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Supplementary Figure 2. Transcription factors in CD4* T cells of GlpQ-immunized mice.
C57BL/6N mice were primed and boosted with either non-adjuvanted or adjuvanted GIpQ. Seven
days after the boost, splenocytes were isolated and stained for Th1- (Tbet), Th2- (GATA3), Th17-
(RORyT) and Treg- (FoxP3) specific transcription factors. Data are presented as median. n = 8
animals per group. *p < 0.05.



