 5079 true 1.21 11624

ENSGALP00000000170 CID 140 - 155

receptor for activated C kinase 1 - CGNC 

Symbol 61 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2009,91)" 11875 true 0.94 11625



ENSGALP00000026573 CID 29 - 46 intersectin 2 - CGNC Symbol 51582 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2010,05)" 1570 true 1.37 11626

ENSGALP00000010510 CID 138 - 155

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2010,06)" 19387 true 0.74 11627

ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2010,12)" 73015 true 1.4 11628

ENSGALP00000042680 CID 96 - 113

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2010,12)" 73015 true 1.4 11629

ENSGALP00000016773 CID 150 - 168 NIMA related kinase 9 - CGNC Symbol 7847 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2011,05)" 8025 11630

ENSGALP00000001332 CID 491 - 506 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2011,91)" 3312 true 1.11 11631

ENSGALP00000005729 CID 21 - 38

NADH:ubiquinone oxidoreductase subunit 

S5 - CGNC Symbol 2647 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2011,96)" 39414 11632



ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding inhibitor 

(GABA receptor modulator acyl-CoA binding 

protein) (DBI) mRNA. - RefSeq mRNA 

NM_204576 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2012,05)" 2059 11633

ENSGALP00000040894 CID 29 - 46

WD repeat domain 74 - CGNC Symbol 

64472 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2012,05)" 1621 11634

ENSGALP00000041772 CID 119 - 135

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2012,96)" 40072 true 1.27 11635

ENSGALP00000001685 CID 202 - 219 NIMA-related kinase 6 - CGNC Symbol 759 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2012,99)" 22367 11636

ENSGALP00000026487 CID 83 - 101

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2013,09)" 165463 true 0.36 11637

ENSGALP00000000170 CID 140 - 155

receptor for activated C kinase 1 - CGNC 

Symbol 61 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2013,93)" 11189 11638

ENSGALP00000010510 CID 138 - 155

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2014,08)" 12231 11639



ENSGALP00000003954 CID 239 - 255

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2014,11)" 1708 true 1.61 11640

ENSGALP00000001975 CID 248 - 266 selenocysteine lyase - CGNC Symbol 883 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2015,00)" 1200 true 0.91 11641

ENSGALP00000001446 CID 170 - 189

leucine rich repeat containing 47 - CGNC 

Symbol 649 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2015,18)" 17008 true 2.35 11642

ENSGALP00000001332 CID 491 - 506 lysyl-tRNA synthetase - CGNC Symbol 602 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2015,93)" 4276 11643

ENSGALP00000038753 CID 199 - 217 coronin 7 - CGNC Symbol 50317 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2016,03)" 1709 true 1.91 11644

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2016,03)" 5746 true 0.92 11645

ENSGALP00000007472 CID 34 - 51

PDGFA associated protein 1 - CGNC Symbol 

3481 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2016,88)" 2788 true 0.91 11646



ENSGALP00000015988 CID 71 - 86

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2016,94)" 1667 true 1.28 11647

ENSGALP00000041772 CID 119 - 135

nudix (nucleoside diphosphate linked 

moiety X)-type motif 16-like 1 - CGNC 

Symbol 20168 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2016,98)" 51017 11648

ENSGALP00000013240 CID 581 - 597

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2017,04)" 3129 false 11649

ENSGALP00000021957 CID 6,058 - 6,073

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2017,06)" 1793 11650

ENSGALP00000023352 CID 1,201 - 1,217

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2017,11)" 4891 false 11651

ENSGALP00000002828 CID 767 - 784

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2018,06)" 6149 true 0.95 11652

ENSGALP00000042680 CID 96 - 113

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2018,17)" 106593 true 1.41 11653



ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2018,17)" 106593 true 1.41 11654

ENSGALP00000001975 CID 248 - 266 selenocysteine lyase - CGNC Symbol 883 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2019,02)" 1098 11655

ENSGALP00000030147 CID 287 - 304

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2019,17)" 11210 true 2.69 11656

ENSGALP00000001446 CID 170 - 189

leucine rich repeat containing 47 - CGNC 

Symbol 649 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2019,20)" 46154 11657

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding inhibitor 

(GABA receptor modulator acyl-CoA binding 

protein) (DBI) mRNA. - RefSeq mRNA 

NM_204576 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2020,02)" 5924 true 1.19 11658

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2020,06)" 5302 11659

ENSGALP00000009709 CID 295 - 313

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2020,08)" 2523 true 0.79 11660



ENSGALP00000026487 CID 83 - 101

protein disulfide isomerase family A 

member 6 - CGNC Symbol 12314 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2021,15)" 47902 true 0.36 11661

ENSGALP00000019634 CID 24 - 40

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2021,92)" 24414 true 1.35 11662

ENSGALP00000001578 CID Aug-27

chromosome 20 open reading frame human 

C20orf24 - CGNC Symbol 714 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2022,02)" 1130 true 0.65 11663

ENSGALP00000004013 CID 2,492 - 2,509 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2022,20)" 4305 false 11664

ENSGALP00000020134 CID 172 - 188

3-hydroxybutyrate dehydrogenase type 2 - 

CGNC Symbol 9371 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2023,91)" 4269 11665

ENSGALP00000012246 CID 388 - 404

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2023,95)" 18436 false 11666

ENSGALP00000015176 CID 503 - 520

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2023,99)" 1184 true 1.28 11667



ENSGALP00000007472 CID 34 - 51

PDGFA associated protein 1 - CGNC Symbol 

3481 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2024,94)" 2539 true 0.91 11668

ENSGALP00000015988 CID 71 - 86

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2024,99)" 2520 true 1.28 11669

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2025,01)" 59120 true 1.24 11670

ENSGALP00000019634 CID 24 - 40

programmed cell death 6 interacting 

protein - CGNC Symbol 9128 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2025,95)" 33854 11671

ENSGALP00000001578 CID Aug-27

chromosome 20 open reading frame human 

C20orf24 - CGNC Symbol 714 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2026,04)" 740 11672

ENSGALP00000002828 CID 767 - 784

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2026,10)" 5225 true 0.95 11673

ENSGALP00000002493 CID 16 - 35 ribosomal protein L23 - CGNC Symbol 1138 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2026,11)" 8365 true 1.12 11674



ENSGALP00000023294 CID 1,465 - 1,483

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2026,91)" 1666 true 0.86 11675

ENSGALP00000014509 CID 119 - 136

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2027,05)" 6409 true 5.87 11676

ENSGALP00000030147 CID 287 - 304

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2027,23)" 37424 true 2.69 11677

ENSGALP00000015176 CID 503 - 520

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2028,01)" 1512 11678

ENSGALP00000021618 CID 60 - 76

lactate dehydrogenase B - CGNC Symbol 

10005 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2028,02)" 3076 true 1.92 11679

ENSGALP00000000615 CID 436 - 452 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2028,03)" 16916 true 0.6 11680

ENSGALP00000017495 CID 119 - 138 scinderin - CGNC Symbol 8188 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2028,04)" 7016 true 10.24 11681



ENSGALP00000009286 CID 451 - 468

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2028,07)" 47555 true 1.07 11682

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding inhibitor 

(GABA receptor modulator acyl-CoA binding 

protein) (DBI) mRNA. - RefSeq mRNA 

NM_204576 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2028,07)" 7066 true 1.19 11683

ENSGALP00000009709 CID 295 - 313

minichromosome maintenance complex 

component 2 - CGNC Symbol 4524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2028,13)" 1995 true 0.79 11684

ENSGALP00000039758 CID 145 - 164

SAM and SH3 domain containing 3 - CGNC 

Symbol 2900 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2028,97)" 1542 11685

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2029,03)" 71513 11686

ENSGALP00000007523 CID Jan-16

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2029,10)" 618 true 1.58 11687

ENSGALP00000003564 CID 814 - 830

unkempt family zinc finger - CGNC Symbol 

1623 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2029,94)" 2280 true 2.03 11688



ENSGALP00000023294 CID 1,465 - 1,483

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2030,93)" 1426 11689

ENSGALP00000034555 CID 702 - 721

pumilio RNA-binding family member 1 - 

CGNC Symbol 369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2031,00)" 2575 true 0.87 11690

ENSGALP00000010754 CID 176 - 194

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2031,09)" 669 false 11691

ENSGALP00000003089 CID 296 - 313

valosin containing protein - CGNC Symbol 

53073 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2031,21)" 11462 true 1.28 11692

ENSGALP00000006939 CID 463 - 481 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2031,96)" 3569 true 3 11693

ENSGALP00000000615 CID 436 - 452 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2032,03)" 11872 11694

ENSGALP00000028055 CID 222 - 238

leucine aminopeptidase 3 - CGNC Symbol 

4763 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2032,06)" 91230 false 11695



ENSGALP00000017495 CID 119 - 138 scinderin - CGNC Symbol 8188 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2032,06)" 91230 11696

ENSGALP00000024213 CID 32 - 50

ribosome production factor 2 homolog - 

CGNC Symbol 11187 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2032,09)" 56350 false 0.52 11697

ENSGALP00000009286 CID 451 - 468

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2032,09)" 56350 11698

ENSGALP00000027519 CID 1,355 - 1,373

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2032,94)" 714 true 0.86 11699

ENSGALP00000031725 CID 51 - 68

Gallus gallus SH3 domain binding glutamic 

acid-rich protein like (SH3BGRL) mRNA. - 

RefSeq mRNA NM_001012574 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2033,09)" 1781 11700

ENSGALP00000003564 CID 814 - 830

unkempt family zinc finger - CGNC Symbol 

1623 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2033,96)" 5429 11701

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2034,00)" 8634 true 1.39 11702



ENSGALP00000002493 CID 16 - 35 ribosomal protein L23 - CGNC Symbol 1138 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2034,16)" 9359 true 1.12 11703

ENSGALP00000034555 CID 702 - 721

pumilio RNA-binding family member 1 - 

CGNC Symbol 369 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2035,03)" 1210 11704

ENSGALP00000042929 CID 240 - 256 glutathione reductase - HGNC:4623 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2035,04)" 10198 true 0.24 11705

ENSGALP00000038764 CID 214 - 231

far upstream element (FUSE) binding 

protein 3 - CGNC Symbol 2892 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2035,10)" 13192 false 11706

ENSGALP00000014509 CID 119 - 136

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2035,10)" 13192 true 2.66 11707

ENSGALP00000012199 CID 309 - 326 glutaminase - CGNC Symbol 5698 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2035,92)" 895 false 11708

ENSGALP00000019961 CID 154 - 170

methionyl aminopeptidase 1 - CGNC Symbol 

9297 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2035,94)" 1391 11709



ENSGALP00000018335 CID 516 - 532

TBC1 domain family member 5 - CGNC 

Symbol 8548 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2035,97)" 2934 true 2.17 11710

ENSGALP00000006939 CID 463 - 481 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2035,99)" 12669 11711

ENSGALP00000021618 CID 60 - 76

lactate dehydrogenase B - CGNC Symbol 

10005 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2036,08)" 6320 true 1.92 11712

ENSGALP00000027519 CID 1,355 - 1,373

PDS5 regulator of cohesion maintenance 

homolog B (S. cerevisiae) - CGNC Symbol 

12819 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2036,97)" 1292 11713

ENSGALP00000007523 CID Jan-16

chloride intracellular channel 2 - CGNC 

Symbol 51647 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2037,17)" 2190 true 1.58 11714

ENSGALP00000036774 CID 374 - 389

DnaJ (Hsp40) homolog subfamily A member 

1 - CGNC Symbol 53066 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2037,89)" 19177 true 0.68 11715

ENSGALP00000005680 CID 47 - 63 adenylate kinase 2 - CGNC Symbol 2627 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2037,98)" 2828 true 1.45 11716



ENSGALP00000009487 CID 140 - 156 ribophorin I - CGNC Symbol 4413 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2038,01)" 17958 true 1.48 11717

ENSGALP00000000933 CID 49 - 66

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2038,01)" 1867 true 1.14 11718

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear ribonucleoprotein 

M - CGNC Symbol 51167 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2038,03)" 11968 11719

ENSGALP00000002078 CID 325 - 341

MYB binding protein (P160) 1a - CGNC 

Symbol 933 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2038,04)" 7064 true 0.66 11720

ENSGALP00000042497 CID 97 - 112

RAR-related orphan receptor C - CGNC 

Symbol 58847 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2038,08)" 6184 11721

ENSGALP00000012919 CID 20 - 38

hematological and neurological expressed 1 

- CGNC Symbol 6027 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2038,14)" 916 false 11722

ENSGALP00000035339 CID 112 - 129

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2039,11)" 21821 true 1.8 11723



ENSGALP00000037522 CID 37 - 52

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2039,97)" 1203 true 3.23 11724

ENSGALP00000018335 CID 516 - 532

TBC1 domain family member 5 - CGNC 

Symbol 8548 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2040,00)" 6356 11725

ENSGALP00000035905 CID 384 - 402

cell division cycle 5 like - CGNC Symbol 

12520 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2040,02)" 1650 true 3.23 11726

ENSGALP00000041817 CID 27 - 45

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2040,93)" 11808 false 11727

ENSGALP00000022871 CID Feb-21

tubulin tyrosine ligase like 12 - CGNC 

Symbol 10561 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2040,99)" 1027 11728

ENSGALP00000013963 CID 221 - 236

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2041,02)" 3812 true 1.51 11729

ENSGALP00000006581 CID 334 - 350

DEAD (Asp-Glu-Ala-Asp) box polypeptide 50 

- CGNC Symbol 3039 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2041,02)" 3392 11730



ENSGALP00000009964 CID 76 - 92

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2041,85)" 1826 true 1.13 11731

ENSGALP00000036774 CID 374 - 389

DnaJ (Hsp40) homolog subfamily A member 

1 - CGNC Symbol 53066 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2041,92)" 13065 11732

ENSGALP00000005680 CID 47 - 63 adenylate kinase 2 - CGNC Symbol 2627 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2042,00)" 4114 11733

ENSGALP00000000933 CID 49 - 66

outer mitochondrial membrane cytochrome 

b5 - CGNC Symbol 50102 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2042,03)" 4348 11734

ENSGALP00000009487 CID 140 - 156 ribophorin I - CGNC Symbol 4413 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2042,03)" 27924 11735

ENSGALP00000002078 CID 325 - 341

MYB binding protein (P160) 1a - CGNC 

Symbol 933 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2042,06)" 2045 11736

ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2042,90)" 10321 true 1.17 11737



ENSGALP00000008498 CID Jan-16 transketolase - CGNC Symbol 3953 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2043,04)" 1193 true 2.06 11738

ENSGALP00000009085 CID 574 - 591

ubiquitin specific peptidase 10 - CGNC 

Symbol 4228 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2043,09)" 10236 true 1.26 11739

ENSGALP00000037522 CID 37 - 52

LUC7-like 3 pre-mRNA splicing factor - 

CGNC Symbol 53432 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2044,00)" 15682 11740

ENSGALP00000023274 CID Feb-19

non-SMC condensin I complex subunit D2 - 

CGNC Symbol 50724 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2044,02)" 9921 11741

ENSGALP00000035905 CID 384 - 402

cell division cycle 5 like - CGNC Symbol 

12520 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2044,04)" 3200 11742

ENSGALP00000004614 CID 883 - 901

thyroid hormone receptor interactor 12 - 

CGNC Symbol 2117 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2044,04)" 3200 false 11743

ENSGALP00000005090 CID 460 - 477

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2044,09)" 469 false 11744



ENSGALP00000013963 CID 221 - 236

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2045,05)" 11854 11745

ENSGALP00000038782 CID 138 - 153 nucleobindin 2 - CGNC Symbol 51883 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2045,06)" 1065 false 11746

ENSGALP00000009964 CID 76 - 92

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2045,88)" 2913 11747

ENSGALP00000005520 CID 105 - 123

aldehyde dehydrogenase 9 family member 

A1 - CGNC Symbol 2550 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2045,95)" 862 true 2.14 11748

ENSGALP00000008922 CID 21 - 37

holocytochrome c synthase - CGNC Symbol 

4148 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2045,96)" 1623 false 11749

ENSGALP00000010844 CID 166 - 183

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2045,97)" 3064 true 0.94 11750

ENSGALP00000001456 CID 143 - 158

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2045,99)" 1041 true 1.45 11751



ENSGALP00000019755 CID Feb-19

eukaryotic translation initiation factor 3 

subunit M - CGNC Symbol 9182 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2045,99)" 13053 11752

ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2046,92)" 12032 11753

ENSGALP00000031473 CID 423 - 440

pericentriolar material 1 - CGNC Symbol 

10199 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2046,95)" 1810 false 11754

ENSGALP00000009085 CID 574 - 591

ubiquitin specific peptidase 10 - CGNC 

Symbol 4228 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2047,11)" 14886 11755

ENSGALP00000035339 CID 112 - 129

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2047,15)" 43582 true 1.8 11756

ENSGALP00000042374 CID 640 - 657

thimet oligopeptidase 1 - CGNC Symbol 

52774 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2048,08)" 861 false 11757

ENSGALP00000012383 CID 234 - 251

ribonucleic acid export 1 - CGNC Symbol 

5777 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2048,95)" 6957 true 1.07 11758



ENSGALP00000018309 CID 170 - 188 raftlin lipid raft linker 1 - CGNC Symbol 8540 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(2049,00)" 5584 true 1.26 11759

ENSGALP00000006494 CID 180 - 196

formin binding protein 1 - CGNC Symbol 

2999 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2049,08)" 2889 false 11760

ENSGALP00000022772 CID Nov-28

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2049,18)" 774 false 11761

ENSGALP00000035738 CID Nov-28

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2049,18)" 774 false 11762

ENSGALP00000009283 CID 274 - 290 zinc finger protein 143 - CGNC Symbol 4317 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2049,97)" 458 false 11763

ENSGALP00000005520 CID 105 - 123

aldehyde dehydrogenase 9 family member 

A1 - CGNC Symbol 2550 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2049,99)" 1848 11764

ENSGALP00000001456 CID 143 - 158

elongation factor Tu GTP binding domain 

containing 2 - CGNC Symbol 656 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2050,01)" 2116 11765



ENSGALP00000008498 CID Jan-16 transketolase - CGNC Symbol 3953 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2051,09)" 3746 true 2.06 11766

ENSGALP00000015128 CID 109 - 126 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2051,13)" 24599 true 2.89 11767

ENSGALP00000020830 CID 227 - 242

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2051,89)" 16293 true 0.96 11768

ENSGALP00000041481 CID 294 - 312 docking protein 3 - CGNC Symbol 26023 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2052,12)" 4620 false 11769

ENSGALP00000012383 CID 234 - 251

ribonucleic acid export 1 - CGNC Symbol 

5777 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2052,97)" 7467 11770

ENSGALP00000018309 CID 170 - 188 raftlin lipid raft linker 1 - CGNC Symbol 8540 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(2053,02)" 7922 11771

ENSGALP00000025563 CID 1,392 - 1,409

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2053,03)" 1849 true 1.02 11772



ENSGALP00000038778 CID 113 - 130 actin-like 6A - CGNC Symbol 6893 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2053,04)" 1437 true 1.48 11773

ENSGALP00000013622 CID 428 - 446

5'-3' exoribonuclease 2 - CGNC Symbol 

6344 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2053,06)" 3651 true 1.39 11774

ENSGALP00000011255 CID 340 - 356

ariadne RBR E3 ubiquitin protein ligase 2 - 

CGNC Symbol 5249 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2053,09)" 1110 false 11775

ENSGALP00000010844 CID 166 - 183

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2054,02)" 1579 true 0.94 11776

ENSGALP00000013862 CID 1,078 - 1,096

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2054,11)" 10003 true 1.21 11777

ENSGALP00000020737 CID 1,020 - 1,039 nucleoporin 153kDa - CGNC Symbol 9650 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2055,06)" 8151 true 1.66 11778

ENSGALP00000040189 CID 197 - 215

enoyl CoA hydratase short chain 1 

mitochondrial - CGNC Symbol 56301 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2055,06)" 6277 false 11779



ENSGALP00000020830 CID 227 - 242

thioredoxin domain containing 5 

(endoplasmic reticulum) - CGNC Symbol 

51359 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2055,91)" 15638 11780

ENSGALP00000025563 CID 1,392 - 1,409

pleckstrin homology domain interacting 

protein - CGNC Symbol 11851 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2057,05)" 1880 11781

ENSGALP00000038778 CID 113 - 130 actin-like 6A - CGNC Symbol 6893 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2057,06)" 2129 11782

ENSGALP00000013622 CID 428 - 446

5'-3' exoribonuclease 2 - CGNC Symbol 

6344 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2057,08)" 5526 11783

ENSGALP00000004641 CID 51 - 67

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2058,01)" 26571 true 1.33 11784

ENSGALP00000017341 CID 306 - 321

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2058,01)" 1712 true 0.77 11785

ENSGALP00000008735 CID 275 - 291

helicase lymphoid-specific - CGNC Symbol 

4060 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2058,07)" 14199 false 11786



ENSGALP00000000885 CID 226 - 244

microtubule-associated protein tau - CGNC 

Symbol 389 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2058,10)" 757 true 0.65 11787

ENSGALP00000035658 CID 83 - 99

paraspeckle component 1 - CGNC Symbol 

50884 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2058,18)" 591 false 11788

ENSGALP00000035780 CID 1,011 - 1,029

RAN binding protein 2 - CGNC Symbol 

50838 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2059,08)" 2492 false 11789

ENSGALP00000020737 CID 1,020 - 1,039 nucleoporin 153kDa - CGNC Symbol 9650 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2059,09)" 15483 11790

ENSGALP00000002796 CID 68 - 85

eukaryotic translation initiation factor 6 - 

CGNC Symbol 1275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2059,09)" 6185 true 1.14 11791

ENSGALP00000015128 CID 109 - 126 lamin B receptor - CGNC Symbol 49736 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2059,18)" 75984 true 2.89 11792

ENSGALP00000012869 CID 346 - 364

dihydrolipoamide dehydrogenase - CGNC 

Symbol 5998 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2059,18)" 75984 false 11793



ENSGALP00000037462 CID 337 - 354 thymopoietin - CGNC Symbol 50621 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2059,93)" 5243 true 0.8 11794

ENSGALP00000012854 CID 43 - 59

ATP synthase H+ transporting mitochondrial 

Fo complex subunit D - CGNC Symbol 5993 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2060,15)" 1150 false 11795

ENSGALP00000042265 CID 162 - 179 cathelicidin-B1-like - CGNC Symbol 64671 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2060,91)" 1183 true 1.21 11796

ENSGALP00000015182 CID 217 - 234

RNA binding motif protein 25 - CGNC 

Symbol 7094 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2060,94)" 6062 true 1.21 11797

ENSGALP00000023294 CID 1,018 - 1,034

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2060,98)" 9670 true 1.29 11798

ENSGALP00000015051 CID 117 - 136 pleiotropic regulator 1 - CGNC Symbol 7032 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2061,12)" 2430 11799

ENSGALP00000016536 CID 780 - 795

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2061,18)" 1733 false 11800



ENSGALP00000008735 CID 275 - 291

helicase lymphoid-specific - CGNC Symbol 

4060 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2062,09)" 6411 11801

ENSGALP00000013862 CID 1,078 - 1,096

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2062,19)" 11274 true 1.21 11802

ENSGALP00000004240 CID 282 - 299

solute carrier family 15 (oligopeptide 

transporter) member 4 - CGNC Symbol 

1942 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2062,97)" 1129 true 2.26 11803

ENSGALP00000011696 CID 245 - 262 Aly/REF export factor - CGNC Symbol 5467 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2062,98)" 2379 true 1.76 11804

ENSGALP00000020147 CID Jan-20

minichromosome maintenance complex 

component 6 - CGNC Symbol 9378 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2063,05)" 2920 11805

ENSGALP00000002796 CID 68 - 85

eukaryotic translation initiation factor 6 - 

CGNC Symbol 1275 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2063,12)" 6105 11806

ENSGALP00000016978 CID 41 - 60

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2063,94)" 1000 true 1.32 11807



ENSGALP00000037462 CID 337 - 354 thymopoietin - CGNC Symbol 50621 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2063,96)" 4217 11808

ENSGALP00000002808 CID 410 - 425

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2063,96)" 6915 true 2.73 11809

ENSGALP00000022734 CID 57 - 74

small glutamine-rich tetratricopeptide 

repeat-containing protein alpha - Refseq 

NP_001026550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2064,10)" 10462 true 2.58 11810

ENSGALP00000033594 CID 61 - 79

phosphohistidine phosphatase 1 - CGNC 

Symbol 14487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2064,89)" 1032 true 1.1 11811

ENSGALP00000015182 CID 217 - 234

RNA binding motif protein 25 - CGNC 

Symbol 7094 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2064,92)" 3637 11812

ENSGALP00000002008 CID 302 - 320 c-src tyrosine kinase - CGNC Symbol 902 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2065,03)" 2697 true 0.71 11813

ENSGALP00000019468 CID 145 - 162 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2065,20)" 2095 false 11814



ENSGALP00000033650 CID 349 - 366 FYN binding protein - CGNC Symbol 2773 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2065,21)" 5864 true 0.91 11815

ENSGALP00000035478 CID 2,107 - 2,125 filamin B beta - CGNC Symbol 49141 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2065,97)" 2235 11816

ENSGALP00000017341 CID 306 - 321

heterogeneous nuclear ribonucleoprotein U 

(scaffold attachment factor A) - CGNC 

Symbol 8107 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2066,05)" 1313 true 0.77 11817

ENSGALP00000004641 CID 51 - 67

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2066,05)" 47912 true 1.33 11818

ENSGALP00000020445 CID 1,194 - 1,210

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2066,09)" 13500 true 3.79 11819

ENSGALP00000004240 CID 282 - 299

solute carrier family 15 (oligopeptide 

transporter) member 4 - CGNC Symbol 

1942 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2066,99)" 1041 11820

ENSGALP00000011696 CID 245 - 262 Aly/REF export factor - CGNC Symbol 5467 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2067,01)" 4192 11821



ENSGALP00000008299 CID 155 - 171

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2067,05)" 5089 true 0.97 11822

ENSGALP00000027512 CID 184 - 201

replication factor C subunit 3 - CGNC 

Symbol 12816 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2067,10)" 2037 false 11823

ENSGALP00000013640 CID 55 - 70

guanine nucleotide binding protein (G 

protein) alpha inhibiting activity polypeptide 

1 - CGNC Symbol 49774 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2068,01)" 2395 true 0.98 11824

ENSGALP00000020445 CID 618 - 637

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2068,16)" 2713 false 11825

ENSGALP00000033594 CID 61 - 79

phosphohistidine phosphatase 1 - CGNC 

Symbol 14487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2068,92)" 1137 11826

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2068,99)" 1851 11827

ENSGALP00000023294 CID 1,018 - 1,034

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2069,03)" 14100 true 1.29 11828



ENSGALP00000002008 CID 302 - 320 c-src tyrosine kinase - CGNC Symbol 902 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2069,05)" 840 11829

ENSGALP00000040773 CID 103 - 122 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2070,11)" 6074 true 0.86 11830

ENSGALP00000030005 CID May-23

ubiquitin-conjugating enzyme E2N - CGNC 

Symbol 50617 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2070,18)" 3429 false 11831

ENSGALP00000003898 CID 281 - 297 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2070,96)" 13111 true 0.93 11832

ENSGALP00000013355 CID 69 - 87 ribosomal protein L30 - CGNC Symbol 6224 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2071,02)" 10644 true 0.98 11833

ENSGALP00000028664 CID 438 - 453

2'-5'-oligoadenylate synthetase-like - CGNC 

Symbol 49545 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2071,04)" 6319 11834

ENSGALP00000008299 CID 155 - 171

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2071,06)" 4067 11835



ENSGALP00000007692 CID 446 - 465

protein tyrosine phosphatase non-receptor 

type 11 - CGNC Symbol 49495 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2071,06)" 4067 11836

ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2071,12)" 944 true 1.38 11837

ENSGALP00000016978 CID 41 - 60

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2071,98)" 742 true 1.32 11838

ENSGALP00000002808 CID 410 - 425

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2072,02)" 20704 true 2.73 11839

ENSGALP00000022734 CID 57 - 74

small glutamine-rich tetratricopeptide 

repeat-containing protein alpha - Refseq 

NP_001026550 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2072,15)" 38960 true 2.58 11840

ENSGALP00000014265 CID 157 - 174

RAB1A member RAS oncogene family - 

CGNC Symbol 6666 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2073,10)" 3673 11841

ENSGALP00000018737 CID 442 - 458 nucleoporin 54kDa - CGNC Symbol 8743 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2073,10)" 3673 true 1.13 11842



ENSGALP00000011775 CID 2,489 - 2,507

GCN1 eIF2 alpha kinase activator homolog - 

CGNC Symbol 5500 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2073,18)" 2465 false 11843

ENSGALP00000010754 CID 131 - 149

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2073,18)" 2465 true 0.55 11844

ENSGALP00000026573 CID 315 - 333 intersectin 2 - CGNC Symbol 51582 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2073,22)" 8376 true 1.12 11845

ENSGALP00000035478 CID 1,162 - 1,181 filamin B beta - CGNC Symbol 49141 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2074,05)" 947 11846

ENSGALP00000013029 CID 212 - 229

splicing factor 3b subunit 1 - CGNC Symbol 

6082 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2074,11)" 2689 false 11847

ENSGALP00000018195 CID 161 - 180

proteasome subunit beta 1 - CGNC Symbol 

8487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2074,12)" 8404 true 1.05 11848

ENSGALP00000040773 CID 103 - 122 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2074,13)" 5249 11849



ENSGALP00000020445 CID 1,194 - 1,210

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2074,13)" 119272 true 3.79 11850

ENSGALP00000038209 CID 209 - 226

endoplasmic reticulum protein 29 - CGNC 

Symbol 50366 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2074,13)" 119272 false 0.93 11851

ENSGALP00000038753 CID 490 - 508 coronin 7 - CGNC Symbol 50317 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2074,95)" 1021 true 2.1 11852

ENSGALP00000036304 CID 106 - 122

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2075,22)" 11129 false 11853

ENSGALP00000007487 CID 356 - 372

CSE1 chromosome segregation 1-like 

(yeast) - CGNC Symbol 3489 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2075,92)" 1334 11854

ENSGALP00000005291 CID 314 - 332

pleckstrin homology domain containing A2 - 

CGNC Symbol 2437 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2075,99)" 1963 false 11855

ENSGALP00000035504 CID 780 - 796

RNA binding motif protein 6 - CGNC Symbol 

2124 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2076,91)" 586 11856



ENSGALP00000020445 CID 1,677 - 1,694

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2076,99)" 2310 true 2.69 11857

ENSGALP00000023294 CID 1,018 - 1,034

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2077,00)" 745 true 1.85 11858

ENSGALP00000038782 CID 430 - 449 nucleobindin 2 - CGNC Symbol 51883 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2077,08)" 1821 11859

ENSGALP00000018737 CID 442 - 458 nucleoporin 54kDa - CGNC Symbol 8743 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2077,13)" 4150 11860

ENSGALP00000026573 CID 315 - 333 intersectin 2 - CGNC Symbol 51582 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2077,25)" 9365 11861

ENSGALP00000033974 CID 319 - 338

RGD motif leucine rich repeats 

tropomodulin domain and proline-rich 

containing - CGNC Symbol 1280 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2078,07)" 4671 false 0.8 11862

ENSGALP00000007207 CID 256 - 272 dynactin subunit 4 - CGNC Symbol 3352 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2078,12)" 1411 11863



ENSGALP00000038753 CID 490 - 508 coronin 7 - CGNC Symbol 50317 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2078,98)" 3307 11864

ENSGALP00000012145 CID 397 - 413

structure specific recognition protein 1 - 

CGNC Symbol 49844 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2079,00)" 49989 true 1 11865

ENSGALP00000003898 CID 281 - 297 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2079,01)" 11257 true 0.93 11866

ENSGALP00000013355 CID 69 - 87 ribosomal protein L30 - CGNC Symbol 6224 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2079,06)" 10483 true 0.98 11867

ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2079,17)" 1307 true 1.38 11868

ENSGALP00000020445 CID 1,108 - 1,124

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2079,99)" 663 11869

ENSGALP00000009121 CID 562 - 578 glycyl-tRNA synthetase - CGNC Symbol 4244 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2080,08)" 3990 true 1.66 11870



ENSGALP00000035370 CID 107 - 124

hepatoma-derived growth factor - CGNC 

Symbol 58434 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2080,89)" 781 false 11871

ENSGALP00000020445 CID 1,677 - 1,694

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2081,02)" 11608 11872

ENSGALP00000004745 CID 505 - 524 nucleoporin 93kDa - CGNC Symbol 2176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2081,02)" 1490 true 0.59 11873

ENSGALP00000018195 CID 161 - 180

proteasome subunit beta 1 - CGNC Symbol 

8487 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2082,16)" 10788 true 1.05 11874

ENSGALP00000014300 CID 36 - 52

DCN1 defective in cullin neddylation 1 

domain containing 1 - CGNC Symbol 6684 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2083,03)" 884 true 1.66 11875

ENSGALP00000007750 CID 80 - 100

zinc finger NFX1-type containing 1 - CGNC 

Symbol 3608 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2084,96)" 397 11876

ENSGALP00000023294 CID 1,018 - 1,034

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2085,04)" 4706 true 1.85 11877



ENSGALP00000004745 CID 505 - 524 nucleoporin 93kDa - CGNC Symbol 2176 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2085,05)" 883 11878

ENSGALP00000015277 CID 194 - 210

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2085,06)" 3916 true 1.66 11879

ENSGALP00000002349 CID 194 - 210

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2085,06)" 3916 true 1.66 11880

ENSGALP00000010376 CID 150 - 167

Rac/Cdc42 guanine nucleotide exchange 

factor (GEF) 6 - CGNC Symbol 4852 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2085,06)" 3916 false 11881

ENSGALP00000020445 CID 1,175 - 1,191

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2085,07)" 2174 true 2.79 11882

ENSGALP00000010754 CID 131 - 149

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2085,28)" 2842 true 1.04 11883

ENSGALP00000003898 CID 225 - 240 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2085,92)" 32851 true 0.94 11884



ENSGALP00000019306 CID 307 - 326

LIM domains containing 1 - CGNC Symbol 

8981 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2087,03)" 498 false 11885

ENSGALP00000012145 CID 397 - 413

structure specific recognition protein 1 - 

CGNC Symbol 49844 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2087,05)" 50211 true 1 11886

ENSGALP00000014300 CID 36 - 52

DCN1 defective in cullin neddylation 1 

domain containing 1 - CGNC Symbol 6684 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2087,05)" 2454 11887

ENSGALP00000012246 CID 496 - 514

dihydropyrimidinase-like 3 - CGNC Symbol 

5722 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2087,07)" 2632 false 11888

ENSGALP00000009121 CID 562 - 578 glycyl-tRNA synthetase - CGNC Symbol 4244 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2088,13)" 9666 true 1.66 11889

ENSGALP00000007743 CID 459 - 475 nucleoporin 62kDa - CGNC Symbol 3605 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2089,01)" 1453 true 0.89 11890

ENSGALP00000000639 CID 235 - 251 lamin B2 - CGNC Symbol 49708 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2089,12)" 1349 true 1.16 11891



ENSGALP00000034419 CID 520 - 539

GATA zinc finger domain containing 2A - 

CGNC Symbol 2116 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2089,17)" 722 false 11892

ENSGALP00000008003 CID 107 - 122

SUMO-activating enzyme subunit 2 - Refseq 

NP_001025742 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2090,13)" 491 false 11893

ENSGALP00000012878 CID 57 - 75

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2091,11)" 2164 true 2.34 11894

ENSGALP00000012171 CID 189 - 205

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2091,97)" 1840 true 1.18 11895

ENSGALP00000019318 CID 189 - 205

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2091,97)" 1840 true 1.18 11896

ENSGALP00000035996 CID Dec-31

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2092,10)" 41608 true 1.36 11897

ENSGALP00000008498 CID 247 - 264 transketolase - CGNC Symbol 3953 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2092,25)" 1007 false 11898



ENSGALP00000007743 CID 459 - 475 nucleoporin 62kDa - CGNC Symbol 3605 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2093,03)" 1292 11899

ENSGALP00000001745 CID 196 - 214

Fli-1 proto-oncogene ETS transcription 

factor - CGNC Symbol 51069 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2093,05)" 1018 false 11900

ENSGALP00000020445 CID 1,175 - 1,191

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2093,12)" 6067 true 2.79 11901

ENSGALP00000002349 CID 194 - 210

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2093,12)" 9537 true 1.66 11902

ENSGALP00000015277 CID 194 - 210

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2093,12)" 9537 true 1.66 11903

ENSGALP00000003898 CID 225 - 240 matrin 3 - CGNC Symbol 1772 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2093,97)" 30941 true 0.94 11904

ENSGALP00000029144 CID 56 - 74

Hsap of 1: ETHE1 persulfide dioxygenase - 

HGNC:23287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2094,00)" 26994 true 1.72 11905



ENSGALP00000023352 CID 1,182 - 1,198

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2094,09)" 1637 true 0.91 11906

ENSGALP00000007299 CID 104 - 122 CD74 molecule - CGNC Symbol 3398 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2095,12)" 28070 true 0.13 11907

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2095,16)" 13298 true 2.1 11908

ENSGALP00000019318 CID 189 - 205

LUC7-like 2 (S. cerevisiae) - CGNC Symbol 

8987 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2096,00)" 5147 11909

ENSGALP00000012171 CID 189 - 205

LUC7-like (S. cerevisiae) - CGNC Symbol 

5684 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2096,00)" 5147 11910

ENSGALP00000020463 CID 177 - 195

minichromosome maintenance complex 

component 5 - CGNC Symbol 9524 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2096,17)" 3529 true 0.85 11911

ENSGALP00000006038 CID 78 - 96 ribophorin II - CGNC Symbol 2792 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2097,03)" 29089 true 0.67 11912



ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2097,05)" 416071 true 1.06 11913

ENSGALP00000010844 CID 83 - 100

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2097,13)" 3473 false 11914

ENSGALP00000023626 CID 156 - 174 zyxin - CGNC Symbol 10889 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2097,17)" 7013 false 11915

ENSGALP00000029144 CID 56 - 74

Hsap of 1: ETHE1 persulfide dioxygenase - 

HGNC:23287 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2098,02)" 49136 11916

ENSGALP00000011982 CID 145 - 161 CD3e molecule - CGNC Symbol 5597 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2098,15)" 45475 false 11917

ENSGALP00000012878 CID 57 - 75

phosphoglycerate kinase 1 - CGNC Symbol 

49503 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2099,16)" 6556 true 2.34 11918

ENSGALP00000005184 CID 287 - 304

cytokine receptor-like factor 3 - CGNC 

Symbol 2384 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2099,97)" 1224 11919



ENSGALP00000035996 CID Dec-31

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2100,15)" 50994 true 1.36 11920

ENSGALP00000002338 CID 70 - 87

splicing factor 3a subunit 3 - CGNC Symbol 

1064 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2100,97)" 536 false 11921

ENSGALP00000006038 CID 78 - 96 ribophorin II - CGNC Symbol 2792 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2101,05)" 17862 11922

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2101,08)" 439933 11923

ENSGALP00000010844 CID 83 - 100

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2101,08)" 5017 true 0.93 11924

ENSGALP00000034612 CID 42 - 61

NADH-ubiquinone oxidoreductase chain 1 - 

UP P18936 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2102,31)" 803 false 11925

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 

ribonucleoprotein (U4/U6.U5) - CGNC 

Symbol 9043 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2103,20)" 30166 true 2.1 11926



ENSGALP00000026194 CID 370 - 387

primase (DNA) subunit 2 - CGNC Symbol 

12170 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2103,99)" 21482 true 0.6 11927

ENSGALP00000015293 CID 357 - 374

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2103,99)" 3898 true 1.06 11928

ENSGALP00000001565 CID 709 - 727

discs large (Drosophila) homolog-associated 

protein 4 - CGNC Symbol 708 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2104,01)" 1599 11929

ENSGALP00000043196 CID 13 - 31

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2104,03)" 52826 true 0.67 11930

ENSGALP00000023439 CID 451 - 470

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2104,10)" 32246 true 1.92 11931

ENSGALP00000003675 CID 501 - 518 Helicase SRCAP - CGNC Symbol 66016 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2104,10)" 32246 false 11932

ENSGALP00000029993 CID 53 - 73

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2105,13)" 2658 true 1.33 11933



ENSGALP00000013122 CID 250 - 268

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2105,19)" 2117 true 1.26 11934

ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2105,24)" 13804 true 3.02 11935

ENSGALP00000021795 CID 110 - 128 DNA ligase 1 - HGNC:6598 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2106,06)" 6698 true 0.63 11936

ENSGALP00000030998 CID 46 - 64

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2106,11)" 1538 true 1.84 11937

ENSGALP00000010358 CID 348 - 364

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2106,11)" 3391 true 2.3 11938

ENSGALP00000034917 CID 66 - 84

cell division cycle associated 8 - 

HGNC:14629 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2106,13)" 7088 false 11939

ENSGALP00000005892 CID 2,367 - 2,384

chromodomain helicase DNA binding 

protein 9 - CGNC Symbol 2719 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2107,05)" 5126 false 11940



ENSGALP00000039050 CID 804 - 822

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2107,14)" 9342 true 1.61 11941

ENSGALP00000026194 CID 370 - 387

primase (DNA) subunit 2 - CGNC Symbol 

12170 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2108,01)" 12228 11942

ENSGALP00000015293 CID 357 - 374

testis derived transcript (3 LIM domains) - 

CGNC Symbol 7146 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2108,02)" 4141 11943

ENSGALP00000043196 CID 13 - 31

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2108,06)" 32997 11944

ENSGALP00000023439 CID 451 - 470

protein tyrosine phosphatase non-receptor 

type 6 - CGNC Symbol 10812 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2108,13)" 70252 11945

ENSGALP00000029993 CID 53 - 73

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2109,15)" 3523 11946

ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2109,27)" 43644 11947



ENSGALP00000014280 CID Feb-18

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2110,00)" 982 11948

ENSGALP00000021795 CID 110 - 128 DNA ligase 1 - HGNC:6598 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2110,09)" 2923 11949

ENSGALP00000010358 CID 348 - 364

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2110,13)" 8813 11950

ENSGALP00000028016 CID 18 - 34

enhancer of rudimentary homolog 

(Drosophila) - CGNC Symbol 13056 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2110,88)" 1687 true 0.99 11951

ENSGALP00000013963 CID 1,060 - 1,079

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2110,89)" 611 true 1.05 11952

ENSGALP00000002520 CID Oct-28 septin 2-like - CGNC Symbol 50343 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2111,09)" 2008 11953

ENSGALP00000039050 CID 804 - 822

proteasome 26S subunit non-ATPase 2 - 

CGNC Symbol 4727 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2111,16)" 15657 11954



ENSGALP00000000726 CID 35 - 51

Gallus gallus SH3 domain binding glutamate-

rich protein like 3 (SH3BGRL3) mRNA. - 

RefSeq mRNA NM_001302096 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2113,02)" 1816 11955

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2113,04)" 35505 true 1.04 11956

ENSGALP00000010844 CID 83 - 100

CUGBP Elav-like family member 2 - CGNC 

Symbol 49047 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2113,16)" 5535 true 0.93 11957

ENSGALP00000021475 CID 432 - 452

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2114,04)" 26748 true 0.52 11958

ENSGALP00000030998 CID 46 - 64

Hsap of 16: glutathione S-transferase alpha 

1 - HGNC:4626 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2114,16)" 4939 true 1.84 11959

ENSGALP00000014389 CID 173 - 191

COMM domain containing 5 - CGNC Symbol 

6733 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2114,18)" 4061 11960

ENSGALP00000013963 CID 1,060 - 1,079

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2114,88)" 948 11961



ENSGALP00000024609 CID 270 - 287

transcription elongation factor A (SII) 1 - 

CGNC Symbol 51413 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2114,88)" 847 true 1.17 11962

ENSGALP00000012405 CID 668 - 685

proteasome 26S subunit non-ATPase 1 - 

CGNC Symbol 5786 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2116,11)" 1598 true 0.97 11963

ENSGALP00000008498 CID 187 - 204 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2116,13)" 6927 true 2.26 11964

ENSGALP00000002349 CID 20 - 37

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2117,05)" 239677 true 1.51 11965

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2117,07)" 39989 11966

ENSGALP00000009002 CID 445 - 463

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2117,15)" 4237 true 1.38 11967

ENSGALP00000002482 CID 192 - 209 copine I - CGNC Symbol 50925 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2117,20)" 1122 false 11968



ENSGALP00000021708 CID 125 - 144

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2118,00)" 6407 true 1.2 11969

ENSGALP00000021475 CID 432 - 452

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2118,07)" 11051 11970

ENSGALP00000028016 CID 18 - 34

enhancer of rudimentary homolog 

(Drosophila) - CGNC Symbol 13056 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2118,92)" 2664 true 0.99 11971

ENSGALP00000041022 CID 28 - 47

DNA polymerase alpha subunit B-like - 

CGNC Symbol 63391 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2119,08)" 7403 true 0.72 11972

ENSGALP00000023239 CID 72 - 89 cystatin B (stefin B) - CGNC Symbol 10723 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2119,19)" 931 false 11973

ENSGALP00000000615 CID 94 - 110 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2119,96)" 14286 true 1.14 11974

ENSGALP00000041993 CID 143 - 160 ribosomal protein L21 - HGNC:10313 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2120,04)" 929 false 11975



ENSGALP00000002349 CID 20 - 37

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2121,07)" 380058 11976

ENSGALP00000009002 CID 445 - 463

CTR9 homolog Paf1/RNA polymerase II 

complex component - CGNC Symbol 4182 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2121,19)" 5477 11977

ENSGALP00000021708 CID 125 - 144

Hsap of 4: poly(rC) binding protein 2 - 

HGNC:8648 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2122,02)" 7717 11978

ENSGALP00000000316 CID 458 - 475 major vault protein - CGNC Symbol 136 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2122,09)" 5975 true 0.7 11979

ENSGALP00000039235 CID 331 - 348

cold shock domain containing E1 - CGNC 

Symbol 51115 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2123,09)" 531 true 0.98 11980

ENSGALP00000041022 CID 28 - 47

DNA polymerase alpha subunit B-like - 

CGNC Symbol 63391 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2123,10)" 5320 11981

ENSGALP00000005090 CID 653 - 670

UPF1 RNA helicase and ATPase - CGNC 

Symbol 2340 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2123,13)" 783 false 11982



ENSGALP00000002862 CID 110 - 127

arginyl-tRNA synthetase - CGNC Symbol 

1305 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2123,13)" 1183 false 11983

ENSGALP00000001808 CID 93 - 110

cytokine induced apoptosis inhibitor 1 - 

CGNC Symbol 812 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2123,26)" 5783 false 11984

ENSGALP00000000615 CID 94 - 110 karyopherin subunit beta 1 - HGNC:6400 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2123,98)" 19594 11985

ENSGALP00000030147 CID 168 - 186

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2124,02)" 1001 true 1.43 11986

ENSGALP00000000054 CID 44 - 59 G protein subunit alpha i3 - HGNC:4387 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2124,09)" 1090 false 11987

ENSGALP00000008498 CID 187 - 204 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2124,17)" 16910 true 2.26 11988

ENSGALP00000003934 CID 75 - 94

mannose-1-phosphate guanyltransferase 

beta - Refseq NP_001280244 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2124,28)" 498 false 11989



ENSGALP00000018340 CID 615 - 633 SATB homeobox 1 - CGNC Symbol 8550 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2125,10)" 9540 11990

ENSGALP00000017347 CID 63 - 78

proteasome 26S subunit ATPase 1 - CGNC 

Symbol 8111 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2125,10)" 9540 false 11991

ENSGALP00000008299 CID 533 - 551

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2125,14)" 48830 true 1.18 11992

ENSGALP00000000316 CID 458 - 475 major vault protein - CGNC Symbol 136 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2126,12)" 3672 11993

ENSGALP00000026932 CID 529 - 545

CD2-associated protein - CGNC Symbol 

12535 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2126,18)" 10587 true 0.51 11994

ENSGALP00000039235 CID 331 - 348

cold shock domain containing E1 - CGNC 

Symbol 51115 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2127,13)" 521 11995

ENSGALP00000010303 CID 1,055 - 1,075 interleukin 16 - CGNC Symbol 4808 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2127,22)" 16945 true 0.61 11996



ENSGALP00000030147 CID 168 - 186

family with sequence similarity 49 member 

B - CGNC Symbol 12196 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2128,04)" 1430 11997

ENSGALP00000043256 CID 154 - 173

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2128,12)" 11633 true 0.97 11998

ENSGALP00000012405 CID 668 - 685

proteasome 26S subunit non-ATPase 1 - 

CGNC Symbol 5786 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2128,17)" 1163 true 0.97 11999

ENSGALP00000003898 CID 488 - 506 matrin 3 - CGNC Symbol 1772 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2128,21)" 2138 false 12000

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2129,04)" 3626 true 1.08 12001

ENSGALP00000022392 CID 384 - 402 transportin 3 - CGNC Symbol 10345 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2129,13)" 665 12002

ENSGALP00000008299 CID 533 - 551

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2129,15)" 110193 12003



ENSGALP00000010376 CID 659 - 678

Rac/Cdc42 guanine nucleotide exchange 

factor (GEF) 6 - CGNC Symbol 4852 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2130,04)" 587 true 1.5 12004

ENSGALP00000015182 CID 127 - 143

RNA binding motif protein 25 - CGNC 

Symbol 7094 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2131,05)" 7595 true 1.25 12005

ENSGALP00000043256 CID 154 - 173

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2132,14)" 11289 12006

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate isomerase - CGNC 

Symbol 3683 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2133,06)" 3044 12007

ENSGALP00000015277 CID 20 - 37

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2133,12)" 90080 12008

ENSGALP00000010376 CID 659 - 678

Rac/Cdc42 guanine nucleotide exchange 

factor (GEF) 6 - CGNC Symbol 4852 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2134,07)" 1746 12009

ENSGALP00000035460 CID 104 - 121

IMP (inosine 5'-monophosphate) 

dehydrogenase 2 - CGNC Symbol 50150 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2134,10)" 586 false 12010



ENSGALP00000006240 CID 2,954 - 2,972

collagen type VI alpha 3 - CGNC Symbol 

2875 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2135,01)" 2738 false 12011

ENSGALP00000010303 CID 1,055 - 1,075 interleukin 16 - CGNC Symbol 4808 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2135,27)" 8445 true 0.61 12012

ENSGALP00000006365 CID 205 - 222 lysophospholipase II - CGNC Symbol 2940 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2135,97)" 4449 true 1.44 12013

ENSGALP00000023673 CID 959 - 975

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2136,09)" 1301 false 12014

ENSGALP00000015182 CID 127 - 143

RNA binding motif protein 25 - CGNC 

Symbol 7094 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2139,10)" 9479 true 1.25 12015

ENSGALP00000040189 CID 169 - 189

enoyl CoA hydratase short chain 1 

mitochondrial - CGNC Symbol 56301 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2139,18)" 26902 true 2.19 12016

ENSGALP00000040974 CID 798 - 818

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2140,23)" 3272 true 1.49 12017



ENSGALP00000041366 CID Jan-17

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2141,11)" 3817 true 1.27 12018

ENSGALP00000008299 CID 533 - 551

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2141,12)" 2307 true 1.39 12019

ENSGALP00000017347 CID 63 - 78

proteasome 26S subunit ATPase 1 - CGNC 

Symbol 8111 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2141,15)" 1367 false 12020

ENSGALP00000015182 CID 640 - 659

RNA binding motif protein 25 - CGNC 

Symbol 7094 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2141,15)" 1367 false 12021

ENSGALP00000020064 CID 243 - 262

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2141,97)" 1569 true 1 12022

ENSGALP00000026067 CID 134 - 151

U2 small nuclear RNA auxiliary factor 1 - 

CGNC Symbol 49287 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2142,10)" 2371 true 1.5 12023

ENSGALP00000009276 CID 839 - 857 AD012Z Fragment - CGNC Symbol 62391 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2142,13)" 3656 false 12024



ENSGALP00000026932 CID 529 - 545

CD2-associated protein - CGNC Symbol 

12535 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2142,24)" 4811 true 0.51 12025

ENSGALP00000002482 CID 237 - 253 copine I - CGNC Symbol 50925 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2143,06)" 7752 false 12026

ENSGALP00000022436 CID 49 - 67 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2143,15)" 24275 true 2.31 12027

ENSGALP00000013964 CID 104 - 122

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2143,15)" 24275 true 2.31 12028

ENSGALP00000040189 CID 169 - 189

enoyl CoA hydratase short chain 1 

mitochondrial - CGNC Symbol 56301 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2143,21)" 64570 12029

ENSGALP00000015333 CID 220 - 238

TIA1 cytotoxic granule-associated RNA 

binding protein - CGNC Symbol 56693 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2143,99)" 16666 true 1.38 12030

ENSGALP00000006365 CID 205 - 222 lysophospholipase II - CGNC Symbol 2940 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2144,02)" 7808 true 1.44 12031



ENSGALP00000011167 CID 234 - 252

ribonuclease/angiogenin inhibitor 1 - CGNC 

Symbol 5211 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2144,19)" 2526 false 12032

ENSGALP00000040974 CID 798 - 818

Gallus gallus NCK-associated protein 1-like 

(NCKAP1L) mRNA. - RefSeq mRNA 

NM_001031339 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2144,25)" 5579 12033

ENSGALP00000012130 CID 56 - 73

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2145,02)" 1245 true 2.18 12034

ENSGALP00000020445 CID 1,698 - 1,716

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2145,03)" 1027 true 2.21 12035

ENSGALP00000041366 CID Jan-17

small nuclear ribonucleoprotein polypeptide 

B2 - HGNC:11155 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2145,14)" 4858 true 1.27 12036

ENSGALP00000002373 CID 47 - 63

ATPase Ca++ transporting ubiquitous - 

CGNC Symbol 1084 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2145,15)" 39714 false 12037

ENSGALP00000008299 CID 533 - 551

family with sequence similarity 120A - 

CGNC Symbol 3854 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2145,16)" 5856 12038



ENSGALP00000019975 CID 429 - 445

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2145,98)" 2506 true 1.9 12039

ENSGALP00000020064 CID 243 - 262

eukaryotic translation initiation factor 3 

subunit L - CGNC Symbol 9341 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2145,99)" 1568 12040

ENSGALP00000026067 CID 134 - 151

U2 small nuclear RNA auxiliary factor 1 - 

CGNC Symbol 49287 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2146,11)" 3552 12041

ENSGALP00000027391 CID 543 - 562

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2146,22)" 24287 false 12042

ENSGALP00000023926 CID 18 - 35

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2147,06)" 1817 true 2.42 12043

ENSGALP00000007466 CID Feb-18

actin related protein 2/3 complex subunit 

1B 41kDa - CGNC Symbol 15421 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2147,07)" 4422 false 12044

ENSGALP00000040638 CID 592 - 610 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2147,22)" 24126 true 0.8 12045



ENSGALP00000015333 CID 220 - 238

TIA1 cytotoxic granule-associated RNA 

binding protein - CGNC Symbol 56693 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2148,01)" 23010 12046

ENSGALP00000008882 CID 679 - 696

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2148,05)" 6759 false 12047

ENSGALP00000012130 CID 56 - 73

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2149,02)" 3721 12048

ENSGALP00000025727 CID 435 - 454

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2149,07)" 818 12049

ENSGALP00000007779 CID 497 - 513

golgi autoantigen golgin subfamily a 2 - 

CGNC Symbol 3624 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2149,10)" 1953 true 1.48 12050

ENSGALP00000039575 CID 23 - 42

guanine nucleotide binding protein (G 

protein) beta polypeptide 1 - CGNC Symbol 

50984 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2149,19)" 2932 false 12051

ENSGALP00000019975 CID 429 - 445

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2150,02)" 4753 12052



ENSGALP00000013964 CID 104 - 122

tubulin beta 4B class IVb - CGNC Symbol 

50466 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2151,20)" 67476 true 2.31 12053

ENSGALP00000022436 CID 49 - 67 tubulin beta class I - HGNC:20778 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2151,20)" 67476 true 2.31 12054

ENSGALP00000040638 CID 592 - 610 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2151,24)" 18294 12055

ENSGALP00000042317 CID 101 - 119

regulator of chromosome condensation 1 - 

HGNC:1913 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2151,95)" 764 12056

ENSGALP00000016361 CID 228 - 249

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2152,07)" 33233 true 0.66 12057

ENSGALP00000013388 CID 121 - 139

proteasome 26S subunit ATPase 2 - CGNC 

Symbol 6240 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2153,04)" 365 12058

ENSGALP00000020445 CID 1,698 - 1,716

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2153,08)" 4333 true 2.21 12059



ENSGALP00000016196 CID 323 - 342

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2153,20)" 2643 true 1.04 12060

ENSGALP00000027391 CID 543 - 562

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2154,21)" 30855 true 1.58 12061

ENSGALP00000023926 CID 18 - 35

Hsap of 4: myosin light chain 12B - 

HGNC:29827 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2155,11)" 6618 true 2.42 12062

ENSGALP00000025165 CID 221 - 239

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2156,09)" 5136 true 1.1 12063

ENSGALP00000008882 CID 679 - 696

phosphoinositide-3-kinase adaptor protein 

1 - CGNC Symbol 4133 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2156,10)" 2886 false 12064

ENSGALP00000039878 CID 64 - 81

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2156,94)" 1096 true 0.64 12065

ENSGALP00000009276 CID 67 - 84 AD012Z Fragment - CGNC Symbol 62391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2156,94)" 1096 false 0.64 12066



ENSGALP00000007779 CID 497 - 513

golgi autoantigen golgin subfamily a 2 - 

CGNC Symbol 3624 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2157,16)" 4758 true 1.48 12067

ENSGALP00000000747 CID 455 - 476

zinc finger CCCH-type containing 11A - 

CGNC Symbol 51431 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2159,08)" 8962 true 0.63 12068

ENSGALP00000005576 CID 400 - 416

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2160,01)" 1651 true 0.94 12069

ENSGALP00000038795 CID 104 - 123

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2160,06)" 1827 true 1.02 12070

ENSGALP00000025165 CID 221 - 239

Gallus gallus ribosomal protein L7 (RPL7) 

mRNA. - RefSeq mRNA NM_001006345 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2160,06)" 6150 12071

ENSGALP00000003675 CID 1,439 - 1,457 Helicase SRCAP - CGNC Symbol 66016 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2160,21)" 1253 false 12072

ENSGALP00000009276 CID 67 - 84 AD012Z Fragment - CGNC Symbol 62391 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2160,96)" 701 12073



ENSGALP00000039878 CID 64 - 81

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2160,96)" 701 12074

ENSGALP00000025727 CID 724 - 743

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2161,04)" 390 true 1.95 12075

ENSGALP00000016196 CID 323 - 342

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2161,24)" 2743 true 1.04 12076

ENSGALP00000026392 CID 163 - 180 ribosomal protein S7 - CGNC Symbol 51562 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2162,13)" 3135 true 1.33 12077

ENSGALP00000027391 CID 543 - 562

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2162,25)" 49267 true 1.58 12078

ENSGALP00000043196 CID 1,862 - 1,879

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2163,01)" 13602 true 0.5 12079

ENSGALP00000011666 CID 72 - 91

kinesin family member 5B - CGNC Symbol 

5451 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2163,10)" 5658 false 12080



ENSGALP00000000747 CID 455 - 476

zinc finger CCCH-type containing 11A - 

CGNC Symbol 51431 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2163,10)" 5658 12081

ENSGALP00000005576 CID 400 - 416

DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 

CGNC Symbol 49411 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2164,03)" 1554 12082

ENSGALP00000038795 CID 104 - 123

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2164,09)" 1087 12083

ENSGALP00000016361 CID 228 - 249

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2164,14)" 20909 true 0.66 12084

ENSGALP00000023866 CID 1,031 - 1,049

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2164,20)" 2986 false 12085

ENSGALP00000025727 CID 724 - 743

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2165,05)" 1151 12086

ENSGALP00000006299 CID 477 - 495

protein arginine methyltransferase 3 - 

CGNC Symbol 2905 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2166,25)" 7338 true 1.05 12087



ENSGALP00000043196 CID 1,862 - 1,879

marker of proliferation Ki-67 - CGNC Symbol 

16321 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2167,03)" 5760 12088

ENSGALP00000018295 CID 204 - 221

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2168,01)" 3872 true 1.94 12089

ENSGALP00000014097 CID 127 - 144

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2169,06)" 21366 true 3.26 12090

ENSGALP00000006939 CID 574 - 591 annexin A6 - CGNC Symbol 49340 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2169,14)" 2824 true 1.22 12091

ENSGALP00000013267 CID 222 - 240

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2169,14)" 228834 true 1.53 12092

ENSGALP00000025924 CID 218 - 237

eukaryotic translation initiation factor 3 

subunit H - CGNC Symbol 12051 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2169,23)" 1871 false 12093

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2169,98)" 56426 true 1.41 12094



ENSGALP00000013987 CID 506 - 524

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2170,04)" 1686 true 1.45 12095

ENSGALP00000007265 CID 151 - 168

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2170,04)" 718 false 12096

ENSGALP00000031272 CID 150 - 167

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2170,04)" 718 false 12097

ENSGALP00000014308 CID 172 - 190

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2170,11)" 6674 true 0.91 12098

ENSGALP00000020310 CID 1,177 - 1,195 SET binding factor 1 - CGNC Symbol 9447 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2170,20)" 1337 true 1.58 12099

ENSGALP00000002808 CID 382 - 399

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2170,97)" 2524 true 2.64 12100

ENSGALP00000038179 CID 341 - 359

eukaryotic translation initiation factor 4A3 - 

CGNC Symbol 6471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2172,18)" 2071 12101



ENSGALP00000003152 CID 569 - 586

adenosylhomocysteinase - CGNC Symbol 

1443 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2172,23)" 7219 false 12102

ENSGALP00000013267 CID 222 - 240

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2173,17)" 353294 12103

ENSGALP00000040388 CID 88 - 108 transcription factor 3 - CGNC Symbol 739 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2173,22)" 803 false 12104

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2174,00)" 92017 12105

ENSGALP00000013987 CID 506 - 524

IQ motif containing GTPase activating 

protein 1 - CGNC Symbol 6526 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2174,02)" 2391 12106

ENSGALP00000026392 CID 163 - 180 ribosomal protein S7 - CGNC Symbol 51562 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2174,21)" 5243 true 1.33 12107

ENSGALP00000020310 CID 1,177 - 1,195 SET binding factor 1 - CGNC Symbol 9447 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2174,22)" 3628 12108



ENSGALP00000009665 CID 768 - 786

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2174,29)" 1303 true 1.25 12109

ENSGALP00000006299 CID 477 - 495

protein arginine methyltransferase 3 - 

CGNC Symbol 2905 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2174,30)" 7679 true 1.05 12110

ENSGALP00000002808 CID 382 - 399

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2174,99)" 5710 12111

ENSGALP00000023294 CID 391 - 408

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2175,01)" 2241 true 1.07 12112

ENSGALP00000011008 CID 3,383 - 3,401

lysine methyltransferase 2A - CGNC Symbol 

49942 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2175,12)" 773 false 12113

ENSGALP00000019975 CID 510 - 527

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2175,92)" 607 12114

ENSGALP00000018295 CID 204 - 221

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2176,07)" 7520 true 1.94 12115



ENSGALP00000002278 CID 133 - 151

mitogen-activated protein kinase 1 - CGNC 

Symbol 48975 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2176,07)" 843 12116

ENSGALP00000014097 CID 127 - 144

destrin (actin depolymerizing factor) - CGNC 

Symbol 6580 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2177,11)" 69672 true 3.26 12117

ENSGALP00000038904 CID 63 - 83

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2177,23)" 6946 true 1.58 12118

ENSGALP00000014280 CID 589 - 606

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2178,00)" 537 true 1.31 12119

ENSGALP00000016481 CID 587 - 604

Sec23 homolog A (S. cerevisiae) - CGNC 

Symbol 7715 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2178,00)" 537 true 1.31 12120

ENSGALP00000014308 CID 172 - 190

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2178,17)" 6098 true 0.91 12121

ENSGALP00000027391 CID 543 - 562

lymphocyte cytosolic protein 1 (L-plastin) - 

CGNC Symbol 12749 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2178,24)" 2328 false 12122



ENSGALP00000027305 CID 89 - 108

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2179,13)" 542 true 3.66 12123

ENSGALP00000007118 CID 1,554 - 1,573

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2179,14)" 867 12124

ENSGALP00000029589 CID 15 - 34 septin 6 - CGNC Symbol 51720 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2179,19)" 1717 true 1.82 12125

ENSGALP00000001027 CID Feb-19

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2181,86)" 1429 12126

ENSGALP00000016481 CID 587 - 604

Sec23 homolog A (S. cerevisiae) - CGNC 

Symbol 7715 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2182,03)" 1265 12127

ENSGALP00000014280 CID 589 - 606

Sec23 homolog B (S. cerevisiae) - CGNC 

Symbol 50333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2182,03)" 1265 12128

ENSGALP00000027305 CID 89 - 108

ubiquitin carboxyl-terminal esterase L3 

(ubiquitin thiolesterase) - CGNC Symbol 

12703 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2183,18)" 5766 12129



ENSGALP00000038904 CID 63 - 83

Gallus gallus hemoglobin alpha 1 (HBAA) 

mRNA. - RefSeq mRNA NM_001004376 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2185,28)" 12334 true 1.58 12130

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2185,93)" 3843 true 1.32 12131

ENSGALP00000009665 CID 768 - 786

coatomer protein complex subunit beta 1 - 

CGNC Symbol 4506 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2186,36)" 2455 true 1.25 12132

ENSGALP00000023294 CID 391 - 408

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2187,09)" 4715 true 1.07 12133

ENSGALP00000029589 CID 15 - 34 septin 6 - CGNC Symbol 51720 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2187,24)" 3122 true 1.82 12134

ENSGALP00000026288 CID 558 - 573

zinc finger protein X-linked - CGNC Symbol 

50801 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2188,04)" 12413 true 1.5 12135

ENSGALP00000006939 CID 463 - 482 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2188,10)" 771 true 2.91 12136



ENSGALP00000023866 CID 205 - 223

structural maintenance of chromosomes 

flexible hinge domain containing 1 - CGNC 

Symbol 10985 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2188,10)" 1925 12137

ENSGALP00000026509 CID 263 - 282

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2188,13)" 1209 true 1.46 12138

ENSGALP00000026509 CID 283 - 301

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2188,28)" 4344 false 12139

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(2189,90)" 1767 12140

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2189,96)" 5074 12141

ENSGALP00000001027 CID 20 - 37

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2190,14)" 3637 true 1.65 12142

ENSGALP00000008013 CID 277 - 295

ISY1 splicing factor homolog (S. cerevisiae) - 

CGNC Symbol 3725 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2190,20)" 51046 true 1.44 12143



ENSGALP00000000088 CID 141 - 159

proteasome subunit alpha type-5 - Refseq 

NP_001026578 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2191,03)" 1826 true 1.1 12144

ENSGALP00000022626 CID 46 - 63

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2191,06)" 3474 true 0.77 12145

ENSGALP00000042635 CID 26 - 44

FK506 binding protein 1A 12kDa - CGNC 

Symbol 20061 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2191,14)" 1222 12146

ENSGALP00000027534 CID 878 - 895

heat shock 105kDa/110kDa protein 1 - 

CGNC Symbol 12826 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2191,22)" 1022 false 12147

ENSGALP00000018295 CID Aug-25

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2192,12)" 2826 true 0.68 12148

ENSGALP00000008824 CID 437 - 458

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2194,04)" 3266 true 0.66 12149

ENSGALP00000001027 CID 20 - 37

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2194,16)" 6950 12150



ENSGALP00000008013 CID 277 - 295

ISY1 splicing factor homolog (S. cerevisiae) - 

CGNC Symbol 3725 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2194,23)" 75732 12151

ENSGALP00000022626 CID 46 - 63

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2195,02)" 1734 12152

ENSGALP00000019931 CID 82 - 100

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2195,14)" 20672 true 0.34 12153

ENSGALP00000011647 CID 90 - 108

cytochrome c oxidase subunit VIa 

polypeptide 1 - CGNC Symbol 50396 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2196,03)" 16350 true 1.42 12154

ENSGALP00000026288 CID 558 - 573

zinc finger protein X-linked - CGNC Symbol 

50801 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2196,09)" 19364 true 1.5 12155

ENSGALP00000006939 CID 463 - 482 annexin A6 - CGNC Symbol 49340 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2196,16)" 3527 true 2.91 12156

ENSGALP00000026509 CID 263 - 282

DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 

CGNC Symbol 12324 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2196,20)" 326 false 12157



ENSGALP00000015971 CID 81 - 98 exportin for tRNA - CGNC Symbol 7470 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2196,20)" 326 false 12158

ENSGALP00000039965 CID 968 - 985

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2197,06)" 3577 true 1.45 12159

ENSGALP00000000304 CID 533 - 552

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2197,09)" 44840 true 0.28 12160

ENSGALP00000007248 CID 204 - 220

hydrogen voltage gated channel 1 - CGNC 

Symbol 3373 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2197,11)" 1168 false 12161

ENSGALP00000008824 CID 437 - 458

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2198,05)" 15501 12162

ENSGALP00000020439 CID 241 - 260

eukaryotic translation initiation factor 3 

subunit D - CGNC Symbol 56714 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2198,10)" 4418 true 1.92 12163

ENSGALP00000022626 CID 46 - 63

Gallus gallus ribosomal protein S12 (RPS12) 

mRNA. - RefSeq mRNA NM_001277911 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2199,10)" 2680 true 0.77 12164



ENSGALP00000021255 CID Feb-20

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2199,13)" 1324 true 1.26 12165

ENSGALP00000002828 CID 605 - 624

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2199,14)" 1356 true 0.97 12166

ENSGALP00000011647 CID 90 - 108

cytochrome c oxidase subunit VIa 

polypeptide 1 - CGNC Symbol 50396 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2200,05)" 23189 12167

ENSGALP00000012919 CID 65 - 84

hematological and neurological expressed 1 

- CGNC Symbol 6027 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2200,13)" 43390 true 0.86 12168

ENSGALP00000018295 CID Aug-25

SERPINE1 mRNA binding protein 1 - CGNC 

Symbol 8530 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2200,17)" 1684 true 1.56 12169

ENSGALP00000040821 CID 179 - 198

microtubule associated protein RP/EB 

family member 3 - HGNC:6892 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2200,18)" 757 false 12170

ENSGALP00000027317 CID 165 - 182

DIS3 homolog exosome endoribonuclease 

and 3'-5' exoribonuclease - CGNC Symbol 

12709 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2201,00)" 624 12171



ENSGALP00000042983 CID 1,146 - 1,164 zinc finger protein 687 - HGNC:29277 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2201,02)" 2821 true 1.09 12172

ENSGALP00000039965 CID 968 - 985

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2201,09)" 5181 12173

ENSGALP00000024253 CID 205 - 223 cell division cycle 40 - CGNC Symbol 11202 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2201,11)" 11704 false 12174

ENSGALP00000000304 CID 533 - 552

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2201,11)" 11704 12175

ENSGALP00000018441 CID 78 - 97

aspartyl aminopeptidase - CGNC Symbol 

8600 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2202,08)" 1103 true 2.44 12176

ENSGALP00000020439 CID 241 - 260

eukaryotic translation initiation factor 3 

subunit D - CGNC Symbol 56714 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2202,13)" 10320 12177

ENSGALP00000021255 CID Feb-20

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2203,16)" 2349 true 1.26 12178



ENSGALP00000019931 CID 82 - 100

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2203,18)" 4954 true 0.34 12179

ENSGALP00000042983 CID 1,146 - 1,164 zinc finger protein 687 - HGNC:29277 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2205,05)" 3080 12180

ENSGALP00000035717 CID 230 - 247

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2205,07)" 1581 true 2.37 12181

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2205,92)" 2879 12182

ENSGALP00000006043 CID 1,110 - 1,128

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2206,01)" 731 true 1.17 12183

ENSGALP00000018441 CID 78 - 97

aspartyl aminopeptidase - CGNC Symbol 

8600 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2206,11)" 7637 12184

ENSGALP00000004417 CID 88 - 107

phosphogluconate dehydrogenase - CGNC 

Symbol 2017 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2206,16)" 968 12185



ENSGALP00000031473 CID 350 - 367

pericentriolar material 1 - CGNC Symbol 

10199 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2207,07)" 640 true 1.04 12186

ENSGALP00000002620 CID 126 - 144

mediator complex subunit 1 - CGNC Symbol 

51147 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2207,15)" 7562 true 1.04 12187

ENSGALP00000002828 CID 605 - 624

eukaryotic translation elongation factor 2 - 

CGNC Symbol 1287 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2207,19)" 2000 true 0.97 12188

ENSGALP00000006278 CID 142 - 159

protein kinase C alpha - CGNC Symbol 

50506 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2208,13)" 6884 false 12189

ENSGALP00000012919 CID 65 - 84

hematological and neurological expressed 1 

- CGNC Symbol 6027 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2208,18)" 36252 true 0.86 12190

ENSGALP00000035717 CID 230 - 247

SGT1 homolog MIS12 kinetochore complex 

assembly cochaperone - CGNC Symbol 

12721 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2209,11)" 6949 12191

ENSGALP00000040190 CID 163 - 182

pyroglutamyl-peptidase I - CGNC Symbol 

17204 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2209,24)" 801 true 9.72 12192



ENSGALP00000006043 CID 1,110 - 1,128

cytoplasmic FMR1 interacting protein 2 - 

CGNC Symbol 2795 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2210,04)" 857 12193

ENSGALP00000019931 CID 82 - 100

RAP1 GTP-GDP dissociation stimulator 1 - 

CGNC Symbol 9282 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2211,13)" 1156 false 12194

ENSGALP00000002620 CID 126 - 144

mediator complex subunit 1 - CGNC Symbol 

51147 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2211,14)" 8958 12195

ENSGALP00000038677 CID 177 - 194

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2211,32)" 2840 false 12196

ENSGALP00000023396 CID 33 - 52

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2212,08)" 8761 true 3.95 12197

ENSGALP00000017152 CID 185 - 204

aminoacyl tRNA synthetase complex-

interacting multifunctional protein 1 - CGNC 

Symbol 8013 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2212,08)" 8761 false 3.95 12198

ENSGALP00000009283 CID 394 - 411 zinc finger protein 143 - CGNC Symbol 4317 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2213,18)" 1660 false 12199



ENSGALP00000013174 CID 120 - 138

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2213,90)" 4499 true 0.98 12200

ENSGALP00000023396 CID 33 - 52

triosephosphate isomerase 1 - CGNC 

Symbol 49803 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2216,11)" 41029 12201

ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2216,27)" 60200 true 1.43 12202

ENSGALP00000033650 CID 148 - 166 FYN binding protein - CGNC Symbol 2773 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2217,10)" 2515 false 12203

ENSGALP00000040190 CID 163 - 182

pyroglutamyl-peptidase I - CGNC Symbol 

17204 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2217,25)" 16923 false 12204

ENSGALP00000007207 CID 70 - 86 dynactin subunit 4 - CGNC Symbol 3352 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2217,86)" 3891 true 1.11 12205

ENSGALP00000013174 CID 120 - 138

ribosomal protein S27a - CGNC Symbol 

49483 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2217,92)" 4406 12206



ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2217,94)" 89069 true 0.97 12207

ENSGALP00000002244 CID 585 - 604

GRB10 interacting GYF protein 2 - CGNC 

Symbol 1024 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2218,15)" 8272 true 0.91 12208

ENSGALP00000041361 CID 98 - 115 ribosomal protein L17 - HGNC:10307 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2219,10)" 1411 false 12209

ENSGALP00000038925 CID 167 - 185

lectin mannose binding 1 - CGNC Symbol 

2024 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2220,02)" 8517 true 0.66 12210

ENSGALP00000007207 CID 70 - 86 dynactin subunit 4 - CGNC Symbol 3352 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2221,88)" 4300 12211

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2221,97)" 86424 12212

ENSGALP00000011717 CID 120 - 141

ribosomal protein large P0 - CGNC Symbol 

49505 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2222,17)" 1182 true 0.95 12213



ENSGALP00000002244 CID 585 - 604

GRB10 interacting GYF protein 2 - CGNC 

Symbol 1024 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2222,17)" 7504 12214

ENSGALP00000013420 CID 315 - 334

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2224,00)" 1078 true 1.03 12215

ENSGALP00000038925 CID 167 - 185

lectin mannose binding 1 - CGNC Symbol 

2024 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2224,05)" 5614 12216

ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily a member 2 - CGNC Symbol 7728 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2224,32)" 90104 true 1.43 12217

ENSGALP00000005482 CID 63 - 82 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2225,11)" 3981 true 0.66 12218

ENSGALP00000022208 CID 1,158 - 1,178

AT rich interactive domain 1B (SWI1-like) - 

CGNC Symbol 10249 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2226,27)" 3924 12219

ENSGALP00000009656 CID 94 - 112

family with sequence similarity 103 

member A1 - CGNC Symbol 49987 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2226,96)" 29038 true 1.94 12220



ENSGALP00000013267 CID 310 - 328

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2227,08)" 180501 true 0.94 12221

ENSGALP00000043362 CID 137 - 155 ras homolog family member G - HGNC:672 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2227,18)" 3305 true 1.34 12222

ENSGALP00000006626 CID 40 - 57

antioxidant 1 copper chaperone - CGNC 

Symbol 3066 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2227,30)" 2586 false 12223

ENSGALP00000023574 CID 884 - 900

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2228,03)" 1327 true 1.39 12224

ENSGALP00000013420 CID 315 - 334

anaphase promoting complex subunit 1 - 

CGNC Symbol 51441 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2228,03)" 1113 12225

ENSGALP00000004517 CID 333 - 351

LEM domain containing 2 - CGNC Symbol 

2072 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2229,05)" 1978 false 12226

ENSGALP00000011103 CID 284 - 301 insulin degrading enzyme - HGNC:5381 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2229,09)" 3732 true 0.94 12227



ENSGALP00000005482 CID 63 - 82 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2229,13)" 1853 12228

ENSGALP00000017495 CID 378 - 397 scinderin - CGNC Symbol 8188 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2230,10)" 1167 false 12229

ENSGALP00000011717 CID 120 - 141

ribosomal protein large P0 - CGNC Symbol 

49505 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2230,22)" 1119 true 0.95 12230

ENSGALP00000039965 CID 1,185 - 1,202

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2230,97)" 9535 true 1.14 12231

ENSGALP00000009656 CID 94 - 112

family with sequence similarity 103 

member A1 - CGNC Symbol 49987 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2230,99)" 59552 12232

ENSGALP00000013267 CID 310 - 328

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2231,10)" 172861 12233

ENSGALP00000015886 CID 346 - 365

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2231,10)" 8173 false 12234



ENSGALP00000023574 CID 884 - 900

regulation of nuclear pre-mRNA domain 

containing 2 - CGNC Symbol 52333 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2232,04)" 1850 12235

ENSGALP00000011103 CID 284 - 301 insulin degrading enzyme - HGNC:5381 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2233,12)" 5126 12236

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2233,93)" 2515 true 0.87 12237

ENSGALP00000022250 CID 58 - 78

cytochrome b5 type A (microsomal) - CGNC 

Symbol 10264 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2233,94)" 1582 true 1.41 12238

ENSGALP00000042374 CID 419 - 438

thimet oligopeptidase 1 - CGNC Symbol 

52774 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2234,06)" 1279 true 4.7 12239

ENSGALP00000039965 CID 1,185 - 1,202

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2234,99)" 10900 12240

ENSGALP00000043362 CID 137 - 155 ras homolog family member G - HGNC:672 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2235,22)" 2941 true 1.19 12241



ENSGALP00000040960 CID 27 - 48

ketosamine-3-kinase - Refseq 

NP_001108110 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2236,03)" 757 true 1.65 12242

ENSGALP00000022772 CID 43 - 61

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2236,17)" 8172 true 1.48 12243

ENSGALP00000042157 CID 396 - 414

docking protein 2 56kDa - CGNC Symbol 

65680 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2237,08)" 11179 true 1.32 12244

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161024_VP008_BvsT_OFFGEL_DiM_Fr9

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-9/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr9/"MS/MS_(2237,95)" 40265 12245

ENSGALP00000022250 CID 58 - 78

cytochrome b5 type A (microsomal) - CGNC 

Symbol 10264 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2237,96)" 2224 12246

ENSGALP00000041817 CID 140 - 158

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2238,03)" 101264 true 0.09 12247

ENSGALP00000042374 CID 419 - 438

thimet oligopeptidase 1 - CGNC Symbol 

52774 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2238,08)" 11189 12248



ENSGALP00000043066 CID 59 - 79

guanosine monophosphate reductase - 

CGNC Symbol 51349 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2238,08)" 13073 false 12249

ENSGALP00000027816 CID 251 - 270 cathepsin C - CGNC Symbol 12954 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2238,96)" 7625 true 0.53 12250

ENSGALP00000043331 CID 472 - 491 topoisomerase (DNA) I - CGNC Symbol 2691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2238,97)" 2978 true 0.68 12251

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2238,98)" 18466 true 0.53 12252

ENSGALP00000039316 CID 665 - 682

protein kinase C theta - CGNC Symbol 

57974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2239,13)" 2698 false 12253

ENSGALP00000040960 CID 27 - 48

ketosamine-3-kinase - Refseq 

NP_001108110 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2240,05)" 3459 12254

ENSGALP00000022772 CID 43 - 61

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2240,19)" 16263 12255



ENSGALP00000006762 CID 219 - 236 bleomycin hydrolase - CGNC Symbol 3131 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2241,05)" 4864 true 1.44 12256

ENSGALP00000042157 CID 396 - 414

docking protein 2 56kDa - CGNC Symbol 

65680 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2241,11)" 17110 12257

ENSGALP00000041817 CID 140 - 158

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2242,05)" 3868 12258

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2242,95)" 4623 12259

ENSGALP00000027816 CID 251 - 270 cathepsin C - CGNC Symbol 12954 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2242,98)" 3272 12260

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear ribonucleoprotein 

H3 (2H9) - CGNC Symbol 52025 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2243,03)" 25500 12261

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2243,08)" 706 true 1.39 12262



ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2243,08)" 706 true 1.39 12263

ENSGALP00000026633 CID 248 - 268

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2244,24)" 885 true 0.75 12264

ENSGALP00000016623 CID 38 - 56

nucleosome assembly protein 1-like 1 - 

CGNC Symbol 50609 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2244,24)" 12390 12265

ENSGALP00000020604 CID 186 - 205

RIC8 guanine nucleotide exchange factor B - 

CGNC Symbol 9595 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2244,25)" 1460 12266

ENSGALP00000006762 CID 219 - 236 bleomycin hydrolase - CGNC Symbol 3131 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2245,08)" 7014 12267

ENSGALP00000043331 CID 472 - 491 topoisomerase (DNA) I - CGNC Symbol 2691 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2247,01)" 1314 true 0.68 12268

ENSGALP00000023294 CID 1,811 - 1,830

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2247,04)" 502 true 1.31 12269



ENSGALP00000023626 CID 472 - 490 zyxin - CGNC Symbol 10889 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2247,06)" 997 true 1.63 12270

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2247,11)" 48537 12271

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2247,11)" 48537 12272

ENSGALP00000025883 CID 388 - 407

eukaryotic translation initiation factor 3 

subunit E - CGNC Symbol 12026 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2247,25)" 792 false 12273

ENSGALP00000019832 CID 19 - 38

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2248,22)" 25371 true 0.91 12274

ENSGALP00000016536 CID 778 - 795

heat shock 70kDa protein 4-like - CGNC 

Symbol 51755 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2248,22)" 25371 false 12275

ENSGALP00000008578 CID 347 - 365

coatomer protein complex subunit beta 2 

(beta prime) - CGNC Symbol 3988 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2249,07)" 6481 12276



ENSGALP00000004687 CID 404 - 422

MAU2 sister chromatid cohesion factor - 

CGNC Symbol 2145 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2249,16)" 2390 12277

ENSGALP00000029589 CID 400 - 420 septin 6 - CGNC Symbol 51720 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2250,26)" 2693 false 12278

ENSGALP00000000151 CID 237 - 254

tripartite motif containing 27.1 - CGNC 

Symbol 58 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2251,05)" 1384 false 12279

ENSGALP00000023294 CID 1,811 - 1,830

chromodomain helicase DNA binding 

protein 4 - CGNC Symbol 10176 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2251,08)" 659 12280

ENSGALP00000026633 CID 248 - 268

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) alpha subunit - CGNC 

Symbol 12383 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2252,29)" 1219 true 0.75 12281

ENSGALP00000038570 CID 69 - 86

eukaryotic translation initiation factor 5A2 - 

CGNC Symbol 49863 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2253,15)" 1511 false 12282

ENSGALP00000036122 CID 140 - 158

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein theta - 

CGNC Symbol 12303 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2253,21)" 687 false 12283



ENSGALP00000041817 CID 140 - 158

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2254,00)" 560 false 12284

ENSGALP00000023626 CID 472 - 490 zyxin - CGNC Symbol 10889 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2255,11)" 2721 true 1.63 12285

ENSGALP00000025727 CID 455 - 473

protein tyrosine phosphatase receptor type 

A - CGNC Symbol 49633 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2255,17)" 1664 false 12286

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2255,28)" 14731 true 1.98 12287

ENSGALP00000025461 CID 423 - 441

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2256,16)" 1834 true 1.03 12288

ENSGALP00000019832 CID 19 - 38

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2256,27)" 21966 true 0.91 12289

ENSGALP00000038570 CID 68 - 85

eukaryotic translation initiation factor 5A2 - 

CGNC Symbol 49863 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2257,19)" 3179 false 12290



ENSGALP00000027512 CID 28 - 48

replication factor C subunit 3 - CGNC 

Symbol 12816 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2258,17)" 3468 true 0.63 12291

ENSGALP00000042329 CID 232 - 250

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2258,28)" 688 false 12292

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2259,09)" 354 true 0.93 12293

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2259,09)" 354 true 0.93 12294

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2259,30)" 36019 12295

ENSGALP00000043256 CID 343 - 364

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2259,97)" 1509 true 0.66 12296

ENSGALP00000026337 CID 64 - 83 peroxiredoxin 4 - CGNC Symbol 12239 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2260,03)" 1561 12297



ENSGALP00000015741 CID 147 - 166

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2260,08)" 1237 true 1.14 12298

ENSGALP00000026663 CID 62 - 81

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2260,16)" 4897 true 1.68 12299

ENSGALP00000005291 CID 119 - 140

pleckstrin homology domain containing A2 - 

CGNC Symbol 2437 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2260,24)" 7264 false 12300

ENSGALP00000015665 CID 218 - 236 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2261,07)" 3518 12301

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2261,19)" 1646 false 12302

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2261,20)" 9914 12303

ENSGALP00000006414 CID 196 - 215

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2262,14)" 971 12304



ENSGALP00000019178 CID 351 - 373

ubiquitin-like modifier activating enzyme 6 - 

CGNC Symbol 8930 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2262,32)" 2823 false 12305

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2263,09)" 619 12306

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2263,09)" 619 12307

ENSGALP00000043242 CID 71 - 90

RAD23 homolog A (S. cerevisiae) - CGNC 

Symbol 63890 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2263,11)" 3242 false 0.81 12308

ENSGALP00000027399 CID 112 - 133 esterase D - CGNC Symbol 12753 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2263,21)" 2592 true 2.55 12309

ENSGALP00000043256 CID 343 - 364

aldolase C fructose-bisphosphate - CGNC 

Symbol 49343 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2263,98)" 1000 12310

ENSGALP00000015741 CID 147 - 166

mitotic checkpoint protein BUB3 - Refseq 

NP_001006506 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2264,12)" 1405 12311



ENSGALP00000026663 CID 62 - 81

hydroxyacyl-CoA dehydrogenase/3-ketoacyl-

CoA thiolase/enoyl-CoA hydratase 

(trifunctional protein) beta subunit - CGNC 

Symbol 12399 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2264,19)" 10363 12312

ENSGALP00000004248 CID 76 - 95

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2265,03)" 888 true 1.1 12313

ENSGALP00000001002 CID May-23

nuclear casein kinase and cyclin-dependent 

kinase substrate 1 - CGNC Symbol 448 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2265,93)" 1418 true 1.26 12314

ENSGALP00000027512 CID 28 - 48

replication factor C subunit 3 - CGNC 

Symbol 12816 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2266,22)" 930 true 0.63 12315

ENSGALP00000042329 CID 232 - 250

Hsap of 4: nipsnap homolog 3A - 

HGNC:23619 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2266,31)" 789 false 12316

ENSGALP00000013963 CID 1,059 - 1,079

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2267,01)" 434 true 0.95 12317

ENSGALP00000021795 CID 542 - 560 DNA ligase 1 - HGNC:6598 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2267,01)" 434 false 12318



ENSGALP00000013622 CID 468 - 489

5'-3' exoribonuclease 2 - CGNC Symbol 

6344 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2267,05)" 707 12319

ENSGALP00000043242 CID 71 - 90

RAD23 homolog A (S. cerevisiae) - CGNC 

Symbol 63890 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2267,14)" 1429 12320

ENSGALP00000028746 CID 140 - 158

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2267,17)" 3026 true 1.96 12321

ENSGALP00000027399 CID 112 - 133 esterase D - CGNC Symbol 12753 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2267,23)" 9051 12322

ENSGALP00000025461 CID 423 - 441

chaperonin containing TCP1 subunit 8 - 

CGNC Symbol 11805 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2268,23)" 1882 true 1.03 12323

ENSGALP00000004248 CID 76 - 95

DnaJ heat shock protein family (Hsp40) 

member C9 - CGNC Symbol 1946 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2269,07)" 974 12324

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2269,18)" 11658 true 1.71 12325



ENSGALP00000009505 CID 130 - 149

Gallus gallus immunoglobulin lambda-like 

polypeptide 1 (IGLL1) mRNA. - RefSeq 

mRNA NM_001278545 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2269,26)" 23953 false 12326

ENSGALP00000005662 CID 238 - 257

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2269,33)" 7493 true 0.48 12327

ENSGALP00000001002 CID May-23

nuclear casein kinase and cyclin-dependent 

kinase substrate 1 - CGNC Symbol 448 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2269,95)" 2669 12328

ENSGALP00000006414 CID 196 - 215

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2270,12)" 2215 true 1.35 12329

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2271,24)" 2180 true 0.89 12330

ENSGALP00000011700 CID Feb-23

nucleotide binding protein 1 - CGNC Symbol 

5471 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2273,99)" 947 12331

ENSGALP00000013963 CID 1,059 - 1,079

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2275,07)" 414 true 0.95 12332



ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2275,28)" 1408 12333

ENSGALP00000007265 CID 169 - 187

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2276,07)" 2140 true 1.42 12334

ENSGALP00000031272 CID 168 - 186

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2276,07)" 2140 true 1.42 12335

ENSGALP00000019038 CID 236 - 255

Wilms tumor 1 associated protein - CGNC 

Symbol 8862 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2276,11)" 1684 true 1.08 12336

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 

dehydrogenase - CGNC Symbol 49077 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2277,23)" 1877 false 12337

ENSGALP00000005662 CID 238 - 257

karyopherin alpha 2 (RAG cohort 1 importin 

alpha 1) - CGNC Symbol 50505 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2277,38)" 2063 true 0.48 12338

ENSGALP00000006414 CID 196 - 215

capping actin protein of muscle Z-line beta 

subunit - CGNC Symbol 2959 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2278,17)" 2987 true 1.35 12339



ENSGALP00000021475 CID 263 - 283

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2278,98)" 6491 true 0.88 12340

ENSGALP00000021455 CID 210 - 230 zinc finger protein 830 - CGNC Symbol 9934 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2279,22)" 695 true 1 12341

ENSGALP00000028746 CID 140 - 158

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein zeta - 

CGNC Symbol 52516 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2279,25)" 6849 true 1.96 12342

ENSGALP00000031272 CID 168 - 186

protein phosphatase 1 catalytic subunit 

beta isozyme - CGNC Symbol 49609 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2280,10)" 3034 12343

ENSGALP00000007265 CID 169 - 187

protein phosphatase 1 catalytic subunit 

gamma isozyme - CGNC Symbol 50363 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2280,10)" 3034 12344

ENSGALP00000016660 CID Jan-22

nuclear autoantigenic sperm protein 

(histone-binding) - CGNC Symbol 7802 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2280,13)" 1460 12345

ENSGALP00000019038 CID 236 - 255

Wilms tumor 1 associated protein - CGNC 

Symbol 8862 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2280,13)" 4615 12346



ENSGALP00000043196 CID 2,154 - 2,174

marker of proliferation Ki-67 - CGNC Symbol 

16321 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2281,09)" 535 false 12347

ENSGALP00000003357 CID 216 - 236

thyroid hormone receptor associated 

protein 3 - CGNC Symbol 51043 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2281,12)" 1128 false 12348

ENSGALP00000021475 CID 263 - 283

succinate dehydrogenase complex 

flavoprotein subunit A - CGNC Symbol 

49461 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2283,01)" 4804 12349

ENSGALP00000023673 CID 574 - 592

Ski2 like RNA helicase 2 - CGNC Symbol 

10905 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2284,05)" 913 false 12350

ENSGALP00000009608 CID 244 - 262

SWI/SNF related matrix associated actin 

dependent regulator of chromatin 

subfamily b member 1 - CGNC Symbol 4462 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2284,05)" 913 12351

ENSGALP00000027216 CID 173 - 191

transmembrane 9 superfamily member 2 - 

CGNC Symbol 12665 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2284,09)" 2669 true 0.59 12352

ENSGALP00000011018 CID 1,081 - 1,101

ubiquitin specific peptidase 19 - 

HGNC:12617 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2286,27)" 1470 false 12353



ENSGALP00000016184 CID 400 - 418 OTU deubiquitinase 4 - CGNC Symbol 51745 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2288,13)" 731 false 12354

ENSGALP00000012563 CID 402 - 420

cleavage stimulation factor 3' pre-RNA 

subunit 1 - CGNC Symbol 5864 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2289,02)" 2035 12355

ENSGALP00000040985 CID 178 - 195

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2289,16)" 21011 false 12356

ENSGALP00000030734 CID Feb-21

microtubule associated monooxygenase 

calponin and LIM domain containing 1 - 

CGNC Symbol 25636 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2290,10)" 960 12357

ENSGALP00000021455 CID 210 - 230 zinc finger protein 830 - CGNC Symbol 9934 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2291,30)" 1303 true 1 12358

ENSGALP00000027216 CID 173 - 191

transmembrane 9 superfamily member 2 - 

CGNC Symbol 12665 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2292,14)" 1128 true 0.59 12359

ENSGALP00000007287 CID 64 - 84 ribosomal protein S14 - CGNC Symbol 3393 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2293,08)" 552 false 12360



ENSGALP00000042475 CID 113 - 135

purine-rich element binding protein A - 

CGNC Symbol 15180 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2293,28)" 2533 true 1.55 12361

ENSGALP00000013190 CID 284 - 304

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2293,32)" 6227 12362

ENSGALP00000003342 CID 284 - 304

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2293,32)" 6227 true 1.31 12363

ENSGALP00000035339 CID 293 - 313

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2294,10)" 2380 true 0.88 12364

ENSGALP00000000316 CID 431 - 453 major vault protein - CGNC Symbol 136 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2295,03)" 684 false 12365

ENSGALP00000024509 CID 261 - 281

spleen tyrosine kinase - CGNC Symbol 

53036 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2296,16)" 42016 true 0.31 12366

ENSGALP00000042475 CID 113 - 135

purine-rich element binding protein A - 

CGNC Symbol 15180 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2297,30)" 8655 12367



ENSGALP00000003342 CID 284 - 304

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2297,35)" 8138 12368

ENSGALP00000010754 CID 213 - 231

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2298,10)" 771 true 1.4 12369

ENSGALP00000035339 CID 293 - 313

Gallus gallus ATP synthase H+ transporting 

mitochondrial F1 complex beta polypeptide 

(ATP5B) mRNA. - RefSeq mRNA 

NM_001031391 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2298,12)" 1675 12370

ENSGALP00000019372 CID 17 - 36

transglutaminase 4 (prostate) - CGNC 

Symbol 51321 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2298,16)" 727 false 12371

ENSGALP00000038957 CID 28 - 48

ribosomal protein L27 - CGNC Symbol 

49733 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2300,14)" 737 false 12372

ENSGALP00000042645 CID 97 - 115

coiled-coil-helix-coiled-coil-helix domain 

containing 10 - CGNC Symbol 50384 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2301,07)" 5787 true 0.64 12373

ENSGALP00000028283 CID 31 - 50

coactosin-like F-actin binding protein 1 - 

CGNC Symbol 54450 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2302,08)" 1889 true 1.36 12374



ENSGALP00000010754 CID 213 - 231

microtubule-associated protein RP/EB 

family member 1 - CGNC Symbol 50961 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2302,13)" 1735 12375

ENSGALP00000021301 CID 186 - 203

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2303,17)" 38642 false 12376

ENSGALP00000003035 CID 351 - 373

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2303,33)" 10651 true 3.05 12377

ENSGALP00000019468 CID 120 - 140 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2304,18)" 974 true 1.21 12378

ENSGALP00000020744 CID 511 - 529

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2305,10)" 13763 true 0.75 12379

ENSGALP00000022449 CID 202 - 223

protein tyrosine phosphatase non-receptor 

type 2 - CGNC Symbol 10374 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2305,14)" 1097 true 1.04 12380

ENSGALP00000019994 CID 447 - 466 UBX domain protein 4 - CGNC Symbol 9310 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2306,06)" 340 true 0.93 12381



ENSGALP00000022023 CID 1,037 - 1,056 nucleoporin 98kDa - CGNC Symbol 10169 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2307,13)" 569 false 12382

ENSGALP00000039965 CID 448 - 467

coatomer protein complex subunit alpha - 

CGNC Symbol 6964 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2307,20)" 6428 true 1.42 12383

ENSGALP00000011666 CID 729 - 746

kinesin family member 5B - CGNC Symbol 

5451 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2307,20)" 6428 12384

ENSGALP00000003035 CID 351 - 373

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2307,35)" 45127 12385

ENSGALP00000037708 CID 157 - 176

proteasome 26S subunit ATPase 3 - CGNC 

Symbol 6143 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2309,09)" 1046 false 12386

ENSGALP00000042645 CID 97 - 115

coiled-coil-helix-coiled-coil-helix domain 

containing 10 - CGNC Symbol 50384 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2309,11)" 3247 true 0.64 12387

ENSGALP00000020744 CID 511 - 529

heat shock protein 90kDa beta (Grp94) 

member 1 - CGNC Symbol 49067 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2309,12)" 11315 12388



ENSGALP00000021837 CID 309 - 330

ubiquitin like modifier activating enzyme 3 - 

CGNC Symbol 52666 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2309,34)" 2434 false 12389

ENSGALP00000019994 CID 447 - 466 UBX domain protein 4 - CGNC Symbol 9310 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2310,10)" 316 12390

ENSGALP00000028283 CID 31 - 50

coactosin-like F-actin binding protein 1 - 

CGNC Symbol 54450 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2310,13)" 2578 true 1.36 12391

ENSGALP00000004651 CID 133 - 151 thioredoxin like 1 - CGNC Symbol 2131 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2310,87)" 2169 true 0.66 12392

ENSGALP00000017517 CID 560 - 579

cleavage and polyadenylation specific factor 

2 - CGNC Symbol 8198 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2311,13)" 1896 12393

ENSGALP00000039878 CID 851 - 870

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2311,22)" 6032 true 1.04 12394

ENSGALP00000012986 CID 200 - 221

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2313,14)" 5562 true 1.08 12395



ENSGALP00000040424 CID 55 - 79

small nuclear ribonucleoprotein U5 subunit 

40 - CGNC Symbol 381 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2314,16)" 3134 12396

ENSGALP00000004651 CID 133 - 151 thioredoxin like 1 - CGNC Symbol 2131 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2314,90)" 1434 12397

ENSGALP00000017016 CID 117 - 138 glutaredoxin 3 - CGNC Symbol 7961 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2315,12)" 4013 true 1.3 12398

ENSGALP00000005161 CID 711 - 730

signal transducer and activator of 

transcription 3 (acute-phase response 

factor) - CGNC Symbol 2374 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2315,19)" 2486 12399

ENSGALP00000006264 CID 177 - 197

COP9 signalosome subunit 8 - CGNC Symbol 

52112 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2315,22)" 493 true 1.25 12400

ENSGALP00000039878 CID 851 - 870

ubiquitin associated protein 2-like - CGNC 

Symbol 17025 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2315,24)" 7622 12401

ENSGALP00000010510 CID 362 - 384

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2316,20)" 827 false 12402



ENSGALP00000003342 CID 933 - 951

adaptor-related protein complex 2 beta 1 

subunit - CGNC Symbol 1528 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2316,20)" 827 false 0.75 12403

ENSGALP00000016196 CID 90 - 111

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2316,20)" 827 true 0.75 12404

ENSGALP00000040985 CID 178 - 195

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2317,15)" 2241 true 1.32 12405

ENSGALP00000012986 CID 200 - 221

protein tyrosine phosphatase non-receptor 

type 1 - CGNC Symbol 6062 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2317,16)" 6010 12406

ENSGALP00000007237 CID 79 - 97

RNA binding motif protein 22 - CGNC 

Symbol 3366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2319,19)" 3867 true 1.37 12407

ENSGALP00000013267 CID 36 - 55

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2319,19)" 436 true 1.34 12408

ENSGALP00000006264 CID 177 - 197

COP9 signalosome subunit 8 - CGNC Symbol 

52112 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2319,24)" 616 12409



ENSGALP00000000747 CID 455 - 477

zinc finger CCCH-type containing 11A - 

CGNC Symbol 51431 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2319,24)" 616 false 1.37 12410

ENSGALP00000012932 CID 48 - 75 nucleoporin 85kDa - CGNC Symbol 6035 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2320,07)" 1394 true 1.12 12411

ENSGALP00000016196 CID 90 - 111

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2320,21)" 1246 12412

ENSGALP00000018652 CID 272 - 291

actin related protein 2/3 complex subunit 2 

34kDa - CGNC Symbol 8704 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2321,33)" 3446 false 12413

ENSGALP00000002252 CID 100 - 119

zeta-chain (TCR) associated protein kinase 

70kDa - CGNC Symbol 1027 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2322,19)" 20052 false 12414

ENSGALP00000017016 CID 117 - 138 glutaredoxin 3 - CGNC Symbol 7961 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2323,17)" 6645 true 1.3 12415

ENSGALP00000007237 CID 79 - 97

RNA binding motif protein 22 - CGNC 

Symbol 3366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2323,21)" 5295 12416



ENSGALP00000012932 CID 48 - 75 nucleoporin 85kDa - CGNC Symbol 6035 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2324,10)" 1565 12417

ENSGALP00000009528 CID 23 - 46

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2324,22)" 3754 true 0.85 12418

ENSGALP00000013190 CID 284 - 304

adaptor-related protein complex 1 beta 1 

subunit - CGNC Symbol 6168 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2325,37)" 919 12419

ENSGALP00000023242 CID Feb-21

coiled-coil domain containing 58 - CGNC 

Symbol 10725 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2326,06)" 2066 12420

ENSGALP00000004959 CID 414 - 436

zinc finger CCCH-type containing 7A - CGNC 

Symbol 2278 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2326,18)" 9807 true 0.92 12421

ENSGALP00000006643 CID 200 - 221

TAF9 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 32kDa - 

CGNC Symbol 51637 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2326,37)" 633 false 12422

ENSGALP00000023944 CID 147 - 166

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2326,42)" 403 false 12423



ENSGALP00000004369 CID Apr-21

Gallus gallus small nuclear 

ribonucleoprotein polypeptide C (SNRPC) 

mRNA. - RefSeq mRNA NM_001293166 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2326,98)" 1958 true 1.25 12424

ENSGALP00000013267 CID 36 - 55

GDP dissociation inhibitor 2 - CGNC Symbol 

49512 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2327,22)" 586 true 1.34 12425

ENSGALP00000019975 CID 510 - 528

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2328,00)" 9996 true 1.51 12426

ENSGALP00000006523 CID 454 - 473

cell division cycle and apoptosis regulator 1 - 

CGNC Symbol 52027 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2329,13)" 6354 12427

ENSGALP00000043066 CID 164 - 185

guanosine monophosphate reductase - 

CGNC Symbol 51349 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2329,20)" 5311 false 12428

ENSGALP00000040985 CID 178 - 195

aldo-keto reductase family 1 member B1-

like (aldose reductase) - CGNC Symbol 

50692 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2329,23)" 2955 true 1.32 12429

ENSGALP00000004959 CID 414 - 436

zinc finger CCCH-type containing 7A - CGNC 

Symbol 2278 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2330,21)" 9054 12430



ENSGALP00000004369 CID Apr-21

Gallus gallus small nuclear 

ribonucleoprotein polypeptide C (SNRPC) 

mRNA. - RefSeq mRNA NM_001293166 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2331,00)" 2442 12431

ENSGALP00000002996 CID 405 - 425

solute carrier family 25 (mitochondrial 

carrier phosphate carrier) member 24 - 

CGNC Symbol 1369 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2331,18)" 964 12432

ENSGALP00000003035 CID 219 - 238

polypyrimidine tract binding protein 1 - 

CGNC Symbol 1388 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2331,18)" 1331 true 1.27 12433

ENSGALP00000019975 CID 510 - 528

DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 

CGNC Symbol 9302 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2332,02)" 20910 12434

ENSGALP00000009528 CID 23 - 46

RuvB like AAA ATPase 1 - CGNC Symbol 

4431 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2332,27)" 3189 true 0.85 12435

ENSGALP00000018340 CID 336 - 355 SATB homeobox 1 - CGNC Symbol 8550 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2335,29)" 49621 12436

ENSGALP00000037871 CID 445 - 464

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2336,22)" 14069 true 1.36 12437



ENSGALP00000000810 CID 271 - 291

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2338,16)" 2270 12438

ENSGALP00000012130 CID 607 - 626

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2339,93)" 5009 true 2.16 12439

ENSGALP00000037871 CID 445 - 464

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2340,25)" 19178 12440

ENSGALP00000016196 CID 406 - 427

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2341,14)" 4230 true 1 12441

ENSGALP00000003431 CID Nov-28

nucleophosmin (nucleolar phosphoprotein 

B23 numatrin) - CGNC Symbol 49698 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2343,16)" 956 false 12442

ENSGALP00000012130 CID 607 - 626

integrin beta 2 (complement component 3 

receptor 3 and 4 subunit) - CGNC Symbol 

49690 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2343,96)" 13655 12443

ENSGALP00000003089 CID 714 - 733

valosin containing protein - CGNC Symbol 

53073 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2344,13)" 923 12444



ENSGALP00000014374 CID 180 - 199

malate dehydrogenase 1 - CGNC Symbol 

6725 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2344,22)" 7703 false 12445

ENSGALP00000016196 CID 406 - 427

chaperonin containing TCP1 subunit 2 

(beta) - CGNC Symbol 7582 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2345,16)" 4231 12446

ENSGALP00000009037 CID 224 - 245 myosin IG - CGNC Symbol 51252 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2346,96)" 2685 true 1.85 12447

ENSGALP00000007780 CID 129 - 152

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2347,32)" 1900 true 2.55 12448

ENSGALP00000043403 CID 44 - 64

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2348,09)" 417 true 2.28 12449

ENSGALP00000015277 CID 147 - 166

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2348,25)" 1202 true 1.07 12450

ENSGALP00000038795 CID 473 - 493

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2349,23)" 6563 true 1.09 12451



ENSGALP00000013862 CID 829 - 848

eukaryotic translation initiation factor 4 

gamma 1 - CGNC Symbol 6463 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2349,25)" 1170 false 12452

ENSGALP00000009314 CID 257 - 275 septin 2 - CGNC Symbol 4335 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2349,25)" 1170 true 1.09 12453

ENSGALP00000002520 CID 256 - 274 septin 2-like - CGNC Symbol 50343 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2349,25)" 1170 true 1.09 12454

ENSGALP00000009037 CID 224 - 245 myosin IG - CGNC Symbol 51252 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2350,99)" 4954 12455

ENSGALP00000007780 CID 129 - 152

phosphopantothenoylcysteine synthetase - 

CGNC Symbol 66161 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2351,37)" 5939 12456

ENSGALP00000043403 CID 44 - 64

serine/arginine-rich splicing factor 3 - CGNC 

Symbol 329 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2352,12)" 2146 12457

ENSGALP00000007833 CID 182 - 201

myelin expression factor 2 - CGNC Symbol 

49981 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2352,18)" 1545 true 2.15 12458



ENSGALP00000015277 CID 147 - 166

capping protein (actin filament) muscle Z-

line alpha 2 - CGNC Symbol 7136 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2352,27)" 2128 true 1.07 12459

ENSGALP00000038795 CID 473 - 493

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2353,26)" 7125 12460

ENSGALP00000012282 CID 264 - 285

ribosomal RNA processing 12 homolog - 

CGNC Symbol 5736 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2355,04)" 2479 true 0.86 12461

ENSGALP00000015409 CID 744 - 763 actinin alpha 1 - CGNC Symbol 48956 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2355,17)" 8627 false 12462

ENSGALP00000038979 CID 1,253 - 1,273

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2356,15)" 5674 true 1.94 12463

ENSGALP00000002349 CID 147 - 166

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2356,22)" 3071 true 1.72 12464

ENSGALP00000003149 CID Feb-24

transmembrane protein 259 - CGNC Symbol 

1442 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2360,08)" 1742 12465



ENSGALP00000012481 CID 50 - 71 ribosomal protein L4 - CGNC Symbol 5828 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2360,14)" 3122 true 0.99 12466

ENSGALP00000038979 CID 1,253 - 1,273

spectrin alpha non-erythrocytic 1 - CGNC 

Symbol 3498 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2360,18)" 12148 12467

ENSGALP00000007833 CID 182 - 201

myelin expression factor 2 - CGNC Symbol 

49981 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2360,23)" 6071 true 2.15 12468

ENSGALP00000010618 CID 158 - 175

lymphocyte-specific protein 1 - CGNC 

Symbol 4964 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2363,97)" 2783 true 1.91 12469

ENSGALP00000039872 CID 205 - 225

regulator of chromosome condensation 2 - 

CGNC Symbol 287 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2364,09)" 869 false 12470

ENSGALP00000012481 CID 50 - 71 ribosomal protein L4 - CGNC Symbol 5828 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2364,17)" 3102 12471

ENSGALP00000002349 CID 147 - 166

capping protein (actin filament) muscle Z-

line alpha 1 - CGNC Symbol 1070 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2364,27)" 6466 true 1.72 12472



ENSGALP00000010618 CID 158 - 175

lymphocyte-specific protein 1 - CGNC 

Symbol 4964 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2367,99)" 5312 12473

ENSGALP00000003850 CID 59 - 79

chaperonin containing TCP1 subunit 6A 

(zeta 1) - CGNC Symbol 50541 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2370,33)" 898 false 12474

P13645 CID 60 - 86

Keratin, type I cytoskeletal 10 OS=Homo 

sapiens GN=KRT10 PE=1 SV=6 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2371,02)" 1200 false 12475

ENSGALP00000007165 CID 128 - 148

coiled-coil domain containing 137 - CGNC 

Symbol 3327 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2371,25)" 3437 true 1.77 12476

ENSGALP00000037871 CID 345 - 366

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2371,29)" 5583 true 0.82 12477

ENSGALP00000010325 CID 394 - 414

DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 

- CGNC Symbol 4822 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2372,32)" 1165 false 12478

ENSGALP00000037871 CID 345 - 366

WAS/WASL interacting protein family 

member 1 - CGNC Symbol 7084 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2375,32)" 4121 12479



ENSGALP00000005194 CID 88 - 109

threonyl-tRNA synthetase - CGNC Symbol 

53084 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2377,28)" 513 false 12480

ENSGALP00000016080 CID 698 - 719

cullin-associated and neddylation-

dissociated 1 - CGNC Symbol 7517 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2377,43)" 1698 false 12481

ENSGALP00000009939 CID 58 - 76

WDFY family member 4 - CGNC Symbol 

22870 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2378,17)" 1014 false 12482

ENSGALP00000007165 CID 128 - 148

coiled-coil domain containing 137 - CGNC 

Symbol 3327 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2379,31)" 6092 true 1.77 12483

ENSGALP00000021519 CID 36 - 56

NADH:ubiquinone oxidoreductase subunit 

S6 - CGNC Symbol 9959 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2380,16)" 4001 true 0.86 12484

ENSGALP00000012145 CID 326 - 346

structure specific recognition protein 1 - 

CGNC Symbol 49844 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2381,15)" 434 true 1.08 12485

ENSGALP00000009985 CID 284 - 303

casein kinase 2 alpha 1 polypeptide - CGNC 

Symbol 54315 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2381,22)" 5505 false 12486



ENSGALP00000005482 CID 62 - 82 bystin like - CGNC Symbol 2527 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2381,22)" 1395 true 0.63 12487

ENSGALP00000000316 CID 278 - 298 major vault protein - CGNC Symbol 136 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2381,22)" 1979 true 0.69 12488

ENSGALP00000025762 CID 237 - 257

runt-related transcription factor 1 - CGNC 

Symbol 49673 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2382,18)" 616 true 7.81 12489

ENSGALP00000004013 CID 1,040 - 1,061 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2384,18)" 936 true 0.98 12490

ENSGALP00000025762 CID 237 - 257

runt-related transcription factor 1 - CGNC 

Symbol 49673 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2386,21)" 11439 12491

ENSGALP00000021519 CID 36 - 56

NADH:ubiquinone oxidoreductase subunit 

S6 - CGNC Symbol 9959 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2388,21)" 2378 true 0.86 12492

ENSGALP00000004013 CID 1,040 - 1,061 talin 1 - CGNC Symbol 1830 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2388,22)" 913 12493



ENSGALP00000043342 CID 151 - 171

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2389,18)" 2498 true 0.96 12494

ENSGALP00000021034 CID 74 - 95

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2389,22)" 121931 true 0.8 12495

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2389,31)" 2780 false 12496

ENSGALP00000009354 CID 239 - 259

platelet activating factor acetylhydrolase 1b 

regulatory subunit 1 - CGNC Symbol 4356 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2390,18)" 1414 true 1.18 12497

ENSGALP00000035738 CID 159 - 180

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2390,27)" 39456 true 1.53 12498

ENSGALP00000025508 CID 213 - 234

SR-related CTD-associated factor 4 - CGNC 

Symbol 11826 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2390,32)" 782 true 1.1 12499

ENSGALP00000000304 CID 190 - 211

dihydropyrimidinase-like 2 - CGNC Symbol 

129 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2393,17)" 2798 true 1.1 12500



ENSGALP00000038795 CID 442 - 463

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2393,19)" 973 true 1.1 12501

ENSGALP00000043342 CID 151 - 171

insulin-like growth factor 2 mRNA binding 

protein 3 - CGNC Symbol 51304 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2393,21)" 1863 12502

ENSGALP00000021034 CID 74 - 95

minichromosome maintenance complex 

component 4 - CGNC Symbol 9780 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2393,24)" 91615 12503

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2393,28)" 3826 true 1.46 12504

ENSGALP00000009354 CID 239 - 259

platelet activating factor acetylhydrolase 1b 

regulatory subunit 1 - CGNC Symbol 4356 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2394,21)" 1669 12505

ENSGALP00000019468 CID 98 - 119 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2394,23)" 1855 true 3.25 12506

ENSGALP00000035738 CID 159 - 180

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2394,30)" 64111 12507



ENSGALP00000028982 CID 116 - 137

DNA-damage inducible 1 homolog 2 (S. 

cerevisiae) - CGNC Symbol 52491 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2394,31)" 453 12508

ENSGALP00000021927 CID 134 - 153

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2396,09)" 40847 true 0.68 12509

ENSGALP00000021333 CID 138 - 157

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2396,09)" 40847 true 0.68 12510

ENSGALP00000043135 CID 5,044 - 5,065 titin - CGNC Symbol 52134 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2397,21)" 3001 false 12511

ENSGALP00000038795 CID 442 - 463

Hsap of 1: ATP synthase H+ transporting 

mitochondrial F1 complex alpha subunit 1 

cardiac muscle - HGNC:823 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2397,21)" 3001 12512

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2399,25)" 2760 true 0.92 12513

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2399,25)" 2760 true 0.92 12514



ENSGALP00000018421 CID 15 - 35

serine/arginine-rich splicing factor 11 - 

CGNC Symbol 8594 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2400,27)" 430 12515

ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2401,21)" 12929 true 1.31 12516

ENSGALP00000026858 CID 196 - 216

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2402,27)" 3136 true 0.59 12517

ENSGALP00000013240 CID 1,620 - 1,639

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2402,27)" 1820 false 12518

ENSGALP00000021927 CID 134 - 153

IKAROS family zinc finger 3 (Aiolos) - CGNC 

Symbol 49403 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2404,13)" 28334 true 0.68 12519

ENSGALP00000021333 CID 138 - 157

IKAROS family zinc finger 1 (Ikaros) - CGNC 

Symbol 49585 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2404,13)" 28334 true 0.68 12520

ENSGALP00000021957 CID 8,229 - 8,251

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2404,32)" 635 12521



ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2405,23)" 18387 12522

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2405,34)" 5417 true 2.26 12523

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2407,30)" 2528 true 0.92 12524

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2407,30)" 2528 true 0.92 12525

ENSGALP00000006141 CID 505 - 525

purinergic receptor P2X 7 - CGNC Symbol 

2831 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2408,25)" 2197 12526

ENSGALP00000008273 CID 71 - 91 PHD finger protein 2 - CGNC Symbol 3843 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2409,36)" 1945 false 12527

ENSGALP00000026858 CID 196 - 216

minichromosome maintenance complex 

component 3 - CGNC Symbol 12496 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2410,32)" 1301 true 0.59 12528



P04264 CID 519 - 549

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2411,97)" 12337 true 1.36 12529

ENSGALP00000008236 CID 285 - 307

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2412,31)" 2381 true 1.41 12530

ENSGALP00000004949 CID 134 - 153

IKAROS family zinc finger 2 (Helios) - CGNC 

Symbol 2272 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2413,15)" 1211 false 12531

ENSGALP00000022772 CID 183 - 204

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2415,14)" 2022 true 1.22 12532

ENSGALP00000035738 CID 234 - 255

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2415,14)" 2022 true 1.22 12533

ENSGALP00000018987 CID 447 - 469 t-complex 1 - CGNC Symbol 8842 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2415,43)" 838 false 12534

P04264 CID 519 - 549

Keratin, type II cytoskeletal 1 OS=Homo 

sapiens GN=KRT1 PE=1 SV=6 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2416,00)" 16508 12535



ENSGALP00000008236 CID 285 - 307

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2416,33)" 4645 12536

ENSGALP00000003737 CID 373 - 394 enolase 1 (alpha) - CGNC Symbol 49607 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2417,27)" 1077 false 12537

ENSGALP00000010935 CID 484 - 505

Cbl proto-oncogene E3 ubiquitin protein 

ligase - CGNC Symbol 49015 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2418,31)" 5243 12538

ENSGALP00000022772 CID 183 - 204

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2419,16)" 2468 12539

ENSGALP00000035738 CID 234 - 255

poly(U) binding splicing factor 60KDa - 

CGNC Symbol 52777 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2419,16)" 2468 12540

ENSGALP00000006326 CID 131 - 152

twinfilin actin-binding protein homolog 2 

(Drosophila) - CGNC Symbol 50121 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2421,22)" 68824 true 1.02 12541

ENSGALP00000003012 CID 52 - 73

malate dehydrogenase 2 - CGNC Symbol 

1378 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2421,29)" 1201 false 12542



ENSGALP00000018737 CID 183 - 202 nucleoporin 54kDa - CGNC Symbol 8743 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2422,15)" 2013 12543

ENSGALP00000041817 CID 113 - 136

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2423,22)" 9145 false 12544

ENSGALP00000006326 CID 131 - 152

twinfilin actin-binding protein homolog 2 

(Drosophila) - CGNC Symbol 50121 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2425,25)" 103802 12545

ENSGALP00000021343 CID 126 - 147

serine/threonine kinase receptor associated 

protein - CGNC Symbol 9899 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2426,26)" 4407 false 12546

ENSGALP00000012405 CID 493 - 513

proteasome 26S subunit non-ATPase 1 - 

CGNC Symbol 5786 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2427,19)" 733 false 12547

ENSGALP00000038677 CID 72 - 92

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2431,22)" 34161 true 1.79 12548

ENSGALP00000019967 CID 189 - 212

alcohol dehydrogenase 5 (class III) chi 

polypeptide - CGNC Symbol 9300 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2431,27)" 2723 false 12549



ENSGALP00000016711 CID 362 - 383

guanine monophosphate synthase - CGNC 

Symbol 7825 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2435,19)" 1063 false 12550

ENSGALP00000004461 CID 222 - 242 interferon induced protein 35 - HGNC:5399 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2436,19)" 516 12551

ENSGALP00000016978 CID 244 - 264

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2437,24)" 8510 true 0.78 12552

ENSGALP00000018454 CID 265 - 285 tubulin alpha 4b - CGNC Symbol 65790 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2437,24)" 8510 true 0.78 12553

ENSGALP00000037524 CID 254 - 274 tubulin alpha 4a - CGNC Symbol 65758 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2437,24)" 8510 true 0.78 12554

P35527 CID 164 - 184

Keratin, type I cytoskeletal 9 OS=Homo 

sapiens GN=KRT9 PE=1 SV=3 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2437,24)" 8510 12555

ENSGALP00000012641 CID 583 - 603 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2437,24)" 8510 false 12556



ENSGALP00000001030 CID 104 - 125

protein phosphatase 1 regulatory subunit 8 - 

CGNC Symbol 463 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2438,29)" 1578 true 1.07 12557

ENSGALP00000041817 CID 113 - 136

marginal zone B and B1 cell specific protein - 

CGNC Symbol 63940 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2439,22)" 4775 false 12558

ENSGALP00000038677 CID 72 - 92

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2439,27)" 69248 true 1.79 12559

ENSGALP00000005832 CID 477 - 497 nucleoporin 155kDa - CGNC Symbol 2697 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2439,38)" 472 false 12560

ENSGALP00000034557 CID 78 - 100 no description available 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2440,26)" 710 12561

ENSGALP00000019801 CID 270 - 288 septin 7 - CGNC Symbol 51333 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2441,20)" 1541 false 12562

ENSGALP00000016978 CID 244 - 264

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2441,26)" 6736 12563



ENSGALP00000037524 CID 254 - 274 tubulin alpha 4a - CGNC Symbol 65758 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2441,26)" 6736 12564

ENSGALP00000018454 CID 265 - 285 tubulin alpha 4b - CGNC Symbol 65790 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2441,26)" 6736 12565

ENSGALP00000010633 CID Sep-29

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2442,17)" 111498 true 1.29 12566

ENSGALP00000009964 CID 227 - 246

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2443,20)" 1335 true 0.97 12567

ENSGALP00000037032 CID Apr-26

Rho GTPase activating protein 15 - CGNC 

Symbol 9435 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2445,16)" 2507 true 1.75 12568

ENSGALP00000010633 CID Sep-29

small nuclear ribonucleoprotein D3 

polypeptide - CGNC Symbol 4974 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2446,19)" 151897 12569

ENSGALP00000001030 CID 104 - 125

protein phosphatase 1 regulatory subunit 8 - 

CGNC Symbol 463 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2446,34)" 1689 true 1.07 12570



ENSGALP00000027339 CID 351 - 371

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2446,38)" 954 true 0.74 12571

ENSGALP00000012472 CID 462 - 482 nucleolin - CGNC Symbol 5823 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2447,35)" 1026 false 12572

ENSGALP00000023917 CID 368 - 389

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2451,12)" 596 true 1.06 12573

ENSGALP00000001400 CID 166 - 189

multivesicular body subunit 12B - CGNC 

Symbol 629 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2452,28)" 845 true 1.31 12574

ENSGALP00000037032 CID Apr-26

Rho GTPase activating protein 15 - CGNC 

Symbol 9435 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2453,21)" 4376 true 1.75 12575

ENSGALP00000037772 CID 144 - 166

3'(2') 5'-bisphosphate nucleotidase 1 - 

CGNC Symbol 7291 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2453,26)" 539 true 0.79 12576

ENSGALP00000027339 CID 351 - 371

E74-like factor 1 (ets domain transcription 

factor) - CGNC Symbol 50862 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2454,41)" 638 false 12577



ENSGALP00000023917 CID 368 - 389

3-oxoacid CoA transferase 1 - CGNC Symbol 

53012 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2455,15)" 630 12578

ENSGALP00000014627 CID 588 - 607

CWC22 homolog spliceosome-associated 

protein - CGNC Symbol 52133 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2455,26)" 105934 false 0.85 12579

ENSGALP00000007523 CID 83 - 102

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2455,26)" 105934 true 0.85 12580

ENSGALP00000009964 CID 227 - 246

NSFL1 (p97) cofactor (p47) - CGNC Symbol 

50955 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2455,28)" 869 true 0.97 12581

ENSGALP00000004641 CID 1,113 - 1,132

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2455,35)" 759 false 12582

ENSGALP00000039133 CID 173 - 194

tyrosine 3-monooxygenase/tryptophan 5-

monooxygenase activation protein epsilon - 

CGNC Symbol 50550 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2456,22)" 858 false 12583

ENSGALP00000001808 CID 280 - 300

cytokine induced apoptosis inhibitor 1 - 

CGNC Symbol 812 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2456,32)" 3225 false 12584



ENSGALP00000037772 CID 144 - 166

3'(2') 5'-bisphosphate nucleotidase 1 - 

CGNC Symbol 7291 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2457,29)" 425 12585

ENSGALP00000004989 CID 440 - 461 coilin - CGNC Symbol 2290 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2458,34)" 1286 true 0.9 12586

ENSGALP00000029700 CID 73 - 94

ES1 protein homolog mitochondrial - Refseq 

NP_001025969 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2459,21)" 731 false 12587

ENSGALP00000001995 CID 113 - 133

synaptosome associated protein 29kDa - 

CGNC Symbol 896 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2463,20)" 1637 true 1.06 12588

ENSGALP00000038376 CID 128 - 149

ADP ribosylation factor 1 - CGNC Symbol 

51247 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2463,29)" 777 true 2.19 12589

ENSGALP00000007523 CID 83 - 102

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2463,31)" 85533 true 0.85 12590

ENSGALP00000008498 CID 359 - 379 transketolase - CGNC Symbol 3953 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2466,19)" 53059 12591



ENSGALP00000004651 CID 133 - 152 thioredoxin like 1 - CGNC Symbol 2131 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2467,10)" 859 true 0.64 12592

ENSGALP00000019306 CID 198 - 221

LIM domains containing 1 - CGNC Symbol 

8981 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2467,22)" 600 12593

ENSGALP00000003250 CID 467 - 488

nuclear cap binding protein subunit 1 - 

CGNC Symbol 53067 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2467,40)" 1780 false 12594

ENSGALP00000004013 CID 235 - 254 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2468,14)" 1295 true 0.98 12595

ENSGALP00000006970 CID 381 - 403 exportin 1 - CGNC Symbol 3224 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2471,26)" 377 false 12596

ENSGALP00000016978 CID 85 - 105

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2471,29)" 15115 true 2.43 12597

ENSGALP00000037524 CID 95 - 115 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2471,29)" 15115 true 2.43 12598



ENSGALP00000038376 CID 128 - 149

ADP ribosylation factor 1 - CGNC Symbol 

51247 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2471,35)" 4019 true 2.19 12599

ENSGALP00000018498 CID 586 - 606

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2474,17)" 27181 true 1.32 12600

ENSGALP00000025629 CID 127 - 149

RNA binding motif protein 12B - CGNC 

Symbol 51213 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2474,19)" 1675 true 0.83 12601

ENSGALP00000001995 CID 113 - 133

synaptosome associated protein 29kDa - 

CGNC Symbol 896 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2475,27)" 1742 true 1.06 12602

ENSGALP00000018498 CID 586 - 606

heat shock protein 90kDa alpha (cytosolic) 

class A member 1 - CGNC Symbol 51974 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2478,19)" 40620 12603

ENSGALP00000027374 CID 148 - 167

general transcription factor IIF subunit 2 - 

CGNC Symbol 12740 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2478,34)" 898 false 12604

ENSGALP00000016978 CID 85 - 105

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2479,35)" 37684 true 2.43 12605



ENSGALP00000037524 CID 95 - 115 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2479,35)" 37684 true 2.43 12606

ENSGALP00000007523 CID 54 - 74

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2480,40)" 991 true 2.79 12607

ENSGALP00000030175 CID Jan-23

mal T-cell differentiation protein 2 - CGNC 

Symbol 13863 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2481,18)" 49684 12608

ENSGALP00000025629 CID 127 - 149

RNA binding motif protein 12B - CGNC 

Symbol 51213 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2482,24)" 1048 true 0.83 12609

ENSGALP00000003199 CID 139 - 159

TAF15 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 68kDa - 

CGNC Symbol 50532 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2485,10)" 1523 true 1.28 12610

ENSGALP00000013808 CID 1,106 - 1,126 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2489,22)" 1153 true 1.27 12611

ENSGALP00000004641 CID 342 - 362

pre-mRNA processing factor 8 - CGNC 

Symbol 2126 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2489,27)" 594 12612



ENSGALP00000000810 CID 270 - 291

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2490,26)" 860 true 1.58 12613

ENSGALP00000003954 CID 457 - 476

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2492,24)" 856 false 12614

ENSGALP00000007523 CID 54 - 74

chloride intracellular channel 2 - CGNC 

Symbol 51647 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2492,49)" 5691 true 2.79 12615

ENSGALP00000003199 CID 139 - 159

TAF15 RNA polymerase II TATA box binding 

protein (TBP)-associated factor 68kDa - 

CGNC Symbol 50532 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2493,15)" 3754 true 1.35 12616

ENSGALP00000013808 CID 1,106 - 1,126 stromal antigen 2 - CGNC Symbol 51718 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2493,24)" 1908 12617

ENSGALP00000038677 CID 96 - 116

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2495,22)" 937 true 1.13 12618

ENSGALP00000009007 CID 107 - 128

ADP-ribosylation factor 4 - CGNC Symbol 

55483 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2495,35)" 3350 false 12619



ENSGALP00000012917 CID 94 - 119

nuclear factor of activated T-cells 

cytoplasmic calcineurin-dependent 2 - 

CGNC Symbol 6025 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2496,23)" 2941 12620

ENSGALP00000008236 CID 1,170 - 1,191

clathrin heavy chain (Hc) - CGNC Symbol 

49238 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2496,30)" 318 12621

ENSGALP00000030175 CID Jan-23

mal T-cell differentiation protein 2 - CGNC 

Symbol 13863 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2497,17)" 5499 12622

ENSGALP00000000810 CID 270 - 291

DEAD (Asp-Glu-Ala-Asp) box helicase 42 - 

CGNC Symbol 360 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2498,29)" 2686 false 12623

ENSGALP00000009314 CID 210 - 229 septin 2 - CGNC Symbol 4335 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2501,16)" 631 false 12624

ENSGALP00000022525 CID 140 - 162

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2501,33)" 2496 true 1.06 12625

ENSGALP00000013963 CID 707 - 726

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2502,21)" 707 true 1.3 12626



ENSGALP00000016629 CID 169 - 190 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2502,34)" 2146 false 12627

ENSGALP00000038677 CID 96 - 116

phosphoglycerate mutase 1 (brain) - CGNC 

Symbol 53524 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2503,28)" 1059 true 1.13 12628

ENSGALP00000007822 CID 292 - 311

coronin actin binding protein 1C - CGNC 

Symbol 50369 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2504,26)" 859 false 12629

ENSGALP00000022525 CID 140 - 162

pre-mRNA-processing factor 19 - Refseq 

NP_001034420 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2505,35)" 2657 12630

ENSGALP00000009662 CID 54 - 75 protein kinase C beta - CGNC Symbol 50286 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2506,10)" 1338 false 12631

ENSGALP00000013963 CID 707 - 726

structural maintenance of chromosomes 3 - 

CGNC Symbol 6512 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2506,23)" 1609 12632

ENSGALP00000012814 CID 47 - 70

COMM domain containing 9 - CGNC Symbol 

51912 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2507,31)" 1528 true 1.84 12633



ENSGALP00000020445 CID 1,302 - 1,322

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2508,22)" 646 true 2.49 12634

ENSGALP00000027665 CID 306 - 329

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2509,45)" 667 false 12635

ENSGALP00000012814 CID 47 - 70

COMM domain containing 9 - CGNC Symbol 

51912 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2511,33)" 3729 12636

ENSGALP00000002154 CID 95 - 116

Hsap of 4: ubiquitin conjugating enzyme E2 

L5 pseudogene - HGNC:13477 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2511,36)" 907 true 1.78 12637

ENSGALP00000020445 CID 1,302 - 1,322

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2512,23)" 3622 12638

ENSGALP00000002154 CID 95 - 116

Hsap of 4: ubiquitin conjugating enzyme E2 

L5 pseudogene - HGNC:13477 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2515,35)" 2443 12639

ENSGALP00000003234 CID 1,398 - 1,418

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2518,25)" 717 true 1.46 12640



ENSGALP00000016629 CID 169 - 190 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2518,37)" 16052 true 0.98 12641

ENSGALP00000020445 CID 883 - 903

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2521,19)" 1866 12642

ENSGALP00000003234 CID 1,398 - 1,418

dedicator of cytokinesis 2 - CGNC Symbol 

1476 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2522,27)" 1050 12643

ENSGALP00000017954 CID 235 - 262

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2523,03)" 5045 true 0.71 12644

ENSGALP00000017954 CID 235 - 262

heterogeneous nuclear ribonucleoprotein 

A2/B1 - CGNC Symbol 51306 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2527,06)" 3602 12645

ENSGALP00000017080 CID Feb-23

SNW domain containing 1 - CGNC Symbol 

7983 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2528,29)" 2056 12646

ENSGALP00000020185 CID Jun-26

Gallus gallus chromosome 5 open reading 

frame human C14orf166 (C5H14ORF166) 

mRNA. - RefSeq mRNA NM_205369 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2530,14)" 2655 12647



ENSGALP00000016361 CID 228 - 252

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2532,31)" 22605 false 12648

ENSGALP00000026444 CID 128 - 148

isoamyl acetate-hydrolyzing esterase 1 

homolog - CGNC Symbol 12296 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2532,50)" 1277 false 12649

ENSGALP00000043362 CID 162 - 182 ras homolog family member G - HGNC:672 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2534,35)" 410 false 12650

ENSGALP00000016629 CID 169 - 190 peroxiredoxin 1 - CGNC Symbol 7794 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2534,42)" 13730 true 0.98 12651

ENSGALP00000016361 CID 228 - 252

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2536,26)" 19563 true 1.58 12652

ENSGALP00000035996 CID 92 - 115

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2536,31)" 2862 true 2.17 12653

ENSGALP00000026337 CID 62 - 83 peroxiredoxin 4 - CGNC Symbol 12239 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2540,16)" 1527 true 0.82 12654



ENSGALP00000017123 CID 240 - 259

lymphoid enhancer binding factor 1 - CGNC 

Symbol 7997 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2540,26)" 802 false 12655

ENSGALP00000035996 CID 92 - 115

superoxide dismutase 1 soluble - CGNC 

Symbol 11821 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2540,35)" 10185 12656

ENSGALP00000003612 CID 1,578 - 1,600

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2542,34)" 8152 true 1.02 12657

ENSGALP00000026337 CID 62 - 83 peroxiredoxin 4 - CGNC Symbol 12239 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2544,17)" 976 12658

ENSGALP00000011018 CID 1,123 - 1,144

ubiquitin specific peptidase 19 - 

HGNC:12617 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2546,19)" 4919 12659

ENSGALP00000016361 CID 228 - 252

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2548,34)" 32119 true 1.58 12660

ENSGALP00000003612 CID 1,578 - 1,600

CCR4-NOT transcription complex subunit 1 - 

CGNC Symbol 64685 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2550,39)" 6732 true 1.02 12661



ENSGALP00000034108 CID 92 - 114

pyruvate kinase muscle - CGNC Symbol 

1412 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2551,29)" 635 false 12662

ENSGALP00000015886 CID 208 - 229

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2553,17)" 1191 true 1.44 12663

ENSGALP00000015886 CID 208 - 229

hematopoietic cell-specific Lyn substrate 1 - 

CGNC Symbol 7430 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2557,20)" 2274 12664

ENSGALP00000016361 CID 228 - 252

ribosomal protein S3A - CGNC Symbol 

51748 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2564,33)" 2166 false 12665

ENSGALP00000037232 CID 291 - 314

EWS RNA binding protein 1 - CGNC Symbol 

50409 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2565,11)" 660 true 1.5 12666

ENSGALP00000042287 CID 53 - 74

NADH dehydrogenase (ubiquinone) 1 beta 

subcomplex 4 15kDa - CGNC Symbol 55666 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2566,54)" 5786 false 12667

ENSGALP00000037232 CID 291 - 314

EWS RNA binding protein 1 - CGNC Symbol 

50409 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2569,13)" 1486 12668



ENSGALP00000003718 CID 220 - 240

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2576,20)" 1037 true 1.48 12669

ENSGALP00000002322 CID 149 - 169

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2579,15)" 11462 true 0.43 12670

ENSGALP00000003718 CID 220 - 240

SEC16 homolog A (S. cerevisiae) - CGNC 

Symbol 1688 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2580,22)" 1038 12671

ENSGALP00000007133 CID 128 - 147

zinc finger CCHC-type containing 8 - CGNC 

Symbol 3310 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2582,24)" 690 false 12672

ENSGALP00000015665 CID 146 - 176 no description available 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2586,33)" 5431 12673

ENSGALP00000002322 CID 149 - 169

thymocyte nuclear protein 1 - CGNC Symbol 

1055 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2587,19)" 4765 true 0.43 12674

ENSGALP00000013122 CID 97 - 121

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2588,28)" 1079 true 0.75 12675



ENSGALP00000035658 CID 161 - 183

paraspeckle component 1 - CGNC Symbol 

50884 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2588,33)" 615 true 2.35 12676

ENSGALP00000013122 CID 97 - 121

heat shock protein family D (Hsp60) 

member 1 - CGNC Symbol 6130 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2592,30)" 810 12677

ENSGALP00000035658 CID 161 - 183

paraspeckle component 1 - CGNC Symbol 

50884 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2592,36)" 2591 12678

ENSGALP00000025606 CID 267 - 290

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2595,54)" 14007 false 12679

ENSGALP00000031142 CID 65 - 89

RALBP1 associated Eps domain containing 1 

- CGNC Symbol 10351 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2597,24)" 2950 true 1.02 12680

ENSGALP00000015657 CID 216 - 238 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2598,23)" 761 false 12681

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2598,23)" 761 false 12682



ENSGALP00000015657 CID 216 - 238 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2598,24)" 581 12683

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2598,24)" 581 12684

ENSGALP00000008498 CID 472 - 493 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2599,28)" 9024 true 2.5 12685

ENSGALP00000025606 CID 267 - 290

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2599,49)" 37718 true 0.71 12686

ENSGALP00000041423 CID 22 - 43

glutathione peroxidase 1 - CGNC Symbol 

65881 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2601,24)" 4250 true 3.71 12687

ENSGALP00000031142 CID 65 - 89

RALBP1 associated Eps domain containing 1 

- CGNC Symbol 10351 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2601,26)" 3001 12688

ENSGALP00000024484 CID 243 - 264 autophagy related 3 - CGNC Symbol 11313 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2604,28)" 2002 true 1.21 12689



ENSGALP00000041423 CID 22 - 43

glutathione peroxidase 1 - CGNC Symbol 

65881 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2605,27)" 21819 12690

ENSGALP00000015657 CID 216 - 238 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2606,21)" 1383 true 1.94 12691

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2606,21)" 1383 true 1.94 12692

ENSGALP00000009122 CID 360 - 383 checkpoint kinase 2 - CGNC Symbol 4245 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2607,32)" 4039 12693

ENSGALP00000008498 CID 472 - 493 transketolase - CGNC Symbol 3953 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2607,33)" 23443 true 2.5 12694

ENSGALP00000037462 CID 49 - 72 thymopoietin - CGNC Symbol 50621 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2608,24)" 1679 true 1.03 12695

ENSGALP00000024484 CID 243 - 264 autophagy related 3 - CGNC Symbol 11313 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2608,31)" 3222 12696



ENSGALP00000008498 CID Jan-21 transketolase - CGNC Symbol 3953 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2608,32)" 573 false 12697

ENSGALP00000009276 CID 624 - 648 AD012Z Fragment - CGNC Symbol 62391 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2610,30)" 355 false 12698

ENSGALP00000025606 CID 267 - 290

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2611,56)" 24247 true 0.71 12699

ENSGALP00000037462 CID 49 - 72 thymopoietin - CGNC Symbol 50621 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2612,27)" 2262 12700

ENSGALP00000021301 CID 50 - 70

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2612,29)" 21439 true 1.36 12701

ENSGALP00000004013 CID 2,398 - 2,422 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2613,21)" 1865 true 0.75 12702

ENSGALP00000036822 CID 100 - 122 CDV3 homolog - HGNC:26928 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2613,37)" 930 false 12703



ENSGALP00000015657 CID 216 - 238 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2614,26)" 14516 true 1.94 12704

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2614,26)" 14516 true 1.94 12705

ENSGALP00000021472 CID 231 - 253 fumarate hydratase - CGNC Symbol 9939 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2616,37)" 2081 true 1.25 12706

ENSGALP00000004013 CID 2,398 - 2,422 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2621,27)" 1403 true 0.75 12707

ENSGALP00000021301 CID 50 - 70

aldo-keto reductase family 1 member B10 

(aldose reductase) - CGNC Symbol 50690 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2624,30)" 13568 true 1.36 12708

ENSGALP00000021472 CID 231 - 253 fumarate hydratase - CGNC Symbol 9939 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2624,43)" 3354 true 1.25 12709

ENSGALP00000021838 CID 421 - 446 RNA binding motif protein 14 - HGNC:14219 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2629,24)" 941 true 0.92 12710



ENSGALP00000013516 CID 141 - 163

N-ethylmaleimide-sensitive factor 

attachment protein beta - CGNC Symbol 

6300 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2630,22)" 3637 true 1.04 12711

ENSGALP00000027760 CID 161 - 184

CWC15 spliceosome-associated protein - 

CGNC Symbol 12929 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2631,45)" 596 false 12712

ENSGALP00000021838 CID 421 - 446 RNA binding motif protein 14 - HGNC:14219 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2633,29)" 1740 12713

ENSGALP00000022434 CID 509 - 534

AFG3-like AAA ATPase 2 - CGNC Symbol 

10366 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2634,41)" 756 12714

ENSGALP00000023115 CID 92 - 114

FK506 binding protein 4 59kDa - CGNC 

Symbol 10671 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2634,43)" 802 false 12715

ENSGALP00000039270 CID 14 - 36

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2637,48)" 1521 true 1.59 12716

ENSGALP00000025803 CID 1,847 - 1,872

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2640,27)" 1439 true 0.88 12717



ENSGALP00000008338 CID 642 - 664

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2640,33)" 315 true 2.14 12718

ENSGALP00000035864 CID 1,086 - 1,107 BCL6 corepressor - HGNC:20893 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2641,31)" 586 false 12719

ENSGALP00000013516 CID 141 - 163

N-ethylmaleimide-sensitive factor 

attachment protein beta - CGNC Symbol 

6300 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2642,29)" 2525 true 1.04 12720

ENSGALP00000025803 CID 1,847 - 1,872

ubiquitin protein ligase E3 component n-

recognin 5 - CGNC Symbol 51215 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2644,30)" 1570 12721

ENSGALP00000023165 CID 398 - 420

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2645,46)" 3232 true 1.36 12722

ENSGALP00000008338 CID 642 - 664

damage-specific DNA binding protein 1 

127kDa - CGNC Symbol 3871 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2648,38)" 1819 true 2.14 12723

ENSGALP00000003954 CID 317 - 339

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2653,29)" 389 true 2.12 12724



ENSGALP00000023165 CID 398 - 420

heterogeneous nuclear ribonucleoprotein K - 

CGNC Symbol 9556 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2653,51)" 4390 true 1.36 12725

ENSGALP00000036413 CID 173 - 195

interferon regulatory factor 4 - CGNC 

Symbol 9722 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2655,28)" 461 false 12726

ENSGALP00000003954 CID 317 - 339

splicing factor proline/glutamine-rich - 

CGNC Symbol 49487 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2657,32)" 825 12727

ENSGALP00000005724 CID 48 - 70

flap structure-specific endonuclease 1 - 

CGNC Symbol 55445 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2659,26)" 686 12728

ENSGALP00000015176 CID 211 - 233

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2672,26)" 2141 true 1.23 12729

ENSGALP00000020520 CID 432 - 454 ubiquilin 1 - CGNC Symbol 9551 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2673,33)" 1008 true 1.06 12730

ENSGALP00000009853 CID 46 - 73 zinc finger protein 326 - CGNC Symbol 4587 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2674,10)" 1671 true 1.44 12731



ENSGALP00000015176 CID 211 - 233

eukaryotic translation initiation factor 3 

subunit A - CGNC Symbol 7090 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2676,28)" 2631 12732

ENSGALP00000012408 CID 370 - 392

polymerase (DNA) epsilon catalytic subunit - 

CGNC Symbol 5787 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2677,35)" 350 12733

ENSGALP00000020520 CID 432 - 454 ubiquilin 1 - CGNC Symbol 9551 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2677,35)" 2670 12734

ENSGALP00000009853 CID 46 - 73 zinc finger protein 326 - CGNC Symbol 4587 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2678,13)" 2402 12735

ENSGALP00000007728 CID 202 - 224

Y box binding protein 1 - CGNC Symbol 

3598 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2684,15)" 4230 true 0.55 12736

ENSGALP00000010423 CID 215 - 239

protein phosphatase 2 catalytic subunit 

alpha isozyme - CGNC Symbol 4870 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2687,35)" 738 12737

ENSGALP00000039270 CID 41 - 63

topoisomerase (DNA) II alpha 170kDa - 

CGNC Symbol 49380 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2687,35)" 2947 false 12738



ENSGALP00000014509 CID 71 - 96

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2688,40)" 2481 12739

ENSGALP00000041687 CID 589 - 614

erythrocyte membrane protein band 4.1 

(elliptocytosis 1 RH-linked) - CGNC Symbol 

49834 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2690,54)" 1131 false 12740

ENSGALP00000007728 CID 202 - 224

Y box binding protein 1 - CGNC Symbol 

3598 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2692,20)" 1556 true 0.55 12741

ENSGALP00000002808 CID 155 - 178

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2692,39)" 1251 true 1.53 12742

ENSGALP00000018695 CID 249 - 273

glycerol-3-phosphate dehydrogenase 1-like - 

CGNC Symbol 8724 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2695,30)" 2948 12743

ENSGALP00000019468 CID 120 - 143 aconitase 2 - CGNC Symbol 9059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2696,45)" 904 false 12744

ENSGALP00000021854 CID 255 - 277

Gallus gallus DSN1 homolog MIS12 

kinetochore complex component (DSN1) 

mRNA. - RefSeq mRNA NM_001044660 161021_VP008_BvsT_OFFGEL_DiM_Fr6

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-6/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr6/"MS/MS_(2698,41)" 812 false 12745



ENSGALP00000002808 CID 155 - 178

CCCTC-binding factor (zinc finger protein) - 

CGNC Symbol 49729 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2700,44)" 4524 true 1.53 12746

ENSGALP00000037877 CID 182 - 206

elongation factor like GTPase 1 - CGNC 

Symbol 49990 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2702,40)" 4423 true 1.25 12747

ENSGALP00000041554 CID 332 - 353 GEM interacting protein - HGNC:24852 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2703,36)" 3117 true 0.81 12748

ENSGALP00000043475 CID 216 - 239 nucleolar protein 9 - CGNC Symbol 55846 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2704,36)" 4844 true 1.43 12749

ENSGALP00000036720 CID 414 - 437

dynein cytoplasmic 1 heavy chain 1 - CGNC 

Symbol 8611 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2704,37)" 4108 true 1.24 12750

ENSGALP00000014509 CID 71 - 96

far upstream element (FUSE) binding 

protein 1 - CGNC Symbol 6789 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2704,43)" 6577 false 12751

ENSGALP00000038570 CID Feb-26

eukaryotic translation initiation factor 5A2 - 

CGNC Symbol 49863 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2706,15)" 217 12752



ENSGALP00000037877 CID 182 - 206

elongation factor like GTPase 1 - CGNC 

Symbol 49990 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2706,42)" 5091 12753

ENSGALP00000024417 CID 647 - 671

trafficking protein particle complex 8 - 

CGNC Symbol 11281 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2706,44)" 3867 true 1.34 12754

ENSGALP00000043475 CID 216 - 239 nucleolar protein 9 - CGNC Symbol 55846 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2708,38)" 6932 12755

ENSGALP00000024417 CID 647 - 671

trafficking protein particle complex 8 - 

CGNC Symbol 11281 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2710,47)" 5182 12756

ENSGALP00000041554 CID 332 - 353 GEM interacting protein - HGNC:24852 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2711,40)" 2512 true 0.81 12757

ENSGALP00000038957 CID 28 - 51

ribosomal protein L27 - CGNC Symbol 

49733 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2720,36)" 470 12758

ENSGALP00000023395 CID 380 - 404

ubiquitin specific peptidase 5 (isopeptidase 

T) - CGNC Symbol 10793 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2722,43)" 1251 false 12759



ENSGALP00000001027 CID 158 - 182

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2723,36)" 3565 true 1.2 12760

ENSGALP00000013574 CID 303 - 327

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2728,42)" 1716 true 2.15 12761

ENSGALP00000010560 CID 149 - 171 CD81 molecule - CGNC Symbol 4936 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2735,27)" 524 false 12762

ENSGALP00000001027 CID 158 - 182

ELAV like RNA binding protein 1 - CGNC 

Symbol 49416 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2735,44)" 4280 true 1.2 12763

ENSGALP00000013574 CID 303 - 327

protein disulfide isomerase family A 

member 3 - CGNC Symbol 6325 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2736,47)" 6526 true 2.15 12764

ENSGALP00000042736 CID 463 - 485

integrator complex subunit 9 - CGNC 

Symbol 12464 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2741,34)" 4780 true 1.49 12765

ENSGALP00000023352 CID 84 - 106

myosin heavy chain 10 non-muscle - CGNC 

Symbol 49817 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2744,48)" 2674 false 12766



ENSGALP00000020445 CID 80 - 102

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2744,48)" 2674 false 12767

ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2745,04)" 1500 true 1.16 12768

ENSGALP00000042736 CID 463 - 485

integrator complex subunit 9 - CGNC 

Symbol 12464 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2745,37)" 7693 12769

ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear ribonucleoprotein 

H1 (H) - CGNC Symbol 49193 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2749,08)" 957 12770

ENSGALP00000035593 CID 84 - 105 Hemoglobin subunit beta - UP P02112 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2750,40)" 910 false 12771

ENSGALP00000035478 CID 2,306 - 2,329 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2751,37)" 814 true 9.26 12772

ENSGALP00000011961 CID 40 - 62

phosphatidylethanolamine binding protein 

1 - CGNC Symbol 5589 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2756,42)" 3577 false 12773



ENSGALP00000035478 CID 2,306 - 2,329 filamin B beta - CGNC Symbol 49141 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2759,41)" 16033 true 9.26 12774

ENSGALP00000039068 CID 427 - 450

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2769,43)" 303 true 0.86 12775

ENSGALP00000039068 CID 427 - 450

eukaryotic translation initiation factor 4 

gamma 2 - CGNC Symbol 4160 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2777,48)" 262 true 0.86 12776

ENSGALP00000008128 CID 316 - 342 nucleoporin 210kDa - CGNC Symbol 3777 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2786,51)" 1450 true 0.9 12777

ENSGALP00000006762 CID 20 - 43 bleomycin hydrolase - CGNC Symbol 3131 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2787,36)" 598 false 12778

ENSGALP00000008128 CID 316 - 342 nucleoporin 210kDa - CGNC Symbol 3777 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2790,53)" 677 12779

ENSGALP00000024253 CID 79 - 101 cell division cycle 40 - CGNC Symbol 11202 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2791,27)" 456 false 12780



ENSGALP00000021957 CID 8,617 - 8,640

spectrin repeat containing nuclear envelope 

1 - CGNC Symbol 10146 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2791,49)" 921 false 12781

ENSGALP00000042265 CID 180 - 204 cathelicidin-B1-like - CGNC Symbol 64671 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2795,33)" 1036 false 12782

ENSGALP00000012563 CID 144 - 167

cleavage stimulation factor 3' pre-RNA 

subunit 1 - CGNC Symbol 5864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2798,31)" 13375 true 1.24 12783

ENSGALP00000016978 CID 281 - 304

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2798,37)" 5945 12784

ENSGALP00000037524 CID 291 - 314 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2798,37)" 5945 12785

ENSGALP00000018454 CID 302 - 325 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2798,37)" 5945 12786

ENSGALP00000009354 CID 187 - 212

platelet activating factor acetylhydrolase 1b 

regulatory subunit 1 - CGNC Symbol 4356 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2801,32)" 491 12787



ENSGALP00000010510 CID 424 - 447

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2802,33)" 1468 true 1.14 12788

ENSGALP00000012563 CID 144 - 167

cleavage stimulation factor 3' pre-RNA 

subunit 1 - CGNC Symbol 5864 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2802,33)" 15244 12789

ENSGALP00000016978 CID 281 - 304

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2806,35)" 20472 true 1.09 12790

ENSGALP00000010510 CID 424 - 447

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2806,36)" 1961 12791

ENSGALP00000001480 CID 301 - 325 myeloperoxidase - CGNC Symbol 50519 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2812,39)" 725 12792

ENSGALP00000018454 CID 302 - 325 tubulin alpha 4b - CGNC Symbol 65790 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2814,40)" 24256 12793

ENSGALP00000016978 CID 281 - 304

tubulin alpha-3 chain-like - CGNC Symbol 

52325 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2814,40)" 24256 true 1.09 12794



ENSGALP00000037524 CID 291 - 314 tubulin alpha 4a - CGNC Symbol 65758 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2814,40)" 24256 12795

ENSGALP00000009286 CID 395 - 420

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2818,41)" 1969 true 1.43 12796

ENSGALP00000027665 CID 73 - 99

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2819,49)" 1007 false 12797

ENSGALP00000009286 CID 395 - 420

ubiquinol-cytochrome c reductase core 

protein I - CGNC Symbol 4319 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2822,43)" 2817 12798

ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2823,36)" 730 false 12799

ENSGALP00000013240 CID Jun-31

spectrin beta non-erythrocytic 1 - CGNC 

Symbol 6184 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2829,34)" 251 12800

ENSGALP00000013738 CID 75 - 99

Rho GDP dissociation inhibitor (GDI) alpha - 

CGNC Symbol 55089 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2830,58)" 673 false 12801



ENSGALP00000025937 CID 421 - 446

eukaryotic translation elongation factor 1 

delta (guanine nucleotide exchange protein) 

- CGNC Symbol 12059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2833,34)" 790 true 0.89 12802

ENSGALP00000025937 CID 421 - 446

eukaryotic translation elongation factor 1 

delta (guanine nucleotide exchange protein) 

- CGNC Symbol 12059 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2837,37)" 706 12803

ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2839,41)" 20598 false 12804

ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2847,40)" 3684 true 2.85 12805

ENSGALP00000008273 CID 979 - 1,005 PHD finger protein 2 - CGNC Symbol 3843 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2850,35)" 999 12806

ENSGALP00000019468 CID 482 - 508 aconitase 2 - CGNC Symbol 9059 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2852,49)" 685 true 1.46 12807

ENSGALP00000006218 CID 496 - 520

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2854,38)" 541 true 1.27 12808



ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2855,45)" 11563 true 2.85 12809

ENSGALP00000006762 CID 44 - 68 bleomycin hydrolase - CGNC Symbol 3131 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2857,69)" 530 false 12810

ENSGALP00000041815 CID 218 - 244 calponin-2 - Refseq NP_001135728 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2858,23)" 1096 true 2.17 12811

ENSGALP00000019468 CID 482 - 508 aconitase 2 - CGNC Symbol 9059 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2860,54)" 1609 true 1.46 12812

ENSGALP00000004013 CID 971 - 998 talin 1 - CGNC Symbol 1830 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2861,52)" 446 false 12813

ENSGALP00000041815 CID 218 - 244 calponin-2 - Refseq NP_001135728 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2862,25)" 2825 12814

ENSGALP00000006218 CID 496 - 520

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2862,42)" 1229 true 1.27 12815



ENSGALP00000007118 CID 45 - 68

nuclear receptor corepressor 1 - CGNC 

Symbol 3303 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2866,48)" 429 12816

ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans isomerase A - 

Refseq NP_001159798 161025_VP008_BvsT_OFFGEL_DiM_Fr11.1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-11/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.1/"MS/MS_(2871,42)" 2423 false 12817

ENSGALP00000011696 CID 171 - 195 Aly/REF export factor - CGNC Symbol 5467 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2871,45)" 382 true 1.58 12818

ENSGALP00000015171 CID 254 - 279 Obg-like ATPase 1 - CGNC Symbol 7087 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2871,47)" 1774 12819

ENSGALP00000003011 CID Feb-29

scaffold attachment factor B2 - CGNC 

Symbol 52976 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2873,23)" 427 12820

ENSGALP00000011696 CID 171 - 195 Aly/REF export factor - CGNC Symbol 5467 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(2875,50)" 1497 12821

ENSGALP00000010358 CID 18 - 43

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2876,54)" 2411 false 12822



ENSGALP00000008824 CID 19 - 43

non-POU domain containing octamer-

binding - CGNC Symbol 4102 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(2878,42)" 293 true 0.93 12823

ENSGALP00000010358 CID 18 - 43

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2880,49)" 2189 true 1.5 12824

ENSGALP00000028084 CID 58 - 83

osteoclast stimulating factor 1 - CGNC 

Symbol 13080 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2887,54)" 2398 false 12825

ENSGALP00000038292 CID 76 - 101

cAMP-regulated phosphoprotein 19kDa - 

CGNC Symbol 54805 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2889,51)" 386 false 12826

ENSGALP00000010358 CID 18 - 43

p21 protein (Cdc42/Rac)-activated kinase 2 - 

CGNC Symbol 4842 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2892,57)" 3281 true 1.5 12827

ENSGALP00000036304 CID Oct-36

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2898,46)" 1295 true 1.2 12828

ENSGALP00000029322 CID 174 - 198

Hsap of 9: RBM14-RBM4 readthrough - 

HGNC:38840 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2899,29)" 350 true 1.16 12829



ENSGALP00000036304 CID Oct-36

chaperonin containing TCP1 subunit 7 - 

CGNC Symbol 12022 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2902,49)" 1003 12830

ENSGALP00000029322 CID 174 - 198

Hsap of 9: RBM14-RBM4 readthrough - 

HGNC:38840 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2903,31)" 408 12831

ENSGALP00000041156 CID 308 - 334

E3 ubiquitin-protein ligase Hakai - Refseq 

NP_001007849 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2918,66)" 677 true 1.12 12832

ENSGALP00000023944 CID 1,044 - 1,070

nicotinamide nucleotide transhydrogenase - 

CGNC Symbol 11035 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(2921,61)" 383 false 12833

ENSGALP00000041156 CID 308 - 334

E3 ubiquitin-protein ligase Hakai - Refseq 

NP_001007849 161024_VP008_BvsT_OFFGEL_DiM_Fr8

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-8/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr8/"MS/MS_(2926,72)" 760 true 1.12 12834

ENSGALP00000009314 CID Apr-29 septin 2 - CGNC Symbol 4335 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2938,46)" 13727 true 2.09 12835

ENSGALP00000009314 CID Apr-29 septin 2 - CGNC Symbol 4335 161024_VP008_BvsT_OFFGEL_DiM_Fr7

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-7/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr7/"MS/MS_(2942,49)" 32187 12836



ENSGALP00000012967 CID 314 - 340

ankyrin repeat domain 44 - CGNC Symbol 

6051 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2964,44)" 701 true 2.14 12837

ENSGALP00000012967 CID 314 - 340

ankyrin repeat domain 44 - CGNC Symbol 

6051 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(2972,49)" 2782 true 2.14 12838

ENSGALP00000010618 CID Feb-27

lymphocyte-specific protein 1 - CGNC 

Symbol 4964 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(2973,13)" 1228 12839

ENSGALP00000025606 CID 101 - 129

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(2973,52)" 578 false 12840

ENSGALP00000010510 CID 273 - 299

heat shock 70kDa protein 8 - CGNC Symbol 

49511 161024_VP008_BvsT_OFFGEL_DiM_Fr10

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-10/Trypsin/LC-

226/161024_VP008_BvsT_OFFGEL_Di

M_Fr10/"MS/MS_(2997,46)" 194 12841

ENSGALP00000029993 CID 141 - 166

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3014,50)" 3865 true 1.91 12842

ENSGALP00000029993 CID 141 - 166

Rho GDP dissociation inhibitor (GDI) beta - 

CGNC Symbol 8920 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3022,55)" 8178 true 1.91 12843



ENSGALP00000019469 CID 129 - 155 ribosomal protein SA - CGNC Symbol 49202 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3024,52)" 1167 false 12844

ENSGALP00000027665 CID 268 - 297

acetyl-CoA acetyltransferase 1 - CGNC 

Symbol 12890 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3025,58)" 688 false 12845

ENSGALP00000005262 CID 51 - 77

Fas associated factor family member 2 - 

CGNC Symbol 2423 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3026,54)" 203 false 12846

ENSGALP00000011486 CID 405 - 431

myocyte enhancer factor 2A - CGNC Symbol 

49427 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(3042,56)" 873 true 1 12847

ENSGALP00000014308 CID 450 - 478

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3042,59)" 1413 true 0.91 12848

ENSGALP00000011486 CID 405 - 431

myocyte enhancer factor 2A - CGNC Symbol 

49427 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(3046,59)" 872 12849

ENSGALP00000014308 CID 450 - 478

chaperonin containing TCP1 subunit 4 - 

CGNC Symbol 6688 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3046,61)" 942 12850



ENSGALP00000025606 CID 396 - 423

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3057,44)" 2322 12851

ENSGALP00000025606 CID 396 - 423

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3065,42)" 8615 true 0.84 12852

ENSGALP00000025606 CID 396 - 423

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3073,46)" 7248 true 0.84 12853

ENSGALP00000020445 CID 302 - 327

myosin heavy chain 9 non-muscle - CGNC 

Symbol 49820 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3074,44)" 4867 false 12854

ENSGALP00000035658 CID 400 - 429

paraspeckle component 1 - CGNC Symbol 

50884 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3077,37)" 701 12855

ENSGALP00000003737 CID 133 - 162 enolase 1 (alpha) - CGNC Symbol 49607 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3077,62)" 13565 true 2.32 12856

ENSGALP00000003737 CID 133 - 162 enolase 1 (alpha) - CGNC Symbol 49607 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3085,67)" 37024 true 2.32 12857



ENSGALP00000025606 CID 220 - 247

eukaryotic translation elongation factor 1 

alpha 1 - CGNC Symbol 48980 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3085,70)" 1542 false 12858

ENSGALP00000042855 CID 38 - 64

Hsap of 1: ribosomal protein L10 like - 

HGNC:17976 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3110,36)" 742 true 1.13 12859

ENSGALP00000042855 CID 38 - 64

Hsap of 1: ribosomal protein L10 like - 

HGNC:17976 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3114,39)" 841 12860

ENSGALP00000035905 CID 547 - 573

cell division cycle 5 like - CGNC Symbol 

12520 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3114,70)" 1160 12861

ENSGALP00000019832 CID 162 - 191

ARP3 actin-related protein 3 homolog 

(yeast) - CGNC Symbol 49080 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3122,72)" 389 false 12862

ENSGALP00000002409 CID 933 - 960

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3123,48)" 2120 true 1.12 12863

ENSGALP00000002409 CID 933 - 960

inositol polyphosphate-5-phosphatase 

145kDa - CGNC Symbol 52250 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3131,54)" 2945 true 1.12 12864



ENSGALP00000041123 CID 80 - 111

syndecan binding protein (syntenin) 2 - 

CGNC Symbol 63703 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3150,66)" 2914 false 12865

ENSGALP00000012815 CID 382 - 414

dihydrolipoamide S-acetyltransferase - 

CGNC Symbol 5977 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3155,73)" 3277 true 1.45 12866

ENSGALP00000012815 CID 382 - 414

dihydrolipoamide S-acetyltransferase - 

CGNC Symbol 5977 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3159,75)" 4767 12867

ENSGALP00000017180 CID 46 - 73

basic transcription factor 3-like 4 - CGNC 

Symbol 8026 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3161,68)" 608 false 12868

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3199,61)" 5658 12869

ENSGALP00000015657 CID 148 - 177 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3199,61)" 5658 12870

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3211,65)" 392 true 3.95 12871



ENSGALP00000015657 CID 148 - 177 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3211,65)" 392 true 3.95 12872

ENSGALP00000002234 CID 172 - 201

RAB14 member RAS oncogene family - 

CGNC Symbol 1018 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3214,62)" 733 false 12873

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3215,65)" 91013 12874

ENSGALP00000015657 CID 148 - 177 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3215,65)" 91013 12875

ENSGALP00000015657 CID 148 - 177 actin beta - CGNC Symbol 49855 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3231,67)" 6999 12876

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3231,67)" 6999 12877

ENSGALP00000006218 CID 281 - 315

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3238,54)" 17263 true 1.45 12878



ENSGALP00000006218 CID 281 - 315

CAP adenylate cyclase-associated protein 1 

(yeast) - CGNC Symbol 2866 161021_VP008_BvsT_OFFGEL_DiM_Fr4

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-4/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr4/"MS/MS_(3242,56)" 22019 12879

ENSGALP00000015988 CID 259 - 286

actin alpha cardiac muscle 1 - CGNC Symbol 

51944 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3248,49)" 880 false 12880

ENSGALP00000016490 CID 511 - 538

dedicator of cytokinesis 8 - CGNC Symbol 

7720 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3257,78)" 525 false 12881

ENSGALP00000036822 CID 62 - 93 CDV3 homolog - HGNC:26928 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3267,69)" 2592 true 1.45 12882

ENSGALP00000036822 CID 62 - 93 CDV3 homolog - HGNC:26928 161021_VP008_BvsT_OFFGEL_DiM_Fr3

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-3/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr3/"MS/MS_(3271,72)" 4187 12883

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3279,55)" 11268 12884

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3279,55)" 11268 12885



ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3287,52)" 20405 true 2.39 12886

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3287,52)" 20405 true 2.39 12887

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3295,56)" 51789 true 2.39 12888

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3295,56)" 51789 true 2.39 12889

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3303,48)" 1541 true 1.86 12890

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3303,48)" 1541 true 1.86 12891

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3311,53)" 3920 false 1.86 12892



ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3311,53)" 3920 false 1.86 12893

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3311,54)" 610 false 12894

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 

(LOC776816) mRNA. - RefSeq mRNA 

NM_001308613 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3311,54)" 610 false 12895

ENSGALP00000026126 CID 94 - 123 ribosomal protein L8 - CGNC Symbol 12137 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3323,64)" 1790 true 1.21 12896

ENSGALP00000026126 CID 94 - 123 ribosomal protein L8 - CGNC Symbol 12137 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3331,70)" 2558 true 1.21 12897

ENSGALP00000001909 CID 186 - 217

nuclear mitotic apparatus protein 1 - CGNC 

Symbol 859 161021_VP008_BvsT_OFFGEL_DiM_Fr5

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-5/Trypsin/LC-

226/161021_VP008_BvsT_OFFGEL_Di

M_Fr5/"MS/MS_(3362,56)" 1421 12898

ENSGALP00000007728 CID 102 - 130

Y box binding protein 1 - CGNC Symbol 

3598 161019_VP008_BvsT_OFFGEL_DiM_Fr1

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-1/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr1/"MS/MS_(3366,48)" 971 false 12899



ENSGALP00000022436 CID 68 - 99 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3367,58)" 277 true 1.46 12900

ENSGALP00000013964 CID 123 - 154

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3367,58)" 277 true 1.46 12901

ENSGALP00000011241 CID 279 - 309

3-hydroxybutyrate dehydrogenase type 1 - 

CGNC Symbol 5244 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3374,51)" 2383 true 1.58 12902

ENSGALP00000007728 CID 102 - 130

Y box binding protein 1 - CGNC Symbol 

3598 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3374,56)" 300 true 0.61 12903

ENSGALP00000013964 CID 123 - 154

tubulin beta 4B class IVb - CGNC Symbol 

50466 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3375,64)" 690 true 1.46 12904

ENSGALP00000022436 CID 68 - 99 tubulin beta class I - HGNC:20778 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3375,64)" 690 true 1.46 12905

ENSGALP00000011241 CID 279 - 309

3-hydroxybutyrate dehydrogenase type 1 - 

CGNC Symbol 5244 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3378,54)" 3103 12906



ENSGALP00000033650 CID 383 - 417 FYN binding protein - CGNC Symbol 2773 161025_VP008_BvsT_OFFGEL_DiM_Fr11.2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-12/Trypsin/LC-

226/161025_VP008_BvsT_OFFGEL_Di

M_Fr11.2/"MS/MS_(3389,71)" 2648 12907

ENSGALP00000021255 CID 418 - 449

chaperonin containing TCP1 subunit 5 - 

CGNC Symbol 9864 161019_VP008_BvsT_OFFGEL_DiM_Fr2

/VP008_Charakterisierung_Lymphos/V

P008_OFFGEL_BvsT_DiM/VP008_OFF

GEL_BvsT_DiM/Fraction-2/FASP-

Trypsin/LC-

226/161019_VP008_BvsT_OFFGEL_Di

M_Fr2/"MS/MS_(3451,66)" 385 false 12908
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